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     source          1..4702289
                     /organism="Yersinia pestis Antiqua"
                     /mol_type="genomic DNA"
                     /strain="Antiqua"
                     /db_xref="taxon:360102"
     gene            complement(270..710)
                     /locus_tag="YPA_0001"
     CDS             complement(270..710)
                     /locus_tag="YPA_0001"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flavoprotein"
                     /protein_id="ABG11970.1"
                     /db_xref="InterPro:IPR001094"
                     /db_xref="InterPro:IPR008254"
                     /translation="MADITLISGSTLGSAEYVAEHLADKLEEAGFSTEILHGPELDEL
                     TLNGLWLIVTSTHGAGDLPDNLQPLLEQIEQQKPDLSQVRFGAVGLGSSEYDTFCGAI
                     IKLDQQLIAQGAQRLGEILEIDVIQHEIPEDPAEIWVKDWINLL"
     gene            complement(803..1264)
                     /locus_tag="YPA_0002"
     CDS             complement(803..1264)
                     /locus_tag="YPA_0002"
                     /codon_start=1
                     /transl_table=11
                     /product="regulatory protein"
                     /protein_id="ABG11971.1"
                     /db_xref="InterPro:IPR000485"
                     /db_xref="InterPro:IPR002197"
                     /translation="MSEIYQIDNLDRSILKALMENARTPYAELAKNLTVSPGTIHVRV
                     EKMRQAGIITAACVHVNPKQLGYDVCCFIGIILKSAKDYPSALKKLESLEEVVEAYYT
                     TGHYSIFIKVMCKSIDALQQVLINKIQTIDEIQSTETLISLQNPIMRTIVP"
     gene            1434..2426
                     /locus_tag="YPA_0003"
     CDS             1434..2426
                     /locus_tag="YPA_0003"
                     /EC_number="6.3.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate-ammonia ligase"
                     /protein_id="ABG11972.1"
                     /db_xref="InterPro:IPR004618"
                     /db_xref="InterPro:IPR006195"
                     /translation="MKKQFIQKQQQISFVKSFFSRQLEQQLGLIEVQAPILSRVGDGT
                     QDNLSGSEKAVQVKVKSLPDSTFEVVHSLAKWKRKTLGRFDFGADQGVYTHMKALRPD
                     EDRLSAIHSVYVDQWDWERVMGDGERNLAYLKSTVNKIYAAIKETEAAISAEFGVKPF
                     LPDHIQFIHSESLRARFPDLDAKGRERAIAKELGAVFLIGIGGKLADGQSHDVRAPDY
                     DDWTSPSAEGFSGLNGDIIVWNPILEDAFEISSMGIRVDAEALKRQLALTGDEDRLEL
                     EWHQSLLRGEMPQTIGGGIGQSRLVMLLLQKQHIGQVQCGVWGPEISEKVDGLL"
     gene            complement(2525..3991)
                     /locus_tag="YPA_0004"
     CDS             complement(2525..3991)
                     /locus_tag="YPA_0004"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG11973.1"
                     /db_xref="InterPro:IPR002035"
                     /translation="MLSLATLDMLLSISEGELIEEMVVGLLAAPQLAIFFEKFPRIKR
                     ALMKDIPGWKQNLQQRIREASVPPGLANEFSLYQQSLLEDSPQFYAHLPDIVAQLQDL
                     HSPFATQAKTLVQTADLAKNPPGGDSLQTLFLQRWRVSLILQTITIHHQLLEQEREQL
                     LAELQRRLALSGALEPILTTNDNAAGRLWDMSQGHLQRGDYQLLLQYGDFLQQQPELI
                     RLAEQLGRSRSAKAQPAPDARYEPYTVMVRQPDSVPEEVSGIHQSNDILRLLPTELVM
                     LGMSELEFEFYRRLLERRLLTYRLQGDNWQEKTQQRPVSLKQNDEQPRGPFIVCVDTS
                     GSMGGFNEQCAKAFCLALLRIALADNRRCYIMLFATEIIHYELSADNGIEQAIRFLNQ
                     HFRGGTDLAACLANTLNKMEDREWYDADAVIISDFIAQRLPEELVRKIKIQQQAHQHR
                     FHAVAMSAYGKPGIMRIFDHIWRFDTSLKSRLIRRWKR"
     gene            complement(3995..5482)
                     /locus_tag="YPA_0005"
     CDS             complement(3995..5482)
                     /locus_tag="YPA_0005"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG11974.1"
                     /db_xref="InterPro:IPR003593"
                     /translation="MHRSLHIRLCLLAALSGESVFLLGPPGIAKSLIARRLKFAFRHA
                     RAFEYLMTRFSTPEEVFGPLSIQALKEEGRYQRMTGGYLPEAEIVFLDEIWKAGPAIL
                     NTLLTAINERRFRNGDREDSIPMRLLVTASNELPDADSSLEALYDRMLIRLWLDRVQE
                     KQNFRSLLISRQNENHNPVAENLSITDEEFHQWQPLIDKITLPDHCFELIFQLRQRLS
                     ALEHAPYVSDRRWKKALRLLQASAFFSGRDEITPIDLILLKDCLWHDLNSFKLLQQQL
                     EQLLTEQGYQQQSLLMKLQDINSKWLQHQQQQSDHQALTVVKQSGMFSRKAQYALPDN
                     LTDSTLTLLLQKPLNLHDIQVNHLQVDKEALAQWLNKGGALRAKLNGVGYAQSIDAEI
                     DDQLHIIILDVSRQPSTLSLPGATTTSVPPELLLALTKLESTLAEQRRLFSQHQPCLF
                     TPSSWLAKIEASLLQVVEQLQFQQIQFQQIQFQQRKFQQQKHSGH"
     gene            5552..6574
                     /locus_tag="YPA_0006"
     CDS             5552..6574
                     /locus_tag="YPA_0006"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG11975.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            6574..7353
                     /locus_tag="YPA_0007"
     CDS             6574..7353
                     /locus_tag="YPA_0007"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG11976.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(7397..7507)
                     /locus_tag="YPA_0008"
     CDS             complement(7397..7507)
                     /locus_tag="YPA_0008"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG11977.1"
                     /translation="MAQSSQLAERISRLSHALESGLYERQEAILSTTDEK"
     gene            7781..9649
                     /locus_tag="YPA_0009"
     CDS             7781..9649
                     /locus_tag="YPA_0009"
                     /codon_start=1
                     /transl_table=11
                     /product="potassium transport protein"
                     /protein_id="ABG11978.1"
                     /db_xref="InterPro:IPR003855"
                     /translation="MSTEHKQYLSAVTLAAIGVVYGDIGTSPLYTLRECFSGHYGFDV
                     RPDVVFGFLSLIFWMLILVVSVKYLTYVMRADNAGEGGILTLMSLAGRNTSSRATSIL
                     VVLGLIGGSFFYGEVVITPAISVMSAIEGLEIAAPALDPYIVPCSIAVLTLLFVIQKH
                     GTGSVGKLFAPVMLVWFLTLALLGLRSIIANPEVLAALNPKWAISFFVEYKSVSFFAL
                     GAVVLAITGVEALYADMGHFGKFPIRLAWFTVVLPSLVLNYFGQGALLLKNPEAIKNP
                     FFLLAPDWALIPLLILATLATVIASQAVISGVFSLTRQAVRLGYLPPMRIIHTSEMES
                     GQIYIPVINWTLYLAVVLVIIGFERSSNLAAAYGIAVTGTMVITSILFCTVAWKNWHW
                     NRFLVVFLLMVLLIIDIPMFSANVLKLFSGGWLPLSLGLVMFIIMTTWKSERFSLLRR
                     MHEHSNSLEAMIASLEKSPPVRVPGTAVYMSRAMNVIPFALLHNLKHNKVLHERVVLL
                     TMRTDDVPYVHNVERVTIEQLSPTFWRVVARYGWRETPNVAEIFHRCGLEGLSCQMME
                     TSFFMSHESLILTKRPWHLFLRGKLFIALSRNALRAPDQFEIPPNRVIELGTQVEI"
     gene            9854..10273
                     /locus_tag="YPA_0010"
     CDS             9854..10273
                     /locus_tag="YPA_0010"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose permease"
                     /protein_id="ABG11979.1"
                     /translation="MKKGVLLNADISAVISRLGHTDQIVIGDAGLPIPATTTRIDLAL
                     TRGVPGFLQVVDVVTQEMQVENAYLAEEIVKNNPQLHEALLVLLTQLEQRQENQIALR
                     YISHEAFKEQTKQSRAVIRSGECSPFANIILGSGVTF"
     gene            10324..11250
                     /locus_tag="YPA_0011"
     CDS             10324..11250
                     /locus_tag="YPA_0011"
                     /codon_start=1
                     /transl_table=11
                     /product="ribokinase"
                     /protein_id="ABG11980.1"
                     /db_xref="InterPro:IPR002139"
                     /db_xref="InterPro:IPR002173"
                     /db_xref="InterPro:IPR011877"
                     /translation="METGKLVVLGSINADHILNIEQFPRPGETVIGQQYNVAFGGKGA
                     NQAVAAGRSGADIAFIACVGDDDIGERVRQQLTADKIDTQPIEAIKGATTGVALIFVN
                     SDGENVIGINAGANSAVTPEYLRRYQQQVIDADALLMQLESPLDTVIAAAKLAKQHQT
                     QVILNPAPARKLPDELLTLVDMITPNETEAERLTGIHIEQDDDAAKAAQILHDKGIAT
                     VIITLGSRGVWLSEQGKGKLVAGFKVNAVDTIAAGDTFNGALLTALLEGQSMDVAVRF
                     AHAAAAIAVTRPGAQPSIPWRAEIDSFLQERV"
     gene            11303..11473
                     /locus_tag="YPA_0012"
     CDS             11303..11473
                     /locus_tag="YPA_0012"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG11981.1"
                     /translation="MARAGLPIIAGYEVVSDFEFGGGLVALKQRLNNPEAEPQVLPLT
                     PELIERGSVSLR"
     gene            complement(11470..12894)
                     /locus_tag="YPA_0013"
     CDS             complement(11470..12894)
                     /locus_tag="YPA_0013"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane transport protein"
                     /protein_id="ABG11982.1"
                     /db_xref="InterPro:IPR001411"
                     /db_xref="InterPro:IPR007114"
                     /translation="MIKSARSMAGLPWIAAMAFFMQALDATILNTALPSIAESLNRSP
                     LTMQSAIISYTLTVAMLIPVSGWLADRFGTRRIFILAVSLFTFGSLLCALSGSLAFLV
                     ASRVIQGIGGAMMMPVARLALIRAYPRSELLPVLNFVTIPGLVGPVMGPLLGGLLVTY
                     TTWHWIFILNIPIGLLGIFYARKYMPNFTMPKRTFDFVGFLLFGISLVMISTSLEIMG
                     RPEIADYLPAATLLGGLLMLIFYIFHAKGHPNPLIGLPLFKTRTFSVGIAGNVASRLG
                     TGCVPFLMPLMLQVGFGYSALIAGCMMAPTAIGSIMAKSAVTQVLRSLGYRKVLVGIT
                     LIIGVLIASFALQSPGMSAWMMILPLFILGIAMSTQFTAMNTITLADLTDNNASSGNS
                     VLAVTQQLSISFGIAISATVLRFYDGLSLGGNVDHFHYTFITMGIVTLLSSLVFLLLK
                     PRDGDNLIQGRNVKKVAPQVKNNV"
     sig_peptide     complement(12814..12894)
                     /locus_tag="YPA_0013"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.972) with cleavage site probability 0.949 at
                     residue 27"
     gene            complement(12974..13666)
                     /locus_tag="YPA_0014"
     CDS             complement(12974..13666)
                     /locus_tag="YPA_0014"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG11983.1"
                     /db_xref="InterPro:IPR000524"
                     /translation="MQLNTQQQEAAQRNLSYLLAEKIGQRILAGEYEAGSILPGEIEL
                     GEQFGVSRTAVREAVKMLAAKGMLLPRPRIGTRVMPQTNWNYLDQELLTWWMTKENFD
                     QVMQHFLILRTSLEPQACYLAATHANEKQRELLASLVAEMRALHSNFNREQWIQVDTQ
                     FHKLIYEASGNPFLISFANLFSSVYYSYFRAITGDEVIKLQHHQNIVDTILAGDNQGA
                     LFACQVLLKTVD"
     gene            14253..15768
                     /locus_tag="YPA_r001"
     rRNA            14253..15768
                     /locus_tag="YPA_r001"
                     /product="16S RNA"
     gene            15905..15980
                     /locus_tag="YPA_r002"
                     /note="tRNA-Glu1"
     tRNA            15905..15980
                     /locus_tag="YPA_r002"
                     /product="tRNA-Glu"
     gene            16233..19139
                     /locus_tag="YPA_r003"
     rRNA            16233..19139
                     /locus_tag="YPA_r003"
                     /product="23S RNA"
     gene            19139..19371
                     /locus_tag="YPA_r004"
     rRNA            19139..19371
                     /locus_tag="YPA_r004"
                     /product="5S RNA"
     gene            19380..19455
                     /locus_tag="YPA_r005"
                     /note="tRNA-Thr1"
     tRNA            19380..19455
                     /locus_tag="YPA_r005"
                     /product="tRNA-Thr"
     gene            20351..21280
                     /locus_tag="YPA_0015"
     CDS             20351..21280
                     /locus_tag="YPA_0015"
                     /EC_number="2.3.1.46"
                     /codon_start=1
                     /transl_table=11
                     /product="homoserine O-succinyltransferase"
                     /protein_id="ABG11984.1"
                     /db_xref="InterPro:IPR005697"
                     /translation="MPIRVPDELPAVSFLRNENVFVMASSRAKTQEIRPLKVLILNLM
                     PKKIETENQFLRLLSNSPLQVDIQLLRVDSRESKNTPTEHLNNFYCDFEDIQDQNFDG
                     LIVTGAPLGLVDFCDVAYWPQIERIIAWAKEHVTSTLFVCWAVQAALNILYGIPKMTR
                     EVKLSGIYQHQTLEPLALLTRGFDETFLAPHSRYADFPVEVLQQYTDLDILVSSEEAG
                     AYLFASKDKRVAFVTGHPEYDVDTLAGEYQRDLAAGLNPQVPLNYFPSDDASLRPKAS
                     WRSHGHLLFANWLNYYVYQITPFDLRHMNPTLD"
     gene            complement(21480..21623)
                     /locus_tag="YPA_0016"
     CDS             complement(21480..21623)
                     /locus_tag="YPA_0016"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG11985.1"
                     /translation="MSLPVKKAEFYGYFSPDRNKNNQLIHKIKNDFHFYGKYFFNLYL
                     SYR"
     gene            21701..23299
                     /locus_tag="YPA_0017"
     CDS             21701..23299
                     /locus_tag="YPA_0017"
                     /EC_number="2.3.3.9"
                     /codon_start=1
                     /transl_table=11
                     /product="malate synthase A"
                     /protein_id="ABG11986.1"
                     /db_xref="InterPro:IPR006252"
                     /translation="MRQQLAGTELVFTQPFNAAERQVLPDKAIEFLTELVVKFSESRN
                     QLLATRASWQQTIDQGALPDFILETNSIRDGDWKIQGIPADLRDRRVEITGPVERKMV
                     INALNANVKVFMADFEDSLAPSWDKVIDGQINLHDAVKGTISYTNESGKVYQLKPNPA
                     VLIARVRGLHLPEKHVKWQDEAIPGGLFDFALYFYHNYQQLLAKGSGPYFYLPKMQSY
                     QEAAWWSDVFNFTEQRFGLSQGTIKATVLIETLPAVFQMDEILYHLRHHIVGLNCGRW
                     DYIFSYIKTLKNHPDRVLPDRQSVTMNKPFLSAYSRLLIKTCHKRGALAMGGMAAFIP
                     DKDAEKNKLVLDKVRADKELEASNGHDGTWVAHPGLADTVMDVFNKVLGSRPNQLEVS
                     REQDKPITAAELLEPCSGERTEAGMRANIRVAVQYIEAWISGNGCVPIYGLMEDAATA
                     EISRTSIWQWIHHQKSLSNGQTVTKELFRSMLSEEIQVVKLELGAERFDRGRFEEAAR
                     LMERITTQDELIDFLTLPGYALLA"
     gene            23346..24653
                     /locus_tag="YPA_0018"
     CDS             23346..24653
                     /locus_tag="YPA_0018"
                     /EC_number="4.1.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="isocitrate lyase"
                     /protein_id="ABG11987.1"
                     /db_xref="InterPro:IPR000918"
                     /db_xref="InterPro:IPR006254"
                     /translation="MTISRTQQIQQLEQEWTSPRWKNITRPYSAEDVIKLRGSVNPEC
                     TFAQNGAKKLWELLHGGSRKGYINCLGALTGGQALQQAKAGVEAIYMSGWQVAADANT
                     ASSMYPDQSLYPVDSVPAVVKRINNSFRRADQIQWSNNIEPGSKGYTDYFLPIVADAE
                     AGFGGVLNAFELMKAMIEAGAAGVHFEDQLAAVKKCGHMGGKVLVPTQEAIQKLVAAR
                     LAADVLGVPTLLIARTDADAADLLTSDCDPYDREFITGDRTAEGFFRTRAGIEQAISR
                     GLAYAPYADLVWCETSTPDLALAKRFADAVHAQFPGKLLAYNCSPSFNWKKNLTDQQI
                     ASFQDELSAMGYKYQFITLAGIHSMWFNMFDLAHAYAQGEGMKHYVEKVQQPEFASVD
                     RGYTFASHQQEVGTGYFDKVTNIIQGGASSVTALTGSTEEQQF"
     gene            24909..26636
                     /locus_tag="YPA_0019"
     CDS             24909..26636
                     /locus_tag="YPA_0019"
                     /EC_number="2.7.11.5"
                     /codon_start=1
                     /transl_table=11
                     /product="isocitrate dehydrogenase kinase/phosphatase"
                     /protein_id="ABG11988.1"
                     /translation="MVAKLEQLIAQTILQGFDAQYGRFLEVTAGAQHRFEQADWHAVQ
                     QAMKKRIHLYDHHVGLVVEQLKYITDQRHFDVEFLARVKEIYTGLLPDYPRFEIAESF
                     FNSVYCRLFKHRDLTPDKLFVFSSQPERRFREIPRPLARDFIPKGDLSGMLQMVLNDL
                     SLRLHWENLSRDIDYIVMAIRQAFTDEQLASAHFQIANELFYRNKAAWLVGKLRLNGD
                     IYPFLLPIHHNESGELFIDTCLTSKAEASIVFGFARSYFMVYVPLPAAMVEWLREILP
                     GKSTAELYTAIGCQKHGKTESYREYLAFIHQSSEQFIIAPGVKGMVMLVFTLPSFDRV
                     FKVIKDQFAPQKEVTQARVLECYQLVKEHDRVGRMADTQEYENFVIDKHRISPELLAE
                     LQHEVPEKLEDLGDKIVIKHLYMERRMTPLNLYMEQADDQQLKDAIEEYGNAIKQLAA
                     ANIFPGDMLFKNFGVTRHGRVVFYDYDEICYMTEVNFRDIPPPRYPEDEMASEPWYSV
                     SPNDVFPEEFRHFLCSDRKVRHFFEEMHGDLFQASYWRGLQQRIRDGHVEDVFAYRRK
                     QRFSQRALN"
     gene            complement(26756..27349)
                     /locus_tag="YPA_0020"
     CDS             complement(26756..27349)
                     /locus_tag="YPA_0020"
                     /codon_start=1
                     /transl_table=11
                     /product="repressor of aceBA operon"
                     /protein_id="ABG11989.1"
                     /db_xref="InterPro:IPR005473"
                     /translation="MDHGGPHAFIVGSSFLQSRNLLAMVHPMLRRLMDESGETVNLAV
                     LDHSDYQAIIIDQVQCTALMRMSAPIGGKLPMHASGAGKAFLSTLPDDQLVQLLHKKG
                     LHAYTQHTRTNPTSLKENLALIRKQGYSFDDEEHALGLRCIAACLFDEHHEAFAAISI
                     SGPISRITDDRVTELGALVIHAAKEITQSYGGGTGVK"
     gene            27815..31510
                     /locus_tag="YPA_0021"
     CDS             27815..31510
                     /locus_tag="YPA_0021"
                     /EC_number="2.1.1.13"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine synthase (B12-dependent)"
                     /protein_id="ABG11990.1"
                     /db_xref="InterPro:IPR011822"
                     /translation="MVDTVIDNKVKELHQQLAQRILVLDGGMGTMIQSYRLEEADYRG
                     ARFADWASDLKGNNDLLVLSKPEVITAIHNAYLEAGADILETNTFNSTSIAMADYQMA
                     SLSAEINYEAARLARICADEWSARTPEKPRYVAGVLGPTNRTASISPKVNDPAFRNVS
                     FDQLVEAYRESTRALIEGGVDLIMIETVFDTLNAKAATFAVESEFEVMGVLLPVMISG
                     TITDASGRTLSGQTTEAFYNSLRHVKPLSFGLNCALGPDELRQYVAELSRISEYYVSA
                     HPNAGLPNAFGEYDLEAKEMAEQIGEWARAGFLNIVGGCCGTTPRHIAAMVNAVAGVP
                     PRPLPDIPVACRLAGLEPLTIDANTLFVNVGERTNVTGSARFKRLIKEEKYGEALDVA
                     RQQVESGAQIIDINMDEGMLDAEAAMVRFLNLIAGEPDIARVPIMIDSSRWDVIEKGL
                     KCIQGKGIVNSISMKEGVDAFIHHAKLVRRYGAAMVVMAFDETGQADTRARKIEICRR
                     AYKILTETVGFPPEDIIFDPNIFAVATGIEEHNNYAVDFIEACADIKAELPHALISGG
                     VSNVSFSFRGNDPVREAIHAVFLYYAIRNGMDMGIVNAGQLAIYDDLSDELRDAVEDV
                     ILNRRDDSTERLLDLAEKYRDSKSGEVAIQQAEWRGWPVVKRLEYSLVKGITEFIELD
                     TEEARQQADRPIEVIEGPLMSGMNVVGDLFGEGKMFLPQVVKSARVMKQAVAYLEPYI
                     EASKQKGTTAGKILLATVKGDVHDIGKNIVGVVLQCNNYEIIDLGVMVPTEKILRTAR
                     EEKVDIIGLSGLITPSLDEMVNVAKEMERQGFTLPLLIGGATTSKAHTAVKIEQNYSG
                     STTYVSNASRSVGVVSALLSDTQREAFVAKTRKEYETVRIQHARKKPRTPPVSLQAAR
                     NNPTVIDWENYTPPVAHKLGVQVVEASIETLRNYIDWTPFFMTWSLAGKYPRILEDEV
                     VGEEAKRLLADANALLDKLSAEDLLHPKGVVGLFPANSVGDDIEIYRDERRDEVLAIS
                     YHLRQQTEKTDFPNYCLADYVAPKSSGKADYFGAFAVTGGLEEDALADAYDAQHDDYN
                     KIMIKALSDRLAEAFAEYLHERVRKVYWGFAPNENLSNEELVRENYQGIRPAPGYPAC
                     PEHTEKGQIWQLLDVETHTGMKLTESYAMWPGASVSGWYFSHPDSKYFAVAQIQRDQV
                     EDYAARKGMPTAEVERWLAPNLGYDAD"
     gene            complement(31606..36513)
                     /locus_tag="YPA_0022"
     CDS             complement(31606..36513)
                     /locus_tag="YPA_0022"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolysin"
                     /protein_id="ABG11991.1"
                     /db_xref="InterPro:IPR008638"
                     /translation="MKKHTFKLSPAGKLAAAVTIISVSVATCYAAGIVGAGDSAHKPD
                     VSSVNGTSVINIVQPSASGLSHNQFQDFNVGEKGAVLNNATSAGNSILAGQLAANQNL
                     NGQAASIILNEVISRNPSLLLGQQEIFGMTADYILANPNGITCNGCGFMNTNRESLVV
                     GNPLIEQGSLKGFETFNNNNWLIIQDKGLTANKILDLIAPRIEVTGMVTSTEAINALS
                     GNNQISTDGQILESRQEDHPNRPTSLGGWFSSLFSSESEESIDGKYLGSMQSGRINLV
                     STREGSGVKIAGSLNGSEEINATIKGKLQLEAAKLGGNDININANSIQAFGNLHKNED
                     NGGVTQSLERTQLKGKNIAIVANKKNQLSAVKIDADNVTLRGGELVLDERILTKTEQE
                     SSSDGGNGVLGLGKWNWSENKEEKQQTSIGTTITAKNNASLESTQDDIKLSAATITAG
                     KNLAIKAKKDLHIDGAIEENSIHDYGHNYKHMVKDESWNNKTTKQTLNKTTLEAGKNL
                     GLTAENKITTQGIKASAGGDVVIDANDVKIGVQKTSNQETTDGKHERNLGLGGVDHNN
                     NDKYAETSHSSEITADGNILISVKDDVAITGSKVKATKDGFVQAKEGGIKIDNAISTT
                     TNKVDERTGVAFDITGSSKKANNSEEKSTGSEVVSEANLKIISKKDVDVIGSLVKSAG
                     ELGIETLGDINVAAAQEKQKIDEQKTLLTIDGFTSDDGKNQYQAGLKVEHTSESEKTE
                     KVINHGSTLEGGTVKLEADKDVTFTGSQLNTTKGDADITAENVSFVAAQDTTTSNKEK
                     ETVGVNAHYTGGMDKAGSGAGVSYEETKTDSEKSTAVVSHTDVKGDLNLNAKQEITNQ
                     GTDHNVEGSYAANATNVNNLAAENSETTTTTTNTVDVKYGGNIAYDGVTRPVEKTIES
                     GKKLDVGGVIENVGNVAPDSVNAGVDLSVNVGEKENKSSNSQAVVTSIKSGDISITAK
                     EDVKDQGTHYQADKGGIKIDAANHTFESAVNRAEESEKVVSGGVDMRIYTTTGEDINV
                     DAKGKGENKQQEVKAEQAQTGSMKAVGDIIINVQENARYQGTDLDSGDGKIAITAGEE
                     IKFEQATSHLSENHNKIDANAKANFGTKPNSKDFGGGLGGGHSQGSTSADIAQVSHLH
                     GKQGIELNAGKDLTLQGTEFGSKNAATGDVQLTAGGKVDFQAAQSQSSKQDMTWSASV
                     KAGKSKSNSTSENDDGTKTHTNNKGFSAGAEANVKNTDETSLTHQGGIINSNGAVTIK
                     ADGKDQQAIHLQNTNIISQETILNADNGGIVMESAQDKEHKNNWNVNTNLNGSQKNTI
                     KSDDQGVVDKDSAKKIHNAAIKLDGGVDKLDSVTQQNTHINSDKVTLNSAKNTELAGA
                     VLQANQISGQIGGDLNVISRENRLNKVNVSAALGGSHSNAKQDSLISQVANASPIMSD
                     KIKNKLEEKSTKIFDKVENKFNTLGKEKDDSVQTISYTKDGQTVKISEADEKKETKDK
                     WWQKGAKSVGKKIKSAVQDEQVVGGNGSVKANVEVVESQGVEEQSAIRGTQNVDLTVK
                     GKTDLVGGKISSKNSDVKLKTNGLETQDINGKYTEGGARLNASSSVMDMISDGAKDVM
                     DGKAPLVSGHGKSEQKNATGGITRE"
     sig_peptide     complement(36421..36513)
                     /locus_tag="YPA_0022"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.899 at
                     residue 31"
     gene            complement(36583..38082)
                     /locus_tag="YPA_0023"
     CDS             complement(36583..38082)
                     /locus_tag="YPA_0023"
                     /codon_start=1
                     /transl_table=11
                     /product="hemolysin activator protein"
                     /protein_id="ABG11992.1"
                     /translation="MNYLVRPPPPAPVLPEDTQCLPINGVYIQGITLLTEDDLSELSA
                     IPEQCIHPDNINLLTRELTHIYMDKGYITARIQFIPPDADGKLGLDITEGFVEAIDST
                     DTGLDGETVFPNMIGKPLNITRLDQGLDQANRLPSNKVTVDILPGTLPGGSILKLHNT
                     PSTPWHLTTSMDNYGNKNTGKWLSRNALSFDNPLGLSDSVSINISNTVDRPQHNYSRA
                     YSMFYSVPYGALTFSGFGSYAEYRYPMKLQFNTAKLHGETQQHGLRADYVFYRDQSQI
                     NGLSAQLTYKRASNYLNEEKIAISSPTLTIFELGLNHLHVLPMGLFNINVSLEQGLPW
                     LGAERSNGPLANYQDSQFTKAKTSITSNHYFALFDDTYLFSNQFYGQYTRDRLPGVEW
                     LSITDSSAIRGFSRNTLSADQGWYLQNTLSRRFTLGDATLTPRVGLDTGRLQQKPQGW
                     VSAMGLSAGVSLNYQNATLDIEASRGRLLSGPSKINDPTQILARFSYRF"
     gene            complement(38012..38359)
                     /locus_tag="YPA_0024"
     CDS             complement(38012..38359)
                     /locus_tag="YPA_0024"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG11993.1"
                     /translation="MLPVNLTQGQKELRLQINLFGQSISQSDIMIRKRTALWLVLSTG
                     AQAETPLAIETPSSINESRQSLQNNAKEINQLVEEKRHQQITQHNTGQSELSRPAPPP
                     CTGVTRRYAVPTH"
     gene            complement(38840..40225)
                     /locus_tag="YPA_0025"
     CDS             complement(38840..40225)
                     /locus_tag="YPA_0025"
                     /EC_number="2.7.2.4"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate kinase"
                     /protein_id="ABG11994.1"
                     /db_xref="InterPro:IPR001341"
                     /db_xref="InterPro:IPR005260"
                     /translation="MIQVAPQQTRDAPSATVVAKFGGTSVASFDAMSRSADVVLSNPD
                     VRLVILSASAGITNLLVALADGSEPEKRADHLEDIRHIQYDIIARLTDSTVIREEIDR
                     MLENIAMLSEAASLATSPALTDELVSHGELMSTLLFVELLRQRQVAVEWFDVRKVMRT
                     NDRFGRAEPDTSALAELAQTLLAPRIEDAIVVTQGFIGSEGKGRTTTLGRGGSDYTAA
                     LLGEALNVSRIDIWTDVPGIYTTDPRVVPAAKRIDKIAFEEAAEMATFGAKILHPATL
                     LPAVRSDIPMFVGSSKDPAAGGTLVCNETYNPPLFRALALRRKQTLLTLHSLNMLHAR
                     GFLAEVFNILARHSISVDLITTSEVSVALTLDTTGSTSTGDSLLTTSLLTELSSLCRV
                     EVEEDLALVAIIGNNLSQACGVGKEVFGVLDPFNIRMICYGASSHNLCFLVPGNDADK
                     VVQTLHYNLFE"
     gene            40595..42241
                     /locus_tag="YPA_0026"
     CDS             40595..42241
                     /locus_tag="YPA_0026"
                     /EC_number="5.3.1.9"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-6-phosphate isomerase"
                     /protein_id="ABG11995.1"
                     /db_xref="InterPro:IPR001672"
                     /translation="MKNINPSQTAAWKALQQHFEQMKDVTISSLFAKDDQRFNRFSAT
                     FDDQMLVDFSKNRITSETLEKLQDLAKETDLAGAIKSMFSGEKINRTEDRAVLHIALR
                     NRSNTPIVVDGKDVMPEVNAVLAKMKQFCDRVISGDWKGYTGKAITDVVNIGIGGSDL
                     GPYMVTEALRPYKNHLNMHFVSNVDGTHIAEALKPLNPETTLFLVASKTFTTQETMTN
                     AHSARDWFLSAAGDPAHVAKHFAALSTNAKAVGEFGIDTNNMFEFWDWVGGRYSLWSA
                     IGLSIALSVGFEHFEQLLSGAHAMDKHFAETPAEKNLPVLLALIGIWYNNFFGAETEA
                     ILPYDQYMHRFPAYFQQGNMESNGKYVDRNGHPVDYQTGPIIWGEPGTNGQHAFYQLI
                     HQGTKLIPCDFIAPAISHNPLSDHHAKLLSNFFAQTEALAFGKSLEDVEAEFAAAGKT
                     PEQVAHVAPFKVFEGNRPTNSILLREITPFSLGALIALYEHKIFTQGVILNIYTFDQW
                     GVELGKQLANRILPELADDQEVTSHDSSTNALINRFKNWR"
     gene            42376..42783
                     /locus_tag="YPA_0027"
     CDS             42376..42783
                     /locus_tag="YPA_0027"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG11996.1"
                     /translation="MAKNSRSQWIAKNLQRLLNVGLIMLAAILVVFLVKETIHLGKVL
                     FLSNQETSSYMLIEGIVIYFLYFEFIALIVKYFESGYHFPLRYFIYIGITAIIRLIIV
                     DHENPIDTLIYSGSILVLVVTLYLANTERLKRE"
     gene            complement(42926..43816)
                     /locus_tag="YPA_0028"
     CDS             complement(42926..43816)
                     /locus_tag="YPA_0028"
                     /codon_start=1
                     /transl_table=11
                     /product="maltose transport system permease protein MalG"
                     /protein_id="ABG11997.1"
                     /translation="MAMVQPKSQRLRLLGTHFLMLCFIALIMFPLLMVIAISLRPGNF
                     ATGSLIPDQISWEHWKLALGMSVTHADGSVTPPPFPVMLWLWNSIKIALITAMGIVAL
                     STTCAYAFARMRFRGKSALLKGMLIFQMFPAVLSLVALYALFDRIGQYMPFIGLNTHG
                     GVIFAYMGGIALHVWTIKGYFETIDNSLEEAAALDGATPWQAFRLVLLPLSVPILAVV
                     FILSFIAAITEVPVASLLLRDVNSYTLAVGMQQYLNPQNYLWGDFAAAAVLSAIPITT
                     VFLLAQRWLVGGLTAGGVKG"
     gene            complement(43830..45407)
                     /locus_tag="YPA_0029"
     CDS             complement(43830..45407)
                     /locus_tag="YPA_0029"
                     /codon_start=1
                     /transl_table=11
                     /product="maltose transport system permease protein MalF"
                     /protein_id="ABG11998.1"
                     /translation="MQLSHTELQSRKKKIAWWQSDALKWLVISLLSLFTCYLIVLMYA
                     QGEYLFAIVTLILVSLGLYVFANRRAYAWRYVYPGVAGMGLFVLFPLICTIAIAFTNY
                     SSTNQLTFERAQSVLLDRQFQTGKTFTFGLYPSDNQWRLQLTNPDDGSLFISEPFSFE
                     ATGEQKVMVAPTNTAQTSEPASLRIITQSRQALSSLVAILPDGAELRMSSLRQFSGTK
                     PLYTLGADGKELINQQTGVKYWPNPSTGFYQAVNADGQWENEKLSPGFTVSIGWKNFL
                     RVLHDEGIQKPFISIFIWTILFSVMSVTFTVAVGMVLACVVQWDSLKGKAIYRVMLIL
                     PYAVPSFISILIFKGLFNQSFGEINLMLSHLFGIKPAWFSDPITAKSMILIVNTWLGY
                     PYMMILCMGLLKAIPDDLYEASAMDGAGPFQNFFRITFPLLIKPLTPLMIASFAFNFN
                     NFVLIQLLTNGGPDMIGTSTPAGYTDLLVNYTYRVAFEGEGGQDFGLAAAIATLIFIL
                     VGALAILNLKASKMNFD"
     gene            complement(45594..46805)
                     /locus_tag="YPA_0030"
     CDS             complement(45594..46805)
                     /locus_tag="YPA_0030"
                     /codon_start=1
                     /transl_table=11
                     /product="maltose-binding periplasmic protein precursor"
                     /protein_id="ABG11999.1"
                     /db_xref="InterPro:IPR006060"
                     /db_xref="InterPro:IPR006061"
                     /translation="MTRSFTKSGIGKTARVLALSALTTLVLSSSAFAKIEEGKLVIWI
                     NGDKGYNGLAEVGKKFEKDTGIKVTIEHPDKLEEKFPQVAATGDGPDIIFWAHDRFGG
                     YAQSGLLAELTPSKAFQEKLFPFTWDAVRFNGKLIGYPVAVEALSLIYNKDLVKEAPK
                     TWEEIPALDKTLRANGKSAIMWNLQEPYFTWPVIAADGGYAFKFENGVYDAKNVGVNN
                     AGAQAGLQFIVDLVKNKHINADTDYSIAEAAFNKGETAMTINGPWAWSNIDKSKINYG
                     VTLLPTFHGQPSKPFVGVLTAGINAASPNKELATEFLENYLITDQGLAEVNKDKPLGA
                     VALKSFQEQLAKDPRIAATMDNATNGEIMPNIPQMAAFWYATRSAVLNAITGRQTVEA
                     ALNDAATRITK"
     sig_peptide     complement(46704..46805)
                     /locus_tag="YPA_0030"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 34"
     gene            47393..47629
                     /locus_tag="YPA_0031"
     CDS             47393..47629
                     /locus_tag="YPA_0031"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12000.1"
                     /translation="MRLIITLLDQYVEALFNVQPYTQAATPSGATLPLAWRHGAQRES
                     HQGTGGNQWVMPGFASTVFLHSDSYEKLFAQAKE"
     gene            47633..48742
                     /locus_tag="YPA_0032"
     CDS             47633..48742
                     /locus_tag="YPA_0032"
                     /codon_start=1
                     /transl_table=11
                     /product="maltose/maltodextrin transport ATP-binding
                     protein"
                     /protein_id="ABG12001.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MANVTLSSVYKAFGEAVISRDINLEIDDGEFVVFVGPSGCGKST
                     LLRMIAGLEDITSGELLIGGKRMNEVPPSERGIGMVFQSYALYPHLSVAENMSFGLKL
                     AGVKKAEIYQRVNQVAEVLQLAHLLDRRPKALSGGQRQRVAIGRTLVSEPDVFLLDEP
                     LSNLDAALRVQMRIEISRLHKRLERTMIYVTHDQVEAMTLADKIVVLDAGNIAQVGKP
                     LELYHYPANRFVAGFIGSPKMNFLPVKVTAAEPRQVQIELPNHQRVWLPVEGDQVQVG
                     ANMSLGIRPEHLLPSSASEVTLEGEIQVVEQLGNETQIHIQIPAIRQNLVYRQNDVVL
                     VEEGATFSIGLPPHRCHLFREDGTACKRLYQELGV"
     gene            48813..50084
                     /locus_tag="YPA_0033"
     CDS             48813..50084
                     /locus_tag="YPA_0033"
                     /codon_start=1
                     /transl_table=11
                     /product="maltoporin"
                     /protein_id="ABG12002.1"
                     /db_xref="InterPro:IPR003192"
                     /translation="MITLRKLPIALAVAAGVLSTQAMAVDFHGYARSGIGWTASGGEQ
                     QCFQTTGAQSKYRLGNECETYAELKLGQELWKEGDKSFYLDTNVAYSVSQRDDWESTD
                     PAFREANVQGKNLIESLPGSTIWAGKRFYQRHDVHMIDFYYWDISGPGAGLETIDLGF
                     GKLSVAATRNSESGGSSAWIDNQRENAKYTINNVYDVRLAGLETNPGGSLELGVDYGR
                     ADTQEGYSLAPNASKDGVMLTAEHTQSLMGGFNKFVVQYATDSMTSYNTGHSQGTSVN
                     NNGHLLRVIDHGAINLAEKWDMMYVALYQDIDLDNNNGNTWYSVGVRPMYKWTPIMST
                     LLEAGYDNVKSQHTGERNGQYKLTLAQQWQAGDSIWSRPAIRVFATYANWDEKWGYSD
                     TTGVAQDGTIGTNSRGKNNEVTFGAQFEAWW"
     sig_peptide     48813..48887
                     /locus_tag="YPA_0033"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 25"
     gene            50325..51236
                     /locus_tag="YPA_0034"
     CDS             50325..51236
                     /locus_tag="YPA_0034"
                     /codon_start=1
                     /transl_table=11
                     /product="maltose operon periplasmic protein"
                     /protein_id="ABG12003.1"
                     /translation="MKKNLLSLCLVLALGGTAPLAVQAASTISPANVSIAPTISTTTL
                     QQLPWQPLVPPVTQDIQLTAGSPHISQGEVEGAVAAFALPADRGSLEVTLSSLLTDKQ
                     LFTPSVLVLDEQMRPAAYYPSSYFTYEKAGIMINDRLQGVMKLTPALGQKQIYLLVYT
                     TRDDLKKTTQLLDPAKAYAQGVGNAVPDIPDPIVNHSPTGTLRIKVTSEQGMGNIMIG
                     LIQSAPTSAPVVVGSSIQPVAAPQSEPAKPAAPMLGETENYFNQAIKDAVKAGDVDKA
                     LKLLNEAEHLGSTSARKTFIGSVKGKG"
     sig_peptide     50325..50399
                     /locus_tag="YPA_0034"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.987 at
                     residue 25"
     gene            51575..51985
                     /locus_tag="YPA_0035"
     CDS             51575..51985
                     /locus_tag="YPA_0035"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12004.1"
                     /translation="MSDINKQINHANDSHFFCHSMTLNMTGSSLVVEKNPVGNFLKFA
                     MNFPNLLLLFSDGTLIKQVERELKTHLICNEFVKNKSKIVTVYITLGNDALLLIYYSN
                     RVFYKKSYIKCGDIACMNYTVNEGYLTTEIILWR"
     gene            complement(52137..52655)
                     /locus_tag="YPA_0036"
     CDS             complement(52137..52655)
                     /locus_tag="YPA_0036"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12005.1"
                     /translation="MPTPAYISITGKTQGNITAGAFTAESVGNIYVQGHEDEMLVQEF
                     EHIVTVPTDPQSGQPSGQRAHKPLRFTVAYNKAVPLLYNALASGEMLPTVELKWYRTS
                     IEGKQEHFFTTKLEDATIIDIDCKMPHCQDSTKAEFTQLVRVSLAYRKINWDHTTAGT
                     SGADDWRAPIEA"
     gene            53179..53676
                     /locus_tag="YPA_0037"
     CDS             53179..53676
                     /locus_tag="YPA_0037"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12006.1"
                     /translation="MSKNKQSSVAPKERINIKYVPNTGDQVAEIELPLNLLVVGDLKG
                     VREETSIEERQVVSVNKNNFNSVMNEANISLSFNVPNRLEGDGEEDMPVALSIKGLDD
                     FSPDNVAKKVPELKKILELREALVALKGPLGNIPAFRSRLQDLLGNEDMREQLLKELD
                     ILNQK"
     gene            53744..55225
                     /locus_tag="YPA_0038"
     CDS             53744..55225
                     /locus_tag="YPA_0038"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12007.1"
                     /translation="MPLHEENTVLAAEPASATFLLDEIMSQTRMAPGNDGYDIAKQGV
                     AAFISSILDTGTNEEPINKLLVDRMIIELDKKLSAQMDEILHANEFREIESSWRSLKL
                     LVDRTDFRENIKINIMHATKEELLEDFEFSPEIIQSGFYKHVYSSGYGQFGGEPTAAI
                     IGNYAFNNSSPDMKLLQYVSAVGAMAHAPFLSSVAPDFFGISSFTELPAIKDLKSVFE
                     GPAHTKWRALRESEDSRYLGLTTPRFLLRLPYSTVENPIKNFNYYEDVSRNHEHFLWG
                     NTAFLLASCLTDSFAKYRWCPNIIGPQSGGTVHDLPVHLYEAMGQIQAKIPTEVLITD
                     RREFELAEEGFITLTMRKGSDNAAFFSANSVQKPKVFPNTREGKMAETNYKLGTQLPY
                     MFVINRLAHYIKVLQREQIGSWKERQDLERELNIWLKQYIADQENPPTDVRSRRPLRS
                     AQIQVLDVEGDPGWYQVAMQVRPHFKYMGASFELSLVGRLDKE"
     gene            55232..55672
                     /locus_tag="YPA_0039"
     CDS             55232..55672
                     /locus_tag="YPA_0039"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12008.1"
                     /translation="MAALLNWDRGSSASLFDRIQGKGASSSSDGRLRELLNSIQKHLN
                     EVLNSRPGACQSAVDLGVIDLNDATATSSDFRKSIEKAIKDCIENYEPRISAVTVQSL
                     LNHGDPLQLSFHISARVNFDDMGDVVEFNIQLDNNRRYCFNQET"
     gene            55672..56898
                     /locus_tag="YPA_0040"
     CDS             55672..56898
                     /locus_tag="YPA_0040"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12009.1"
                     /translation="MSFEKYFRDELDYLRQLGRDAAIERPHLAAFLSEQGSDPDVERL
                     LEGFAFLTGNLREKIDDQFPELTHGLLNMLWPNYLRPIPSMTIIEYTPDESVVTEATL
                     VKRGSQVMSIPIAQNGQRSAFINSNAHAGPQCTFTLCRDVWLFPMSIREISANSSNEQ
                     GILSIHFAAKAELNLQDLQLDKLRFYLGEDNYTSTQLYFWINHYFERAELVVNGITIP
                     MPDFDFNPVGFERDDALLPYPKNAYMGYRILQEYFCFPEGFLFFDVNGVVDFPPHLNA
                     SEFSLNLYFSQALPPEVKVRSTTLRMNCTPAVNLFQHDSEAIDLDGTQTEYPLCVSYH
                     NPDHYDIFSVDRVDSWLSEKGVPKGRGRALNPKTWTSALLLFYLSPVFCRTHSACFQA
                     NALCIVIMDIFYNVTL"
     gene            complement(56788..57573)
                     /locus_tag="YPA_0041"
     CDS             complement(56788..57573)
                     /locus_tag="YPA_0041"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS1661"
                     /protein_id="ABG12010.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(57627..58163)
                     /locus_tag="YPA_0042"
     CDS             complement(57627..58163)
                     /locus_tag="YPA_0042"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion element IS1661 DNA-binding protein"
                     /protein_id="ABG12011.1"
                     /translation="MIWRFGSMKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLT
                     RWIRAFRRQGEAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQN
                     WMKRYREGGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKK
                     RKALREEKALREQQKKPE"
     gene            complement(58229..58498)
                     /locus_tag="YPA_0043"
     CDS             complement(58229..58498)
                     /locus_tag="YPA_0043"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S15P"
                     /protein_id="ABG12012.1"
                     /db_xref="InterPro:IPR000589"
                     /db_xref="InterPro:IPR005290"
                     /translation="MSLSVEAKAKIVADFGRGTNDTGSSEVQVALLTAQINHLQGHFS
                     EHKKDHHSRRGLLRMVSTRRKLLDYLKRQDVARYASLIERLGLRR"
     gene            complement(58620..59594)
                     /locus_tag="YPA_0044"
     CDS             complement(58620..59594)
                     /locus_tag="YPA_0044"
                     /EC_number="4.2.1.70"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA pseudouridine synthase B"
                     /protein_id="ABG12013.1"
                     /db_xref="InterPro:IPR004510"
                     /translation="MGRPRRRGRDINGVLLLDKPLGLSSNDVLQKVKRLFSANRAGHT
                     GALDPLATGMLPICLGEATKFSQFLLDSDKRYRVVARLGQRTDTSDAEGALISEREVN
                     LTQAQIDTALESFRGESQQIPSMYSALKHQGKPLYEYARQGIEVEREARSITVYELLF
                     IRWEGNDLELEIHCSKGTYIRTIIDDLGELLGCGAHVSYLRRLQVATYPSERMVTLEQ
                     LTAMVEAAQAEGRSPNPELDSLLLPMDSAVLNFPEVNLLPSVAAYVKQGQPVHVSGAP
                     SEGMVRITEGKERNFIGIGTIAEDGRVAPKRLVVESVEVENLPVENKK"
     gene            complement(59594..60004)
                     /locus_tag="YPA_0045"
     CDS             complement(59594..60004)
                     /locus_tag="YPA_0045"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome-binding factor A"
                     /protein_id="ABG12014.1"
                     /db_xref="InterPro:IPR000238"
                     /translation="MAKEFSRSQRVSQEMQKEIALILQREIKDPRVGMATVSGIELSR
                     DLAYAKVFVTFLNVLTDNADPDTVKNGIKALQDASGYIRTLLGKAMRLRIVPELTFAY
                     DNSLIEGMRMSNLVSNVIKNDVERQVNPGSDEEK"
     gene            complement(60070..62724)
                     /locus_tag="YPA_0046"
     CDS             complement(60070..62724)
                     /locus_tag="YPA_0046"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial translation initiation factor 2
                     (bIF-2)"
                     /protein_id="ABG12015.1"
                     /db_xref="InterPro:IPR000178"
                     /db_xref="InterPro:IPR005225"
                     /translation="MTDVTVKSLAAEIQTPVDRLVQQFADAGIKKSDVDSVTQQEKEI
                     LLAHLNREHGSVPNKLTLQRKTRSTLNIPSTGGKSKSVQIEVRKKRTYVNTPEAEQAK
                     AEEQAQREAEATAQKIAEEKAKREAEEQAKREAAEKAKRQAAEKEKVTNQQTDEKTKP
                     AQTDKARREAEAAELKRSVEEETRRKVEEDAKRVAEEARKMAAENEGKWPEPVAEQTE
                     SADYHVTTSQHARAAEDENDAKVEGDRRSRTRGGKATKQKKGNKLSESKADREEARAV
                     GRKGKRKPSTLQQSFNKPVVAVNRDVVIGETVTVAELANKMAVKGSQVIKAMMKLGAM
                     ATINQVIDQETAQLVAEEMGHKVILRRENELEEALMSDRDIGVEAAAEHRAPVVTIMG
                     HVDHGKTSLLDYIRSTKVASGEAGGITQHIGAYHVETENGMITFLDTPGHAAFTSMRA
                     RGAQATDIVVLVVAADDGVMPQTIEAIQHAKAANVPVVVAVNKIDKPEADPDRVKTEL
                     SQYGIQPEEWGGESQFINVSAKAGIGIDELLNAILLQAEVLELKAVRTGMANGVVIES
                     FLDKGRGPVATVLVQQGTLNKGDIVLCGFEYGRVRAMRDELGRDITSVGPSIPVEILG
                     LSSVPAAGDEVTVVRDEKKAREVALYRQGKFREVKLARQQKSKLENMFANMTEGEVSE
                     LNIVIKSDVQGSCEAICDSLEKLSTDEVKVRIVGSGVGGITETDATLAAASGAIILGF
                     NVRADASARRVVETEGLDLRYYSVIYSLIDEVKQAMSGMLAPEYKQQIIGLAEVRDVF
                     KSPKFGAIAGCMVTEGVIKRNNPIRVLRDNVVIYEGELESLRRFKDDVSEVRNGMECG
                     IGVKNYNDVRTGDVIEVFEIIEIKRTIA"
     gene            complement(62749..64236)
                     /locus_tag="YPA_0047"
     CDS             complement(62749..64236)
                     /locus_tag="YPA_0047"
                     /codon_start=1
                     /transl_table=11
                     /product="N utilization substance protein A"
                     /protein_id="ABG12016.1"
                     /db_xref="InterPro:IPR003029"
                     /db_xref="InterPro:IPR004088"
                     /db_xref="InterPro:IPR010213"
                     /db_xref="InterPro:IPR010214"
                     /translation="MNKEILAVVEAVSNEKSLPREKIFEALETALATATKKKYEQEIE
                     VRVSIDRKTGDFDTFRRWVAVDEVTMPTREITLDAAQFEDPSLQLGDYVEDQIESVTF
                     DRITTQTAKQVIVQKVREAERAMVVEQFRQYLGQIVTGIVKKVSRDSIALDLGHNAEA
                     VIGREDMLPRENFRPGDRIRGVLYDVRPEARGAQLFVSRSRSEMLVELFRIEVPEIGE
                     ELIEIKAAARDPGSRAKIAVKTNDKRIDPVGACVGMRGARVQAVSSELGGERIDIVLW
                     DDNPAQFVINAMAPADVASIVVDEDKHTMDVAVEASNLAQAIGRNGQNVRLAAQLSGW
                     ELNVMTADDLQAKHQAEAHAAIDTFTKYLDIDEDFATVLVEEGFSSLEELAYVPMKEL
                     LEIDGLDEDTVEALRDRAKAALTTLALAQEESFGDQKPADDLLNLAGLERSMAFKLAA
                     RGVCTLEDLAEQGIDDLADIEGLSDEQAGELIMAARNICWFGDNA"
     gene            complement(64258..64710)
                     /locus_tag="YPA_0048"
     CDS             complement(64258..64710)
                     /locus_tag="YPA_0048"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12017.1"
                     /translation="MSTLEQKLTEIISAPVEALGYELVGIEFIRGRQSTLRIYIDSDD
                     GITVDACADVSHQVSAVLDVEDPITVAYNLEVSSPGLDRPMFTAEHYTRYLGEEVTLV
                     LRMAMQNRRKWQGIIKAVDGEMITVTVDGKDEVFALSNIQKANLVPHF"
     gene            complement(64926..65002)
                     /locus_tag="YPA_r006"
                     /note="tRNA-Met6"
     tRNA            complement(64926..65002)
                     /locus_tag="YPA_r006"
                     /product="tRNA-Met"
     gene            complement(65063..65149)
                     /locus_tag="YPA_r007"
                     /note="tRNA-Leu6"
     tRNA            complement(65063..65149)
                     /locus_tag="YPA_r007"
                     /product="tRNA-Leu"
     gene            complement(65242..65577)
                     /locus_tag="YPA_0049"
     CDS             complement(65242..65577)
                     /locus_tag="YPA_0049"
                     /codon_start=1
                     /transl_table=11
                     /product="protein translocase subunit secG"
                     /protein_id="ABG12018.1"
                     /db_xref="InterPro:IPR004692"
                     /translation="MYEALLVFFLLISIGLVALIMLQQGKGADMGASFGAGASATLFG
                     SNGSGNFMTRMTAVLATLFFVISLILGNMSSNQGQKSSEWENLGQPLKTEQTATPVAP
                     VKPSSDIPQ"
     gene            complement(65800..67140)
                     /locus_tag="YPA_0050"
     CDS             complement(65800..67140)
                     /locus_tag="YPA_0050"
                     /EC_number="5.4.2.10"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglucosamine mutase"
                     /protein_id="ABG12019.1"
                     /db_xref="InterPro:IPR005841"
                     /db_xref="InterPro:IPR006352"
                     /translation="MSNRKYFGTDGIRGKVGESPITPDFVLKLGWAAGKVLARHGSRK
                     IIIGKDTRISGYMLESALEAGLAAAGLSALFTGPMPTPAVAYLTRTFRAEAGIVISAS
                     HNPFYDNGIKFFSIDGTKLPDDVEEAIEAEMEKPLTCVESAELGKANRIVDAAGRYIE
                     FCKGTFPSELSLNELKIVVDCANGATYHIAPSVLRELGATVITIGCEPDGMNINEECG
                     ATDVRLLQERVLAEGAHVGLAFDGDGDRLMMVDHLGNKVDGDQILYIIAREGLRQGQL
                     KGGAVGTLMSNMGLQLALKDLGIPFVRAKVGDRYVLEAMQEKGWRIGAENSGHVILLD
                     KTTTGDGIVAGLQVLTAMVRNHMSLHDLCSGMKLLPQILVNVRFSGEHNPLKSDEVEE
                     VTRQVEKELGGRGRVLLRKSGTEPLIRVMVEGDAEESLIAEMANRIADAVKAAG"
     gene            complement(67150..67983)
                     /locus_tag="YPA_0051"
     CDS             complement(67150..67983)
                     /locus_tag="YPA_0051"
                     /EC_number="2.5.1.15"
                     /codon_start=1
                     /transl_table=11
                     /product="Dihydropteroate synthase"
                     /protein_id="ABG12020.1"
                     /db_xref="InterPro:IPR000489"
                     /db_xref="InterPro:IPR006390"
                     /translation="MHLTARGLTLDLSRPQVMGILNVTPDSFSDGGCHNNLDQALQHA
                     QRMLSAGATLIDIGGESTRPGAAEVSEQEELDRVVPVVEALAQRFDVWLSVDTSKAAV
                     ITESAHAGAHLINDIRSLQEPGALEAAAKTGLPVCLMHMQGQPKNMQHSPYYDDLMTD
                     INRFFQHHIERCVAAGIAKNKLLLDPGFGFGKNLAHNYQLLAHLSELHHFELPLLVGM
                     SRKSMVGQLLNVPPQQRVIGSVACAVIAAMQGAQIIRVHDVKETVEAMCIVEATRSAK
                     G"
     gene            complement(68103..70037)
                     /locus_tag="YPA_0052"
     CDS             complement(68103..70037)
                     /locus_tag="YPA_0052"
                     /EC_number="3.4.24.-"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane protease FtsH catalytic subunit"
                     /protein_id="ABG12021.1"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR003960"
                     /db_xref="InterPro:IPR005936"
                     /translation="MAKNLILWLVIAVVLMSVFQSFGPSESNGRRVDYSTFMSDVTQD
                     QVREARINGREINVSKKDNSKYTTFIPVNDPKLLDTLLTKNVKVVGEPPEEQSLLASI
                     FISWFPMLLLIGVWIFFMRQMQGGGGKGAMSFGKSKARMLTEDQIKTSFADVAGCDEA
                     KEEVSELVDYLREPSRFQKLGGKIPKGVLMVGPPGTGKTLLAKAIAGEAKVPFFTISG
                     SDFVEMFVGVGASRVRDMFEQAKKAAPCIIFIDEIDAVGRQRGAGLGGGHDEREQTLN
                     QMLVEMDGFEGNEGIIVIAATNRPDVLDPALLRPGRFDRQVVVGLPDVRGREQILKVH
                     MRRVPLDTDIDASVIARGTPGFSGADLANLVNEAALFAARGNKRVVSMVEFEKAKDKI
                     MMGAERRSMVMTEAQKESTAYHEAGHAIIGRLVPEHDPVHKVTIIPRGRALGVTFFLP
                     EGDAISASRQKLESQISTLYGGRLAEEIIYGPEKVSTGASNDIKVATSIARNMVTQWG
                     FSEKLGPLLYAEEEGEIFLGRSVAKAKHMSDETARIIDQEVKLLVERNYQRARKLLLE
                     NMDVLHSMKDALMKYETIDAPQIDDLMNRKEVRPPAGWDNVTKNKSSDNDNTPTATMP
                     ADEPNTPTSGNTVSEQLGDK"
     sig_peptide     complement(69954..70037)
                     /locus_tag="YPA_0052"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.661) with cleavage site probability 0.339 at
                     residue 28"
     gene            complement(70094..70723)
                     /locus_tag="YPA_0053"
     CDS             complement(70094..70723)
                     /locus_tag="YPA_0053"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal RNA large subunit methyltransferase J"
                     /protein_id="ABG12022.1"
                     /db_xref="InterPro:IPR004512"
                     /translation="MSNKKRSASSSRWLQEHFSDKYVIQAQKKGLRSRAWFKLDEIQQ
                     SDKLFKQGMTVVDLGAAPGGWSQYAVTQIGSKGRVIACDLLPMDPIVGVDFLQGDFRD
                     ELVLKALLERVGDKKVQVVMCDMAPNMSGTPAVDIPKSMYLVELALDMCRDVLAPGGS
                     FLVKVFQGDGFDEYLREIRSLFTKVKIRKPDASRARSREVYIVATGRKL"
     gene            70870..71163
                     /locus_tag="YPA_0054"
     CDS             70870..71163
                     /locus_tag="YPA_0054"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12023.1"
                     /db_xref="InterPro:IPR001890"
                     /translation="MNLNNKQKQHLKSLAHPLKPVVMLGNNGLTEGVLAEIEQTLAHH
                     ELIKVKITAEERETKALIADAIVRETGAVNVQMIGNILVLYRPAKERKIILPR"
     gene            complement(71291..71767)
                     /locus_tag="YPA_0055"
     CDS             complement(71291..71767)
                     /locus_tag="YPA_0055"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription elongation factor GreA"
                     /protein_id="ABG12024.1"
                     /db_xref="InterPro:IPR001437"
                     /db_xref="InterPro:IPR006359"
                     /translation="MKQIPMTVRGADKLREELDYLKGVRRPKIISDIADAREHGDLKE
                     NAEYHAAREQQGFCEGRIQEIEAKLSNAQVIDITKMPNNGRVIFGATVRVLNLNTEEE
                     QNYRIVGDDEADFKQNLISVNSPIARGLIGKEVDDVVVIHTPGGEVEYEILSVEYV"
     gene            72025..73473
                     /locus_tag="YPA_0056"
     CDS             72025..73473
                     /locus_tag="YPA_0056"
                     /codon_start=1
                     /transl_table=11
                     /product="D-Ala-D-Ala peptidase C. Serine peptidase.
                     MEROPS family S13"
                     /protein_id="ABG12025.1"
                     /db_xref="InterPro:IPR000667"
                     /translation="MHFSRIVSGLACSIILNISVSNANAAQVENYTQYLPDGANLALM
                     VQKIGASTPAIDYHAQQMALPASTQKVLTALAALLQLGPDFRFNTTLESHGTITDGVL
                     RGNLIARFGGDPTLTRQQLRNMVATLRKAGVKQIAGDVVIDTSVFASHDKAPGWPWND
                     MTQCFSAPPAAAIVDRNCFSVSLYSAPNPGDTAFIRVASYYPVQMFSEVRTLAKGSPD
                     AQYCELDVVPGELNRFTLTGCLTQRSEPLPLAFAVQNGASYAGAILKDELKKADIQID
                     GNLRRQTIPSPAGNVLAQTQSAPLHDLLKIMLKKSDNMIADTVFRTIGHQRFGVPGTW
                     RSGADAVRQILRQKAGVDLGNSIVVDGSGLSRHNLISPATMMQVLQYIAQNDQELNFI
                     SMLPLAGYDGTLRYRGGLHEAGVNGKVSAKTGALQGVYNLAGFITTASGQRMAFVQFL
                     SGYAVPPEDQKNRRAPLVRFESRLYKDIYQNN"
     sig_peptide     72025..72102
                     /locus_tag="YPA_0056"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.951 at
                     residue 26"
     gene            73479..74141
                     /locus_tag="YPA_0057"
     CDS             73479..74141
                     /locus_tag="YPA_0057"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component system response regulator"
                     /protein_id="ABG12026.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MKLLIVEDDELLQRGIAMALTSEGYVCDCAATAAEAHSLLQTSQ
                     YSMIILDLGLPDQDGTLLLRQWRRQHVTLPVLILTARDALEDRVDGLDAGADDYLVKP
                     FALAELLARVRALIRRYQGQSDNLVQQDDLSLNLSTQQVCLQGQPLEITPKEFAILSR
                     LIMRAGQTVNRELLQQDLYTWNDDLSSNTLEVHIHNLRRKLGKDRIRTVRGIGYRLEA
                     LS"
     gene            74138..75205
                     /locus_tag="YPA_0058"
     CDS             74138..75205
                     /locus_tag="YPA_0058"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component system sensor protein"
                     /protein_id="ABG12027.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MISMRRRLLLMLALILLVTQLISAFWLWHESQEQISFLVDETLS
                     AKARNEQVDKEIAEAIASLLAPSLIMMTITLLLSFWAISWIIRPLDQLQQKLAERSAD
                     NLSPLVVNSEMQEIVSVTSTLNQLLLRLSNTIQQERLFTADAAHELRTPLAGIRLHLE
                     LMEKQGIAESKSLINRIDLLMHTIEQLLMLSRAGQNFASGHYQTLDWVNDVVPPLQEE
                     LAEMCELRRQTIQWELPPHAKMEGDATLLRLMLRNLVENAHRYSPVGSQIIVTLSTEN
                     QGVLLQVTDEGPGIKQNQAGELTQAFRRMDQRYGGSGLGLNIVIRIAQLHQGKLTLEN
                     RLDRTGLKAQCWLPATTYSQK"
     sig_peptide     74138..74212
                     /locus_tag="YPA_0058"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.960 at
                     residue 25"
     gene            complement(75300..76472)
                     /locus_tag="YPA_0059"
     CDS             complement(75300..76472)
                     /locus_tag="YPA_0059"
                     /codon_start=1
                     /transl_table=11
                     /product="putative GTP-binding protein"
                     /protein_id="ABG12028.1"
                     /db_xref="InterPro:IPR006073"
                     /db_xref="InterPro:IPR006074"
                     /translation="MKFVDEAAILVVAGDGGNGCVSFRREKYIPNGGPDGGDGGDGGD
                     IYLLADENLNTLIDYRFVKSFRAERGQNGQSRDCTGKRGKDITIKVPVGTRVLDQGTG
                     EIVGDMVRHGQRLMVAKGGFHGLGNSRFKSSVNRAPRQKTMGTEGETRELMLELLLLA
                     DVGMLGLPNAGKSTFIRAVSAAKPKVADYPFTTLIPSLGVVRMDYEQSFVIADIPGLI
                     EGASDGAGLGIRFLKHLERCRVLLHLVDLAPIDESDPAENAKVIVNELQQYSENLAEK
                     PRWLVFNKIDLIDPEEAEKRAKAIVETLGWEGKYYMISAANRDNVNALCWDVMSFLNS
                     QPKAMAIAESVPEKVEFMWDDYHREQLAEVEAEAEDDWDDDWDEEDDDGVEIIYER"
     gene            complement(76473..77459)
                     /locus_tag="YPA_0060"
     CDS             complement(76473..77459)
                     /locus_tag="YPA_0060"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12029.1"
                     /translation="MDTKQQAGLGIFLALTTAVFWGALPIAMKQVLEVMEPFTIVWYR
                     FMMAAIGLGIILASRRQLPSLKLFRQRRWLALLIIATCGLLGNFIFFSSSLQYLSPTT
                     SQVIGQLSPVGMMVASVLVLKERMRITQVIGAGMLICGLLLFFNTSLHEIFTRLTDYT
                     LGVALGVCAAVVWVSYGVAQKVLLRRMASQQILLLLYTLCAIALFPLAKPAVIFQLSG
                     WQFACLLFCGVNTLVGYGALAEAMARWQAAQVSALITLTPLFTLFFSILLALAWPDMF
                     AAPSLNLVGYAGAFVVVAGAMFSAIGHRWWPRRTEINLVALQKQPVNDLRRK"
     gene            complement(77547..77804)
                     /locus_tag="YPA_0061"
     CDS             complement(77547..77804)
                     /locus_tag="YPA_0061"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L27P"
                     /protein_id="ABG12030.1"
                     /db_xref="InterPro:IPR001684"
                     /translation="MAHKKAGGSTRNGRDSESKRLGVKRFGGEAVLAGSIIVRQRGTK
                     FHAGINVGCGKDHTLFALADGKVKFEVKGPKNRKFISIEAE"
     gene            complement(77824..78135)
                     /locus_tag="YPA_0062"
     CDS             complement(77824..78135)
                     /locus_tag="YPA_0062"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L21P"
                     /protein_id="ABG12031.1"
                     /db_xref="InterPro:IPR001787"
                     /translation="MYAVFQSGGKQHRVSEGQTIRLEKLDIATGETIEFDQVLMIANG
                     EEINIGAPLVDGGKIKAEIIAHGRGEKIKIVKFRRRKHYRKQQGHRQWFTDVKITGIS
                     A"
     gene            78395..79366
                     /locus_tag="YPA_0063"
     CDS             78395..79366
                     /locus_tag="YPA_0063"
                     /EC_number="2.5.1.30"
                     /codon_start=1
                     /transl_table=11
                     /product="octaprenyl-diphosphate synthase"
                     /protein_id="ABG12032.1"
                     /db_xref="InterPro:IPR000092"
                     /translation="MNLEKIIELTAPDMAAVNTTILDQLNSDVVLINQLGHYIISGGG
                     KRIRPMISVLVARALNYQGSKHITVAALIEFIHTATLLHDDVVDESDMRRGKATANAA
                     FGNAASVLVGDYIYTRSFQMMTGLQSMRVLTLMSEATNVIAEGEVLQLMNCNNPDITE
                     ESYMQVIYSKTARLFEAAAQSAAILSDASEEQELALQNYGRYLGTAFQLIDDLLDYSA
                     EGSTLGKNTGDDLNEGKPTLPLLHAMHNGTPEQAAMIRQAIEQGNGRHLLEPVLAAME
                     HCGSLVYTRQRAEEEADKAIAALHALPESDYRLALEGLAHISVHRRF"
     gene            complement(79463..79810)
                     /locus_tag="YPA_0064"
     CDS             complement(79463..79810)
                     /locus_tag="YPA_0064"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12033.1"
                     /translation="MKKEWFAAKELAGLEGLPSSPQGINLMAKREGWEQRRRRGVQGK
                     AVEYHIGSLPITILNSLQLREEPAQYATTRQDPLTLWVEAYYRFTEAEREQVISFIFR
                     EGAKSLIERLEMD"
     gene            79994..80269
                     /locus_tag="YPA_0065"
     CDS             79994..80269
                     /locus_tag="YPA_0065"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA-binding protein"
                     /protein_id="ABG12034.1"
                     /translation="MILRKSDWHPADIIAALRKKGTTLAALSRKAGLSSSTLANALTR
                     PWPKGEWLIAECLDIHPSEIWPTRYFDPKTGNLLDRKVRIRPTTTQP"
     gene            complement(80703..81641)
                     /locus_tag="YPA_0066"
     CDS             complement(80703..81641)
                     /locus_tag="YPA_0066"
                     /EC_number="1.1.1.37"
                     /codon_start=1
                     /transl_table=11
                     /product="malate dehydrogenase (NAD)"
                     /protein_id="ABG12035.1"
                     /db_xref="InterPro:IPR001252"
                     /db_xref="InterPro:IPR010097"
                     /translation="MKVAVLGAAGGIGQALALLLKTQLPSGSDLSLYDIAPVTPGVAV
                     DLSHIPTAVNIKGFSGEDATPALQGADIVLISAGVARKPGMDRSDLFNVNAGIVRNLV
                     EQIARTCPNALIGIITNPVNTTVAIAAEVLKKAGVYDKNKLFGITTLDTIRSNTFVAE
                     LKGKQPQDIEVPVIGGHSGVTILPLLSQIPGVSFTEQEVADLTKRIQNAGTEVVEAKA
                     GGGSATLSMGQAAARFGLSLVRALQGESNVVECSYVEGDGKYARFFAQPILLGKNGVA
                     ERKDIGKLSAFEQQALENMLDVLHKDIELGEKFVNQ"
     gene            82105..82575
                     /locus_tag="YPA_0067"
     CDS             82105..82575
                     /locus_tag="YPA_0067"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, ArgR family"
                     /protein_id="ABG12036.1"
                     /db_xref="InterPro:IPR001669"
                     /translation="MRNPAKQEDLIKAFKALLKEEKFSSQGEIVLALQEEGFENINQS
                     KVSRMLTKFGAVRTRNAKMEMVYCLPAELGVPTTSSPLKNLVLDVDYNDSVVVINTSP
                     GAAQLIARLLDSLGKAEGILGSIAGDDTIFTTPARGFTVKQLHEAILRLFEQEL"
     gene            82964..83227
                     /locus_tag="YPA_0068"
     CDS             82964..83227
                     /locus_tag="YPA_0068"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12037.1"
                     /translation="MNIKTTVATMSILSALSFGVFAADSINENQATQLQPMGTITVSG
                     LNGAPSDIRQALSDKADTVGAKAYKVIEVRSENNWHATANIYK"
     sig_peptide     82964..83032
                     /locus_tag="YPA_0068"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 23"
     gene            complement(83523..84905)
                     /locus_tag="YPA_0069"
     CDS             complement(83523..84905)
                     /locus_tag="YPA_0069"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramate:L-alanyl-gamma-D-glutamyl-
                     me so-diaminopimelate ligase"
                     /protein_id="ABG12038.1"
                     /db_xref="InterPro:IPR005757"
                     /translation="MRIHILGICGTFMGGLAMLARSLGHEVTGADANVYPPMSTLLEN
                     QGIDLIQGYDPAQLNPIPDLVIIGNAMTRGNPCVEAVLEQGIPYVSGPQWLHDHVLPE
                     RWVLAVAGTHGKTTTAGMLAWILEACGYEPGFVIGGVPGNFDVSARLGNSPFFVIEAD
                     EYDCAFFDKRSKFVHYSPRTLIMNNLEFDHADIFDDIKAIQKQFHHLVRLVPGKGKII
                     LPDNDNHLKQVMAMGCWSEQELVGETGSWFARKVSTDASVYEVLLDNNVVGEVNWSLV
                     GEHNMHNGLMAIAAARHVGVLPADACRALGDFINASRRLELRGEAHGVTVYDDFAHHP
                     TAILATLAALRSKVGGTARILAVLEPRSNTMKLGLCKNELAPSLGRADEVFLFQPQHI
                     PWQVVEVAEACIQPAYWSADIDQLVDMIVKTAQPGDHILVMSNGGFGGIHDKLLSALD
                     KKAEQATALF"
     sig_peptide     complement(84831..84905)
                     /locus_tag="YPA_0069"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.966) with cleavage site probability 0.918 at
                     residue 25"
     gene            85076..86089
                     /locus_tag="YPA_0070"
     CDS             85076..86089
                     /locus_tag="YPA_0070"
                     /EC_number="3.1.3.11"
                     /codon_start=1
                     /transl_table=11
                     /product="D-fructose 1,6-bisphosphatase"
                     /protein_id="ABG12039.1"
                     /db_xref="InterPro:IPR000146"
                     /translation="MKTLGEFIVEKQLDFSHATGELTALLSAIKLGAKIIHRDINKAG
                     LVDILGASGVSNIQGEDQMKLDLFANEKLKAALKARGEVAGIASEEEDDIVIFDGGRA
                     ENAKYVVLMDPLDGSSNIDVNVSVGTIFSIYRRITPFGTPITEEDFLQPGTKQVTAGY
                     VVYGSSTMLVYTTGYGVHAFTYDPSLGVFCLSHEKVRYPATGCMYSINEGNYIKFPLG
                     VKKYIKYCQEQDEATKRPYTSRYIGSLVADFHRNLLKGGIYIYPSTASHPQGKLRLLY
                     ECNPMAFLAEQAGGKATDGVNRILDIVPEKLHQRAPFFVGTKSMVEDAEGFIAKFPDE
                     EAK"
     gene            86289..86816
                     /locus_tag="YPA_0071"
     CDS             86289..86816
                     /locus_tag="YPA_0071"
                     /EC_number="3.6.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="inorganic pyrophosphatase"
                     /protein_id="ABG12040.1"
                     /db_xref="InterPro:IPR008162"
                     /db_xref="InterPro:IPR008163"
                     /translation="MSLNQVPAGKDLPEDIYVVIEIPANADPIKYEIDKETGSLFVDR
                     FMSTAMFYPCNYGYINNTLSLDGDPVDVLVPTPYPLQPGSVIRCRPVGVLKMTDEAGE
                     DAKLVAVPHSKLTKEYDHVKDVQDLPELLKAQIKHFFEHYKDLETGKWVKVDGWEDAA
                     AAKAEILSSFERAKK"
     gene            complement(86934..87290)
                     /locus_tag="YPA_0072"
     CDS             complement(86934..87290)
                     /locus_tag="YPA_0072"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12041.1"
                     /translation="MRIIVYGSLRRKQGNSHWMTDAQLLGEHDLEGYEMYNLGHYPAV
                     IPGDGTVHCEVYRINSSIMNELDELKSNTKDYRRELIKTPYGSAWIYLYRLPTEGLPR
                     IYSGDWLKRHEEIDKP"
     gene            complement(87293..91210)
                     /locus_tag="YPA_0073"
     CDS             complement(87293..91210)
                     /locus_tag="YPA_0073"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12042.1"
                     /translation="MKWVKRLSIAFLLIILLLVGALGGLLGTTSGLHFLINSAARWVP
                     GLDIASVSGGWRGLTLTGIQYQMPGVTVKAGQFYLSLQLSCLKNSELCVNALTAQDID
                     VVVNTQAMPPTSSTPASTDPMGELSTPYPIFLRLLSLNNVKVTIDDTAISLDEFRTGA
                     HWKQRSLALMPTKINGLLIALPKTVSAGVPDAVKPAVETAMAAKEAVAQLSAAPGRSA
                     TASGQSTTASGRSATASGQSATTGGQLATVPAEPATPLGESLKALFAKPLLPALPDFR
                     LPLDLQIEEISGQQLRLTGDNEVLISSLLLQASTQDQRITLDTLEIKSPQGGLSAQGQ
                     ATLADKWPLDLVVNSALNIDSLKGEKVKLTVGGALREELKVTLNLSGPVSAQLETETS
                     LAKAGLPLSLTLQSKQLRWPLTGEPQYQMNNLRMRLNGQATDYALSIRSDIKGTDLPP
                     AVFTLEGKGNVEQFNLTRLRLAALQGHTDLTGVVDWRQAISWNSVLTLSGINMAKQWP
                     EWPAKLEGKIVTRGSIHGGSWQLQVPELVLDGNVKQNRVTARGSLTGNAAGQWHIPGI
                     NLALGRNKLDMKGELNDNWLLDANVDAPQLDGALPGLGGVVKGSLKLRGNLKTPQLLA
                     DLTANRLQWQELHINRIKVDGDVRSTDQIQGQLAVRVEQLKQADFVVSLLTLDARGSE
                     KQHQLRLNMQGDPVSGQLSLEGSFDKQQQRWRGTLNNTRFDTPVGEWRLSRAMTLDYQ
                     NSAQRITIGPHCWLNPNAELCAPRPIEAGPSGQASVVLNRFDLAMIKPFLGPDTTMNG
                     VFTGRAEVSWKEGGKLPDVRVSLSGNGVKVQQMVQGSPLPIAFETLNLNGGLANGQVR
                     ADWLVKLVNNGQFSGQVQVADPEGRRNLSGNVAISNLSLAMINPILSDGEKAAGILNA
                     NLRLAGNAKSPLVYGRLALDKVDIDGSWMPFDITEGRLAMNFDGMTSTLEGLIRTSQG
                     QLNLSGDADWRDISAWHARIAAKGNKLRVTIPPTARVDVSPDIVFEATPQLFTLNGSV
                     DIPWARITVQEVPETAVGVSSNEVMLNDQLQPIAPRSASIPISSNLVIRIGNDVRLNA
                     FGLKARLQGDLRMMQDQRGLGLNGQINIPSGSFRAYGQDLIVNKGILLFSGPPDQPLL
                     NIEAIRNPDSTANGVIAGVRVTGMADSPRMEVFSDPAMSQQEALSYLLRGQGLGNSGA
                     DSSMMTSMLIGMGVAQSGKLVGKIGEAFGVSNLALDTQGVGDSSQVVVSGYVTKDLQI
                     KYGVGIFDSLATLTLRYRLMPRLYLEAVSGIDQALDLLYQFEF"
     sig_peptide     complement(91127..91210)
                     /locus_tag="YPA_0073"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.361 at
                     residue 28"
     gene            complement(91207..92943)
                     /locus_tag="YPA_0074"
     CDS             complement(91207..92943)
                     /locus_tag="YPA_0074"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12043.1"
                     /db_xref="InterPro:IPR002345"
                     /translation="MLRYPILCFVCLLLATPIAYAANVRLQVEGLSGDLERNVRARLS
                     TIGTDEVTADGRFRSRVDEAIRQGLRALGYYDPTITFELQNRPAPARSVLIAKVVPGE
                     PVLIAGVDIVLQGGAKTDPDYQALVRRDTPKIGSVLNHGDFDNFTSSLTGLALRRGYF
                     DANMIKSQLGVAAQLHEAFWDIDFDSGQRYRFGKVIFQGSQIREDYLQNLVPFHEGEF
                     YTSDELAELNRRLAATNWFNSVVVSPDFQDAKESKILPLDAVVTPRTENTVELGGGYA
                     TDVGPRLTASWRKPWMNSFGHSLTTTTALSAPEQTLDFSYRIPLLRNPLEQYYLIQGG
                     FRRTDLNDTNSDTTTLNVARFWDLSSGWQRAINLRWSLDHFTQGRVTDTTMLLYPGVS
                     INRTRQRGGAMPVWGDSQRYSIDVSDTTWGSDVDFGIFQAQNVWIRTLGEKNRFVARG
                     NVGWIETNNFDRVPPSLRFFAGGDRSIRGYKFRNISPRDSDGKLTGASKLATGSLEYQ
                     YNFTGRWWGAVFVDSGEAVNNFSKSDLKTGAGVGVRWASPVGPIKLDIAAPIGDNETH
                     GVQFYIGLGPEL"
     sig_peptide     complement(92878..92943)
                     /locus_tag="YPA_0074"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 22"
     gene            93218..93856
                     /locus_tag="YPA_0075"
     CDS             93218..93856
                     /locus_tag="YPA_0075"
                     /EC_number="1.8.4.11"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide methionine sulfoxide reductase"
                     /protein_id="ABG12044.1"
                     /db_xref="InterPro:IPR002569"
                     /translation="MQNVDNTAVIDAANALPGRLTSIPVSPLHAVHGHSMTYIPEGMD
                     LAFFAMGCFWGAERLFWQQPGVYSTAAGYSGGHTPNPTYHEVCSGRTGHAEVVRVVFD
                     PAVISYQQLLQIFWENHDPAQGMRQGGDVGTQYRSAIYVLTPEQEEQAHKSRERFQQA
                     MEKAGDQRVITSEITVALPFYYAEDDHQQYLHKNPHGYCGLGGIGVCLPPNV"
     gene            94134..95465
                     /locus_tag="YPA_0076"
     CDS             94134..95465
                     /locus_tag="YPA_0076"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12045.1"
                     /db_xref="InterPro:IPR000644"
                     /translation="MLNSILLILFLIAVSAFFSLSEISLAASRKIKLKLLADEGDTNA
                     LRVLKLQETPGMFFTVVQIGLNAVAILGGIVGDAAFSPSFKLVFERFMAPELADQASF
                     VCSFVLVTSLFILFADLTPKRIGMISPEAVAVRIVNPMRFCLMIFRPLVWFFNGMANL
                     IFRLFKLPMVRNDDITSDDIYAVVEAGALAGVLRKQEHELIENVFELESRTVPSSMTS
                     RENVIYFDLRESEDSIKDKISTHPHSKFLVCDGHIDQVVGYVDSKDLLNRVLGNQSLV
                     LSSGVQIRSALIVPDTLTLSEALESFKTAGEDFAVILNEYALVVGIITLNDVMTTLMG
                     DLVGQGQEEQIVARDENSWLIEGGTPIEDVMRVLHIDDFPQSGNYETIGGFMMYMLRK
                     IPKRTDFVKYAGYKFEVVDIDSYKIDQLLVTRLSDQPAPILPKAPHESSDA"
     sig_peptide     94134..94214
                     /locus_tag="YPA_0076"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.877 at
                     residue 27"
     gene            complement(95573..95785)
                     /locus_tag="YPA_0077"
     CDS             complement(95573..95785)
                     /locus_tag="YPA_0077"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12046.1"
                     /translation="MRIFQRYNPAKVAMYVKTLFRGRLYIKDMGAFEFDNGKILVPKV
                     KDKRHFEVMAEVNRQVLRLQADTLLT"
     gene            96121..96684
                     /locus_tag="YPA_0078"
     CDS             96121..96684
                     /locus_tag="YPA_0078"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12047.1"
                     /db_xref="InterPro:IPR006513"
                     /translation="MIKNSLLIISLIFTPLLVSAHNIQDNQRVPPVGVRDKGELDYDK
                     TTNQFNYKNWNSSQLPGKTRVIQHIAGRTSAKEMNAPLIDAIKQANLPRERYQTTTIV
                     NTDDAIIGTAMFVRNSIESSKREFPWSQFIIDSKGNVAKAWGLTEKSSAIVVLDPQGN
                     VKFVKDGALTSAEVQQVIDQLHQLVQQ"
     sig_peptide     96121..96183
                     /locus_tag="YPA_0078"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.989 at
                     residue 21"
     gene            complement(96687..97427)
                     /locus_tag="YPA_0079"
     CDS             complement(96687..97427)
                     /locus_tag="YPA_0079"
                     /codon_start=1
                     /transl_table=11
                     /product="inositol monophosphatase family protein"
                     /protein_id="ABG12048.1"
                     /db_xref="InterPro:IPR000760"
                     /db_xref="InterPro:IPR006240"
                     /translation="MLEQIGQLAREAGVAIMAVYQGDKPLDIAHKKDDSPVTAADLAA
                     HQIIKAGLARLTPDIPLLSEEDPPAWDVRQHWQRYWLVDPLDGTKEFLNRNGEFTVNI
                     ALIDQGEPVLGVVYVPVTEVMYSAANGQAWKEECGRRMQIQVRDAQPPLVVVSRSHSD
                     AELEDYLSQLGEHQTISVGSSLKFCLVAEGKAQLYPRFGPTNVWDTAAGHAVAIAAGA
                     QVHDWQGKTLSYTPRESFLNPGFRVSLF"
     gene            97874..99832
                     /locus_tag="YPA_0080"
     CDS             97874..99832
                     /locus_tag="YPA_0080"
                     /codon_start=1
                     /transl_table=11
                     /product="2',3'-cyclic-nucleotide 2'-phosphodiesterase
                     precursor"
                     /protein_id="ABG12049.1"
                     /db_xref="InterPro:IPR004843"
                     /db_xref="InterPro:IPR006146"
                     /db_xref="InterPro:IPR006179"
                     /db_xref="InterPro:IPR006294"
                     /translation="MFKRPLTLSLLASLIAVATSLSAATVDLRVLETTDLHSNMMDFD
                     YYKDKPTEKFGLVRTASLIIAARQQATNSVLVDNGDVIQGSPLGDYIAAKGLNDGEIH
                     PVYKAMNTLDYAVGNIGNHEFNYGLDYLKKSLAGAKFPYVNANVIDVKTGKPLFQPYL
                     IIDTPVKDRDGKSHNLRIGYIGFVPPQVMIWDKANLSGKVTVNDITETAKKWVPEMRE
                     QGADLVVAIPHSGLSSDPYKTMAENSVYYLSQVPGIDAIMFGHAHGVFPSKDFAAIKG
                     ADITQGTLNGIPAVMPGQWGDHLGVVDFVLNNDQGKWQVIDAKAEARPIYDKTAQKSL
                     AAENAKLVEVLAVDHQSTRDFVSQPIGKASDNMYSYLALIQDDPTVQIVNNAQRAYTE
                     HFIQGDPDLADLPVLSAAAPFKAGGRKNDPTSFVEVEKGKLTFRNAADLYLYPNTLVV
                     VKASGAEVKQWLECSAAQFNQIDINSSKPQSLINWDGFRTYNFDVIDGVEYEIDVSQP
                     ARYDGECTLINDQAERIKNLTFNGKPIDPKATFLIATNNYRAYSGKFAGTGDSHIAFA
                     SPDENRAVLSAYISAETKKKGQVIPQADNNWRLAILDSKQPLDIRFETSPTAKAADFI
                     KQKAQYPMEAQGTDEVGFAVYHIDLQRK"
     sig_peptide     97874..97945
                     /locus_tag="YPA_0080"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.963 at
                     residue 24"
     gene            99987..100652
                     /locus_tag="YPA_0081"
     CDS             99987..100652
                     /locus_tag="YPA_0081"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12050.1"
                     /translation="MDYRNQSLGALAIAIPRATKLFRQHQLDFCCGGKQTLLRAANKL
                     NLDIDALEAQLSALQTEPHSSEDWQQQPLTNLISFIISRYHDRHREQLPELVLMAEKV
                     ERVHGEKPTCPRGLAAELSAILEELTQHMYKEEQILFPMIQRGMGSQASGPIFVMEAE
                     HDAVGQQLDVVKQLTQNVTPPEGACNTWRALYTGINEFITDLMEHIHLENNLLFPRAL
                     RGE"
     gene            complement(100750..101370)
                     /locus_tag="YPA_0082"
     CDS             complement(100750..101370)
                     /locus_tag="YPA_0082"
                     /codon_start=1
                     /transl_table=11
                     /product="FKBP-type peptidyl-prolyl cis-trans isomerase"
                     /protein_id="ABG12051.1"
                     /db_xref="InterPro:IPR000774"
                     /db_xref="InterPro:IPR001179"
                     /translation="MTTPSFDSVEAQASYGIGLQIGQQLQESGLQGLLPEALLAGLRD
                     AMEGNTPTVPVDVIHRALQEVHEKADKVRIERQQALVDEGKTFLEENAKRDDVTTTES
                     GLQFSVLQAGDGPIPSRQDRVRVHYTGRLVDGTVFDSSVERGQPADFPVSGVIPGWIE
                     ALSMMPVGSKWKLYIPHNLAYGERGAGATIPPFSALMFEVELLEIL"
     gene            101712..102452
                     /locus_tag="YPA_0083"
     CDS             101712..102452
                     /locus_tag="YPA_0083"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12052.1"
                     /translation="MGRIAPRRRKNNRVYQPLLHSWLTIRQKVLPDAKNTDEQNLISE
                     INAPEQRVDPDNVTEPALAPTQRKGVQSIKELWLKIWHLPDSFQWMEPLPFFHRRGVI
                     IATTVLLLALLWPASRDNTDLSFPVSAPSTSVPLQAQLQDNNDVPVPPKVSPSETTQG
                     NWQSYQVQTGKTLAQLFRDNNLPVNDVFAMAQVEGSDKPLSNLKAGQEVKIMLDAQGA
                     VTALAIETPENTEVLFSRQNDGSYRREH"
     gene            102592..103047
                     /locus_tag="YPA_0084"
     CDS             102592..103047
                     /locus_tag="YPA_0084"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12053.1"
                     /translation="MMKYQLSFVLLLTPLAVFAEQHCPAIDAIKLIGGVYTAKATSGE
                     EWVGILQGPLPQESGIKRFSEALFVVEGENNGNNVTGSGKFQKCTYDLQAENIQLDMY
                     YGGTTWIASIRGKPYWEYEKGGFFEIYTCSNVAPEYCKFDILVPGSASR"
     sig_peptide     102592..102651
                     /locus_tag="YPA_0084"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.830) with cleavage site probability 0.827 at
                     residue 20"
     gene            complement(103169..103627)
                     /locus_tag="YPA_0085"
     CDS             complement(103169..103627)
                     /locus_tag="YPA_0085"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12054.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(103823..104275)
                     /locus_tag="YPA_0086"
     CDS             complement(103823..104275)
                     /locus_tag="YPA_0086"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L9P"
                     /protein_id="ABG12055.1"
                     /db_xref="InterPro:IPR000244"
                     /translation="MQVILLDKVANLGSLGDQVNVKAGYARNFLVPQGKAVPATKKNV
                     EFFEARRAELEAKLADVLAAAEARATKINELVSVTISSKAGDEGKLFGSIGTRDIADA
                     VTAAGVEVAKSEVRLPNGVLRTAGEHEVHFQVHSDVFAKLNVVVVPEA"
     gene            complement(104315..104542)
                     /locus_tag="YPA_0087"
     CDS             complement(104315..104542)
                     /locus_tag="YPA_0087"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S18P"
                     /protein_id="ABG12056.1"
                     /db_xref="InterPro:IPR001648"
                     /translation="MARYFRRRKFCRFTAEGVVEIDYKDIATLKNYITESGKIVPSRI
                     TGTRAKYQRQLARCIKRARYLSLLPYTDRHQ"
     gene            complement(104547..104867)
                     /locus_tag="YPA_0088"
     CDS             complement(104547..104867)
                     /locus_tag="YPA_0088"
                     /codon_start=1
                     /transl_table=11
                     /product="restart primosome assembly protein PriB"
                     /protein_id="ABG12057.1"
                     /translation="MVTTNRLVLSGTVCKTPVRKVSPSGIPHCQFVLEHRSTQQEAGF
                     SRQTWCRMPIVVSGQQSQALTHSITVGSQLTVEGFISCHQGRNGLNKLVLHAEQIEFI
                     DSGD"
     gene            complement(104873..105265)
                     /locus_tag="YPA_0089"
     CDS             complement(104873..105265)
                     /locus_tag="YPA_0089"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S6P"
                     /protein_id="ABG12058.1"
                     /db_xref="InterPro:IPR000529"
                     /translation="MRHYEIVFMVHPDQSEQVPGMIERYSATITNAAGTIHRLEDWGR
                     RQLAYPINKLHKAHYVLLNVEAPQEAIDELETNFRFNDAVIRSMVMRVKHAVTEASPM
                     VKAKDERRERHDFASEANDDSEAGDSEE"
     gene            complement(105279..105557)
                     /locus_tag="YPA_0090"
     CDS             complement(105279..105557)
                     /locus_tag="YPA_0090"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12059.1"
                     /translation="MGLIEPSKNSFGNLVMILLVNLAKNSLVSTITGNEQKMRFKLAH
                     RHNRNKSPAVLEFPTAHKYSYASFFSRTQTRSLPPWAAVDPIRRLNNP"
     gene            complement(105632..106333)
                     /locus_tag="YPA_0091"
     CDS             complement(105632..106333)
                     /locus_tag="YPA_0091"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12060.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MWITIAPFVTLPTIFFYHGYTSSKEVYSYFAYAFAQAGFRTISP
                     DADMHGARFNGNETQRLSHFWEILKSNIDELPDLKRHYQQAGLIEGERIGVAGASMGG
                     MTALGAFARYPWIRVAADFMGSGYFTSLAHSLFPPRDAGREISQQAFERRLAPLADYE
                     LTHQLEKITERPLLVWHGEADDVVPAAESARLVQALRTRGGDNNLTYLTEAGIGHKIT
                     PTALRAGSDFFTQYL"
     gene            106390..107412
                     /locus_tag="YPA_0092"
     CDS             106390..107412
                     /locus_tag="YPA_0092"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12061.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            107412..108191
                     /locus_tag="YPA_0093"
     CDS             107412..108191
                     /locus_tag="YPA_0093"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12062.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            108789..109004
                     /locus_tag="YPA_0094"
     CDS             108789..109004
                     /locus_tag="YPA_0094"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12063.1"
                     /translation="MTLSAIRNIADKERGASERAWTPAKSALGQGCPSRWLVSPKDAG
                     GLPAGQYFAQAAGAGGPASPPARLRRL"
     gene            complement(109156..111792)
                     /locus_tag="YPA_0095"
     CDS             complement(109156..111792)
                     /locus_tag="YPA_0095"
                     /EC_number="4.1.1.31"
                     /codon_start=1
                     /transl_table=11
                     /product="Phosphoenolpyruvate carboxylase"
                     /protein_id="ABG12064.1"
                     /db_xref="InterPro:IPR001449"
                     /translation="MNEQYSAMRSNVSMLGTLLGDTIKEALGEHILDRVETIRKLSKS
                     SRAGNEASRQELLTTLQNLSNDELLPVARAFSQFLNLTNTAEQYHSISPHGEAASNPE
                     ALAQLFTRLKDKKLSDQDMRSAVDDLSIELVLTAHPTEITRRTLIHKLVEVNTCLSQL
                     DHNDLADYERNKIMRRLRQLVAQSWHTDEIRKLRPSPVDEAKWGFAVVENSLWEGVPA
                     FLREFNEQLENSLDYRLPVEAVPIRFTSWMGGDRDGNPNVTAEITRHVLLLSRWKATD
                     LFLRDIQVLVSELSMSECTPELRELAGGEEVLEPYRQLMKNVRTQLTNTQAYLEARLK
                     GERVLPPHDLLVSNDQLWEPLYACYQSLKACGMEIIANGQLLDTLRRVRCFGVPLVRI
                     DVRQESTRHTDAIAELTRYLGLGDYESWSESDKQAFLVRELNSKRPLVPLKWEPSAET
                     QEVLETCRVIAEAPQGSIAAYVISMAKVPSDVLAVHLLLKEAGCPFTLPVAPLFETLD
                     DLNNADDVMTQLLGIDWYRGLIQGKQMVMIGYSDSAKDAGVMAASWAQYRAQDALIKT
                     CEKAGITLTLFHGRGGSIGRGGAPAHAALLSQPPGSLKGGLRVTEQGEMIRFKFGLPE
                     VTISSLALYAGAILEANLLPPPEPKKEWIEVMDLLSDASCDMYRSYVRENPEFVRYFR
                     AATPELELGKLPLGSRPAKRRPDGGVESLRAIPWIFAWTQNRLMLPAWLGAGAGLQRA
                     IDAGKQDVLATMCRDWPFFSTRIGMLEMVFAKADLWLAEYYDQRLVDKSLWPLGQQLR
                     DQLAADIKVVLAIANDDHLMADLPWIAESIALRNVYTDPLNVLQAELLHRSRQQEHPD
                     ACVEQALMVTIAGVAAGMRNTG"
     gene            complement(112166..113329)
                     /locus_tag="YPA_0096"
     CDS             complement(112166..113329)
                     /locus_tag="YPA_0096"
                     /EC_number="3.5.1.16"
                     /codon_start=1
                     /transl_table=11
                     /product="acetylornithine deacetylase / acetylornithine
                     deacetylase ArgE. Metallo peptidase. MEROPS family M20A"
                     /protein_id="ABG12065.1"
                     /db_xref="InterPro:IPR001261"
                     /db_xref="InterPro:IPR010169"
                     /translation="MKLPPFIELYRALIATPSISAADSALDQSNEALINLLAGWFADL
                     GFRVEIQPVPDTRHKFNLLASIGENENGEGHGGLLLAGHTDTVPYDEGRWTRDPFTLT
                     EHDHKLYGLGTADMKGFFAFILDAVRDIDASKLTKPLYILATADEETTMAGARYFAAN
                     TQLRPDFAIIGEPTSLQPVRAHKGHISNAIRITGQSGHSSDPARGVNAIDLMHESITQ
                     LMALRTTLQERYHNPAFTIPYPTMNFGHINGGDAANRICACCELHMDIRPLPGLTLSD
                     LNELMTEALEPVSQRWPGRLSIDELHPPIPGYECPTDHHMVGVIEKLLGERTAVVNYC
                     TEAPFIQQVCPTLVLGPGSINQAHQPDEFIDMAFIEPTRELIGQLVDHFCQQK"
     gene            113580..114584
                     /locus_tag="YPA_0097"
     CDS             113580..114584
                     /locus_tag="YPA_0097"
                     /EC_number="1.2.1.38"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetyl-gamma-glutamyl-phosphate reductase"
                     /protein_id="ABG12066.1"
                     /db_xref="InterPro:IPR000706"
                     /db_xref="InterPro:IPR006025"
                     /translation="MLNTLIVGASGYAGAELTAYLNRHPHMNITGLAVSAQSADAGKL
                     LSDLHPQLKGILDLPLQPLVDVAQAAKGIDVVFLATAHEVSHDLAPQFLAAGCVVFDL
                     SGAFRVRDAAFYSQYYGFEHQHPDWLDKAVYGLAEWQSEDIKQAQLIAVPGCYPTASQ
                     LALKPLVDGQLLNDAQWPVINAVSGVSGAGRKASMGNSFCEVSLQPYGLFTHRHQPEI
                     VTHLGTPVIFTPHLGNFARGILATITCRLKAGVTAQNIADAYHHAYQNKPLVRLYQQG
                     VPALKAVVGLPFCDIGFSVQGEHLIIVATEDNLLKGAAAQAVQCMNIRFGFPETQSLL
                     "
     gene            114750..115526
                     /locus_tag="YPA_0098"
     CDS             114750..115526
                     /locus_tag="YPA_0098"
                     /EC_number="2.7.2.8"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylglutamate kinase"
                     /protein_id="ABG12067.1"
                     /db_xref="InterPro:IPR004662"
                     /translation="MMNPLVIKLGGVLLDSEEALERLFTALVTYREKHERPLVIMHGG
                     GCLVDELMKRLALPVVKKNGLRVTPADQIDIITGALAGTANKTLLAWAVKHQINAVGL
                     CLADGNTVTVTLLDAELGHVGKAQPGSAALVQTLLAAGYMPIISSIGITVEGQLMNVN
                     ADQAATALAATLGADLILLSDVSGILDGKGQRIAEMTAQKAEQLIAQGIITDGMVVKV
                     NAALDAARSLGRPVDIASWRHSEQLPALFNGVPIGTRISV"
     gene            115693..117066
                     /locus_tag="YPA_0099"
     CDS             115693..117066
                     /locus_tag="YPA_0099"
                     /EC_number="4.3.2.1"
                     /codon_start=1
                     /transl_table=11
                     /product="argininosuccinate lyase"
                     /protein_id="ABG12068.1"
                     /db_xref="InterPro:IPR000362"
                     /db_xref="InterPro:IPR003031"
                     /db_xref="InterPro:IPR009049"
                     /translation="MALWGGRFSQAADQRFKQFNDSLRFDYRLAEQDIIGSVAWSKAL
                     VTVGVLNADEQQQLEQALSVLLEEVQANPHAILASDAEDIHSWVETKLIDKVGDLGKK
                     LHTGRSRNDQVATDLKLWCKFQITELQTAVQQLQQALVMTAEANQDAVMPGYTHLQRA
                     QPVTFAHWCLAYVEMLSRDESRLQDTLKRLDVSPLGCGALAGTAYAIDREQLAGWLGF
                     ASATRNSLDSVSDRDHVLELLSDASIGMVHLSRFAEDLIFFNSGEAAFVDLSDRVTSG
                     SSLMPQKKNPDALELIRGKCGRVQGALTGMTMTLKGLPLAYNKDMQEDKEGLFDALDT
                     WLDCLHMAALVLDGIQVKRPRCKEAAEQGYANATELADYLVAKGVPFREAHHIVGEAV
                     VEAIRQGKALEALALSDLQQFSSVIGDDVYPILALQSCLDKRVAKGGVSPQQVASAIA
                     EAKARLF"
     gene            117665..120157
                     /locus_tag="YPA_0100"
     CDS             117665..120157
                     /locus_tag="YPA_0100"
                     /codon_start=1
                     /transl_table=11
                     /product="putative TonB dependent receptor protein"
                     /protein_id="ABG12069.1"
                     /db_xref="InterPro:IPR010949"
                     /db_xref="InterPro:IPR011276"
                     /translation="MDNIIRDKKTIISVNKITTCILFALVTQGYSGQLAANTAETPTN
                     NNDMALDKLNVEGKGNAHDSDWIYDEPRSVSEITREQLDNRPARHAADILEQTPGVYS
                     SVSQQDPGLSINIRGIQDYGRVNMNIDGMRQNFMKSGHGQRNGSMYIDPEILSNVVIE
                     RGIFNGIGGAGAIGGIATFNTINASDFLAPEKELGGHIRAMTGDNGTRFIGSGALALG
                     NPNGDILLAVSERNLKDYWPGNKGVLAGLRLYSPTRNVGDDLKNTKTLFTGYKMRSQL
                     AKVGWNFEAGQRLEFSYLQTQIASPNASMLSEVLALSPSGKEITKIGWRNTSFTNVEN
                     RNIALDYRLNPEHISWLDATAKIYYVDTNDETDNANSLFKEYFWTQTRLKTRGLQLQN
                     TNTFTPSDAHQIRLKYGLEWFSDKSEGYSTRKLIERTTPPGKRAITSTFAQLNYEYDD
                     WLRLEGGLRYDQFRLKGNTWLHTRSFLQPYTFENPCDRRIHEQSEKPGSRCSSRRPAT
                     MRWDVDRCEQQLSPTLAMGVKPGLEWLEFFGSYGKSWRPPAMTEVLATGTAHGYSWVL
                     PNPFVAAERARTWEAGFNIQQSNLFIEDDHFAAKVAYFDTRIANYINLELGKAKPKFG
                     GDSFTDVAYVNNLLKTRFRGLEYQLSYDAGTFYTNINYTRMIGVNNVCSPYAWLGGLQ
                     SVKYKYVGKVEQIYAVENEVANNYVTCMNANVLFGSSAYLPGDRGSLTLGSRIFDRRL
                     DFGTVIRYNKGYQDRSAQDENGNPLTAYVADWPKYIVYDLYASYKVTNNLILRSSIEN
                     ITNRAYLVNYGDTLSFAPSRGRTIQGGFEYKF"
     sig_peptide     117665..117775
                     /locus_tag="YPA_0100"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.907) with cleavage site probability 0.649 at
                     residue 37"
     gene            120379..120996
                     /locus_tag="YPA_0101"
     CDS             120379..120996
                     /locus_tag="YPA_0101"
                     /codon_start=1
                     /transl_table=11
                     /product="hemophore HasA"
                     /protein_id="ABG12070.1"
                     /translation="MSTTIQYNSNYADYSISSYLREWANNFGDIDQAPAETKDRGSFS
                     GSSTLFSGTQYAIGSSHSNPEGMIAEGDLKYSFMPQHTFHGQIDTLQFGKDLATNAGG
                     PSAGKHLEKIDITFNELDLSGEFDSGKSMTENHQGDMHKSVRGLMKGNPDPMLEVMKA
                     KGINVDTAFKDLSIASQYPDSGYMSDAPMVDTVGVVDCHDMLLAA"
     gene            121153..122970
                     /locus_tag="YPA_0102"
     CDS             121153..122970
                     /locus_tag="YPA_0102"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter protein"
                     /protein_id="ABG12071.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR010128"
                     /translation="MDAMESCKTPGASSVPPTILSVLAGNKKILWGIGLFTAVINLLM
                     LAPAIYMLQVYDRVLASANTMTLLMLTVLVLGVFVFIGLLEWVRSAVVIRLGTQIDMQ
                     LNQPVFNAAFAANLKGHNTPAAQALNDLTVLRQFATGNALFAFFDAPWFPLYLLVIFL
                     LHPWLGMLAAAGAGILVVLAWLNQWICKKPLHDASIITSHATQQANANLRNADVIEAM
                     GMLKALRERWLMQHANFLYQQNLASDKSSRVTAVAKSSRQALQSMMLGLGALLVIYNE
                     ITAGVMIAGSILIGRVLGPIDQLIAVWKQWSHARLAYQRLSQLLAQHPSSPTGMVLPA
                     PQGKLNVTQLMACKPGTHIPVLHSINFELQPGDVLGILGPSGSGKSTLAKLLVASQPT
                     FSGTVRLDSADLSRWDKTQLGEFIGYLPQNIQLFRGTVAENIARFGAIDTAKVVAAAQ
                     LADVHDLILHLPQGYDTPLGDDGEGLSGGQRQRIALARAMYGIPRLIVLDEPNASLDK
                     EGEQALLASIIQLKQQGCTIVMITHKPELLSGSDYLLFLKNGQMDLFDRTQAVLQNIQ
                     GKDKPAVQPEAKILNSRSGWSNGVSYGIGPARTTSSPKP"
     gene            123046..124374
                     /locus_tag="YPA_0103"
     CDS             123046..124374
                     /locus_tag="YPA_0103"
                     /codon_start=1
                     /transl_table=11
                     /product="HlyD family secretion protein"
                     /protein_id="ABG12072.1"
                     /db_xref="InterPro:IPR003997"
                     /db_xref="InterPro:IPR006144"
                     /db_xref="InterPro:IPR010129"
                     /translation="MLPESVCYSVANANRQPPLQINSGRYLNIGGGLVVIGFIGFLLW
                     AGLAPLDKGVAVTGLLVVAENRKVIQPLQGGRIQQLHVTEGDEIVSGQLLVTLDDTAI
                     RNQRDNLQHQYLSALAQEARLTAEQNDLDVITFPQALLEHATQPAVERNIILQQQLLH
                     HRRQAHLSEIARLSTQLTRHQARLDGLQAMRSNHQRQSNLFQQQLDSVQLLAKDGHIA
                     KNKLLEMESQSTSLQARVEQSTSDIAEAHKLIDETEQHVLQRREQYQSENSEQLAKAQ
                     QNTQELVQRLNIAEYELSHTRIFAPVSGSVIALAQHTVGGVVSSGQALMEIVPSGQPL
                     FVEAQLPVELIDKVAVGLPVDLNFSAFNQSNTPRLQGSVWRIGADRIQPPPTSPPYYP
                     LTVAIDLDPTELAIRPGMAVDVFIRTGERSLLSYLFKPFTDRLHLALAEE"
     gene            124439..125242
                     /locus_tag="YPA_0104"
     CDS             124439..125242
                     /locus_tag="YPA_0104"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12073.1"
                     /db_xref="InterPro:IPR006260"
                     /translation="MNRLQQSSDKLIFWLVGALLACGIHIYALWWLSTASIPAIPTSY
                     PAAIMMELSAEPEFMQNLPQNSVVGITQNIIEPAVEQRVNQPDDIVDLPTLPEQPEGQ
                     REITRKEPIKVKRPAENRATSRKPVNKETQESDSKQSSPAAAASAMLSGTSQQVAAAV
                     NSDSSHRQQAQVSWKSRLQGHLMGFKRYPSSARKQQQQGTAMIRFVVDKNGYVSSVQL
                     SHSSGTSALDREALAIIKRAQPLPKPPAELLSQGQITLSLPVDFNLKRK"
     gene            complement(125358..126821)
                     /locus_tag="YPA_0105"
     CDS             complement(125358..126821)
                     /locus_tag="YPA_0105"
                     /codon_start=1
                     /transl_table=11
                     /product="putative pyridine nucleotide-disulphide
                     oxidoreductase"
                     /protein_id="ABG12074.1"
                     /db_xref="InterPro:IPR000103"
                     /db_xref="InterPro:IPR000815"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /translation="MKTLNVDVAVIGGGTAGLGAYRAAKLLTPNVVMIEGGEYGTTCA
                     RVGCMPSKLLIAAAEAVHQIEKAPGFGIHPQGKPLINGREVMDRVKRERDRFVGFVLE
                     SVETIPAADKIQGYARFIDDNTLQVDDHTQLTSQKIIAQRIVIATGSRPSWPASWNEL
                     GDRLIINDDVFNWDDLPESVAVFGPGVIGLELGQALHRLGVQVKMFGVGGAVGPLTDS
                     IVRDYAAKTLGDEFYLDPDVKVELMQREGDKVFIRYLDKSGRPQEIMVDYVLAATGRR
                     PNVDKLGLENTSLILDERGVPQADRLTMQTNVPHIFIAGDASNQLPLLHEASDQARIA
                     GVNAGGFPEVVPGLRRSPISVVFSDPQIAMVGATFRELAQKFSACGCFEIGEVSFENQ
                     GRSRVMLKNKGILRIYGEQGTGRFLGAEMMGPSAEHIAHLLAWAHQQQMTIDQMLDMP
                     FYHPVIEEGLRTALRDLQSKLKLGADEAERCLRCPGE"
     gene            complement(126916..127647)
                     /locus_tag="YPA_0106"
     CDS             complement(126916..127647)
                     /locus_tag="YPA_0106"
                     /codon_start=1
                     /transl_table=11
                     /product="putative peroxiredoxin/glutaredoxin family
                     protein"
                     /protein_id="ABG12075.1"
                     /db_xref="InterPro:IPR002109"
                     /db_xref="InterPro:IPR011767"
                     /db_xref="InterPro:IPR011906"
                     /translation="MFTSQEGKKVPQVTFHTRQGDQWIDVTTDDLFSNKTVIVFSLPG
                     AFTPTCSSSHLPRYNELAGVFKQHGVDSILCVSVNDTFVMNAWKSDQHAENITFVPDG
                     NGEFTKGMNMLVEKADLGFGPRSWRYSMLVRNGVVEKMFVEPNKPGDPFEVSDADTML
                     KYLAPDFKVQESVAVFTKPGCPFCAKAKQMLQDHGLQYEEIVLGKDATTVSLRAVSGR
                     STVPQIFIGGRHIGGSDDLEKYLPA"
     gene            127794..128711
                     /locus_tag="YPA_0107"
     CDS             127794..128711
                     /locus_tag="YPA_0107"
                     /codon_start=1
                     /transl_table=11
                     /product="oxidative stress transcriptional regulatory
                     protein"
                     /protein_id="ABG12076.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MNIRDLEYLVALAEFRHFRRAADSCHVSQPTLSGQIRKLEDELG
                     IMLLERTSRKVLFTQAGLLLVEQAKTVLREVKVLKEMASLQGESMSGPLHIGLIPTVG
                     PYLLPQIIPMLHKTFPKLEMYLHEAQTQNLLAQLDSGKLDCAILALVKETEAFIEIPL
                     FDEPMNLAIYADHPWANRERVEMHELAGEKLLMLEDGHCLRDQAMGFCFQAGADEDTH
                     FRATSLETLRNMVAAGSGITLLPALAVPNERQRDGVCYLECYKPVPKRTIALVYRPGS
                     PLRGRYEQLAEAIRDHMQERMAPSLEQAI"
     gene            complement(128694..130094)
                     /locus_tag="YPA_0108"
     CDS             complement(128694..130094)
                     /locus_tag="YPA_0108"
                     /codon_start=1
                     /transl_table=11
                     /product="soluble pyridine nucleotide transhydrogenase"
                     /protein_id="ABG12077.1"
                     /db_xref="InterPro:IPR000103"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR000759"
                     /db_xref="InterPro:IPR000815"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /translation="MQQHFHFDAIVIGSGPGGEGAAMGLVKQGARVAVIERYNNVGGG
                     CTHWGTIPSKALRHAVSRIIEFNQNPLYSDNARTIKSSFADILNHADRVINQQTRMRQ
                     GFYDRNHCHMFSGDASFIDANTVNVRYADGTSDTLQADNIVIATGSRPYRPVNVDFNH
                     ERIYDSDTILQLSHEPQHVIIYGAGVIGCEYASIFRGLSVKVDLINTRDRLLAFLDQE
                     MSDALSYHFWNNGVVIRHNEEFEQIEGTTDGVIVHLKSGKKVKADCLLYANGRTGNTS
                     GLGLENIGLEADSRGLLKVNSMYQTALSHVYAVGDVIGYPSLASAAYDQGRIAAQAMI
                     KGEANVHLIEDIPTGIYTIPEISSVGKTEQELTAMKVPYEVGRAQFKHLARAQIVGMD
                     TGSLKILFHRETKQILGIHCFGERAAEIIHIGQAIMEQKGEGNTLEYFVNTTFNYPTM
                     AEAYRVAALNGLNRLF"
     gene            130312..130947
                     /locus_tag="YPA_0109"
     CDS             130312..130947
                     /locus_tag="YPA_0109"
                     /codon_start=1
                     /transl_table=11
                     /product="TetR-family transcriptional regulatory protein"
                     /protein_id="ABG12078.1"
                     /translation="MGVRAQQKERTRRSLIEAAFSQLSAERSFASLSLREVSREAGIA
                     PTSFYRHFRDVDELGLTMVDESGLMLRQLMRQARQRIAKGGSVIRTSVSTFMEFIGNN
                     PNAFRLLLRERSGTSAAFRAAVAREIQHFIAELADYLELENHMPRSFTEAQAEAMVTI
                     VFSAGAEVLDVDIEQRRQLEERLVLQLRMISKGAYYWYRREQEKLAASRVE"
     gene            130960..131367
                     /locus_tag="YPA_0110"
     CDS             130960..131367
                     /locus_tag="YPA_0110"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12079.1"
                     /translation="MEQSSRRETGTLLLALITGLAINGVCAALFSALVPFSVFPLLTL
                     ILAVYCLHQRYLNFAMPQGIPVLASACFLLGILLYSAIVRVEYPAIGSNFVPAVLSVV
                     LVFWILFKLRTRKSVQTHTDADIDINNSDQPQQ"
     sig_peptide     130960..131043
                     /locus_tag="YPA_0110"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.951) with cleavage site probability 0.823 at
                     residue 28"
     gene            complement(131501..132604)
                     /locus_tag="YPA_0111"
     CDS             complement(131501..132604)
                     /locus_tag="YPA_0111"
                     /EC_number="2.1.1.35"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (uracil-5-)-methyltransferase"
                     /protein_id="ABG12080.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR010280"
                     /translation="MTPNILPIESYDHQLAEKSARLKAMMLPFQAPEPEIFRSPADHY
                     RMRAEFRVWHDEDDLYHIMFDQQTKQRIRVEQFPVASRLINRLMDALMTAIRAEPLLR
                     RKLFQIDYLSTLSGKLIASLLYHRQLDEEWQQKALELRDQLRAQGFDLQLIGRAAKTK
                     IMLDHDYIDEVLPVAGREMIYRQVENSFTQPNAAVNIHMLEWALDVTQGATGDLLELY
                     CGNGNFSLALARNFERVLATEIAKPSVAAAQYNIAANNIDNVQIIRMSAEEFTQAMQG
                     VREFNRLKGIDLGSYNCETIFVDPPRSGLDHETVKLVQAYPRILYISCNPETLCANLE
                     QLQHTHKISRLALFDQFPYTHHMECGVLLEKRH"
     gene            132736..132996
                     /locus_tag="YPA_r008"
     misc_RNA        132736..132996
                     /locus_tag="YPA_r008"
                     /product="cobalamin riboswitch"
     gene            133066..134961
                     /locus_tag="YPA_0112"
     CDS             133066..134961
                     /locus_tag="YPA_0112"
                     /codon_start=1
                     /transl_table=11
                     /product="putative vitamin B12 receptor protein"
                     /protein_id="ABG12081.1"
                     /db_xref="InterPro:IPR010101"
                     /db_xref="InterPro:IPR010917"
                     /translation="MIIKNTMTIKKYTLLTALSVTAFSGWAQGNNTTDNNDEMVVTAN
                     RFPQPKSSVLAPVDVVTRADIDRWQSTNINDVLRRLPGVDIAQDGGMGQRSSLFIRGT
                     NSSHVLVLIDGVRLNQAGITGASDLSQIPISLVQRIEYIRGPRSAVYGSDAIGGVINI
                     LTGRDKPGTTLSAGLGSNGYQTYDGSTQQKLGEDTTVTLAGNYTYSKGYDVVAGMPGA
                     GGPRQPDRDGFMGKMLWAGLEHQFNEQFNGFARVYGFDNRSDYDGYTNYSNPLALIDT
                     RKLSSRTYDTGLRYKNGIYASQFIASYNRTKDYNYSPLFGQHDITASLDEAEQYNLQW
                     GNTFQLTNGMISAGADWQEQRTERKSSNQNTTADFTQHNTGIYLTGQQQISDVTLEGA
                     VRSDDNSQFGWHSTWQTSAGWEFIDGYRLIGSYGTAYKAPNLMQLYSAYGGNANLKPE
                     ESKQWEGGVEGLTGPLTWRLSAYRNDIDQLIDYSNLTNGYFNINKATIKGVEWTGSFD
                     TGPLSHQVTLEYLDPRNADTHEILVRRAKQQVKYQLDWQVADLDWSVTYQYLGQRYDK
                     DYSTYPEETVELGGVSLWDLAVSYPVTSHLTVRGRIANLFDKDYEMVYGYQTPGREYY
                     FTGSYNF"
     sig_peptide     133066..133149
                     /locus_tag="YPA_0112"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.871 at
                     residue 28"
     gene            134894..135769
                     /locus_tag="YPA_0113"
     CDS             134894..135769
                     /locus_tag="YPA_0113"
                     /EC_number="5.1.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate racemase"
                     /protein_id="ABG12082.1"
                     /db_xref="InterPro:IPR001920"
                     /db_xref="InterPro:IPR004391"
                     /translation="MRWFMATKPQDANTTSREAITSKADSPPRPTALIFDSGVGGLSV
                     YQEIRQLLPDLHYIYAFDNVAFPYGEKSGEFIVERVLEIVTAVQQRHPLAIVVIACNT
                     ASTVSLPALRERFAFPVVGVVPAIKPAVRLTRNGVVGLLATRATVHASYTLDLIARFA
                     TDCKIELLGSSELVEVAETKLHGGVVPLEVLKKILHPWLSMREPPDTIVLGCTHFPLL
                     TEELAQVLPEGTRMVDSGAAIARRTAWLISSQENVISSQDENIAYCMALDEDTDALLP
                     VLQSYGFPKLQKLPI"
     gene            136253..137768
                     /locus_tag="YPA_r009"
     rRNA            136253..137768
                     /locus_tag="YPA_r009"
                     /product="16S RNA"
     gene            137905..137980
                     /locus_tag="YPA_r010"
                     /note="tRNA-Glu2"
     tRNA            137905..137980
                     /locus_tag="YPA_r010"
                     /product="tRNA-Glu"
     gene            138233..141139
                     /locus_tag="YPA_r011"
     rRNA            138233..141139
                     /locus_tag="YPA_r011"
                     /product="23S RNA"
     gene            141139..141370
                     /locus_tag="YPA_r012"
     rRNA            141139..141370
                     /locus_tag="YPA_r012"
                     /product="5S ribosomal RNA"
     gene            141490..141566
                     /locus_tag="YPA_r013"
                     /note="tRNA-Asp1"
     tRNA            141490..141566
                     /locus_tag="YPA_r013"
                     /product="tRNA-Asp"
     gene            141575..141650
                     /locus_tag="YPA_r014"
                     /note="tRNA-Trp1"
     tRNA            141575..141650
                     /locus_tag="YPA_r014"
                     /product="tRNA-Trp"
     gene            142629..143585
                     /locus_tag="YPA_0114"
     CDS             142629..143585
                     /locus_tag="YPA_0114"
                     /codon_start=1
                     /transl_table=11
                     /product="putative periplasmic protein precursor"
                     /protein_id="ABG12083.1"
                     /translation="MYRRLLLAAAVTAAMCSAVQAAPLVVGFSQIGSESGWRSAETKV
                     AKQEAEKRGITLKIADAQQKQENQIKAVRSFIAQGVDAIFIAPVVATGWTPVLQEAKE
                     AKIPVFLLDRMIEVNDPSLYTAAVASDSVYEGKVAGEWLLQDVAGKPCNVVELQGTVG
                     SSVAINRKKGFADGIASAPGVKIIRSQSGDFTRSKGKEVMESFIKAEQNGKNICAVYA
                     HNDDMAIGAIQAIKEAGLKPGSDIKIVSIDGVPDIFKAMSSGEANATVELTPNMAGPA
                     LDALIVLKKDGTQPPKFIQTESRLLQPDTAKQEYELKKSLGY"
     sig_peptide     142629..142694
                     /locus_tag="YPA_0114"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 22"
     gene            143671..145161
                     /locus_tag="YPA_0115"
     CDS             143671..145161
                     /locus_tag="YPA_0115"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transport system ATP-binding
                     protein"
                     /protein_id="ABG12084.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MEILLEVRGLSVEFPGVKALDSVDFSLQRGEVVALLGENGAGKS
                     TLIKALTGVYKRSAGEVLLDGKAVCPIDTADAQLMGIGTVYQEVNLLPNISVAANLFI
                     GREPLRWGLIDHNKMNQQAAKLLTGYGLTLDVQQPLANFSIAIQQIVAIARAVDLSAK
                     VLILDEPTASLDAKEVSMLLDILCQLRDQGIGMVFVTHFLDQVYRISDRITVLRNGKL
                     VGTKTVAELPRIELVQMMLGHSFDEQLLKRGEHSITNKNPLVEFKNYGRRGVVENFDL
                     SVSPGEIVGLAGLLGSGRTETAQLIFGITTPDTGEAKIQGKPVKIRTPRKASKFGFGY
                     CPEDRKTEGIVGAATVRENIILALQAQRGWLRPLSMREQTQIADDFIQQLGIRTPSPE
                     QQIQYLSGGNQQKVLLARWLATKPRFLILDEPTRGIDVGAHAEIIRLIEKLCDEGLAL
                     LIISSELEELAGYADRIIVLRDRRHVAQLDHDEISVPAIMQAIAVQ"
     gene            145173..146192
                     /locus_tag="YPA_0116"
     CDS             145173..146192
                     /locus_tag="YPA_0116"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transport system permease"
                     /protein_id="ABG12085.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MGNRSLSMTQRPRKVKWVLPKGATQFGALAVILLIDSLVAPHFF
                     SIHIQDGRLFGSIIDILNRGAPVALLALGMTLVIATGGIDLSVGAVMAIAGATAATLT
                     SAGYPFMTVLALSLAVGALCGLWNGFLVAVLQIQPIVATLMLMVAGRGIAQLITEGQI
                     VTFDSGGLATLGSSTLMYLPMSVVIACSMLILVWLLTRKTALGLFIESVGINLRSARN
                     AGVSTRLVLIAVYVICGVCAAVAGIIVTADIRGADANNAGLWLELDAILAVVIGGASL
                     MGGRFNLLLSVIGALIIQGMNTGILLSGYQPEFNLVLKAIVVLAVLVVQSPMISLSHL
                     FQRRK"
     gene            146192..147184
                     /locus_tag="YPA_0117"
     CDS             146192..147184
                     /locus_tag="YPA_0117"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transport system permease"
                     /protein_id="ABG12086.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MLKRNVPLLITIAVFILGYAFCLSQFPSFSSSRVWCDLLTDNAF
                     LGIVAVGMTFVILSGGIDLSVGSVIAFTGVLLAKLIGTYGIHPVYAFAIVLVMGAMFG
                     ALMGWIIDSLKLPAFIITLAGMFFIRGMSFIVSEESLPINHPIYETLANYAWRVPGGG
                     RFTLLAFIMLMVVAFGILLAHHTRFGHNVYAIGGNSVSAGLMGVPVRRTTIKIYMLSS
                     TLAALSGIVFSLYTSAGYALAASGVELDAIAAVVIGGTLLAGGIGTVFGTLFGVLIQG
                     LIQSYITFDGTLSSWWTKIVIGILLFSFIVIQKAMSAFYLNRRSRPQSSPLTPV"
     sig_peptide     146192..146284
                     /locus_tag="YPA_0117"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.901) with cleavage site probability 0.735 at
                     residue 31"
     gene            complement(147171..148052)
                     /locus_tag="YPA_0118"
     CDS             complement(147171..148052)
                     /locus_tag="YPA_0118"
                     /codon_start=1
                     /transl_table=11
                     /product="LysR-family transcriptional regulatory protein"
                     /protein_id="ABG12087.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MDTELLKTFLEVSRTRHFGRAAESLYLTQSAVSFRIRQLENQLG
                     ANLFTRHRNNIRLTPAGERLVPYAEMLLNTWRLAKKEVIHSLQHTELSIGATASLWEA
                     YLTPWLQQLYEQQEELRLEARIALRNSLVKQLHERQLDLLITTEPPKMDELACLLLGH
                     FSLRLYSSFSLDLPKEDDTPNEHKNASEVPYIKLEWGADFHQQENRLLDSEQAPILTT
                     TSAHLTRQLLETTGGCAFLPEHWQKEYPQLVIHPDIPPIVRPLYAVWLQNSDQQALIR
                     QLLKTPMNNATQSVTRE"
     gene            148087..148509
                     /locus_tag="YPA_0119"
     CDS             148087..148509
                     /locus_tag="YPA_0119"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12088.1"
                     /translation="MFCFTRCQAYLILRAINSTTMRELGACQMADSFITTNRFFDNKH
                     YPRGFSRHGDFTIKEAQLLERHGYAFNELDSGKREPVTEEEQRFVAVCRGEREPVSAE
                     EKVWSKYVIRTRQPKRFHTLSGGKPQMDAVEDYTDSDD"
     gene            complement(148766..150289)
                     /locus_tag="YPA_0120"
     CDS             complement(148766..150289)
                     /locus_tag="YPA_0120"
                     /codon_start=1
                     /transl_table=11
                     /product="putative magnesium chelatase family protein"
                     /protein_id="ABG12089.1"
                     /db_xref="InterPro:IPR001208"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR004482"
                     /translation="MSLATIHTRATLGIQAPPVAVEVHISNGLPGLILVGLPETTVKE
                     ARDRVRSALINSGFNFPAKRITVSLAPADLPKEGGRYDLPIALAILAASEQIPADKLA
                     HYEFLGELALSGALRRVSGAIPAALTCSEANRQLILPTANGLEIGLIPQGNSWVADHL
                     LAVCGFLQGENPLAQGQPFEPAPSPDNHLDLHDIIGQSQAKRALEIAAAGGHNLLLLG
                     PPGTGKTMLATRLTGLLPPLTDQEALEAAAITGLLHSNALPTQWRCRAFRAPHHSASM
                     AALIGGGSIPRPGEISLAHNGVLFLDELPEFERRVLDSLREPLESGEIIISRAAAKIC
                     FPAKVQLIAAMNPSPSGHYQGVHNRTPPQQILRYLAKLSGPFLDRFDLSIEVPLLPAG
                     MLGAQKNQGESSATVKQRVLQARQRQMDRAGKINTQLTSQEVAEFCYLAPEDAAFLEQ
                     VLLTLGLSVRAWHHILKVARTIADLAQEKTIQKSHLSEALSYRCMDRLLLQLHKSLM"
     gene            150912..152558
                     /locus_tag="YPA_0121"
     CDS             150912..152558
                     /locus_tag="YPA_0121"
                     /EC_number="2.2.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, large subunit"
                     /protein_id="ABG12090.1"
                     /db_xref="InterPro:IPR000399"
                     /db_xref="InterPro:IPR004407"
                     /translation="MNGAQWVVQALRAQGVDTVFGYPGGAIMPVYDALYDGGVEHLLC
                     RHEQGAAIAAIGYARATGKVGVCIATSGPGATNLITGLADALLDSVPVIAITGQVGSA
                     LIGTDAFQEIDVLGLSLACTKHSFLVESLDALPEIMAEAFAIATSGRPGPVLIDIPKD
                     IQLAVGELTPHLKPVEEHSVDSAAELQHAWDMLANAQKPMLYVGGGVGMAQAVPALRD
                     FIAMTGIPAVATLKGLGAPDIAHPCYLGMLGMHGTKAANFAVQDCDLLVAVGARFDDR
                     VTGKLNTFASKAKVIHMDIDPAELGKLRQVHVALQGNLNVLLPALQQPLNIQSWRDEV
                     MALKQQHHWRYDHPGQAIYAPLLLKQISERKAPETVVTTDVGQHQMWTAQHMNFTRPE
                     NFITSSGLGTMGFGVPAAVGAQMARPDDMVICVSGDGSFMMNVQELGTIKRKQLPLKI
                     VLLDNQRLGMVRQWQQLFFDGRYSETNLSDNPDFITLASAFDIPGQRITRKDQVDAAL
                     DALFNSEGPYLLQVSIDELENVWPLVPPGAGNETMLEKIS"
     gene            152555..152812
                     /locus_tag="YPA_0122"
     CDS             152555..152812
                     /locus_tag="YPA_0122"
                     /EC_number="2.2.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, small subunit"
                     /protein_id="ABG12091.1"
                     /db_xref="InterPro:IPR004789"
                     /translation="MIQHQLSIQARFRPEMLERVLRVVRHRGFQVCAMNMSPMIDAGN
                     VNIELTVASQRPVDLLSSQLSKLMDVACVEILQPNTLQIRA"
     gene            152835..153761
                     /locus_tag="YPA_0123"
     CDS             152835..153761
                     /locus_tag="YPA_0123"
                     /EC_number="2.6.1.42"
                     /codon_start=1
                     /transl_table=11
                     /product="branched chain amino acid aminotransferase"
                     /protein_id="ABG12092.1"
                     /db_xref="InterPro:IPR001544"
                     /db_xref="InterPro:IPR005785"
                     /translation="MTKKADYIWFNGEMVPWAEAKVHVMSHALHYGTSVFEGVRCYES
                     HKGPVVFRHREHMQRLHDSAKIYRMPVSQSVDELMEACRATLRKNNLTSAYIRPLVFI
                     GDVGMGVNPPEGYNTDVIIAAFPWGAYLGAEALEQGIDAMVSSWNRVAPNTIPTAAKA
                     GGNYLSSLLVGSEARRHGYQEGIALDVHGYLSEGAGENLFEVKDGILFTPPFTSSALP
                     GITRDAIIKLAKDMGLEVREQVLSRESLYLADEVFMSGTAAEITPVRSVDGIQVGIGK
                     RGPVTAKIQQAFFGLFTGETEDKWGWLDQVNP"
     gene            154072..155922
                     /locus_tag="YPA_0124"
     CDS             154072..155922
                     /locus_tag="YPA_0124"
                     /EC_number="4.2.1.9"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroxyacid dehydratase"
                     /protein_id="ABG12093.1"
                     /db_xref="InterPro:IPR000581"
                     /db_xref="InterPro:IPR004404"
                     /translation="MPKYRSHTTTHGRNMAGARALWRATGMTDDDFGKPIIAVVNSFT
                     QFVPGHVHLRDLGKLVAEQIVASGGVAKEFNTIAVDDGIAMGHGGMLYSLPSRELIAD
                     SVEYMVNAHCADAMVCISNCDKITPGMLMASLRLNIPVIFVSGGPMEAGKTKLSDKII
                     KLDLIDAMIQGANPNVSDEESAQIERSACPTCGSCSGMFTANSMNCLNEALGLALPGN
                     GSLLATHADRKQLFLDAGKHIVALTKRYYEQDDVSALPRNIANKAAFENAMILDIAMG
                     GSTNTVLHLLAAAQEGEIDFSMTDIDHLSRKVPHLCKVAPSTQKYHMEDVHRAGGVIG
                     ILGELDRAGLLNRDVSNVLGLNLTQTLEAYDVMLTQDEGVKQMYAAGPAGIRTTKAFS
                     QDCRYPSLDTDREEGCIRTREHAYSQDGGLAVLYGNIAADGCIVKTAGVDKDSLTFRG
                     PAKVFESQDEAVEAILGGKVVAGDVVVIRYEGPKGGPGMQEMLYPTTYLKSMGLGKSC
                     ALLTDGRFSGGTSGLSIGHVSPEAASGGLIGLVQDGDFINIDIPNRGIVLDVSEAELA
                     ARRETEEAHGDAAWSPKGRERQVSYALRAYAMLATSADKGAVRDKSKLGG"
     gene            155928..157472
                     /locus_tag="YPA_0125"
     CDS             155928..157472
                     /locus_tag="YPA_0125"
                     /EC_number="4.3.1.19"
                     /codon_start=1
                     /transl_table=11
                     /product="L-threonine ammonia-lyase"
                     /protein_id="ABG12094.1"
                     /db_xref="InterPro:IPR000634"
                     /db_xref="InterPro:IPR001926"
                     /db_xref="InterPro:IPR005787"
                     /translation="MAVSQPLSAAPCGAEYLRAILRAPVYEVAQVTPLQVMEKISSRV
                     GNTVLVKREDRQPVHSFKLRGAYAMISSLTEEQKACGVVTASAGNHAQGVALSAHKMG
                     IKALIVMPVATADIKVDAVRAFGGEVLLFGANFDEAKTKAIALAQEQGYTFVPPFDHP
                     AVIAGQGTLAMELLQQDAHLDRVFVPVGGGGLVAGVAVLIKQLMPQIKVIGVEAEDSA
                     CLRAALDAGQPVDLARVGLFAEGVAVKRIGDEPFRLCQEYLDDVITVDSDAICAAVKD
                     LFEDVRAIAEPSGALALAGLKKYVQQHNIQGERLAHVLSGANVNFHGLRYVSERCELG
                     EQREALLAVTIPEQKGSFLRFCELLGGRSVTEFNYRYADAENACIFVGVRLTRGYAER
                     VEILAELQDKGYQVVDLSDDEMAKLHVRYMVGGRPSKPLRERLFSFEFPESPGALLKF
                     LHTLGTHWNISLFHYRSHGTDFGRVLAAFELSATEPQFEERLAALGYYCHDETDNPAF
                     KFFLAG"
     gene            complement(157603..158067)
                     /locus_tag="YPA_0126"
     CDS             complement(157603..158067)
                     /locus_tag="YPA_0126"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12095.1"
                     /translation="MKAKSKKIICALLLLGSILLGYFFWLSLRPVEIVAIHKDGNFSA
                     VLVRDFPVTDKGKINWWLENKSRLKDKYNIPNPAPDGFFSITIWDFGDGYKEEGKYDR
                     LCFSDMNTTKNCIEKEKYMTIYKIKNDEPLFSFDGNRYFLNENNKIVKMKRE"
     sig_peptide     complement(158002..158067)
                     /locus_tag="YPA_0126"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.879) with cleavage site probability 0.583 at
                     residue 22"
     gene            complement(158147..158608)
                     /locus_tag="YPA_0127"
     CDS             complement(158147..158608)
                     /locus_tag="YPA_0127"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12096.1"
                     /translation="MKAKSKKTLYALLLIGSVLLGYFFWLSLRPVEIVAVHKDRNFSA
                     VLVRDFPVTDKGKINWWLENKSRLKDKYNIPNPAPDGFFSITIWDFGDGYKEEGKYDR
                     RCFEDMKTSKNCIDKNSLMIIRNSQYNVMSFTLDSGIYQLKNGEIVKMKHE"
     gene            complement(158592..159263)
                     /locus_tag="YPA_0128"
     CDS             complement(158592..159263)
                     /locus_tag="YPA_0128"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12097.1"
                     /translation="MPYGYAYDKNPESKKITRQECVRILFNEFRHESRSFAFYGPYKH
                     LIEKMIDHMQNGNGTPFRDLSLDAALKEQILSDYTEKNSTRLLLRKVLNENIDWRNKL
                     YPAEKKDDIRKFILDGRLPKFDRFQDNFNGMGITVHDTWATDITIKSLQIDNDRYRAM
                     VHYKIQDHFGLDNNDIKNTKFNRFHFFRIWFVLQRFNQFGFKPFMTNMEATIEITGGR
                     NESKK"
     gene            complement(159356..159547)
                     /locus_tag="YPA_0129"
     CDS             complement(159356..159547)
                     /locus_tag="YPA_0129"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12098.1"
                     /translation="MEAVNNIKGIYIMLETTKSTVQALYFPCTVFKTQKRMDDYGADD
                     MRCGDLSATQLKTDFNVVI"
     gene            160159..160368
                     /locus_tag="YPA_0130"
     CDS             160159..160368
                     /locus_tag="YPA_0130"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12099.1"
                     /translation="MEDNGAVAKETIEGTVGYIGDDISLLTSAMNNFSSQVSEQVSML
                     GAIQSNVTGSIAMISCYSIGRVIAA"
     gene            complement(160423..161304)
                     /locus_tag="YPA_0131"
     CDS             complement(160423..161304)
                     /locus_tag="YPA_0131"
                     /codon_start=1
                     /transl_table=11
                     /product="LysR-family transcriptional regulatory protein"
                     /protein_id="ABG12100.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MDLRDLKVFLHLAESRHFGRSAKAMHVSPSTLSRQIQRLEETIG
                     QPLFLRDNRTVQLTDAGNQLKAFAQQTLLQYQQLLHALGQHGPSLSGELRLFCSVTAA
                     YSHLPPILDRFRARHPLVEIKLTTGDAADAVNKVQSNEADLGIAGRPEVLPTSVAFTQ
                     IGEIPLVLIAPALPCAVRSQVAVEKPDWAMIPFILPEHGPSRKRIDLWFRRQRITNPL
                     IYATVSGHEAIVSMVALGCGVALIPSVVVDNSPEPVRNRISLLDDVSLVEPFELGVCV
                     PKKRLQEPLIDAFWGLL"
     gene            161590..163068
                     /locus_tag="YPA_0132"
     CDS             161590..163068
                     /locus_tag="YPA_0132"
                     /EC_number="1.1.1.86"
                     /codon_start=1
                     /transl_table=11
                     /product="ketol-acid reductoisomerase"
                     /protein_id="ABG12101.1"
                     /db_xref="InterPro:IPR000506"
                     /translation="MANYFNTLNLRQQLAQLGKCRFMARDEFADEAGYLKGKKVVIVG
                     CGAQGLNQGLNMRDSGLDVAYALRKEAIAEKRASWRKATENGFKVGTYEELIPQADLV
                     VNLTPDKQHSAVVKAVQPLMKEGAALGYSHGFNIVEVGEQVRKDITVVMVAPKCPGTE
                     VREEYKRGFGVPTLIAVHPENDPKGEGMAIAKAWAAATGGHRAGVLEFSFVAEVKSDL
                     MGEQTILCGMLQAGSLLCFDKLVSEGTDAAYAEKLIQFGWETITEALKQGGITLMMDR
                     LSNPAKLRAYALSEQLKEIMAPLFQKHMDDIISGAFSSGMMADWANDDVKLLNWREET
                     GRTAFENAPQFEGKISEQEYFDHGVLMIAMVKAGVELAFETMVDSGIIEESAYYESLH
                     ELPLIANTIARKRLYEMNVVISDTAEYGNYLFANAAVPLLKEKFMDSLQAGDLGKSIP
                     GSAVDNAQLRDVNEAIRNHPIEAVGHKLRGYMTDMKRIAVAG"
     gene            163645..165087
                     /locus_tag="YPA_0133"
     CDS             163645..165087
                     /locus_tag="YPA_0133"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="colicin"
                     /protein_id="ABG12102.1"
                     /translation="MGLLMQQQRVNADLETAKITEPQRVENARLTAEAAEKAARDRRI
                     SEEIAATEAKRQRMENERLAEQERQRVEGTKQQVSEASCAQQASAWQNRFTLPALQPS
                     GSAQYSFAASGMSAVGEAAELHNSFLAAQEQLSAIATISASGSVAAMIALGIYQTKVG
                     ESSERPPGWNVSPKFVGSISLSAMGLPATESLASQGEMALPVRMRIIDAKDWIGCTEI
                     YAVKTGVAGVLPKVKVGAAQYDESTGVYTFTTDSTPPRTLIFTPAQPPGAETRPILAP
                     PGSTPATLQHTGEMIIKPVITPTILPLPQLYARDFHDYIIWFPADSGLEPVYVYLNSP
                     YGKTTAKGKYSGRDFNPDKAGGPIKNLDWKEIKIRGEGVDEVKLHTRRFGELEDNKLM
                     IERLEKILTNKLTATDIDKHFYTHEIRELERYRMLGIPDDVNDKSVWNDAHTATLEDF
                     KINEKTQPLYTSEAEDAYIKAELKNSLGSK"
     gene            165087..165350
                     /locus_tag="YPA_0134"
     CDS             165087..165350
                     /locus_tag="YPA_0134"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12103.1"
                     /translation="MSIMEKIIQNETVEDVLLAFTPNTAYQGIERMYVRYRFNIVSNR
                     ELLFTYQRLIKEAKLAEDEKGHTLKGPNWKEPKFVTDKKYGIE"
     gene            165603..165854
                     /locus_tag="YPA_0135"
     CDS             165603..165854
                     /locus_tag="YPA_0135"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="colicin"
                     /protein_id="ABG12104.1"
                     /db_xref="InterPro:IPR003060"
                     /db_xref="InterPro:IPR003615"
                     /translation="MTFWREVANEPELVGQFKPNNVSLMKKGLSPHPVLSEKVGGRDT
                     FEIHHVNSIKSGGAVYDVDNLRVATPKRHIEIHSRRGGK"
     gene            165856..166113
                     /locus_tag="YPA_0136"
     CDS             165856..166113
                     /locus_tag="YPA_0136"
                     /codon_start=1
                     /transl_table=11
                     /product="colicin immunity protein"
                     /protein_id="ABG12105.1"
                     /db_xref="InterPro:IPR000290"
                     /translation="MELKEKYEDYTEHEFLEFIRNICEVNTDSQSLHSSWVRHFTKIT
                     EHPSGSDLIYYPEDGADDSPEGILELVKKWRAENGKPGFKK"
     gene            complement(166566..166724)
                     /locus_tag="YPA_0137"
     CDS             complement(166566..166724)
                     /locus_tag="YPA_0137"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12106.1"
                     /translation="MGASSAQTLEAYYGLNITHNFSPCYIPVPLQDAGTLAALAHPSH
                     LVVDLKNK"
     gene            complement(166748..167566)
                     /locus_tag="YPA_0138"
     CDS             complement(166748..167566)
                     /locus_tag="YPA_0138"
                     /codon_start=1
                     /transl_table=11
                     /product="putative chaperone protein"
                     /protein_id="ABG12107.1"
                     /db_xref="InterPro:IPR001829"
                     /translation="MHMRKWLSVSNNIMLSRINRRLRGLLLLMTTCRVLTLPALTIGV
                     LIMSALATSAVASVIAERTRIVFSEGSTEESLQLVNSNSYPVAVQVWVDDGNLMATPD
                     KAVSPILVLPPVFRLQPQAQRSLRLILSGGSKLPADRESAFWLNIYEIPPKATPKSGD
                     ESFVTLALRMQYKVFYRPKNLPAPGDILGKALTFSLERNGDSALIKVNNPTPYYASFA
                     ALTIGSAEGPPEMVAPFSQLDFPLNRAPISDNKTVNFDLIDDLGNRNSFSHELK"
     sig_peptide     complement(167396..167566)
                     /locus_tag="YPA_0138"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.727 at
                     residue 57"
     gene            complement(167532..168911)
                     /locus_tag="YPA_0139"
     CDS             complement(167532..168911)
                     /locus_tag="YPA_0139"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12108.1"
                     /translation="MRKIMLRPTKPLISSGISQSTTAVYCRRPYFLAGMTLLIGLFST
                     SAWSNCTRITAQNQISSSDGTAASWLGSRDDNNGSLNLPSIVDLSTNANFQPDGTLLA
                     SATSDFTTFAVNTGYALDQVLFRCDAADVDQLYEMYATNGDSTYGGRYEDGTIAGNVS
                     YGYATTVMNVVIRFTNLATGEYYARIWKGRRLTGLDTDSSGRILVKAKNFSNVYTELF
                     RIDYARSGANNTPSYLYGRSQPNAYIAFKGPGITGPIEGTDSYSNWPGWYSTWPASLG
                     LYKYVTFRRTTICAVSNFTPTVVLPRISVAELNNGNTSSADFNVDFQCQTGINSGVTA
                     GTVAMGFLVPAANAAKAQALGLMNGNGGVSHLVSDNYGAAGTAGGVGIRIYRNNSPMY
                     LLSKNVTQTGNNGGWYGILQGAQETTGSVDGGNSYTETFRAELSKISGQTVTAGAVNA
                     HAQVVIRVQ"
     sig_peptide     complement(168765..168911)
                     /locus_tag="YPA_0139"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.933) with cleavage site probability 0.800 at
                     residue 49"
     gene            complement(168916..171543)
                     /locus_tag="YPA_0140"
     CDS             complement(168916..171543)
                     /locus_tag="YPA_0140"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane usher protein"
                     /protein_id="ABG12109.1"
                     /db_xref="InterPro:IPR000015"
                     /translation="MVQARVILKKNFSGRRKALTLCITLILHIDTAFGQEEPQNFEFD
                     ESLFLGTKYASGLTQLNKKNSITAGNYDAVDVLVNNKLFKRMSVQFIKDANSSEVYPC
                     LSDELLTAAGVELGRENSTPPKEPHVTEANTPITETHAPTNQCLPLSTRVKGASFRFD
                     QAKLRLELSIPQALLQKRPRGYIERAEWQEGEKLAFINYSANAYRSDTRGQQKRTSDF
                     GFIGLKSGINLGLWQVRQQSNVRYASNDSGSDTQWNSIRTYVQRPIPQLDSQLTLGET
                     FTDSTLFGSMSFLGAKMATDQRMWPVSMRGFSPEVRGVASTNARVIIRQNGREIYETN
                     VAPGPFVINDLFSTSSQGDLNVEVIEANGSRSTFTVPFSAVPDSMRPGVSRYNAVIGE
                     SRDFTNIDNYFTDFTYERGLTNQLTANSGVRLAKDYTALLAGGVLGTPVGALGLNATY
                     SHAKVENDKTQDGWRMQATYSQTFNQTGTTFSLAGYRYSTKGYRDLNDVFGVRSMQKN
                     GGTWDSSTYKQRSQFTTTINQDLGNWGQLYASASTSDYYNDTARDTQLQLGYSNSYQQ
                     ISYNLAVSRQRSVYTSTLYNWDSPDTDETATTTRYGNTENIATFTVSIPLNIGSNNQY
                     LSMSASRNPKSGNNYQTSLSGTAGERNSFNYALNAGYDDSNFGSSSNNWGANVQKQFP
                     NATVNGSYSRGNNYTQYGAGARGAAVIHRQGVTLGPYLGETFGLIEANGAQGARIDSN
                     GFALVPALTPYNYNTIGLDTKGINRNTELKENQGRVVPYAGAAVKVKFETLTGYAVLI
                     QAEGEGLPLGADVYNSKDELVGMVGQGNQIYARIADNKGTLDVRWGESSGDQCQLPYA
                     FNRQDTEQDIIHITASCRR"
     sig_peptide     complement(171439..171543)
                     /locus_tag="YPA_0140"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.844) with cleavage site probability 0.806 at
                     residue 35"
     gene            complement(171571..172302)
                     /locus_tag="YPA_0141"
     CDS             complement(171571..172302)
                     /locus_tag="YPA_0141"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fimbrial chaperone"
                     /protein_id="ABG12110.1"
                     /db_xref="InterPro:IPR001829"
                     /translation="MLSIYARHYHYLFVTLLVAMSLSFANASVVMTGSRIIYPAAASE
                     HSIQLTNNDNFPNAVQVWLDSGDEKSTPETGKAPFIVTPPFFRIEANSGQTLRLKYTG
                     SGLPTDRESVFYLNFLQIPPVNKVEKDNKMLVLLRNRIKVFYRPESIIGRVDQVSTAL
                     TFSLRKQGTNLVLTGKNPTGFYATIASGEIVSGSIKLKVKSNMIAPMSQVEWVIPNAS
                     VSSSATINFLIMNDFGGQDAGSYRI"
     sig_peptide     complement(172219..172302)
                     /locus_tag="YPA_0141"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.991) with cleavage site probability 0.708 at
                     residue 28"
     gene            complement(172366..172896)
                     /locus_tag="YPA_0142"
     CDS             complement(172366..172896)
                     /locus_tag="YPA_0142"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fimbrial protein"
                     /protein_id="ABG12111.1"
                     /translation="MKKITLAIALFSASTTVAMSASNNTITFQGEVTAQTCSVTVNGL
                     EANPVVLLPTVSSSDLDASGQTKGKTTFTLGVSGCTSGSDDLDIKTVFIGSLVTATGN
                     LQNTGTAGNVELQLLKDATTTTGIDLNSGLAQDGIVLLAGDTSAEHDFAVQYYATGQS
                     TPGSVIASVQYAVSYL"
     sig_peptide     complement(172834..172896)
                     /locus_tag="YPA_0142"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.914 at
                     residue 21"
     gene            complement(173706..174914)
                     /locus_tag="YPA_0143"
     CDS             complement(173706..174914)
                     /locus_tag="YPA_0143"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG12112.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(175011..175802)
                     /locus_tag="YPA_0144"
     CDS             complement(175011..175802)
                     /locus_tag="YPA_0144"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12113.1"
                     /translation="MEILNIPRRCFTFLLIIITYSFPLSFADSKPLKYTFEVIRKIPH
                     DETSFTQGLVIDDGKLYETTGLYKNSKIRELDLTNGKVIRSVNLPDNIFGEGITKLGD
                     SFYVLTWKEKKAFVINPNDLKIIKTFNYEGEGWGLTTDGINLIMGDGSDTLYFRNPAD
                     FSIIKKISVTFDGRRIEKINELEWIDGMIYANVWYSDAILVIEPENGRVVKWIELSGL
                     QFMLDSVNRNTNTLNGIAYDKSKNKIYLTGKNWSNIFEVKFLTSK"
     sig_peptide     complement(175719..175802)
                     /locus_tag="YPA_0144"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.954) with cleavage site probability 0.949 at
                     residue 28"
     gene            complement(176041..176322)
                     /locus_tag="YPA_0145"
     CDS             complement(176041..176322)
                     /locus_tag="YPA_0145"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidyl-prolyl cis-trans isomerase C"
                     /protein_id="ABG12114.1"
                     /db_xref="InterPro:IPR000297"
                     /translation="MANKASALHILVDDEKQANDILAQLNNGANFQELAKKFSNCPSK
                     RNGGDLGEFNKGDMVPAFDKAVFSCELLQPYGPVKTQFGYHIIKVLYRS"
     gene            176526..178547
                     /locus_tag="YPA_0146"
     CDS             176526..178547
                     /locus_tag="YPA_0146"
                     /EC_number="3.6.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent DNA helicase Rep"
                     /protein_id="ABG12115.1"
                     /db_xref="InterPro:IPR005752"
                     /translation="MRLNPSQQEAVEFVTGPCLVLAGAGSGKTRVITNKIAHLIRQCG
                     YQPKHIAAVTFTNKAAREMKERVAQTLGRKEARGLMIATFHTLGLEIIKKEYVALGMK
                     SNFSLFDAQDQMGLLKDLTHKWLEDDKTLLQQLVSAISNWKNDLLDPAAAAATARSER
                     DKLFVHCYGLYDAHLKACNVLDFDDLISLPTLLLQKNLEVRERWQNRLRYLLVDEYQD
                     TNTSQYQMVKLLVGNRARFTVVGDDDQSIYSWRGARPQNLVLLNEDFPALRVIKLEQN
                     YRSSGRILKAANILIANNPHVFEKKLFSELSYGDELKVITANNEDHEAERVVGELIAH
                     HFVKKTQYSDYAILYRGNHQSRLFEKLLMQNRIPYRISGGDSFFSRPEIKDLLAYLRV
                     LTNQDDDSAFLRIVNTPKREIGAATVQKLGEWANLRNKSLFRASFDLGLGEHLKGRGL
                     ESLQRFTHWMDGIIRLVEREPVAAVRDLIHGIDYESWLFETAPSPKAAEMRMKNVNLL
                     FSWMTEMLEGSELDEPMTLTQVVTRFTLRDMMERGESDEELDQVQLMTLHASKGLEFP
                     YVFLVGMEEGLLPHQSSIDEDNVDEERRLAYVGITRAQRELFFTLCKERRQYGELIRP
                     EPSRFLMELPQDDLNWENERKAVSPEERMQKGQSHLANLRAQLANAKKP"
     gene            complement(178715..179773)
                     /locus_tag="YPA_0147"
     CDS             complement(178715..179773)
                     /locus_tag="YPA_0147"
                     /EC_number="3.6.1.40"
                     /codon_start=1
                     /transl_table=11
                     /product="Guanosine-5'-triphosphate,3'-diphosphate
                     diphosphatase"
                     /protein_id="ABG12116.1"
                     /translation="MVTGNGAQANILVSLSMGCVTWLERYFGDRHLAKENFERAELAA
                     HEMIKPVAQRFREHGWQVCVGASGTVQALQEIMVAQGMDELITLAKLQQLKQRAIQCG
                     KLEELEIPGLTLERALVFPSGLSILIAIFQELSIESMTLAGGALREGLVYGMLHLPVE
                     QDIRRRTLRNLQRRYLLDTEQAKRVSCLADNFFLQVEKEWHLDGRCREFLQNACLIHE
                     IGLSVDFKHAPQHAAYLIRNLDLPGFTPAQKLLLSALLQNQSDTIDLSLLNQQNALPA
                     DMAQHLCRLLRLAIIFSSRRRDDTLPAVRLRADNNALYVLVPQGWLEQHPYRAEALEQ
                     ESHWQSYVQWPLLLEELS"
     gene            complement(179704..180210)
                     /locus_tag="YPA_0148"
     CDS             complement(179704..180210)
                     /locus_tag="YPA_0148"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12117.1"
                     /translation="MMLSSTSLYAAIDLGSNSFHMLVVREVAGSIQTLARIKRKVRLA
                     AGLDNQNHLSQEAMERGWQCLKLFSERLQDIPLDQIRVVATATLRLASNADEFLRTAT
                     EILGCPIQVISGEEEARLIYHGVAHTTGGPEQRLVVDIGGAALSWLQAMGLRRIFWSA
                     YQWVVLPG"
     gene            complement(180214..181500)
                     /locus_tag="YPA_0149"
     CDS             complement(180214..181500)
                     /locus_tag="YPA_0149"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DEAD-box helicase"
                     /protein_id="ABG12118.1"
                     /db_xref="InterPro:IPR000629"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR011545"
                     /translation="MSKTHLTEQKFSDFALHPLVVEALENKGFQYCTPIQALALPLTL
                     SGRDVAGQAQTGTGKTLAFLASTFHYLLSHPAEEGRQTNQPRALIMAPTRELAVQIHS
                     DAESLSQVTGLKLGLAYGGDGYDKQLKVLESGVDILIGTTGRLIDYAKQNYINLGAIQ
                     VVVLDEADRMYDLGFIKDIRWLFRRMPSVDKRLNMLFSATLSYRVRELAFEQMNNAEY
                     VEVEPLQKTGHRIKEELFYPSNEEKMRLLQTLIEEEWPDRCIIFANTKHRCEEIWGHL
                     AADGHRVGLLTGDVAQKKRLRILEDFTKGDLDILVATDVAARGLHIPLVTHVFNYDLP
                     DDCEDYVHRIGRTGRAGESGHSISLACEEYALNLPAIETYTGHSIPVSKYNSDALLTD
                     LPAPKRLARTRTGNGPRRNSAPRRSGAPRNNRKRPG"
     gene            181619..181945
                     /locus_tag="YPA_0150"
     CDS             181619..181945
                     /locus_tag="YPA_0150"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin 1"
                     /protein_id="ABG12119.1"
                     /db_xref="InterPro:IPR005746"
                     /db_xref="InterPro:IPR006662"
                     /db_xref="InterPro:IPR006663"
                     /translation="MSDKIIHLSDDSFDTDVLKASGLVLVDFWAEWCGPCKMIAPILD
                     EIAEEYEGRLTIAKLNIDDNQGTAPKYGIRGIPTLLLFRDGEVVATKVGALSKGQLKA
                     FLDANL"
     gene            182425..183684
                     /locus_tag="YPA_0151"
     CDS             182425..183684
                     /locus_tag="YPA_0151"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription termination factor Rho"
                     /protein_id="ABG12120.1"
                     /db_xref="InterPro:IPR001063"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR004665"
                     /db_xref="InterPro:IPR011129"
                     /translation="MNLTELKNTPVSDLITLGENMGLENLARMRKQDIIFSILKQHAK
                     SGEDIFGDGVLEILQDGFGFLRSADSSYLAGPDDIYVSPSQIRRFNLRTGDTVAGKIR
                     PPKEGERYFALLKVNEVNYDKPENARNKILFENLTPLHANSRLRMERGNGSTEDLTAR
                     VLDLASPIGRGQRGLIVAPPKAGKTMLLQNIATSIAYNHPDCVLMVLLIDERPEEVTE
                     MQRLVKGEVIASTFDEPASRHVQVAEMVIEKAKRLVEHKKDVIILLDSITRLARAYNT
                     VVPASGKVLTGGVDANALHRPKRFFGAARNVEEGGSLTIIATALVDTGSKMDEVIYEE
                     FKGTGNMELHLSRKIAEKRVFPAIDFNRSGTRKEELLTTTDELQKMWILRRILHPMGE
                     IDAMEFLISKLATAKTNDQFFDNMRRS"
     gene            184234..185316
                     /locus_tag="YPA_0152"
     CDS             184234..185316
                     /locus_tag="YPA_0152"
                     /codon_start=1
                     /transl_table=11
                     /product="putative undecaprenyl-phosphate
                     alpha-N-acetylglucosaminyltransferase"
                     /protein_id="ABG12121.1"
                     /translation="MSTELIYIFLFSMAFLFVARKVAIKIGLVDKPNYRKRHQGLIPL
                     VGGISVFAGVCFAFLITNQQIPHFRLYLACAGLLVFVGALDDRFDISVKIRAFVQALV
                     GIAMMAVAGLYLRSLGHAFGPWEMVLGPFGYVVTLFAVWAAINAFNMVDGIDGLLGGL
                     SCVSFGAMGILLYQSGQMSLALWCFAMIATIIPYILLNLGLLGRRYKVFMGDAGSTLI
                     GFTAIWILLQATQGNAHPINPVTALWIIAIPLMDMIAIMYRRLRKGMSPFSPDRQHIH
                     HLIMRAGFTSRQAFVLITLAAALLAMIGVIGERLTFIPEWVMLALFLLAFLLYGYCIK
                     RAWRVARFIKRFKRRMRRASKNKHES"
     gene            185334..186413
                     /locus_tag="YPA_0153"
     CDS             185334..186413
                     /locus_tag="YPA_0153"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipopolysaccharide biosynthesis
                     protein"
                     /protein_id="ABG12122.1"
                     /translation="MMKPESMSTDKTGSTNNEPSVDNELDIRGLCRTLWRGKVWIIGM
                     AIIFAAIALGVSYLVKQQWSATAITDKPTVNNLGGYYSQQQFLRNLDIRLNSGLVSEQ
                     PGISDEAYGEFITQLAAYDTRRDFWLQSDYYKQRLEGDAKADAALLDELVNNIVFTAR
                     DDKKIPNDSIKLTAETASDANKLLRGYIDFASQRASSHLNDEIQGAWAARTQSMKAQV
                     KRQEAVAQAVFDREVAAVKQALKVAGQQGITSSQTDTPAEQLADSKMFMLGKPMLEAR
                     LETLLATGPSFDIDYDQNRAMLATLNVGPTLDDKFQTYRYLRTPEDPVTRDSPRRVFL
                     LIMWGAIGALVGAGVVLVRRSSKAL"
     gene            186640..187824
                     /locus_tag="YPA_0154"
     CDS             186640..187824
                     /locus_tag="YPA_0154"
                     /EC_number="5.1.3.14"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-Acetylglucosamine 2-epimerase"
                     /protein_id="ABG12123.1"
                     /db_xref="InterPro:IPR003331"
                     /translation="MRPTCRHCLRLTDLKRFTVKVLTVFGTRPEAIKMAPLVHALAQD
                     DAFESRVCVTAQHREMLDQVLRLFEIQPDYDLDIMRPGQGLTEITCRILEGLKPVLEE
                     FKPDVILVHGDTTTTLSASLAGFYHRIPVGHVEAGLRTGDLYSPWPEEANRQLTGHLA
                     MYHFAPTENSRQNLLREWVPENRIFVTGNTVIDALFWVRDRVMNTPDLRANLAQRYAF
                     LDTNKKMILVTGHRRESFGGGFERICSALAEIARKHPEVQVVYPVHLNPNVSEPVNRI
                     LKGIDNIILIDPQDYLPFVYLMNHAYLILTDSGGIQEEAPSLGKPVLVMRDTTERPEA
                     VDSGTVLLVGTNINKIVDAVTRLLTDETAYHQMTRAHNPYGDGYACQRILKALKNHQV
                     TL"
     gene            187821..189083
                     /locus_tag="YPA_0155"
     CDS             187821..189083
                     /locus_tag="YPA_0155"
                     /codon_start=1
                     /transl_table=11
                     /product="putative UDP-glucose/GDP-mannose dehydrogenase"
                     /protein_id="ABG12124.1"
                     /translation="MSFETISVIGLGYIGLPTAAAFASRKKKVIGVDVNAHAVETINR
                     GAIHIVEPDLDKVVKIAVEGGYLQAVTKPQAADAFLIAVPTPFKGDHEPDMIFVESAA
                     KSIAPVLKKGDLVILESTSPVGATEQMAQWLAEARPDLSFPQQAGEAADINIAYCPER
                     VLPGQVMVELIQNDRVIGGMTPKCSARASALYKIFLEGECVVTNSRTAEMCKLTENSF
                     RDVNIAFANELSLICDEQGINVWELIRLANRHPRVNILQPGPGVGGHCIAVDPWFIVS
                     QNPQLARLIHTARLVNDGKPLWVVDRVKAAVADCLAASDKRASEVKIACFGLAFKPDI
                     DDLRESPAVGVARLIAEWHVGETLVVEPNVEQLPKSLMGLVTLKDTATALQQADVLVM
                     LVDHKQFKAIKPEDIKQQWIVDTKGVWR"
     sig_peptide     187821..187892
                     /locus_tag="YPA_0155"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.603) with cleavage site probability 0.533 at
                     residue 24"
     gene            189074..190147
                     /locus_tag="YPA_0156"
     CDS             189074..190147
                     /locus_tag="YPA_0156"
                     /EC_number="4.2.1.46"
                     /codon_start=1
                     /transl_table=11
                     /product="dTDP-glucose 4,6-dehydratase"
                     /protein_id="ABG12125.1"
                     /db_xref="InterPro:IPR005888"
                     /translation="MALRRILVTGGAGFIGSAVVRHIIDGTSDSVVVVDKLTYAGNLE
                     SLSVVAGSERYAFEQVDICDSSELDRVFAQYQPNVVMHLAAESHVDRSIDGPAAFIET
                     NVVGTYTLLEAARHYWQQLSVEAKQAFRFHHISTDEVYGDLHGTDDLFTETTPYAPSS
                     PYSASKASSDHLVRAWLRTYGLPTLVTNCSNNYGPYHFPEKLIPLVILNALAGKPLPV
                     YGNGAQVRDWLYVEDHARALYQVVTEGVVGETYNIGGHNERKNIEVVETICALLDELV
                     PAKPAGIAHYRDLITYVKDRPGHDMRYAIDAGKIERELGWRPQETFESGIRKTVLWYL
                     NNESWWRRVQDGSYAGERLGLSD"
     gene            190391..191323
                     /locus_tag="YPA_0157"
     CDS             190391..191323
                     /locus_tag="YPA_0157"
                     /EC_number="2.7.7.24"
                     /codon_start=1
                     /transl_table=11
                     /product="Glucose-1-phosphate thymidylyltransferase"
                     /protein_id="ABG12126.1"
                     /db_xref="InterPro:IPR005907"
                     /translation="MYQEIVCIRRLHVSGERMKGIILAGGSGSRLHPITRGVSKQLLP
                     IYDKPMIYYPLSVLMLAGIRDVLIISTPEDLPSFQRLLGNGDEFGINLSYAAQPSPDG
                     LAQAFIIGEAFIDNEPCCLVLGDNIYFGQGFSPKLKAVAARQQGATVFGYQVMDPERF
                     GVVEFDDNFRALSIEEKPSQPKSNWAVTGLYFYDNQVVDFAKQVKPSARGELEITSIN
                     QMYLDRGELTVELLGRGFAWLDTGTHDSLIEASTFVQTVEKRQGFKIACLEEIAWRNG
                     WLDDDGVKRAATALAKTGYGKYLLDLLHARPRQY"
     gene            191274..192038
                     /locus_tag="YPA_0158"
     CDS             191274..192038
                     /locus_tag="YPA_0158"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipopolysaccharide biosynthesis
                     protein"
                     /protein_id="ABG12127.1"
                     /translation="MANICWIYYMPVHASIEPLGWESEFFQRQSAKLIFSDSAPPLNP
                     AELAAFTLVQAKVPTHRLDLIDALSQLDFHLVEGEIDLSLVVGEKEGIGTENATSEPN
                     MGAYSLRVATEADIPQLRRVAASAFALSRFRAPWYDAQDSGRFYALWVEKAVLGTFDH
                     QCLLVLDPTDQPVGFVTLRDLQDGSARIGLLAVFPGAQSKGIGLRLMSAAKQWCQHHG
                     LHRLRVATQMSNIAALRLYIRSGASIESTAYWLCRG"
     gene            192040..193170
                     /locus_tag="YPA_0159"
     CDS             192040..193170
                     /locus_tag="YPA_0159"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipopolysaccharide biosynthesis
                     protein"
                     /protein_id="ABG12128.1"
                     /translation="MIPFNTPPIVGTELGYMQAAMSSGKLCGDGGFTRRCQQWMEKRF
                     NCPKVLLTPSCTASLEMAALLLDIKPGDEVIMPSFTFVSTANAFVLRGAKMVFVDIRP
                     DTMNIDETKIEAAITDKTRVIVPVHYAGVACEMDTIMALAKKHNLFVVEDAAQGVMST
                     YKGKALGTIGHIGCFSFHETKNYTAGGEGGATLINDPSLIDRAEIIREKGTNRSQFFR
                     GQVDKYTWRDIGSSYLMSDLQAAYLWGQLEAAEQINERRLALWHGYYNAFKPLADAGR
                     IDLPVIPGNVVQNAHMFYIKLRDIEERSAFISYLKEADIMAVFHYIPLHACPAGEAFG
                     RMAGEDRFTSKESERLVRLPIFYNLTDVNQSTVINTVLSFFV"
     gene            193172..194428
                     /locus_tag="YPA_0160"
     CDS             193172..194428
                     /locus_tag="YPA_0160"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipopolysaccharide biosynthesis
                     protein"
                     /protein_id="ABG12129.1"
                     /db_xref="InterPro:IPR002259"
                     /translation="MSLAKASIWTACSTLIKIGVGLLVVKLLAVTFGPSGVGQAGNFR
                     QLIIVLGVLSGAGIFNGITKYVAEYHQQPERLRAMLGTSSTIVLGFSTLLALVFLLAA
                     KPVSIALFGHADYQNVVRAIAFIQMGIAYGNLFLAILKGYRDAMGNALAIIGGSLIGV
                     VAYYICFQIGGYSGALVGLGLVPALVVLPAAAMLYRRRTIPLRYLKPHWDKALASHLG
                     KFTLMALITSVTLPVAYVMMRHLLANNYGWDAVGIWQGVSSISDAYLQFITASFTVYL
                     LPTLSRLKDKGAISREIFRSLKFVLPAVAAASLTVWLLRDFAIWLLFSHQFTAMRDLF
                     AWQLVGDVLKVGSYVFGYLVIAKASLRFYILAEVSQFLLLTGFAYWLIPMNGSLGAAQ
                     AYMATYIVYFALCSCAFLVYRRHSAP"
     gene            194451..195536
                     /locus_tag="YPA_0161"
     CDS             194451..195536
                     /locus_tag="YPA_0161"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12130.1"
                     /translation="MITLTHVLGSDIPHHNLTVLRFFNDVLAKCLPVEQVRHFMVAAK
                     ETAPFSSFPQLDINTYSDKKALAEAVIARAQADRSARFFWHGQFNVTLWLALLSGKIK
                     PGQVYWHVWGADLYEDAKSLKFRLFYLLRRIAQGRVGHVFATRGDLIHYQQRHPRVPA
                     SLLYFPTRMDPALTAINIDKPLAGPMTILVGNSGDTTNRHIEALKAIHQQFGPDVRVI
                     IPMGYPANNEAYIEQVRQAGLALFSQDNLRILTEQIPFDDYLNILRECDLGYFIFNRQ
                     QGIGTLCLLTQFGVPFVLSRKNPFWQDLAEQHIPVFFYGDTLDEPMIREAQRQLAGLD
                     KQAIAFFNPNYIEGWKQALALAAGEHP"
     gene            195533..196897
                     /locus_tag="YPA_0162"
     CDS             195533..196897
                     /locus_tag="YPA_0162"
                     /codon_start=1
                     /transl_table=11
                     /product="4-alpha-L-fucosyltransferase"
                     /protein_id="ABG12131.1"
                     /translation="MTLGQFGGLFCIYLIAVIFILTLTYQEFRRVKFNFNVLFSMLYL
                     LTFYFGFPLTCMLVFQFGVAVVPVEYLLYAMLSATAFYGIYYVTYKTRLRQPRSQPRT
                     PIFTMNRVETNLTWVLLALVAVGTVGIFFMQNGFLLFKLDSYSKIFSSDVSGVALKRF
                     FYFFIPAMLVVYFLKQDRRAWFFFLASTVAFGILTYVIVGGTRANIIIAFSLFLFIGI
                     VRGWITLWMLAAAGVFGIVGMFWLALKRYGLDVNGAEAFYTFLYLTRDTFSPWENLGL
                     LLQNYDKIDFQGLAPIVRDFYVFIPSALWPERPDLVLNTANYFTWDVLDNHSGLAISP
                     TLIGSLVVMGGVLFIPLGAIVVGLIIKWFDWLYEQGKAESNRYKAAILQSFCFGAVFN
                     IIVLAREGLDSFVSRVVFFCVIFGACLVLAKLLYWLFDTAGLIKRQGIKSNRLSTPNA
                     GNQL"
     gene            196906..197646
                     /locus_tag="YPA_0163"
     CDS             196906..197646
                     /locus_tag="YPA_0163"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetyl-D-mannosaminuronic acid
                     transferase"
                     /protein_id="ABG12132.1"
                     /db_xref="InterPro:IPR004629"
                     /translation="MEPNTVIPKYNVRGFEIWGFRDMAQVLDHLLGSGPVKTGTLVAM
                     NAEKLLKAEDDTALCELIKNAEYLYADGISMVRAIRRKYPQAELSRVAGADLWEALMQ
                     RAGQQGTPVFLVGGKPDVLAETEAKLRAQWNVNLVGSQDGYFTPEQREALFARIAASG
                     AAIVTVAMGSPKQEIFMRDCRKFYPDALYMGVGGTYDVFTSHVKRAPKIWQNMGLEWL
                     YRLLAQPSRIRRQLKLLKFVGYYYSGRL"
     gene            198170..199561
                     /locus_tag="YPA_0164"
     CDS             198170..199561
                     /locus_tag="YPA_0164"
                     /codon_start=1
                     /transl_table=11
                     /product="putative permease protein"
                     /protein_id="ABG12133.1"
                     /db_xref="InterPro:IPR002293"
                     /db_xref="InterPro:IPR004840"
                     /translation="MADNAEKKGLHRGLEARHIELIALGGTIGVGLFMGSASTLKWAG
                     PSVLLAYIIAGLFVFFIMRAMGEMLYLEPVAGSFAVYAHKYLSPYFGYLTAWGYWFMW
                     IAVGISEITAIGVYVQFWFPEIPQWLPAIAGVAIVALANLAAVKLYGELEFWFAMIKV
                     TTIIVMILVGLGVIFFGFGNHGQPIGFDNLTAHGGFFAGGWKGFLFALCIVVASYQGV
                     ELVGITAGEARNPQVTLRRAINNILWRILIFYVGAIFVIVTIFPWNGIGTEGSPFVLT
                     FAKIGIVAAAGIINFVILTAALSGCNSGMYSGGRMLYALAKNRQLPAGLTKLSASGVP
                     VYCIAITILCLLVGSSLNYIIPNPQQVFVYVYSASVLPGMVPWFVVLVCQLRFRQVHK
                     AALQQHPFKSILFPYVNYLTIAFLICVLVGMGINPDTRLSLLVGAIFLALVTGCYFVL
                     GMHKPKAMEAERL"
     gene            199710..199786
                     /locus_tag="YPA_r015"
                     /note="tRNA-Arg1"
     tRNA            199710..199786
                     /locus_tag="YPA_r015"
                     /product="tRNA-Arg"
     gene            199870..199945
                     /locus_tag="YPA_r016"
                     /note="tRNA-His1"
     tRNA            199870..199945
                     /locus_tag="YPA_r016"
                     /product="tRNA-His"
     gene            199962..200048
                     /locus_tag="YPA_r017"
                     /note="tRNA-Leu1"
     tRNA            199962..200048
                     /locus_tag="YPA_r017"
                     /product="tRNA-Leu"
     gene            200124..200200
                     /locus_tag="YPA_r018"
                     /note="tRNA-Pro1"
     tRNA            200124..200200
                     /locus_tag="YPA_r018"
                     /product="tRNA-Pro"
     gene            201073..202095
                     /locus_tag="YPA_0165"
     CDS             201073..202095
                     /locus_tag="YPA_0165"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12134.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            202095..202874
                     /locus_tag="YPA_0166"
     CDS             202095..202874
                     /locus_tag="YPA_0166"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12135.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            202890..203036
                     /locus_tag="YPA_0167"
     CDS             202890..203036
                     /locus_tag="YPA_0167"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12136.1"
                     /translation="MGRWWRYKWITFHPSLTVIKTPFDLLKQFAVWQLQMFNKKSKGG
                     PNEG"
     gene            203026..203484
                     /locus_tag="YPA_0168"
     CDS             203026..203484
                     /locus_tag="YPA_0168"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12137.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(203677..204897)
                     /locus_tag="YPA_0169"
     CDS             complement(203677..204897)
                     /locus_tag="YPA_0169"
                     /codon_start=1
                     /transl_table=11
                     /product="putative protoheme IX biogenesis protein"
                     /protein_id="ABG12138.1"
                     /db_xref="InterPro:IPR001440"
                     /db_xref="InterPro:IPR005254"
                     /translation="MLRVLLLFLVLTVGIVLGPMLAGHQGYVLIQTDNYNVTTSVTGL
                     AIMLVLLLVAFFIVEWVLRRIFRTGARTRGWFLGRKRTRARNQMKAALIKLAEGDFLQ
                     VEKLLTRNADHAEQPMVNYLLAAEAAQQRGDEFRTNQYLERAAEVADGDQLPVNITRV
                     RIQLAQGHIHAARHGVDRLLDQAPRHPEVLRLAEQAYLRSGAYRSLLDILPAMSKTQI
                     HTPEEVAALEQQAYIGIMNQCMADEGSEGLKRWWKDQSRKVRNEIPLQVALAEHLIEC
                     DDHDVAQKIILDSLKHQYDERLALLIPRLKAGNPEPLEKSLRQQIKQHGATPLLNSTL
                     GQLMLKHGEWEKASEAFKAALAQRPDGYDYAWLADALDKLHRPEDAAQARREGLLLTL
                     RQNGESSALTKLIH"
     sig_peptide     complement(204826..204897)
                     /locus_tag="YPA_0169"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.843) with cleavage site probability 0.760 at
                     residue 24"
     gene            complement(204900..206024)
                     /locus_tag="YPA_0170"
     CDS             complement(204900..206024)
                     /locus_tag="YPA_0170"
                     /codon_start=1
                     /transl_table=11
                     /product="putative uroporphyrin-III C-methyltransferase"
                     /protein_id="ABG12139.1"
                     /translation="MTEQNTPSAPVEEPTTAVERPQQPEPKGHREKRTGPILGVIAIA
                     LVIALGAGLYYHGQQQAQLQSAENIALQEQLVALKQTLLQEKQQLESLLQQQGKALES
                     AENQQASLTRQLNELQEKVATISGSDAKTWLLAQADFLVKMAGRKLWSDQDVTTAVTL
                     LKSADASLADMNDPSLIDVRRAITEDISALSAVSQVDFDGIILKLNQLSNQVDNLRLA
                     DNNIDDSPMDANSDELSSSLSEWRQNLSKSWHSFMSDFISIRRRDSSAEPLLAPNQDV
                     YLRENIRSRLLVAAQAVPRHQDEVYKQSLETISTWVRAYFDVNDPSTKAFLDELENLS
                     QQPISMDVPDQLKSQPILEKLMQTRVRNLLAQTPVDAQGE"
     gene            complement(206055..206804)
                     /locus_tag="YPA_0171"
     CDS             complement(206055..206804)
                     /locus_tag="YPA_0171"
                     /EC_number="4.2.1.75"
                     /codon_start=1
                     /transl_table=11
                     /product="uroporphyrinogen-III synthase"
                     /protein_id="ABG12140.1"
                     /translation="MTILVTRPSPAGEQLVTRLRALGRVAYHAPLIDFSPGRDLPKLP
                     ELLQDMQAGDLVFALSQNAVRYANPLLKRNKLSWPVQLSYYAIGRTTALALHTASRLH
                     VTFPPMGETSEMLLSLPLLQNLAGKKALLLRGNGGRELLGASLAERGAAVTFCECYQR
                     SPIYYDGSEQSAHWQRAGVDILVVTSGEMLQQIYTLVPDYYRSSWLLRCRLIVVSDRL
                     AALATQMGWTEVRVAENADNDALIRALQDLQ"
     gene            complement(206801..207742)
                     /locus_tag="YPA_0172"
     CDS             complement(206801..207742)
                     /locus_tag="YPA_0172"
                     /EC_number="2.5.1.61"
                     /codon_start=1
                     /transl_table=11
                     /product="hydroxymethylbilane synthase"
                     /protein_id="ABG12141.1"
                     /db_xref="InterPro:IPR000860"
                     /translation="MLDKIIRIATRQSPLALWQAHYVQHLLQANHPGLQIELVPMVTR
                     GDIILDTPLAKVGGKGLFVKELELALLDGRADIAVHSMKDVPIAFPEGLGLVTICERE
                     DPRDAFVSSHYAHLDDLPAGSVVGTSSLRRQCQLRERRPDLIIRDLRGNVGTRLAKLD
                     NGDYQAIILAVAGLKRLGLENRIRYAMSAEESLPAVGQGAVGIECRLDDDHTRQLLAP
                     LNHRHTELRVCAERAMNIRLEGGCQVPIGSYAELEGDTLWLRALVGAPDGSQMIRGER
                     RGPAAEAEQMGIELADELLSRGAREILAAVYLDNPAR"
     gene            complement(207963..208172)
                     /locus_tag="YPA_0173"
     CDS             complement(207963..208172)
                     /locus_tag="YPA_0173"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12142.1"
                     /translation="MRLLLKNTKNILFEEYLANYCWKRDQSNTLPINRKESKAISTIV
                     KPLYARITGSNEFLGVISADHRAAA"
     gene            208236..210788
                     /locus_tag="YPA_0174"
     CDS             208236..210788
                     /locus_tag="YPA_0174"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylate cyclase"
                     /protein_id="ABG12143.1"
                     /db_xref="InterPro:IPR000274"
                     /translation="MYLYIETLKQRLDAINQLRVDRALAAMGPAFQKVYSLLPILLHC
                     HHPQMPGYLDGNVPHGVCLFTPNEIQQDYLADVEARWGEPLAPSAGGELPITGVYSMG
                     STSSIGQCHTSDLDIWVCHQAWLDTEERNQLQQKCSLLEKWAASMGVEVSFFLVGENR
                     FRHNASGSLGGEDCGSTQHILLLDEFYRSAVRLAGKRILWNMVPVKEEEHYDDYVLSL
                     YAQGVLTPNEWLDLGGLSTLSAEEYFGASLWQLYKSIDSPYKAVLKTLLLEAYSWEYP
                     NSQLLAMEIKQHLHAGEIVSFGLDAYCMMLDRVTRYLIQINDTTRLNLVRRCFYLKVC
                     EKLSRTPASTGWRREVLSQLVSEWGWSNEKLAVLDNRANWKIERVREAHNELLDAMMQ
                     SYRNLIRFARRNNLSVSASPQDIGVLTRKLYAAFEALPGKVTLVNPQISPDLSEEHLT
                     FIHVPAGRANRPGWYLYNQAPSMDAIVSHQPLEYNRYLNKLVSWAYFNGLLTSKTHLH
                     IKSANLCDTVKLQELVTDISHHFPLRLAAPTPKALYSPCEIRHLAIIVNLEHDPTTTF
                     RNQVVHFDFRKLDVFSFGEQQQCLVGSIDLLYRNSWNEVRTLHFSGEQAVLEALKTIL
                     GKMHQDAAPPESVDVFCYSQHLRGLIRTRIQQLVSECIDLRLSSTRQEPGRFKAVRVS
                     GQTWGLFFERLSVSVQKLENAVEFYGAISNNKLHGLSVQVETNQIHLPPVVDGFASEG
                     IIQFFFEGTADEKGFNIYILDEANRVEVYHHCEGSKEELVRDVSRFYSSSHDRFTYGS
                     SFINFNLPQFYQIVQLDGRTQVIPFRSNTLSQLCANIAEKEASLPTKQCQLH"
     gene            complement(211032..211352)
                     /locus_tag="YPA_0175"
     CDS             complement(211032..211352)
                     /locus_tag="YPA_0175"
                     /codon_start=1
                     /transl_table=11
                     /product="frataxin-like protein"
                     /protein_id="ABG12144.1"
                     /db_xref="InterPro:IPR002908"
                     /translation="MNDSEFHQLADQLMLYIEETLDSFTGDSDIDYETNGGVMTLTFE
                     NGSKIVINRQEPLHQVWLATKAGGYHFNYRDGHWYCSRSGEEFLAKLSEAASAQAGEN
                     VSFG"
     gene            211504..211692
                     /locus_tag="YPA_0176"
     CDS             211504..211692
                     /locus_tag="YPA_0176"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG12145.1"
                     /translation="MKKELRWPMAAMMVLALAGCGLKGPLYFPPADKAPVDAAPQVEK
                     NQQDLSATPQTPSTAESQ"
     sig_peptide     211504..211575
                     /locus_tag="YPA_0176"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.825) with cleavage site probability 0.656 at
                     residue 24"
     gene            211876..212700
                     /locus_tag="YPA_0177"
     CDS             211876..212700
                     /locus_tag="YPA_0177"
                     /EC_number="5.1.1.7"
                     /codon_start=1
                     /transl_table=11
                     /product="diaminopimelate epimerase"
                     /protein_id="ABG12146.1"
                     /db_xref="InterPro:IPR001653"
                     /translation="MQFSKMHGLGNDFMVVDAVTQNVYFSPELIRRLADRHTGVGFDQ
                     MLVVEPPYDPELDFHYRIFNADGSEVSQCGNGARCFARFVRLKGLTNKREISVSTQTG
                     RMILSVTEDEQVCVNMGEPDFEPQTVPFRAAKAEKTYILRAAEHTVLCGVVSMGNPHC
                     VMQVDDVSVANVALLGPVLENHERFPERANIGFMQVVSRDHIRLRVYERGAGETQACG
                     SGACAAVAVGVVQDLLNENVHVELPGGSLHIRWQGPGHPLYMTGPATHVYDGFIHL"
     gene            212765..213469
                     /locus_tag="YPA_0178"
     CDS             212765..213469
                     /locus_tag="YPA_0178"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12147.1"
                     /translation="MKNYEEQALAGIELDDDAVMQYLLQNPDFFIRNARLVEQMHIPH
                     PVRGSVSLVEWQLGRQRNQIGQLEEEITLLMEQAGLNEVLFSRLLQLQANLAAADSLQ
                     DMLNRLQRWARDFGLAGANIRLFSDRWQIGAPSDFTHLALSRHAFEPLRIQRLGNRHH
                     YLGSLNGPELLLLLPQAKLVGSVALSLLGADGDLGVVIFSSRDAQHYQQGMGTVMLNQ
                     LSTLLPGLLARWIEPV"
     gene            213466..214377
                     /locus_tag="YPA_0179"
     CDS             213466..214377
                     /locus_tag="YPA_0179"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine recombinase XerC subunit"
                     /protein_id="ABG12148.1"
                     /translation="MTEFSASLAPQVEAFLRYLSIERQLSPLTVTSYRRQLSALMEIG
                     EQMGLAHWQTLDAAQVRSLVSRSKRAGLHASSLALRLSALRSFLNWLVSQGVLPANPA
                     KGVSTPRSGRHLPKNIDVDEVNKLLSIDLNDPLAVRDRAMLEVMYGAGLRLSELVGMN
                     CKHVDLASGDVWVMGKGSKERKVPLGKTAVTWLQHWLALRELFEPQDDAIFLANTGKR
                     ISARNVQKRFAEWGVKQGVSSHIHPHKLRHSFATHMLESSGDLRAVQELLGHANLTTT
                     QIYTHLDFQHLATVYDAAHPRAKRGKS"
     gene            214377..215093
                     /locus_tag="YPA_0180"
     CDS             214377..215093
                     /locus_tag="YPA_0180"
                     /codon_start=1
                     /transl_table=11
                     /product="putative haloacid dehalogenase-like hydrolase"
                     /protein_id="ABG12149.1"
                     /db_xref="InterPro:IPR006439"
                     /translation="MHFYRPLERISAITFDLDDTLYDNRPVIARTEQQSVAFLQQYHP
                     NLALLQPADFQRLRAELLAQDPGIYHDVTQWRWQAIELGLMRHGLSKAEAQAGADAAM
                     ANFALWRSRIDVPQATHDTLSALAEHYPLVAITNGNADPKACGLDRYFQFVLRSGPHG
                     RAKPFRDMYHKAANHLDIPLKHILHVGDDLTTDVAGSLRCGMQACWINDRQQNLMTAR
                     DSRLLPHIEISQLASLTALL"
     gene            215195..217357
                     /locus_tag="YPA_0181"
     CDS             215195..217357
                     /locus_tag="YPA_0181"
                     /EC_number="3.6.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent DNA helicase UvrD"
                     /protein_id="ABG12150.1"
                     /db_xref="InterPro:IPR005753"
                     /translation="MDVSDLLDSLNEKQRDAVAAPRGNLLVLAGAGSGKTRVLVHRIA
                     WLLSVENASPYSIISVTFTNKAAAEMRHRIEHLIGTSQGGMWIGTFHGLAHRLLRAHH
                     LDANLPQDFQILDSDDQLRLLKRLVKALNLDEKQWPPRQAMWYINGKKDEGLRPQHIE
                     SYGNPVEATWLRIYQAYQEACDRAGLVDFAELLLRAHELWLNKPHILNHYRERFTNIL
                     VDEFQDTNNIQYAWIRLLAGERSNVMIVGDDDQSIYGWRGAQVENIQRFLKDFPGAET
                     IRLEQNYRSTSIILAAANALIANNDGRMGKNLWTDGAEGEPISLYCAFNELDEARFVV
                     NRIKAWQDNGGALNDCAILYRSNAQSRVLEEALLQTATPYRIYGGQRFFDRQEIKDSL
                     AYLRLISNRNDDAAFERVVNTPTRGIGDRTLDVVRQTARDRQLTLWQSTRAMLQEKVL
                     AGRAASALQRFVELIDSLARETADMPLHVQTDRVIRDSGLWSMYEQEKGEKGQARIEN
                     LEELVTATRQYSYQDEDQDLMPLQAFLSHAALEAGDGQADAYQDAVQLMTLHSAKGLE
                     FPQVFIVGMEEGMFPSQMSLDEGGRLEEERRLAYVGLTRAMQKLTLCYAESRRLYGKE
                     VNHRPSRFIGELPQECVEEVRLRASVSRPVNHRRMGTPMHENDSGFSLGQRVRHPKFG
                     EGTIVNLEGSGEHNRLQVAFPGEGIKWLVAAYARLEPV"
     gene            complement(217471..218157)
                     /locus_tag="YPA_0182"
     CDS             complement(217471..218157)
                     /locus_tag="YPA_0182"
                     /codon_start=1
                     /transl_table=11
                     /product="putative TetR-family regulatory protein"
                     /protein_id="ABG12151.1"
                     /translation="MNTQNKQEGFSPSLTTIRARTRRLLIDTAMSMYERGAFPSITEV
                     ASAAQLSRATAYRYFPTQSALVSAMVDESLGPILAWQPTQPDARQRIAELLSFAYPRM
                     LQHEGVLRAALHLSLQQWADARNSDSNNNSNDSNNSSNEEKLIRGNRKRLLKLAVEPL
                     EETLAPEALQRVIHAFSLIYGSEVFMVLKDIWHLDEAGIQDVTQWMGKAILLQAETDS
                     QLAAQDKTHS"
     gene            218585..219802
                     /locus_tag="YPA_0183"
     CDS             218585..219802
                     /locus_tag="YPA_0183"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12152.1"
                     /db_xref="InterPro:IPR003006"
                     /translation="MPRHIYIATTTDTKGQELAYVSELIQATGLTTVTVDLSTKESQR
                     DSGADICAETVAGYHPDGRQAVFCGDRGQAINAMAIAFERFMVSRVDVAALLGMGGSG
                     GTALITPAMQRLPIGIPKLMVSTMASGDVSGYIGASDIAMMYSVTDIAGLNRISRRVL
                     SNAAHQVAGAVYFAQEASPVDDKPALGLTMFGVTTPCIQAVSAELSDEYDCLVFHATG
                     SGGKAMEKLAESGLLAGVLDLTTTEVCDLLFDGVLACGPERFDAIAHTHIPYVGSCGA
                     LDMVNFGSPATIPAKYADRLFYKHNAQVTLMRTTEQENIEMARWIGEKLNRCQGEVRF
                     LIPEGGFSALDAPGQPFWDEKALTAFIRTLEETVIQTDKRRVVHYPFNINDPLFAQAA
                     IENFKEIVNRPSH"
     gene            219816..220658
                     /locus_tag="YPA_0184"
     CDS             219816..220658
                     /locus_tag="YPA_0184"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12153.1"
                     /translation="MEKHMPKFQRQAILAKFREMIARREPIIGGGAGTGLSAKCEEAG
                     GIDLIVIYNSGRYRMAGRGSLAGLLAYGNANDIVVDMAKEVLPVVKNTPVLAGVNGTD
                     PFCQFDHFLDHLKALGFSGVQNFPTVGLIDGNFRANLEETGMGYGLEVEMIRLAHQKD
                     LLTTPYVFSAEDAIAMTQAGADIIVPHMGLTTGGNIGADTALKLADCVPLINDWAAAA
                     KSVREEVIVLCHGGPISTPEDAQYIMDHCPQCDGFYGASSMERLPTEIALTDTTQKFK
                     NITR"
     gene            221307..222257
                     /locus_tag="YPA_0185"
     CDS             221307..222257
                     /locus_tag="YPA_0185"
                     /codon_start=1
                     /transl_table=11
                     /product="magnesium and cobalt transport protein"
                     /protein_id="ABG12154.1"
                     /db_xref="InterPro:IPR000005"
                     /db_xref="InterPro:IPR004488"
                     /translation="MLSAFKLHNNRLSRLELDESDDLASSLWVDLVEPEEGERERVQT
                     ELGQSLATRPELDDIEASARFFEDEDGLHIHSFFYYEDADDHAGNSTVAFTIRDGRLY
                     TLRERELPAFRLYRMRARNQTLVDGNAYELLLDLFETKIEQLADEIENIYSDLEALSR
                     VIMEGQQGDEYDAALSTLAEQEDIGWKVRLCLMDTQRALNFLVRKARLPSSQLEQARE
                     VLRDIESLLPHNESLFQKVNFLMQAAMGFINIEQNRIIKIFSVVSVVFLPPTLVASSY
                     GMNFEFMPELRWSFGYPGAIALMIIAGLAPYLYFKRKNWL"
     gene            complement(222355..223245)
                     /locus_tag="YPA_0186"
     CDS             complement(222355..223245)
                     /locus_tag="YPA_0186"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12155.1"
                     /db_xref="InterPro:IPR004626"
                     /translation="MDKQQTRQGIFFALAAYFIWGLAPAYFKLIQQVPADEILTHRVI
                     WSFFFMLILLTVSRHWPQVRDACKNRKRLLLLAVTAVLIASNWLLFIWAVNHNHMLEA
                     SLGYFINPLVNVLFGMLFLGERFRRMQWVAVALAFAGVLIQLWQFGSLPVIGLGLAIT
                     FALYGLLRKKLGVDAQTGMLIETMWLLPVAAVYLFFIADSPTSHLSANAWSLNLLLAA
                     AGVITTIPLLFFTAAATRLRLSTLGFFQYLGPTLMFILAVTFYGETIGNDKMVTFIFI
                     WAALLLFTLDALYTQRKLRR"
     gene            complement(223332..223802)
                     /locus_tag="YPA_0187"
     CDS             complement(223332..223802)
                     /locus_tag="YPA_0187"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12156.1"
                     /db_xref="InterPro:IPR003736"
                     /translation="MSVTPLTLEDARRMIGETFVYHMPFNRELGLKLVRFEQDYAEIT
                     FDNDDKLVGNIAQKILHGGVIAAVLDVAAGLVCVGNSLIRHEPLIQEQLQIKLAKMGT
                     IDLRVDYLRPGRGEHFIARSSILRSGNKVAVARVELHNEKQIHIASATATYLVG"
     gene            224024..224902
                     /locus_tag="YPA_0188"
     CDS             224024..224902
                     /locus_tag="YPA_0188"
                     /EC_number="3.1.1.32"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase A"
                     /protein_id="ABG12157.1"
                     /db_xref="InterPro:IPR003187"
                     /translation="MARFWQILIALLLVPTLAQAEEATIEKIHDAPAVRGSIIAAMLQ
                     DHDNPFLLYPYETNYLLYTYTNEINKQAISSYDWAEQANKDEVKFQLSLAFPIWRGIA
                     GDNSLLGASYTQRSWWQASNSEESSPFRETNYEPQLFLAWSTDYELAGWTFREVEFGF
                     NHQSNGKADPTSRSWNRVYTRVMAQRGNLEIDLKPWYRIPESDSKDDNPDITKYMGYY
                     RLKVGYALGDSVFSLDGRYNWNTGYGGAEMGWSYPITKHVRFYTQVFSGYGESMIDYN
                     FRQTRVGVGIMLNDVL"
     sig_peptide     224024..224086
                     /locus_tag="YPA_0188"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 21"
     gene            224980..226812
                     /locus_tag="YPA_0189"
     CDS             224980..226812
                     /locus_tag="YPA_0189"
                     /EC_number="3.6.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent DNA helicase RecQ"
                     /protein_id="ABG12158.1"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR002121"
                     /db_xref="InterPro:IPR004589"
                     /db_xref="InterPro:IPR006293"
                     /db_xref="InterPro:IPR011545"
                     /translation="MSTAAVINRELLAVQVLRDTFGYQQFRPGQQEIINATLSGQDCL
                     VVMPTGGGKSLCYQIPALVTDGLTLVVSPLISLMKDQVDQLLAYGVGAGCLNSSQTRE
                     QQLAVMDGCRSGQIKLLYIAPERLVMESFLDQLYQWRPALLAVDEAHCISQWGHDFRP
                     EYRALGQLKQRFPDLPVIALTATADEATRGDIVRLLNLDQPLIQISSFDRPNIRYTLV
                     EKFKPLDQLWRFVQDQRGKSGIIYCNSRAKVEDTTARLQSRGLSVAAYHAGLDNERRA
                     QVQEAFQRDDLQVVVATVAFGMGINKPNVRFVVHFDIPRTIESYYQETGRAGRDGLPA
                     EAVLLYDPADMAWLRRCLEEKPAGAQQDIERHKLNAMGAFAEAQTCRRLVLLNYFGEG
                     KQQPCGNCDICLDPPKRYDGLADAQKALSCVYRVGQRFGLGYIVEVLRGANNQRIREM
                     GHDKLSVYGIGREQTHEHWVSVLRQLIHLGLLSQNIAQFSALQLTEAARPVLRAELPL
                     QLAVPRIQSLKVRSSANQKSYGGNYDRKLFAKLRKLRKSIADEGNIPPYVVFNDATLL
                     EMAEQMPITASELLSVNGVGQRKLERFGAPFMALIRDHVDNNDD"
     gene            226919..227539
                     /locus_tag="YPA_0190"
     CDS             226919..227539
                     /locus_tag="YPA_0190"
                     /codon_start=1
                     /transl_table=11
                     /product="threonine efflux protein"
                     /protein_id="ABG12159.1"
                     /db_xref="InterPro:IPR001123"
                     /db_xref="InterPro:IPR004778"
                     /translation="MLMLFLTVAFIHLVALISPGPDFFFVSQTAASRSRGEAMMGVLG
                     ISLGIVIWAGVALMGLNLILQKMAWLHQIIMVGGGMYLCWMGWQLLKSARAKHDVAEE
                     EVQVVLPARGRTFIRGLLTNLSNPKAVIYFGSVFSWFVGDDVGAGARWGLFILIVGET
                     FLWFTVVACVFALPTMRRGYQRLSKWIDGLAGVLFAGFGIQLILSR"
     gene            complement(227590..228210)
                     /locus_tag="YPA_0191"
     CDS             complement(227590..228210)
                     /locus_tag="YPA_0191"
                     /codon_start=1
                     /transl_table=11
                     /product="putative homoserine/homoserine lactone efflux
                     protein"
                     /protein_id="ABG12160.1"
                     /db_xref="InterPro:IPR001123"
                     /translation="MTLDWWLTYLLTTLILSLSPGSGAINTMSTAISHGTRGVVASIG
                     GLQLGLAVHIVLVGVGLGALVSQSLLAFEILKWLGAAYLIWLGIQQWRAAGSLDLHAL
                     ANSMPRRKLFKRAVFVNLTNPKSIVFLAALFPQFVLPQQPQVAQYLILGSTSVIVDII
                     VMIGYATLATRIARWIKSPQQMKLLNRIFGGLFMLIGALLATARKV"
     sig_peptide     complement(228136..228210)
                     /locus_tag="YPA_0191"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.823) with cleavage site probability 0.541 at
                     residue 25"
     gene            228424..229419
                     /locus_tag="YPA_0192"
     CDS             228424..229419
                     /locus_tag="YPA_0192"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lysophospholipase"
                     /protein_id="ABG12161.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MNNWLTREEQFAAFINGPLLDFWQQRDEQTFMGVDNIPIRYVRF
                     RAPHHTQVVVVVPGRIESYVKYPEVAYDLFQQGYDVIVLDHRGQGRSGRMLDDHNRGH
                     VIKFDDYIEDFAQLVQIEITGSHYQQRFALAHSMGGAILTRFLAREPDVFNAVALCAP
                     MFGIHLPLPGWLARRIVNWAEGHQKLRDYYAIGTGHWRPLPYLVNMLTHSRERYRRYL
                     RQYSDTPEIRVGGPTYHWLRESLLVGEQIIAEAEKITTPVLLLQASEDRVVHNPAHDA
                     FSQAMTLAGHPCEGGRPQVIQGARHEILFERDTLRAEALSAILRFFAQHQSSVGH"
     gene            229286..230263
                     /locus_tag="YPA_0193"
     CDS             229286..230263
                     /locus_tag="YPA_0193"
                     /codon_start=1
                     /transl_table=11
                     /product="putative haloacid dehalogenase-like hydrolase"
                     /protein_id="ABG12162.1"
                     /db_xref="InterPro:IPR000150"
                     /db_xref="InterPro:IPR006379"
                     /translation="MKGGVLRSFKAHAMRSCLSGTRCVPRRLAPYCAFSRNINHQSAI
                     RRRRHQRLEHTIMYHVVASDLDGTLLSPNHTLTPYTKETLKLLTQRDVHFVFATGRHH
                     IDVAQIRDNLEISAFMITSNGARVHNTEGELIFSHNLDADIARDLYNLEHHNPDILTN
                     VYLGDEWFMNRECPEQEEFFRESVFNYQVFEPALLPTDGVCKVYFTCEDHDKLLILEE
                     AINARWGDRVNVSFSFPTCLEVMGGGVSKGHALEQVAKIIGYSLKDCIAFGDGMNDVE
                     MLSMSGKGCIMRDAHQRLKDVLPNLEVIGSNADDAVPHYLRKMFLGKEE"
     gene            230540..231739
                     /locus_tag="YPA_0194"
     CDS             230540..231739
                     /locus_tag="YPA_0194"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12163.1"
                     /translation="MSDINVTSPHFIPMKSPITARLDNSDLIDERPQKINFLGNKLNS
                     IADVNIDSKNKKITINIAEKKFSSDYIPEEYIYIAVWDAKGKMVFQKKLSDAEIKEEK
                     IELPFEVGYQLEMYHPIPSRLVSSPDLYSIIDSNSPFTLLVMTPLGVTNPKMESYPTD
                     IIEADFIHPNSVSVGVNADVIEPASTAEPTTSTPIAPDIPSASTDPIVSTSTRTGIDS
                     TTKLMVSFQFKLLGVCDYDIATVTIDEESKLAGIKIVTDTPHCHFGDELYASIKVTDK
                     QGHITFEEKLYGTNANISNTIIPFEKGYKLDIFHAEPSRLRVSSGDSDTLIPESKQNS
                     FIMTSIGIENTRQGSAEAIISDQFDTEKLVQDMSSFGDSSIAPVDNVYGYMGEKNHYQ
                     NVVSHVE"
     gene            complement(231813..232928)
                     /locus_tag="YPA_0195"
     CDS             complement(231813..232928)
                     /locus_tag="YPA_0195"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase"
                     /protein_id="ABG12164.1"
                     /translation="MQTHVKTLLASLILAASMAAPAYAAKPASADKSASAIDKVVIAH
                     RGASGYLPEHSLPAKAMAYAQGADYLEQDLVMTKDNELVVLHDHYLDRVTDVAERFPD
                     RARKDGRYYAIDFTLPEIKSLKFTEGFDIDKNGKKVQSYPNRFPMGKSDFRVHTFQEE
                     IEFIQGLNHSTGKNTGIYPEIKAPWFHHQEGKDISTKVLEVLKEYGYTNKDDKVYLQS
                     FDVNELKRIKNELEPKMGMDLKLIQLIAYTDWNETYEQLPDGKWVNYNYDWMFKPGAM
                     KEVAHYADGIGPDYHMLVVKTSTAKDIKLTDLVKEAHASNMMVHPFTIRADRLPKYAT
                     DINQLFDIIYNQAQVDGVFTDFPDQGIQFLQKQQQHK"
     sig_peptide     complement(232854..232928)
                     /locus_tag="YPA_0195"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 25"
     gene            233553..235208
                     /locus_tag="YPA_0196"
     CDS             233553..235208
                     /locus_tag="YPA_0196"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic glycerol-3-phosphate dehydrogenase
                     subunit A"
                     /protein_id="ABG12165.1"
                     /db_xref="InterPro:IPR000447"
                     /translation="MTNSSPYLETDVIIIGGGATGAGIARDCARRGLACTLLERHDIA
                     TGATGRNHGLLHSGARYAVTDGESARECIEENRILKRIARHCIEQTDGLFITLPEDSL
                     AYQLQFIARCRDAGIEAEAIDPAQALRLEPAVNPALIAAVRVPDGTVDPFRLTAANML
                     DAREHGANILTYHEVIGLLRQGSRINGVCVFDHKNQRKYDIHAQIVVNAAGIWGQHIA
                     EYADLRIRMFPAKGALLILGHRINNMVINRCRKPADADILVPGDTISLIGTTSTHINY
                     DQIDNMVVTAQEVDTLIREGAKLSPQLAQTRILRAYAGVRPLVASDDDPSGRNVSRGI
                     VLLDHASRDGVEGFITITGGKLMTYRLMAEWATDKVCEKLGISAACTTAQVPLPGSRQ
                     SAEQTLSKVISLPASIRGSAVYRHGDRATQLLVGNRLDNSLVCECEAVTAGEVRYAVE
                     SLSVNNLLDLRRRTRVGMGTCQGELCACRAAGLLSRFKVTTPQQSREQLTQFLNERWK
                     GVRPIAWGDALRESEFTQWVYQGLCGLDEIPATVNAREKHDEI"
     gene            235198..236472
                     /locus_tag="YPA_0197"
     CDS             235198..236472
                     /locus_tag="YPA_0197"
                     /EC_number="1.1.5.3"
                     /codon_start=1
                     /transl_table=11
                     /product="putative anaerobic glycerol-3-phosphate
                     dehydrogenase subunit B"
                     /protein_id="ABG12166.1"
                     /translation="MKFDVIIIGGGLAGLACGIRLAEQGKYCAIVSSGQNALHFSSGS
                     LDLLAKLPDGQAVSQPLSALSALAELAPEHPYSKMRNITQLDELVQEAEALLRRCGLD
                     IVGSSAENHLRLTPLGSCRPTWLSLADIPVAPLNGPLPWQRVAVIGIEGFLDFQPQMV
                     ASALQDQGIDATADYLHLPALDRLRDNPSEFRAVNIARILDLPENRQPLADELSRLSS
                     TAEMILLPACIGLDKSAPLDALRAVVGKPIQLLPTLPPSLLGMRLHQALRHRFQQLGG
                     LVMPGDAVLRAELVDNRITGLYSRNHGDIPLRAAQMVLASGSFFSNGLVATFDKIYEP
                     ILDLDILSLPHRADWSHSNLFAPQPYLQFGVNTDNHLRPLRGGVALENLHAIGAVLGG
                     YDPLQQGCGAGVSLTSAVFVAEQIISEMAVTL"
     sig_peptide     235198..235266
                     /locus_tag="YPA_0197"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.898) with cleavage site probability 0.895 at
                     residue 23"
     gene            236469..237764
                     /locus_tag="YPA_0198"
     CDS             236469..237764
                     /locus_tag="YPA_0198"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic glycerol-3-phosphate dehydrogenase
                     subunit C"
                     /protein_id="ABG12167.1"
                     /db_xref="InterPro:IPR001450"
                     /translation="MTGLPKHDASPEQDGMMVGDSRLTRDNSFESCIKCTVCTTYCPV
                     AKVNPLYPGPKQAGPDGERLRLKDPALYDDALKYCTNCKRCEVACPSDVKIGDIIQRA
                     KASHSTNKPKLRDAILSHTDIMGTLSTPFAPVINAVTGLKPVRVLLDKALKIDHRREL
                     PKYSFGTFRRWYRKQAEKQQQYTEQVAFFHGCFVNYNHPQLGKDLVSVFNAMNIGVQL
                     LKREKCCGVPLIVNGFIEQAKKQARVNLESLTDTVIGRDIPVVATSSSCTFTLRDEYP
                     HLLDVDTTPVRDKVELATRYLYRLLDQGRELPLKPLFSLNPLLASQEAPLRIAYHTPC
                     HMEKMGWTAYTLALLQRIPGVELVVLDSQCCGIAGTYGFKSENYATSQGIGASLFQQI
                     EDSGVDLVITDCETCKWQIEMSTSKKCEHPITLLARALA"
     gene            complement(237926..238453)
                     /locus_tag="YPA_0199"
     CDS             complement(237926..238453)
                     /locus_tag="YPA_0199"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG12168.1"
                     /translation="MYKKIVRFLAVGLLVAGLSACDNSSDNNVGQTVSLLDGKVTFNL
                     PADLSDQSGKMGNQANNMHVYANNTGDKAVIVILGEGTNEKLEVLTNRLAEQQRARDA
                     NLQVVTNKTININGQPFQQLDSIITSSGQKAYSSIVMGTVGNQLMTLQITLPAENQQQ
                     AQTEAESIISTLKLK"
     sig_peptide     complement(238379..238453)
                     /locus_tag="YPA_0199"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.985) with cleavage site probability 0.483 at
                     residue 25"
     gene            complement(238583..239251)
                     /locus_tag="YPA_0200"
     CDS             complement(238583..239251)
                     /locus_tag="YPA_0200"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12169.1"
                     /db_xref="InterPro:IPR003744"
                     /translation="MFSFTVQQRMTALVWLSLFHIVIITSSNYLVQLPIAIFGFHTTW
                     GAFTFPFIFLATDLTVRIFGAPLARRIILSVMVPALLISYLISALFYQGSWQGFPALT
                     SFNLVVARIAVASFMAYVLGQILDVQVFNRLRQRNAWWVAPTAAMFFGNISDTMAFFF
                     IAFYRSSDPFMAAHWVEIALVDYSFKLLICMLFFLPAYGVMLNVLLKYFARQTGQPVL
                     ATER"
     gene            239394..239789
                     /locus_tag="YPA_0201"
     CDS             239394..239789
                     /locus_tag="YPA_0201"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12170.1"
                     /db_xref="InterPro:IPR001455"
                     /translation="MVKLFAFVKPSDFVKLAAFVSLLTFYLSIKPLTDELLNRLLTNK
                     RTAMTDIFANPDKTLDALGLRCPEPVMMVRKTVRHMEEGQTLLIIADDPATTRDIPGF
                     CRFMDHQLLAQDTEQTPYRYLVRKGITAG"
     gene            complement(239908..242256)
                     /locus_tag="YPA_0202"
     CDS             complement(239908..242256)
                     /locus_tag="YPA_0202"
                     /codon_start=1
                     /transl_table=11
                     /product="putative P-type cation-translocating membrane
                     ATPase"
                     /protein_id="ABG12171.1"
                     /db_xref="InterPro:IPR001366"
                     /db_xref="InterPro:IPR001757"
                     /db_xref="InterPro:IPR001969"
                     /db_xref="InterPro:IPR006121"
                     /db_xref="InterPro:IPR006404"
                     /db_xref="InterPro:IPR006416"
                     /translation="MHSHSEHQKSVETNSNCGCGHTHDKHQTGCSNLATAANSDAISH
                     DSVSEHSHHDGESCSHTHADEADEESDRLDTTIVSGTQRFSWQVKGMDCPSCARKIEN
                     AISGLDGVEKVKVLFTTEKLVVDARADVRSLVQKAVIATGFSLVNTQTTAGQKNVATE
                     SRLREYLPLALLSTLMLISWGLSFFNTELSQTAFTITTIVGLIPFVIKSWKLIRSGTP
                     FAIETLMSVAAIGAVFIGATAEAAMVLLLFMVGELLESYAVNRARRGVTALMALVPEE
                     ALLLKDGKRTLVPVADLRPGDIIEIPPGGRLPADAELQASFASFDESALTGESIPVER
                     QQGEKVAAGCLSVDRAVEMCVVSEPGNNAIDRILQLIELAEERRAPIERFIDRFSRIY
                     TPIIILFSILVILVPPLVFAAPWEPWIYRGLTLLLIGCPCALVISTPAAITSALAAAT
                     RRGALIKGGAALEQLGRSQIIAFDKTGTLTEGKPKVTDVLPISGISETRLLTLAAAVE
                     AGSHHPLAIAIIQCTQQNQRAQQNTPMLPLAEERRALAGVGIEGVVDGLMVRVSAPSK
                     LSPALLTDEWQAQIDQLESSGKTAVVVLEDEKFIGLLALRDTLRTDAKQAIDALKKLG
                     IQGVMLTGDNPRAAAAIAGELGIDYRAGLLPADKVQAVMALNALQPTVMVGDGINDAP
                     AMKASSIGVAMGSGTDVALETADTALTHNRLTGLAEIILLSRAANANIRQNITIALGL
                     KAIFLVTTLLGLTGLWLAVLADSGATALVTANALRLLRKRDV"
     gene            complement(242670..243284)
                     /locus_tag="YPA_0203"
     CDS             complement(242670..243284)
                     /locus_tag="YPA_0203"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12172.1"
                     /translation="MLYFFLVGCLFVDATYRGPRWQRWVFKPVTLLLLLLLAWQAPAL
                     GPAGYLIVLGLLATLLADALLLLPSERLLYALGAFFLSHLLYTISFASQMTLTLFWPL
                     PLVLIVVGALLLAALWTQLQDMRWPVVAFIGMTLLMVWMAGEQYFARSTDLGFSLLAG
                     SVLLLLSHAVWLLNRYRFSFRASDAIAAGCYFIGHFLIVRSLYL"
     gene            243590..243910
                     /locus_tag="YPA_0204"
     CDS             243590..243910
                     /locus_tag="YPA_0204"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12173.1"
                     /translation="MANEQLLYRIQFINNGKNYQLYVREIGSSSLFGFIEIADFVFDS
                     QSTLLVDPSTEKLKTEFSGVNRSYIPLHAVIRIDSVTEKGSARISELGNNVMNFPYLP
                     GNKP"
     gene            244122..244541
                     /locus_tag="YPA_0205"
     CDS             244122..244541
                     /locus_tag="YPA_0205"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12174.1"
                     /translation="MSKLPLLFIAVVVLIVVLATRQYWQKKQQDAENDRAPVRSVQVE
                     VVDKREVLAPNRRSRQREEIVAEEKRYEVYFRPLSSGIEIKNSLGLSGGNEIKSGSEI
                     KMVLPQQEYNRIEQGAQGILRLQGTRYIGFIPDAPHP"
     sig_peptide     244122..244181
                     /locus_tag="YPA_0205"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.679) with cleavage site probability 0.364 at
                     residue 20"
     gene            complement(244728..245000)
                     /locus_tag="YPA_0206"
     CDS             complement(244728..245000)
                     /locus_tag="YPA_0206"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12175.1"
                     /translation="MWINLGRLLMLGVWFFILLNLFQPYPKPLRYFIHVAMIFMVLMH
                     GLQLVLLKSTQPKDQPISGLQQFKIFVFGVFELLAWQKKQPQLPKK"
     gene            complement(244990..245652)
                     /locus_tag="YPA_0207"
     CDS             complement(244990..245652)
                     /locus_tag="YPA_0207"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12176.1"
                     /db_xref="InterPro:IPR002052"
                     /db_xref="InterPro:IPR004398"
                     /translation="MAKQPIAKRSIVKKASPQSAGQIRIIGGKWRGRKLPVPDSPGLR
                     PTTDRVRETLFNWLAPMIQGARCLDCFAGSGALGLEALSRYASETTLLEADRQVAKQL
                     SDNLTLLKAENGQVVNTNSLQWLAQPGQPFNLVFLDPPFRKGLLAETINLLEQFNWLA
                     ADAWIYVEAEAESAVADVPANWLLHREKIAGQVAYRLFIRQQTDLPACASVAEQEQHH
                     VD"
     gene            245934..247550
                     /locus_tag="YPA_0208"
     CDS             245934..247550
                     /locus_tag="YPA_0208"
                     /codon_start=1
                     /transl_table=11
                     /product="signal recognition particle-docking protein
                     FtsY"
                     /protein_id="ABG12177.1"
                     /db_xref="InterPro:IPR000897"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR004390"
                     /translation="MAKEKKRGFFSWLGLGRQSEEPAAEPLATEKEGVTEQEDVIEQT
                     GVIEPTDVIEQTVEHVISEKTTEAPAENAFIEVELREQVAAVIPTEPNNAIMSEGVPD
                     TLPERAVAESVVAELVETGDNAAIVHDEIIEPITQVTEAGGELSLVKPGIEGDTTEQG
                     GPTDNLPKRSLTEDNLIIDVPTPQAVVEESRVDAVEQPTETSEVEEVEEVEEVEEVEE
                     KIIPVAAQEQERPTKEGFFARLKRSLIKTKQNLGSGFMGLFSGKKIDDDLFEELEEQL
                     LIADVGVETTRKIITSLTEHTSRKQLKDADALYGKLKEEMSEILSKVDKPLDVSGKSP
                     YVILMVGVNGVGKTTTIGKLARQFQAEGKSVMLAAGDTFRAAAVEQLQVWGERNKIAV
                     VAQHTGADSASVIFDAIQAAKARGIDVLLADTAGRLQNKAHLMEELKKIVRVMKKLDG
                     DAPHEVMLTLDASTGQNAVSQAKLFNEAVGLTGITLTKLDGTAKGGVIFAIADQFEIP
                     IRYIGVGEGIEDLRPFKADEFIEALFARED"
     gene            247556..248224
                     /locus_tag="YPA_0209"
     CDS             247556..248224
                     /locus_tag="YPA_0209"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division ATP-binding protein FtsE"
                     /protein_id="ABG12178.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005286"
                     /translation="MIRFEQVSKAYLGGRQALQGVDFHLRPAEMAFLTGHSGAGKSTL
                     LKLICGIERPSAGHIWFGGHDISRLKNREVPFLRRQIGMIFQDHHLLLDRTVYDNVAM
                     PLIIAGASSEDIRRRVSAALDKVGLLDKAKNFPIQLSGGEQQRVGIARAVVNKPAVLL
                     ADEPTGNLDDALSEGILRLFEEFNRVGVTVLMATHDTSLIARRRYPILTLSQGRMSGA
                     HHGE"
     gene            248214..249167
                     /locus_tag="YPA_0210"
     CDS             248214..249167
                     /locus_tag="YPA_0210"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsX"
                     /protein_id="ABG12179.1"
                     /db_xref="InterPro:IPR004513"
                     /translation="MANNARKAKTKALKGGWREQWRYSWVNAIADMMRQPMATLLTVM
                     VISISLTLPSVCYIVWKNVSQAAEQWYPTPQLTVYLDKALDDNAAENVVVTLKAEAGV
                     EKVNYLSREEAMGEFRNWSGFGGALDMLEENPLPAVAIITPKLNFQSAETLNTLRDRI
                     SQVEGVAEVRMDDSWFARLAALTGLVGQVAAMVGVLMVVAVFLVIGNSVRLSIFSRRD
                     TINVMKLLGATDGFILRPFLNGGAMLGFGGAVLSLILSEALVWQLGSVVKQVATVFGT
                     QFTLHGLSWDESLLLVLISAMIGWIAAWLATVQHLRRFTPQ"
     gene            249478..250335
                     /locus_tag="YPA_0211"
     CDS             249478..250335
                     /locus_tag="YPA_0211"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-32 factor"
                     /protein_id="ABG12180.1"
                     /db_xref="InterPro:IPR000943"
                     /translation="MTKEMQTLALVPQGSLEAYIRAANAYPMLTAEEERELAERLHYQ
                     GDLGAAKQLILSHLRFVAHVARNYSGYGLPQADLIQEGNIGLMKAVRRFNPEVGVRLV
                     SFAVHWIKAEIHEYVLRNWRIVKVATTKAQRKLFFNLRKTKQRLGWFNQDEVELVAKE
                     LGVTSKDVREMESRMSAQDMTFDPSPDDEARDGQFMAPVLYLQDKTSDFADGIEEDNW
                     DSHAADKLSYALEGLDERSQHIIRARWLDDENKSTLQELADQYGVSAERVRQLEKNAM
                     KKLRMAIEA"
     gene            250549..251007
                     /locus_tag="YPA_0212"
     CDS             250549..251007
                     /locus_tag="YPA_0212"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12181.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(251253..251690)
                     /locus_tag="YPA_0213"
     CDS             complement(251253..251690)
                     /locus_tag="YPA_0213"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase"
                     /protein_id="ABG12182.1"
                     /translation="MNLGAISTLLLWLLAMKLTIERLITLTHQDVIDLAKIWPNQQPA
                     AWQQWITEGRPLFAARFNERLLGAVKVAVYDQQAELQDLCVREVTRRRGVGLYLIEET
                     LRQLPEIKHWYLNGGDLTAAERPQMNSFMLACGFSHEAQGWRR"
     gene            252067..253182
                     /locus_tag="YPA_0214"
     CDS             252067..253182
                     /locus_tag="YPA_0214"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid-binding protein"
                     /protein_id="ABG12183.1"
                     /db_xref="InterPro:IPR000709"
                     /translation="MKLTKGKVLLAGCMAMAMSHSVLAQDIKVAIVGAMSGPVAQYGD
                     MQFTGARQAIADINASGGIKGDKLVGVEYDDACDPKQAVAVANKVINDGIRYVIGHLC
                     SSSTQPASDIYEDEGVIMITPAATNADLTTRGYKMIMRTTGLDSDQGPTAAKYIVETI
                     KPKRIAVVHDKQQYGEGLARSVRDSLKEQGAEVVLFEGVTAGDKDFSTLVARLKKENV
                     DFVYFGGYYPEMGQILRQAKQAGLTARFMGPEGVGNSSLSNIAGEASEGMLVTLPKRY
                     DQVPANQPIVDALKAKKLDPTGPFVWTTYAALQSLTTAMERTGSKEPADLANDLKTGK
                     PVETVMGPLSWDDKGDLKGFEFGIFEWHADGSSTAVK"
     sig_peptide     252067..252141
                     /locus_tag="YPA_0214"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 25"
     gene            complement(253383..254162)
                     /locus_tag="YPA_0215"
     CDS             complement(253383..254162)
                     /locus_tag="YPA_0215"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12184.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(254162..255184)
                     /locus_tag="YPA_0216"
     CDS             complement(254162..255184)
                     /locus_tag="YPA_0216"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12185.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            255322..256248
                     /locus_tag="YPA_0217"
     CDS             255322..256248
                     /locus_tag="YPA_0217"
                     /codon_start=1
                     /transl_table=11
                     /product="high-affinity branched-chain amino acid
                     transport system, permease protein"
                     /protein_id="ABG12186.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MSEQFLYFLQQMFNGITLGSTYALIAIGYTMVYGIIGMINFAHG
                     EVYMISSYVSFIVIAALMMVGIDASWLLIGCAFLVSIVIASTYGWSIERVAYKPVRRS
                     KRLIALISAIGMSIFLQNYVSLTQGSRDLALPSLVTGQWTLGESNGFAATISTMQLTI
                     WIVTFLAMLALTLFIRYSRMGRACRACAEDLKMASLLGINTDRVISLTFVIGALMAAV
                     AGVLLGQFYGVINPYIGFMAGMKAFTAAVLGGIGSIPGAMIGGLVLGVAEALTSAYLS
                     TEYKDAVSFALLIVVLLVMPTGILGRPEVEKV"
     gene            256245..257531
                     /locus_tag="YPA_0218"
     CDS             256245..257531
                     /locus_tag="YPA_0218"
                     /codon_start=1
                     /transl_table=11
                     /product="high-affinity branched-chain amino acid
                     transport system, permease protein"
                     /protein_id="ABG12187.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MKQLNFVNAIISSFVLLVLASFVMGLQLQLDGTRLVVQGASEVR
                     WLWIGAGCLVVFCFQLVRPLIQQGIKKVSGPAWVLPSFDGTTPRQKLLAAVVIIAAVA
                     WPFLVSRGSVDIATLTLIYVMLGLGLNVVVGLSGLLVLGYGGFYAIGAYTYALLNHYY
                     GLGFWESLPLAGITAALSGFLLGFPVLRLRGDYLAIVTLGFGEIVRILLLNNTEITGG
                     PNGISQIPKPTLFGLEFSRTAKDGGWDTFHNFFGLTYDPSHRIIFLYLVALLLVILTL
                     FVINRLLRMPLGRAWEALREDEIACRSLGLSPTKIKLTAFTISAAFAGFAGTLFAARQ
                     GFVSPESFTFVESAFVLAIVVLGGMGSQFAVILAAVLLVVSRELMRDLNAYSMLLLGA
                     LMVLMMIWRPQGLLPMKRPQLKLKVADVKAKQGEQA"
     sig_peptide     256245..256322
                     /locus_tag="YPA_0218"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.984) with cleavage site probability 0.799 at
                     residue 26"
     gene            257528..258295
                     /locus_tag="YPA_0219"
     CDS             257528..258295
                     /locus_tag="YPA_0219"
                     /codon_start=1
                     /transl_table=11
                     /product="high-affinity branched-chain amino acid
                     transport, ATP-binding protein"
                     /protein_id="ABG12188.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MNGQPLLTVEGLSMRFGGLLAVNNVGLTLNQGEIVSLIGPNGAG
                     KTTIFNCLTGFYRPTGGTIKLRERHLEGLPGQMIARMGVIRTFQHVRLFREMTVIENL
                     LVAQHQHLKSGIFAGLLKTPGFRRAEADALARAATWLERVGLLALANRQAGNLAYGQQ
                     RRLEIARCMVTRPELLMLDEPAAGLNPKETDELNQLIMELRDQHQVSVLLIEHDMKLV
                     MGISDRIYVVNQGTPLAQGLPAEIRNNPDVIRAYLGE"
     gene            258310..259041
                     /locus_tag="YPA_0220"
     CDS             258310..259041
                     /locus_tag="YPA_0220"
                     /codon_start=1
                     /transl_table=11
                     /product="high-affinity branched-chain amino acid
                     transport, ATP-binding protein"
                     /protein_id="ABG12189.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MESGRGINNNMLSFNQVSAHYGKIQALHQVSLHIQQGEIVTLIG
                     ANGAGKTTLLGTLCGEPRATEGNIVFGEQDITHWQTARIMREAIAIVPEGRRVFSRMT
                     VEENLAMGGFFADRQQYQQRIERVYDLFPRLFERRIQRAGTMSGGEQQMLAIGRALMS
                     QPKLLLLDEPSLGLAPIIILQIFDTIQQLREEGMTIFLVEQNANQALKLADRGYVLEN
                     GRIVLEDTGAALLANEAVRSAYLGG"
     gene            259269..259730
                     /locus_tag="YPA_0221"
     CDS             259269..259730
                     /locus_tag="YPA_0221"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12190.1"
                     /translation="MMDGISNKMDLQGLSAVRSFAFLTADLMLNITNKNGDNHEYKVT
                     SSHVNNDKLQGPKGILKATKNHAELKNETIASGEKKTISFDKLHVREIPDREQASYID
                     NLSLNRNIYLDTSADRECRIPTQVLSPDQNVDSGTKKPFWISKYLCITTLY"
     gene            complement(259845..260951)
                     /locus_tag="YPA_0222"
     CDS             complement(259845..260951)
                     /locus_tag="YPA_0222"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12191.1"
                     /translation="MNIKNKPLLIGLLLLFLHPTTAAATKWVGNYFYPLANKYSNCNV
                     TLLEDNSVAVSFDVTLVADLFETDRGPHLQRWKKIIGTQQDVLLVQNNALLFLYFYHA
                     DGSADFSIRPGDIQNMSLNGIPVQEIDYNLQEARFVSTHAFSNQSYHVSFNITANALK
                     HIRMGATIGGVLHSEGVSYSVRSPQGVAFNQSGNQCEFFDPTTEIAPSHALYIEPKFR
                     LGSAIWQLKSLDLDHLLDSTADNHGLHAPLVNGPANRFCIHYPAIGTQNRRYMISASN
                     LNGLAESSRYFQLKDNQGEHIINYKVTLKNHEDSEADFSLPKEKKFIQLKSDTSSGGE
                     AQMCWSPRIRVYSTDTTDKGHYTDTLNFTITPLA"
     sig_peptide     complement(260883..260951)
                     /locus_tag="YPA_0222"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.472 at
                     residue 23"
     gene            complement(261183..261701)
                     /locus_tag="YPA_0223"
     CDS             complement(261183..261701)
                     /locus_tag="YPA_0223"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12192.1"
                     /translation="MNTIKMAITLLLLSWHTCWAATPLGDIDVKLEVTAQPRIEIEKP
                     HGGWYDNIKLHNSPENHAVYEVEVPVAVKLRRQEGYQISIKNPLILTRQSDAFSAIEQ
                     TFSPAEVRWGNNRTNLRLLSAVPESFSVPPQATRHTTTDYVLQISAKAPAGDNTAGKY
                     HGQLTLVFEVNS"
     sig_peptide     complement(261639..261701)
                     /locus_tag="YPA_0223"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 21"
     gene            complement(261763..262410)
                     /locus_tag="YPA_0224"
     CDS             complement(261763..262410)
                     /locus_tag="YPA_0224"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12193.1"
                     /translation="MKNLVFAAISLLPLSAAGVIDIQPQVVELQQVNTVVTVINHGMT
                     AEYITVQLYRLNNPGVASELESLTPVGYQQQPLLFATPLKLTLGPRQSGKIFLHALGA
                     PEQEQVYRLAVVPSNHLKISGNNTAVVGVQISYMGLIRHLPASIQHQWTHRCIAGKPE
                     LHNTGNTRLYWHQLQAQGQMIDDFTLYPGRYRQLAFNELQGKVEDQAVNLQCPSG"
     sig_peptide     complement(262354..262410)
                     /locus_tag="YPA_0224"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.987) with cleavage site probability 0.736 at
                     residue 19"
     gene            complement(262382..263068)
                     /locus_tag="YPA_0225"
     CDS             complement(262382..263068)
                     /locus_tag="YPA_0225"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12194.1"
                     /db_xref="InterPro:IPR002086"
                     /translation="MKYLYSILSIALLLAPGSATHGQLLATPTRIAVEAQELKRTVQV
                     YNSGDTPLYLDITLQRVDNPGVNPERKTPISEISQPEMIFNPNRITLGPRQKRDITLI
                     PLKSPVQETLYRLYINPVLNIKAVGDGEDKSKVHAPMTISIGYGVLIHHLPPAAAQTR
                     HWQHQCSTTGELTLTATGTVHSKFKQLESGGNAALADSLNLYPGTALTLPVKQLNGEV
                     DGEKFSLRCH"
     sig_peptide     complement(263000..263068)
                     /locus_tag="YPA_0225"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.674 at
                     residue 23"
     gene            complement(263086..265419)
                     /locus_tag="YPA_0226"
     CDS             complement(263086..265419)
                     /locus_tag="YPA_0226"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12195.1"
                     /translation="MAYYSKINHSLLFTLALFTLKLAHAEAVKIEYLVPMGFSAAEEN
                     NSLQLLGVLDSKTLPSPITFSEEEQQLQFNQQNYRHNNISEESIILLGEILSQIPYLQ
                     CKTGCDYTLSGHRVALDKVNNTLTITNNNNRYLMPTTTWGLVSNQSLDLRMTAAHYRA
                     MSVRGQSYIGLPWQSYGFASWFYNAIQSQNTLQSQNTMPSQSTYQPVNRPQYQRLTQK
                     GIGSWYLQKNFSALYLRTGRQNNLDNNAGSVHTLINPALDQFVTLGSQSYLAIDKPST
                     GSIVLYAAQDGDYEIYRDNQLIRRIPAQLGRNEIDYSQLPGGYYNVEIRLVDRLGRIV
                     SQENQTISNIGNQTNNGWFLTMGKGPAKGKKTPRLVQFGRSRVIESVQTNITLLKDDA
                     HHWAVEANVSRPLSLNKVNITPTGGLMSGEKRSGGYVRLNGGNNTLGYFSLARYQSPY
                     VSRYAPDSGSTSGSYTRRIGPTQLSYQFNQYRNNRQHRIQSGWDWQLPQFNLALSLGL
                     QNGGQWNSHNNYGVFLNTTLSFGQSNASINTAYTQQQLNTSASYQKEFIDNYGASTLG
                     VSGSASGKLNSVGGFAKRSGSRGDISGRVGIDNQITNGGISYNGMLALSSQGVALGRS
                     SYSGAALLIKAPALGGTPYSFHVEDSPITGGGTYAIPVPRYQDRFFVRTHTDRSDMDM
                     NIQLPVNIVRAHPGQVFSGEADITLNLLYSGFLKNAQGLPVSGVIEETGDTAYPNGLF
                     SINAQNRLQAITVHGPSGRYRCDMHSQPTHIYLCHAD"
     sig_peptide     complement(265342..265419)
                     /locus_tag="YPA_0226"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.956) with cleavage site probability 0.956 at
                     residue 26"
     gene            complement(265686..266294)
                     /locus_tag="YPA_0227"
     CDS             complement(265686..266294)
                     /locus_tag="YPA_0227"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12196.1"
                     /translation="MSRNYLTPSFYITPPTSTLINHNAIPFWMGFYIKDYQVFMMKKT
                     VIAIITMATLTSTAAYANTIEKDIRVEAEIISLMDVKRADDSNINKIKLTYDTVTNDG
                     TYSHSEAIKVKARKQLGDKLKVSLAAPVILSEPNNNKEFTHVEVLLDGKKLLETADTR
                     DLIAFHGSELNAELKVSAKEPNNAVGGEKYSGVIQLRLEPSA"
     sig_peptide     complement(266109..266294)
                     /locus_tag="YPA_0227"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.913) with cleavage site probability 0.909 at
                     residue 62"
     gene            266732..268051
                     /locus_tag="YPA_0228"
     CDS             266732..268051
                     /locus_tag="YPA_0228"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate-binding periplasmic
                     protein"
                     /protein_id="ABG12197.1"
                     /db_xref="InterPro:IPR006061"
                     /translation="MFNNSIHKVSICIALTLTFSANAMAVTEIPFWHSMEGELGKEVD
                     SIADRFNQSQPDYKIVPVYKGNYEQSLAAGIAAFRSGKAPAILQVYEVGTATMMASKA
                     IKPVYQVFKDANIDFDESVFVPTVAGYYTDSKTGRLLSQPFNSSTPVLYYNKEAFKKA
                     GLDPEQPPKTWQELAADTAKLRAAGSSCGYASGWQGWIQIENFSAWHGQPIASRNNGF
                     DGTDAVLEFNKPLQVKHIQLLSDMNKKGDFTYFGRKDESTSKFYNGDCAITTASSGSL
                     ASIRHYAKFNFGVGMMPYDADAKNAPQNAIIGGASLWVMDGKDKETYKGVAEFLQYLV
                     KPEIAAEWHQKTGYLPITTAAYELTKQQGFYEQNPGADVATRQMLNKPPLPYTKGLRL
                     GNMPQIRTVVDEELEAVWTAKKTPQAALDNSVKRGDVLLRRFEQANK"
     sig_peptide     266732..266809
                     /locus_tag="YPA_0228"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.926 at
                     residue 26"
     gene            268349..269236
                     /locus_tag="YPA_0229"
     CDS             268349..269236
                     /locus_tag="YPA_0229"
                     /codon_start=1
                     /transl_table=11
                     /product="sn-glycerol-3-phosphate transport system,
                     permease protein"
                     /protein_id="ABG12198.1"
                     /translation="MSPSRPGFSCSWLPYLLVLPQLAITAIFFLWPAGEALWYSVQTL
                     DPFGLSSEFVGLSNFIQLFQDEYYLASFYTTLIFSALVAGIGLIVSLFLAAMVNYVLR
                     GSRLYQTLLILPYAVAPAVAAVLWIFLFDPGLGLITHALAKLGYSWNHAQNSGQAMFL
                     VVLASVWKQISYNFLFFLAALQSIPKSLVEAAAIDGAGPVRRFFNLVLPLISPVSFFL
                     LVVNLVYAFFDTFPVIDAATGGGPVQATTTLIYKIYREGFAGLDLSSSAAQSVILMLL
                     VIGLTVIQFRFVERKVRYQ"
     gene            269233..270078
                     /locus_tag="YPA_0230"
     CDS             269233..270078
                     /locus_tag="YPA_0230"
                     /codon_start=1
                     /transl_table=11
                     /product="sn-glycerol-3-phosphate transport system,
                     permease protein"
                     /protein_id="ABG12199.1"
                     /translation="MIENRRGLDIFCHIMLIIGVLLILFPLYVAFVAASLDDSQVFQA
                     PMTLIPGPHLWQNISHIWHAGVGNNSTPFGLMLLNSFVMAFAITVGKITVSILSAYAI
                     VYFRFPLRNLFFWLIFLTLMLPVEVRIFPTIEVIANLNLLDSYTGLTLPLMASATATF
                     LFRQFFMTLPDELLEAARIDGAGAMRFFWDIVLPLSKTNLAALFVITFIYGWNQYLWP
                     ILITSDASMGTAVAGIRSMISTSGAPTQWNQVMAAMILTLIPPVVVVLLMQRWFVRGL
                     VDSEK"
     gene            270085..271158
                     /locus_tag="YPA_0231"
     CDS             270085..271158
                     /locus_tag="YPA_0231"
                     /codon_start=1
                     /transl_table=11
                     /product="sn-glycerol-3-phosphate transport, ATP-binding
                     protein"
                     /protein_id="ABG12200.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MACLKLQAVTKSYDGVTPVIKQIDLDVADGEFIVMVGPSGCGKS
                     TLLRMVAGLERTTTGDIYIGDQRVTDLEPKDRGIAMVFQNYVLYPHMNVFDNMAYGLK
                     IRGFGKEQIRQRVDEAARILELQPLLKRKPRELSGGQRQRVAMGRAIVREPAVFLFDE
                     PLSNLDAKLRVQMRLELQQLHRRLKTTSLYVTHDQVEAMTLAQRVIVMNKGVAEQIGT
                     PSEVYKRPASLFVASFIGSPAMNLLDGTVSPDGRTFILSDGLTLPLEIPQPQWGGRRL
                     TLGIRPEHIQQTTSAQGVPMNLLTLELLGADNLAHGLWGGQSIIARLSHEEMPVAGST
                     LHLYLPPAALHFFDTDSGLRIEP"
     gene            271155..271904
                     /locus_tag="YPA_0232"
     CDS             271155..271904
                     /locus_tag="YPA_0232"
                     /EC_number="3.1.4.46"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerophosphoryl diester phosphodiesterase"
                     /protein_id="ABG12201.1"
                     /translation="MNRDWPYPPIVAHRGGGSLAPENTLAAIDVGARYGHKMIEFDAK
                     LSQDGQIFLLHDDTLERTSNGWGVAGELTWEKLIQLDAGDWFSKAFRGERLPLLSEVA
                     ARCAQHGMAANIEIKPTTGTDAPTGRAIALAARALWQGQPIPPLLSSFSVDALAAAQL
                     AVPELPRGLLLDKWDDNWAALTTQLDCVSLHINHKQLTAERVALLKAAGLRILVYTVN
                     QPERARELLNWGVDCICTDRIDLLGSDFTGC"
     gene            272005..272931
                     /locus_tag="YPA_0233"
     CDS             272005..272931
                     /locus_tag="YPA_0233"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12202.1"
                     /translation="MPAFVVSLWHQIVLSSPLFVLLALGYALVRFGKWPSTITDGLTR
                     FVFSLALPAMLFRMMCDFSERPAVDARLLIAFFGSCLVVFIIGRVIAKRVFHLDGVSG
                     SVFALGGIFSNNVMLGLPIATIMLGEKSIPAVALVLVFNGLILWTLVTISVEWARNGS
                     PTMAGFVKTTRSVLTNPLIIGIISGTLFSLTGLHLPVFIDQPVSMLGQVAPPLSLIVL
                     GMGLAEYRVTEGWQISTAICFLKLIVQPMVIWALAWAMDLPALETQVVVLLGSMATGV
                     NVYLMSRQFNVLTGPAAASLVIQRYWPPSPRH"
     gene            273280..274212
                     /locus_tag="YPA_0234"
     CDS             273280..274212
                     /locus_tag="YPA_0234"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12203.1"
                     /db_xref="InterPro:IPR004779"
                     /translation="MHFTLSLSQFIVLLLVITTILWAFSFSLIGEYLAGQVDSWFSVL
                     MRVGLAALVFLPFLRWRNIPWRVILLYMAVGSIQLGIMYLFSFRAYLYLTVPEFLLFT
                     VMTPLYVTLIYDLLRRQRLRWGYALSALLAVLGAAIIRYDQLSEHFWWGLALVQAANI
                     CFAIGQVGYKRLMEVHPIPQHVAFSWFYLGAFVVAVVAWFAFGNPQRLPTTGLQWGIL
                     VWLGVGASALGYFMWNYGATQVDAGTLGIMNNVHVPAGLLVNLAIWQEKPHWPSFIIG
                     AAVIMASLWVHRRWIAPHPLQTANDRKRADEQNE"
     sig_peptide     273280..273351
                     /locus_tag="YPA_0234"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.936) with cleavage site probability 0.531 at
                     residue 24"
     gene            complement(274100..275053)
                     /locus_tag="YPA_0235"
     CDS             complement(274100..275053)
                     /locus_tag="YPA_0235"
                     /codon_start=1
                     /transl_table=11
                     /product="lysR-family transcriptional regulatory protein"
                     /protein_id="ABG12204.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MIELKHLRTLQALRNTGSLAAAATQLHQTQSALSHQFSDLEQRL
                     GFRLFVRKSQPLRFTTQGEILLQLAEQVLPQIKQALQTCNEPHQTALRIAIECHSCIQ
                     WLTPALDNFHKHWPQVTMDFKSGVTFDPQPALQQGELDLVLTSDILPRSGLHYSPMFD
                     FEVRLVLAPDHPLANKDRIEPEDLAPEVLMIYPVQRQRLDVWRHFLQPAGVSPSSKNV
                     DNTLLLIQMVSARMGIAALPHWVVESFERQGLVVTKTLGEGLWSRLYAAVRDGEQRQP
                     VTEAFIRSARQHACDHLPFVKDAVRSNAGVPTAKPLSPQLQ"
     gene            275159..277435
                     /locus_tag="YPA_0236"
     CDS             275159..277435
                     /locus_tag="YPA_0236"
                     /EC_number="2.1.1.14"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine synthase (B12-independent)"
                     /protein_id="ABG12205.1"
                     /db_xref="InterPro:IPR002629"
                     /db_xref="InterPro:IPR006276"
                     /translation="MTILNHTLGFPRVGLKRELKKAQESYWAGNSTQEELLNVGRELR
                     ARHWQQQQQAGVDLVPVGDFAWYDHVLTTSLLLGNVPERHQNADGSIDIDTLFRIGRG
                     RAPTGKPAAAAEMTKWFNTNYHYMVPEFQQGQQFKLGWTQLLDEVDEALALGHKIKPV
                     LLGPITYLWLGKVKGEQFDRLSLLNDILPVYQQVLAELAKRGIEWVQIDEPALVLELP
                     QEWLDAYQPAYQALQGQVKLLLTTYFDSIGHNIDTIRALPVQGLHVDVVTGHDDLAVL
                     NKNLPKEWLLSLGVINGRNVWRADLSSWFERLQPLVNSRPLWLGSSCSLLHSPIDLNE
                     ETRLDAEVKSWFAFALQKCAELALLTQALNAPNDAKLAELAAYSAPIRARRSSSRVHN
                     AQVEQRLAAITSQDIERQLPYEARAETQRKRFNLPAWPTTTIGSFPQTTEIRGLRLDF
                     KQGRLDGKNYRTGISEHIKHAIAEQERLGLDVLVHGEAERNDMVEYFGEHLDGFVFTQ
                     NGWVQSYGSRCVKPPVIIGDISRPEAITVEWAKYAQSLTEKPVKGMLTGPVTILCWSF
                     PREDVSRETIAKQIALALRDEVEDLEKAGIGIIQIDEPALREGLPLRRADWQAYLQWA
                     VDAFKLNAAVAQNDTQIHTHMCYCEFNDIMDSIAALDADVITIETSRSDMELLESFED
                     FAYPNEIGPGVYDIHSPNVPSVEWIEALLRKAAQRIPAERLWVNPDCGLKTRGWPETR
                     QALANMVLAAQRLREEQV"
     gene            complement(277490..278362)
                     /locus_tag="YPA_0237"
     CDS             complement(277490..278362)
                     /locus_tag="YPA_0237"
                     /EC_number="3.1.1.45"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carboxymethylenebutenolidase"
                     /protein_id="ABG12206.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MKTDQLVRLRQAAGGFTPAGTPLMATAHHTDQLHSLQTHGIHCG
                     ETTIPSQGDELPAYIAKPDQHTGPYPVVIVVQEIFGVHEHIQDICRRLAKQGYLAIAP
                     ELYFRQGDAKDYSNINELVNNLVKKVPDRQVLVDLDHTAHWASRHGGDTKKLAITGFC
                     WGGRIAWLYAAHNPQLKAAVAWYGKLVGEKTLFLPKYPVDVAIDLCAPVLGLYGGKDT
                     SIPAEHIETMRQALRAANADAEIIVYPEAGHAFNADYRPSYHAESAQDGWQRMLDWFT
                     QHGVSAIPIPEETQ"
     sig_peptide     complement(278279..278362)
                     /locus_tag="YPA_0237"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.619) with cleavage site probability 0.614 at
                     residue 28"
     gene            278790..279551
                     /locus_tag="YPA_0238"
     CDS             278790..279551
                     /locus_tag="YPA_0238"
                     /codon_start=1
                     /transl_table=11
                     /product="uridine phosphorylase"
                     /protein_id="ABG12207.1"
                     /db_xref="InterPro:IPR000845"
                     /db_xref="InterPro:IPR010058"
                     /translation="MAKSDVFHLGLTKNDLQGATLAIVPGDPQRVEKIAKLMDNPVHL
                     ASHREFTSWRAELDGKAVIVCSTGIGGPSTSIAVEELAQLGVRTFLRIGTTGAIQPHI
                     NVGDVLVTTAAVRLDGASLHFAPMEFPAVADFSCTTALVNAAKSVGATTHIGITASSD
                     TFYPGQERYDTFSGRVVRHFKGSMEEWQSMGVMNYEMESATLLTMCASQGLRAGMVAG
                     VIVNRTQQEIPNEETMKATESHAVKIVVEAARHLL"
     gene            279672..280502
                     /locus_tag="YPA_0239"
     CDS             279672..280502
                     /locus_tag="YPA_0239"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12208.1"
                     /translation="MTMTTFSHPSLIPLDGGINFRDLGGNLAADGRRIKPGLLFRSGS
                     LDRLSTNDCDFLSHSNVTQIIDYRDADEVQAKPDVLWPGAHYHNIPANPLSSEVNANL
                     EKLTNETLATFDVRAFMFELYHRLPFNSLAYQQLVNLLQNCASTDPVASSVVHSGDVV
                     HRGIVQHCAVGKDRTGVGAALVLFALGADESTVLEDYLLTETTLKPFREHMLAELALK
                     LNDQALAQFTFVLSAREEFIQTTLRSIHERYGSRERWLKHEFGLGSIEREKLQSYFLE
                     "
     gene            280866..282677
                     /locus_tag="YPA_0240"
     CDS             280866..282677
                     /locus_tag="YPA_0240"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbon starvation protein"
                     /protein_id="ABG12209.1"
                     /translation="MQHAITFVIASACILTICYRLYGIFFVRKVLRVDDSEVTPSHTF
                     EDGKDYVPTKKWVNFGSHFAAIAAAGPLVGPVLAAQYGYLPGFLWLLIGCVIGGAVHD
                     TVVLFASMKHQGKSLSEVAKSELGPVAGWCTGLAMLFIITITMAGLSMVVVHALERNP
                     WGTFAVFMTIPIAICVGLWERMTGSMKGASYVGIAAIMVCVFVGPYIEGTWLGEWLML
                     KADTVSIILPMYAFFATALPVWMLLTPRGYLSSFMKIGVFGALIVGVVFINPEIQFPA
                     VTQFIHGGGPVLAGPVWPFISITIACGAISGFHAFIGSGTTPKQIDKWSDILPVGFGA
                     MLAECMVGVMALIAATSLHPADYFAINSSAEAWSALGMEVVNLPKLSEEIGLDLYGRT
                     GGAVTLAVGMTDIFIRVPWFNSLAAYFFQFVVMFEAVFILTAVDSGTRVARYLLQDFL
                     GDIWAPLKRTDWLPGTLVCSVIACALWGYLLNSGDINSVWALFGVSNQLMASVGLIIG
                     ATIILRLATKRVYMLTCVIPLAYLFVTVNYAGYWMITHVYFNSAAKGYNLFNGIISII
                     MMTLGVIILISALRKWRELWIRRSAEMAGNKVVTANA"
     gene            282949..283479
                     /locus_tag="YPA_0241"
     CDS             282949..283479
                     /locus_tag="YPA_0241"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12210.1"
                     /translation="MTFNDAITTTIDFVRVHEAWAIPIVFILAFGESLAFLSLLLPAT
                     VILLGLGALIGESGIPFWPIWAAAAAGAFFGDWVSYWVGIHYKDRVATLWPLSRNPQL
                     LVRGHAFFERWGFFGAFFGRFFGPLRAIVPLVAGICAMPQRYFQLANITSALIWAFGI
                     LAPGAFGIQWLSNWIG"
     gene            283687..285192
                     /locus_tag="YPA_0242"
     CDS             283687..285192
                     /locus_tag="YPA_0242"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA recombination protein"
                     /protein_id="ABG12211.1"
                     /translation="MDISLFYGLGGCLVGGLIGWLIASLSQQRTKAQQDIERRLLEQA
                     LQQAQQSIATLQMTQQRNEQQLRQSELEQRNLHSQLAANSEKLQQLAHWRNECEQLNQ
                     ELRAQREINSAQEAELREVTIRLEETRLATEEKQRLLLNSEQRLTTQFENLANRIFEQ
                     TGRRADEQNKQSLDRLLLPLREQLDGFRRQVQDSFGQEARERHTLTHEIRNLQQLNAQ
                     MAREALNLTKALKGDNKTQGNWGEVVLAKVLEASGLREGHEYQTQVSVKIDQTSRMQP
                     DVIVRLPQGKDVVIDAKMSLVAYERYFNSEDDAEREVALNEHLSSLRGHIRMLGRKDY
                     QQLPGLRSLDYVLMFIPVEPAFLVAIDRQPELINEALQHNIMLVSPTTLLVALRTITN
                     LWRYEHQSQNAQRIAERAARLYDKVRLFVDDMASLGQSLDKAQLSYHQAMNKLSQGRG
                     NLVGQVESFRTLGVEVKRPISPLLAEKACAEHQPEGDLALSDDAESGAFPE"
     gene            285284..286039
                     /locus_tag="YPA_0243"
     CDS             285284..286039
                     /locus_tag="YPA_0243"
                     /EC_number="2.1.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="2-octaprenyl-6-methoxy-1,4-benzoquinone
                     methylase / demethylmenaquinone methyltransferase"
                     /protein_id="ABG12212.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR001601"
                     /db_xref="InterPro:IPR004034"
                     /translation="MVDQEKETTHFGFRTVAKEQKEGMVAEVFHSVAAKYDLMNDLMS
                     FGVHRIWKRFTVDCSGVRRGQRVLDLAGGTGDLTAKFSRLVGEQGEVILADINESMLR
                     MGREKLRDKGIVGNVSYVQANAEALPFPDNFFDCITISFGLRNVTEKEKALRSMFRVL
                     KPGGRLLVLEFSKPLLEPLSKAYDAYSFHILPKIGELVAQDAESYRYLAESIRMHPDQ
                     ETLKGMMADAGFENVTYSNLTGGIVALHRGFKF"
     gene            286053..286703
                     /locus_tag="YPA_0244"
     CDS             286053..286703
                     /locus_tag="YPA_0244"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12213.1"
                     /translation="MSLRTLMLKPFLLKPRLLTPLITAALETVLNGVLFNDKSLKAAR
                     SRLVGKVLRIELREINFPLLFVFSERQVDVLSQWDDAADCLVKTDVAVLARLRDRQQL
                     SPLMRTGELVVEGDIQVVQQLVALLDLAEWDLAEWLAPYVGDVAAESLGQAIHKSSGF
                     LSRQLRQQQHYLAEAITEEWRMAPNLLEVMWFHEEVDATARATEALSSRLATMETK"
     gene            286703..288334
                     /locus_tag="YPA_0245"
     CDS             286703..288334
                     /locus_tag="YPA_0245"
                     /EC_number="1.14.13.-"
                     /codon_start=1
                     /transl_table=11
                     /product="2-octaprenylphenol hydroxylase"
                     /protein_id="ABG12214.1"
                     /db_xref="InterPro:IPR010232"
                     /translation="MTPGELRRLYLIIRVFLSYGLDELIPNIRLTLPLRVGRHLFFWL
                     SNRHKDKSLGERLRLALQELGPVWIKFGQMMSTRRDLFPPNIADQLALLQDRVASFDG
                     ALARKHIEIAMGGALETWFDDFDSQALASASIAQVHTARLKENGKEVVLKVIRPDILP
                     IIKADVRLMYRLAGWVPKLLPDGRRLRPREVVREYEKTLLDELNLLREAANAIQLRRN
                     FEDSPMLYIPEVYSDYCRESVLVMERIYGIPVSDIAALEDQGTNMKLLAERGVQVFFT
                     QVFRDSFFHADMHPGNIFVSYEHPHDPLYIGIDCGIVGSLNKADKRYLAENFIAFFNR
                     DYRRVAELHVDSGWVPRDTNVEDFEFAIRTVCEPIFEKPLAEISFGHVLLNLFNTARR
                     FNMEVQPQLVLLQKTLLYVEGLGRQLYPQLDLWTTAKPFLESWLRDQVGLPAVIRALK
                     EKAPFWAEKFPELPELVYDSLQQHKLLQQSVEKLTIQIQGQQQRQGQSRYLFGVGATL
                     LVSGTILFLADATEVSTGFIVAGALAWFIGWRRTC"
     gene            288514..288780
                     /locus_tag="YPA_0246"
     CDS             288514..288780
                     /locus_tag="YPA_0246"
                     /codon_start=1
                     /transl_table=11
                     /product="Sec-independent protein translocase protein
                     TatA"
                     /protein_id="ABG12215.1"
                     /db_xref="InterPro:IPR006312"
                     /translation="MGSIGWAQLLIIAVIVVLLFGTNKLRTLGSDLGASIKGFKKAMG
                     DDSQTPPTNVDKTSNDADFAKSITEKQQPVAKAEESKSHEKEQG"
     gene            288784..289446
                     /locus_tag="YPA_0247"
     CDS             288784..289446
                     /locus_tag="YPA_0247"
                     /codon_start=1
                     /transl_table=11
                     /product="Sec-independent protein translocase TatB"
                     /protein_id="ABG12216.1"
                     /db_xref="InterPro:IPR003998"
                     /translation="MFDIGFSELLLVLVIGLVVLGPERLPVAVRTVSGWIRTLRSLAA
                     TVQNELAQELKLQELQDSLKKVEQAGLQNLTPELKASMDELKEAAEALKRSYHVDAGS
                     EAPHTIHNPLVTEPEAIHDGVTPAEPATQVSALAQAPNILEAGTASVVDSVVEAAPVT
                     TVKSVVQGEVLVKSTPVQEVGLADVMDKPVTKQQIDTIDSHGTDLSSAGPSRIHQPGG
                     DQ"
     gene            289449..290225
                     /locus_tag="YPA_0248"
     CDS             289449..290225
                     /locus_tag="YPA_0248"
                     /codon_start=1
                     /transl_table=11
                     /product="Sec-independent protein translocase TatC"
                     /protein_id="ABG12217.1"
                     /db_xref="InterPro:IPR002033"
                     /translation="MAVDDTQPLISHLIELRKRLLNCIITILVVFLVLVFFANDIYNL
                     VSAPLIKQLPAGASMIATDVASPFFTPIKLTMMVSVFVSAPMTLYQVWAFIAPALYKH
                     ERRLMVPLLISSSLLFYLGMAFAYFVVFPLAFGFFAKTAPESVLIATDITKYLDFVMA
                     LFMAFGISFEVPIAIILLCWAGVTTPEALKKKRPYVFVGAFVVGMLLTPPDVLSQTLL
                     AIPMYLLFEVGVFFARFYTGKQRRAATEEDEGIDSHPKAP"
     gene            290281..290820
                     /locus_tag="YPA_0249"
     CDS             290281..290820
                     /locus_tag="YPA_0249"
                     /EC_number="3.1.21.-"
                     /codon_start=1
                     /transl_table=11
                     /product="Sec-independent protein translocase TatD"
                     /protein_id="ABG12218.1"
                     /db_xref="InterPro:IPR001130"
                     /translation="MFDIGVNLTSVQFAKDYHQVVNRAKEAGVLGILITGTDADESLA
                     AQTLAAEYPGYCWSTTGVHPHHASSWQDSVEQKIRTLAATASVVGIGECGLDFNRNFS
                     TPAQQEVAFTAQLALAAELSLPVFLHCRDAHERFIDLLVPWLDKIPAAVVHCFTGNSD
                     CNERCNSDPHPTPEIRSRG"
     gene            290847..291869
                     /locus_tag="YPA_0250"
     CDS             290847..291869
                     /locus_tag="YPA_0250"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12219.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            291869..292648
                     /locus_tag="YPA_0251"
     CDS             291869..292648
                     /locus_tag="YPA_0251"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12220.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            292901..293485
                     /locus_tag="YPA_0252"
     CDS             292901..293485
                     /locus_tag="YPA_0252"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12221.1"
                     /translation="MQRGCCFLRSTTTAGVALIVAMTLSVSAWAISEQAKSEQATTVP
                     NNDIVCHVAHLNARFDDKEGLFEGASQSGTLLILRNISARACQVNAMPVISFEGAVGQ
                     QLAVFRKVPRGMRQEPVLSPVTVAAGAEVAVQLRWVASDAFDGNNCVTPEKVVVTLLG
                     GTLRLPFGRQMCAASGDTEFFSQAPVGPATNEVQ"
     sig_peptide     292901..292993
                     /locus_tag="YPA_0252"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.742 at
                     residue 31"
     gene            complement(293602..294087)
                     /locus_tag="YPA_0253"
     CDS             complement(293602..294087)
                     /locus_tag="YPA_0253"
                     /codon_start=1
                     /transl_table=11
                     /product="S-adenosylmethionine:2-demethylmenaquinone
                     methyltransferase"
                     /protein_id="ABG12222.1"
                     /db_xref="InterPro:IPR010203"
                     /translation="MKYDTSDLCDIYHEEVNVVEPLFSNFGGRTSFGGKITTVKCFED
                     NGLLFDLLEENGLGRVLVVDGGGSVRRALINAELAELALKNEWEGIVVYGAVRQVDDL
                     AELDIGIQAMAAIPVGAADEGVGESDIRVNFGGVTFFSGDHLYADNTGIILSEDPLDI
                     E"
     gene            complement(294229..295158)
                     /locus_tag="YPA_0254"
     CDS             complement(294229..295158)
                     /locus_tag="YPA_0254"
                     /EC_number="2.5.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="1,4-Dihydroxy-2-naphtoate prenyltransferase"
                     /protein_id="ABG12223.1"
                     /db_xref="InterPro:IPR004657"
                     /translation="MKRKMSLSINTSQTQAWLESLRPRTLPLAFASIVTGSALAVWLD
                     SFKPAVALLALLTAGLLQILSNLANDYGDAVKGSDTEERIGPLRGMQKGIISHQQMKV
                     ALIITVILTIISGIALIAVACEKPSDILGFLLLGLMAIVAAITYTVGRKPYGYMGLGD
                     ISVLVFFGWLSVAGTYYLQAGHFDSIVMLPATACGLLATAVLNINNLRDIENDKANGK
                     NTLAVRLGPVVARYYHALLIGAAIFCLALFSILHLHSWHGWIFLLAIPLLGKHALFVL
                     RDPTAAGMRPMLEQMVKAALLTNILFAVGLVFS"
     sig_peptide     complement(295036..295158)
                     /locus_tag="YPA_0254"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.997 at
                     residue 41"
     gene            complement(295382..296713)
                     /locus_tag="YPA_0255"
     CDS             complement(295382..296713)
                     /locus_tag="YPA_0255"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-binding heat shock protein"
                     /protein_id="ABG12224.1"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR004491"
                     /translation="MSEMTPREIVSELDSHIIGQDKAKRAVAIALRNRWRRMQLNEEL
                     RHEVTPKNILMIGPTGVGKTEIARRLAKLANAPFIKVEATKFTEVGYVGKEVDSIIRD
                     LTDAAVKMVRHQSIEKMRYRAEELAEERILDVLIPPAKNNWGVPDESQEPSATRQTFR
                     KKLREGQLDDKEIEIDLAAAPMGVEIMAPPGMEEMTNQLQSMFQNIAGQKQKPRKIKI
                     KEALKLLIEEEAAKLVNPEELKQQAIDAVEQHGIVFIDEIDKICKRGQTSGPDVSREG
                     VQRDLLPLVEGCTVSTKHGMVKTDHILFIASGAFQVSSPSDLIPELQGRLPIRVELQA
                     LTTDDFERILTEPSASLTEQYKALMATEGVTIEFTREGIRKIAEAAWQVNERTENIGA
                     RRLHTVLERLMEDISYDASESSGQSITIDAEYVGKHLDELVADEDLSRFIL"
     gene            complement(296784..297308)
                     /locus_tag="YPA_0256"
     CDS             complement(296784..297308)
                     /locus_tag="YPA_0256"
                     /codon_start=1
                     /transl_table=11
                     /product="HslV component of HslUV peptidase. Threonine
                     peptidase. MEROPS family T01B"
                     /protein_id="ABG12225.1"
                     /db_xref="InterPro:IPR001353"
                     /translation="MTTIVSVRRDGHVVIGGDGQVTLGNTVMKGNAKKVRRLYNNKVI
                     AGFAGGTADAFTLFELFERKLEMHQGHLTKAAVELAKDWRTDRMLRKLEALLAVADET
                     ASLIITGNGDVVQPEDDLIAIGSGGPYAQSAARALLENTELGARDIVEKSLSIAGDIC
                     IYTNRFQTIEELTY"
     gene            complement(297408..298154)
                     /locus_tag="YPA_0257"
     CDS             complement(297408..298154)
                     /locus_tag="YPA_0257"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsN"
                     /protein_id="ABG12226.1"
                     /translation="MALAVALLVVFVGGLYFITHNKPGELPLLPNHDPRTGNGLPPKP
                     EERWRYIKELENRQIGVPMPTEPSAGGEVNAKTELTNEQRQLLEQMQADMRQQPTQLS
                     EVPYNQGMQQVPRSAVTIKPPATSVQPQPVTPPRQTTIPVQPQAPAPVRTPPAAPVTQ
                     AVTPPKVEKEKEKTQRWMVQCGSFKAVDQAESIRAQLAFAGIESRITSGGGWNRVVLG
                     PYNSKAAADKALQRLQGAGQSGCIPLSVGG"
     gene            complement(298319..299323)
                     /locus_tag="YPA_0258"
     CDS             complement(298319..299323)
                     /locus_tag="YPA_0258"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG12227.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MTTMKDVAEMAGVSTATVSRALMNPEKVSTVTRQKVEQAVLAVG
                     YSPHALSRNIKRNESRTILVIVPDISDPFFADVIQGIEHAAAQQGYLILIGDCAQQTQ
                     QERTFVNLIITKQIDGMLLLGSNLPFDASKEEQRNLPPMVMANEFAPELELPTVHIDN
                     LTAAYEAVNYLHELGHKRIACIAGPESLPLSHYRLQGYIQALRRNGITVDNDYIIRGD
                     FSYEAGAQSFAALMELPHPPTAIFSHNDVMAVGAIWQAKQLGLRIPQDVSLVGFDDLK
                     LSQFCDPPLTTVAQPRYQIGQQAMLLLLEQLQGHSVQSGSRLLDTELIIRESTAAPKH
                     "
     gene            complement(299700..301898)
                     /locus_tag="YPA_0259"
     CDS             complement(299700..301898)
                     /locus_tag="YPA_0259"
                     /codon_start=1
                     /transl_table=11
                     /product="replication restart DNA helicase PriA"
                     /protein_id="ABG12228.1"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR005259"
                     /db_xref="InterPro:IPR011545"
                     /translation="MSVVQVALPVPLARTFDYRLDSAMACPVVGARVSVPFGKRKAIG
                     IVVGLSDTSTFPLEQLKTIDAILDNHSLFPPSLWRILCWATEYYHYPIGEVLFHALPI
                     LLRQGRPAQSAPLWQWFVTEQGRATPPESLKRAPKQQQALAALLQKPVYRHQVNEMAL
                     TESALQALRSKGLIDLRAQEATTTDWRHSFSVLGERLRLNTEQATAVGAIRSEDNQFA
                     AWLLAGVTGSGKTEVYLSVLENILAQGRQALILVPEIGLTPQTIARFRERFNAPVEVL
                     HSGLNDSERLSVWLRARSGEAAIVIGTRSALFTPFSRLGVIIIDEEHDSSYKQQEGWR
                     YHARDLAVFRAREEGIPIVMGTATPALETLHNVQMGKYRQLTLTKRAGSAKPAAQHLL
                     DLKGLPLKVGLSQPLLKQMKTHLQAGNQVILFLNRRGYAPALLCHECGWIAECQRCDH
                     YYTLHQNHRQLRCHHCDSQRPVPQQCPKCGSTHLVSVGVGTEQLENELAPLFPETPIT
                     RIDRDTTSRKGSLEQYLADVHQGGARILIGTQMLAKGHHFPDVTLVALLDVDGALFSA
                     DFRSAERFAQLYTQVSGRAGRAGKQGEVILQTHHPEHPLLQILLQQGYDAFAKQALEE
                     RKSVFLPPYTSHIIVRSEDHDNQQSALFLQQLRNLLEASPLKDEALWIMGPVPALQAK
                     RGGRFRWQLLLQHPSRQLLQRLIKTSQPLISTLPQARKVKWTIDVDPIDS"
     gene            302141..302356
                     /locus_tag="YPA_0260"
     CDS             302141..302356
                     /locus_tag="YPA_0260"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L31P"
                     /protein_id="ABG12229.1"
                     /db_xref="InterPro:IPR002150"
                     /translation="MKQGIHPKYEQVTASCSCGNVIKINSTVGHDLNLDVCGECHPFY
                     TGKQRDVASGGRVDRFNKRFSVPGAKK"
     gene            complement(302881..303348)
                     /locus_tag="YPA_0261"
     CDS             complement(302881..303348)
                     /locus_tag="YPA_0261"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12230.1"
                     /translation="MDLNMNPNYAKPSAAFTAASWSALLGGFVIFLIGLWNADMQLNE
                     RGYYFAVLILGLFSAVSLQKTVRDKLEGLAITSIYYGLCWVAFIVAVLLLCIGLWNAT
                     LALSEKGFYGVTFFMTLFGAIAVQKNTRDSAMSSDTESASLFKKVRDQLKAED"
     gene            complement(303685..304002)
                     /locus_tag="YPA_0262"
     CDS             complement(303685..304002)
                     /locus_tag="YPA_0262"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional repressor protein"
                     /protein_id="ABG12231.1"
                     /db_xref="InterPro:IPR002084"
                     /translation="MAEWNGEYVSPYAEHGKKSKQVKKITVSIPLKVLKILTDERTRR
                     QVNNLRHATNSELLCEAFLHAFTGQPLPNDEDLRKERSDEIPEAAKILMRELGVDPDT
                     WEY"
     gene            304380..305369
                     /locus_tag="YPA_0263"
     CDS             304380..305369
                     /locus_tag="YPA_0263"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12232.1"
                     /db_xref="InterPro:IPR000277"
                     /translation="MTRKQATIAVRSGLNDDEQYGCVVPPIHLSSTYNFIDFNQPRTH
                     DYSRRGNPTRDVVQRALAELEGGAGAVMTSSGMSALHLVCTTFLQPGDLLVAPHDCYG
                     GSYRLFDSLSKRGAYRVLFVDQGDEAALNCALAEKPKLVLIETPSNPLLRVVDIAAIC
                     QAARAAGALTVCDNTFLSPALQQPLSLGADLVVHSCTKYLNGHSDVVAGAVIAKDPEL
                     VVELAWWANNIGVTGAAFDSYLLLRGLRTLSPRMAQQQRNADDIVRYLQQQPLVKKLY
                     HPSLPQHPGHEIACRQQSGFGAMLSFELDGDEQVMRRFLSALELFTLAESLGG"
     gene            305396..305539
                     /locus_tag="YPA_0264"
     CDS             305396..305539
                     /locus_tag="YPA_0264"
                     /codon_start=1
                     /transl_table=11
                     /product="cystathionine gamma-synthase"
                     /protein_id="ABG12233.1"
                     /translation="MTHAGMAAEARIAAGITDSLLRISVGIEDSEDLIADLDHAFQLA
                     VTR"
     gene            305542..307977
                     /locus_tag="YPA_0265"
     CDS             305542..307977
                     /locus_tag="YPA_0265"
                     /EC_number="1.1.1.3"
                     /EC_number="2.7.2.4"
                     /codon_start=1
                     /transl_table=11
                     /product="homoserine dehydrogenase / aspartate kinase"
                     /protein_id="ABG12234.1"
                     /db_xref="InterPro:IPR001341"
                     /db_xref="InterPro:IPR001342"
                     /translation="MNATAVAAAATGRQLHKFGGSSLADVKCYLRVANIMANYSHPGD
                     LMVVSAAGSTTNQLISWLKLSQNDRLSAHQVQQSLRRYQHDLINGLLPPEMAEPLISE
                     FIHDLERLAGLLDNKIDDVIYAEVVGHGEIWSARLMSALLNKLDMDAVWLDARRFLRA
                     ERAAQPQIDESRSYPLLQQLMAQHPHQRLVVTGFISRNEAGETVLLGRNGSDYSATQV
                     GALAGAERVTIWSDVAGVYSADPRKVKDACLLPLLRLDEASELARLAAPVLHTRTLQP
                     VSGSDIDLQLRCSYQPEQGSTRIERVLASGLGAKIVTSHDDVCLIELQIASHHDFSLA
                     QKEIDLLLKRAQIKPLATGIHPDRNLLQLCYTSEVVNSALRVLEDAALPGKLSLREGL
                     ALVALVGAGVSKNPLHSHRFYQQLKDQPVEFVWQAEDGISMVAVLRLGPTEHLIQGLH
                     QSLFRAEKRIGLMLFGKGNIGARWLELFAREQKSLSARSGFEFVLAGVVDSRRSLLSY
                     DGLDASRTLAFYNDEAKEQDEESLFLWMRAHPFDDLVVLDVTASPSLAEQYLDFASYG
                     FHVISANKLAGASSSNNYRQIRDAFAKTGRHWLYNATVGAGLPVNHTVRDLRDSGDSI
                     LAISGIFSGTLSWLFLQFDGSVPFTELVDQAWQQGLTEPDPRVDLSGQDVMRKLVILA
                     REAGYDIEPNQVRVESLVPAGAESGSVDQFFENGEALNQQMIQRLEAAKEMGLVLRYV
                     ARFDANGKARVGVEAVRTDHPLASLLPCDNVFAIESRWYRDNPLVIRGPGAGRDVTAG
                     AIQSDLNRLSQLL"
     gene            308210..309094
                     /locus_tag="YPA_0266"
     CDS             308210..309094
                     /locus_tag="YPA_0266"
                     /EC_number="1.5.1.20"
                     /codon_start=1
                     /transl_table=11
                     /product="5,10-methylenetetrahydrofolate reductase"
                     /protein_id="ABG12235.1"
                     /db_xref="InterPro:IPR004620"
                     /translation="MSFFHANQREALNQSLSELQGQINVSFEFFPPRTSEMEDTLWSS
                     IDRLSTLKPKFVSVTYGANSGERDRTHSIIKGIKERTGLEAAPHLTCIDASPTQLRDI
                     AIDYWNSGIRHIVALRGDLPPNSGKPEMYACDLVGLLKDVGDFDISVAAYPEIHPEAK
                     SAQADLINLKRKIDAGANRAITQFFFDVESYLRFRDRCVATGIDVEIVPGILPVSNFK
                     QLQRFATMTNVRVPNWMTSIFDGLDNDPETRKMVGASVAMDMVKILSREGVKDFHFYT
                     LNRAELSYAICHTLGVRP"
     gene            complement(309272..310057)
                     /locus_tag="YPA_0267"
     CDS             complement(309272..310057)
                     /locus_tag="YPA_0267"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS1661"
                     /protein_id="ABG12236.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(310111..310791)
                     /locus_tag="YPA_0268"
     CDS             complement(310111..310791)
                     /locus_tag="YPA_0268"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion element IS1661 DNA-binding protein"
                     /protein_id="ABG12237.1"
                     /translation="MPATARYVTEVAMAEQAIFMYFSGLTPLAVPFQRGHNALNPRSW
                     IFLSMIWRFGSMKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAFRRQG
                     EAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYREGGK
                     EALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALREEKAL
                     REQQKKPE"
     gene            310898..312322
                     /locus_tag="YPA_0269"
     CDS             310898..312322
                     /locus_tag="YPA_0269"
                     /codon_start=1
                     /transl_table=11
                     /product="Sodium:galactoside symporter family protein"
                     /protein_id="ABG12238.1"
                     /db_xref="InterPro:IPR001927"
                     /translation="MSLDSQHLCSLKDEGDKRLKINMNNSGMKIPMKELASYFGYGMG
                     QCFSFGLVGTFILFFYTDIMGISPVAASMIFLIARVWDAIHDPLIAGVMDTINMRRGK
                     FRPYLLFTPFLIFLVTVAAFYNIEASLMTKTIYAGVTYILWGTLYALSDIPFWSMSTV
                     MTDEPQERAKTATCAMLGVNAGIGATMILFPYISGLFAENSADRGYFAGVVILMVLGV
                     ILMLNGFFNTKERVNVTVTEKVTLKQTFIVVWQNKPLFFILSAFFMNVFSNIVNTFYI
                     FFFTYNMGDAELVSVIGLITFTCALACLGTPFLTRHFKKRDLFITLCVLEIIARVGFW
                     FTGYNNVVSVMVWLTVITAIFMMTNPLISAMIADTVEYSYYHTGKRCAAITFSGQTFV
                     GKLSVAVAGGVSGLILSILGYMPNVAQSTWTLNGLFFCISLLPAVGAVVRILIMRKYK
                     FTEDEHAILREELKQGRFHSSVGK"
     gene            complement(312581..314761)
                     /locus_tag="YPA_0270"
     CDS             complement(312581..314761)
                     /locus_tag="YPA_0270"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ferric siderophore receptor"
                     /protein_id="ABG12239.1"
                     /db_xref="InterPro:IPR010105"
                     /db_xref="InterPro:IPR010917"
                     /translation="MKHKHLWVLNPCLLVMLTPAAWAEDQLVVSANRSHRSVAEMAQT
                     TWVIEGQELEQQVQGGLEIKDILAQLIPGIDVSSQGRTNYGMNMRGRSIMVMIDGVRL
                     NSSRSDSRQLDSIDPFNIAHIEVISGATSLYGGGSTGGLINIVTKKGQEGKQVELQIG
                     GKTGFNSHNDHDENISAAMSGGTERAFGRFSVSYQRYGGWYDGKGNEVLIDNTQTGLQ
                     YSNRLDVMGTGTLNIDENQQLQLTTQYFNSESDGKHGLYLGQNFSAVTGTGQASNSAA
                     LNSDRIPGTERHLINLQYSNTDFWGQDLVAQVYYRDESLTFYPFPTLKDGKVSTIGAS
                     QQKTDFYGSKLTLNSEPIDSLTLTYGIDLEHESFNANQQFFNLAKAQQSGGMTLENAY
                     NVGRYPSYTTTNLAPFLQTRYDINPIFTLSGGVRYQYTENKVDDFVGYAQQQAIASGS
                     ATSADPVPGGKTDYNNFLFNAGLLAHLTESQQTWFNFSQGFEIPDLAKYYGSGSYTLV
                     NGHYQLQNSVNVNDSKLEGIKVDSYELGWRYTGDNLRTQMAGYYSLSDQTISINKTDM
                     TINVLPDKRRIYGVEGAVDYFFDNSEWSAGATFNLIKSETKVSGKWQKLTIDAASPSK
                     ATAYIGWAPGDWNLRVQSQQTFDVSDSKGDKIDGYNTIDFLSSYALPVGKLSFSIENL
                     LDKEYTTVWGQRAPILYSPTYGSPNLYSYKGRGRTFGVNYSVLF"
     sig_peptide     complement(314690..314761)
                     /locus_tag="YPA_0270"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 24"
     gene            complement(314833..316161)
                     /locus_tag="YPA_0271"
     CDS             complement(314833..316161)
                     /locus_tag="YPA_0271"
                     /EC_number="1.14.13.59"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore biosynthesis protein IucD"
                     /protein_id="ABG12240.1"
                     /db_xref="InterPro:IPR005829"
                     /translation="MNQPLDFIGIGIGPFNLSIAALGSEVSGFNSKFLERKPHFSWHP
                     GMMVPDCHMQTCFLKDLVSTVSPTNTYSFLNYLVQHKKFYRFLTTEHRTVSREEFADY
                     LRWAASGMSSLEFSQDIQSVDFDDQQRHFVVTTPRNVYHARHVCLGIGKRIKLPDCVT
                     EQNDRCFHASEMALRNPDLTGKRVTIVGGGQSGADLFLNIFLAAWGQPKQLNWISRRN
                     NYNALDEAAFANEYFMPEYVESFYTLNDSAKQHMLAEQRMTSDGITSESLLAIYRAMY
                     HQFEVLHEKPWARLLPSRSLTNMHTRGNGYQLLTHHHLDQGTETFDTDVVIFATGYQQ
                     DRPAFLDPLADRLQTTADCQYQVAPDFVLDWQGPRENCLFAVNAGMHSHGIAEPQLSL
                     MAWRSAHILNRALGRTQFDLTSTPAVIQWRSQQSGVPAHPEHPVLNCIDI"
     gene            complement(316158..317906)
                     /locus_tag="YPA_0272"
     CDS             complement(316158..317906)
                     /locus_tag="YPA_0272"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore biosynthesis protein IucC"
                     /protein_id="ABG12241.1"
                     /translation="MITTDYANWQQVNRHMIAKILSELEYERTLHAELHGETGRITLP
                     GAVYTFNGKRGIWGWLHIDPATLRCEGVPLAADHMLRQLALVLKMDDSQVAEHLEDLY
                     ATLRGDMQLLSARHGMSAEALIALNDDALQCLLAGHPKFIFNKGRRGWGLTALQHYAP
                     EYQGQFRLHWVAAKRGSFIWCVDAEYPLDNLLNSAMDPAERQRFDRRWRECQLNDDWV
                     PVPLHPWQWQQKIALHFLPQLAEGELIELGEFGDHYLAQQSLRTLTNVSRRVPFDIKL
                     PLTIYNTSCYRGIPGKYISAGPAASRWLQQVFAQDRTLHESGAEILGEPAAGYMLHQT
                     YATLAKAPYRCQEMLGVIWRENPSCYLREGEHAILMATLMETNNQGHPLIAAYIARSG
                     LSAEAWLEQMFRVVVVPMYHLMCCYGVALIAHGQNITLVMKDHAPQRILLKDFQGDMR
                     LVDKDFPQAASLPNVVKDVTVRLSADYLIHDLQTGHFVTVLRFISPLMQACNLSEYRF
                     YQLLAQVLERYMAQHPDLADRFTLFNLFKPQIIRVVLNPVKLTYSEQDGGSRMLPDYL
                     QDLDNPLYLVTKELAQ"
     gene            complement(317903..318853)
                     /locus_tag="YPA_0273"
     CDS             complement(317903..318853)
                     /locus_tag="YPA_0273"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore biosynthesis protein IucB"
                     /protein_id="ABG12242.1"
                     /translation="MGPHAKLIHSGGSFYCEHLGKALTLGLGLDGSAVLHLPGPLPPG
                     WLVQALDQLFIAAPQLTGIALPYAEWRDAPQAMALFALISSDYVAREIFYQLPLWLGA
                     ERNRTAGQMQYDTERHLWYPQRPPRPDGEVYRRFDPNIKRTLSFRLPEVDHDAPQFTR
                     WMNSPRVDAFWEMSGPLDVQAAYLQRQLDSPYCYPLLGCFDDQPFGYFEVYWAAEDRI
                     GRHYRWQPFDRGLHMLVGEENWRGAQYIHSWLRGLTHYLYLDESRTTRVVAEPRIDNQ
                     RLFHHLPAAGYHTLKEFDFPHKRSRLIMNQRADFFREGTR"
     gene            complement(318837..319907)
                     /locus_tag="YPA_0274"
     CDS             complement(318837..319907)
                     /locus_tag="YPA_0274"
                     /codon_start=1
                     /transl_table=11
                     /product="siderophore biosynthesis protein, IucA familly"
                     /protein_id="ABG12243.1"
                     /translation="MHPWQADHLLKQDWCQQLVQQNALHDLGEAGERWLPTSSSRSLY
                     SPSNRDMVKFSLSVRLTNSVRTLSVKEAKRGMRLARLAQTPRWQELQARYPTFRVMQE
                     DGWAGLRSADFTLQEESLLVLRDNLLFSQPDSQTNVLVTLTQAAPDGGDSLLASAVRR
                     LAARLNLPLQQAAFCWLDAYCQHVLLPLFSTEADYGLVLLAHQQNILVEMQQDLPVGM
                     LYRDCQGSGFTQSALPWLAEIGEAEAENSFSEQQLLRYFPYYLLVNSSLAVTAALAAA
                     GFDSEENLMVRVRDALSALRTCAKNTLCLDYVLDSPHWHCKGNFFCYLHDHNENTIVD
                     PAVIYFDFVNPLHQGVIHGATR"
     gene            complement(320000..320608)
                     /locus_tag="YPA_0275"
     CDS             complement(320000..320608)
                     /locus_tag="YPA_0275"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12244.1"
                     /translation="MTIPVETLATDVAAQCFLNALIRETQDWQIVPAAGHQPYPQLHI
                     PLSSSHAIHIALCHISPTQHHHYLFPAYLHQQGNDRQDDDTPVKLGIEQLVTLLLEKP
                     TVKGELSDDVVARFRQRVLESHDNTQQAINIRLDWPSLRDKPLNFAQAEQGLLAGHAF
                     HPAPKSHQPFNEKQAQRYLPILPPASHYAGLQSINATCAAIA"
     gene            320748..321971
                     /locus_tag="YPA_0276"
     CDS             320748..321971
                     /locus_tag="YPA_0276"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12245.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MRISSESDARSSGLTSSTHWPLAFCVGLLGIGQNGLLVVLPVLV
                     SRTHLSLSVWAGLLTLGSMLFLVGSAWWGRQSEIRGCKFVVIMALAGYLLSFVLLALA
                     VWGLSAGWLSEMAGLGWLIVARIIYGLTVSGMVPASQTWALQRAGYEQRMAALATISS
                     GLSCGRLLGPLCAALALSIHPIAPLWLMAIAPLIALLVVYRQYNDPPLPPVVHQQNRL
                     RLNMLPYLLCALLLAATVSLMQLGLAPHLSRLFSHSATTVSHHVAILLSIAAGCTLLA
                     QFLVVRPQRFTPPQLLLVAALLMVLGLGLMCVQPLVLFYLGCALASFGAAMATPGYQL
                     MLNDRLSTGKGSGVIATSHTLGYGMSALMVPVVAKFYGESQLVAAAFMMAILLGGISG
                     WLWCQHRTTAHSVGE"
     gene            complement(322261..323094)
                     /locus_tag="YPA_0277"
     CDS             complement(322261..323094)
                     /locus_tag="YPA_0277"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12246.1"
                     /translation="MTNKIMPKVNREGRRSFLQKSIAVVATGVVTHAFSAPNITLEKD
                     TKPQPGTCILSVEQMAGPYIKSNMPIRRNIAENENGVPLLLKITVIDSNSCRPLEYYY
                     VDIWQCNARGRYSGWSYVDPDKDAPSGEVASINRTDEKSFLRGSQVTDSHGLVRFTSI
                     YPGFYAGRAVHIHFAIKPPKASPQEVDKYSFISQLYFPEEFNSEIEQRAEYSLRKIKR
                     LINSDDEIFNEANGENAVLAVSKINENDINDGVLAEITIAINKDILSKRIDPKDILKI
                     T"
     sig_peptide     complement(322987..323094)
                     /locus_tag="YPA_0277"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.941) with cleavage site probability 0.864 at
                     residue 36"
     gene            complement(323471..324847)
                     /locus_tag="YPA_0278"
     CDS             complement(323471..324847)
                     /locus_tag="YPA_0278"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12247.1"
                     /db_xref="InterPro:IPR000379"
                     /db_xref="InterPro:IPR006311"
                     /translation="MLTRRKFLMMSAGAGLLLSVPMLARTGVQPAQAATAITQVFGDG
                     IRLTAVAVEYPTEVSAEGLNPADFHVEGRTVTGVWTSTSTNPADIAPSGRYMIIALSP
                     DDKNATLAEQVQPNSKNNSNKSANGRGGPGNAGDIPAYDTVYRTAQATVLRLPSVHTA
                     SGDTLPASEKALTTQYVENLIVDDFQQLEFYDEKTGKKLKYNLFIPKDYSPDKDYSPD
                     KNYSPDKAWPLVLFMHDAGATSDVTRTTLYQGLGAIAWASPEDQAQRPCFVLAPQYEE
                     IIADDDSKTSDMLDTTIDLINVLSEQYNIDKSRIYATGQSGGCMMTIAMNIKYPDFFA
                     ASFLVAGQWDPALVKPLAQQKLWILVSQDDNKAWPGQNAIIDVLEKEGVQISRAIWDG
                     TWNEEQFRQAFEQIEAEKSPINYVAFREGTVIPEGQSTEGASGHRNTWRIAYTISPIR
                     EWIFRQQR"
     sig_peptide     complement(324746..324847)
                     /locus_tag="YPA_0278"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.956 at
                     residue 34"
     gene            325409..326152
                     /locus_tag="YPA_0279"
     CDS             325409..326152
                     /locus_tag="YPA_0279"
                     /codon_start=1
                     /transl_table=11
                     /product="quorum-sensing transcriptional regulator"
                     /protein_id="ABG12248.1"
                     /db_xref="InterPro:IPR000792"
                     /translation="MHSVFNRSNEVIETLRDYIDRKLTIYDSPKYTYMVINKKNPGDI
                     FIVTSYPNEWAELYTNNNYQNIDPVVLIAFRRFSPFSWDENITVLSELKLSKIFTLSK
                     KYNIVNGFTFVLHDTMNNLAMLSLIMDDSALNGVESRVLNDRDRLQMLLIETHEKMLT
                     LSQRNMNIQERQGKGMPGKAILSPRENEVLYWASMGKTYQEIAIITNITPRTVKYHIG
                     NVVKKLGVINAKQAIGLGVELEIIKPILA"
     gene            complement(326133..326783)
                     /locus_tag="YPA_0280"
     CDS             complement(326133..326783)
                     /locus_tag="YPA_0280"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acylhomoserine lactone synthase YspI"
                     /protein_id="ABG12249.1"
                     /db_xref="InterPro:IPR001690"
                     /translation="MLEIFDVRYDELTDIRSEDLYKLRKKTFKDRLNWEVNCSNGMEF
                     DEYDNSDTRYLLGIYQGQLICSVRFIELHLPNMITHTFNALFDDVALPKRGYIESSRF
                     FVDKTRAKLLFGNHYPISYLFFLSIINYSRHNGYTGIYTIVSRAMLTILKRSGWQVEV
                     IKEAHITEKERIYLLHLPIDRDNQARLLLQVNQRLQDPCSVLSTWPISLPVMPESA"
     gene            327958..328608
                     /locus_tag="YPA_0281"
     CDS             327958..328608
                     /locus_tag="YPA_0281"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12250.1"
                     /translation="MNGKIDRVTHALTCVSVWIGWFALSFSLLLFPGYVGIYRSGMAT
                     PLLYIVFWLPFTLLAWKHYQKSFGLMPLGRITLQDMLIPGLALLGLTAIFQFFGQPEP
                     WVESLLQPSTFTQILLVITICVFAPISEEIIFRGFLLNAGIGFGRRGRLLAVVITSLL
                     FALVHTQYLYPATFVSLFVFSAILCEVRIRTGSLLMPMVLHSANNIASVAWVLTLS"
     gene            329059..329454
                     /locus_tag="YPA_0282"
     CDS             329059..329454
                     /locus_tag="YPA_0282"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG12251.1"
                     /translation="MMNKFFKIISINLLAISLGGCGMMLNPLLMKQAEVEPNNLPDGK
                     LGQPYYAKLRITGGGGAIASFKGESMPVGSGLVLTSDNPERPPGRDELVIKGIPVISG
                     DITFRVSGALFSSADKGYFGKEYKLKIAE"
     sig_peptide     329059..329154
                     /locus_tag="YPA_0282"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.845) with cleavage site probability 0.709 at
                     residue 32"
     gene            329522..329785
                     /locus_tag="YPA_0283"
     CDS             329522..329785
                     /locus_tag="YPA_0283"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion element protein"
                     /protein_id="ABG12252.1"
                     /db_xref="InterPro:IPR003220"
                     /translation="MACINVHCPRCDSALVYRHGQNPKGQSRFRCRECRSVFQLTYTY
                     QARKPEVKGQIVDIAFSGTGVWDTARTLKIGINTVIRTLKNSC"
     gene            331730..332230
                     /locus_tag="YPA_0284"
     CDS             331730..332230
                     /locus_tag="YPA_0284"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12253.1"
                     /translation="MSSSSFQNEIPKARINIKLDLHTGGAQKKVELPLKLLVMGDYSN
                     GQEQRPLSEREKLNINKNNFNSVLAEFQPSLKLAVPDTLAGDNTDTAVSLTFNDMKDF
                     EPENVARQIPQLRALLAMRNLLRDLKSNLLDNATFRRELENILKDDALSDELRAELAA
                     LAPKEG"
     gene            332279..333817
                     /locus_tag="YPA_0285"
     CDS             332279..333817
                     /locus_tag="YPA_0285"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12254.1"
                     /translation="MSVQENRAQGTATTVLKNSPAAQGVYAALFEKINLSPVSSLAGI
                     EAFQNNDALAEATTDERVTAAVSVFLDLLKQSAKKVEKLDKTLLDGHIAALDDQISRQ
                     LDAVMHHPDFQRVESTWRGVKSLIDQTDFRQNVRIELLDISKDHLVQDFEDAPEISQS
                     GLYAQTYIQEYDTPGGEPIAAAISNYEFDRSPQDIALLRNISKVAAAAHMPFIGSVGP
                     EFFGKENMEDVAAIKDIANYFDRAEYIKWKAFRDSDDSRYIGLTMPRVLGRLPYGPDT
                     VPVRSFNYVEQVKGPDHDRYLWTNASFAFAANMVKSFIKNGWCVQIRGPQAGGAVTNL
                     PIHLYDLGTGNQVKIPSEVMIPETREFEFANLGFIPLSYYKNRDYSCFFSANSAQKPA
                     LYDTADATANSRINARLPYIFLLSRIAHYLKLIQRENIGTTKDRRLLELNNWVRGLVT
                     EMTDPGDDLQASHPLRDAKVTVEDIEDNPGFFRVKLYAVPHFQVEGMDVNLSLVSQMP
                     KAKA"
     gene            333829..335181
                     /locus_tag="YPA_0286"
     CDS             333829..335181
                     /locus_tag="YPA_0286"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12255.1"
                     /translation="MKIERPLWARGILVSPQQFQQQASWEAWTNECIAQMAVMHPWGV
                     LQATFELDALAQGRLKAARLHVRFQDGVLVDTECADVLPPTLTLAASLPAEASDATVM
                     LAIPQLYANGGNCLQPDERGERPVRYRQAWRDVQNQFGDDKKQVAVMYHQLTLRLDTQ
                     ENGDYQVCPVARLLRDAQGRWTLDPGFIPPMLSLQASAWCGEQLELLMVQLRARLQRL
                     MGMRRESNARMADFAVADVSLFWLLNALNSAEPVLGNFQRYPQVHPERLYQELARLAG
                     SLLTFSLEHEVTAIPVYQHEQLTRVFPPLFALLNILLEASLPSRVVAIELVHEPRINQ
                     WRATLRDPRLREGADFYLSVRSSLPAAQLQTQFPQLCKAGAPDEVGNVVNVALSGIPL
                     RPLSHVPAAIPLRLENQYFSLDLSHPAATQMMETGACVFYVPGTLGEIQLELFAVLRA
                     "
     gene            335178..335864
                     /locus_tag="YPA_0287"
     CDS             335178..335864
                     /locus_tag="YPA_0287"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12256.1"
                     /db_xref="InterPro:IPR001248"
                     /translation="MNPHLTEHPPVGDIDALLQDTWLQVISLRQGVTCAEGEGQAFWQ
                     RCVADIERVHQALKDAGHSEQSCQHIRYAQCALLDETVKGRGVQDDAYFVWCHSPLQA
                     HFFNTLDAGSQLYERMRAVLREPAPDRAVLTCFHRVLMLGFLGGYASPAASEREQLID
                     QLSVQVPAFSVAPSRGILASAASRNRLGIWLRYWPVRLGLAALMVALLWWGLDHWLSG
                     LLATLLPEPV"
     gene            335864..337600
                     /locus_tag="YPA_0288"
     CDS             335864..337600
                     /locus_tag="YPA_0288"
                     /codon_start=1
                     /transl_table=11
                     /product="putative OmpA-family membrane protein"
                     /protein_id="ABG12257.1"
                     /db_xref="InterPro:IPR006665"
                     /translation="MSRWWQRGLWLWAGLLAVILCLAFLPLSPWGRWLMLAWVVLICM
                     LGGSRAGRQAAGASSDPLFAGLATENGLLPENSRLPVVLVCGDGLASWFGRERSHQSA
                     QGCWLRVDDISTLRQFARQLLWQRPEWAAQLAVMMVVNPQQRRDERLLAADLQELRWQ
                     LMQLRRDSRHPVPLLLSSTVATSVARDTVWLSQQQTPPLTLWSTVSTPGSLADWQRAE
                     SRAVQAERLKQAVLFSSQHDWLNAQVLPVLQAPNADVDPLAPQQIIQQQVASLADPVP
                     ASLWQHWLAAHTTLTQVAGWHPPPPAAHDALPLPDFVFSALPLGSGVSSRRRVLRHGV
                     TLLTLAAMVALCSSAWQNRQLLHRVAFDIRQYHSVAMTDYSPKAQAVAVLHRDAGLLD
                     EGYRNGEPLRLGLGLYRGERLRPPLLAAIKSYIPPPPPPPAPPAPKTVRLDSLSLFDV
                     GKFTLNAGSTKMLVTALIDIKAKPGWLIVVAGHTDITGDAQANHILSLKRAEALRDWM
                     LSTSDVSPTCFAVQGYGATRPIADNDTPDGRALNRRVEISLVPQADACQGPDVKTASQ
                     DESDVSTQEMEK"
     sig_peptide     335864..335959
                     /locus_tag="YPA_0288"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.951) with cleavage site probability 0.835 at
                     residue 32"
     gene            337604..338095
                     /locus_tag="YPA_0289"
     CDS             337604..338095
                     /locus_tag="YPA_0289"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12258.1"
                     /translation="MAIPVYLWLKDDGGADIKGSVDVQSREGSIEIVAQDHNLYIPTD
                     NNTGKLTGTRIHTPFVFTKEIDASTPYLYKAVTTGQTLKTAEFKWYRIDDAGQEVEYF
                     NTKLENVKVVKVAPKMHDVKDPAKEKHNHLELVELRYEKITWTFKDGNIIHSDSWNER
                     ATA"
     gene            338513..341161
                     /locus_tag="YPA_0290"
     CDS             338513..341161
                     /locus_tag="YPA_0290"
                     /codon_start=1
                     /transl_table=11
                     /product="Clp ATPase"
                     /protein_id="ABG12259.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTTHSAHLLRRLNPYCAQALAGAATLCQTRAHAEITVEHWLLKL
                     LEQGEGDITVIARRYEWDMDSLWQGLLAYLDTLPRTVQGKPQLSAALQQLIKSAWLDA
                     SLQENADAVRSVHLMAALINSPSLLAADAAWPLLSLSTTQLHRLLPLLDSQSDERPEI
                     QQAAALADSPVNLTDEAATVTSASGQPQLNDALQAALDKFTLDVTAKARANQIDPIFG
                     RDSEIRQMIDILSRRRKNNPILVGEPGVGKTALVEGLALRIAEGNVPDSLKTVSVRTL
                     DLGLLQAGAGVKGEFEQRLKNVIEAVQQSPSPVLLFIDEAHTIIGAGNQAGGADAANL
                     LKPALARGELRTIAATTWSEYKQYFERDAALERRFQMVKVDEPDDDTACLMLRGLKER
                     YATHHGVHILDAAITAAVTLSRRFLTGRQLPDKAVELLDTAGARVRMSIDTLPTALMA
                     INAELAALAMEQQAIEQDLLLLPNVSSTRLPEIEQRRAALAVGQHTLEQQYKEEKRLT
                     TLIIEARQDIANVAHLVALQEELVQIQGNAPLLSLDVDVRTVAAVIADWTGVPLSSLL
                     KDEQTDLLQLENHLATRVVGQDTALGALAQRLRAAKTGLTSENGPLGVFLLVGPSGIG
                     KTETALALADSLFGGEKSLITINLSEYQEAHTVSQLKGSPPGYVGYGQGGVLTEAVRK
                     RPYSVVLLDEVEKAHRDVLNLFYQVFDRGFMRDGEGREIDFRNTVILMTANLGSDHLM
                     QLLDEQPEATHSDLHELLRPILRDHFQPALLARFQTLIYRPLNAIALRTIVEMKLAQV
                     AKRLNKHYGLHCTIEESLYDTLVAACLLPDTGARNIDSLLNQQILPVLSQQLLSRMSE
                     QQRTTSLTLGWDEADGITLEFEGGEK"
     sig_peptide     338513..338614
                     /locus_tag="YPA_0290"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.981) with cleavage site probability 0.977 at
                     residue 34"
     gene            341158..343506
                     /locus_tag="YPA_0291"
     CDS             341158..343506
                     /locus_tag="YPA_0291"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12260.1"
                     /db_xref="InterPro:IPR006533"
                     /translation="MNTTLPTLRFDHSHHKLVVRDSTAAVDVLGFEGHESLSQPFCYD
                     IQFTSADKAIDPATMLMHDASLTLAAPMAEAFGVTVQQTQRVIQGVVTGFKRLSASKE
                     ECRYELSLQPRLALLSRSHQNGIYQDMSVPQIVEKILRERHDMRGQDFVFTLAREYPR
                     REQVMQYGEDDLTFIRRLLAEVGIWFRFTADPKLNIDVVEFYDDQRFYQQGLTLQAVP
                     PSGMHDSGMESVWDLSSAHQVVEKSVSTGDYNYRTATADMTAGADITRGDTTTYGEAY
                     HYADNYLTAGSEGREPESESGAFYARLRHERYLNNQARFAGVANAAALSPGQELKVTG
                     NDVPAQFGKGVIVTRITSHARRDRSYEVHFEAIPYSEEYCFRPILINKPKMAGTLPAR
                     VTSTTVNDTYGHIDKDGRYRVNLMFDRDSWEQGYESLWVRQARPYAGDSYGLHLPLLA
                     GTEVAIAFEDGNPDRPYIASVLHDSAHGDHVTISNYKRNVLRTPSNNKLRLEDERGKE
                     HIKLSTEYGGKSQLNLGHLVDNEKQPRGEGFELRTDSFGALRAEKGIFISADGQAKAQ
                     GQVLEMQPAISLLKSAQEQMEAISADAQTATASPANLQVQISLLQQNLTELKQAVLLL
                     SAPKGIALSSGEHLQLSASENLIATAGKNADVSVGKNFFIGVGNTLSVFVRKLGIKLI
                     ANQGRITVQAQNDLMELLARKAITITSTEDEIKITAKKKITLNAGGSYITLDENRIES
                     GTAGEYLTKAGYYGRQEKANKPEDFPSVAPETTEPTSHFTFS"
     gene            343590..345743
                     /locus_tag="YPA_0292"
     CDS             343590..345743
                     /locus_tag="YPA_0292"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12261.1"
                     /translation="MMPVSSRRGYPLNTSDSWHGGIHIPHTDSGALPEKVRAIADGTV
                     VSFRMPSKPWERDQFPLKYSPLRGTDDGYVLLKHETEIGSGDDGKVVFYSLYMHLKHL
                     EAEIKTDAKIYRKAPLGSSGMTDGQNEFHFQIFCDEANTRKLVGRTTGELNINESGRK
                     DVVYGDIHFYLPAGTKFYEARPSANIATTTNLNEVHTSAVPLYASMSLSKGAGTMITR
                     QACANAEGAFEPVGSPLVNADGKDYEYNLYKTATSRYPQSPSAGYELLRFGRIINTEH
                     ETLVPADAPLWMTVNYPGGQGVVNLAVATVKKFSDADFPHWTGWQLIDDDKDMHSQCN
                     SAAIRKLREKDRYAAQSSKLICCIPFEWEKSTIDTRYKWLMTGLPWEQCTPEKTATWQ
                     IPGSQESKDRILMNEEDYGRFKQHAEALCFDSGALGSGKVWHFDPRGFIENFRKSRWL
                     DEIDLSRVYSTTAKDVREKYRTSINFILIKYGMNNPIRTAHFLGQGAIESQNLNLMVE
                     GSVSFSRHPDHPSFAEEINGYYADPTDIYGYFHNYEREGNDLGNITKSDLRDSRNNLL
                     TVVIGRDSNNRPILTAPQRRTIDSNLSHIGDGMKFRGRGFKQLTGLANYTGYWTYRGW
                     LRSTDYDNSWWRNPNRLRVPLIDNPQNISTEPYNCIDSGGQFVAKNGVLRRADAGVTR
                     DSSRSVSMVINRWDQQSFERRFQSTQNTYSIVGDE"
     gene            346640..346915
                     /locus_tag="YPA_0293"
     CDS             346640..346915
                     /locus_tag="YPA_0293"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence protein"
                     /protein_id="ABG12262.1"
                     /db_xref="InterPro:IPR003220"
                     /translation="MAKVDVKCPFCEQFHPVKKHGPERTGHQRYRCQACRRSFQLEYE
                     YRACYPGMKEQIVDLAMNNAGIRDTARALHISINAVMRTLKNSRRSV"
     gene            346971..347228
                     /locus_tag="YPA_0295"
     CDS             346971..347228
                     /locus_tag="YPA_0295"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG12263.1"
                     /translation="MVICGQQKAATLALVCLGASPQTYYCSYFWSSEQKTFRQLLGLL
                     SGFNIVFWCTDNFSAYEMLPDEKHIRSKLYTQRIEREPYLV"
     gene            347836..348471
                     /locus_tag="YPA_0296"
     CDS             347836..348471
                     /locus_tag="YPA_0296"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12264.1"
                     /translation="MQPAISLLKSAQEQMEAISADAQTATASPADLQAQISLLQQNLT
                     ELKQAVLLLSAPKGIALSSGEHLQMSASENLIATAGKNADVSVGKNFFIGVGNTLSVF
                     VRKLGIKLIANQGPITVQAQNDLMELLARKAITITSTEDEIKITAKKKITLNAGGSYI
                     TLDENRIESGTAGEYLTKAGYYGRLDKAKLPTEFPALAAKTEDPIKRWLFS"
     gene            348487..350784
                     /locus_tag="YPA_0297"
     CDS             348487..350784
                     /locus_tag="YPA_0297"
                     /codon_start=1
                     /transl_table=11
                     /product="putative kinase"
                     /protein_id="ABG12265.1"
                     /db_xref="InterPro:IPR000719"
                     /translation="MIISPLFLKDKSNSEDDASWVSRMMPVDPERGFPLNSHRSWHGG
                     IHIPHTDSGGTPEKIRAIADGTVHSLRQPVGDKKGIPPYNYNGATDCGYVLLKHETEI
                     GSGENAKVVYFSLYMHLASIDAAVKTGEKIYRKDPIGTVGQVDGGNAVHFQIFCDDTN
                     LTKLVGRTTPELDLTKNGRTDAVYGDMYFYLPTGTKFYSHAPANNATTTTEAETYTST
                     EPLFVSMSFDKGKCTMLTRKKGVFSIGKYSEVGEKLENTDGADYEYNVYAQAKKLYPQ
                     SQSAGYELLRFGRVINTDYETLVPADAPLWRTISYPGGKGVVNLALPAVKKFSDGDFP
                     HWTGWQLIDDDTDENSQCNSEQVLCRIGDDMQGLICHLPLEWDASTLEKRLSWLKTTV
                     INESLANQKASHQVDDTGNNASGYAFDNINPDMSVLNAQSTPSFEQAAKDTAMAEADW
                     NALIEHAKALCFDVSGLPVGRVWHFNPISFIAHFRKCGWLDPEKIKSILTSALNKKRN
                     VRKITLIEKASDSNYTFLNLAMRKYNILTPNRQSHFLGQGAVESDSLTAMQEVSQEQV
                     IVNGKQTGGGIVIKSTLNESELGHWYGSEPSELDIYYSGNKYNKNGGLIAGSYSWSNG
                     NCGDVDAQKFRGRGFKMLTGRDKYADYWVYRGWLLKSSFDAYWWDDVKYKSKNLKAMK
                     KRPAIIDDPHKITASPYNCIDSGSFFITCFRRSTVKEIDKDQAESADDSVVTKVTQAI
                     NGGDIGLSQRKVMTNNAKGKLNDKY"
     gene            350771..351538
                     /locus_tag="YPA_0298"
     CDS             350771..351538
                     /locus_tag="YPA_0298"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12266.1"
                     /translation="MINIKKLTLKYFYILFFTPHLAHATYYNEVSFDDYIVLLDKNEN
                     AILHVKKNHTDIQCVIKNWNIKYNNGAGVISLTTDKKAILLANTQAYLYVDEVINCKE
                     GGVSLHKVPVPNSPPFGTVIDLNFDKKIYLSVVLEDIRTLSYTAIVSKFDSNKNIINA
                     KGFENKQTTNKDNSFYLEGSSGGYGGKISINGKYIFPVNLDCSSDSFPGVWDLENKKR
                     VVFSSHKNSSITIDEKCHKLFNGVASLEELGGELVSK"
     gene            351634..351909
                     /locus_tag="YPA_0299"
     CDS             351634..351909
                     /locus_tag="YPA_0299"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence protein"
                     /protein_id="ABG12267.1"
                     /db_xref="InterPro:IPR003220"
                     /translation="MAKVDVKCPFCEQFHPVKKHGPGRTGHQRYRCQACRRSFQLEYE
                     YRACHPGMKEQIVDLAMNNAGIRDTARALHISINAVMRTLKNSRRSV"
     gene            351963..352331
                     /locus_tag="YPA_0300"
     CDS             351963..352331
                     /locus_tag="YPA_0300"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence protein"
                     /protein_id="ABG12268.1"
                     /translation="MWSFVGNKKQQRWLWYAWESRLKRIIAHVFGRRSKKTFRQLLGL
                     LSGFNIVFWCTDNFSAYEMLPDEKHIRSKLYTQRIERENLNIRNRLKRLNRKTLGDSK
                     SAEMHDRIIGTFIEREHYLV"
     gene            352939..353574
                     /locus_tag="YPA_0301"
     CDS             352939..353574
                     /locus_tag="YPA_0301"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12269.1"
                     /translation="MQPAISLLKSAQEQMEAISADAQTATASPADLQAQISLLQQNLT
                     ELKQAVLLLSAPKGIALSSGEHLQMSASDNLIATAGKNADVSVAKNFFIGVGNTLSIF
                     VRKLGMKLIANQGSITVQAQNDLMELLARKAITITSTEDEIKITVKKRITLNAGGSYI
                     TLDENRIESGTAGEYLTKAGYYGRLDKAKLPTEFPALAAKAKPPTQKYPFS"
     gene            353658..353906
                     /locus_tag="YPA_0302"
     CDS             353658..353906
                     /locus_tag="YPA_0302"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase"
                     /protein_id="ABG12270.1"
                     /translation="MDSPPLRSFFRRLSVECRCTISPHRFRHTIATEMMKSPDRNLKV
                     VQTLLGHSSIAVTLEYVEGDIDSLRLALEETFERKEVF"
     gene            complement(354159..354234)
                     /locus_tag="YPA_r019"
                     /note="tRNA-Phe2"
     tRNA            complement(354159..354234)
                     /locus_tag="YPA_r019"
                     /product="tRNA-Phe"
     gene            354731..354883
                     /locus_tag="YPA_0303"
     CDS             354731..354883
                     /locus_tag="YPA_0303"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12271.1"
                     /translation="MVDAETSSPITQACISAGETCAFNDINLPALHQCSALCDVIDMP
                     KWQPHT"
     gene            354738..357065
                     /locus_tag="YPA_0304"
     CDS             354738..357065
                     /locus_tag="YPA_0304"
                     /EC_number="4.1.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="ornithine decarboxylase"
                     /protein_id="ABG12272.1"
                     /db_xref="InterPro:IPR000310"
                     /translation="MLRPVHLSLRRVFPPGKRAHLMTSIYRHCISAPHSVMSSICQNG
                     SLIPDRLRVSDMTLLKIATSARLASYVETQRGVVYLNQTDFTDVAAVVMSVEDANAGI
                     LSMLHDLGFAIPAFIAVTAEQTVSADYLPLIKGVITLGEANKAFYNAQVEAAASEYQK
                     NLLPPFFSTLKKYVEMNNSTFACPGHQGGEFFRKHPAGRQFFEFYGETIFRSDMCNAD
                     VKLGDLLIHEGAAKDAQKYAAKVFNADKTYFVLNGTSAANKVVTNALLTRGDLVLFDR
                     NNHKSNHHGALIQAGATPVYLETARNPFGFIGGIDAHCFNEDYLRQQLREVAPERAEE
                     ARPFRLAIIQLGTYDGTVYNARQVVDSIGHLCDYILFDSAWVGYEQFIPMMKDFSPLL
                     LELNENDPGIIVTQSVHKQQAGFSQTSQVHKKDNHIKGQKRHCNHKRFNNAFMLHAST
                     SPFYPLFAALDVNAKIHSGDSGRRMWMDCVKLGIETRKSLLARCSMLRPFIPPVVGGK
                     NWQDYATDVIANDARFFNFVPDERWHGFEGYNQDQYLVDPCKLLLTTPGIDASTGRYT
                     SFGIPAAILATFLRENGIVPEKCDLNSILFLLTPAENTAKMAHLVDMLVQFERYVEQD
                     AKLCDVLPTIYRKNEERYHGYTLRQLCQEMHDLYVSHDVKQLQKDMFRKASFPQVVMN
                     PQDANIQFIRDNIELIPIAEAEGRIAAEGALPYPPGVLCVVPGEVWGGAVQRYFLALE
                     EGINLLPGFSPELQGVYIEKGDVSWRRIFGYVITQ"
     gene            357621..358580
                     /locus_tag="YPA_0305"
     CDS             357621..358580
                     /locus_tag="YPA_0305"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter periplasmic
                     binding protein"
                     /protein_id="ABG12273.1"
                     /translation="MKKRLIGLLLAGVTISMSVSAAEPLKIGFANRTLNGAFFNGLTE
                     YMKIHAKEKGYTLITTDARGDLNKQIADVEDMLSQGINYLILNPQDPQAGLRITEIAK
                     RAGVPTVILDSDIALEAPVITRVQANNAKNNNLIGEYAVGQFGDKPMNCIFLSGNQGN
                     LVGQARRDNFLLGVAEAQLRKYNRTNVNFLSQGWGNWDQQGGLKAMEDIIVAQGDKIN
                     CVYSEMDDMALGAIRALKAANKLDNVKVYAHDGYKKGLEAVKKGELQATASNNPDLLT
                     STVLEVIGQYQAGQTSFPDYVYIPSILITKDNVDKYYKEDSIF"
     sig_peptide     357621..357686
                     /locus_tag="YPA_0305"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.974 at
                     residue 22"
     gene            358626..360125
                     /locus_tag="YPA_0306"
     CDS             358626..360125
                     /locus_tag="YPA_0306"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transport ATP-binding protein"
                     /protein_id="ABG12274.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MDQYAIEVIQVTKSFGGIHALKSINLQIRTGSIHAIIGENGAGK
                     STLMKILSGIYTKDSGRIMIHGEEKNFTSPIHSKESRIGIIYQELALSPDLTVAENIF
                     LDDLGFGTGMINWKRLNEKASLILNELGFQIDPRARVGDLSVAYQQMVEIAKSLAKDV
                     NILILDEPSAVLSGKEVAILFTQLRKLKARGVTIIYISHRLEELMVIADVITVIKDGE
                     TVKTLDPQSCSEDEIITSMVGRKLESLYPEKNVPGNEVVLEVKALSTRALLHGINLTL
                     HKGEIVGLAGLVGAGRSEVARCLFGIDKIAGGTVSKAGTPIQINHPSQAMSHGIGLVP
                     ESRKEQGAILVRPIRENMTLSNLKAVSGWMGFIRRRQERETSQKLQQKLAIKLGSVED
                     PIASLSGGNQQKVVIAKWLNTDCHILILDEPTRGVDVGAKAEIYNIIHQLAERGYSIL
                     VISSEMVEVINLCHRIYVMSEGRITKELQHDEISEENIMRYAIPKRETI"
     gene            360206..361141
                     /locus_tag="YPA_0307"
     CDS             360206..361141
                     /locus_tag="YPA_0307"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transport system permease
                     protein"
                     /protein_id="ABG12275.1"
                     /db_xref="InterPro:IPR001638"
                     /db_xref="InterPro:IPR001851"
                     /translation="MKRTALFLLDNSTTVVFIVMLIAAGFFSDRFYSGDNITNVLRQS
                     VPLGLAALGMLFVILTGGIDLSIGSIMAFVSVLVGLLIPEFGLWPALIAGVGIATLMG
                     AFSGFLVTWFNIAPFIATLAMMTIARGVALIISKGQPVFIDNDAFVNFGTGYFLGIPL
                     PVYVFLGFAIICQLVYKNSVFGRLVVSIGSNETATRFAGIRVNNYKLAVYAISAFACG
                     AAGIISATRTGVGSPVLSIGFELDVIAAVVVGGASLAGGHGNVVNTIIGVFILSIISN
                     LMNLMNISGYNQQVVKGVIIIIAVMVQSLKSRSKA"
     gene            complement(361224..363368)
                     /locus_tag="YPA_0308"
     CDS             complement(361224..363368)
                     /locus_tag="YPA_0308"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hydroxamate-type ferrisiderophore
                     receptor"
                     /protein_id="ABG12276.1"
                     /db_xref="InterPro:IPR010105"
                     /translation="MNKINMFMLSTFMRSMFMRSTLIPSTFILSTLLLPAVVLAEDTI
                     IVERNRSQTDSYQATTSVTANRSPANIIDTPQNVTVVTHPVLEDYDVTNLGEALYFVS
                     GITQSNTLGGTQDALIKRGFGNNRDGSILHDGIRSIQARNFTPTSERVEVLKGPSSML
                     YGMNEPGGLINVISKKPQLDPHVHLEANASSFKGGGGQLDVTGPLGESGFAGRLIIDH
                     QETDYWRNFGRNRQTVVAPSLDWYGENTTVHLAWERMEYLVPFDRGTVIDPRTGKPVD
                     TPRDRRFDESYNATRGDQDTVTFSINHDLNEFWSTQLNYAFSRNSYSDNQARATAFNA
                     ETGVLTRQSDATANAKSHSQAVQWVVNGDLDWGFTHHQLMFGIDYEARRVFRGDMIRG
                     SKNNGFNVYDPIYGTLPPSTAVSAADSDQRENIDSRALFIQDSMRLNEHWLLLGGLRY
                     DSFDVMAGKGRPFKKNTDSSDSRLVPRAGVVYNLNDWSSLYVSYTESFKPNVSIATAI
                     DALPPEYGKSWEAGYKIDINNRVTGTLAVYDIHKRNIMVSELVDGETVTRTAGKARSR
                     GLELDMAGKVTDSLSLIGSYAYTDARLTEDPDNNGNDLPNVARHTAALFLSRDFGSTS
                     LISGDEVKAGIGARYVGKRAGDAANSFWLDNYTVADAFIAWKMPLSGYQLKWQLNVKN
                     LFDKTYYPSSANNLRIAIGEPRQVVLQGSIDF"
     sig_peptide     complement(363246..363368)
                     /locus_tag="YPA_0308"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 41"
     gene            complement(363361..364461)
                     /locus_tag="YPA_0309"
     CDS             complement(363361..364461)
                     /locus_tag="YPA_0309"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12277.1"
                     /translation="MRLLLLIFLLCTWAVSAKTITDITGQRIEIPDNPQRIVLGESRM
                     LYTLALLEPGYPAARVVGWPLDLKKYDPQSWALYTDKFPQMTHIPALGSTGLRDINPE
                     KVLELAPDLVILPVLAKTTHEEIALISLLKQAHIPVIRVDLRVDLLNHTIPSLRLLGE
                     ALNRQDRAEAFISLYQSHMDRIHQRIAAYQGPHPSVLLQLHLGRGDECCTTTLKGNLG
                     QLLEFAGGNNIAAAQVKGVFGQLSEEYVLARSPEIYIATGMATAGSQAKTLALGPQVS
                     TAQAQESFRRVIATQSKLQHLPAIQNGHAWGLWHNFYLSPLHVVAAEFFAKTLYPHLF
                     ADVSPQDTLQTIYQQFLPLDFTGTFWSHLDNE"
     sig_peptide     complement(364408..364461)
                     /locus_tag="YPA_0309"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.986) with cleavage site probability 0.844 at
                     residue 18"
     gene            complement(364743..365831)
                     /locus_tag="YPA_0310"
     CDS             complement(364743..365831)
                     /locus_tag="YPA_0310"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane-bound lytic murein transglycosylase C"
                     /protein_id="ABG12278.1"
                     /db_xref="InterPro:IPR000189"
                     /translation="MACKMKKILALLVIAPLLVSCSGNKNQVENEVFVKDTNGFEILM
                     GQFAHNIENIWGLKEVLIAGPKDYVKYTDQYQTRSHINFDAGTITIETIATTNPAAHL
                     RQAIITTLLMGDDPGSIDLYSDVNDIQISKEPFLYGQVLDNNGEPIRWEWRAAHFADY
                     LLQNKMQTRTSGLHVISFVTIQLVPNHLDKRAHKYLPLVRKSAARYGVEESLILAIMQ
                     TESSFNPYAVSRSDALGLMQVVQHTAGKDVFKLKGKSGQPSRSYLFDPENNIDAGTAY
                     LSILQNTYLGGIQNATSRRYAVITSYNGGAGSVLRVFHSDKNKAVGIINTMSPGDVFQ
                     TLTTKHPSGESRRYLVKVNSAQKNYRRY"
     sig_peptide     complement(365754..365831)
                     /locus_tag="YPA_0310"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.957) with cleavage site probability 0.522 at
                     residue 26"
     gene            complement(366002..366274)
                     /locus_tag="YPA_0311"
     CDS             complement(366002..366274)
                     /locus_tag="YPA_0311"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12279.1"
                     /db_xref="InterPro:IPR007457"
                     /translation="MSRTIFCTFLKKDAERQDFQLYPGEIGKRIYNEISKEAWSQWIT
                     KQTMLINEKKLSMMNIEDRKLLEQEMVNFLFEGQDVHIAGYTPPSK"
     gene            complement(366452..367570)
                     /locus_tag="YPA_0312"
     CDS             complement(366452..367570)
                     /locus_tag="YPA_0312"
                     /EC_number="3.2.2.-"
                     /codon_start=1
                     /transl_table=11
                     /product="A/G-specific DNA-adenine glycosylase"
                     /protein_id="ABG12280.1"
                     /db_xref="InterPro:IPR003265"
                     /db_xref="InterPro:IPR003651"
                     /db_xref="InterPro:IPR004035"
                     /db_xref="InterPro:IPR004036"
                     /db_xref="InterPro:IPR005760"
                     /translation="MMQAQQFAHVVLDWYQHFGRKTLPWQLDKTPYQVWLSEVMLQQT
                     QVATVIPYFQRFMLRFPDIQALAAAPLDDVLHLWTGLGYYARARNLHKAAQMVVEHHQ
                     GEFPTTFDQILALPGIGRSTAGAILSLSLGQHFPILDGNVKRVLARCYAVDGWPGKKE
                     VEGRLWQISEDVTPANGVGQFNQAMMDLGAMVCTRSKPKCELCPLNIGCMAYANHSWA
                     RYPGKKPKQTLPEKTAWFLLMQNGSQVWLEQRPPVGLWGGLFCFPQFAEQEELIHWLQ
                     KQGIPANETQQLTAFRHTFSHFHLDIVPIWLNTASVRGCMDDGAGLWYNLAQPPSVGL
                     AAPVERLLHQLLKDPLAKDELTQQQLTKQSPTQPALFD"
     gene            367905..368624
                     /locus_tag="YPA_0313"
     CDS             367905..368624
                     /locus_tag="YPA_0313"
                     /EC_number="2.1.1.33"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (guanine-N(7)-)-methyltransferase"
                     /protein_id="ABG12281.1"
                     /db_xref="InterPro:IPR004395"
                     /translation="MINDVISPEFDENGRALRRIRSFVRRQGRLTKGQQLALDSYWPV
                     MGVEYQAAPVDLNTLFGREAPIVLEIGFGMGTSLVTMATNNPQQNFLGIEVHSPGVGA
                     CLSSAHDAGLSNLRIMCHDAVEVLENMIPEASLDMVQLFFPDPWHKARHNKRRIVQTP
                     FVELVKSKLKVGGVFHMATDWQPYAEHMLEVMSGVSGYLNLSEQNDYVPRPDSRPLTK
                     FELRGQRLGHGVWDLMFERKE"
     gene            368624..368950
                     /locus_tag="YPA_0314"
     CDS             368624..368950
                     /locus_tag="YPA_0314"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12282.1"
                     /translation="MAKNRSRRLRKKMHIDEFQELGFSVQWAFDEGTSVDVIDETVDA
                     FIDEVIEANGLAFDGSGYLQWEGLICLQEIGHCTDEHRALVTKWLEARKLKNVETSEL
                     FDIWWD"
     gene            369061..369987
                     /locus_tag="YPA_0315"
     CDS             369061..369987
                     /locus_tag="YPA_0315"
                     /EC_number="3.5.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="L-glutaminase"
                     /protein_id="ABG12283.1"
                     /translation="MVTTLDNALLNDILQQVRPLIGQGKVADYIPALAEVPANKLGIA
                     VCTLDGQIFQAGDADERFSIQSISKVLSLTLALSRYSEQDIWQRVGKEPSGQPFNSLV
                     QLELEKGKPRNPFINLGALVVCDMLQSRLSAPKQRLLEVVRQLVKDDSISYDPRVARS
                     EFEHSDRNAAIAYLMKSFGNFDNDVLTVLQTYFHYCAMRMSCVELARCFVYLANQGRS
                     ISGSESLITPMQARQINALMITSGMYDGAGEFAFRVGMPGKSGVGGGIIAIVPDEFCI
                     AVWSPELDHAGNSLAGTAALERLAQQMGRSIF"
     gene            370099..370629
                     /locus_tag="YPA_0316"
     CDS             370099..370629
                     /locus_tag="YPA_0316"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12284.1"
                     /translation="MLHKIKVLRTAGLALLMLTAGQAQAEYQCSVKPQDDVIISPQSV
                     QIVGASGNLQISPDGDVTRNGKTLTLTDAQRQQAFRYQTALRKDLPWIDQGAQQRLEK
                     ARVSLDKVIVQQLGSSSNVRNRLTTLSEQLKQQMARIIEKRSDGLAFHHQAIAQVEKE
                     AVSWSSRAWVACCRIA"
     sig_peptide     370099..370176
                     /locus_tag="YPA_0316"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.946 at
                     residue 26"
     gene            370587..370832
                     /locus_tag="YPA_0317"
     CDS             370587..370832
                     /locus_tag="YPA_0317"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12285.1"
                     /translation="MVQQSMGGVLQDSLNEMGVKQATSSGNNPLQAILGNLGGLQQAI
                     KNEWNEQEQDFQQFGREVCGRVTTLEQQRIALLKSLE"
     gene            371331..380663
                     /locus_tag="YPA_0318"
     CDS             371331..380663
                     /locus_tag="YPA_0318"
                     /codon_start=1
                     /transl_table=11
                     /product="putative virulence determinant"
                     /protein_id="ABG12286.1"
                     /db_xref="InterPro:IPR001343"
                     /translation="MPNGNEMAGFYIDKLSLSQRLSIVSETYDRVNKNNKKEKLKYSY
                     DDIEMIKKRFVKYIDAQLYSLIREGLSVPATLTQEEKIKITDLAIDAALFNDYERFNE
                     LIIYISSLGISVTPPLPQEEGGSRLYIYFSGDIHAYMDVWRGDLLLGSGTELSDIQSI
                     TGLRFMIDMAESLKLNIINPADKAMVDLINHLRYEMISYASSFCATYSAERGGTVYLS
                     SPDGLRINNYFWNSELPVLRALQKKGLIGDIRILHKPLEFYKDTPLDELGDLLTAKDI
                     SMTVEYQFLPVWLQEKLLVDIYQQWLDEEFQPSLLAVRKEIINTIDIDRHAPEVELLR
                     YFLRKIHEQLDEITEFKVLKEAERIDSIKKKLAVGSEIESWLDNVPAIDVNERKIILE
                     SLLQKESLLFSNVRDIKKSIIPLDFNSDVININTSLLKNTFIPFNLLRESWDVIISDR
                     SLVEGTLTIHFSVGRKIMIKVDANRNQLKQMATLERFLLANFTPRNTPQDLKIIDNVI
                     MSGDVVLAERRDDKGWHNDQQMIEKVKLSEFDYFLKSNDLGVKINDNGFVLYLISDPE
                     DNRDVIIKPNDDYNLKSIKDFIENNYLFFDDVPEYLIVKKNVENKECIFAHDEGETYQ
                     VAYRDGEAWVLLSKMNTSDQIKNLNEITMSVNLNNAESRSVALILSLLNKHARLVSIL
                     PDTHPKVMENFLDIDSLLKNSTHPFEHPLYRKLLNSISNDINKYMESLNEIKDSYHLL
                     PFDVRPGQYMNTWSKIDRDTVIEYSFKQNDKNHHLQFIVLLQDDSLSKRVGEIIASYN
                     NNKSIVLQFDARSSEARIAYGTQNNITEMGKFELSFVTHGTTDGVYSFSVANVIEIYK
                     LTINSFALPPPVKIRLVICSIADNGQGAQGFNGTHPALGIVNMMHQEGFDIPILAYTT
                     KVGVSVEHPGELVVFNSEKPGEVLKNIDDYQVLYHYKNNILLTDGVPVVELLLKDVRN
                     KIKSVDQLIESYSQYLVPFFSDDNGVVDRELLELTINDFDTYSKFENFLDIIRQRPEL
                     RNSDNWQLVVANNATGFLITTLDEPVVKYPDIVKVNEWDLPAIANIDKTATASQYDMQ
                     IVFQCENNPTVNRAATRLAGKHAKNSIIIQLDVDNNHRAFIIDDNTHAEWREISHNEL
                     VTKLKIQPENGKIRWQVVGHGRSEGGNDKHPTLAGQRPEQLTARLNQFSDYLQTEHQI
                     NISPQQVSLVGCAMSSSDRYTSFAHKFMSHLNENGIRTNVSASTKAIEVDPQGHKHDV
                     DTPDIDSYNNKYLSSIKGTEKLYWNRWGEITTERKKDINGRLNNIDSLLDKLITRQLS
                     VNQLNKKQQRKLAEIFPQLTDKKLNKGELLLTLHDSWRMQALKYDLLFLQKISDRPDF
                     DTELWRVTDRWRITETDGNTLQDVRIKSGSQHKTDLATYPHSITSDPDLKTSAPELKT
                     SNPKARTAIFGRFGYGMQGYGFISALRLSADYQRWMSNGDLTEKQEEEIQLQLAMAWG
                     GIGANLATDGLQYAFGKWGIGYLQKLVSKGGRLSPALLSQLTLLKRNPALLLAPGFLK
                     DLRKLALNQFAHGAARFSMPLLSALTSGIDIYQAYHAFSQLATETDPHVRRDLIASGV
                     FSTINATIGLGVAFAMAMGGTAATAAGPAGIALAFTMIIVGDIYSAVSQIERIRDIVP
                     DMTGSQRFENGLRLFLKFGLTPGLDNQIRYNQTMESVYQRQRDYYEALLASKQGVDTL
                     FYSRGEAVLKAIPFIKRDERSQTERDLEKISIFSGDPFTNAKIYTTYAEMGKHEYYEL
                     DKINDVDDYVIADFFEDNNRSVVKLQNKNLHQAFSELDIDSTYSPFILSADVDRNGLN
                     DFIVINEKYNTTIASRKNSVGMTVIDDYVSRWHYELYTWLAQPDGSYLKIDTRLEWEK
                     LFHAIEVDKFNEVVFPVLGDFNGDNVFELVIFHDDKMTTYHYDSLDFNQSGKDNHNVI
                     NIGDFIEPVRLAFEGEKSKNYPYSLVGDINNDGFDDILLLNKSGDMLHLMGNSSGVFR
                     QHKTKLSSELTSLLSSSNLHRSQLQLTDLNKDGGLDLVIILNDGIYYQALGDKIDGEY
                     HFDTPSMVNKITIKNEGGDSVRYQQNRLSQIDKHKIIAISPSDQGENRLISLSDSGEL
                     LAHPLREIKENDVAALFDLGGGDDVAKGYHKKKNIFTIGSGFKQYQGGENADTFILTS
                     AVASKSHILSGGEGNDTVALGEVLGNEIDSIIDISNGYYSQVNGGVEKQVALLYDFEN
                     ILGHENVNDTIIGNDVDNYLNGMGGDDKIWGNGGNDLLALQSGLAQGGTGLDSYHILK
                     STHEKSLQIRIEEVSENNNTDMQISNIFLEHKLNQIKSIELDNIDVLININNDNGFMT
                     QIRLVGVYNINNNQKQQVLNFTIQTVDGFTMVPLWPSYLNEITEFSPNMVAYYSSLVD
                     RNYKELVGKGDPDDIVVRFSLDNGYQQQQVTHLQRVEGEKDIVLRQAILPDFIRLSPQ
                     EHSMLMGFLPRYELLGDNKDNLLQVLSGEGLLEGRGGQDTYLIQEKEGSPTDIIINNF
                     DDSLASDNLVLSSWLLCDVIVERSDDDLLLRYRDQPEKHQSIRLVNYMNDERYRHLKI
                     TDKSGQSQYRDPVTGTFIDYQINLDKNGHPFIAAQQAPVVSSGNDEVVITSATFLPGN
                     YIDTGDGNDAIIYIRGHEGTMLKGGGGDDTYYYSAGSGAINIADTSGLDHLYLDKHIL
                     LHTLSAERRENNLVLNIADNTSGRIIFVDWYLADENKVEFIWVEDSQITFDELFSLRP
                     YSDEYYQLCQHLKSMGLSLTVRQLADLDSQDGYNTLNQLRTIKAWVTKNPIYDVADLD
                     YLVAMSSIAWRGNARNTDPLPLIEQKIDAFFQPLIAERISLTEEHVTWIQREEFDTVD
                     IAKWVKNYHLRSQNEINYLLEQLGLLKESPLSDKALDFTFKNRIDLAQADIELCQQEC
                     GINRQSLINLAMKYHVTGRGHFELLISNIQVLKEYGVVVSESEQPLVLRKPIDLRQYF
                     NQKNLTKDHVGRLAEHDMSFDELTLLLDKNIPIEQAFTQRLQTQLGPLKLFNDERVFN
                     KGDVFDQDISQLAEAMGGLESTESYSLPLERQTVMAITTHQFVSDSIAAY"
     gene            complement(380853..381995)
                     /locus_tag="YPA_0319"
     CDS             complement(380853..381995)
                     /locus_tag="YPA_0319"
                     /EC_number="1.3.99.22"
                     /codon_start=1
                     /transl_table=11
                     /product="coproporphyrinogen III oxidase, anaerobic"
                     /protein_id="ABG12287.1"
                     /db_xref="InterPro:IPR004559"
                     /db_xref="InterPro:IPR006638"
                     /translation="MRCAMLKLPPLSLYIHIPWCVQKCPYCDFNSHALKGDVPHQEYV
                     EHVLADLDADVPLVSGREISTIFIGGGTPSLLSAEAMQQLLDGVRARLPVASDAEITM
                     EANPGAVEADRFSGYQRAGINRISIGVQSFSAQKLTRLGRIHGPDEARRAAELATSLQ
                     LRSFNLDLMHGLPDQTLEEALDDLRQAIALNPPHLSWYQLTIEPNTGFSSRPPILPDD
                     DALWDIFQQGHQLLSAAGYLQYETSAYAKPGYQCQHNLNYWRFGDYLGIGCGAHGKIT
                     FNDGRILRTIKTKHPRGFMQGKYLDKQYEVAAVDRPFEFFMNRFRLLEAAPRADFYHF
                     TGLTESTIRPQLDEAIAKEYLIETTEYWQITEKGKLFLNSLLELFL"
     gene            complement(381976..382569)
                     /locus_tag="YPA_0320"
     CDS             complement(381976..382569)
                     /locus_tag="YPA_0320"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12288.1"
                     /db_xref="InterPro:IPR002637"
                     /translation="MQKIVLATGNPGKVRELANLLADFGLDVVAQTELGVESAEETGL
                     TFIENAILKARHAAQTTGLPAIADDSGLAVDALGGAPGIYSARYAGTDASDQENLEKL
                     LVALQNVPDEKRGAQFHCVLVYMRHAEDPTPLVFHGQWPGVIAHQPAGAAGFGYDPIF
                     YVPALGKTAAELTREEKHAVSHRGQALKLMLDALRDA"
     gene            complement(382669..382959)
                     /locus_tag="YPA_0321"
     CDS             complement(382669..382959)
                     /locus_tag="YPA_0321"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12289.1"
                     /db_xref="InterPro:IPR005228"
                     /translation="MSAVLSTENGLILKLYIQPKASRDQIVGLHGDELKVAITAPPVD
                     GQANTHLVKFIAKQFRVAKSQVIIEKGELGRHKQIKVINPQQIPPEVTILLE"
     gene            complement(382956..383510)
                     /locus_tag="YPA_0322"
     CDS             complement(382956..383510)
                     /locus_tag="YPA_0322"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12290.1"
                     /translation="MLTLTFLAKTVIDLYVMVLLLRIWMQWVHSDFYNPLSQFVVKIT
                     QPIVGPLRRVVPSMGPIDSASLLLAFLLMTIKYPLLLLIDSGSLSLSIYNLLFGLIAL
                     VKAVGYLIFWVMIIRALMSWISQGRSPVDYLLLQLTEPLMAPIRRILPAMGGIDFSAM
                     VVILILYLLNFLGMDLFGAMWVML"
     gene            complement(383798..384619)
                     /locus_tag="YPA_0323"
     CDS             complement(383798..384619)
                     /locus_tag="YPA_0323"
                     /EC_number="1.5.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="pyrroline-5-carboxylate reductase"
                     /protein_id="ABG12291.1"
                     /db_xref="InterPro:IPR000304"
                     /db_xref="InterPro:IPR000719"
                     /translation="MQHRNITFIGAGNMARAIIAGLVAGGYPAKMISVCAPSAKNRDA
                     LATEFGVISSDDNIRESQKAEVVVLAVKPQLMADVCQQLQKQVDFSDKLVLSIAAGVQ
                     VARFYALLGNKLNLVRIMPNTPSLVGKGMSGLYAPEQVSAADRDFTTELMSAIGKVCW
                     VDNEDGINSIIAAAGSSPAYFFLFMEAMQQETERLGFDSETARQLVQQAASGACALVE
                     ANPHVPLSALREQVTSKGGTTAEAIRVFNEQHLPEMVANAMRAAIARAKEMEKLF"
     gene            complement(384752..385450)
                     /locus_tag="YPA_0324"
     CDS             complement(384752..385450)
                     /locus_tag="YPA_0324"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12292.1"
                     /db_xref="InterPro:IPR011078"
                     /translation="MSTIQQNLQDVRARIATAAHNCGRSPEEVTLLAVSKTKPVAAIE
                     KAIAAGQYAFGENYVQEGVDKIHSFVDNKTLEWHFIGPLQSNKSRLVAENFAWCHTVD
                     RLKIAQRLSAQRPAAMPALNVLIQINISDEQSKAGISLSELPALADSISTLPNLCLRG
                     LMAIPAPEHDYQRQLAVFTQMNQAFLTLKARYPQIDTLSMGMTDDMDAAISAGSTLVR
                     IGTAIFGARVYNAD"
     gene            385470..386594
                     /locus_tag="YPA_0325"
     CDS             385470..386594
                     /locus_tag="YPA_0325"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12293.1"
                     /db_xref="InterPro:IPR001482"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR006321"
                     /translation="MDFTSLNNQHSDLNNPVFSRIKAKRIDLENPDLASDGFNKQDFA
                     NKVAASVDHNASDLHLCTGFHPVLRIDGELKTFTDWPKVTAGWLNGLRRHMLSDAQES
                     RLQQQGQVDCAYTTVGSQRLRANIFQQRQGQSIAFRIIPAICPSLTQLAAPPILNQLI
                     QQDNGLILVTGATGSGKSTTLSAMISAINQQQARHIITLEDPIEFIHSSQSCLIQQRE
                     LGRHTHCFSRALNGALRQDPDIILLGELRDLETIRLALTAAETGHLVLATLHTRTATQ
                     AIDRLIDVFPPEEKAVIRTQLAASLRGVITQKLCRQNGGGRIAVFEILTQTTAVSHLI
                     REGKTYQLPTVIQAGGQWGMQTFEQSIAQRQKQGVLAINH"
     gene            complement(386703..387818)
                     /locus_tag="YPA_0326"
     CDS             complement(386703..387818)
                     /locus_tag="YPA_0326"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12294.1"
                     /translation="MSVQDTMLQQQALPGTPRQDGFFMPAEWAPQDAVWMLWPYRQDN
                     WRGKAIPAQQTFAKVAEAISRATPVFMGVPAEFMAQAKATMPANVTLVEMASDDAWMR
                     DTGPTMVINGAAERRAVDWQFNAWGGLNGGLYADWQQDEKVAVQVSDFLKNAHYSAPL
                     ILEGGSIHTDGEGTLLTTAECLLNPNRNPHLNQAQIEQLLCDYLGVTHFIWLQDGVYN
                     DETDGHIDNMCCFVRPGEVALHWTDDQQDPQYARSVAAFEVLSNTVDAKGRKLKIWKL
                     PAPGPLYNTEEETFDVLTSDAVPRTAGERLAGSYVNFLISNQQIIFPLLDSRTDGQAN
                     DLLQQMFPGYAIVGVPAREILLGGGNIHCITQQIPAA"
     gene            complement(387822..388706)
                     /locus_tag="YPA_0327"
     CDS             complement(387822..388706)
                     /locus_tag="YPA_0327"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbon-nitrogen hydrolase"
                     /protein_id="ABG12295.1"
                     /db_xref="InterPro:IPR003010"
                     /translation="MTKVTVAATQMACSWDLPKNIENAEKLVRQAHAKGAQIILIQEL
                     FAAPYFCIDQSPEHYALAQELDNSPLIKHFSKLAAELEVVLPLSFFEKANNAYYNSLV
                     MIDADGSVLDVYRKTHIPNGPAYQEKQFFIPGDTGFKVWQTRYAKVGVGICWDQWFPE
                     TARSLALLGAEVIFYPTAIGSEPAYPEIDSQPHWTRVQQGHAAANLVPVIASNRIGTE
                     KSKYIDGLEMTFYGSSFIADQTGALLAQANKTDEAVLVHEFDLQEIAAQRASWGLFRD
                     RRPEMYQTLATSDGKTRR"
     gene            complement(388886..389308)
                     /locus_tag="YPA_0328"
     CDS             complement(388886..389308)
                     /locus_tag="YPA_0328"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12296.1"
                     /db_xref="InterPro:IPR005227"
                     /db_xref="InterPro:IPR006641"
                     /translation="MANRTIIAFDFGTKSIGVAIGQEVTGTARALTAFKAQDGTPDWQ
                     QVEKLLKEWQPNLVVVGLPLNMDGTEQPLTARARRFANRLHGRFGVQVALQDERLSTV
                     EARANLFDRGGYRALDKGSVDAASAVIILESWFDEQAG"
     gene            complement(389308..389871)
                     /locus_tag="YPA_0329"
     CDS             complement(389308..389871)
                     /locus_tag="YPA_0329"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12297.1"
                     /translation="MNLQHHFLIAMPSLQDPQFKRSVIYICEHGEKGAMGLVINKPLE
                     QLTVETILEKLKIKSPSRDPAIRLDNVVLAGGPLAEDRGFILHSPQEGFASSIHISPE
                     TMITTSKDVLETLGTSGQPKNLLVALGYASWRQGQLEQELLDNVWLTTEADTHILFNT
                     PIAERWQAAANKLGINIFNIAPQAGHA"
     gene            complement(389987..390946)
                     /locus_tag="YPA_0330"
     CDS             complement(389987..390946)
                     /locus_tag="YPA_0330"
                     /EC_number="6.3.2.3"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathione synthase"
                     /protein_id="ABG12298.1"
                     /db_xref="InterPro:IPR006284"
                     /translation="MIKLGIVMDPISSINIKKDTSFAMLLEAQRRGWELHYMEMGDLY
                     MRGGDGRARTRRLNVKQDKDNWFSFGAEQDLPLYDLDVILMRKDPPFDTEFIYATYIL
                     ERAEDKGTLVVNKPQSLRDCNEKLFTAWFPELTPDTLVSRSKDHIRKFHQEHGDIILK
                     PLDGMGGTSIFRVKQDDPNLSVIIETLTELSSRFCMAQNFLPAIKEGDKRVLVVDGEP
                     VPYCLARIPAQGETRGNLAAGGRGEARPLSESDWEIARTVAPILKQKGLIFVGLDIIG
                     DRLTEINVTSPTCVREIEAAFPEISITGMLMDAIERRLADKKA"
     gene            complement(390972..391703)
                     /locus_tag="YPA_0331"
     CDS             complement(390972..391703)
                     /locus_tag="YPA_0331"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12299.1"
                     /db_xref="InterPro:IPR004382"
                     /translation="MRIPRIYHPQPLQANTELALTDEAANHVGRVLRMTEGQSLQLFD
                     GSNQIFDAEIIRADKKNLIVRLAEGQWEDRESPLNLHLGQVISRGEKMEFTVQKSIEL
                     GVNVITPLFSARCGVKLDGERLTKKIQQWQKIAIAACEQCGRNTIPEIRDAMQLADWC
                     AESDDSLKLNLHPRASNSINTLPSSLNKVRLLIGPEGGLSADEIAMTSRLGFTDILLG
                     PRVLRTETTALTAITALQVRFGDLG"
     gene            391744..391911
                     /locus_tag="YPA_0332"
     CDS             391744..391911
                     /locus_tag="YPA_0332"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12300.1"
                     /translation="MMSTARNKRKINKQLRIAEAGKFQPIENCSPSGNSTTSSENNTT
                     SSENNDIRDKV"
     gene            complement(391955..392662)
                     /locus_tag="YPA_0333"
     CDS             complement(391955..392662)
                     /locus_tag="YPA_0333"
                     /EC_number="3.1.21.1"
                     /codon_start=1
                     /transl_table=11
                     /product="endonuclease I"
                     /protein_id="ABG12301.1"
                     /translation="MLRNILFLLVLSSPLLPLISHSHGINNFSQAKAVAAKIHQDAPG
                     SFYCGCQIDWQGKKGIPDLNSCGYQPRKNAARAARIEWEHVVPAWQFGHQRQCWQQGG
                     RKNCAKDPVYRQIETDLHNLQPAIGEVNGDRNNFMYSQWNGGSGQYGQCAMKVDFKNK
                     LAEPPVRARGAIARTYFYMRDQYQLRLSSQQSKLFGVWDRQYPVTDWECLRDERIAKT
                     QGNHNPYVQRACQRPKS"
     sig_peptide     complement(392594..392662)
                     /locus_tag="YPA_0333"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.997) with cleavage site probability 0.937 at
                     residue 23"
     gene            complement(392760..393317)
                     /locus_tag="YPA_0334"
     CDS             complement(392760..393317)
                     /locus_tag="YPA_0334"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12302.1"
                     /db_xref="InterPro:IPR006025"
                     /db_xref="InterPro:IPR006640"
                     /translation="MSACIWLSTVLFFRIMSTLRIPIALQQAVMQCLRHYLQLANQHL
                     GTAYPEPKVNYHQRGTNAGSAYLQSFEIRLNPVLLLENKQPFIDEVVPHELAHLLVYR
                     QFGRVAPHGKEWRWMMEQVLKVPASRTHQFEVASVRSKTFNYQCKCQQHALTIRRHNK
                     VLRGESEYRCRQCGEKLQFITINPD"
     gene            complement(393465..394619)
                     /locus_tag="YPA_0335"
     CDS             complement(393465..394619)
                     /locus_tag="YPA_0335"
                     /EC_number="2.5.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine adenosyltransferase"
                     /protein_id="ABG12303.1"
                     /db_xref="InterPro:IPR002133"
                     /translation="MAKHLFTSESVSEGHPDKIADQISDAVLDAILEQDPKARVACET
                     YVKTGMVLVGGEVTTNAWVDIEEITRRTIREIGYVHSDMGFDANSCAVLSAIGKQSPD
                     INQGVDRENPLEQGAGDQGLMFGYATNETSVLMPAPITYAHRLVERQAEVRKNGALPW
                     LRPDAKSQVTFQYDDGKIVGIDAVVLSTQHSEDINQKDLHEAVMEEIIKPVLPAEWIT
                     AHTKYFINPTGRFVIGGPMGDCGLTGRKIIVDTYGGMARHGGGAFSGKDPSKVDRSAA
                     YAARYVAKNIVAAGLADRCEIQVSYAIGVAEPTSIMVEAFGTEKIPADQLTLLVREFF
                     DLRPYGLIKMLDLLHPIYRETAAYGHFGREHFPWEKTDKAALLRDAAGLK"
     gene            395826..397805
                     /locus_tag="YPA_0336"
     CDS             395826..397805
                     /locus_tag="YPA_0336"
                     /EC_number="4.1.1.19"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine decarboxylase"
                     /protein_id="ABG12304.1"
                     /db_xref="InterPro:IPR000183"
                     /db_xref="InterPro:IPR002985"
                     /translation="MSDDNLISRPLTAGAHVSLRSMQEVAMNDRNASKMLSTYNVAYW
                     GGNYYDVNELGHISVCPDPDIREARVDLAQLVKKMQLEQGQRLPALFCFPQILQHRLR
                     SINAAFKRARESFGYEGGYFLVYPIKVNQHRRVIESLVNSGEPLGLEAGSKAEMMAVL
                     AHAGMTRSVIVCNGYKDREYIRLALIGEKLGHKVYLVIEKMSEIKMVLEEAERLNVVP
                     RLGVRARLASQGSGKWQASGGEKSKFGLSATQVLQLVDMLREANSLESLQLLHFHLGS
                     QLSNIRDISTGVRESARFYVELHKLGVNIQCFDVGGGLGVDYEGTRSQSDCSVNYGLN
                     EYANNVIWGIGDACNEHGLPHPTVITESGRAVTAHHTVLVSNVIGVERNEFCEPQPPE
                     AGAPRALESLWDTWQEMQEPENRRSLREWLHDSQMDLHDVHTQYAHGMLDLTHRAWAE
                     QLYLSICNEIQKQLDPSNRAHRPIIDELQERMADKLYVNFSLFQSMPDAWGIDQLFPV
                     LPLEGLDKPPERRAVLLDITCDSDGTIDHYIDGDGVATTMPMPPYDPENPPLLGFFMV
                     GAYQEILGNMHNLFGDTAAVDVYVFPDGTVEVEQTDEGDTVADMLEYVQLNPEKLLEH
                     FRGQVKETDLDTELQAQFLEEFEAGLYGYTYLEDE"
     gene            398006..398464
                     /locus_tag="YPA_0337"
     CDS             398006..398464
                     /locus_tag="YPA_0337"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12305.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            398675..398995
                     /locus_tag="YPA_0338"
     CDS             398675..398995
                     /locus_tag="YPA_0338"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Rieske protein"
                     /protein_id="ABG12306.1"
                     /translation="MGWFSVCKVNDIKPDFPFSAQAGNNRVGIYLVEGEYFAMEDICP
                     HAYALLSQGINDGEIIECPLHGALFNVRTGQCLREPGDRDLNTYAVRINGDQIDVNLD
                     GDGE"
     gene            complement(399285..400064)
                     /locus_tag="YPA_0339"
     CDS             complement(399285..400064)
                     /locus_tag="YPA_0339"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG12307.1"
                     /translation="MANPQEERVMKIRTSMIALSLAALLSGCQSLNTEGLMQSGAQAF
                     QAATLNDADVKALSEKSCVEMDQKAQIASADSQYGKRMAKIAAALGDNINGTPANYKV
                     YVTKDVNAWAMANGCIRVYSGLMDMMTDNEVEGVVGHEMGHVALGHTRKAMQVAYGTT
                     ALRTAIASAGGVVGTLSQSQLADLGEKLVNAQFSQKQESEADDYSFDLLKKRGIDPNG
                     LVTSFEKLASMEAGRNSSMFDDHPSSQARAEHIRQRIAAEK"
     sig_peptide     complement(399963..400064)
                     /locus_tag="YPA_0339"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.893) with cleavage site probability 0.656 at
                     residue 34"
     gene            400528..402522
                     /locus_tag="YPA_0340"
     CDS             400528..402522
                     /locus_tag="YPA_0340"
                     /EC_number="2.2.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="transketolase"
                     /protein_id="ABG12308.1"
                     /db_xref="InterPro:IPR005474"
                     /db_xref="InterPro:IPR005475"
                     /db_xref="InterPro:IPR005478"
                     /translation="MSSRKELANAIRALSMDAVQKAKSGHPGAPMGMADIAEVLWRDY
                     LNHNPTNPHWADRDRFVLSNGHGSMLIYSLLHLTGYDLPMEELKNFRQLHSKTPGHPE
                     YGYTAGVETTTGPLGQGIANAVGFAIAERTLGAQFNRPGHDIVDHHTYAFMGDGCMME
                     GISHEVCSLAGTMKLGKLTAFYDDNGISIDGHVEGWFTDDTAARFEAYGWHVVRGVDG
                     HNADSIKAAIEEAHKVTDKPSLLMCKTIIGFGSPNKAGTHDSHGAPLGEAEVAATREA
                     LGWKYPAFEIPQDIYAAWDAKEAGKAKEAAWNEKFAAYAKAYPELAAEFKRRVSGELP
                     ANWAVESKKFIEQLQANPANIASRKASQNALEAFGKVLPEFLGGSADLAPSNLTIWSG
                     SKSLSDDLAGNYIHYGVREFGMSAIMNGIALHGGFIPYGATFLMFVEYARNAVRMAAL
                     MKIRSVFVYTHDSIGLGEDGPTHQPVEQMASLRVTPNMSTWRPCDQVESAVAWQYALE
                     RKDGPSALIFSRQNLAQQPRTAEQLANIAKGGYVLKDCAGQPELILIATGSEVELAVA
                     AADQLTATGRKVRVVSMPSTDAFDKQDAAYRESVLPSAVSARVAVEAGIADYWYKYVG
                     LNGAVVGMTTFGESAPAELLFKEFGFTVENVVAKAQALLK"
     gene            402829..403287
                     /locus_tag="YPA_0341"
     CDS             402829..403287
                     /locus_tag="YPA_0341"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12309.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            403628..404644
                     /locus_tag="YPA_0342"
     CDS             403628..404644
                     /locus_tag="YPA_0342"
                     /EC_number="1.2.1.12"
                     /codon_start=1
                     /transl_table=11
                     /product="D-erythrose 4-phosphate dehydrogenase"
                     /protein_id="ABG12310.1"
                     /db_xref="InterPro:IPR000173"
                     /db_xref="InterPro:IPR000318"
                     /db_xref="InterPro:IPR006422"
                     /translation="MAIRIAINGFGRIGRSVLRALYESGRRAEISVVAINELASAEGM
                     AHLLKYDSSHGRFAWDVRQECDSLYVGDDIIRLIHQSEIEQLPWSELGIDVVLDCSGV
                     YGSREDGEAHVASGAKKVLFAHPGGHDLDATVVYGVNHQDLRAEHRIVSNASCTTNCI
                     IPIIQLLDIAYGIESGTVTTIHSSMNDQPVIDAYHQDLRRTRAASQSIIPVDTKLAAG
                     ITRIFPKFCDRFEAISVRVPTINVTAIDLSVSVTHPVGVAEVNQLLQKAARGAFRGIV
                     DYTELPLVSMDFNHDPHSAIVDGTQTRVSGQHLIKTLVWCDNEWGFANRMLDTTLAMA
                     KSGF"
     gene            404747..405910
                     /locus_tag="YPA_0343"
     CDS             404747..405910
                     /locus_tag="YPA_0343"
                     /EC_number="2.7.2.3"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglycerate kinase"
                     /protein_id="ABG12311.1"
                     /db_xref="InterPro:IPR001576"
                     /translation="MSVIKMTDLDLAGKRVLIRADLNVPVKEGKVTSDARIRASLPTI
                     EAALKQGAKVMVTSHLGRPTEGEYNEEFSLLPVVNYLKEKLSSPVRLAKDYLDGVEIA
                     AGELVVLENVRFNKGEKKDDEALSKKYAALCDVYVMDAFGTAHRAQASTHGVGKFAPI
                     ACAGPLLSAELEALGKALGNPARPMVAIVGGSKVSTKLTVLGALSKIADKLIVGGGIA
                     NTFVAAQGHNVGKSLYEADLIPEAKRLLETCDIPVPTDVRVATEFSETAAATLKPANE
                     IKDDEQILDLGDESAERLAEILKNAKTILWNGPVGVFEFPNFRKGTEIVARAIAESEA
                     FSIAGGGDTLAAIDLFGIADQISYISTGGGAFLEFVEGKKLPAVVMLEERAKQ"
     gene            406030..407109
                     /locus_tag="YPA_0344"
     CDS             406030..407109
                     /locus_tag="YPA_0344"
                     /EC_number="4.1.2.13"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-bisphosphate aldolase"
                     /protein_id="ABG12312.1"
                     /db_xref="InterPro:IPR000771"
                     /db_xref="InterPro:IPR006411"
                     /translation="MSKIFDFVKPGVITGDDVQKVFAVAKENNFALPAVNCVGTDSIN
                     AVLETAAKVRAPVIVQFSNGGAAFIAGKGVKTDAPQGAAILGAISGAHHVHQMAEHYG
                     VPVILHTDHCAKKLLPWLDGLLDAGEKHFAATGKPLFSSHMIDLSEESLEENIEICSK
                     YLTRMSKIGMTLEIELGCTGGEEDGVDNSHMDASSLYTQPQDVDYAYEKLNAISPRFT
                     IAASFGNVHGVYKPGNVKLTPTILRDSQDYVSKKHNLPHNSLNFVFHGGSGSTAEEIK
                     EAVSYGVVKMNIDTDTQWATWEGILNYYKKNEGYLQGQLGNPEGADKPNKKYYDPRVW
                     LRAAQVTMITRLELAFKELNAIDVL"
     gene            407547..408416
                     /locus_tag="YPA_0345"
     CDS             407547..408416
                     /locus_tag="YPA_0345"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12313.1"
                     /db_xref="InterPro:IPR006686"
                     /translation="MEELNVVEGINNASTWLANNQDLLIQYAVNIIAALLILIVGSII
                     AKVLSGMLNRVMRLRGIDVTVADFLSAMVRYSILAFTIVAVLGRLGVQTASVIAVIGA
                     AGLAVGLALQGSLSNFAAGVLLVAFRPFKAGEYVDLGGVAGTVVQVQIFSTTLRTVDD
                     KIIVVPNGKIIANNIINTSREPNRRTDMIVGVAYDADIDVVKKVLGDIIAADSRIIHE
                     KGVTVRLNEMAPSSLNFAVRVWTTNGDAQEVFWDLTENFKRALDAHKIGIPYPQMDVH
                     LHQVAKAEAEKPE"
     gene            408679..409152
                     /locus_tag="YPA_0346"
     CDS             408679..409152
                     /locus_tag="YPA_0346"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysE type translocator"
                     /protein_id="ABG12314.1"
                     /db_xref="InterPro:IPR001123"
                     /translation="MLAVYLHGFILSAAMILPLGPQNVFVMNQGIKRQHHLMSASLCA
                     LSDIILICAGIFGGSALLSRSPLLLALVTWGGVAFLMWYGWGALMAAWRGDGVASSAT
                     SVTQGRWRILVTLLAVTWLNPHVYLDTFVVLGSLGGQLLPDIRPWFALVSTTDEK"
     gene            complement(409196..409975)
                     /locus_tag="YPA_0347"
     CDS             complement(409196..409975)
                     /locus_tag="YPA_0347"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12315.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(409975..410997)
                     /locus_tag="YPA_0348"
     CDS             complement(409975..410997)
                     /locus_tag="YPA_0348"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12316.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            411050..411256
                     /locus_tag="YPA_0349"
     CDS             411050..411256
                     /locus_tag="YPA_0349"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysE/YggA type lysine exporter"
                     /protein_id="ABG12317.1"
                     /db_xref="InterPro:IPR001123"
                     /translation="MGVDHYCTVRYTLGAVTASIVWFFALALLAAWLSPWLNRPVAQR
                     IINLFVGGVMGFIAFQLARQGFGL"
     sig_peptide     411050..411142
                     /locus_tag="YPA_0349"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.725) with cleavage site probability 0.717 at
                     residue 31"
     gene            411425..412225
                     /locus_tag="YPA_0350"
     CDS             411425..412225
                     /locus_tag="YPA_0350"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12318.1"
                     /translation="MHILGGTVKLKTLALAAMIGLGTLPLALQAQAAEVPEGPHVVTS
                     GTASVEATPDIATIAIEVSVSAKDAADAKKQVDTRVAQYFDFLNKSGIEKKDVKAANI
                     RTQPEYDYQKSGEAVLKGYRAVRQVQVTLRQLDKLNDLLDGALKSGLNEIRAVELGVA
                     SPETYREQARKKAIENTITQAGALADGFKVKLGPVYSIRYHIANYQPMPVARMYKSAG
                     AASDTAVEQTYEQQTINFDDQVDVVFELQTGANPASIAATANKTVAAQ"
     sig_peptide     411425..411523
                     /locus_tag="YPA_0350"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.974 at
                     residue 33"
     gene            complement(412236..413144)
                     /locus_tag="YPA_0351"
     CDS             complement(412236..413144)
                     /locus_tag="YPA_0351"
                     /codon_start=1
                     /transl_table=11
                     /product="chromosome initiation inhibitor"
                     /protein_id="ABG12319.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MKRPDYRTLQALDAVIRERGFERAAQKLCITQSAVSQRIKQLEN
                     LFGQPLLVRTVPPRPTEQGQKLLALLHQVELLEEEWLGNDNGVDTPLLLSLAVNADSL
                     ATWLLPALKPVLADLPIRLNLQVEDETRTQERLRRGEVVGAVSIQPQPLPSCLVDQLG
                     ALDYLFVASKAFAERYFPNGVTRSALLKAPAVAFDHLDDMHQAFLQQNFDLSPGSVPC
                     HIVNSSEAFVQLARQGTTCCMIPHLQIEKELASGELIDLTPGLLQRRMLFWHRFAPES
                     RTMRKVTDALLSYGRQVLRQDSFIGQ"
     gene            413486..414142
                     /locus_tag="YPA_0352"
     CDS             413486..414142
                     /locus_tag="YPA_0352"
                     /EC_number="5.3.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose-5-phosphate isomerase"
                     /protein_id="ABG12320.1"
                     /db_xref="InterPro:IPR004788"
                     /translation="MTQDELKKAVGWAALDYVKPGTIVGVGTGSTAAHFIDALGSIKH
                     QIEGAVSSSDASTAKLKSYGIPVFDCNDVDVLDIYVDGADEINGQMQMIKGGGAALTR
                     EKIIAAIARKFICIADESKQVGVLGKFPLPVEVIPMARSYVARELIKLGGLPEYRQNV
                     LTDNGNVILDVHNLSILDAIALENQINGIAGVVTVGLFANRGADVALIGTANGVKVIG
                     "
     gene            414449..415690
                     /locus_tag="YPA_0353"
     CDS             414449..415690
                     /locus_tag="YPA_0353"
                     /EC_number="1.1.1.95"
                     /codon_start=1
                     /transl_table=11
                     /product="D-3-phosphoglycerate dehydrogenase"
                     /protein_id="ABG12321.1"
                     /db_xref="InterPro:IPR006140"
                     /translation="MAKVSLEKDRIKFLLVEGVHQSAVDNLRAAGYSNIEYHKGALDA
                     ESLKASIRDAHFIGIRSRTHLSEDVFAAAEKLVAVGCFCIGTNQVDLKAATKRGVPVF
                     NAPFSNTRSVAEMVLGELLLMFRGIPSANAKAHRGEWNKLAVGSFEARGKKLGIIGYG
                     HIGTQLGILAESIGMKVFFYDIENKLSLGNAQQVRQLSDLLNMSDVVSLHVPENHTTK
                     NMIGAEQLAQMKPGALLINASRGTVVDIPALCDALSSNHLSGAAIDVFPEEPATNKDP
                     FNSPLCEFDNVLLTPHIGGSTQEAQENIGDEVAGKLAKYSDNGSTLSAVNFPEVSLPA
                     HGDNTRRLLHIHENRPGILTSINTIFAEQNVNIAAQYLQTSADIGYVVIDVETDDADN
                     AEKALQAMKAIPGTIRARLLY"
     gene            complement(415955..416551)
                     /locus_tag="YPA_0354"
     CDS             complement(415955..416551)
                     /locus_tag="YPA_0354"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 5-formyltetrahydrofolate
                     cyclo-ligase-family protein"
                     /protein_id="ABG12322.1"
                     /translation="MPQNPQHALERQRIRAEIREHRRLLTPVQQQQSAHLAAQHIAEH
                     PKIQQAHTVAVFLSFDGELDTQPIIEQLWQQKKQVYLPVLHPFSPGNLLFLRYRPESP
                     LIRNRLKILEPQLDVREVLPLHQLDVVITPLVAFDRHGQRLGMGGGFYDRTLQRWQQN
                     GPYPIGLAHDCQLVDKLPSEYWDVPLPEIVTPAKVWQW"
     gene            complement(416678..416859)
                     /locus_tag="YPA_r020"
     misc_RNA        complement(416678..416859)
                     /locus_tag="YPA_r020"
                     /product="6S RNA"
     gene            complement(416915..417244)
                     /locus_tag="YPA_0355"
     CDS             complement(416915..417244)
                     /locus_tag="YPA_0355"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein ZapA"
                     /protein_id="ABG12323.1"
                     /translation="MSAQPVDIQVFGRSLRVNCPPEQQDALNMAAEDLSQRLQDLKVR
                     TRVNNTEQLVFIAALNVCHELAQERLKTRDYASNMEQRIRMLQQTIEQALLEQGRISD
                     RQDTQFE"
     gene            417581..418159
                     /locus_tag="YPA_0356"
     CDS             417581..418159
                     /locus_tag="YPA_0356"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12324.1"
                     /translation="MSIENTLPTYPSLALALSQQAVALTPAEMHGLISGMLCGGSKDN
                     GWQTLVHDLTNEGVAFPQALSLPLQQLHEATQEALENEGFMFQLLIPEGEDVTVFDRA
                     DALSGWVNHFLLGLGMLQPKLAQVKDEVGEAIDDLRNIAQLGYDEDEDQEELAQSLEE
                     VVEYVRVAAILCHIEFTQQKPTAPEMHKPTLH"
     sig_peptide     417581..417652
                     /locus_tag="YPA_0356"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.954) with cleavage site probability 0.921 at
                     residue 24"
     gene            418247..419560
                     /locus_tag="YPA_0357"
     CDS             418247..419560
                     /locus_tag="YPA_0357"
                     /EC_number="3.4.11.9"
                     /codon_start=1
                     /transl_table=11
                     /product="aminopeptidase P. Metallo peptidase. MEROPS
                     family M24B"
                     /protein_id="ABG12325.1"
                     /db_xref="InterPro:IPR001131"
                     /db_xref="InterPro:IPR001714"
                     /translation="MTQQEYQNRRQALLAKMAPGSAAIIFAAPEATRSADSEYPYRQN
                     SDFSYLTGFNEPEAVLILVKSDETHNHSVLFNRIRDLTAEIWFGRRLGQEAAPTKLAV
                     DRALPFDEINEQLYLLLNRLDVIYHAQGQYAYADNIVFAALEKLRHGFRKNLRAPATL
                     TDWRPWLHEMRLFKSAEEIAVLRRAGEISALAHTRAMEKCRPGMFEYQLEGEILHEFT
                     RHGARYPAYNTIVGGGENGCILHYTENECELRDGDLVLIDAGCEYRGYAGDITRTFPV
                     NGKFTPAQRAVYDIVLAAINKSLTLFRPGTSIREVTEEVVRIMVVGLVELGILKGDIE
                     QLIAEQAHRPFFMHGLSHWLGMDVHDVGDYGSSDRGRILEPGMVLTVEPGLYIAPDAD
                     VPPQYRGIGIRIEDDIVITATGNENLTASVVKDPDDIEALMALNH"
     gene            419629..420807
                     /locus_tag="YPA_0358"
     CDS             419629..420807
                     /locus_tag="YPA_0358"
                     /EC_number="1.14.13.-"
                     /codon_start=1
                     /transl_table=11
                     /product="2-octaprenyl-6-methoxyphenol hydroxylase /
                     2-octaprenyl-3-methyl-6-methoxy-1,4-benzoquinol
                     hydroxylase"
                     /protein_id="ABG12326.1"
                     /db_xref="InterPro:IPR003042"
                     /db_xref="InterPro:IPR010971"
                     /db_xref="InterPro:IPR011295"
                     /translation="MSVIIVGGGMAGVTLALAISSLTHGQVPVALVEAQQPNDRQHPG
                     FDARAIALAQGTCQQLARIGAWSALADCATAIDHVHVSDRGHSGFVNLRAEDYGVPAL
                     GHVLELHDAGERLFALLMKAPGVTLHCPAKVVDVVRTAESARVTLDDGQQLAAKLLVA
                     ADGSHSALAQSCAIQWQRQDYQQVAIIANITTSELPNGRAFERFTRNGPLALLPMSQG
                     RSSLVWCHAKHDQQQIDSWDDARFLAELQQAFGWRLGKMLQAGKRHSYPLQLLIASRH
                     ISHRLALVGNAAQTLHPIAGQGFNLGLRDVMSLAETLAEAAAMGNDLGDYTVLSHYQQ
                     RRQQDQQATIGVTDGLIRLFANRYGPLVAGRNLALMAMEQMPTIRDTFARRTLGWVER
                     "
     sig_peptide     419629..419706
                     /locus_tag="YPA_0358"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.989) with cleavage site probability 0.953 at
                     residue 26"
     gene            420857..422200
                     /locus_tag="YPA_0359"
     CDS             420857..422200
                     /locus_tag="YPA_0359"
                     /EC_number="1.14.13.-"
                     /codon_start=1
                     /transl_table=11
                     /product="2-octaprenyl-3-methyl-6-methoxy-1,4-benzoquinol
                     hydroxylase"
                     /protein_id="ABG12327.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR000834"
                     /db_xref="InterPro:IPR003042"
                     /db_xref="InterPro:IPR010971"
                     /translation="MGWHKCCSNRSRPICFSFAASLHREIYRVNKVHIFMGKCFGMQS
                     FDIVIAGGGMVGLALACGLQGSGLRIAIIEHQPAPMPLTAPLTGELALRVSAINAASE
                     RLLQKIGVWETIQALRASPYHGMEVWDKDSFGKIAFHADEYGFSHLGHIIENQVIQQA
                     LWQRASQLPEVTVLAPASFKQVAWGETEAFITLTDDRMLSARLVVGADGAHSWLRQHA
                     DIPLTFWDYAHHALVATIRTDEPHQATARQVFHGDGILAFLPFSDPHLSSIVWSLPPE
                     RAAELAVLPAEQFNRELAMTFDMRLGQCQLESERQTFPLTGRYARSFAAHRLVLVGDA
                     AHTVHPLAGQGVNLGFMDVAELVSELRRLQRQGKDIGQHLYLRRYERRRKHSAAMMLA
                     SMQGFRDLFAGNNPAKKLLRDIGLTLADHLPGVKPQLVRQAMGLNDLPEWLERSQ"
     gene            422921..424018
                     /locus_tag="YPA_0360"
     CDS             422921..424018
                     /locus_tag="YPA_0360"
                     /EC_number="2.1.2.10"
                     /codon_start=1
                     /transl_table=11
                     /product="aminomethyltransferase"
                     /protein_id="ABG12328.1"
                     /db_xref="InterPro:IPR006223"
                     /translation="MAKQTPLYDQHVACGARMVDFHGWMMPLHYGSQIDEHHFVRQDA
                     GMFDVSHMTIVDLHGNRTREFLRYLLANDVAKLTQPGKALYTGMLNESGGVIDDLIVY
                     FLSEDYFRLVVNSATRDKDLAWISQHAEPYQVEVTVRDDLALIAVQGPQAQQKVATLL
                     TTEQQQAIAGMKPFFGIQTGDLFIATTGYTGEAGYEIALPKQQVVAFWQQLLAAGVKP
                     AGLGARDTLRLEAGMNLYGQEMDEKTSPLAANMGWTVAWQPEDRQFIGRAALERQRMK
                     GTEQLVGLIMTEKGVLRNELPVYFFDAAGNQHVGVITSGSFSPTLGFSIALARVPAGI
                     GEHAVVQIRNREMPVRVTKPGFVRAGKAIVL"
     gene            424087..424473
                     /locus_tag="YPA_0361"
     CDS             424087..424473
                     /locus_tag="YPA_0361"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine cleavage system H protein"
                     /protein_id="ABG12329.1"
                     /db_xref="InterPro:IPR002930"
                     /db_xref="InterPro:IPR003016"
                     /translation="MSNVPTELKYALSHEWVRADGDGVYSVGITEHAQELLGDMVFVD
                     LPEVGSDVSAGSDCAVAESVKAASDIYAPISGEIVAVNTELENSPELVNSAPYTDGWL
                     FSIKAADESELDNLLDADAYLAAIEE"
     gene            424685..427564
                     /locus_tag="YPA_0362"
     CDS             424685..427564
                     /locus_tag="YPA_0362"
                     /EC_number="1.4.4.2"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine dehydrogenase (decarboxylating) beta
                     subunit / glycine dehydrogenase (decarboxylating) alpha
                     subunit"
                     /protein_id="ABG12330.1"
                     /db_xref="InterPro:IPR003437"
                     /translation="MTQNLSQLEHNDAFIQRHIGSSVEQQQQMLAAVGASSLSTLIQQ
                     IVPADIQLPGPPPVGEAATEHQALAELKGIASQNQCYKSYIGMGYSPVLTPPVILRNM
                     LENPGWYTAYTPYQPEVSQGRLEALLNFQQLTQDLTGLDLASASLLDEATAAAESMAL
                     AKRASKLKDANRFFVADDVHPQTLDVVLTRAETFGFDVIVDRAEKVLELDGIFGVLLQ
                     QVGTTGELHDYSALLAELKKRKIITSVAADIMALVLLTAPGAQGADVVFGSAQRFGVP
                     MGYGGPHAAFFACRDEFKRSMPGRIIGVSRDAAGNTALRMAMQTREQHIRREKANSNI
                     CTSQVLLANIASLYAVYHGPQGLQRIAGRIHRMTDILAAGLQHAGLTLRFKHWFDTLT
                     VEVKDKAAVLARALSFGINLRTDIHGAVGITLNETTSREDIQTLFALFVGDNHGLDID
                     QLDAAVSQHSQSIQDSMLRRDPILTHPVFNRYHSETEMMRYMHRLERKDLALNQAMIP
                     LGSCTMKLNAAAEMIPITWPEFAELHPFCPPEQAAGYQQMIGQLSQWLVQLTGYDAVC
                     MQPNSGAQGEYAGLLAIRRYHESRNQANRHICLIPSSAHGTNPASAQMAGMSVVVVAC
                     DKQGNIDLHDLRQKAEHAGDELSCIMVTYPSTHGVYEETIREVCQIVHQFGGQVYLDG
                     ANMNAQVGITTPGYIGADVSHLNLHKTFCIPHGGGGPGMGPIGVKAHLAPFVPGHSVV
                     QIDGMTTQQGAVSAAPFGSASILPISWMYIRMMGADGLKQASQVAILNANYIATRLKN
                     AYPVLYTGHDGRVAHECILDIRPLKEATGISEMDIAKRLIDFGFHAPTMSFPVAGTLM
                     VEPTESESKVELDRFIDAMLAIRAEIEKVAQGEWPLEDNPLVNAPHTQAELVGEWTHP
                     YSRELAVFPVAGVLENKYWPTVKRLDDVYGDRNLFCSCVPISDYE"
     gene            427942..428379
                     /locus_tag="YPA_0363"
     CDS             427942..428379
                     /locus_tag="YPA_0363"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12331.1"
                     /translation="MINNRFIGSWSLISQHFILPDNSIHYPMGQNMLGRINYEKQGTM
                     AAQLYRGDRAKFTTEDWLQGSDSEIKNAFLTALTYFGRYHIDEEQGIVTHTVEGCLFP
                     NWVGNQQIRHYQFEEDRLTLRTPPLQMNNSSLVGVLIWQKVKK"
     gene            428751..428876
                     /locus_tag="YPA_0364"
     CDS             428751..428876
                     /locus_tag="YPA_0364"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12332.1"
                     /translation="MCWCILIYIIIRIHQLIFLWFYFIGIFSGFLSSNDSFIHDK"
     gene            429428..429592
                     /locus_tag="YPA_0365"
     CDS             429428..429592
                     /locus_tag="YPA_0365"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12333.1"
                     /translation="MESGMENIIKYDINYFLRFVCFNYFMNIKFYRGLFSISIVMIYL
                     SLAPQLLSFM"
     gene            429625..431565
                     /locus_tag="YPA_0366"
     CDS             429625..431565
                     /locus_tag="YPA_0366"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative surface protein"
                     /protein_id="ABG12334.1"
                     /translation="MDGPSVGPITSPNCNTPSIGIINTNAGQLFVGGTGAAVSGTLGP
                     TFWTGTFATPVGTSNTATAYGMVVQSGGAYITGNTYVQGGLFLNGQKATNLAPATISS
                     TSTDAVVGSQLYNLVQDGTRYFHANSVNPTDSLASGLETIAVGPATVVSGDNGVGIGN
                     TALVGAAATGGIAIGFGTQVTAAGATAIGSAAQAQGAQSLALGAGAVTSQANSIALGA
                     ASINTVGAQSSYSAYALTAPQASVGELGIGTALGNRKITGVAAGSASSDAVNVAQLTA
                     VGDQVQQNTANITSLGGRVTTIEGSMASIANGGGVKYFHANSTQPDSVASGTNSVAIG
                     PASLASGNAALASGAGAVAIGDGAAASADGSVAIGQGSGDNGRGVENYIGKYSNASNT
                     SSGTVSVGNTATGETRTVSNVADGLQATDAVNLRQLDGIAASIVVVENNVSGLQNGTD
                     GMFQVNNSSGLAKPSATGANSATGGAGSVASGNNSTAFGSGAKATAANSAALGANSVA
                     DRANSVSVGSVGNERQITNVAPATQGTDAVNFDQLKSISNQTNAYTNQRYSELKQDLR
                     KQNSVLSAGIASAMSMASLTQPYTSGSSMTTIGAASYRGQSALSLGVSSISDSGRWVS
                     KLQASSNTQGDFGIGVGVGYQW"
     gene            431669..432772
                     /locus_tag="YPA_0367"
     CDS             431669..432772
                     /locus_tag="YPA_0367"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12335.1"
                     /translation="MSSFKTLGFFFLSLSLLFSSLLVLLSLLLFAGLLLFPSLLPFSR
                     FLPFAGFSPASGFSLATKYDEGFSGNVSYRGDLNDSPKTDPLWIPLPALPLIQQAVTE
                     LVPTVQGQYQEHVMSQVCALARGERTQEQVAQTLRSYDIDISNIPPQGHPLSLLVSTD
                     QSSRVIGCAAYIASSVMAIPKSDEFMVSTDKPADALPGKKNEAASKEKTLSIDPKKLA
                     QYLQTQLAVAKANADIFAIIAVELEKKPGLTVNEYSVQIKKVFSEVASAYLQRVKALY
                     AVGAGVNYKLITYSDEGFKFISNDGYLFEYGYDSLSLYFNRIPWYGSGKILGKEYFFS
                     VSYIEPNLVKRIREEKREEKSEGVLNQESGVAP"
     sig_peptide     431669..431764
                     /locus_tag="YPA_0367"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.975 at
                     residue 32"
     gene            432974..433675
                     /locus_tag="YPA_0368"
     CDS             432974..433675
                     /locus_tag="YPA_0368"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hemolysin III"
                     /protein_id="ABG12336.1"
                     /db_xref="InterPro:IPR005744"
                     /translation="MKNKSGTQPLFATPSVPAAQTATPTPAYPWAEELANSLSHGIGV
                     VFGIVGLVLLLVQAVNSGADTKALTSYSLYGSSIILLFLASTLYHAIPHRRAKLWLQK
                     FDHCAIYILIAGTYTPFLLVGLDSPLARGLMAVIWGLALIGVIFKLAFAHRFEVLSLV
                     TYLTMGWLSLIVIYQLAVKLEIGGLALLAIGGLLYTVGVIFYASKRIRFGHAIWHGFV
                     LGGSVCHFMAIYLYV"
     sig_peptide     432974..433039
                     /locus_tag="YPA_0368"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.924) with cleavage site probability 0.601 at
                     residue 22"
     gene            433933..434430
                     /locus_tag="YPA_0369"
     CDS             433933..434430
                     /locus_tag="YPA_0369"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12337.1"
                     /translation="MIMRLSKALMVCAIALFATLVVFGNMTDYNTNFVFVHHVLQMDT
                     IFPDATISYRAIHSPWLQQLGYIGIILLETLTAVFCWVGGIGLLINRKAPAKVFNRKK
                     GIAIIGLTLGFLTWQVVFMSIGGEWFGMWMSKQWNGVPNAFRFFVTTILVLIYLVQPD
                     GELDE"
     sig_peptide     433933..434007
                     /locus_tag="YPA_0369"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.982 at
                     residue 25"
     gene            complement(434503..435495)
                     /locus_tag="YPA_0370"
     CDS             complement(434503..435495)
                     /locus_tag="YPA_0370"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12338.1"
                     /translation="MAYHTPFAAQPPVASSGLPLTLISLDDWALVTLTGADRVKYLQG
                     QVTADIDALSADQHVLCAHCDAKGKMWSNLRLFYRGEGLAFIERRSLLDNQLSELKKY
                     AVFSKVVIEPQPDAVLIGVAGSQAKTALAEIFTELPSAEHPVTQMGNSTLLHFSLPAE
                     RFLLVTDTEQAQQLVEKLAGRAQFNDSKQWLALDIEAGFPIIDAANSAQFIPQATNIQ
                     ALNGISFTKGCYTGQEMVARAKYRGANKRALYWLAGNASRVPAAGEDLEWQLGENWRR
                     TGTVLSAIQLNDGTVWVQAVLNNDLAADSVLRVRDDALGTLAIQPLPYSLAEDK"
     gene            435812..436078
                     /locus_tag="YPA_0371"
     CDS             435812..436078
                     /locus_tag="YPA_0371"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12339.1"
                     /translation="MEIDNKARIHWACRRGMRELDISIMPFFEYEYDSLSDNEKQAFI
                     RLLECDDPDLFNWLMNHGEPQDSELYQMVKLIQSRNKARGPVAM"
     gene            436059..436484
                     /locus_tag="YPA_0372"
     CDS             436059..436484
                     /locus_tag="YPA_0372"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12340.1"
                     /db_xref="InterPro:IPR009883"
                     /translation="MAQWRCNLRVSWHTQLFSLLAHGILVILTLVAPWPLGYTALWLV
                     LLTLVVFECIRSQKRIKSCQGEIRLKPGNLVRWKRHEWTVVKPPWITRYGVLLHLQQT
                     GGHATRKRLWLSADSMSEDEWRQLCLLLRHSFESDDGTM"
     gene            436484..437182
                     /locus_tag="YPA_0373"
     CDS             436484..437182
                     /locus_tag="YPA_0373"
                     /codon_start=1
                     /transl_table=11
                     /product="putative response regulator"
                     /protein_id="ABG12341.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MKPLIWLVEDEPSIADTLIYTLESEGFTLRWFDRGEPALAALSS
                     GSPALAIVDVGLPDINGFDLCRRMLAAAPDLPVIFLTARSEELDRIVGLEIGADDYIA
                     KPFSPREVSARVRTILRRLQKSHLLAVTSTSYQFGHFSLDEAGARVTYHQQILGLTRY
                     EYLLLKTLLLAPERIFSRQQLMDIVWAQAEESQDRTVDTHIKTLRSKLRTVYAEDSPI
                     RTHRGLGYSLGYQP"
     gene            437207..438625
                     /locus_tag="YPA_0374"
     CDS             437207..438625
                     /locus_tag="YPA_0374"
                     /codon_start=1
                     /transl_table=11
                     /product="putative histidine kinase sensor"
                     /protein_id="ABG12342.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MKIGVRLLLGYFLIVAIAGYFVIRIFLQEVKPGVRRATEGTLVD
                     TATLLAQFARQDILQNKVADGQLAQAFSSLNLRPIGANIEGIRKDRNEYRVYLTDTDG
                     QVIFDSSGRALGQDYSRWNDVWLTLRGEYGARSSRTDPDDAESSVMYVAAPVIVENRI
                     VGVLSIGKPNLSMVPVIKRSERKILFAGGLLLGIALLIGLGFVWWINRAIGKLVDYAE
                     RVAEGQAVALPAMGSSELNDLALALESMRLKLDGKAYIEQYVHTLTHELKSPLAAISG
                     AAELLRESPPPETAQRFLINIEQQSARIQQLVDKMLVQARLESRVDLQLSPLEISHIL
                     KQSFSAKEAQAVSRGVTLRLKSVDNAMLIGDGLLLSQALNNLIDNALDFTPAGGEISV
                     SGERQDDTYLITVEDSGSGIPGYAQEKIFDRFYSLPRANSVKSTGLGLNFVREVAAIH
                     QGSICLENRLPQGVSARLTLPL"
     gene            438725..440203
                     /locus_tag="YPA_0375"
     CDS             438725..440203
                     /locus_tag="YPA_0375"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12343.1"
                     /translation="MLKGVQVMFKSVLFWKIVTLLGLMLLMMIPKGMLLHVIDERSGY
                     RQSVIDKVSDSTSRSQKILGPLIVVPYREWVETEVDGKKQGKWTHFYHYILPNVMTVK
                     GTPDVEVRQLGIYKTQVYQGEFDFHGEFEVSSLDDLDREGVIIGKPSLVLALSDARGI
                     QRISPLSVGKTKINFEPGAFSGHSVQGVHAPLTIEQVLQGKFDVDFTMSLAGTTSLSV
                     VPVGRNSELTLQSNWPHPNFVGNFLPLQRKVDEKGFRAHWSSNWLANSMNTNFTGGDA
                     AFHFGSLPAFTTSLIEPVDHYQLTERAIKYAILFIGLTFFSFFLFESLTSLRLHPMQY
                     LLVGAALVLFYLMLLAFSEHIGFTLAYLLASLSCSLLIAIYLSAVLGGWLRGTLFACG
                     LLLLYGILFGLLQSEDNALLLGAGLLFVVLTVVMLLTRRLDWYQVADTQRLTEWRAPE
                     PSAEESPSKTAPEGESMKDDNKKKDDHVKKDANEKDEFRLWK"
     gene            complement(440293..440874)
                     /locus_tag="YPA_0376"
     CDS             complement(440293..440874)
                     /locus_tag="YPA_0376"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin 2"
                     /protein_id="ABG12344.1"
                     /db_xref="InterPro:IPR001226"
                     /db_xref="InterPro:IPR008254"
                     /db_xref="InterPro:IPR010086"
                     /translation="MTGQIWYTRCYSLLAMLRLYIMKIGLFYGSSTCYTEMVAEKIRD
                     ILGEDLVDLHNLKEVSPRLMEEYSILILGIPTWDFGELQEDWEAIWPQLTQLNLKGKI
                     VAMYGMGDQFGYSEWFLDALGMLHDHIAPLGVKFIGFWPTDGFEFTSPKPLSADGKQF
                     VGLALDEVNQYDLSEERIEQWCEQILLEMEALL"
     gene            440918..441817
                     /locus_tag="YPA_0377"
     CDS             440918..441817
                     /locus_tag="YPA_0377"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine recombinase XerD subunit"
                     /protein_id="ABG12345.1"
                     /db_xref="InterPro:IPR011932"
                     /translation="MKQQDNPLIEQFLDALWLERNLAENTLASYRLDLHALVGWLTHH
                     NSDLLRASPQDLQSFLAERIEGGYKATSSARLLSAMRRLFQYLYREKLREDDPTALLS
                     SPKLPQRLPKDLSEAQVDALLNSPNVDIPLELRDKAMLEVLYATGLRVSELVGLTISD
                     VSLRQGVVRVIGKGNKERLVPLGEEAVYWIENYMEHGRPWLVNGASLDVLFPSNRSQQ
                     MTRQTFWHRIKHYAILAGIDSERLSPHVLRHAFATHLLNHGADLRVVQMLLGHSDLST
                     TQIYTHVATERLRQLHQQHHPRA"
     gene            441848..442564
                     /locus_tag="YPA_0378"
     CDS             441848..442564
                     /locus_tag="YPA_0378"
                     /codon_start=1
                     /transl_table=11
                     /product="thiol:disulfide interchange protein DsbC"
                     /protein_id="ABG12346.1"
                     /db_xref="InterPro:IPR006662"
                     /translation="MKKSLLLLPMLMAALSGVANADDSAIQQTLKKLDIQQADIQPSP
                     IPGISTVMTESGVLYISADGKHLLQGPLYDVSGDQPINVTNQALLKKLEALSSEMIVY
                     KAPEEKHVITVFTDITCGYCRKLHEQMKDYNALGITVRYLAFPRQGLSSQAEKDMRSI
                     WCMADRNKAFDDAMKNNDISPATCKTDISKHYQLGVQFGIQGTPAIVLQNGTIVPGYQ
                     GPKEMLQMLNAHQASLKAGG"
     sig_peptide     441848..441913
                     /locus_tag="YPA_0378"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 22"
     gene            442571..444304
                     /locus_tag="YPA_0379"
     CDS             442571..444304
                     /locus_tag="YPA_0379"
                     /EC_number="3.1.-.-"
                     /codon_start=1
                     /transl_table=11
                     /product="exonuclease RecJ"
                     /protein_id="ABG12347.1"
                     /db_xref="InterPro:IPR004610"
                     /translation="MTLKTQLRRREAADDSHLPAQLPPLLRRLYASRGVKDAQELERG
                     VKGLLAWQKLDGIDAGVTLLQQALADRRRIVIVGDFDADGATSTALAVLALRSMGGSN
                     LDYLVPNRFEDGYGLSPEVVEQVAARGAELIVTVDNGISSHAGVDLAHAKGIQVLVTD
                     HHLPGETLPAADAIINPNLAGCDFLSKSLAGVGVTFYLMLALRARLRECGWFEQRTLA
                     VPNLAELLDLVALGTVADVVPLDANNRILVHQGLSRIRAGKCRPGIRALLEVANRDAR
                     QLVANDLGFSLGPRLNAAGRLDDMSIGVALLLSDDIAQARALAIDLDTLNQTRREIEQ
                     GMQVEALQLCDQLERTSSELPYGIAMYHPEWHQGVVGILASRIKERFHRPVIAFAPAG
                     EGLLKGSGRSVAGLHMRDALERLDTLNPGLILKFGGHAMAAGLSLEEGKFDEFRQRFA
                     DLVGEWMDASQLEGVIWSDGELNGAELSLETAELLRDGGPWGQSFPEPTFDGKFRILQ
                     QRLVGERHLKLMVEPLNGGPLLDGIAFNVDTTLWPDSSVREVKLAYKLDINEYRGNRS
                     VQLLVQHLWPY"
     gene            444649..445581
                     /locus_tag="YPA_0380"
     CDS             444649..445581
                     /locus_tag="YPA_0380"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial peptide chain release factor 2
                     (bRF-2)"
                     /protein_id="ABG12348.1"
                     /db_xref="InterPro:IPR000352"
                     /db_xref="InterPro:IPR004374"
                     /translation="MGKERSTLEEIVTTIDQLEQGLEDVSGLLELAVEADDEETFNET
                     IAELEVLDGKLGQLEFRRMFSGEYDRANCYLDLQAGSGGTEAQDWASMLLRMYLRWAE
                     SRGFKTEIIEESDGDVAGLKSATVKIIGEYAFGWLRTETGVHRLVRKSPFDSGGRRHT
                     SFSSAFVYPEVDDDIDIEINPADLRIDVYRASGAGGQHVNKTESAVRITHIPTNIVTQ
                     CQNDRSQHKNKDQAMKQLKAKLYEFEMQKKNADKQVLEDNKSDIGWGSQIRSYVLDDS
                     RIKDLRTGVETRNTQAVLDGDLDKFIEASLKAGL"
     gene            445591..447108
                     /locus_tag="YPA_0381"
     CDS             445591..447108
                     /locus_tag="YPA_0381"
                     /codon_start=1
                     /transl_table=11
                     /product="lysyl-tRNA synthetase"
                     /protein_id="ABG12349.1"
                     /db_xref="InterPro:IPR002313"
                     /db_xref="InterPro:IPR006195"
                     /translation="MSEQKPQVAEQAQELNSELQARREKLAVLRGKGIAFPNDFRREN
                     LSDQLHAEFDSKENEELEALNIDVTVAGRMMTRRIMGKASFVTLQDVGGRIQLYVSRD
                     DLPEGVYNEEFKKWDLGDILGARGKLFKTKTGELSIHCSELRLLTKALRPLPDKFHGL
                     ADQETRYRQRYLDLIANDESRHTFKVRSQVMSGIRSFMVEKGFMEVETPMMQVIPGGA
                     SARPFVTHHNALDIDMYLRIAPELYLKRLVVGGFERVFEINRNFRNEGVSPRHNPEFT
                     MMELYMAYADYKDLIVLTEELFRTLTETILGSSVVQYGEQTFDFGKPFAKLTMKEAIC
                     KYRPETNVADLDDMDKAVAIAESLGIKVEKSWGLGRIQCEIFEETAESHLIQPTFITE
                     YPAEVSPLARRNDDNPFITDRFEFFIGGREIGNGFSELNDAEDQAQRFADQVSAKEAG
                     DDEAMFYDEDYITALEHGLPPTAGLGIGIDRMVMLFTNSHTIRDVILFPAMRPVK"
     gene            447302..447375
                     /locus_tag="YPA_r021"
                     /note="tRNA-Gly1"
     tRNA            447302..447375
                     /locus_tag="YPA_r021"
                     /product="tRNA-Gly"
     gene            447541..447747
                     /locus_tag="YPA_0382"
     CDS             447541..447747
                     /locus_tag="YPA_0382"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase"
                     /protein_id="ABG12350.1"
                     /translation="MKLNARQVETAKPKDKAYKLADGGGLYLLVNTNGSRYWRLKYRF
                     AGKEKLLALGVYPDVSLAVAVNDG"
     gene            complement(447798..448577)
                     /locus_tag="YPA_0383"
     CDS             complement(447798..448577)
                     /locus_tag="YPA_0383"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12351.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(448672..449601)
                     /locus_tag="YPA_0384"
     CDS             complement(448672..449601)
                     /locus_tag="YPA_0384"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG12352.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEEKRV"
     gene            449658..450716
                     /locus_tag="YPA_0385"
     CDS             449658..450716
                     /locus_tag="YPA_0385"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase"
                     /protein_id="ABG12353.1"
                     /translation="MWITIAPFVTVARVKRDEAKKIVAGGGDPSQNKQQEKLARQGEA
                     TNTFEAITREWYQRRYDRWSESYRLEMMSTFESDVFPYIGYRPIKEIKPLELMAVLSK
                     LEKRGATEKMRKVRQRCGEVWKYAIITGRAEYNPAPDLASAFAPHKREHYPHLTINEI
                     PEFLSSLASYSGSMLVKLAMRLLILTGTRPGELRQAEWAEFDFDNALWEIPAVRMKMR
                     RPHMVPLPDQAITILKQIQPISGRYQFVFPGRIQHSKPISEMTLNVLIRRIGYGGRAT
                     GHGFRHTMSTILHEQGFNTAWIETQLAHVDKNSIRGTYNHAQYLDGRREMLQWYADYM
                     DSLENGENVIHGRFGKRA"
     gene            complement(450798..450983)
                     /locus_tag="YPA_0386"
     CDS             complement(450798..450983)
                     /locus_tag="YPA_0386"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12354.1"
                     /translation="MYDNTPREVEEVIDHCRALIYAIITLESPEVKEILNFVLQQQID
                     LLHQTYHQATSEPLEAE"
     gene            complement(451084..451209)
                     /locus_tag="YPA_0387"
     CDS             complement(451084..451209)
                     /locus_tag="YPA_0387"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12355.1"
                     /translation="MVGWTGASKDAPGSLLTGLLTPFSPPPKGISSSWWWDKAIN"
     gene            451581..451841
                     /locus_tag="YPA_0388"
     CDS             451581..451841
                     /locus_tag="YPA_0388"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12356.1"
                     /translation="MVKVDWSRKAVKQLLSIDARYRKPISEKVNKLTNFPAVDLDIKK
                     LQMGDSQFRMRVGNYRVIFQIVEGTPVICTIQEVKRRTTATY"
     gene            451904..452266
                     /locus_tag="YPA_0389"
     CDS             451904..452266
                     /locus_tag="YPA_0389"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA binding protein"
                     /protein_id="ABG12357.1"
                     /db_xref="InterPro:IPR001387"
                     /translation="MAKLQYIHDEAGKPQFVVLPVAEYQQLISNAKYEDIPYVADNDD
                     DQTIPNEVVQIMVNDGVSLLAAWRIYRGFSQYEIAELLGTTQSAVSQWEAVDSRPQKK
                     TREKLAAIYKCRAAQMIL"
     gene            452430..452726
                     /locus_tag="YPA_0390"
     CDS             452430..452726
                     /locus_tag="YPA_0390"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12358.1"
                     /translation="MEKRTPHTRLLKVKELVLKGNIKTTRTARDGAEELGLSFRDMCD
                     AVSELISADFYKSMTTHQDHTIWQDVYRPMLSCGRVYLKITVIDDVLNVSFKEI"
     gene            452726..453124
                     /locus_tag="YPA_0391"
     CDS             452726..453124
                     /locus_tag="YPA_0391"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12359.1"
                     /db_xref="InterPro:IPR001387"
                     /translation="MMKCPVCGGVELIHEARDVPFTYKGRKFIVEGVIGQHCPACGET
                     VMTEAESDVYAAKTMLLRKMVNTESIAPAYIVQIRKKLGLNQREASEIFGGGVNAFSR
                     YEKGKALPHPSTIKLLQVLDKHPELLNEIR"
     gene            complement(453524..455815)
                     /locus_tag="YPA_0392"
     CDS             complement(453524..455815)
                     /locus_tag="YPA_0392"
                     /codon_start=1
                     /transl_table=11
                     /product="plasmid and phage DNA primase"
                     /protein_id="ABG12360.1"
                     /translation="MNQFITEVAAQARGKWGFILDALAISHSKQHSPCPACGGKDRFR
                     FDDRQGAGTWFCNQCEPQSGDGLDLVKNVRQCSLTEAAQLVADILGVSPKSKAPDLAS
                     LMAKTTPGESRYLINKGLSSHKLPILPDGSLLLILQNMAGDCTGAQIIRPDGTKKLIA
                     GSRKKGTFIPLKPLPEQAETVVLAEGYATAQSLELLLPAAVIIAAIDAGNLLPVAQAF
                     RIYWPAAKIIIAADNDINPQDTANVGQLSAEKAANAVNGWVTLPPTPHKADWDDYRQQ
                     AGTGQARNSFYHGLYQPPPVSQLAENKGLHPTLSQMAASQRGQLLAEHYGQIAVHAES
                     ETVYHYDDERWDKLPDGVLRRELVMIFNANDTPYSPAGIRNAIEAMKLQIPIMGEPPR
                     HLIGFQNGVYDLKAKQFRPHRANDWLQHHNDIIFTEPQPDENLAHHAPHFTKWLAHAA
                     NDELPKMARIKAALFMILSNRFDWQLFLEVTGEGGSGKSVFTYIATLLAGRQNTASGN
                     MAALDQARGRAQFVGKSLITLPDQVKYVGEGAGIKAITGGDLVEIDGKYEKQFSTLLT
                     AVVLATNNEPMSFTERQGGIARRRVIFAFNHPVKEADKDPLIGEKIAAELPVVIRCLL
                     AEFADQDKARKLLLEQRDSREAMGVKRDADPLYGFCAHIVELGEAVGMYMGTLAISPH
                     APRIYLYHAYLAYMEAYGHQRSLSLTKFGKDFPKVMEEFGAEYKKARTDKGFRYNMDL
                     SDTANDWLPALALPHHPQPEEPH"
     gene            complement(455944..456603)
                     /locus_tag="YPA_0393"
     CDS             complement(455944..456603)
                     /locus_tag="YPA_0393"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12361.1"
                     /translation="MSALVHYSECIPFNVSSMMAKSWRSSRSYSALTAGFFSIRATTC
                     SWDRLGGWRLLSKSQLLHSFSGFAFLFPRHISRFLHHNMQNNNLPVYLCHKNDAVPAF
                     RLIKTQLKHIFVVMHRDSINHLNTVALHTFSQANKIGLQADGLGKKLGDDIIIVIFNG
                     VVHRLKNNRNVIFLRLRMYQKERPDITQYCRGVYPPRSKGGAVDTMSLRIFPLGATTG
                     Q"
     gene            456115..456441
                     /locus_tag="YPA_0394"
     CDS             456115..456441
                     /locus_tag="YPA_0394"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12362.1"
                     /translation="MNYTIEYYDDDVITQLLAQPISLQANFISLAKRMKRYGIKMVDA
                     VPMHYHEDVFELCFYEPKGWNRVIFMAQIDWQIVILHIVVQKTAYMPWKEKGKAAKRM
                     KELRFG"
     gene            complement(456600..456800)
                     /locus_tag="YPA_0395"
     CDS             complement(456600..456800)
                     /locus_tag="YPA_0395"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulatory protein"
                     /protein_id="ABG12363.1"
                     /translation="MTYSSLIRLPEVLKRTGFSRPWVYKLLKQKRFPPPIKIGGRAIA
                     FVESEVNDWIEQQIAHSRGNKQ"
     gene            complement(456982..457314)
                     /locus_tag="YPA_0396"
     CDS             complement(456982..457314)
                     /locus_tag="YPA_0396"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12364.1"
                     /translation="MEGWVKANGFHWPLPLGAALVPEQRQAEESWGGFAGKETALAFI
                     AGMAITLARNNPQYRRGVKMNKTAIARVATQAMFNAGFSGEMVTEKQMSNLISEALLV
                     SLPGADNP"
     gene            complement(457320..457556)
                     /locus_tag="YPA_0397"
     CDS             complement(457320..457556)
                     /locus_tag="YPA_0397"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12365.1"
                     /translation="MNCYDYVGFNRTEIEQLLQINLRDSDEEYQNILKDKLPKWLTPF
                     LSRINITIKETAALIVGVMPYSIQIDDIGMVIIN"
     gene            complement(457569..457934)
                     /locus_tag="YPA_0398"
     CDS             complement(457569..457934)
                     /locus_tag="YPA_0398"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12366.1"
                     /translation="MINPAEKLKAKQQEFISIRELIQRISRLHPTMSQAQIANWLLIE
                     LTDARPVSPPLLIQDALGVTRSPGFDDPQFCYFDLLSAAMANPKMDGAPCDGWIPESY
                     KPDEFNHRPDEEDDHELPF"
     gene            458203..459345
                     /locus_tag="YPA_0399"
     CDS             458203..459345
                     /locus_tag="YPA_0399"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12367.1"
                     /translation="MPKFNHYDLALLNPSFDSPLVDALTELELLRHLRLETDVHPLLF
                     AQLKSIFHMLESLGSARIEGNHTTLADYVESKVEGAEDSTDQLKEIGNIEHAMNFIDE
                     HLHAGEDITEYFVRELHAMTVNGLEREGDKTPGAYRSHGVSIAQSTHLPPEFIHVPAY
                     MQELVGFMNRADAPKYDLMKVALAHHRFGWIHPFGNGNGRTVRLLTYSLLIKYGFNVK
                     TSGRVLNPTAVFCNDRERYYSMLAEADTGAVEGLEQWCLYVLTGISAELKKVDKLSDL
                     HFLNSKVLYPALEYSKGRGVINETESKILKRTISQGTVKTSDLKEVLPGLKPAQITYQ
                     IGKLVDRGLLQPVEVGSRIYTAGFSKSDLMRGVIHALRKEGFIPDF"
     gene            459852..461390
                     /locus_tag="YPA_0400"
     CDS             459852..461390
                     /locus_tag="YPA_0400"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12368.1"
                     /translation="MAKGYYLVVGDETTCGGVITEGEPTHTIMGRAVAREQDRITCGK
                     HPGTYIIVGHIPGDTILGRKFAGSLHSTSNCPCKARFIPSMMNDAYELIGSPTSGQSS
                     IAPSFTETSESPPDVTPVFAKSCLREKGCTDAGTEGEPHRNFGKMGFYQTIPPSPTSP
                     TDNNEVDQRAQTARRKPVETEPDVKTPWYKRVLGRTSAAPAAVVVPVSTGAGLAALEQ
                     AGIQGMRFVGGNLMTAGRWMVGSSPVGAAIMGMMPGTLNEGETDLLDKLKLENIAKNG
                     GSAPTRVRFRWVDSGNGRLKAEGYHMSAEGGLDRVPVRKMTLNVFTGNYEFWEDGAAG
                     PTILWTPNDPGFKAPSNTGNNDGPIIRTTITVLPMPEADETGEHSTTLPMPEEKDFRD
                     YILIHPLLDLPPLYIYLSKNPDTPIWTKTKRLEPVSNAYEHWVKHGHEFSDQPFNNAK
                     EYVESTHDFVNNPPEGTLTKTRPNGDELFYHPQLNTFAVKTKDGVPKTMFKPSDKMGY
                     WNKQ"
     gene            461387..461581
                     /locus_tag="YPA_0401"
     CDS             461387..461581
                     /locus_tag="YPA_0401"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12369.1"
                     /translation="MSDEYSCQCCGSKTIDNLGDYEICPICKWEDDPIQSKEPDYVGG
                     ANKMSLNEAKEAYKQGRKVI"
     gene            462862..465057
                     /locus_tag="YPA_0402"
     CDS             462862..465057
                     /locus_tag="YPA_0402"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12370.1"
                     /translation="MKINSKLWMGLLMGMLGMAVPPSQASSDNTGCVWGKYCPLSGVP
                     FLDVYNDTRVNMMLLVGEPKNFILPRLTMPADITRSRNYHFGEFYYDEMSFPKREKSL
                     TDENNDSPSEETPFDKMAKTLGINSASFKGTNARYREARHISNNPASVEQFFTALLAD
                     SSLTADDRHNLALWRSNIFHNVDAPVDGGITPPPFNIVPGSHVDAFSDYLHGANAFYR
                     GDYPEATALFSALQKSSQAWVAETATYMLFRVALNESSTNASDKYGMFETKNINQDAA
                     RQALDYSRAYLVAYPQGIYAESIQGLERRIYWYLSDWQQLARLYEETLLAAPNAEALW
                     DTVSEVDAKFISKDAFGGEPFISDMQAPLLTFTQTLRWLRLGGRQSGSELEVTQEKLA
                     SYKPMFVDADRLPLWQYLQTAWLYYHEQDYAGVVATVSAVDSLPATDIVTFSQQILYG
                     DALVAQQQWSQAEAHWRKLLGLVQSPQQQQYLQLKLAAVLVNSDQIEAIFTADSPIKN
                     LRYRSLILKTKAQKALLQQQVISGANDEEKTIALHTLLLRDLMLGDYQGYEQDKQLSP
                     HIQQSVDQKSFADVDLAAFDWQGDNVEQGYACAALDGTVKALVKNKTDGHALNCLGEF
                     FRVTDININTYQEGEGNEVLNVAVHAHETVITQPNRFDYYQHVINDPKAEPEDKSYAL
                     YRAVMCYAPSGYNQCGGEDVDIATRKRWFSSLKTQYKGSRWAERLNYYW"
     sig_peptide     462862..462939
                     /locus_tag="YPA_0402"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.865 at
                     residue 26"
     gene            465027..465794
                     /locus_tag="YPA_0403"
     CDS             465027..465794
                     /locus_tag="YPA_0403"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12371.1"
                     /translation="MGRTAQLLLVSCLLALFMPPAMAEVSDKLQLSHKVYAHDYQAFW
                     LWSGVNPQPALQQANQVYLHQGEVVIRQRAAWFQKMGLPSSRLTLPAMWVTVRITTLD
                     VPDDILAILIDLPRRWAAAGNQVIGLQIDFDAGTYRLDDYAGFLRRVRTKLDPNFALG
                     VTGLLDWAKTGSIQQLNALPIDELVIQTYQGRSTVNQYSRYLPALLQLRLPFKIGLVQ
                     HGEWDPQWEQYLAASPFYRGEVVFLLNHLRSEPANGK"
     sig_peptide     465027..465098
                     /locus_tag="YPA_0403"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 24"
     gene            466399..467178
                     /locus_tag="YPA_0404"
     CDS             466399..467178
                     /locus_tag="YPA_0404"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12372.1"
                     /translation="MKKVNLLVWIGLSLNLVLVLASWFFTVDYQELYGELGYRDRMLL
                     DAIAVLRYYFAVSLVLQILSVIFLDKANKLSFGLAIISCLGMLPLSIVFLIGYLFTYN
                     DYVYRGLKTFSLNETGKLDTYLNFATVRYFMLGAFATVAGVFMFFTDMPMSMLIIVVG
                     VLNMINGIRLGPRPVIALMGDNLVFTPALMSNTYIISIEHVDLVESKKGKFKIKLNLE
                     GLEKKITFQKNIMENDKDSSALEKILAKIEKNNGEKQHIFL"
     sig_peptide     466399..466464
                     /locus_tag="YPA_0404"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.834) with cleavage site probability 0.816 at
                     residue 22"
     gene            467395..467700
                     /locus_tag="YPA_0405"
     CDS             467395..467700
                     /locus_tag="YPA_0405"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12373.1"
                     /translation="MPISEINRKIEVYMKGVICIGDKTTHGGQVLSGSGKMKFAGIGV
                     ARLNDPVSCPQHGNTFIIEAHPSFKDNGIPVAFHGHRCGCGCTLISSQKGATVIAMR"
     gene            complement(467783..468103)
                     /locus_tag="YPA_0406"
     CDS             complement(467783..468103)
                     /locus_tag="YPA_0406"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12374.1"
                     /translation="MPGYRYRITIEPLTDRKGEAIDKAPVTFEAENHDEILSIIERLQ
                     AREDLGFGQEKTAAFALGLKLFSETMMENRKHPLFEPLRGAFKDFMILLKKGSPRDRS
                     DHAE"
     gene            complement(468103..468783)
                     /locus_tag="YPA_0407"
     CDS             complement(468103..468783)
                     /locus_tag="YPA_0407"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, PadR family"
                     /protein_id="ABG12375.1"
                     /translation="MFGHSKHDHRHGGHRHEGQGHCGEKMRRGGRHNVMAEDAESARG
                     GKHGRGRGGKMHRLFEHGDLRVVLLALLNKTPSHGYELIKAIEEASSGLYVPSPGVIY
                     PTLTLLEEQDFVTPVATGNGRKSYQITDAGKFELQKNQAMVDVIFARLAQVNRHKEGN
                     LAEGIADAMHRLRHILRSNMMRADLTPEQVARINTALLAAVDTIEEELQPVGVQPAAV
                     DTTVQEKN"
     gene            complement(469207..470064)
                     /locus_tag="YPA_0408"
     CDS             complement(469207..470064)
                     /locus_tag="YPA_0408"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG12376.1"
                     /translation="MRSIGWRFFTLGWLILLAGCATDVSLSGKNKSTEANRIQFQRMG
                     SAPESGAADVTSLDLQPGDILLSSSTGINSLGIRIFSLAPVSHAAIYLGEEQVAEATS
                     TGVNIVSLNEAIDHNTAVIAFRYPGLTPEHAAKLREFALDKEGSDYNFGGIVLIAPYM
                     ITKRICELPLFNATVRNHCLSLLATVQLGDGGSLTEDQRFFCSQFVLEAYNYAGHPIS
                     DSNPVWITPADLLHMREGDSSSFRSNQPLSYIGHLKQRSSLFTGNKGLAMNNADTLLE
                     DKSPRMLSQ"
     gene            complement(470440..470958)
                     /locus_tag="YPA_0409"
     CDS             complement(470440..470958)
                     /locus_tag="YPA_0409"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12377.1"
                     /translation="MKNKIFTAIVLLFSFSLSIQAIANKKNDKKIIINNLTLSSTWVR
                     TAISESIDSPSNTINKDDIKRMAAGKHIYIMDNKITIEGVCTFKYVIKKSSPLNYWHS
                     DKTVNLYKEEFLKNGFKLSENLAFISAEDPSNDCDSPYSQIAITDNVIFTVYNGHIVF
                     YTNSNNVNELAL"
     sig_peptide     complement(470893..470958)
                     /locus_tag="YPA_0409"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.537 at
                     residue 22"
     gene            complement(471737..472738)
                     /locus_tag="YPA_0410"
     CDS             complement(471737..472738)
                     /locus_tag="YPA_0410"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar-binding periplasmic protein"
                     /protein_id="ABG12378.1"
                     /translation="MKKTMLQTLLAATLILSFAASVQAAPVKIAILMYGMKAEFVQLM
                     EKSAKEHPAVTQGLTTLTLFDGRYDPLVQNNQAETAIRTRYDAIIIVPIDFEANVDVV
                     TMANKANIPVIVANARLNTDKATSGIFSDDVQGGYLEAKAVLDKMQCQGNVVVIEGPI
                     GQSAQIQRGQGNDKAIAECGPGKINVLERKTANWSRAEAMPLMENWLQKHRGKINGVI
                     GQNDEMALGAIEAIKSAGLNVQDFAIAGIDGVSDAIRAVKQGEMMSILQDGQAQIQGA
                     IDIAMRSVQGERYQPMSTIWQQYQGKMDWQQGTAKMYEVPWTEVTPQNADELLKMRQ"
     sig_peptide     complement(472664..472738)
                     /locus_tag="YPA_0410"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 25"
     gene            complement(473173..474177)
                     /locus_tag="YPA_0411"
     CDS             complement(473173..474177)
                     /locus_tag="YPA_0411"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport system permease"
                     /protein_id="ABG12379.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MSLTRTSKFRKAIHQYGIILAFVGLCAVIALAGEFAVNSGTWSE
                     NYFLSRDNTLIILRQVSINGILAIGMTFVIITAGVDLSVGAVLGLAGIVAARFATNNS
                     AIALGGTDWPLLVPIVIAIGIGLVCGAINGFILGKYRLQPFIVTMGMLSVARGLTLLT
                     TGGNPVSQLTDEFRWLGNGYILGIPVPVLIFIILFAIAWFVLNKMTFGRYVYAVGGNE
                     KSARTSGINVLRIKVAVYTLCGILAAIAGLILTARTGSAQTGAGVSYELDAIAAVVIG
                     GTSMAGGIGTLRGTLFGVLIIGVMNNGLDLLGVQSYYQQIIKGVLIVFAVMLDPSRKQ
                     "
     sig_peptide     complement(474079..474177)
                     /locus_tag="YPA_0411"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.994 at
                     residue 33"
     gene            complement(474249..475757)
                     /locus_tag="YPA_0412"
     CDS             complement(474249..475757)
                     /locus_tag="YPA_0412"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport ATP-binding protein"
                     /protein_id="ABG12380.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MIRNEILAKKPDYLLEATGLKKSFGDVIALNNAEFCLKRGSIHA
                     LCGGNGAGKSTFLGLLMGFIQPDDGAFFINGQYCEFDSPGQALAAGITIVQQELSGVQ
                     DLSVAENIYLGSEPRRFGIVDFRALNRQADVLLHELGFAISPKAKMRSLSVAEQQRVE
                     IAKALSHTHADIIIMDEPTSALGEEDAQKLFQTIKKLASLGKGVIYVSHRLSEIFQIA
                     DSYTVFRDGCYICEGETSHITREQLIEHIIGGEIDGEFSKYNTPTNVPLFKASGICWK
                     SKVNDVSLTLHCGEILGIYGLVGSGRSEFLNLLFGLERADHGSIHIGDEILLKHTPEK
                     AINAGIAYVTEDRQETGLVLNHSVSENINISSLNVISRMSIINENDIQRRADHTIRIF
                     NIKTPSRQQRVANLSGGNQQKVVLGRWALLDPKVLLLDEPTRGIDIGAKKEIYRFMSD
                     FALKGKGIVMVSSELSEIIGMSDRILVFKKGKIVGEITGTEATQAKLMSMAV"
     gene            complement(476306..477406)
                     /locus_tag="YPA_0413"
     CDS             complement(476306..477406)
                     /locus_tag="YPA_0413"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport ATP-binding protein"
                     /protein_id="ABG12381.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSSIRLRNVTKRFGKTETLHNINLDIEDGEFAVFVGPSGCGKST
                     LLRMIAGLEEISDGEVLIDDEVINDVAPSHRGVAMVFQSYALYPHMTVAENMGYGLKV
                     NKVPKEQIRHQIEMVAKTLQLSHLLDRKPKQLSGGQRQRVAIGRAIVRNPKVFMFDEP
                     LSNLDAELRVEMRLHIAKLHQEMKTTMVYVTHDQVEAMTLADKIVVMNYGKIEQMGSP
                     MSLYYNPVNKFVAGFIGSPKMNFLPATVESWQPDSVTVAEGHSLTLALHTSPLQAGDP
                     VTIGIRPEHLSVADSTVQTLDFHCEVVERLGNNTYLFGQCHGHDGFKMLLAGDVHFRP
                     YQKLNLSFDAGYCMVFNADGLRINAEIPVPHE"
     gene            477769..479004
                     /locus_tag="YPA_0414"
     CDS             477769..479004
                     /locus_tag="YPA_0414"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar-binding protein"
                     /protein_id="ABG12382.1"
                     /db_xref="InterPro:IPR006060"
                     /translation="MKINKITALVLTALAVTQFAGFAAHAATQQLTVWEDIKKSAGIK
                     EAIADFEKQHQVKVNVLEMPYAQQIEKLRLDGPAGIGPDVLVIPNDQLGGAVVQGLLT
                     PLSVDPTIVTTFTKPSIAAFTMDNALYGLPKAVETLVMIYNKDMLPTPLATLDEYAAF
                     SKKQRAENKYGLLAKFDQIYYSWGAIEPMGGYIFGKDANGSLKANDIGLNTPGAVEAV
                     TYLKTFYANGLFPIGTIGDNGLNAIDSLFTEKKAAAVINGPWAFQPYEAAGINFGVSP
                     LPALPNGKDMSSFLGVKGYVVSTWSKDKALAQQFIEFINQPQYVKTRYQVTKEIPALT
                     AMIDDPLIKNDEKASAVAIQASRASAMPGIPEMGEVWGPANSALELSVTGKQEPKVAL
                     DNAVKQINMQIEAMQASNQ"
     sig_peptide     477769..477849
                     /locus_tag="YPA_0414"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 27"
     gene            479164..480471
                     /locus_tag="YPA_0415"
     CDS             479164..480471
                     /locus_tag="YPA_0415"
                     /codon_start=1
                     /transl_table=11
                     /product="putative maltodextrin transport permease"
                     /protein_id="ABG12383.1"
                     /translation="MIISSGDNGAAAKQSSRHAIAAVLCAVVPGFGQFYHRQWAKGLV
                     FLVLISSFVGVFFDFLQEGLWGLYTLGEEVPRDNSIFLLAEGIISVLIIGFGVALYYF
                     SLRDAWVNGKKRDAGIPLNSVRKQYQLLLSEGFPYLMITPGFILLVFAVIFPILFGFS
                     IAFTNYNLYHTPPAKLVDWVGFKNFVNIFTLSIWRSTFFDVLQWTVVWTLLATTLQCT
                     VGVLLAILVNQKDLRFKPLIRTIFILPWAVPGFVTILVFAGMFNDSFGVINNSILAFF
                     GIAPKAWMTDPFWTKTALIMMQTWLGFPFVFAMTTGVLQAIPDDLYEAATMDGASTST
                     KLRTITLPLVLYSIAPIIITQYTFNFNNFNIIYLFNNGGPAVAGSNAGGTDILVSWIY
                     KLTMSSSQYAIAATITILLSIFVVGLALWQFRATKSFKNDDMA"
     gene            480483..481334
                     /locus_tag="YPA_0416"
     CDS             480483..481334
                     /locus_tag="YPA_0416"
                     /codon_start=1
                     /transl_table=11
                     /product="putative maltodextrin permease protein"
                     /protein_id="ABG12384.1"
                     /translation="MAKSQSIKQEKWIRLSLSWLVIILVSVIIIYPLIWTVGASLNAG
                     NSLLSTSIIPENLSFQHYADLFNGEVNYMTWYWNSMKISFLTMVLTLISVSFTAYAFS
                     RFRFKGRQNGLMLFLLLQMIPQFSALIAIFVLSQLLGLINSHMALVLIYVAGMIPMNT
                     YLMKGYLDAIPKDLDESARMDGASNFRIFIEIIMPLSKPIVAVVALFSFTGPLGDFIL
                     SSTILRTPDKYTLPIGLYNLVAQKMGASYTTYAAGAVLIAVPVAILYLALQKYFVSGL
                     TSGSTKG"
     gene            481339..482541
                     /locus_tag="YPA_0417"
     CDS             481339..482541
                     /locus_tag="YPA_0417"
                     /EC_number="3.2.1.89"
                     /codon_start=1
                     /transl_table=11
                     /product="putative galactosidase"
                     /protein_id="ABG12385.1"
                     /translation="MKFFKPALLTVCLSLSLMVGANAAEPFTIAPLKNVPADFIKGAD
                     ISTLAEVERQGGKFFNEQNVQQDAMAILKANGVNYVRLRLWVDPKDSDGQSYGGGSND
                     LATTLALAKRAKAQGLKVLLDFHYSDFWTDPGKQFKPKAWQKMNYDQLKVAIHDYTRD
                     TIATFKKEGVLPDMVQIGNESNGGLLWPEGKSWGEGGGEFDRLAGLLNAAIGGLRENL
                     SSPSDVKIMLHLAEGTKNDTFHWWFDEITKRNVPFDIIGLSMYTYWDGPISALQTNMD
                     DISQRYQKDVIVVEAAYGYTLENCDNAENSFTAKEEKDGGYPGTVQGQANFIHDLMQS
                     VINVPDGRGKGIFYWEPTWISVPGNTWATPAGMKYINDNWKEGNARENQALFDCQGKV
                     LPSMKVFN"
     sig_peptide     481339..481410
                     /locus_tag="YPA_0417"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.972 at
                     residue 24"
     gene            482592..484652
                     /locus_tag="YPA_0418"
     CDS             482592..484652
                     /locus_tag="YPA_0418"
                     /EC_number="3.2.1.23"
                     /codon_start=1
                     /transl_table=11
                     /product="puative beta-galactosidase"
                     /protein_id="ABG12386.1"
                     /translation="MSKFPPLSAKVSALLHGADYNPEQWENYPDIIDKDIAMMKQAKC
                     NVMSVGIFSWVKLEPSEGEYNFSWLDELIEKLYAAGIHIFLATPSGARPAWMSQKYPE
                     VLRVGRDRVPALHGGRHNHCMTSPVYRQKVRQINQKLAERYAHHPAVIGWHISNEYGG
                     ECHCHSCQQKFRLWLQDRYQTLDNLNEAWWSAFWSHTYSDWSQIESPAPQGEVSIHGL
                     NLDWRRFNTAQVTEFCSEEAKPLKAANPELPVTTNFMEYFYDYDYWKLAQVIDFISWD
                     SYPMWHREKDETQLACYTAMYHDLMRTLKQGRPFVLMESTPSATNWQPTSKLKKPGMH
                     ILSSLQAVAHGADAVQYFQWRKSRGSVEKFHGAVVDHVGHIDTRVGREVSELGRILEA
                     MSPVMGSKVDADVAIIFDWESRWAMDDAEGPRNCGLEYEKTVAEHYRPFWERGIAVDI
                     INADCDLSGYKLVIAPMLYMVREGFAERATRFVEQGGQFVATYWSGIVNESDLCHLGG
                     FPGPLRPLLGIWSEEIDCLADGESNQVQGLAGNKAGLQGPYQAIHLCDLIHLEGATAV
                     ARYRDDFYADRAAVTVNFVGEGKAWYVASRNDAAFQRDFFMNIAEELNLARALDTQFP
                     YGVTAHRRTDGESEFIVVENYSNDSKSLVLPAVYRDMVDQQPVQGSLTLAPWGSRVLT
                     RYLE"
     gene            484764..485075
                     /locus_tag="YPA_0419"
     CDS             484764..485075
                     /locus_tag="YPA_0419"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS transport protein"
                     /protein_id="ABG12387.1"
                     /db_xref="InterPro:IPR001996"
                     /translation="MISLKSFMHYFSHPKPTPSFIDEEKQQAEMLLHYLGGKENIKNI
                     DACITRLRVTVNDLSKVNSEALQQAGALGVIILGQEVHAIFGKQSDNLRKILDEHFSQ
                     S"
     gene            complement(485448..486707)
                     /locus_tag="YPA_0420"
     CDS             complement(485448..486707)
                     /locus_tag="YPA_0420"
                     /codon_start=1
                     /transl_table=11
                     /product="maltoporin"
                     /protein_id="ABG12388.1"
                     /db_xref="InterPro:IPR003192"
                     /translation="MKTSLRTLSVALAAALVSPSVLAIEKIDFHGYMRAGVGVSSDGG
                     LAEWQKTMVGRLGNESDTYGEIGLGAEVYKKEDVSFYLDSMVSMLSDGSNDSETTIGD
                     DAQFGLRQLNLQIKGLIPGDKEAVIWGGKRYYQRHDLHIIDTKYWNISGSGAGIENYT
                     VGPGAVSVAWVRGDANDVDTRITGDSDVNINYIDVRYAGFKPWAGSWTEVGIDYAMPN
                     PTKQQKEYGGLYDADNAVMLTGEISQDMFGGYNKLVLQYANKGLAQNMISQGGGWYDM
                     WHKTDEAKGYRVINTGLIPITDKFSFNHVLTWGSANDITEYTDKTNLISLVGRAQYQF
                     TQYVRAIGEVGGFYQKDTYHNGSNYKQGGEKYTIALGLAEGPDFLSRPELRVFASYLN
                     DSENGKPFEDGTSNDTWNFGVQVEAWW"
     sig_peptide     complement(486636..486707)
                     /locus_tag="YPA_0420"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.799 at
                     residue 24"
     gene            486979..488052
                     /locus_tag="YPA_0421"
     CDS             486979..488052
                     /locus_tag="YPA_0421"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG12389.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MKSKSTTLEDVARHAGVSYQTVSRVLNKSAKVSEATRRKVEQSI
                     ELLRYVPNRLAQQLVGKQSMTMGLVTTSLALHAPSQVAAAIKRYAHIEGYQVLISMID
                     ESVNQSIQHSINDLKSQWVGKVIINVPLETAVAEKIAADNDDVTCLFLDVDPYSSVFN
                     VSFNPADGTRASVKYLYELGHREIALLAGPKQSVSANLRLKSWLETLADYGLSPVSVI
                     HGNWDAQSGYSGALQMLRETPQFSAVLVANDQMALGVLSAFHQNQLAVPGEKSVIGYD
                     DTYESSFFYPALTTVSLDLDLQGKEAVRRMLSASDNESMRSSSILPAKLVVRNSTGPQ
                     AKEHRDLQKIAEELRLIAQRLAS"
     gene            complement(488365..490740)
                     /locus_tag="YPA_0422"
     CDS             complement(488365..490740)
                     /locus_tag="YPA_0422"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glucosidase"
                     /protein_id="ABG12390.1"
                     /db_xref="InterPro:IPR002202"
                     /translation="MKTLKNWLLINEYPDHLELRVDDRHIFCLYVLEPNLCRVLIKRE
                     GELALSRTWSIAPQGDVPWSGRDRLSLEGFSLPGYQLEKHEQQLVVTTECLRVTIHQP
                     LHLTWEYKNPHGEWLPLAADRPTSAYLLSPQGEAIAHYQRRYPNEQYYGLGEKAGDLN
                     RAGRRFEMRNLDAMGYNAASTDPLYKHIPFTITRRDDVSFGLFYDNLSSCWLDLGNEI
                     DNYHLAYRRYQAEAGDLDYYLFLGPKVLDVTKAFVRLTGKTQFGPKWSLGYSGSTMHY
                     TDAPDAQVQLQKFIALCQQHDIPCDSFQLSSGYTSIKNKRYVFNWNYDKVPQPKVMSQ
                     TFLQAGIKLAANIKPCLLQDHPQYQQAAERGLFIRDSETDLPERSTFWDDEGSHLDFT
                     NPDTVNWWQENVTKQLLEMGIGSTWNDNNEYEVWDGEARCNGFGKSIAIKHIRPVMPL
                     LMMRASMEAQKAFAPEMRPYLISRSGCAGMQRYAQTWSGDNRTCWQTLRYNIRMGLGM
                     SLSGLYNLGHDVGGFSGDKPEPELFVRWVQNGVMHPRFTIHSWNDDNTVNEPWMYPAA
                     TPMIRDAMALRYRLLPYFYTLQWQASHDDEPMLRPTFLDHEHDSLTFKENDDFMLGRD
                     LLVASVVDAGQRQRQIYLPDNQVGWYCFHSGQWYSGGQTITLDAPLERLPLLVRAGAA
                     LPLSRRIAFVNPEADCQRELALYPTQGGGQSSGMLFEDDGESHRWQQGHALWLNWQVT
                     TDNHRIDITFSRTGNYQPAWRELTINLPTNESRTLSINGVAGNTLDLTKLA"
     gene            complement(490891..492198)
                     /locus_tag="YPA_0423"
     CDS             complement(490891..492198)
                     /locus_tag="YPA_0423"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transporter"
                     /protein_id="ABG12391.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MSIDINQSAKIVGRRKIKSLRWWMLALFLLGVTVNYITRNSLGI
                     LAPELKTSLNMTTEQYSWIVASFQLAYTVFQPLCGWLIDVIGLKMGFLVCASVWAVVC
                     MMHAGAGTWFQLAVLRFFMGSAEAAATPANAKAISDWFPKKERPIAAGWAGVGFSIGA
                     MLAPPIIVLAHVALGWQGAFLFSGALAMIWVLLWWRFYHSPDTHPNLSQEEFELIHQD
                     NEPVLPRLPFLKSLAILSKNKKFYGIAIPAFLAEPAWAVFSFWVPLYLATERGMDLKQ
                     IAMFAWLPFLAADIGSVASGYLTKLYQKWFGCSRVNSVVASSVTGAFMMVSLAFVAVT
                     KDPYLAIALISIGGFGHQVISCMLSALVVDSFDKNQVATVNGLRGSSAWIASFLFTLL
                     IGAVSDTIGFNPLFIAMGFFDLIGAVFLIALFAERRNKPQPTV"
     gene            492592..493674
                     /locus_tag="YPA_0424"
     CDS             492592..493674
                     /locus_tag="YPA_0424"
                     /codon_start=1
                     /transl_table=11
                     /product="LacI-family regulatory protein"
                     /protein_id="ABG12392.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MNGKLKIQEIANQTGLSISTVSRVLAGKGNTSAKAKQQVMAYAK
                     SQGILQNLSSGRLMLNNIMVFAPHRAFDVRTDIFYYKVIQGITQAVSQHEVMIRYCGL
                     SETHSDISLFLDKMTHPQSEAAIIIGIDDPRIHALAASLHKPAVLINCRDKEMSLDSV
                     SPDHQSIGEFSAHYLIQQGHRRILTLQCLRRNTMELRLLGIKDAFASNNMRFDDHQHL
                     ITTHGFGAEEAEQAITTFFTACEDESRLPTAILVGGDYMAVGAVNALNKLNVNVPNRV
                     SVMSMDGFNLAEIHDVPLTAVHVPRDELGAEAIQLLQRRVLRPDAPFSNLLLQGKLVV
                     RSSVKQVNQNRAMPAANKPTDQIYDL"
     gene            complement(493915..494493)
                     /locus_tag="YPA_0425"
     CDS             complement(493915..494493)
                     /locus_tag="YPA_0425"
                     /codon_start=1
                     /transl_table=11
                     /product="ThiJ/PfpI-family thiamine biogenesis protein"
                     /protein_id="ABG12393.1"
                     /translation="MTKHVAVLLAHGFEEAEAVIFIDIMRRLDIRVDILSCEATTALS
                     TYFETPISADALLSDRLDHHYDAVMMPGGPKGTDSLTANPQVIAFLRRHIAQDKYICA
                     LCSSGAKVLAAHHLLAGRTYSTGDKLADKFADGAYLDQDVVVDGKFITAKGLGVSFEF
                     AFTVARHLLSDNLPKVEHQASHIYFKHGSAQT"
     gene            complement(494517..495371)
                     /locus_tag="YPA_0426"
     CDS             complement(494517..495371)
                     /locus_tag="YPA_0426"
                     /codon_start=1
                     /transl_table=11
                     /product="tagatose-bisphosphate aldolase catalytic
                     subunit"
                     /protein_id="ABG12394.1"
                     /db_xref="InterPro:IPR000771"
                     /db_xref="InterPro:IPR011288"
                     /translation="MFLVSSREMLRQAQIGGYAIPAFNIHNLETIQAVVETAAEMASP
                     VILAGTPSTFSYAGTEYLVQICQQAARHYRMPFALHLDHHESYDDITQKVAAGIKSIM
                     IDGSHFNFEQNIALTRQVVEYCHRWDGTVEAELGRLGGQEDDLTVDEKDALYTDPGSA
                     AHFIQATGIDSLAIAIGTAHGMYKEAPSLDFDRLALIRRNTDIPLVLHGGSGIPDEDV
                     RRCIELGISKVNVGTELKIAFSGALKAYFLENKGANDPRHYMVPAKAAMKKVIQDKIN
                     VCGSAGKR"
     gene            complement(495480..496967)
                     /locus_tag="YPA_0427"
     CDS             complement(495480..496967)
                     /locus_tag="YPA_0427"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12395.1"
                     /translation="MSVDISAKPRPIIPYEHPDAAMYYQLFKQHMIRQWHKKRPYARH
                     DARLQALFQNQKVSLQSQCDYLVRYVAEAFDHYAVWDYTHAYYPGRPSQQNARTDALE
                     GVSRVLPTLAAWLHSQPTRLDNTRLADLKGGELDIVAILRRAFLAGTDPTHRGYWGTL
                     HDYDQRICESADLALALWLSHESVWQAFTPPEQQQVTRWFSQVNTLQTVDNNWHLFPL
                     TVQFVMRSLNGTGDISDDKYQRIKEFHVGEGWFRDGAQGNYDYYNAWGFHYSLYWLDQ
                     INPDYDRQFIRSCMAEFVAAYRYLITPQGIPFFGRSACYRLAVSAPLLAVASHSTDPV
                     HTGEAKRALEATLRYFIGHGAMRFGAPTQGLFADDERLVDNYSGPASSFWSLRALNIA
                     LYCANDCGLWQCESSQLPIETEDFSFTINAIDLFVMGTFETKEVVVTFRYDYTKEQTP
                     LTRRLVSQPWLERVKENVTGRAERPKNNLLRKGVTSYSSKMTSLF"
     gene            complement(497090..498697)
                     /locus_tag="YPA_0428"
     CDS             complement(497090..498697)
                     /locus_tag="YPA_0428"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sulfatase"
                     /protein_id="ABG12396.1"
                     /db_xref="InterPro:IPR000917"
                     /translation="MKLPAGKRSLLAGMIAAAGMSMTPVTLAAPAEKPNVLLVIMDDL
                     GTGQLDFTLNNLDKKALSQRPVPVRYQGDLDKMIDAAQRAMPNVSLLAKNGVKMTNAF
                     VAHPVCGPSRAGIYTGRHPTSFGTYSNDDAMQGIPLDIKLLPALFQEHGYATANIGKW
                     HNARIEKKAFVADEVKSRDYHDNMISVSAPGYAPEKRGFDYSYSYYASGAALWHSPAI
                     WQNSKNIAAPGYLTHNLTDETLKFIDDSGKKPFFISLAYSVPHIPLEQASPAKYMDRF
                     NTGNVEADKYFAAINAADEGIGRIVQHLQEKGELDNTLIFFISDNGAVHESPMPMNGM
                     DRGHKGQMYNGGVHIPFVAYWPKQIPAGTQSDALVSALDILPTALKAAGIAIPAEMRV
                     DGKDILPVLAGKEQTSPHQYMYWAGPGAKHYSDENQSFWHDYWKWITYEHQQAPKNDH
                     VETLSKASWAIRDQEWALYFYDDGTNTPKLFNDKHDPMESKDLADQYPERVSAMKAAF
                     YDWIKDKPKPVAWGQDRYQILASSAKS"
     sig_peptide     complement(498611..498697)
                     /locus_tag="YPA_0428"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.989 at
                     residue 29"
     gene            complement(498718..499944)
                     /locus_tag="YPA_0429"
     CDS             complement(498718..499944)
                     /locus_tag="YPA_0429"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulatory protein"
                     /protein_id="ABG12397.1"
                     /translation="MAQPHTQQAYFHMMAKPTSYRCNLDCEYCFYLEKETVLPPQKNP
                     SPTMSDSMLRRYVRDYLRSHAGDTVDFAWQGGEPTLAGLDFYRKAVEYQQHYANGKTV
                     TNSFQTNGIAINRQWAAFFAEHRFLIGLSVDGLEAVHDKYRIAVNGQPTFARVKKALD
                     LLREYQVDFNTLTVVNDQNWDKGRETYQALKALGSTFMQFIPIVEVDTRCLSRTTGHY
                     SPPANPPMAPFTVPAAGYGRFMNDVFDAWVTEDVGTVYVREFDSLLGTWMGYPAASCI
                     QSVTCGQALIIEANGDIYSCDHYVYPAHRLGNIADTSLVKLATSRQQQRFGDAKQEKL
                     TQACIRCEVKALCQGGCPKHRIMALPDEKHKHNYLCASYKHFFNHTAPLMQAMCQIIQ
                     RGGIAADIMPQLTQPK"
     gene            complement(500188..501246)
                     /locus_tag="YPA_0430"
     CDS             complement(500188..501246)
                     /locus_tag="YPA_0430"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12398.1"
                     /translation="MSNMTQQTRTQQARETMKRVYRYQAANQTRSVIRRSGKTRFIKD
                     TDWERGVFWSCVAAAWLATDDAEYLEGVMNYTLHTGFRPGPNLRFADDLICCQAYLDV
                     WPQIAVPEALEPTIKAVSAMVDEPKPGREDWWWCDSLFMAPATFAALSQRTGDARYLA
                     YMDTAFWDAVDYLRDPDSGLFYRDHRYIPDGTGTELREENGEKVFWSRGIGWVLAAIP
                     RLLARMPEDYTGRQRYLDLFTDLADNVIRYQQADGLWRTSLLDPQRFPAPESSATALF
                     CYGLSWGINQGILAPETYLPVVEKAWDALQGCIHDNGMMGWVQLPAFNPRDVKFEHNM
                     DYGAGAYLLAASEMLRLA"
     gene            complement(501262..502017)
                     /locus_tag="YPA_0431"
     CDS             complement(501262..502017)
                     /locus_tag="YPA_0431"
                     /codon_start=1
                     /transl_table=11
                     /product="2-deoxy-D-gluconate 3-dehydrogenase"
                     /protein_id="ABG12399.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /db_xref="InterPro:IPR011286"
                     /translation="MQPFDLNGKVAIITGCNTGLGQGMAIGLAKAGADIVGVGVAEAP
                     ETQAQVEALGRKFHFITADLIQQKDIDSIVSQAVEVMGHIDILINNAGIIRRQDLLEF
                     GNKDWDDVININQKTVFFLSQAVAKQFVKQGNGGKIINIASMLSFQGGIRVPSYTASK
                     SAVMGLTRALATELSQYNINVNAIAPGYMATDNTAALRADTARNEAILERIPASRWGT
                     PDDLAGPAIFLSSSASDYVTGYTLAVDGGWLAR"
     gene            complement(502213..503379)
                     /locus_tag="YPA_0432"
     CDS             complement(502213..503379)
                     /locus_tag="YPA_0432"
                     /EC_number="3.5.1.25"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylglucosamine 6-phosphate deacetylase"
                     /protein_id="ABG12400.1"
                     /db_xref="InterPro:IPR003764"
                     /db_xref="InterPro:IPR011550"
                     /translation="MRTAYLADRTFTPQGIETGVAVIVEQGEIVAVTRELPADAEIVH
                     LTGKTLIPGLIDIHIHGRQGADVMDASAEALRTIARALPQTGVVAWVGTTVSAPIQDI
                     FAALAQVRDFIADPDNARDTRTATLLGSFLEGPYFTAPFRGSHPEKYLTTPTPQELEQ
                     LRHSAGNTLLRAAIAPESPEALAAIRWLVNHGIKTSVAHTAANFEQVTAAYQQGADCG
                     VHLYNGMSGLHHREPGCCGAVLYHDMLAELIADGIHVHPVMMNLAYRMKGYRRIALIT
                     DCMRAGGLGEGRYLLGAQHITVRQGEARTDDGSLAGSTCSLDQALRNMIQHAQVPEWE
                     AVQMASAVPAAYLGLASTLGSIQMGAQASMVVMESDFTVAATLIKGEWAYRHSA"
     gene            complement(503382..503822)
                     /locus_tag="YPA_0433"
     CDS             complement(503382..503822)
                     /locus_tag="YPA_0433"
                     /codon_start=1
                     /transl_table=11
                     /product="putative PTS permease protein"
                     /protein_id="ABG12401.1"
                     /translation="MIGIVVSGHINFASGMASAVRAITGEQSQMLFIDFVESMSTDML
                     ESELRRAAHEVDSGEGVLFLTDIPGGSPCNRALNILMSGSNVELLAGVNLPMIANAAF
                     EREGASLSELVEILMDIGASSVQNLRAELDTALVTDSGENEDGL"
     gene            complement(503908..504798)
                     /locus_tag="YPA_0434"
     CDS             complement(503908..504798)
                     /locus_tag="YPA_0434"
                     /codon_start=1
                     /transl_table=11
                     /product="putative PTS permease protein"
                     /protein_id="ABG12402.1"
                     /translation="MASDITVDKDHTAKAKTDSLVDKIDSYQDLEVRKVVTRKDLWKC
                     AIRGLFMEGNFNFERMQAGGFAYSMIPALKKIHGNNRADLAKSLKNHLQFFNASPKLF
                     TFLLGTAVAMEENKEKPSMINVMKVAGMGPTGGIGDAIDHMTLMPLTLALGASIAIEG
                     SIAGPFVFFILYQTVHFLVYFGLMFMGYRAGTAAMVNMGDATEKLAKAANIMGIFVIG
                     ALCATFIRLQTTAAIDLGGKTVELQTALFDKIMPNLLPLALVFFMFKMVKGTGFWAKP
                     PVLIFSTLAAGVVGHLLGIV"
     gene            complement(504788..505576)
                     /locus_tag="YPA_0435"
     CDS             complement(504788..505576)
                     /locus_tag="YPA_0435"
                     /codon_start=1
                     /transl_table=11
                     /product="putative PTS permease protein"
                     /protein_id="ABG12403.1"
                     /translation="MLFEATLVGIWAFLCGIDKYDVALNIHRPLITGPVVGLIMGNME
                     VGLIAGATLELAWLGLVPNAGAQPPDVTMGTIAAVAFAVMTGQSPEVAMGVGMPIAVL
                     MQMIIIGFFAMTAFTMGRADKYAEQADTAGISRLLIGTLLTRSMLYFVIAFVTVYFGE
                     HAATWIDENTPTALLEGLGIGAKMVPAIGFAMLLKIMWSKEVAGVFFIGFVMTTYLKL
                     PIMAIAILGAAVAVLYYFFSGNNNGSNNNGNNTNKQPEDFEDGI"
     gene            complement(505623..506120)
                     /locus_tag="YPA_0436"
     CDS             complement(505623..506120)
                     /locus_tag="YPA_0436"
                     /codon_start=1
                     /transl_table=11
                     /product="putative PTS transport protein"
                     /protein_id="ABG12404.1"
                     /db_xref="InterPro:IPR004720"
                     /translation="MTRPNIVWTRIDERLLHGQIRITWGKHTEANLILVANDDAADGP
                     NSAFMQAGMKASAGGEYAVRFFSIQKTIDVIHKASPQQKVFILCNSPTDVARLVEGGV
                     PITQCNVGNMHYHDGKRQIAKTVSVDEKDLDAFQRMAALGVACTVQNTPDQTPINVIE
                     LAARA"
     gene            complement(506138..507304)
                     /locus_tag="YPA_0437"
     CDS             complement(506138..507304)
                     /locus_tag="YPA_0437"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphosugar isomerase"
                     /protein_id="ABG12405.1"
                     /translation="MTQYLGYSREELTRLHASWTAQEIEQQPACWGKTQRIVEESQAA
                     INDFLHQALAASNTRIIFTGAGTSAFAGRALAPLLAPYLSHRIEAIATTDLVATPEQY
                     FSEDIPTLLVSFARSGNSPESVAALQVASACLSRCFHLVLTCNQGGQLYQYCQTAPGA
                     LAVLMPAETNDQSLAMTSSFSSMMMAAMAIFAGIDKYSKEIERFCKGSADWFKEINHK
                     IIDNTKSSQYQRVIYLGSGGLQGLAQESALKLLELTAGKVVATFDTPLGFRHGPKSIV
                     NPDTLVVVYISNDPYTRQYDLDLLAEVRANNVAGKVIAIAAQSDAYVTAGDHVLVPGM
                     AESSDLGLLFAYLMFAQSFAFHSSVALNNTPDSPSPTGEINRVVQGVTIYPFKK"
     gene            complement(507301..508599)
                     /locus_tag="YPA_0438"
     CDS             complement(507301..508599)
                     /locus_tag="YPA_0438"
                     /codon_start=1
                     /transl_table=11
                     /product="tagatose-bisphosphate aldolase noncatalytic
                     subunit"
                     /protein_id="ABG12406.1"
                     /translation="MHPLEKLVQRHKAGEQIGIYSVCSAHPLVIEAALEQALENDSEL
                     LIEATSNQVDQFGGYTGMTPVDFRDYVFAKADALHFPLEKLILGGDHLGPNRWQHLPA
                     NEAMAHADDLIAAYVAAGFKKIHLDCSMSCADDPVPLSDEIVAERAARLAAIAEATEY
                     QHFNTHTAVYVIGTEVPIPGGATEELDEIEVTSPEAARKTIECHQKAFEKSGVAECWP
                     RVIGLVVQPGVEFDHTGVIDFCPEKAHELSKVMDEYDYQVFEAHSTDYQTDDAYRALV
                     KGHFAILKVGPALTFALREALFSLCHIEEELFPAEQCSRLRQVMEDVMLKSPEYWKRY
                     YLGDTEQVRLARVYSFSDRMRYYWPMEAVQAAQEKLFANLNSAPIPLPLLSQYMPRQF
                     TAVREGTLSFEATALVKQQIKNTLIGYVNACHLFNGNTSK"
     gene            complement(508649..509425)
                     /locus_tag="YPA_0439"
     CDS             complement(508649..509425)
                     /locus_tag="YPA_0439"
                     /codon_start=1
                     /transl_table=11
                     /product="DeoR-family regulatory protein"
                     /protein_id="ABG12407.1"
                     /db_xref="InterPro:IPR001034"
                     /translation="MKAAIERRMEIFNIVTQQGKARVEDLAERFNVSSVTIRSDLSFL
                     EKNGYIVRSHGSAIPNTGVIAELTVHEKRRRNSGVKSLIGQAAAKLINSGDTVILDSG
                     TTTREIAANLRSVENVVVMTNGLDVAMELASAPGVEVLISGGVLRKSAMSFSGSQAEA
                     SLKNFRFDKVFLGVDGFDLRVGITTYNEQEASLNRLMCDISEQIIAVADSTKFGKRSC
                     HMIREFGDIDILVTDSDIPEEYVQRLRDMRIEVIIAEKEK"
     gene            510265..511818
                     /locus_tag="YPA_0440"
     CDS             510265..511818
                     /locus_tag="YPA_0440"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sulfatase"
                     /protein_id="ABG12408.1"
                     /db_xref="InterPro:IPR006311"
                     /translation="MSLTRRNLLKGIAVSGALGATAAATGVLSTAQAVVPAKKTGKQP
                     NLLIIFPDEMRTQSLGFMGQDPSITPFINQFASQSVVLKQAVSNYPLCTPFRGMLMTG
                     QYPYRNGLQGNCHTGADGNFGGKDFGIELKKESVTWSDILKKQGYSMGYIGKWHLDAP
                     EAPFVPSYNNPMEGRYWNDWTPPEKRHGFDFWYSYGTYDLHLNPMYWTNDTPRDKPLK
                     INQWSPEHEADIAIKYLRNEGGKYRDNDQPFALVVSMNPPHSPYDQVPQKYLDRFKDH
                     TSESLNTRPNVVWDKAYQDGYGPKYFKEYMAMVNGVDEQFGRIVAELDRLNLDKDTLV
                     VFFSDHGCCMGSNGQPTKNVHYEESMRIPMMFRWPGKLPVREDELLFSAPDIYPTLLG
                     LMGMSEHIPDQIEGTDFSNTVAGRPGDKRPTSQLYTFMPYGGQSYGQRGVRTDRYTLV
                     IDRKVGKPLTYTLHDNKNDPYQMKNIAAENMALVNQLIADELIPWLEHSGDVWRPTEV
                     AANAAKAYL"
     sig_peptide     510265..510366
                     /locus_tag="YPA_0440"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.814 at
                     residue 34"
     gene            complement(512270..512704)
                     /locus_tag="YPA_0441"
     CDS             complement(512270..512704)
                     /locus_tag="YPA_0441"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG12409.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MWITIAPFVTVFAPKYRRQVFYREKRRAIGSILRKLCEWKNVNI
                     LEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRNREFWCRGY
                     YVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            512761..513783
                     /locus_tag="YPA_0442"
     CDS             512761..513783
                     /locus_tag="YPA_0442"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12410.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            513783..514562
                     /locus_tag="YPA_0443"
     CDS             513783..514562
                     /locus_tag="YPA_0443"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12411.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(514613..514738)
                     /locus_tag="YPA_0444"
     CDS             complement(514613..514738)
                     /locus_tag="YPA_0444"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12412.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRSGNCKCSTRNQKGVPMRDEKSLAHTRWNCKYHIVFVNDG"
     gene            complement(514907..518020)
                     /locus_tag="YPA_0445"
     CDS             complement(514907..518020)
                     /locus_tag="YPA_0445"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12413.1"
                     /translation="MYAPSRLKLIALTMTTLLGTAAYTPHLSANNTKSAKTEVSQKAL
                     MQSSIIDFDGNQLPDFVTASSGSTLSLSSTRYIMGQQSLKWEWQAGSTMTIEHPITLV
                     TDKVASKTWGRKATQVLSFWIYNETPVDDYMIVDLGRGLGPSGAPDAGIKVKMNFSGW
                     RTVGVSLQNDLEGREIEGIGFDDNAEGESGGRSTIAGGAKSDMDSIRFRAPLKAPAGI
                     FYIDRVMLSIDDARYQWSDDHVKTRYQIPEINFRLPAKLPAPTAGEIAAADDIRGALI
                     RVFTEGQGGENGLVVVDNREKLRAHFAALKIQRDADGQLSGRHIITDKQKVLYQPEFM
                     DDIDQQRFSDYVLLGDYTTLMFNISRAYQRSTSEEVRQELADMYILMTQHLLDQGYMD
                     GSGLVTTHHWGYSSRWWYISAMLMANELDKHQLRQPVSDALLWYSREFKANFDMVPGP
                     ESSDLDYFNTLSRQHLALLMLESDPAKRVALLKRFGEYINVALSQTPPGGYDGLRPDG
                     TAWRHEGNYPGYSFPAFKNAGQLVYMLHGTPFAVSDEGRAALKKAMLSAWVYSNPATS
                     LGLAGRHPFNSSSVTLFQDAFRWLALTGDPKTGDKVDKALAAAYLQITETPESESEAI
                     FGVRIAPAELPQGNWTFNGGAFGIHRFSDKMVTLKAYNSNVWSSEIYYRDNRYGRYQS
                     HGAIQVLPYGNQKEIGFVQDGWDWNRNPGTTTIHLPLAELDSPNTHTLMLRGNHPFSG
                     HSSLSGKYGMFAFKFDAPSMPKFDSSFTARKSALETENRLVLLGSNISNNTEKYATET
                     TLFQHGITDKASDLWVNGERITALPYQRALEEGDWLIDGHGNGYLLTKGAKGEVRRQH
                     QVSANDKSRDPTEGNFSLAWLDHGAKPQNAQYEYLMVLEATPEGMQQLATDYRAGKKV
                     YEVLRQDASAHIVRDNVTQTTGYAAFSSVTPDEGVVKNIAQPAIVMTQMQSHGQLKIS
                     GVTPDLNMTRTTKATPLAIAVTLNGQWQATENNPQVSVKLAGETTQLVFTSYFGMPQE
                     VTLKPMN"
     sig_peptide     complement(517931..518020)
                     /locus_tag="YPA_0445"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.955) with cleavage site probability 0.775 at
                     residue 30"
     gene            complement(518090..520276)
                     /locus_tag="YPA_0446"
     CDS             complement(518090..520276)
                     /locus_tag="YPA_0446"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12414.1"
                     /db_xref="InterPro:IPR006315"
                     /translation="MHNKFKANTLAISIAAILLSVSFNTLAVVCPPEAPAGSSCDAFI
                     ANDGKAVSLANDLYITNGNALTYSGNTPFVAQYLRKNIIATGTDAHAIYADANTVFNN
                     NINLERGISIISENGTAIKIDGSFSHTAAAPNFGIAVKDGSIVRGNGAAIDFRDAQTA
                     IRMDINGSIYGDILGNGVTGNKINFAYQGAAANALFDGYTISGVEKLENWGNLSIIAK
                     DRTITWSGDFTNKNNASLDFKIGDEVDLASPILLVEGKTVFNTGSKALFSYVGSNIND
                     IVNKDIILIQSNGGMSGPIDVAQNEITVVSNLSPLLAQTDSWVTTTDPIVNGGISGNQ
                     LVVRYGVNYEGTDNFLDLALQGGANQYQLNAANYIVSYALSQYNKTQSEASGELLALL
                     TSAGNSSAGIASIADQITPNAEGGEVRAALRMVDKMRDQIDNRSLYLRNQSAATPWNF
                     WAQTLYAHSRQSSGTYTPGYQTNGYGINVGVDRRFNDESLFGVSLGYQNANINIHSYG
                     NEKDVDSYELMAYTGWFDDRYFFNGNVNMGYNSNSSTRNIGENTGYQGNTKATADYNS
                     LQMGYQVKAGMTFDLDVVKLQPSVAYNYQWLRVDDYAEFGSPASLEVDRQSYSVKHLG
                     AGLTAFNTYELGMGLLTPSLTLMGYRDLNDTEIIVKKAGLTTDQGKGKGRFIVEGDSV
                     GNNIFEAKMNSNLQLKNNLSLDGNINYYKRGDYNEGYIGLSVSKHF"
     sig_peptide     complement(520193..520276)
                     /locus_tag="YPA_0446"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.937 at
                     residue 28"
     gene            complement(520391..521341)
                     /locus_tag="YPA_0447"
     CDS             complement(520391..521341)
                     /locus_tag="YPA_0447"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12415.1"
                     /translation="MKAKLLITSGKLLVTSGTAACLGIMAALMPADVQAAQVNATLSW
                     VTGDYGTTYDYSGPRLDMTINPDGSNWYYDLGFRKQLHDTDQRYQRMEVSAGYRFRFA
                     EGWVQPSFRLREDLSTYASGNRTTINFYDAKVAGQYQLSERFAFVGNMIVGMEREEAN
                     TASNLVERNSDRLSWEIEPGIRFKSSANTQMTLNYFNAGKRSDKGETWGLSDDSKNQQ
                     VRFYFNWNTPIGLVLTPYARYSLDYGETSGWYESAAFSETKTMSKVDRLALQLAYPLS
                     DTFRLQAEYYIENVKYQEGYTMGKDDSRVKYMRVGVRATF"
     sig_peptide     complement(521234..521341)
                     /locus_tag="YPA_0447"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.969 at
                     residue 36"
     gene            complement(521363..521557)
                     /locus_tag="YPA_0448"
     CDS             complement(521363..521557)
                     /locus_tag="YPA_0448"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12416.1"
                     /translation="MCYFVIHRKHSKAYKGYNHTHSTSLHQVINHKKAIYLQAGQKIS
                     GNGAIDAGTSLHIPQCSVFL"
     gene            complement(521944..522252)
                     /locus_tag="YPA_0449"
     CDS             complement(521944..522252)
                     /locus_tag="YPA_0449"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12417.1"
                     /translation="MLIFLQNLRFFSTYCHHDSYYFEMIFQRVLSVTDRESKQDMYKT
                     ITVGCFVGLMVAWLPPAAVQQYVMQFELLAQRWKTSHTGVPDQTFDDNQLKEIARYPE
                     "
     gene            522628..523383
                     /locus_tag="YPA_0450"
     CDS             522628..523383
                     /locus_tag="YPA_0450"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbonic anhydrase"
                     /protein_id="ABG12418.1"
                     /db_xref="InterPro:IPR003016"
                     /db_xref="InterPro:IPR006311"
                     /translation="MSKITDCCSEENHPNSRRSVLKAALGMTAAGVIGGIGLGLPQIS
                     YAAALTQEERDKLTPDQIVESLKQGNKRFTSGKALQHDYLAQKRASAEGQFPAAVILS
                     CIDSRAPAEIILDTGIGETFNARVAGNIANDDLIGSLEFASAAAGAKVILVMGHTACG
                     AIKGAIDNVELGNLTGLLNRIKPAIEVTQFDGEKSSKNEKYVDAVAKTNVKNTMDEIR
                     KNSEIIRKLEQEGKVKIVGSMYNLNNGEVEFFM"
     gene            524126..524542
                     /locus_tag="YPA_0451"
     CDS             524126..524542
                     /locus_tag="YPA_0451"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12419.1"
                     /translation="MYVDTVSVVSGSKFIDINGKGVIDYEKEMSLDCCMNKIHFHTRK
                     VSIDINEKQKRLVMCLFNDVNRKQDIIKVVWYENHKSISDNNYHQLIHKFRVHLKSFG
                     IPEGIIKTINRYGIRLDPSLLITVMSTKMNERFSGY"
     gene            524580..525113
                     /locus_tag="YPA_0452"
     CDS             524580..525113
                     /locus_tag="YPA_0452"
                     /codon_start=1
                     /transl_table=11
                     /product="general secretion pathway protein C"
                     /protein_id="ABG12420.1"
                     /translation="MLSLFIMRFFLLKIRLKNPFRTLNCNQFIFIELSIVFLVAFHTV
                     MVFWSIIYNDSNDMFILYDGQSYDSQNSTEKAKVIDSSNLSKMFDRKINKPDKKIEMN
                     DVLFYSPEYIGEIKLVGVIEHSAPSESIAILEVKGKQTTHLTRENINYEDIVIVKIFT
                     DRVIIKRNGKYYSLIIN"
     gene            525194..527116
                     /locus_tag="YPA_0453"
     CDS             525194..527116
                     /locus_tag="YPA_0453"
                     /codon_start=1
                     /transl_table=11
                     /product="general secretion pathway protein D"
                     /protein_id="ABG12421.1"
                     /db_xref="InterPro:IPR001775"
                     /db_xref="InterPro:IPR002114"
                     /db_xref="InterPro:IPR004845"
                     /translation="MYISGKGIKSIHGMIFLFTLIMPLDIISANFSVSFKDVDIKEFI
                     NSVSKNINKTIIIDPTVQGLISIRSYENLDKDTYYQLFLNVLDVYGYAAIEMPHNVLK
                     VISSKRAKGVVAPLPKEGVTFDGDELINRVIPLRYISAKKITPLLRQLNDNTESGSII
                     NYDPSNILLITGRAAVVNRLHSIVTDLDQAGDNEIELYKLNYAIAADVVKIVNEAINP
                     INNLKQEVSIVGKVIADERTNSILISGDTYIRKKSILMIKKLDKRQSSDGNTKVVYMK
                     YAQASKLLDVLNGISEGFHNEKKTKQSNQWNQRPVAIKAYDQTNALVITADPDMMLAL
                     GEVIEKLDIRRAQVLVEAIIVETQNGEGINLGVKWENKRSDDINFIKNSDGLLNNNGW
                     GIATTITGLTAGFYKGNWDVLLSALSTNTNNNILATPSIVTLDNMEAEFNVGQEVPVL
                     ISTQTTTTDKVYNSISRQSIGVMLKVKPQINKGDSVLLEIRQEVSSIADSSTVNTHNL
                     GSVFNKRVVNNAVLVKSGETVVVGGLLDKKSSTIVNKVPFLGDLPLIGWLFRQTKEKV
                     EKSNLILFIKPTILRESDDYSVVTSKEYNKYKKDNMNGYTLADDIVLSDKKYLSVIPS
                     IRKDINNFYTLLDSEL"
     gene            527263..528624
                     /locus_tag="YPA_0454"
     CDS             527263..528624
                     /locus_tag="YPA_0454"
                     /codon_start=1
                     /transl_table=11
                     /product="general secretion pathway protein E"
                     /protein_id="ABG12422.1"
                     /db_xref="InterPro:IPR001482"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003593"
                     /translation="MAHSPILFNLVTDEEFENNLTERYQNNSADPYQTMSVISNEIDI
                     YSFANELSDDDDLLDINDEAPVIKLINSILVEAIKELASDIHIESFDKKLTVRFRIDG
                     VLRKILELQRHVALLLVSRIKVMAKLDIAEKRIPQDGRIALNLAGRALDVRVSVLPSS
                     HGERVVMRLLDKNSIKLDLPSLGMSKDNCISMNTQVHKPHGIILVVGPTGSGKSTTLY
                     AALMGIDANEKNIMTVEDPIEFDIPGISQTQVNPKIEMTFARSLRAILRQDPDVILIG
                     EIRDIETAQIAVQASLTGHLVLSTLHANSAIGAVTRLKDMNVEAFMLSSSLLAIISQR
                     LVRRLCIACRQESSVTEKVLQRLNIDDKCSLVGSVYRAKGCNKCNLTGYRGRIALHEF
                     LVVDNLLRGAIYKGLGEFELAKLASGAINSLLSDGISKVIAGLTTIEELVRICQEDDN
                     GCI"
     gene            528766..529812
                     /locus_tag="YPA_0455"
     CDS             528766..529812
                     /locus_tag="YPA_0455"
                     /codon_start=1
                     /transl_table=11
                     /product="putative general protein secretion protein"
                     /protein_id="ABG12423.1"
                     /db_xref="InterPro:IPR000005"
                     /db_xref="InterPro:IPR001992"
                     /db_xref="InterPro:IPR003004"
                     /translation="MVKKNSNKTDLVLITRQIATLVNASMPLDEVLDIVGKQNSKSKM
                     IEIIQRIRVNIQEGHSFADALSPFPAVFSPLYKTMVTAGEVSGHLGLVLVRLADHIEQ
                     TQKIQRKIIQALIYPCVLVLISLSVIIILLTAVVPNIVEQFSFSETALPLSTKVLMIL
                     SYSIKENVIFIMAIGVSAVIFLNRLLKINKINVFFHRHYLSLPMLGNMFVRINTSRYL
                     RTLTTLHSNGVTIVQAMSISNAVLTNVYIKNKLNISVKLVSEGCSLSSSLVDSGVFPP
                     IILHMIISGERSGKLDHMLETVAGVQEEELMNQISIVMSLLEPTIIIVMAAFISFVIL
                     SILQPILEINSLVM"
     gene            529832..530269
                     /locus_tag="YPA_0456"
     CDS             529832..530269
                     /locus_tag="YPA_0456"
                     /codon_start=1
                     /transl_table=11
                     /product="general secretion pathway protein G"
                     /protein_id="ABG12424.1"
                     /db_xref="InterPro:IPR000983"
                     /db_xref="InterPro:IPR001120"
                     /db_xref="InterPro:IPR002416"
                     /db_xref="InterPro:IPR010054"
                     /translation="MANKKTKGFTLLEIMVVIVILGLLASLTIPSLMSNKNRADQQKA
                     VSDISALENALDMYRLDNGDYPTEQQGIAALVTKPNVPPLPQRYPSDGYIRRLPTDPW
                     GNSYQMNNPGKHGQIDIFSIGPDRLPETEDDIGNWITLSISET"
     sig_peptide     529832..529951
                     /locus_tag="YPA_0456"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.875) with cleavage site probability 0.414 at
                     residue 40"
     gene            530274..530816
                     /locus_tag="YPA_0457"
     CDS             530274..530816
                     /locus_tag="YPA_0457"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12425.1"
                     /translation="MFHSQRAFTLLELLLAMIIISGLYYSVLITLPKGSGVVKSEAEN
                     LVQGLRYINQKIRHEGGVFGLKLSETHWRFYKFCCDDCHGIKDNFKINTKINCIWQDS
                     GNDKILSREYPDKLTSKLNVYGEDSIIDNVIGDNIKPQLVFSPEEEYSDFSLVLRNEE
                     NSECVEIKNNITGVSLFIHK"
     gene            530854..531198
                     /locus_tag="YPA_0458"
     CDS             530854..531198
                     /locus_tag="YPA_0458"
                     /codon_start=1
                     /transl_table=11
                     /product="general secretion pathway protein I"
                     /protein_id="ABG12426.1"
                     /db_xref="InterPro:IPR010052"
                     /translation="MLEVIIALTIFCIAGLSIMKIISERLRWINILEQRMISSWVAEN
                     VLTEIKILKIEQTNEWLMGQESMAGQLWYWQSRSIKLQDDRMEIIAVEVRNNKESEHP
                     DFSLEGYKTTND"
     gene            531170..531787
                     /locus_tag="YPA_0459"
     CDS             531170..531787
                     /locus_tag="YPA_0459"
                     /codon_start=1
                     /transl_table=11
                     /product="general secretion pathway protein J"
                     /protein_id="ABG12427.1"
                     /db_xref="InterPro:IPR010055"
                     /translation="MKAIKQPMIKRPDCGFTLLEMLLAVVIFSMISFIIYSSLRVTIK
                     SNNIMGNKVQELIRLHRVISLLERDISHSVMYIGSQNDYFSNEGRIIGIGVLDSDSFG
                     IYMLRNNKINTEIFIHYQHERLGYRLKKNCLERLSYLILKNTNKIETKFSCLIEGIND
                     FRVRIFHQGKWLNEWSRIDLSPQGIEIILDVKGVGVIRRFILLLH"
     gene            531796..532752
                     /locus_tag="YPA_0460"
     CDS             531796..532752
                     /locus_tag="YPA_0460"
                     /codon_start=1
                     /transl_table=11
                     /product="general secretion pathway protein K"
                     /protein_id="ABG12428.1"
                     /db_xref="InterPro:IPR000238"
                     /translation="MNQNGIALLMVLCALFLMSTMVMASYNYWFDIYYLAKNSQQRQK
                     EKWILLGAEEKFVSKLIKNTSEDRFNDNEFRRLLSGGRVTVGTWNVNFKSIDNTNCFN
                     INALKTKISNPEEIIETYSWQVFKYLLLISGVGVKETQDTLERVVELYRSNLVIEQSI
                     NGLSTLKEIPYEADEINISSKMNRADFLKIAPVLCIRGDRKLLVNINMLDAGNSQYLQ
                     AALLNKVSARDIYDVISAKPNNGWDNIFIFYDLLSSHSPMSARNVNKNILDKLTVDEY
                     FINYIFRIDHEDSYYQLITFIHAVGKSIAILNRRYSFSEQHH"
     sig_peptide     531796..531870
                     /locus_tag="YPA_0460"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.991 at
                     residue 25"
     gene            532736..533926
                     /locus_tag="YPA_0461"
     CDS             532736..533926
                     /locus_tag="YPA_0461"
                     /codon_start=1
                     /transl_table=11
                     /product="general secretion pathway protein L"
                     /protein_id="ABG12429.1"
                     /translation="MSNIIDDVKLTFTLLIRLGETEFEPIYWYVESQGKKLVRHGKIN
                     GVAELKNITLYANNVVKILVPANKIIFRSLSIKKNEVMNNIKSIAFSIEQSISSDIDN
                     FHIVILDQDKDFCHVAAIEHELMNRWLFWLNINGISACCIMPDAFALPFFNSEWSVIK
                     IESNWLVRNNEMSGFLVNSSVLENILMLAEPTIKVNTFSPTDIKWGNWQSLDYSDPVL
                     IMAKTVSGNHVNLLSGKYKYAERIIVNNSVFLRVASWFFLLFLVMSLNGWYQGYKIVR
                     DTGALSKVAQDFYADFLPPAYHGGDVNTSFNKYISDLDLKKNNVSFIKLLNAVSYYTA
                     DENVDVRSFNFNYSDGEISFDIEGDDDLINEMLNDKTNLFNARVEVIRSGEDKYNIKL
                     SSQP"
     gene            533923..534384
                     /locus_tag="YPA_0462"
     CDS             533923..534384
                     /locus_tag="YPA_0462"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12430.1"
                     /translation="MSYVMFLQHLFSAKRRVLLLYLLVISIPIVYYITSRVIEVRNNK
                     LLIKYSELSYHLQQHSIMAKKSNIKSHKKSDPIDIEINKSFKNKNIIFTVSLLDGGKC
                     FVEINSAKFSNLLDAIIDVSNKYDINVSSADIYLHQDDDDGYVAGKIIFFK"
     gene            534410..535252
                     /locus_tag="YPA_0463"
     CDS             534410..535252
                     /locus_tag="YPA_0463"
                     /EC_number="3.4.23.43"
                     /codon_start=1
                     /transl_table=11
                     /product="type 4 prepilin peptidase 1. Aspartic peptidase.
                     MEROPS family A24A"
                     /protein_id="ABG12431.1"
                     /db_xref="InterPro:IPR000045"
                     /db_xref="InterPro:IPR006662"
                     /translation="MMDIQVFFVSYLIFGAMVGSFLNVLIYRLPIMLANLSSRSESHG
                     EEIKMRSHLRNINLFQPGSFCHHCNESIPIKYNIPILGWIFLRGASRCCNKKISTRYL
                     FIEVLAVIQTLLVLMIFKEDLLICTSLVLIWSLTALAFIDFDTYLLPDCMTIPLLWLG
                     LLINIDTVFAPLTSAVLGAVSGYLFLWLSYWLFKIVRGVDGMGYGDFKLMAALGAWFG
                     VSAVPFLILFSSFFGLVAYAIFYFFDKKDNGKEINYIAFGPYISLAGVLYLFLGSHVT
                     NLFS"
     gene            complement(535304..535609)
                     /locus_tag="YPA_0464"
     CDS             complement(535304..535609)
                     /locus_tag="YPA_0464"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG12432.1"
                     /translation="MPNSNIKLMVFFAPILFGCQINSEEKKPNEEIINQLTALTAGLR
                     FLKEDCNLKKIPNEQEIINSAIKIANLKGEIMTSKHNNKIIKKSESLYQDIKISNQI"
     gene            535893..536642
                     /locus_tag="YPA_0465"
     CDS             535893..536642
                     /locus_tag="YPA_0465"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulatory membrane protein"
                     /protein_id="ABG12433.1"
                     /db_xref="InterPro:IPR001867"
                     /translation="MNTIVINDVFFTPQKRTIDRNGKVTKIRNKESELLSLLCEYYPE
                     PISREDIEKRLWEGSYVTDNTLTQTISNLRHALDDKKHELVVTIPKKGYRIGIKPEIF
                     IEGEVQCQPYEKLGIIGSSVDKMAMSFLKGKMSFYRVCLFVLGVIFFFIFFNVALYRY
                     QVKLVDVNSLPILINLDKEQDKTFLSVYQQHPYVLLKKKKMAAMLFVNARETSWYAKK
                     IIYSILFSILLGGGGGNYWYDLCLYTSDEKS"
     gene            536605..537006
                     /locus_tag="YPA_0466"
     CDS             536605..537006
                     /locus_tag="YPA_0466"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12434.1"
                     /translation="MIYAYIHPMKNLEGYWEGNYLLRTDSGNYHIFSRVNIINRSIQS
                     SMDVYDDRDQVKARCNTLFNIRSANNVFCVKMLSISFVDNEEKMLSDFLNTPYDVSYP
                     IFYRLDANTILIEQSQGHPVNSTRLLVRANI"
     gene            537161..538852
                     /locus_tag="YPA_0467"
     CDS             537161..538852
                     /locus_tag="YPA_0467"
                     /codon_start=1
                     /transl_table=11
                     /product="putative methyl-accepting chemotaxis protein"
                     /protein_id="ABG12435.1"
                     /db_xref="InterPro:IPR003122"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR004089"
                     /db_xref="InterPro:IPR004090"
                     /translation="MFSRMNYVVKKYFGYIMSKLSLSESRLGILFGFTLVISLFSLLQ
                     IFSIGYLSHILKSTKANVEITHRNHQQEALMDRARMELLIASDKLNRAGIYYMEDKET
                     GSEGSWQSLLNEALQSLQQSQDSYLQLQAVSAQDSRQELNELKESYHQLYQGLAEIAQ
                     GLAQKHNIDTFFDVPIQGFQSDFTEKYYRYLQESEKGSTAMDEQLLSSLSSAKQIIIG
                     ALAILLVLAFSAWLGVTRWMIAPLNHLISRINKIAAGDLSHRIEDTSFACREIRQLTY
                     SVRHMQEGLVALVSQVRGGAEVILTGVNQITADNHRLSEQTHSQTQSLAVTAQSMQQL
                     TVRVKQNSMSAEQANHLVNEARDTASQGGEMMSNVVSSMADISTGSREISEIITLIES
                     VAFQTNILALNAAIEAAHAGEHGRGFSVVAREVGTLSHQSGHSAQNIKRLIQHSANSV
                     STGASLVNRSGENLQAIIDVVKKVTDLMAEITTASHYQSKGIEEMAAQVEMINGATKQ
                     NAALVEQSAHASEVLQQQTLQLNQSVARFHLPVEKYSPLRLAKESTIAAIDSRVS"
     gene            complement(538838..539473)
                     /locus_tag="YPA_0468"
     CDS             complement(538838..539473)
                     /locus_tag="YPA_0468"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12436.1"
                     /translation="MPGTTLHYIFDPLCGWCYGAAPLVQTAQNIPGLTLVLHGGGMMS
                     GANRRQIDTQWRSYVMPHDKRIAELTGQTFGDNYFNQLLNDTSAIMDSTPPIAAILAA
                     EALAGDGAKMLHRIQLAHYVEGRRIADTPVLTVLAADIGLNTEAFINAFNIAQKHAAQ
                     HIAESRTMLAKVQGHGFPTFILQDAAGKMTVVPAGDYFGNQPGWINRLTNA"
     gene            complement(539586..540473)
                     /locus_tag="YPA_0469"
     CDS             complement(539586..540473)
                     /locus_tag="YPA_0469"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12437.1"
                     /translation="MLNKMLLQITFASLVTASAIATAATTEPLKMEVYNPGEKSIFPV
                     SSEIISGKNEVVLIDAQFQRNDAEALVKKIQQSGKKLTTIYISQADPDFYFGLDVIAK
                     AFPQAKVIATPQTIEEIKATKDGKMAYWGPILKENAPTAVIIPQPLQGKSFTVDGQQI
                     EVEGLDGPSPEKTFVWIPSLKAVVGGVAVSGNIHLWVADTQTPESRENWLTTLEKIKA
                     LKPAIVVPGHFLDNAPQTLESVTFTQNYLTTLNAEIPKAKDSAELIAVMKKHYPELKD
                     ESSLELSAKVLKNEMKWPQ"
     sig_peptide     complement(540402..540473)
                     /locus_tag="YPA_0469"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.960 at
                     residue 24"
     gene            540580..541488
                     /locus_tag="YPA_0470"
     CDS             540580..541488
                     /locus_tag="YPA_0470"
                     /codon_start=1
                     /transl_table=11
                     /product="LysR-family transcriptional regulatory protein"
                     /protein_id="ABG12438.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MDRITAAEVFVAIVDRGSMIAAAESLEMSRAMATRYLAQMEQWA
                     GARLLHRTTRKLSLTHAGEATLERCRRMLEFAQDMDLAEGQESEELRGLLRISCSQSL
                     GQSALAIAVADYLRRYPQVAVDLQMNNRAINLVEERIDLALRITNELDPNLIARPLST
                     CYSVVCASPAYLSVSGIPESPQDLTVHNCLTYSYFGESLWHFDQSGVKSSVAVSGNLS
                     ANESVVLLSGALEGAGITLQPIYSVAPYIARGELIKLLPDYQPQAMGIYGVYASRRQM
                     PTTLRTMLDFLVEWFATHPQWLSTMK"
     gene            541857..543017
                     /locus_tag="YPA_0471"
     CDS             541857..543017
                     /locus_tag="YPA_0471"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transport protein"
                     /protein_id="ABG12439.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MPVALLALALCAFAIGTTEFVIMGLLPQVAGDLHISIPTAGWLI
                     SGYALGVAIGAPIMAVLTAKLPRKKTLLLLMVIFIIGNLMCALAYSYDFLMFARVITA
                     LCHGAFFGIGAVVAANLVAPNRRASAVALMFTGLTLANVLGVPLGTALGQAFGWRSTF
                     WVVSVIGLFSLAALYSKLPSSSEEAPTELRKEIAALRGGGIWLSLLMTVFFAAAMFAL
                     FTYIAPILTEVTQVSEHGVSWTLLLMGVGLTLGNIVGGRLADWRLSVSLTMTFLLIAV
                     FSALFSWTSYSLLAAEVTLFLWSAAAFSAVPALQINVVAYGKKAPNLVSTLNIAAFNV
                     GNALGAWVGGVVIAKGLGLTAVPLAAAALAVMGLLLCLFTFSRARTIGNKMA"
     sig_peptide     541857..541949
                     /locus_tag="YPA_0471"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.724) with cleavage site probability 0.349 at
                     residue 31"
     gene            complement(543014..543955)
                     /locus_tag="YPA_0472"
     CDS             complement(543014..543955)
                     /locus_tag="YPA_0472"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional activator protein LysR"
                     /protein_id="ABG12440.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MPAISLRQIEIFHGVMTTGNLTEAALLLQTSQPTVSRELARFEQ
                     LVQLTLFERVRGRLYPTVQGLRLFEEVQRSYYGLDRIKQAAEGIRQFQHAQLSIACLP
                     VFSQSLLPAVCKPFIDRYPEVSLNVIPQESPLLEEWLSAQRHDLGLTENIQTPAGTQR
                     HTLMTVNEVCVLPADHPLREKSVLTPQDFNGENFVSLSVTDSYRQLLDNLFAEEKVTR
                     RLVMETHSAASVCAMVREGVGVSIVNPLTALDYLSKGRGSGVCVRPFSVDIPFTVSLI
                     QPLHRPSSTLVDTFVGHLKQQTTLFQQRLATVIAPAC"
     gene            544170..545432
                     /locus_tag="YPA_0473"
     CDS             544170..545432
                     /locus_tag="YPA_0473"
                     /EC_number="4.1.1.20"
                     /codon_start=1
                     /transl_table=11
                     /product="diaminopimelate decarboxylase"
                     /protein_id="ABG12441.1"
                     /db_xref="InterPro:IPR000183"
                     /db_xref="InterPro:IPR001000"
                     /db_xref="InterPro:IPR002986"
                     /translation="MPRALNDRSSALTAQNLIALPERFGCPVWAYDGDIIAERINQLR
                     HFDVIRFAQKACSNIHILRLMREQGVKVDSVSLGEIERALHAGYQPGQEPAEIVFTAD
                     LLDQATLLRVTELNIPVNAGSIDMLDQLGQQAPGHPVWLRVNPGFGHGHSQKTNTGGE
                     NSKHGIWHEELPRALKKIEHYGLTLVGIHMHIGSGVDYQHLEQVCDAMVQQVITLGHD
                     ISAISAGGGLSIPYQFGDDVIDTEHYYGLWNSARERIAAHLGHPVSLEIEPGRFLVAE
                     SGVLIAQVRAVKDMGRRHYVLVDAGFNDLMRPAMYGSYHHISLLPADGRDLTSAPLID
                     TVVAGPLCESGDVFTQQEGGGVETLALPAAVIGDYLVFHDTGAYGASMSSNYNSRPLL
                     PEVLFEKGQPRLIRRRQTIEELIDLERV"
     gene            complement(545429..546451)
                     /locus_tag="YPA_0474"
     CDS             complement(545429..546451)
                     /locus_tag="YPA_0474"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG12442.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MATIKDVAKLAGVSVATVSRVINHSPKASEASRVAVCKAMEQLQ
                     YHPNANARALAQQSTETVGMIVSDVSDPFFGAMVKAVEQVAYATGNFLLIGNGYHDAE
                     KERQAIEQLIRHRCAALVVHAKKLPDDELTSLMEQIPGMVLINRTLPGFEPRCIALDD
                     RYGAWLATRHLIQQGHKRVAFICSNHQISDALDRMQGYLDALKEFDIPVDERLITYGT
                     PDELGGEQAMTDLLGRGKHFTAVSCYNDSMAAGALSVLSDNSIDVPQEISLIGFDDVL
                     ISRYLRPRLTTIRYPVVAMSTQAAELALALANNTPLPEITNMFSPTLVRRHSVASPPS
                     LRDDTD"
     gene            546761..549022
                     /locus_tag="YPA_0475"
     CDS             546761..549022
                     /locus_tag="YPA_0475"
                     /codon_start=1
                     /transl_table=11
                     /product="putative biotin sulfoxide reductas2"
                     /protein_id="ABG12443.1"
                     /translation="MSIIRYPQLAHWGAYTAVVEDGKLIRCEPFADDPDPSPLLNSIV
                     PMVYSDKRIRKPAIRRSWLKRREKSDRTLRGQEDFVEVDWDVALDLVAEENRRVRDQY
                     GPAGLFTGSYGWSSAGRLHHARSLVRRFYFSGGGGVDQLGNYSWGAAQFFLPYVIGTF
                     SPLTGRVTSWPSVVEHCELFIAFGGLALKNAQVSSGGSAEHSLKLWLEKLAQKGTPVI
                     NISPMRDDCPAFVNAEWIPIRPNTDVALMLALAYEIQRLDGHDEAFLATHCVGYGQLA
                     DYIRGANDGIAKTPDWASSITGIPAARIAQLAQQLIGVRSFMTCSYSVQRAHRGEQPY
                     WMVIALSAMLGQVGLPGGGFSFGHGSMNGVGNPRIDTPGPAMPVGKNPAGLAIPVARI
                     CDMLLQPGQPYQFQGETHTYPDIHLVHWAGGNPFHHHQQLNRLVEGWQKPDTVIVQDI
                     WWTPVAKMADIVLPVTSSLERNDIGGSSRDRYVLAMHQAIAPQHQARHDFDIFADLAD
                     RLGYRETFTEGRDEMAWIRHIYQECGAAQRSHDVEWPDFETFWQQGYVGLPAPSKAFV
                     FFDSFREDPQANPLQTPSGKIELFSEKIASYQYNDFAPHAEWKPPVEWLGAPLAEQWP
                     LHLISIQPGDRLHSQLDPAPLAQSNKTAGRETLYMHPLDAASRDITEGSQVQVSNLRG
                     HCLAGVSITDGVTRGVVLMATGAWFDPGFGGTQHKIEQSGNPNVLTLDIGTSRLTQGP
                     NAMSCLVEVALYE"
     gene            549471..551627
                     /locus_tag="YPA_0476"
     CDS             549471..551627
                     /locus_tag="YPA_0476"
                     /codon_start=1
                     /transl_table=11
                     /product="Aas bifunctional protein"
                     /protein_id="ABG12444.1"
                     /db_xref="InterPro:IPR000873"
                     /db_xref="InterPro:IPR002123"
                     /translation="MAYRLLRALFRGLFRVTIDGVTDQFKHEKLIITPNHVSFLDGAL
                     LALFLPIKPVFAVYTSITDTWYMRWLKPYVDFVALDPTNPMAIKHLVRMVEQGRPVVI
                     FPEGRITVTGSLMKIYDGAAFVAAKSGAAVVPIRLDGPEFTHFGRLQGVLKTRWFPKI
                     SIHVLPATTIPMPQAPRSRERRVLAGEHLHTIMMAARMATVPRETLFEALLSAQTRYG
                     RFKPCIEDVSFKEDSYQTLLKKTLGVSRILQRFTVPGEHVGMLLPNATITAAAIFGAS
                     LRGRIPALLNYTSGAKGLQSAIIAASLKTIVTSRQFLEKGKLTHLPEQVNEVNWVYLE
                     DLKDTVTLTDKLWILFHLCFPRRAMLPQQADGSALILFTSGSEGNPKGVVHSHASLLA
                     NVEQIRTIADFTPRDRFMSSLPLFHAFGLTVGLFTPLMTGSRVFLYPSPLHYRVVPEL
                     VYDRNCTVLFGTSTFLGNYARFAHPYDFARVRYVVAGAEKLAESTKQIWQDKFGIRIL
                     EGYGVTECAPVVAINVPMAAKVNTVGRILPGMEARLINVPGIAQGGRLQLRGPNIMRG
                     YLRVENPGVLEQPSAENAQGELDANWYDTGDIVTLDEQGFCAIRGRVKRFAKLAGEMV
                     SLESVEQLAISLSPEGQHAAAAKTDSAKGEALVLFTTDSEITRERLIKVARENGVPEL
                     AVPRDIRVVKALPLLGSGKPDFVTLGKMAQDPEMSV"
     gene            551624..552844
                     /locus_tag="YPA_0477"
     CDS             551624..552844
                     /locus_tag="YPA_0477"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12445.1"
                     /translation="MSQDVLADKPLLSRSMVAVLCAQFFSAFGDNALLFATLALIKQQ
                     LYPDWSQPILQMAFVATYIVLAPFVGQIADGFAKGRVMMVANGLKLAGALVICFGLNP
                     FLGYSLVGVGAAAYSPAKYGILGEITSGEQLVKANGMMEASTIAAILLGSVAGGILAD
                     WHLMAALGVCALVYAIAVIANLFIPRLAAARSGASWRPRAMTGSFFTACRLLWQDSET
                     RFSLAGTSLFWGAGVTLRFLLVLWVPVALGIADNATPTLLNAMVAIGIVVGAGAAARF
                     VTLKTVKRCLPAGVLIGVMVTIFSLQNSMPMAYLLLIIIGILGGFFVVPLNALLQERG
                     KHSVGAGNAIAVQNLGENTAMLFMLGLYSLVVKLGAPVVAVGVGFGVVFALAIALLWG
                     WQWRQQRQKTRQPE"
     gene            complement(552873..553106)
                     /locus_tag="YPA_0478"
     CDS             complement(552873..553106)
                     /locus_tag="YPA_0478"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12446.1"
                     /translation="MKCIKQTLGHYYIPVQKLIKGDGMPVFKFHKQTFLIFNQQKQAA
                     LSKEYKSQVKQLIEVNIIDISKGDICQQSEGSP"
     gene            complement(553813..554853)
                     /locus_tag="YPA_0479"
     CDS             complement(553813..554853)
                     /locus_tag="YPA_0479"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aldo/keto reductase-family protein"
                     /protein_id="ABG12447.1"
                     /db_xref="InterPro:IPR001395"
                     /translation="MQYHRIPHSSLEVSLLGLGTMTFGEQNSEADAHAQLDYAVAAGI
                     NLIDTAEMYPVPPRPETQGLTEQYIGRWIKARGCREKIILASKVSGPSRGDDQPIRPN
                     MALDRKNIRIALEESLKRLNTDYLDIYQLHWPQRETNCFGKLNYRYSEQTAVVTLLET
                     LEALNEQVRAGKIRYIGVSNETPWGVMRYLQLAEKHDLPRIVSIQNPYSLLNRSFEVG
                     LAEISQHEGVELLAYSSLAFGTLSGKYLNGAKPAGARNTLFSRFTRYSGPQTQLAVAE
                     YVSLAKHHGLDPAQMALAFVRQQPFVASTLLGATSLEQLKSNIDSQNIVLSQEVLDAL
                     EAIHTRYTFPAP"
     gene            complement(554972..555151)
                     /locus_tag="YPA_0480"
     CDS             complement(554972..555151)
                     /locus_tag="YPA_0480"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12448.1"
                     /translation="MFSIPQVLYISLILYISLILYISLMLYISLILYIPLFSPLLLCA
                     LPPAPVLRYSRIRQV"
     gene            complement(555242..555928)
                     /locus_tag="YPA_0481"
     CDS             complement(555242..555928)
                     /locus_tag="YPA_0481"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA mismatch repair protein MutH"
                     /protein_id="ABG12449.1"
                     /db_xref="InterPro:IPR004230"
                     /translation="MSVYSLPPAPPSDEHQLFQRAQALSGFTLGELATRAQWVIPADL
                     KRVKGWVGMLLEFYLGASAGSKPEQDFADIGIELKTIPISAQGKPLETTFVCVAPLTG
                     NSGVTWESSHVRHKLARVLWVPVEGERHIPLAERRVGAPLLWSPNVEEEELLRRDWEE
                     LMDLIVLGKVESITARHGQVLQLRPKAANSRALTEAIGEFGQPIMTLPRGFYLKKTLT
                     APMLARHFLL"
     gene            556626..557153
                     /locus_tag="YPA_0482"
     CDS             556626..557153
                     /locus_tag="YPA_0482"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12450.1"
                     /db_xref="InterPro:IPR000086"
                     /translation="MIDDDGYRPNVGIVICNRQGEVLWARRYGQHSWQFPQGGINPGE
                     TPEQAMYRELFEEVGLNKKDVRILASTRNWLRYKLPKRLVRWDTKPVCIGQKQRWFLL
                     QLMCNEAEINMQRSSTPEFDGWRWVSYWYPVRQVVSFKRDVYRRVMKEFAATVMPVQE
                     VAPPRVPPAYRRKRG"
     gene            557166..559412
                     /locus_tag="YPA_0483"
     CDS             557166..559412
                     /locus_tag="YPA_0483"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate-protein phosphotransferase"
                     /protein_id="ABG12451.1"
                     /db_xref="InterPro:IPR000121"
                     /db_xref="InterPro:IPR003018"
                     /db_xref="InterPro:IPR006318"
                     /db_xref="InterPro:IPR008279"
                     /translation="MLMRLREVVEKVAMATGLTEALELLVNETCLAMDTEVCSIYLAD
                     NDRRCYYLMATRGLKKPRGRTITLAFDEGIVGLVGRLAEPINLADAQSHPSFKYVPQV
                     KEERYRAFLGVPIIYRRQLLGVLVVQQREHRQFDESEESFMVTLATQLAGILSQSQLN
                     AIFGQYRQTRIRALAAAPGVAVAEGWQDISQPSLDLVYEASTLDSTLERERLTQALEE
                     AAAEFRRFSKRFAASSQKESAAIFDLYSHLLNDARLKRELFAQIDAGAVAEWAVKQVV
                     EAFAAQFASLQDTYMRERASDLRALGQRLLFHLDDSTSGASQWPERFILVADELTATL
                     LAEVPQDRLAGVVVRDGAANSHAAILVRAMGIPTVMGADIQPALLSQRLLIVDGYRGE
                     VLVDPEPVLVKEYQRLVTEEIELSKLAEDDVEQPAALKSGERIQVMLNAGLSPEHEQL
                     LGGRVDGVGLYRTEIPFMLQSGFPSEEEQVAQYQGMLQLYPQKPVTLRTLDIGADKQL
                     PYMPISEENPCLGWRGIRITLDQPEIFLIQVRAMLRANAGTGNLGILLPMITSIEEVD
                     EAKRLIDRAGREVEEMLGYVLPQPRLGVMIEVPSMIFMLPYLTSRVDFISVGTNDLTQ
                     YLLAVDRNNTRVASLYDSLHPAMLQVLRQILMQATESGLQVSLCGEMAGDPMGALLLV
                     GLGYRNLSMNGRSVARIKYLLRNIELADAQVLAARVLTAQMTTDVRHLTAAFMERRGL
                     GGLIRGGK"
     gene            559663..560535
                     /locus_tag="YPA_0484"
     CDS             559663..560535
                     /locus_tag="YPA_0484"
                     /codon_start=1
                     /transl_table=11
                     /product="prolipoprotein diacylglyceryl transferase"
                     /protein_id="ABG12452.1"
                     /db_xref="InterPro:IPR001640"
                     /translation="MSNSYLAFPKFDPVIFSIGPVSLHWYGLMYLVGFVFAMWLAVRR
                     ANKPGSGWTKEEVENLLYAGFLGVFIGGRVGYVLFYNLPMFLDNPLYLFKVWDGGMSF
                     HGGLIGVICVMLWFARRTKRNFFQVADFIAPLIPFGLGAGRLGNFINAELWGRVTTDT
                     PWAMLFPTSRNTDIAIVAADPAKWQAIFNQYGVLPRHPSQLYEMILEGVVLFIILNVF
                     IRKPRPMGSVSGLFLIGYGTFRIIVECFRQPDEQLGLFEGMISMGQILSVPMILAGII
                     MMIWAYRRPTQKLS"
     gene            560542..561336
                     /locus_tag="YPA_0485"
     CDS             560542..561336
                     /locus_tag="YPA_0485"
                     /EC_number="2.1.1.45"
                     /codon_start=1
                     /transl_table=11
                     /product="thymidylate synthase"
                     /protein_id="ABG12453.1"
                     /db_xref="InterPro:IPR000398"
                     /translation="MKQYLDLMKKVLEEGTPKADRTGTGTLSIFGHQMRFNLQDGFPL
                     VTTKRCHLRSIIHELLWFLNGDTNIAYLKENNVSIWDEWADENGDLGPIYGKQWRAWG
                     AADGRKIDQLSNVVNQLKQDPDSRRIIVSAWNVGELDQMALAPCHAFFQFYVADGKLS
                     CQLYQRSCDVFLGLPFNIASYALLVHMMAQQCDLAVGDFVWTGGDTHLYSNHIDQAHL
                     QLSREPRVLPKLVIKRKPDSLFDYHFDDFDIEGYDPHPGIKAPIAI"
     gene            561572..562141
                     /locus_tag="YPA_0486"
     CDS             561572..562141
                     /locus_tag="YPA_0486"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12454.1"
                     /db_xref="InterPro:IPR001120"
                     /db_xref="InterPro:IPR002086"
                     /translation="MKIYSIKTGKLLPKAPLLRKQKVFIKQRSLIKQRGISLIELLVV
                     ITLVSVMTLWGGQSWHHYRQRAKLADSARQLLAFLTHLQAEANRNNRTAILWAQPDGQ
                     GCLGSGHKPTPPCTGLAGSLFIPPYRDIAITLPLQKEMGFYGVRNTAQAGNIILSSPA
                     GRIRLVISSRGRIRLCSEQQSMAGIHLCL"
     sig_peptide     561572..561739
                     /locus_tag="YPA_0486"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.626) with cleavage site probability 0.622 at
                     residue 56"
     gene            562132..562740
                     /locus_tag="YPA_0487"
     CDS             562132..562740
                     /locus_tag="YPA_0487"
                     /codon_start=1
                     /transl_table=11
                     /product="putative prepilin peptidase dependent protein"
                     /protein_id="ABG12455.1"
                     /db_xref="InterPro:IPR001120"
                     /translation="MPLVVNVLSTPLNAQPTRTAGFTLPEMMLALSFGSLIALSTAQV
                     LPKLSQQISVLQQHYRLELVMNQAMGAMEKDLRRAGFCHGKCQGEAITIEHYLGETAH
                     SCLIVAYDLNCNGRWEGAKHQESEYFGYRLRNKALESQRGELNCHGRGWEKLFDPRDV
                     TVTHFSVTPLSGQLFKLRLVGHKTGNPAIHHQVTYLIRGNNV"
     gene            562737..563207
                     /locus_tag="YPA_0488"
     CDS             562737..563207
                     /locus_tag="YPA_0488"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12456.1"
                     /translation="MTQVFQRGSSTLAAVMTLFSLGLFWLSAIHRQLDNIQQITGEEQ
                     RYLRAYNQAESSLNWGVSQRWALRIPWRVGSAWHCMAHQELGLKACVKRSSLAGFFIL
                     KGESLPLGSLPPLMLYQRVKLKAVTGSSGNYQLIDTPHGWLDFCPDKDAQFCLD"
     gene            563195..563605
                     /locus_tag="YPA_0489"
     CDS             563195..563605
                     /locus_tag="YPA_0489"
                     /codon_start=1
                     /transl_table=11
                     /product="putative prepilin peptidase dependent protein"
                     /protein_id="ABG12457.1"
                     /db_xref="InterPro:IPR001120"
                     /translation="MPRLITKHAYGQTISVETGGFNLRHLRGFSLLEVLIAALFFSIS
                     LLGLLQYHQALLQGFASSWQQRQAWSWLHQYMESQSGTDPEERWAPEVKPGWHYRQFI
                     DRIEGDCREFSVKLITRQDSPVELSRWFCSTEMI"
     gene            563740..567111
                     /locus_tag="YPA_0490"
     CDS             563740..567111
                     /locus_tag="YPA_0490"
                     /EC_number="3.1.11.5"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA helicase/exodeoxyribonuclease V, gamma
                     subunit"
                     /protein_id="ABG12458.1"
                     /db_xref="InterPro:IPR006697"
                     /translation="MFTVYHSNQLDLLKALTTALIEREPLDNPFQQEVVLVQSPGMAQ
                     WLQMQLAQQFSIAANIVFPLPATFIWDMFTRVLPDIPKESAFSKEAMTWKLMWLLPDL
                     LENPLFSPMKRYLSDDGDRRKIHQLAARVADLFDQYLVYRPEWLESWERGQLIEGLDD
                     AQQWQALLWVELTRYTRQLEQPEWHRANLYQRFIHQLLKSDVCPQGLPKRVFICGISA
                     LPPIYLQALQALGKHIDIHLMFTNPCRYFWGDIQDYTFLAKLQSRKRRHYRESIELSL
                     FRHPQQAEQLFNTDGEQNLSNPLLASWGRLGRDHMYLLSQIDEIQEVHAFVDIEPDNL
                     LHGIQHDMLELEDHAVIGTTPETLARSDQKRRLDLDDRSLSFHVCHSPQREVEVLQDH
                     LLGLLAADPELTPRDIIVMVVDIDSYTPYIQAAFGNAPSERYLPFAISDRKASQAHPA
                     LHAFITLLDLPQSRFTAEQVLALLEVPALATKFGITEDGLRRLRQWVGESGIRWGLDD
                     DNVRELSLPATGQHTWRFGLTRMLLGYAMDSTAGDWQGILPYDESSGLAAELAGQLAD
                     MLMHLSQWRQQLGQPRELSEWLPICRQLLDTFFDQDNDTEAALVLIEQQWQKVIGYGI
                     AAQYPDVVPLNLLRDELAARLDNERISQRFLAGPINFCTLMPMRSIPFKVVCLLGMND
                     GVYPRTLPPQGFDLMAKKVRRGDRSRRDDDRYLFLEALLSAQQQLYISYIGRSIQDNS
                     KRYLSVLVSELIEYVAQSYHLPGDEKLSADDSAQRVTQHLLCWHARMPFSAENFIKNS
                     ELQSYAAEWLPSAESKGHAHPNFNQPLQAEPLAEITLDELVRFYRHPVRAFFQLRLGV
                     NFVIEETELPDEEPFTLDNLSRYQFNTQLLNALINEDDINSVFARARAAGVLPYGSFG
                     ELYWESQQDEMVPLAEQIRSERKENHSIELNIEFADITVTGWIHQVQDDGLVRWRPSI
                     LTAVDGLLLWLEHLVYCSAGGEGESRIYGRKGTAWRYAPMAADEARPYLQQLIKGYQQ
                     GLCEPLMLLSKSGWAWLSQCFDRESGQILWDEETQGKARMKLLQVWQGDQRVTGEGED
                     HYIQRVCRRMDNQHLDIILHETERYLLPIARHNKA"
     gene            567193..570081
                     /locus_tag="YPA_0491"
     CDS             567193..570081
                     /locus_tag="YPA_0491"
                     /EC_number="3.4.24.55"
                     /codon_start=1
                     /transl_table=11
                     /product="pitrilysin. Metallo peptidase. MEROPS family
                     M16A"
                     /protein_id="ABG12459.1"
                     /db_xref="InterPro:IPR001431"
                     /translation="MHKQLARIVGIVFFLGLLAPSSWAAIPAWQPLAETIYKSEHDLR
                     KYQAIKLSNGMTVLLVSDTQAPKSLAALALPVGSLEDPDNQLGLAHYLEHMVLMGSKH
                     FPEPGSFSEFLKKHGGSHNASTASYRTAFYLEIENDALAPAVERLADAIAEPLLDPIN
                     ADRERNAVNAELTMARSRDGMRMAQVNAETLNPAHPSARFSGGNLETLRDKPDGKLHD
                     ELVSFYHRYYSANLMVGVLYSNQSLEQLAQLAADTFGRIPNRDAKVPTITVPVVTPDQ
                     TGIIIHYVPAQPRKQIKVDFRIANNSADFRSKTDTYISYLISNRSKNTLSDWLQKQGL
                     ADAINAGADPMLDRNGGVFSITVSLTDKGLAQRDVVVAAIFDYINMLHKEGIKKSYFD
                     EIAHVLNLDFRYPSITRDMDYIEWLVDMMLRVPVAHTLDAPYLADQYDPKAIASRLAE
                     MTPENARIWFVSPEEPHNKVAYFVDAPYQVDKIGVQRMKEWQQLGQKIALSLPALNPY
                     IPDNFTLIKADKNITRPQNVADQPGLRVFYMPSQYFADEPKADITVAFRNPHALNSAR
                     HQVLFALTDYLAGLSLDQLSYQASIGGISFSTAPNNGLYVNAGGFTQRMPQLLTSLVS
                     GYASFTPTEEQLVQAKSWYREQLDVAEKGKAYELAIQPAKLLSNVPYSERSERRKLLD
                     SISVQDVLTYRDDLLKQSAIEVLAVGNMTAEQVTELTESLKKQLNLIGTTWWVGEDVI
                     IEKTQLANMERVGSSSDAALAAVYVPTGYTEIAGMARSALLGQIIQPWFYDQLRTEEQ
                     LGYAVFSFPMSVGHQWGIGFLLQSNSKEPNYLYQRYLAFYPQAEKRLREMKPDDFEQY
                     KQGLVNQLLQRPQTLDEEAERYRKDFNLNNFAFDSREKMIAQVKQLTANELADFFQQA
                     VIKPQGLALLSQVKGQGQAGGFAVPEGWTTYPTTSALQATLPQKVLAP"
     sig_peptide     567193..567267
                     /locus_tag="YPA_0491"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 25"
     gene            570078..573740
                     /locus_tag="YPA_0492"
     CDS             570078..573740
                     /locus_tag="YPA_0492"
                     /EC_number="3.1.11.5"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA helicase/exodeoxyribonuclease V, beta
                     subunit"
                     /protein_id="ABG12460.1"
                     /db_xref="InterPro:IPR004586"
                     /translation="MTPTTPQRLEPLALPLYGERLIEASAGTGKTFTIGVLYLRLLLG
                     LGGDAAFRRPLMVEEILVVTFTEAATEELRGRIRDNIHGLRIACVRGVSDDPMYQALL
                     AEITDWAVAAAQLLAAERQMDEAAIYTIHGFCQRMLANNAFESGILFEQTLVQDELPL
                     WRQACADFWRRHCYPLPLVIARAVSQEWSGPEALLSDLSAYLQGETPKFRQAPGDDET
                     ILSRHQHVVTQIDALKAEWRLAAPELEALISRSGVDKRSYSSKHLPNWLEKVGLWAEQ
                     ETEDYQLPKELEKFRQSVLLEKTKKGAAPQHTLFSAIDSIFEQPLTLRDLILARAISE
                     IRFSVQQEKRQRAELGFDDLLSKLDAALQQSGGELLAQSIRTRYPVAMIDEFQDTDPQ
                     QYRIFHTVYGGQEACALLLIGDPKQAIYAFRGADIFTYIRARSEVSAHYTLETNWRSS
                     FPMVQSVNRLFSLVNTPFLFEQIPFINVAAAKKNHDLSFEIKGEKQPALHFWLQPGDG
                     VGVSEYQQVMARQCAAQIRDWLTAGQQGQAELLTTKGPKPVQASDITILVRSRAEAAL
                     IRDALSALAIPSVYLSNRDSVFETTEAKDLLWLLQAVLAPEQERALRSAMATGILGLD
                     ARMLDALNHDERAWDALVDEFDHYRQHWQRRGVLPMLREMMARRHLAENLLATPGGER
                     RLTDLLHLGELLQEAASQLDSEHALIRWLAQQIAQPNPQSDSQQLRLESDRHLVRVVT
                     IHKSKGLEYPLVWLPFIGNFRQQQNVLYHDRHSFEALLDLNADEESQALAEEERLAED
                     LRLLYVALTRSVYHCSVGIAPLIKGGRKKQGESDMHRSALGYLVQHGQPGDAHVLSEK
                     LTELARSSNGDICVSPVEPPDDKPWQPQPEALPELTARHFTRKMQDYWRVTSYSGLQQ
                     SGSTKKLYGSATGDVSQALGAPLQVLLPRLDIDAVGEQAVVTEDDHLTPHTFPRGAAP
                     GTFLHDLLEPLDFSQPIELAWLSERLQQQGFSEQWAPVLHQWLNDIVQTPLTDTGATL
                     AGLSPERKQAELQFYLPIDSLLRAEVLDRLIKQYDPLSRQCPVLDFQQVRGMLKGFID
                     LVFCWQGQYYLLDYKSNWLGEDSRAYTVEAMTQAMAEHRYDLQYQLYTLALHRYLRHR
                     LADYDYQRHFGGVIYLFLRGVDQQHSGHGIFNCRPEQKLIEEMDRLFSGTIGSNATAS
                     DKSGSNVIHSGERASR"
     gene            573737..575695
                     /locus_tag="YPA_0493"
     CDS             573737..575695
                     /locus_tag="YPA_0493"
                     /EC_number="3.1.11.5"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA helicase/exodeoxyribonuclease V, alpha
                     subunit"
                     /protein_id="ABG12461.1"
                     /db_xref="InterPro:IPR006344"
                     /translation="MMTLLAQAARDRLLRPLDVQFSRMIAGDDDPRLQLAAAILSAEV
                     GAGHVCLPLRYLQPELLFGGRQPDLSLALWQAAGSPDKAQWLQALQNAPVVSDGSQPT
                     PLVLQQERLYLQRMWQYEGDVVQFIASDSVFINRDSDFMTSKGIATSVDESLLRETLD
                     ALFGCAGSEVDWQKVAAAVAATRRISVISGGPGTGKTTTVAKLLTALIRLSQGQRLRI
                     KLAAPTGKAAARLTESLGKAIRQFFLTDDERKLFPDQASTLHRLLGVQPNSQRLRYHR
                     GNPLNLDVLVVDEASMVDLPMMARLIAALPAKAKVIFLGDRDQLASVEAGAVLGDICR
                     FAELGYSEQRAQQLTQLTGYLLTNNALTSNVLTNKALANKAQPDETYSDSANVRDSLC
                     LLRKSYRFDEKSGIGQLALAVNAGEYRQALSVLNSAYSDVERFPLADEEDYQVLLEAC
                     AVGYQHYLERVAALAPAAEVLAAFGRYQLLCALRSGPFGVSGLNERIEQVLHRKGFII
                     RPSGPSGRWYVGRPVMIELNDSALGLFNGDIGIALHDNEGELRVYFQLPDGNIKSVQP
                     SRLPSHETAYAMTVHKSQGSEFEHTALVLPNTFMPVLTRELVYTAITRARQHLTLYCS
                     DAVLSHAIRTPTLRLSGLVDRLNTLNRQ"
     gene            complement(575850..577175)
                     /locus_tag="YPA_0494"
     CDS             complement(575850..577175)
                     /locus_tag="YPA_0494"
                     /EC_number="2.3.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylglutamate synthase"
                     /protein_id="ABG12462.1"
                     /db_xref="InterPro:IPR010167"
                     /translation="MKERSTELVQGFRHSVPYINAHRGKTFVVMLGGEAIEHENFSSI
                     VNDIGLLHSLGIRLVVVYGARPQIDSNLADHNYEPIYHKHTRVTDARTLEMVKQAAGL
                     LQLDITARLSMSLNNTPLQGAHINVVSGNFIIAQPLGVDDGVDYCHSGRIRRIDEEAI
                     HRQLDNGAIVLLGPVAVSVTGESFNLTSEEVATQLAIKLKAEKMIGFCSSQGVTDSEG
                     NIISELFPNDAQKRIEDLEQDGDYNSGTVRFLRGAVKACRSGVRRSHLLSYQEDGALI
                     QELFSRDGIGTQIVMESAEQVRRATINDIGGILELIRPLEQQGILVRRSREQLEMEID
                     KFTIIERDNLTIACAALYPFPDEHIGEMACVAVHPDYRSSSRGEMLLNRITNQARQMG
                     LKKLFVLTTRSIHWFQERGFTPAEVDVLPIQKQELYNYQRRSKILLADL"
     gene            577411..578661
                     /locus_tag="YPA_0495"
     CDS             577411..578661
                     /locus_tag="YPA_0495"
                     /EC_number="3.5.1.28"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase AmiC
                     precursor"
                     /protein_id="ABG12463.1"
                     /db_xref="InterPro:IPR002508"
                     /translation="MADSNHNSGRRRLLQGAAAAWMLSISRVGFAASSHIVAVRVWPS
                     STYTRVTLESNTPLKYRQFALTHPDRIVVDIEGVQLNSVLKEISRQVQSADPYLKQAR
                     VGQFDKNTVRLVLELKQSISPQLFTLKPFAEFRNRLVVDLYPAEGGTSAEDDPLLALL
                     EDYNKGNVDRTLPPETPKAGKAGRDRPIIIMLDPGHGGEDPGAIGKNKTKEKDIVLQI
                     ARRLRALIQKEANMRVFMTRNEDVFIPLKVRVAKARKLRADLFISIHADAFTNRAASG
                     SSVFALSTKGATSTAARFLAQTQNEADQIGGVSKSGDPYLDHTIIDLLQTATINDSLK
                     FGKEVLSRMSKINKLHKNRVDQAGFAVLKAPDIPSILVETAFISNLEEERKLRTSRFQ
                     QQIAESIFAGIKAYFANGGAMARL"
     sig_peptide     577411..577506
                     /locus_tag="YPA_0495"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.970) with cleavage site probability 0.964 at
                     residue 32"
     gene            complement(578891..578967)
                     /locus_tag="YPA_r022"
                     /note="tRNA-Met5"
     tRNA            complement(578891..578967)
                     /locus_tag="YPA_r022"
                     /product="tRNA-Met"
     gene            complement(579091..579167)
                     /locus_tag="YPA_r023"
                     /note="tRNA-Met4"
     tRNA            complement(579091..579167)
                     /locus_tag="YPA_r023"
                     /product="tRNA-Met"
     gene            579383..580555
                     /locus_tag="YPA_0496"
     CDS             579383..580555
                     /locus_tag="YPA_0496"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane-bound lytic murein transglycosylase A
                     precursor"
                     /protein_id="ABG12464.1"
                     /translation="MTSRWGKYLLSGIMIAVLAGCQSRPTDRGQQYKDGRLEQSLELV
                     NEPNAAGKPVNAKDYSDQVKVINQSSPGLYNRNSDTFNAVQNWMLAGADTSKLSLFGL
                     NAYQMEGVDNFGNVQFTGYYTPVLQARYTPQGEFRHPLYRMPAKGKRRLPDRAAIYAG
                     ALDNRNLIIAYTNSLVDNFMMEVQGSGYVDYGDGRPLTFFGYAGKNGHAYRSIGKVLI
                     DRGEVARADMSMQAIRQWAENHSEAEVRELLEQNPSFVFFKPVMYAPVKGASAVPLIA
                     KASVASDKSLIPPGTTLLAEVPLLDDQGKFTGKYQMRLMVALDVGGAIKGQHFDIYQG
                     IGHEAGQAAGFYNHYGRVWVLKNAQSSGPLFTAYKGGTQSEPTSNDSSLLVNNQDR"
     gene            580698..581525
                     /locus_tag="YPA_0497"
     CDS             580698..581525
                     /locus_tag="YPA_0497"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12465.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR000594"
                     /translation="MSTAYSEAYQQRFGGIARLYGQQALALFSQAHVCVIGIGGVGSW
                     AAEALARTGIGAITLIDMDDVCVTNTNRQIHALRHNIGQAKTEVMAERILAINPECHV
                     TCIDDFITADNVAELLNKNFSYVIDAIDSVRPKAALLSYCRRYKIPVVTTGGAGGQID
                     PTRIAVVDLAKTIQDPLAAKLRERLKSDFNVVKNSKGKLGIDCVFSSEPLVYPQADGS
                     VCASRSTAEGPKKMDCTSGFGSATMVTATFGFVAVSHVLKKMMAKAARQHESAATAS"
     gene            complement(581561..582004)
                     /locus_tag="YPA_0498"
     CDS             complement(581561..582004)
                     /locus_tag="YPA_0498"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12466.1"
                     /translation="MMIAPHPFGHDITATDLIEKFSAHKQWEDRYRQLILLAKQLPPL
                     QEAWKKNELELTGCENRVWLGHQHLPDGTLHFYGDSEGRIVRGLLAVILTAVEGKTPQ
                     QVLAADPLALFEQLGLRQQLSTSRANGLQALAQGVQTIAAKYAER"
     gene            complement(582139..583443)
                     /locus_tag="YPA_0499"
     CDS             complement(582139..583443)
                     /locus_tag="YPA_0499"
                     /EC_number="2.8.1.7"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine desulfurase"
                     /protein_id="ABG12467.1"
                     /db_xref="InterPro:IPR000192"
                     /translation="MCITSICITSLLKHATMIKAKKFRGHSQDANNSMKVFNPMDFRR
                     EFPALSDKLTYLDSAATALKPRAMIDATQQFYQQDSATVHRSQHQSALSLTVRFENTR
                     QQVADFINSSTAENIIWTRGTTEAINLIAQSYARPRLQPEDEIIVSEAEHHANLIPWL
                     MVAEQTGAKIVKLPLGLDHLPDLQQLPQLLNEKTRILALGQMSNVTGGSPDLAQAIRL
                     AHQYDCVVVVDGAQGIVHYPADVQALDIDFYAFSSHKLYGPTGIGVLYGKTELLEEMP
                     AWQGGGKMLTHASFGGFTPHEVPYRFEAGTPNIAGVIGLSAVLKWLEHIDLEEAEVYS
                     QGLATMAENKLAQLPGFHSYRCQQSSLLAFTFDGVHHSDLVALLAEQGIALRAGQHCA
                     QPLMAALGVNGSLRASFAPYNTPQDVEMLCSALGKALELLRD"
     gene            584004..584921
                     /locus_tag="YPA_0500"
     CDS             584004..584921
                     /locus_tag="YPA_0500"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine cleavage system transcriptional
                     activator"
                     /protein_id="ABG12468.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MSKRLPPLNALRAFDAAARHLSFTKAAEELFVTQAAVSHQIKSL
                     EDFLGLKLFRRRNRSLLLTEEGQSYYLDIKEIFTSINEATRKLQARSAKGALTVSLPP
                     SFAIQWLVPRLSGFNAAYPGIDVRIQAVDREEDKLADDVDVAIFYGRGNWSGLRTERL
                     YAEFLLPVCAPSLLTGENGLKVPSDLANHTLLHDTSRRDWLAYTRQLGVPQINVQQGP
                     IFSHSAMVVQAAVHGQGIALVNNVMAQSEIEAGRLVCPFNDVLVSKNAFYLVCHDSQA
                     ELGKIAAFRQWILARAASEQEKLRFRYEN"
     gene            585087..585482
                     /locus_tag="YPA_0501"
     CDS             585087..585482
                     /locus_tag="YPA_0501"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12469.1"
                     /translation="MNSRLMLIFSALSGFFYVAFGAFGAHVLSTSLGLNEMAWIRTGL
                     EYQGFHTLVILILAVAMQRQVSLWFYWSGALLALGTLLFSGSLYCLALSHLRLWIYIT
                     PVGGVCFLAGWILMLIGALRLRKRAERHE"
     sig_peptide     585087..585161
                     /locus_tag="YPA_0501"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.765 at
                     residue 25"
     gene            585475..586581
                     /locus_tag="YPA_0502"
     CDS             585475..586581
                     /locus_tag="YPA_0502"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12470.1"
                     /translation="MNNKIALYCRSGFEKECAAEITEKAAQLEIFGFARVKENSGYVL
                     FECYQLEDADRLIREIPFREFIFARQMMVVGELLKDLPPEDRVSPIVGMLVGVIEKAG
                     ELRVEVADTNESKELLKFCRKLTVPLRSALREQKILSARENAHRPVVHVFFIAPGCCY
                     VGYSYSNNNSPFYMGIPRLKFPSDAPSRSTLKLEEAFHVFIPADEWEERLASGMHAVD
                     LGACPGGWTYQLVQRSMMIQAVDNGLMAQSLMDTGQVTHHRADGFKYEPTRSNIYWLV
                     CDMVEKPTKVTQLITKWLVNGWCREAIFNLKLPMKKRYEEVVQNLAMMDEQLKENGIN
                     ADIHAKQLYHDREEVTVHVRRIWSGAPGRRDERY"
     gene            complement(586832..586987)
                     /locus_tag="YPA_0503"
     CDS             complement(586832..586987)
                     /locus_tag="YPA_0503"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12471.1"
                     /translation="MWITIAPFVTPEKWRKKLQQHQQMAFTCKQIATLKTDLLLSGNL
                     QQLRLKK"
     gene            587044..588066
                     /locus_tag="YPA_0504"
     CDS             587044..588066
                     /locus_tag="YPA_0504"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12472.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            588066..588845
                     /locus_tag="YPA_0505"
     CDS             588066..588845
                     /locus_tag="YPA_0505"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12473.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(588855..589547)
                     /locus_tag="YPA_0506"
     CDS             complement(588855..589547)
                     /locus_tag="YPA_0506"
                     /codon_start=1
                     /transl_table=11
                     /product="exodeoxyribonuclease IX"
                     /protein_id="ABG12474.1"
                     /db_xref="InterPro:IPR000513"
                     /db_xref="InterPro:IPR002421"
                     /db_xref="InterPro:IPR008918"
                     /translation="MQIHLLIVDALNLIRRIHAVQGSPCVKACQHALQQLIQHSQPSH
                     AVAVFDEDDRSDSWRHQCLPDYKAGRSPMPDNLQQEMPLIRQAFNELGVACWHSPGNE
                     ADDLAATLVVKVAGAGHQVTIVSTDKGYCQLLAPNIQIRDYFQKRWLDMPFVKQEFGV
                     LPRQLPDYWGLAGISSSKIPGVAGVGAKTATLLLQQADTLEVLYQNLESIPECQRRMK
                     SDPLISPPTAQY"
     gene            complement(589807..591171)
                     /locus_tag="YPA_0507"
     CDS             complement(589807..591171)
                     /locus_tag="YPA_0507"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12475.1"
                     /translation="MITHVSPLGSMDLLSQLEVDMLKRTASSDLYRLFRNCSLAVLNS
                     GSLTDNSKELLSRNETFDINVLRRERGVKLELVNPPEHAFVDGKIIRSLQANLFAVLR
                     DILFVNGQIVSASNFQHLNMESSSHLTNLVFSILRNARALHIDEEPNMVVCWGGHSIN
                     ETEYLYARKVGSQLGLRELNICTGCGPGAMEAPMKGAAVGHAQQHYKKGRFIGMTEPS
                     IIAAEPPNPLVNELVIMPDIEKRLEAFVRIAHGIIIFPGGVGTAEELLYLLGILMNPE
                     NSEQVLPLILTGPKESADYFKVVDEFIMNTLGDGARKYYQIIIDDPDEVARQMKKAMP
                     LVKEYRRNTGDAYSFNWSIRIEPDLQHPFEPNHENMANLDLSHNQPPEKLAAALRRAF
                     SGIVAGNVKEVGIQAIEAHGPFKLHGDPQLMKQMDRLLQDFIAQHRMKLPGSVYTPCY
                     EICS"
     gene            complement(591324..592169)
                     /locus_tag="YPA_0508"
     CDS             complement(591324..592169)
                     /locus_tag="YPA_0508"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12476.1"
                     /translation="MSSYQNHKALAELTLGKPTAYCDYYDATLLQAVPRSMNREPLGL
                     YPDNLPFHGADIWTLYELSWLNSNGLPQVAVGEISLNADSINLIESKSFKLYLNSFNQ
                     TIFADKESVRMTLQRDLAACAQGNVSVALYDLDEITGQPISNFNGECLDKQDIRIDSY
                     EFNADYLQGAAGKDHVEESLVSHLLKSNCLITHQPDWGSVQIHYRGPQIDHEALLRYL
                     VSFRHHNEFHEQCVERIFNDIMRFCQPETLTVYARYTRRGGLDINPWRSNTDFVPLTG
                     RLARQ"
     gene            592301..592852
                     /locus_tag="YPA_0509"
     CDS             592301..592852
                     /locus_tag="YPA_0509"
                     /codon_start=1
                     /transl_table=11
                     /product="Syd protein"
                     /protein_id="ABG12477.1"
                     /translation="MDLNISTALRSFTQRYIDLWQQQTGHLPASKELYGVPSPCIVET
                     GEDQVFWQPQAFLPEATLTNIERALEIQLHPDIHDFYTQQYAGDMMADLGNHRFTLLQ
                     VWSEDDFIRLQENLIGHLVTQKRLKLSPTLFLATTSSEMTMASLCNVSGNVVLEQFGS
                     DKRTLLASTLSHFLDALRPVLPE"
     gene            593115..593396
                     /locus_tag="YPA_r024"
     misc_RNA        593115..593396
                     /locus_tag="YPA_r024"
                     /product="regulatory RNA csrB"
     gene            593542..594000
                     /locus_tag="YPA_0510"
     CDS             593542..594000
                     /locus_tag="YPA_0510"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12478.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            594254..594586
                     /locus_tag="YPA_0511"
     CDS             594254..594586
                     /locus_tag="YPA_0511"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12479.1"
                     /db_xref="InterPro:IPR007384"
                     /translation="MSTENKVRQSLQDIEFAMRETDLWQTVPPEAEAFESNEPFSIDT
                     MAAEQWLQWVFLPRMYALLELNGPFPTRFAITPYFEEALSGDGRPDYSALLAQLRCLD
                     DLLNKESE"
     gene            594586..595359
                     /locus_tag="YPA_0512"
     CDS             594586..595359
                     /locus_tag="YPA_0512"
                     /EC_number="5.4.99.-"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA pseudouridine synthase C"
                     /protein_id="ABG12480.1"
                     /db_xref="InterPro:IPR006145"
                     /db_xref="InterPro:IPR006224"
                     /translation="MLEIIYQDEHIVAVNKPAGWLVHRSWLDRNETVFVMQTVRDQIG
                     QHVYTVHRLDRPTSGVLLMALSSDVARMLSLQFEQHQIQKTYHAVVRGYVLEGGTVDY
                     AMAEELDKIADKFAKSDKAPQPSVSHYEALAQVEVPLAIGRYETARYSLVALKPETGR
                     KHQLRRHMAHIRHPIIGDSTHGDLRQNRGVAQHFGCSRLMLHASHLHLNHPVTGEALT
                     LTARWDEPWQGLMSQFGWSGIAPHLERVEFPLTASQDNE"
     gene            595387..595836
                     /locus_tag="YPA_0513"
     CDS             595387..595836
                     /locus_tag="YPA_0513"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12481.1"
                     /db_xref="InterPro:IPR001094"
                     /db_xref="InterPro:IPR008254"
                     /translation="MAQVGIFVGTVYGNALLVAEEAENILKDQGHEVKLFDEGTLEDW
                     QHYRQHYVLVITSTTGQGDFPDSIASLFVAVRDQVGFQPELRYGVIALGDSSYDNFCG
                     AGRTFDELLQEQGATRIGERLEIDAIEHSEPEAISAPWVEQWGRLLQ"
     gene            complement(595926..596315)
                     /locus_tag="YPA_0514"
     CDS             complement(595926..596315)
                     /locus_tag="YPA_0514"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12482.1"
                     /db_xref="InterPro:IPR002661"
                     /translation="MYDNLKSLGITQPEDVDRYSLRQEANNDILKIYFRKDKGEFFAK
                     SVKFKYPRQRKTVVSDNASHGYKEINEINPNLRYVIDELDQLCKRDQIEVDLKRKILD
                     DLRHLESVVTNKIAEIEADLEKLTNGR"
     gene            complement(596439..597263)
                     /locus_tag="YPA_0515"
     CDS             complement(596439..597263)
                     /locus_tag="YPA_0515"
                     /EC_number="2.3.1.117"
                     /codon_start=1
                     /transl_table=11
                     /product="2,3,4,5-tetrahydropyridine-2,6-dicarboxylate
                     N-succinyltransferase"
                     /protein_id="ABG12483.1"
                     /db_xref="InterPro:IPR001451"
                     /db_xref="InterPro:IPR005664"
                     /translation="MQQLQNVIETAFERRADITPANVDTVTREAITHVIDLLDTGALR
                     VAEKIDGQWVTHQWLKKAVLLSFRINDNQVMEGAETRYYDKVPMKFAGYDEARFQREG
                     FRVVPPATVRKGAFIARNTVLMPSYVNIGAFVDEGTMVDTWATVGSCAQIGKNVHLSG
                     GVGIGGVLEPLQANPTIIEDNCFVGARSEVVEGVIVEEGSVISMGVFIGQSTRIYDRE
                     TGEVHYGRVPAGSVVVSGNLPSKDGSYSLYCAVIVKKVDAKTRSKVGINELLRTID"
     gene            complement(597438..600119)
                     /locus_tag="YPA_0516"
     CDS             complement(597438..600119)
                     /locus_tag="YPA_0516"
                     /EC_number="2.7.7.59"
                     /codon_start=1
                     /transl_table=11
                     /product="(protein-PII) uridylyltransferase"
                     /protein_id="ABG12484.1"
                     /db_xref="InterPro:IPR003607"
                     /db_xref="InterPro:IPR010043"
                     /translation="MSDNHTEHSLSLTLTPTISEQPALPSTYLDSDIHCPILKQRLDA
                     FQRWQAEAFNSGTSAEVLIAARSDYIDHLLQRLWTFYGFDKVPETALVAVGGYGRGEL
                     HPLSDIDVLVLSKQRLNDEQAQRVGQLITLLWDLKLEVGHSVRTLEECLLEGLADLTI
                     ATNMIESRLICGDVALFLQMQKHIFSDSFWPSPQFFHAKVVEQQERHKRYHGTSYNLE
                     PDIKSSPGGLRDIHTLLWVARRHFGATSLSEMVDFGFLTNAERNELNESQSFLWRIRF
                     ALHLVLTRYDNRLLFDRQLSVAQLLRYEGEGNEPVEHMMKDFYRMTRRVSELNNMLLQ
                     LFDEAILALDANEKPRPLDEEFQLRGDLIDLRDENLFVRQPEAIMRMFYLMVRNQDIK
                     GIYSTTVRRLRHARRHLKAPLCHIPEARKLFMAILRHPGAVSRALLPMHRHSVLWAYM
                     PQWGSIVGQMQFDLFHAYTVDEHTIRVLLKIESFADEDTRPRHPLCVELYPRLPQPEL
                     LLLAALFHDIAKGRGGDHSILGAHDAVEFAEQHGLNSRESQLVAWLVRCHLLMSVTAQ
                     RRDIQDPAVIQQFSAEVQSETRLRYLVSLTVADICATNENLWNSWKQSLLRELYFATE
                     KQLRRGMQNSPDLRERVRHHRLQALALLRMDNIDEEALHRIWSRCRADYFLRHSPNQL
                     AWHARHLLEHDSTKPLVLVSRQATRGGTEIFIWSPDRPSLFAAVVGELDRRNLSVHDA
                     QIFTNRDGMAMDTFIVLEPDGSPLAQDRHPIISHALQQAINRSDYQHPPRVRRLSPKL
                     RHFSVPTEANFLPTHNERRTYLELIALDQPGLLARVGKIFADLGLSLHSARITTIGER
                     VEDLFVLADKDRRALSLETRRELAQRLADTLNPNDKL"
     gene            complement(600179..600970)
                     /locus_tag="YPA_0517"
     CDS             complement(600179..600970)
                     /locus_tag="YPA_0517"
                     /EC_number="3.4.11.18"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine aminopeptidase, type I"
                     /protein_id="ABG12485.1"
                     /db_xref="InterPro:IPR001714"
                     /db_xref="InterPro:IPR002467"
                     /translation="MAISIKTPEDIQKMRVAGRLAAEVLEIIEPYVKPGVTTGELDRI
                     CHDHITNHQQAISACLGYHGFPKSVCISVNEVICHGIPSDEKVLKEGDIVNIDVTVIK
                     DGFHGDTSKMFIVGKPTILGERLCRVTQESLYLAIKMVKPGIRLRTLGKAIQKFVEAE
                     NFSVVREYCGHGIGEGFHEEPQVLHYDADDGGVVLQAGMAFTIEPMVNAGDYRIRTMK
                     DGWTVKTKDRNLSAQYEHTIVVTDNGCEIMTLRKDDTIPNIITHE"
     gene            601405..602130
                     /locus_tag="YPA_0518"
     CDS             601405..602130
                     /locus_tag="YPA_0518"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S2P"
                     /protein_id="ABG12486.1"
                     /db_xref="InterPro:IPR001865"
                     /db_xref="InterPro:IPR005706"
                     /translation="MATVSMRDMLQAGVHFGHQTRYWNPKMKPFIFGARNKVHIINLE
                     KTVPMFNEALAELTKISSRKGKILFVGTKRAASEAVKEAANNCDQFFVNHRWLGGMLT
                     NWKTVRQSIKRLKDLEIQSQDGTFDKLTKKEALMRTRELNKLENSLGGIKDMGGLPDA
                     LFVVDADHEHIAIKEANNLGIPVFSIVDTNSDPDGVDFIIPGNDDAIRAVKLYLGAVA
                     TAVREGRSQDLAVQAEESFVEAE"
     gene            complement(602057..603136)
                     /locus_tag="YPA_0519"
     CDS             complement(602057..603136)
                     /locus_tag="YPA_0519"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12487.1"
                     /translation="MAAPFGALRLFAHCCNFSSKVSFNFLNAFAHFKADEVHDISVVF
                     FQQIANSFAWVHNEVLTSQRDFASELTHTAFNHLLSNLTWLAGFDSNVQLDLVLASNN
                     FSRNIVWLNIFRLACSDVHSNVLNQFFISTRGRNHNTDTCAMQVSTQNVAFQYSDTAN
                     VDVLTDFSDQVCTLFFELSFQNIDISDFFSQSCVDNFFAECFEASIFSNEVSFAVQFQ
                     NHTVLTISGNFSQDDTFSSNTACFLGSFSLTRLTHVVDGQLNVTISFNQRLFTFHHAC
                     GCTLTQFFYQSSGNSNHLNFLGSLVKTKSHIRYAKGAYKAPLTNIFQYLVNKGSQRAG
                     LIIQLLRSFLPPERPDLENDLHGRR"
     gene            602258..603115
                     /locus_tag="YPA_0520"
     CDS             602258..603115
                     /locus_tag="YPA_0520"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor Ts (EF-Ts)"
                     /protein_id="ABG12488.1"
                     /db_xref="InterPro:IPR001816"
                     /translation="MVAITAALVKELRERTAAGMMECKKALVEANGDIELAIDNMRKS
                     GQAKAAKKAGRIAAEGIILAKVSADGKYGVILELNCETDFVAKDAGFKAFGEEVINAA
                     LAEKIADIDVLKAKFEEQRANLVAKIGENINIRRVAVLEGDILGTYLHGARIGVMVAA
                     TGADEELVKHIAMHIAASKPEYVKPDDVPAEVVAREHQIQLDIAIESGKPREIAEKMV
                     EGRMRKFTGEVSLTGQNFVMDPSKTVGDLLKENNADVVNFIRFEVGEGIEKVETDFAA
                     EVAAMSKQS"
     gene            603299..603757
                     /locus_tag="YPA_0521"
     CDS             603299..603757
                     /locus_tag="YPA_0521"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12489.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            604034..604759
                     /locus_tag="YPA_0522"
     CDS             604034..604759
                     /locus_tag="YPA_0522"
                     /EC_number="2.7.4.-"
                     /codon_start=1
                     /transl_table=11
                     /product="uridylate kinase"
                     /protein_id="ABG12490.1"
                     /translation="MATNAKPVYQRILLKLSGEALQGAEGFGIDASVLDRMAQEVKEL
                     VELGIQVGVVIGGGNLFRGAGLAQAGMNRVVGDHMGMLATVMNGLAMRDALHRAYVNA
                     RLMSAIPLNGVCDNYSWAEAISLLRHNRVVIFAAGTGNPFFTTDSAACLRGIEIEADV
                     VLKATKVDGVYSADPVKNPDATLYEQLTYQDVLEQELKVMDLAAFTLARDHNLPIRVF
                     NMNKPGALRRVVMGENEGTLIAK"
     gene            604895..605452
                     /locus_tag="YPA_0523"
     CDS             604895..605452
                     /locus_tag="YPA_0523"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosome recycling factor"
                     /protein_id="ABG12491.1"
                     /db_xref="InterPro:IPR002661"
                     /translation="MINEIRKDAEVRMEKCLEAFQNHISKIRTGRASPSILDGIQVEY
                     YGTATPLRQLANIVVEDSRTLALTVFDRSLSAAVEKAIMTSDLGLNPSSAGTVIRVPL
                     PALTEERRKDLIKVVRAEAEQGRVSIRNVRRDANDKVKALLKDKEISEDEDRRSQDDV
                     QKLTDAYIKKVDAALAVKEAELMDF"
     gene            605666..606862
                     /locus_tag="YPA_0524"
     CDS             605666..606862
                     /locus_tag="YPA_0524"
                     /EC_number="1.1.1.267"
                     /codon_start=1
                     /transl_table=11
                     /product="1-deoxy-D-xylulose 5-phosphate reductoisomerase"
                     /protein_id="ABG12492.1"
                     /db_xref="InterPro:IPR003821"
                     /translation="MKQLTILGSTGSIGNSTLSVVRANPELFKVTALVAGRNVREMAQ
                     QCLEFSPRYAAMSDEHSAKSLRLLLAEQGSDTEVYSGETAACELAALDDVDQVMAAIV
                     GIAGLPSTLAAIRAGKQVLLANKESLITCGKLFMDEVKRSRAQLLPIDSEHNAIFQSL
                     PERIQRQLGYSSLNENGVSRIILTGSGGPFRETPLSQFSDVTPDQACAHPNWSMGRKI
                     SVDSATMMNKGLEYIEARWLFNASAEQIEVVLHPQSVIHSMVRYHDGSILAQMGTPDM
                     RTPIAHAMAYPMRVSSGVAPLDFCKVGALTFTTPDYQRYPCLKLAIDACNAGQAATTA
                     LNAANEISVMAFLDSKIRFTDIEVINRTVVEGLLLSEPTSVEEVLVIDRKARDVAAQV
                     IAKLNN"
     gene            607086..607844
                     /locus_tag="YPA_0525"
     CDS             607086..607844
                     /locus_tag="YPA_0525"
                     /EC_number="2.5.1.31"
                     /codon_start=1
                     /transl_table=11
                     /product="Undecaprenyl pyrophosphate synthetase"
                     /protein_id="ABG12493.1"
                     /db_xref="InterPro:IPR001441"
                     /translation="MSPVKEDRANLSPRSPRHVAIIMDGNGRWAKNKGKLRVFGHKAG
                     VKSVRRAVSFAAKHNLDALTLYAFSSENWNRPDQEVTALMELFVRALDSEVKSLHKHN
                     VRLSIIGDISRFSGRLQERIRRSEKLTANNDGLKLNIAANYGGRWDIIQGVRHLAEQV
                     QKGELQPTDISEESLNSYICLHEQSQVDLVIRTGGEHRISNFLLWQIAYAELYFTDVL
                     WPDFDENVFEGALNAFAQRERRFGGTTPIDATAS"
     gene            607854..608702
                     /locus_tag="YPA_0526"
     CDS             607854..608702
                     /locus_tag="YPA_0526"
                     /EC_number="2.7.7.41"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatidate cytidylyltransferase"
                     /protein_id="ABG12494.1"
                     /db_xref="InterPro:IPR000374"
                     /translation="MLKYRLITALILIPVVIGALFLLPPVGFAIVTLVVCMLAAWEWG
                     QLAGFASRTQRIWLAILCGFLLVAMLLSLPEYQHSPHHLLVSTPLWLSMGWWVAALML
                     VLTYPRSAVSWRNSRLLRIIFGILTIIPFFWGMFALRQYGYEQNHNTGAWWLLYVMLL
                     VWGADSGAYMFGKLFGKHKLAPKVSPGKTWEGLIGGLLTSALISLLFGRYAPLDIVPE
                     KLLICSVVAALASVLGDLTESMFKREAGIKDSGHLIPGHGGILDRIDSLTAAVPVFAC
                     LMLLVF"
     sig_peptide     607854..607943
                     /locus_tag="YPA_0526"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.883) with cleavage site probability 0.765 at
                     residue 30"
     gene            608731..610086
                     /locus_tag="YPA_0527"
     CDS             608731..610086
                     /locus_tag="YPA_0527"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12495.1"
                     /db_xref="InterPro:IPR001478"
                     /db_xref="InterPro:IPR004387"
                     /db_xref="InterPro:IPR006025"
                     /translation="MMSILWSLAAFIVALGILITVHEFGHFWVARRCGVRVERFSIGF
                     GKALWRRTDRQGTEYVIALIPLGGYVKMLDERVEAVAPELRHQSFNNKTVLQRAAIVS
                     AGPIANFLFAIVAYWLVFIIGVPSVRPVIGDISPQSIAAQANISSGMELKSVDGIETP
                     DWDSVRLALISRIGDKQMQVGVAPFGSDNVVEKTLDLRQWQFEPDKQDPVVALGIIPR
                     GPQIESVLAEVQPGSAAQKAGLQAGDRIVKVNGQLLDRWQTFVLQVRDNPGQPLVLDI
                     ERESTPLSLTLIPDTKSVGENRSEGFAGVVPKVIPLPDEYKTIRQYGPFTAVYQAGDK
                     TWQLMRLTVSMLGKLITGDVKLNNLSGPISIAQGAGLSAEYGLVYYLMFLALISVNLG
                     IINLFPLPVLDGGHLLFLAIEKLKGGPVSERVQDFSYRIGSILLVLLMGLALFNDFSR
                     L"
     gene            610123..612510
                     /locus_tag="YPA_0528"
     CDS             610123..612510
                     /locus_tag="YPA_0528"
                     /codon_start=1
                     /transl_table=11
                     /product="putative surface antigen"
                     /protein_id="ABG12496.1"
                     /translation="MAMKKLLIASLLFGSATVYGADGFVVNDIHFEGLQRVAVGAALL
                     NMPVRVGDTVSDDDIGKTIRALFATGNFEDVRVLRDGNTLIVQVKERPTIASITFSGN
                     KAVKEDMLKQNLEASGVRVGEALDRTTISNIEKGLEDFYYSVGKYSASVKAVVTPLPR
                     NRVDLKLVFTEGVSAKIQQINIVGNHSFTTDELISRFQLRDEVPWWNVVGDRKYQKQK
                     LAGDLETLRSFYLDRGYARFNIDSTQVSLTPDKKGIYVTINITEGPQFKLNSVIVSGN
                     LAGHQSEAEKLTKIEPGELFNGSKVTRMEDDIKKMLGRYGYAYPRVVTQPEINDDDKT
                     VKLHINVDAGNRFYVRHIRFEGNDTSKDSVLRREMRQMEGAWLGNDQVEAGKERLNRL
                     GYFETVDVETQRVPGAADLVDVTYKVKERNTGSLNFGIGYGTESGVSFQVGVQQDNWL
                     GTGNTVGINGTKNDYQTYAEFTLMDPYFTVDGVSLGGRIFYNDFKADNADLSGYTNSS
                     YGADGTLGFPINENNSLRVGVGYVHNDLSDMLPQVAMWRYLESVGERPGYDGREGFTT
                     DDFTLNLGWTYNNLDRGFFPTSGVKSSVNTKITVPGSDNEFYKVTFDTSAYQPLNEDR
                     SWVLLGRGRLGYGDGIGSKEMPFYENFYAGGSSTVRGFRSNNIGPKAAYYANGGATVT
                     NSTDAVGGNAMAVASIELITPTPFISEKYSNSVRTSIFIDSGTVWDTNWENTAKTRAA
                     GIPDYGKASNIRVSAGVALQWMSPLGPLVFSYAKPVKDYEGDKSEQFQFNIGKTW"
     sig_peptide     610123..610185
                     /locus_tag="YPA_0528"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.975 at
                     residue 21"
     gene            612617..613165
                     /locus_tag="YPA_0529"
     CDS             612617..613165
                     /locus_tag="YPA_0529"
                     /codon_start=1
                     /transl_table=11
                     /product="cationic 19 kDa outer membrane protein
                     precursor"
                     /protein_id="ABG12497.1"
                     /translation="MQFKVSLTQTGNGKEFIVKKWLCAASLGLALAASASVQAADKIA
                     IVNVSSIFQQLPAREAVAKQLENEFKGRATELQGMERDLQTKMQKLQRDGSTMKASDR
                     TKLENEVMKQRETFSTKAQAFEQDNRRRQAEERNKILSRIQDAVKSVATKGGYDVVID
                     ANAVAYADSSKDITADVLKQVK"
     sig_peptide     612617..612736
                     /locus_tag="YPA_0529"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 40"
     gene            613169..614191
                     /locus_tag="YPA_0530"
     CDS             613169..614191
                     /locus_tag="YPA_0530"
                     /EC_number="2.3.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-3-O-[3-hydroxymyristoyl] glucosamine
                     N-acyltransferase"
                     /protein_id="ABG12498.1"
                     /db_xref="InterPro:IPR001451"
                     /db_xref="InterPro:IPR007691"
                     /translation="MPSIRLADLAQQLDAQVHGDGDLVITGIASMHSAQPEQITFLSN
                     SRYREQLASCNAGAVVLTEADLPFCKVAALVVENPYFTYARMAQIMDTTPQPAQDIAP
                     SAVISPQATLGEGVSVGANAVIESGVVLGDNVVIGAGCFIGKNTHIGAGSRLWANVSI
                     YHEVVIGQNCLIQSGTVIGADGFGYANDRGNWVKIPQLGSVHIGDRVEIGACTTIDRG
                     ALDNTIIGNGVIIDNQCQIAHNVVIGDNTAVAGGVIMAGSLKVGRYCMIGGASVINGH
                     MEICDKVTITGMGMVMRPITEPGLYSSGIPLQPNKMWRKTAALVMNIDGINKRLKAVE
                     RKIDKE"
     gene            614349..614879
                     /locus_tag="YPA_0531"
     CDS             614349..614879
                     /locus_tag="YPA_0531"
                     /EC_number="4.2.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="3-hydroxyacyl-[acyl-carrier-protein]
                     dehydratase"
                     /protein_id="ABG12499.1"
                     /db_xref="InterPro:IPR010084"
                     /translation="MTTDTHTLHIEEILDLLPHRFPFLLVDRVLDFEEGKFLRAVKNV
                     SFNEPFFQGHFPGKPIFPGVLILEAMAQATGILAFKSRGKLEPGELYYFAGIDEARFK
                     RPVVPGDQMIMEVEFVKERRGLTRFTGVAKVDGEIVCTATMMCARSKPAAPAESVVVK
                     PDVVKPDVVNPVVKES"
     gene            614883..615671
                     /locus_tag="YPA_0532"
     CDS             614883..615671
                     /locus_tag="YPA_0532"
                     /EC_number="2.3.1.129"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-[acyl-carrier-protein]--UDP-N-
                     acetylglucosamine O-acyltransferase"
                     /protein_id="ABG12500.1"
                     /db_xref="InterPro:IPR001451"
                     /db_xref="InterPro:IPR010137"
                     /translation="MIDKTAFIHPSSIVEEGAIIGAGVYIGPFCIVGSQVEIGAGTEL
                     KSHVVVNGITKIGCDNQIYQFASIGEANQDLKYAGEPTRVEVGDRNRIRESVTIHRGT
                     TQGGGVTKVGCDNLLMVNTHVAHDCVIGNRCILANNAALGGHVEIDDYAIIGGMTAIH
                     QFCVIGAHVMVGGCSGITQDVPPFVIAQGNHATPFGINIEGLKRRGFDKESLHAIRSA
                     YKLLYRSGRTLDEVKPEIAELAEQYPVVKAFNDFFARSTRGIIR"
     gene            615675..616859
                     /locus_tag="YPA_0533"
     CDS             615675..616859
                     /locus_tag="YPA_0533"
                     /EC_number="2.4.1.182"
                     /codon_start=1
                     /transl_table=11
                     /product="lipid-A-disaccharide synthase"
                     /protein_id="ABG12501.1"
                     /db_xref="InterPro:IPR003835"
                     /translation="MQNSPLTADCSLNAGRPLTIGLVAGETSGDILGAGLIRALKVQV
                     PNARFVGVAGPLMQAEGCEAWYEMEELAVMGVVEVLERLPRLLKIRKDLTQRFSELSP
                     DVFVGIDAPDFNITLEGRLKQRGIRTIHYVSPSVWAWRQKRVFKIGKATDMVLAFLPF
                     EKAFYDRFNVPCRFIGHTMADAMPLVPDQQAARAELGIAPNATCLALLPGSRHSEVEM
                     LSADFLRTAVILRDKLPNLEVVVPLVNSKRREQFERIKAEIAPDLSVHLLDGKARVAM
                     IASDAALLASGTAALECMLAKCPMVVGYRMKPFTFWLAERLVKTPYVSLPNLLAGEEL
                     VTELLQQECQPQKLAGALLPLLQGGSEIAALKERFLVLHQSIRCGADEQAAQAVLELA
                     DR"
     gene            616856..617452
                     /locus_tag="YPA_0534"
     CDS             616856..617452
                     /locus_tag="YPA_0534"
                     /EC_number="3.1.26.4"
                     /codon_start=1
                     /transl_table=11
                     /product="RNase HII"
                     /protein_id="ABG12502.1"
                     /translation="MSETFIYPQANLIAGVDEVGRGPLVGAVVTAAVILDPNRPIVGL
                     ADSKKLSEKRRLSLYDEITEKALSWSLGRAEPEEIDQLNILHATMLAMQRAVSGLHIV
                     PDYVLIDGNRCPKLQMPSLAVVKGDSRVAEISAASILAKVTRDREMTELDLLFPEYGF
                     AQHKGYPTAFHLEKLAALGATVHHRRSFGPVKRVLGLV"
     gene            617582..621097
                     /locus_tag="YPA_0535"
     CDS             617582..621097
                     /locus_tag="YPA_0535"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, alpha subunit"
                     /protein_id="ABG12503.1"
                     /db_xref="InterPro:IPR003141"
                     /db_xref="InterPro:IPR004805"
                     /translation="MIQSTHFWYLDMAEPRFVHLRVHSDYSMIDGLAKIGPLVKRAAA
                     LGMPALAITDFTNLCGLVKFYGSAHGAGIKPIIGADFYVQSEILGDELAHLTVLARNN
                     EGYQNLTLLISEAYQRGYGAAGPIIDRDWLIKHKEGLILLSGGRMGDVGKFLLRGNQV
                     QVDQCLAFYQEHFPDCYYLELIRTGRPDEENYLHAAVALATERGLPVVATNDVRFIDE
                     SDFDAHEIRVAIHDGFTLVDPKRPKNYSPQQFMRDEEQMCELFADIPEALINSVEIAK
                     RCNVTIRLGEYFLPQFPTGEMSTEDFLVEKAKQGLEERLEFLFPDPEVRLQKRPEYDE
                     RLDIELKVINQMGFPGYFLIVMEFIQWSKDNGVPVGPGRGSGAGSLVAYALKITDIDP
                     LEFDLLFERFLNPERVSMPDFDVDFCMEKRDLVIEHVAEMYGRDAVSQIITFGTMAAK
                     AVIRDVGRVLGHPYGFVDRISKLIPLDPGMTLEKAFAAEPQLAEIYEADEEVRALIDM
                     ARKLEGVTRNAGKHAGGVVIAPTKITDFAPLYCDAEGNNPVTQFDKNDVEYAGLVKFD
                     FLGLRTLTIINWALEMINARRAKTGLEPIDIASIPLEDKKSFDMLQRSETTAVFQLES
                     RGMKDLIKRLKPDCFEDMIALVALFRPGPLQSGMVDNFIDRKHGREAISYPDIEWQHE
                     SLKPVLEPTYGIILYQEQVMQIAQVLSGYSLGGADMLRRAMGKKNPAEMAKQRSVFED
                     GAKNQGIDGELAIKIFDLVEKFAGYGFNKSHSAAYALVSYQTLWLKAHYPAEFMAAVM
                     TADMDNTDKVVGLVDECWRMGLKILPPDINSGLYHFHVNDDGEIVYGIGAIKGVGEGP
                     IEAILEARKEGGYFKELFDLCARVDTKKLNKRILEKLIMSGAFDRLGPHRAALMSSLG
                     DALKAADQHAKAEAIGQVDMFGVLADAPEQVEQSYANVPPWQEQVVLDGERETLGLYL
                     TGHPITQYLKEIERYAGGMRLKDMHPTDRGKMTTAVGLVIAARVMVTKRGNRIGICTL
                     DDRSGRLEVMLFTDALEKYQHLLEKDRILIATGQVSFDDFSGGLKMTARELMDISEAR
                     EKYASGLAISLTDRQIDDQLLNRLRQSLEPHRAGTIPVHLYYQREDARARLRFGATWR
                     VTPTDRLLIDLRTLVGNEQVELEFD"
     gene            621110..622069
                     /locus_tag="YPA_0536"
     CDS             621110..622069
                     /locus_tag="YPA_0536"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-coenzyme A carboxylase carboxyl
                     transferase subunit alpha"
                     /protein_id="ABG12504.1"
                     /db_xref="InterPro:IPR001095"
                     /translation="MSLNFLDFEQPIAELEAKIDSLTAVSRQDEKLDINLDEEVQRLR
                     EKSVELTRKIFSDLGAWQIAQLARHPRRPYTLDYIANIFTDFEELAGDRAYADDKAIV
                     GGIARLDGRPVMIIGHQKGRETKEKIRRNFGMPAPEGYRKALRLMEMAERFKLPIITF
                     IDTPGAYPGVGAEERGQSEAIARNLREMSRLNVPIVCTVIGEGGSGGALAIGVGDKVN
                     MLQYSTYSVISPEGCASILWKSADKAPLAAEAMGITAHRLKELKMIDSVIPEPLGGAH
                     RDYAAIAISLKAQLLADLNDLDVLNDEELLNRRYQRLMNYGYC"
     gene            622253..622651
                     /locus_tag="YPA_0537"
     CDS             622253..622651
                     /locus_tag="YPA_0537"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12505.1"
                     /db_xref="InterPro:IPR011588"
                     /translation="MLAINKIHHIAIICSDYQASKRFYCEVLGFNLISEVYREERDSW
                     KADLALHDQYTIELFSFPSPVPRPSRPEACGLRHLAFQVDDIDLALKELVVAGVVCEA
                     VRIDPYTQSRFTFFNDPDGLPLELYELKAE"
     gene            622653..624035
                     /locus_tag="YPA_0538"
     CDS             622653..624035
                     /locus_tag="YPA_0538"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12506.1"
                     /translation="MNLVTSKPNVLLNPLFAQLGENRHVLVGFSGGLDSTVLLHLLVC
                     LRQQLIPELNIRAIHIHHGLNPQADSWVKHCMQQCDQWKIELKVVRVNIDPRQNGIEA
                     AARTARYQAFSANLAAKEVLLTAQHLDDQCETFLLALKRGSGPAGLSAMAAKMPFAHS
                     QLLRPLLAFSREILENYAQAQQLQWIEDDSNQDDRFDRNFLRLNVLPILNQRWPHFAQ
                     ATARSAGLCAEQEQLLDELLAENLQQLQGPDRSLSIDGLLQASMAKRAAILRRWLASL
                     GAPMPSQSQLQRLWLEVAMARQDAEPQLMIGTRQVRRFRQHLYLLMPLAEITTNYLPW
                     ATVKAAPNSSIIPLLPEPLWLPADLGVLRFVSAGGQAVRPAAVGEEISVRFGLQGDIK
                     IVGRHHSRQSKKVWQELGIPPWQRERIPLLYFGEQLIAAAGVFVTQAGQANENEPCWH
                     LDWDKPLRLG"
     gene            624272..624589
                     /locus_tag="YPA_0539"
     CDS             624272..624589
                     /locus_tag="YPA_0539"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cytochrome"
                     /protein_id="ABG12507.1"
                     /db_xref="InterPro:IPR002327"
                     /db_xref="InterPro:IPR008168"
                     /db_xref="InterPro:IPR008169"
                     /translation="MMKLVVSMAVLLSLCSFQVWAKNDIEAGRAKSSSCVACHGMNGK
                     VSVPMYPNLAGQNALYLQQSLEAYKKGSRSGGQAEVMRAYVSGLSDEDFSDLAAYYAS
                     LKP"
     sig_peptide     624272..624337
                     /locus_tag="YPA_0539"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 22"
     gene            complement(624854..625114)
                     /locus_tag="YPA_0540"
     CDS             complement(624854..625114)
                     /locus_tag="YPA_0540"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12508.1"
                     /translation="MSMSEEYQPINCDDYDNLELACQHHLILTLKLRGGEIVEGKASD
                     LLLRKKVEYLIVEQEGTMRELRLDHIASFSHPEIGTVVVSAS"
     gene            complement(625101..625301)
                     /locus_tag="YPA_0541"
     CDS             complement(625101..625301)
                     /locus_tag="YPA_0541"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12509.1"
                     /translation="MQQYCELVRRFYAEIGSGDLGYVPDALRCVLKALDEVAANDALP
                     SSVREQAAYAAANLLVSDYVDE"
     gene            625543..626091
                     /locus_tag="YPA_0542"
     CDS             625543..626091
                     /locus_tag="YPA_0542"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12510.1"
                     /translation="MALKATIHKAAINIADMDRNFFQDINLTIAQHPSETDQRMMLRL
                     LAWICHADERLLFTKGLSADDEPEVWRHNDHNGIELWIELGLPEEKRLRKACNQSKQV
                     VLYAYSERAAKVWWPQVQEKLAGHRNLRVRFLDDEQMAKLAALSNRNMSLQATLQEGT
                     IWLSDVQNNLEISFAEWQNYGQ"
     gene            626070..626510
                     /locus_tag="YPA_0543"
     CDS             626070..626510
                     /locus_tag="YPA_0543"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12511.1"
                     /db_xref="InterPro:IPR000352"
                     /translation="MAKLRAISVLIISNSVTLASGEIELTAIRAQGAGGQHVNKTSTA
                     IHLRFDIKASSLPEYYKERLLLLNSHLVTAEGVVIIKAQEYRSQDMNREAALARLVAL
                     IRQAMVVEKARRATKPTKGSKIRRVEGKVRKGATKALRGKIHQE"
     sig_peptide     626070..626129
                     /locus_tag="YPA_0543"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.798) with cleavage site probability 0.563 at
                     residue 20"
     gene            626595..627278
                     /locus_tag="YPA_0544"
     CDS             626595..627278
                     /locus_tag="YPA_0544"
                     /codon_start=1
                     /transl_table=11
                     /product="putative copper homeostasis lipoprotein"
                     /protein_id="ABG12512.1"
                     /translation="MSKLTITLLLAVGALSLLGCNNRSQPAEQVLQPMQQSYQGVLPC
                     ADCSGLDTSLFLDSDGTFILKEVYLGTKDGDQTFAEYGKWARTADKLVLTNGQGEKRY
                     FHPVDKSLVMLDQQGLPIKSTLNYQLEPSDQPLSKTPMPLSGMYKYFADAAIFTDCVT
                     GKAFPVENNIELETGYLNARRNPGEPVFLTLNGYFDSRPSMEEGRTNKTLIPEGDIQF
                     NANKSCEKK"
     sig_peptide     626595..626654
                     /locus_tag="YPA_0544"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.989) with cleavage site probability 0.581 at
                     residue 20"
     gene            complement(627412..629130)
                     /locus_tag="YPA_0545"
     CDS             complement(627412..629130)
                     /locus_tag="YPA_0545"
                     /codon_start=1
                     /transl_table=11
                     /product="prolyl-tRNA synthetase"
                     /protein_id="ABG12513.1"
                     /db_xref="InterPro:IPR002316"
                     /db_xref="InterPro:IPR004500"
                     /db_xref="InterPro:IPR006195"
                     /translation="MRTSQYLLSTQKETPADAEVISHQLMLRAGMIRKLASGLYTWLP
                     TGVRVLKKVENIVREEMNNAGAIEVSMPVVQPADLWQESGRWEQYGPELLRFVDRGER
                     PFVLGPTHEEVITDLIRGEINSYKQLPLNFFQIQTKFRDEVRPRFGVMRAREFLMKDA
                     YSFHTTQESLQETYDAMYTAYSKIFSRMDLNFRAVLADTGSIGGSASHEFQVLAESGE
                     DDIVFSTGSDYAANIEFAEALAPTEPRAPATEELRIVDTPNAKTIAELVEQFKLPIEK
                     TVKTLLVHAHEESGHKLVALLVRGDHDLNEIKAEKLPQVAKPLTFASEEEIRAAIGAG
                     PGSLGPVNLSLPVIADHSVAVMSDFGAGANIDGKHYFGINWERDLALPLVADLRNVVE
                     GDISPDGKGTLQIKRGIEVGHIFQLGTKYSEVMKATVQGEDGRNQVMTMGCYGIGVSR
                     VVAAAIEQNHDDRGIIWPDAIAPFQVAILPMNMHKSFRVKELAEELYTTLRSHGIDVI
                     LDDRKERPGVMFADMELIGVPHNIVIGDRNLDSEEVEYKNRRVGEKQMIKTSEIVEFL
                     LSQIKR"
     gene            complement(629234..629941)
                     /locus_tag="YPA_0546"
     CDS             complement(629234..629941)
                     /locus_tag="YPA_0546"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12514.1"
                     /db_xref="InterPro:IPR001378"
                     /translation="MSTFSFNQIGVIRSPYKEKFAVPRQPGLVEDGGGELQLLAPYNQ
                     PESVRGLSDFSHLWVIFVFHQTMEGSWRPTVRPPRLGGNTRMGVFATRSTFRPNPIGM
                     SLIELKGVRCQNGEVILALGSLDLVDGTPVIDIKPYLPFAESQPQARAGFAQSAPDTE
                     MQVCFSPAAEQQLAHHQQRYPHLRRFISQVLAQDPRPAYRKDDNESREYAVLLLEFNV
                     RWRVIGQQTEVLSLDPR"
     gene            complement(629938..630345)
                     /locus_tag="YPA_0547"
     CDS             complement(629938..630345)
                     /locus_tag="YPA_0547"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG12515.1"
                     /translation="MRALPLCLLALSLTGCTLLPSKPSTTDNPIKQPPPVIERSPTAA
                     PRPAPVKLYKSAEELVGKPFRDLGEVSGESCQSTVQDSPPSISTARKRMQIRASYMKA
                     NAVLLHECEIQSGVPGCYQQAVCQGSALNVSSK"
     sig_peptide     complement(630265..630345)
                     /locus_tag="YPA_0547"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.962) with cleavage site probability 0.631 at
                     residue 27"
     gene            complement(630463..631278)
                     /locus_tag="YPA_0548"
     CDS             complement(630463..631278)
                     /locus_tag="YPA_0548"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG12516.1"
                     /db_xref="InterPro:IPR004478"
                     /translation="MSLKFKSIAAISALIGTLTLVGCGPTEKAPNHIKVGVIVGAEQQ
                     VAEVAQKVAKEKYGLDVELVTFNDYVLPNEALSKGDIDLNAFQHKPYLDQQIKDRGYK
                     LVSVGNSFVYPIAGYSKKIKSLDELQPGSQVALPNDPTNLGRSLLLLQSVGLIKLKDG
                     VGLLPTVLDVVENPKNLKLVELEAPQLPRSLDDQQIALAIINTTYASQIGLTPAKDGL
                     FVEDKESPYVNLIVAREDNKDAENVKKFVQAYQSDEVYDAANKAFNGGAVKGW"
     sig_peptide     complement(631210..631278)
                     /locus_tag="YPA_0548"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.647 at
                     residue 23"
     gene            complement(631342..631995)
                     /locus_tag="YPA_0549"
     CDS             complement(631342..631995)
                     /locus_tag="YPA_0549"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter permease protein"
                     /protein_id="ABG12517.1"
                     /translation="MSEAMMWLMARGVWETLMMTFVSGFFGFVLGLPVGVLLYVTRPG
                     QIIANNKIYRTLSGVVNIFRSIPFIILLVWMIPFTRMIVGTSIGLQAAIVPLTVGAAP
                     FIARMVENALLEIPSGLVEAARAMGATPMQIIKKVLLPEALPGLVNAATITLITLVGY
                     SAMGGAVGAGGLGQIGYQYGYIGYNATVMNTVLVLLVILVYLIQLSGDRIVKAVTHK"
     gene            complement(631988..633019)
                     /locus_tag="YPA_0550"
     CDS             complement(631988..633019)
                     /locus_tag="YPA_0550"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter ATP-binding protein"
                     /protein_id="ABG12518.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MIKLTHISKVFQQGSRTITALSDVSLHVPAGQIYGVIGASGAGK
                     STLIRCANMLERPTSGQVLVDDQDLTTLSEGQLTRARRQIGMIFQHFNLLSSRTVYGN
                     IALPLELDNTSRADIKKRVNELLDLVGLTDKQDAYPANLSGGQKQRVAIARALASNPK
                     VLLCDEATSALDPATTRSILELLKDINRRLGLTILLITHEMDVVKRICDQVAVISEGK
                     LIEKDSVSEVFSHPKTPLAQQFIQSTLHLDIPEDYAKRMSPEPTVDHVPLLKLEFTGK
                     SVDAPLISQAVRRFNIDIGILSSQMDYAGGVKFGVMLAELHGDVQDGLAAIKFLQDHH
                     VKVEVLGYV"
     gene            633206..633772
                     /locus_tag="YPA_0551"
     CDS             633206..633772
                     /locus_tag="YPA_0551"
                     /EC_number="3.1.3.-"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alpha,beta-D-heptose 1,7-bisphosphate
                     phosphatase"
                     /protein_id="ABG12519.1"
                     /db_xref="InterPro:IPR004446"
                     /db_xref="InterPro:IPR006543"
                     /db_xref="InterPro:IPR006549"
                     /translation="MTQSVPAIFLDRDGTVNVDHGYVHEIDNFQFIDGVIDACRELKE
                     MGFALVLVTNQSGIARGMFTEEQFLSLTEWMDWSLADRGVDLDGIYFCPHHPDGSVAE
                     FSETCECRKPLPGMLLQAQNELNIDMAASYMVGDKIEDMQAALAANIGTKVLVRTGKP
                     VTAEGEAAADWVLNSLADLPKAIKARYK"
     gene            complement(634023..634208)
                     /locus_tag="YPA_0552"
     CDS             complement(634023..634208)
                     /locus_tag="YPA_0552"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12520.1"
                     /translation="MFDLLTFTCVKAAVLKDYFLQIGILTGVKMFTALVTLQDLILFL
                     PAETGVDIVLRVPTQIV"
     gene            634241..635756
                     /locus_tag="YPA_r025"
     rRNA            634241..635756
                     /locus_tag="YPA_r025"
                     /product="16S RNA"
     gene            635893..635968
                     /locus_tag="YPA_r026"
                     /note="tRNA-Glu3"
     tRNA            635893..635968
                     /locus_tag="YPA_r026"
                     /product="tRNA-Glu"
     gene            636221..639126
                     /locus_tag="YPA_r027"
     rRNA            636221..639126
                     /locus_tag="YPA_r027"
                     /product="23S RNA"
     gene            639126..639357
                     /locus_tag="YPA_r028"
     rRNA            639126..639357
                     /locus_tag="YPA_r028"
                     /product="5S ribosomal RNA"
     gene            639477..639553
                     /locus_tag="YPA_r029"
                     /note="tRNA-Asp2"
     tRNA            639477..639553
                     /locus_tag="YPA_r029"
                     /product="tRNA-Asp"
     gene            639912..640715
                     /locus_tag="YPA_0553"
     CDS             639912..640715
                     /locus_tag="YPA_0553"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aldo/keto reductase"
                     /protein_id="ABG12521.1"
                     /db_xref="InterPro:IPR001395"
                     /translation="MSIPVFGLGTFRLQDQIVIDSVSQALTLGYRAIDTAQIYENEAP
                     VGQAIQESGINRDELFITTKIWIANLSKDKLIPSLRESIQKLKTDYVDLTLIHWPSPN
                     DEVSVAEFMSELLKAKGLGLTRQIGISNFTIDLMKQAIAAVGAEEIATNQIELSPLLQ
                     NRNVVDFAKQNGIAVTSYMTLAYGKALAEPVIKTIAEQHGATPAQVILSWAMQLGYGV
                     IPSSTKAANLASNLLAQKLCLNAADMALIATLDRNERLVSPDGLAPKWD"
     gene            640750..641214
                     /locus_tag="YPA_0554"
     CDS             640750..641214
                     /locus_tag="YPA_0554"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12522.1"
                     /translation="MRWFFILVHPDGAETGSVKSVRMDMELPPSMCAVIVGTNLMRAY
                     QRVGEQRVDNSIVKKHGNEAMDLQLSGLRPDNGSQVESAGQGNCEASIGTERMDTLLP
                     FNRGGRGDWNSWIGGDKENCVACYGGSGKGRIYEQRCLLEEVFYRKGLIYQQ"
     gene            641596..642357
                     /locus_tag="YPA_0555"
     CDS             641596..642357
                     /locus_tag="YPA_0555"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12523.1"
                     /translation="MRYVAGQPVEQIFPGAAKQLDKGLPLGEPLPTAELLRVVVWNIF
                     KQQRAGWLPVLKELGRDTQLMLLQEAQTTPELVRFATASYQAADQVPAFSLPQHPSGV
                     MTLAAAHPVYCCPLREREPLLRLSKSALVTVYPIHDGRLLMVVNIHAVNFSLGVDVYS
                     KQLDPIGDQIASHRGPVILAGDFNAWSRQRINALQHFAQDAGLQEVEFRVDHRSRAFG
                     RPLDFIFYRGLTVIDASVLVTRASDHNPLIVEFQP"
     gene            complement(642399..643826)
                     /locus_tag="YPA_0556"
     CDS             complement(642399..643826)
                     /locus_tag="YPA_0556"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane-bound lytic murein transglycosylase D
                     precursor"
                     /protein_id="ABG12524.1"
                     /db_xref="InterPro:IPR000189"
                     /db_xref="InterPro:IPR002482"
                     /translation="MIARLLSNHIDTHMKTKAILLASVLLVGCQTSKQDAQAPEQHAQ
                     SLSSAGQASEAGEYTNSTREGSARWLESESSYAQQDLWNFIKDELKMKVPENSRIREQ
                     KQKYLKNKSYLHDVTLRAEPYMYLIVEQIKKRKMPMELVLLPIVESAFDPHATSSANA
                     AGLWQIVPSTGRNYGLKQNQWYDGRRDVVASTKAALDILERLNKMFNGDWLLTVAAYN
                     SGEGRVMQAIKANKAKGKPTDFWALSLPRETSIYVPKMLALGDLLKNSKKYGITLPET
                     DKDRALARVDVDQQIELTQAAEMAGMSLTKLKSFNSGYKRNVTAPDGHGPRYIMLPKA
                     HAEQLKDSLADTDITAVQPTKLATNSTKSASSSQYKVRPGDTLSTIAKRLNIKTSDLQ
                     SWNNLRAKSTLKVGQTLQLASNTTSKSITYQVRKGDSFASIAKRHGVNTDDVMRWNSV
                     VSKANNLQPGLKLTLFVNDKSTPEA"
     sig_peptide     complement(643716..643826)
                     /locus_tag="YPA_0556"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.926) with cleavage site probability 0.493 at
                     residue 37"
     gene            complement(643859..644614)
                     /locus_tag="YPA_0557"
     CDS             complement(643859..644614)
                     /locus_tag="YPA_0557"
                     /EC_number="3.1.2.6"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hydroxyacylglutathione hydrolase"
                     /protein_id="ABG12525.1"
                     /translation="MNLISIPAFQDNYIWLLANRQKHCVIVDPGESAPVLATLAQGQY
                     VPQAILLTHHHNDHVGGVADLRHHFPDIPVYGPQETAKKGATVIVNDGDSLTIAGQNY
                     TIIAVPGHTLGHIAYYSSPYLFCGDTLFSAGCGRLLEGTPEQMYASIQRLAQLPDETL
                     ICCAHEYTLSNLKFAHAILPADQDIATYQQQIEQLRSKNLPSLPVKLQFERKINVFLR
                     CNDIDLQRKIGTTSPPDSLVSVFCELRSRKDSF"
     gene            644659..645378
                     /locus_tag="YPA_0558"
     CDS             644659..645378
                     /locus_tag="YPA_0558"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12526.1"
                     /translation="MKPAQIRQNIETPASWAELPWGEYYRAALEQQLQPWWPKFFGFH
                     LLKVGHLSAEIASDKCAIAHQVNVGEWGKNMQVLASPYQLPFAEKSVDACLLSHTLAY
                     AANPHRILREVDRVLIDDGWLVISGFNPFSLLGLGKLVPVLRQRQPYISRMFTQMRLL
                     DWLSLLNYEVVHLSCFHVLPFNKNGGHFISTHLPALGCVNLIIARKRTVPLTFNPMKF
                     GVRKPWFSRAVGATKSYRDQP"
     gene            complement(645433..645897)
                     /locus_tag="YPA_0559"
     CDS             complement(645433..645897)
                     /locus_tag="YPA_0559"
                     /EC_number="3.1.26.4"
                     /codon_start=1
                     /transl_table=11
                     /product="RNase HI"
                     /protein_id="ABG12527.1"
                     /translation="MTKQVEIFTDGSCLGNPGPGGYGAILRYKQHEKTFSAGYYLTTN
                     NRMELMAAIVALEALTSPCEVTLSTDSQYVRQGITQWIHNWKKRGWKTADRKPVRNVD
                     LWQRLDLAIQSHTIQWEWVKGHAGHPENERCDELARQGANSPTLDDTGYNPD"
     gene            645967..646731
                     /locus_tag="YPA_0560"
     CDS             645967..646731
                     /locus_tag="YPA_0560"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, epsilon subunit"
                     /protein_id="ABG12528.1"
                     /db_xref="InterPro:IPR006054"
                     /db_xref="InterPro:IPR006055"
                     /db_xref="InterPro:IPR006309"
                     /translation="MIITPTRQIVLDTETTGMNKLGVHYEGHRIIEIGAVEVINRRLT
                     GRNFHVYVKPDRLVDPEAYGVHGISDEFLADKPTFADITPEFLDFIRGAELVIHNAAF
                     DIGFMDYEFRMLQQDIPKTETFCTITDSLLMARRLFPGKRNNLDALCDRYQIDNTKRT
                     LHGALLDAEILAEVYLAMTGGQTSLTFSMEGEVSQNNASEDIQRITRPASALKIIYAT
                     EDELANHESRLDFVMKKGGSCLWRMPLEAEEETKAE"
     gene            646844..646920
                     /locus_tag="YPA_r030"
                     /note="tRNA-Asp3"
     tRNA            646844..646920
                     /locus_tag="YPA_r030"
                     /product="tRNA-Asp"
     gene            complement(646977..648461)
                     /locus_tag="YPA_0561"
     CDS             complement(646977..648461)
                     /locus_tag="YPA_0561"
                     /codon_start=1
                     /transl_table=11
                     /product="putative permease"
                     /protein_id="ABG12529.1"
                     /db_xref="InterPro:IPR001248"
                     /translation="MPNNEKISASSINPHYSPKLTNEDLAPTRKQNWGWYNIFSFWMT
                     DVHSMGGYVVAASFFALGLSSWQVLLSLLVGICIVQICANLVAKPSQIAGVPYAVICR
                     QSFGVFGANIPAVIRGLIAVAWYGIQTYLAGNAFMLVMLKFFPSLIPLAQSQWLGLST
                     LGWICFSIMWVLQAMVFWHGMNAIKRFIDFAGPAVYVVMLSLALWIVYQTGWSNISFT
                     LASKILSPSEQVWQMLTATALVVSYFAGPLLNFGDFSRYGKSMQEIRRGNRWGLPFNF
                     LLFSLVTVVIVSGSQSLFGEMITDPIETVTRVGNGVAIALGLLTMIIATIGINIVANF
                     VSPAFDFSNCSPQRINFRTGGMIAAVGSVLLTPWNLFQSPIIIHYTLDVLGAFMGPLF
                     GILIADFYLIKRGQLYVDDLFNASSSGRYWYRGGFNPKAIMALLPAVAIGLMIIFIPN
                     LQQISSFSWFIGAFLGGSIYRFIARNDPLPNNAALFIRPEIGKD"
     gene            648794..649033
                     /locus_tag="YPA_0562"
     CDS             648794..649033
                     /locus_tag="YPA_0562"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12530.1"
                     /translation="MPMHETELNHDYPRDLAGYGGQPPVANWPGQARIAVQFVLNIEE
                     GAENNVLHGDAGSEQFLSDIIGADSYPDRHIVNDG"
     gene            complement(649084..649863)
                     /locus_tag="YPA_0563"
     CDS             complement(649084..649863)
                     /locus_tag="YPA_0563"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12531.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(649863..650885)
                     /locus_tag="YPA_0564"
     CDS             complement(649863..650885)
                     /locus_tag="YPA_0564"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12532.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(650899..651075)
                     /locus_tag="YPA_0565"
     CDS             complement(650899..651075)
                     /locus_tag="YPA_0565"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12533.1"
                     /translation="MARTTRPLTHTEVQKAKTTDKDLTLHDGDGLFLLVVTNGAIVIH
                     TQRLKSDPGGNLLS"
     gene            651490..651807
                     /locus_tag="YPA_0566"
     CDS             651490..651807
                     /locus_tag="YPA_0566"
                     /codon_start=1
                     /transl_table=11
                     /product="putative prophage protein"
                     /protein_id="ABG12534.1"
                     /translation="MKTIKHYLTPEGRDLYMEYLKSLRDSIAKAKISSRVNRIASGNF
                     GDHKPCREGVWELRIDQGPGYRVYYSLVDGEVVLLLLGGDKRSQNADIDQAIVCLKDY
                     LTR"
     gene            651813..652127
                     /locus_tag="YPA_0567"
     CDS             651813..652127
                     /locus_tag="YPA_0567"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA-binding prophage protein"
                     /protein_id="ABG12535.1"
                     /translation="MAKARLHDDAMVQLLMEDPEFAQVYLHQALLDIDEEGGQEAFLM
                     ALRHVVEARGGMASVAKKAGVSRETLYRTLSPSGNPTLKTLLSVVSATGFQFSHLASI
                     TA"
     gene            complement(652476..653564)
                     /locus_tag="YPA_0568"
     CDS             complement(652476..653564)
                     /locus_tag="YPA_0568"
                     /codon_start=1
                     /transl_table=11
                     /product="plasmid and phage replicative helicase"
                     /protein_id="ABG12536.1"
                     /translation="MKTPLILLEREPVSLTTNLPLRKGSDGYNTPQDYNIKGHLPSNT
                     LASIYGPSGSYKSFLAVSWACHIATGKPWASRRVTQGSVVYIVGEGGIGVPRRIRAWG
                     MEFNGGTPIESLYRIDCPVFPASPESAIQVIKAAQDVTEQTGSPVRLIVLDTLARCFG
                     GSDENAAKDMGAFIQGCDYIKAETGATVLVIHHSGKDLDKGARGSSAFRAALDVEFNV
                     RREGDGGALVLSCTKMKDSEEPTTRAYDLSPLNLYIDNDGEEVNSLVLCDKGREVSDE
                     GSPYEAELASIQRLTANHIALWQSIRSRTASGEACTKSLVRDDMRGMGFDVAKKFTRW
                     LDKLETDGLIHIDGENICPNSLSNTARN"
     gene            complement(653561..654520)
                     /locus_tag="YPA_0569"
     CDS             complement(653561..654520)
                     /locus_tag="YPA_0569"
                     /codon_start=1
                     /transl_table=11
                     /product="plasmid and phage DNA primase"
                     /protein_id="ABG12537.1"
                     /translation="MSRFVSDIIRASQHHWSNILSSLAIPIPHLNKHGPCPVCGGKDR
                     FRFDDKKGRGTWFCNYCGHGDGLDLVTLVRQCDVIQAAREISRLTDLAPTAPAKERTE
                     QPLHSDMTQKVTALLAACSQGTSDYLLHKGLNHPVFLMPANSAKNIGGVHFNVGSMVL
                     PLVDLSGNTTGALLINRRGEKRLLPGSRIKSSFIPITHHTLSQTIIITEGFATGLVIS
                     RFVTATVVAAISATNLTQVAVALRERYPDAQIIIAADNDVTNSDNNPGKQQAEYAALA
                     VNGLVTLPPTCGKADWDDYRQQVGTDAARIEFFRQLYNPREWI"
     gene            complement(654513..655055)
                     /locus_tag="YPA_0570"
     CDS             complement(654513..655055)
                     /locus_tag="YPA_0570"
                     /codon_start=1
                     /transl_table=11
                     /product="putative prophage protein"
                     /protein_id="ABG12538.1"
                     /translation="MIFYFFLAGALQYNPFAAAKSVAGISVPKIFLIPSLVIQTWSFI
                     GMACAHPSMVAQAGAPKGAPVSKKSGNANSVWATTQGISVSGGSHYNYFLEAAQWLLP
                     FTVCTRNTFVPIRGCAMHNSSPLTIEEIVDHCHALVLAMLEITDPTAKELLLFILAER
                     LDLLQLMLDEVPDAEEANHE"
     gene            complement(655055..655255)
                     /locus_tag="YPA_0571"
     CDS             complement(655055..655255)
                     /locus_tag="YPA_0571"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator"
                     /protein_id="ABG12539.1"
                     /translation="MSDINLIRLPEVIEKIRLKKSSIYHLISLNQFPRPIKLGPRSVA
                     WVESEVDEWVIIRINQREEGRN"
     gene            complement(655248..656135)
                     /locus_tag="YPA_0572"
     CDS             complement(655248..656135)
                     /locus_tag="YPA_0572"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA-binding prophage protein"
                     /protein_id="ABG12540.1"
                     /translation="MSRLSREMKMLAKQAGGSHKTVHDRIRIMDRFSRHLLALNIQVR
                     DVKHLKAKHIESYITDRFSQGIAIRSLHNEMAALRTVFRFAGRDKIVLSERLTNKALG
                     LGGASRAGSKFAIPEEVYQAALRTAQQQDKGLACALQLARLLGLRSQEAVQCANSLKT
                     WQKELEQNRSKLTVVFGTKGGRSRETRILDPEAVKRAVKEAQQIAETRGGKLIDKPDL
                     KTAMNFWRSHTTRLGLTGHYSPHSLRYAWAQDAINYYLAAGFSRIEARALTSMDLGHG
                     DGRGRYVERVYTRKEANYV"
     gene            complement(656157..656480)
                     /locus_tag="YPA_0573"
     CDS             complement(656157..656480)
                     /locus_tag="YPA_0573"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12541.1"
                     /translation="MLLVASLLRVKVTPQHKPASAFEISDFTQHVMHLTPLQYVRLTA
                     FYKIFEPIPRQANSLGDDLQKQEAAPSASPIPRNTSTAARSGAQVSFKADNLPFPMRQ
                     RNAAS"
     gene            656943..657170
                     /locus_tag="YPA_0574"
     CDS             656943..657170
                     /locus_tag="YPA_0574"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12542.1"
                     /translation="MQVIRIILILETLGAVIDSEFTWGKLRQKLNSGKLLEAVIRKSN
                     ERGATSLSNLCHLRIFPLASLPKRALHAYSA"
     gene            complement(657332..659002)
                     /locus_tag="YPA_0575"
     CDS             complement(657332..659002)
                     /locus_tag="YPA_0575"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12543.1"
                     /translation="MKKLILKKIMILSDSGKSARQFEFGEHLTLITADDDNSVGKSTL
                     AKMIFWTFGCEPIFSEVWRTLDCTSIIEFEINNAPYIIHRYKNEIKIRHSNGKLHSFP
                     KITGDYSKYFSELVNFNVLLPKKGQLTLETPPPAYYFIPFYIDQKRTWAKPWDSFENL
                     QQYSSWAKPVISYHSGLFIKAHFEVEKDIYVIKRELEEVEKGVTELNNAVIILRQNLI
                     DTDNVLPSTEFIFSVIQESEKNKKNLLEERTNLRVEKIRLESQIKLAKGIISELDKDY
                     IFSVENMEDGDIECPTCGTIHENSIAHRTSILIDMELAKNQLESLESEVNGIINLLVI
                     KDEEITEQSNKSERSYNNVIESDSNSLISFTNDKFEKRAHEINSKKNITIEIKKSEEK
                     TAKKSQSDILSKEQKSEIKQSFADRLSKYITKLKVNVDISKIKSPLDYKKIYEVGGAA
                     EDARAVLGYYLAIYEQVADSCEEALPPLVIDTPNQQEQASGNYTNIIKSISDGINNDR
                     QYVICAMEHKALEQIKTNAQVIKLDARKILLQDQYEKISKLRNEVIFD"
     gene            complement(659053..660141)
                     /locus_tag="YPA_0576"
     CDS             complement(659053..660141)
                     /locus_tag="YPA_0576"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12544.1"
                     /translation="MDSEDTSDNPLSEPQRESAGAQSYDRFEYQYHWALCKAFSSYKE
                     SNDFAIFMEYHEDVVYANSIDKNKVKFTFNQIKANAKKTYTAKVLTKRENGTKPSLLG
                     KLCSSVSDKKYFEKVEKLDFITTSGFNLTKNNKLNLASYKLSSLSSDEASEIIKCLSD
                     ELANFGKFPQEIIHFTTSDIPLESYYEHTISRITDSVEEVYPQHLLRTKDIYRILMDS
                     LRIRGKNVFDYENWNDALTKKALTYKDIHTVVTKIVSKGNSDLNFEAIKYILDDLNLK
                     GTIKAKIIQKINSYSLTLLSPTLAIIKAQKEIQELLKKNSKKIEIEMSYELLERLIID
                     LSKDTIGLFEDNISISSAIIYEMVEATN"
     gene            complement(660220..661419)
                     /locus_tag="YPA_0577"
     CDS             complement(660220..661419)
                     /locus_tag="YPA_0577"
                     /codon_start=1
                     /transl_table=11
                     /product="putative prophage integrase"
                     /protein_id="ABG12545.1"
                     /translation="MARTTRPLTHTEVQKAKATDKDLTLHDGDGLFLLVKTTGKKIWR
                     FRYQLPNSSKRTMISLGAYPALSLADAREIRAEKLAMLVRGTDPQTRAGEEAEKLQIA
                     EESIFVNVARKWFELKESHVSAAHAKDIWRSIEKDILPSIENIPIQELKARTLIQVLE
                     PIKARGALETVRRLVQRINEIMIYAVNVGLIDANPASGIGNAFERPKKQHMPTIRPEE
                     LPKLMRTIAMSNLSLPTRCLLEWQLLTLIRPAEASATAWIEIDLENKQWCIPAERMKA
                     KRDHIVPLSEQALELLEIMRPISGNRQHVFPSRNDPRNHMNSQTANAALKRIGYGGKL
                     VAHGLRSIASTAMNEAGFNADVIEAALAHSDKNEVRKAYNRSTYLIQRQELMNWWGLE
                     IYTKRSI"
     gene            complement(661643..662101)
                     /locus_tag="YPA_0578"
     CDS             complement(661643..662101)
                     /locus_tag="YPA_0578"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12546.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(662324..662687)
                     /gene="ssrA"
                     /locus_tag="YPA_r031"
     tmRNA           complement(662324..662687)
                     /gene="ssrA"
                     /locus_tag="YPA_r031"
     gene            complement(662736..663230)
                     /locus_tag="YPA_0579"
     CDS             complement(662736..663230)
                     /locus_tag="YPA_0579"
                     /codon_start=1
                     /transl_table=11
                     /product="SsrA-binding protein"
                     /protein_id="ABG12547.1"
                     /db_xref="InterPro:IPR000037"
                     /translation="MTDTMTKKKAYKPGSATIAQNKRARHEYFIEEEFEAGLALQGWE
                     VKSLRAGKANISDSYVMFKNGEAFLFGATITPLNVASTHVVCEPMRTRKLLLNKRELD
                     SLFGRVNREGYTVVALSMYWKNAWVKVKIGVAKGKKDNDKRDDIRDREWKLDKARIMK
                     HANR"
     gene            663379..663813
                     /locus_tag="YPA_0580"
     CDS             663379..663813
                     /locus_tag="YPA_0580"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12548.1"
                     /translation="MPQISRSALVPFSVKQMYQLVNDVRSYPEFLPGCTGSRVLDATE
                     NEMIAAVDVAKAGISKTFTTRNTLTDNQSINMQLVDGPFRKLMGGWHFTPLSADACKV
                     ELHLDFEFTNKLIELAFGKIFKELAGNMVQAFTQRAKEVYSA"
     gene            663806..664090
                     /locus_tag="YPA_0581"
     CDS             663806..664090
                     /locus_tag="YPA_0581"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12549.1"
                     /translation="MPDIRVEVVYALSERQYLRTVSLVVGSTVEDAIKASGLLELRPD
                     IDLEKNKVGIYSRPVKLGDKLNDGDRVEIYRPLIADPKELRRQRAEQAKK"
     gene            complement(664240..664581)
                     /locus_tag="YPA_0582"
     CDS             complement(664240..664581)
                     /locus_tag="YPA_0582"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12550.1"
                     /translation="MRCKMLTAAAVMLAMLTAGCSTLEKVVYRPDINQGNYLSPIDAS
                     KIHKGMTQQQVAYTLGTPMLQDPFGTQTWFYVFRQQPGHEKITQQTLTLTFDSSGVLT
                     DIKNEPALTGS"
     sig_peptide     complement(664513..664581)
                     /locus_tag="YPA_0582"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.992) with cleavage site probability 0.343 at
                     residue 23"
     gene            complement(664695..666356)
                     /locus_tag="YPA_0583"
     CDS             complement(664695..666356)
                     /locus_tag="YPA_0583"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA repair protein RecN"
                     /protein_id="ABG12551.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR004604"
                     /translation="MLVQLTISNFAIVRELEIDFQPGMTAITGETGAGKSIAVDALGL
                     CLGNRSDGSMVRLGATRADICARFSLADTPSARQWLENNHLDDNNECLLRRAIGADGR
                     SRGFINGTPVPVSQLRELGQHLIQIHGQHAHQLLLKPDHQKQLLDAYANQSSLLAEMK
                     AAYQIWHQSCRDLALHQQQSLERTARQELLQYQLKELNSFSPQAGEYEQIDIEYKRLA
                     NSGQLLSLSQQTLQLLSDDEQNNILSQLYAAKHQLTELASMDEQFNNLLNMLEEASIQ
                     ISEASDELRHYAEQLDMDPNRLYELEKRLSRQLNLARKHHVAPEELPQFHQQLLDEQE
                     LLSQQENDHEQLSNAVNTHYQQALAIAKRLHQERQYYANELAALITESMHELSMPHGK
                     FAIETIFEPEHLSAEGATRIEFCVTTNPGQPLQALVKVASGGELSRIALAIQVITARK
                     MDTPALIFDEVDVGISGPTAAIVGRLLRQLGESTQVMCVTHLPQVAGCGHQHFFVSKQ
                     TDGTETETHMHRLDKKARLQELARLLGGSEVTKNTLANAKELLAA"
     gene            complement(666443..667324)
                     /locus_tag="YPA_0584"
     CDS             complement(666443..667324)
                     /locus_tag="YPA_0584"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12552.1"
                     /translation="MNNRRFDCIGIVGHPRHPAALATHEILYHWLKARGYAVMVEQQI
                     AHDLNLTDAITGSLADIGQKADLAVVVGGDGNMLGAARVLARYDIKVIGVNRGNLGFL
                     TDLDPDNALQQLSDVLEGEYLSEQRFLLETHVRRTNQQSRISTAINEVVLHPGKVAHM
                     IEFEVYIDDRFAFSQRSDGLIIATPTGSTAYSLSAGGPILTPTLDAIVLVPMFPHTLT
                     ARPLVISSSSTIRLKFSHITSDLEISCDSQIALPIQEGEEVLIRRSDFHLNLIHPKDY
                     SYFNTLSTKLGWSKKLF"
     gene            667448..668026
                     /locus_tag="YPA_0585"
     CDS             667448..668026
                     /locus_tag="YPA_0585"
                     /codon_start=1
                     /transl_table=11
                     /product="heat shock protein GrpE"
                     /protein_id="ABG12553.1"
                     /db_xref="InterPro:IPR000740"
                     /translation="MSSKEQKTPNEQVSEEMENTAEQQVEATQETGECVDPRVAELEV
                     QLSDALQRERESLLRAKAEVENIRRRTELDVEKAHKFALERFSSELLPVIDNLERALD
                     TADKTNTELISMIEGVELTLKSLLDAVGKFGIEVVGETHVPFNPEVHQAMTMLESADH
                     EPNHVMMVMQKGYTLNGRLLRPAMVAVSKAKS"
     gene            complement(668134..669414)
                     /locus_tag="YPA_0586"
     CDS             complement(668134..669414)
                     /locus_tag="YPA_0586"
                     /EC_number="2.3.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="citrate synthase"
                     /protein_id="ABG12554.1"
                     /db_xref="InterPro:IPR002020"
                     /db_xref="InterPro:IPR010953"
                     /translation="MADKKATLNLGEAAIELGVLSPTLGTDVIDVRTLGSKGYFTFDP
                     GFTSTASCESKITYIDGDQGILLHRGFPIAQLAKDSTYLEVCYILLYGETPTPEEYKT
                     FKTTVTRHTMIHEQITRLFHGFRRDSHPMAVLCGVTGALAAFYHDALDVNNERHREIT
                     AFRLLSKMPTVAAMCYKYSLGQPFVYPRNDLSYAGNFLHMMFSTPCEKYEVNPVLERA
                     MDRILILHADHEQNASTSTVRTAGSSGANPFACIAAGIASLWGPAHGGANEACLKMLE
                     EIKTVEHIPEFIRRAKDKNDSFRLMGFGHRVYKNYDPRATVMRETCHEVLEELKLNNS
                     LLEVAMELENIALNDPYFIEKKLYPNVDFYSGIILKAMGIPSSMFTVIFAIARTIGWI
                     AHWNEMHNDGIKIARPRQLYTGYTERDFQSQLKK"
     gene            670124..670513
                     /locus_tag="YPA_0587"
     CDS             670124..670513
                     /locus_tag="YPA_0587"
                     /EC_number="1.3.5.1"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase subunit C"
                     /protein_id="ABG12555.1"
                     /db_xref="InterPro:IPR000701"
                     /translation="MGKTVKKQRPVNLDLQTIRFPVTAIASILHRVSGVITFVAVGIL
                     LWLLGLSVSSQEGFMQAATIMNSFFVKFIFWGILTALAYHICGGIRHLLMDFGYLEEN
                     LAVGTRSAQVAMGLTLVLSVLAGVLVW"
     gene            670507..670854
                     /locus_tag="YPA_0588"
     CDS             670507..670854
                     /locus_tag="YPA_0588"
                     /EC_number="1.3.5.1"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase subunit D"
                     /protein_id="ABG12556.1"
                     /translation="MVSNASALGRNGVHDWLLLRASAIVITLYVFYILGFVVIVPDIT
                     YEIWRGFFASHITKVFTLLTLLSILAHAWIGLWQVLTDYIKPLAIRLVLQLVVVITLL
                     VYLLYGTIVVWGA"
     gene            670855..672621
                     /locus_tag="YPA_0589"
     CDS             670855..672621
                     /locus_tag="YPA_0589"
                     /EC_number="1.3.5.1"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase subunit A"
                     /protein_id="ABG12557.1"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR003952"
                     /db_xref="InterPro:IPR010959"
                     /db_xref="InterPro:IPR011281"
                     /translation="MNLPIREFDAVVVGAGGAGMRAALQISQMGLSCALISKVFPTRS
                     HTVSAQGGITVALGNTHEDNWEWHMYDTVKGSDYIGDQDAIEYMCKTGPEAVLELEHM
                     GLPFSRLEDGSIYQRPFGGQSLNFGGGQAARTAAAADRTGHALLHTLYQQNLKNHTTI
                     FSEWYALDLVKNQDGAFVGCTAINIETGEVVYFKARATILATGGAGRIYQSTTNAHIN
                     TGDGVGMALRAGVPVQDMEMWQFHPTGIAGAGVLVTEGCRGEGGYLLNKHGERFMERY
                     APNAKDLAGRDVVARSIMIEIREGRGCDGPWGPHAKLKLDHLGKDVLESRLPGILELS
                     RTFAHVDPIKEPIPVIPTCHYMMGGIPTKVTGQAITVNEKGEDVVIPGLFAVGEIACV
                     SVHGANRLGGNSLLDLVVFGRAAGMHLQESLMEQGASRDASESDIEASLARMNRWNNT
                     RSGEDPVEIRKALQACMQNNFSVFREGDAMAKGLEELKTIRERLQNARLDDTSSEFNT
                     QRIECLELDNLMETAFSTAVSANFRTESRGAHSRFDFPDRDDVNWLCHSLYLPGTESM
                     TRREVNMQPKLREAFPPKVRSY"
     gene            672671..673387
                     /locus_tag="YPA_0590"
     CDS             672671..673387
                     /locus_tag="YPA_0590"
                     /EC_number="1.3.5.1"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase subunit B"
                     /protein_id="ABG12558.1"
                     /db_xref="InterPro:IPR001450"
                     /db_xref="InterPro:IPR004489"
                     /translation="MKLEFSIYRYNPDVDNAPHMQDYTLDAEEGRDMMLLDALIQLKE
                     KDPTLSFRRSCREGVCGSDGLNMNGKNGLACITPISALQKGNKKIVIRPLPGLPVVRD
                     LVVDMGQFYTQYEKIKPYLLNDGKNPPAREHLQSPEQRAKLDGLYECILCACCSTSCP
                     SFWWNPDKFVGPAGLLAAYRFLIDSRDTETASRLDDLDDAFSVFRCHSIMNCVSVCPK
                     GLNPTKAIGHIKSMLLQRSA"
     gene            673743..676550
                     /locus_tag="YPA_0591"
     CDS             673743..676550
                     /locus_tag="YPA_0591"
                     /EC_number="1.2.4.2"
                     /codon_start=1
                     /transl_table=11
                     /product="2-oxoglutarate dehydrogenase E1 component"
                     /protein_id="ABG12559.1"
                     /db_xref="InterPro:IPR011603"
                     /translation="MQNGAMKAWLDSSYLAGANQSYIEQLYEDFLTDPGSVDDSWRSI
                     FQQLPTTGVKPDQLHSQTREYFRRLAKDSTRYNSSINDPDIDAKQVKVLQLINAFRFR
                     GHQHANLDPLGLWKQESVPDLDPSYHNLTEADFQNTFNVGSFAIGKETMKLADLYAAL
                     KQTYCGSVGAEYMHITNTEEKRWIQQRIESVVGKPTFSDAEKRRFLSELTAAEGLERY
                     LGAKFPGAKRFSLEGGDSLVTMLKEMIRHAGKNGTREVVLGMAHRGRLNVLINVLGKK
                     PEDLFDEFAGKHKEHLGTGDVKYHQGFSSDVETEGGLVHLALAFNPSHLEIVSPVVIG
                     SVRARRDRLDEARSNMVLPITIHGDAAITGQGVVQETLNMSQARGYEVGGTVRIVINN
                     QIGFTTSNPLDARSTQYCTDIAKMVQAPIFHVNADDPEAVAFVTRLALDFRNTFKRDV
                     MIDLVCYRRHGHNEADEPSATQPVMYQKIKKHPTPRKIYADKLIEQNIASLEDATEMV
                     NLYRDALDHGDCVVEEWRPMNLQSFTWSPYLNHEWDEAYPSKVEMKRLQELARRISSA
                     PEAIEMQSRVAKIYSDRALMASGEKPFDWGGAETLAYATLVDEGIPIRLSGEDAGRGT
                     FFHRHAVIHNQKNGSVYVPLSNIHSGQGDFQVWDSVLSEEAVLAFEYGYATAEPRTLT
                     IWEAQFGDFANGAQVVIDQFISSGEQKWGRMCGLVMLLPHGYEGQGPEHSSARLERYL
                     QLCAEQNMQVCIPSTPAQVYHMIRRQALRGMRRPLIVMSPKSLLRHPLATSSLDELAN
                     GSFLPAIGEIDELDPKGIKRVVMCSGKVYYDLLEQRRKNGQTDVAIVRIEQLYPFPHQ
                     AVQSVLEQYAHVHDFVWCQEEPLNQGAWYCSQHNFREVIPFGASLRYAGRPASASPAV
                     GYLSVHQKQQQALVNDALNVE"
     gene            676580..677803
                     /locus_tag="YPA_0592"
     CDS             676580..677803
                     /locus_tag="YPA_0592"
                     /EC_number="2.3.1.61"
                     /codon_start=1
                     /transl_table=11
                     /product="2-oxoglutarate dehydrogenase E2 component"
                     /protein_id="ABG12560.1"
                     /db_xref="InterPro:IPR001078"
                     /db_xref="InterPro:IPR003016"
                     /db_xref="InterPro:IPR006255"
                     /translation="MSSVDINVPDLPESVADGSVATWHKKPGDSVKRDEVLVEIETDK
                     VILEVPASQDGILDAILEDEGATVTSRQVLGRIRPSDSSGKPTEEKSQSTESTPAQRQ
                     TASLEEESNETLSPAIRRLIAEHDLDATAIKGSGVGGRITREDVDSHLASRKSASAVV
                     ADAKAVAAAAPVLAGRSEKRVPMSRLRKRVAERLLEAKNSTAMLTTFNEINMQPIMDL
                     RKQYGEAFEKRHGVRLGFMSFYIKAVVEALKRYPEVNASIDGEDVVYHNYFDVSIAVS
                     TPRGLVTPVLRDVDTLSMADIEKKIKELAVKGRDGKLKVEELTGGNFTITNGGVFGSL
                     MSTPIINPPQSAILGMHAIKDRPMAVNGQVVILPMMYLALSYDHRLIDGRESVGYLVT
                     VKEMLEDPARLLLDV"
     gene            677916..679082
                     /locus_tag="YPA_0593"
     CDS             677916..679082
                     /locus_tag="YPA_0593"
                     /EC_number="6.2.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="succinyl-CoA synthetase (ADP-forming) beta
                     subunit"
                     /protein_id="ABG12561.1"
                     /db_xref="InterPro:IPR005809"
                     /translation="MNLHEYQAKQLFARYGMPAPTGYACTTPREAEEAASKIGAGPWV
                     VKCQVHAGGRGKAGGVKLVNSKEDIRAFAEQWLGKKLVTYQTDANGQPVHQILVEAAT
                     DIDKELYLGAVIDRSSRRVVFMASTEGGVEIEKVAEETPELIHKIALDPLTGPQPYQG
                     RELAFKLGLTGKQVGQFTKIFMGLATLFLERDLAMVEINPLVVTKQGDLICLDGKLGA
                     DGNALFRQPELREMRDPSQEDAREAHAAQWELNYVALDGNIGCMVNGAGLAMGTMDIV
                     KLHGGEPANFLDVGGGATKERVTEAFKIILSDDKVKAVFVNIFGGIVRCDLIADGIIG
                     AVEEVGVNVPVVVRLEGNNAELGAKKLADSGLNIIAATSLTDAAQQVVAAVGAK"
     gene            679082..679954
                     /locus_tag="YPA_0594"
     CDS             679082..679954
                     /locus_tag="YPA_0594"
                     /EC_number="6.2.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="succinyl-CoA synthetase (ADP-forming) alpha
                     subunit"
                     /protein_id="ABG12562.1"
                     /db_xref="InterPro:IPR005810"
                     /translation="MSILIDKNTKVICQGFTGSQGTFHSEQAIAYGTKMVGGVTPGKG
                     GTQHLGLPVFNTVREAVETTGATASVIYVPAPFCKDSILEAIDAGIKLIICITEGIPT
                     LDMLVVKVRLEQSDARMIGPNCPGVITPGECKIGIMPGHIHLPGKVGIVSRSGTLTYE
                     AVKQTTDIGFGQSSCVGIGGDPIPGSNFIDILKLFQEDPQTEVIVMIGEIGGNAEEEA
                     AAYIKEHVTKPVVGYIAGVTAPKGKRMGHAGAIIAGGKGTADDKFAALEAAGVKTVRS
                     LAEIGNAVKAVLPQ"
     gene            680721..682289
                     /locus_tag="YPA_0595"
     CDS             680721..682289
                     /locus_tag="YPA_0595"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome D ubiquinol oxidase subunit I"
                     /protein_id="ABG12563.1"
                     /translation="MFDIVELSRLQFALTAMYHFLFVPLTLGLAFLLAIMESVYVLSG
                     KQIYKDMTKFWGKLFAINFALGVATGLTMEFQFGTNWSYFSHYVGDIFGAPLAIEGLM
                     AFFLESTFVGLFFFGWDRLTKHQHLAVTWLVALGSNFSALWILVANGWMQNPIASDFN
                     FETMRMEMLSFSELVLNPVAQVKFVHTVAAGYVTGAMFILGISSYYLLKGRDIPFAKR
                     SFAIAASFGLASVLSVIVLGDESGYEMGDVQKTKLAAIEAEWETQPPPAAFTLFAIPN
                     QETMENRFAIQIPYALGLIATRSLDTPVIGLRDLMSQHEVRIRNGIQAYSLLEQLRGG
                     NTDPAVRDAFNKAKQDLGYGMLLKRYTENVADATEEQIQLAAQDSIPRVLPLYFAFRI
                     MVACGFLMLLIIGLAFYNVVRGRIGEKKWLLRAALYGIPLPWIAVEAGWFVAEYGRQP
                     WAIGEVLPTAVANSSVTAGEILFSMALICGLYTLFLIAEMYLMFKFARLGPSSLKTGR
                     YHFEQPTAPVQEAR"
     gene            682304..683443
                     /locus_tag="YPA_0596"
     CDS             682304..683443
                     /locus_tag="YPA_0596"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome D ubiquinol oxidase subunit II"
                     /protein_id="ABG12564.1"
                     /db_xref="InterPro:IPR003317"
                     /translation="MFDYEVLRFIWWLLIGVLLIGFAVTDGFDMGVGILLRIIGKNDT
                     ERRIMINSIAPHWDGNQVWLITAGGALFAAWPMVYAAAFSGFYIAMILVLAALFFRPV
                     GFDYRSKLEDSRWRNMWDWGIFIGSFVPAVVFGVAFGNLLQGVPFHMNEYMRLFYTGN
                     FFQLLNPFGLLAGIVSLTMLVTQGATYLQMRTRGELHLRSRKAAQISALVMSVAFLLA
                     GIWLVKGIDGFVITSVLDTAAESNPMRKEVAHQAGAWLINFNKYPILWALPALGVILP
                     LFTILLSRFEKGAWAFLFSSLTIACVILTAGVTMFPFVMPSSTMPNVSLTMWDATSSL
                     LTLKVMTIVAIIFVPIILLYTSWCYYKMFGRIDKEFIENNKHSLY"
     gene            683535..683867
                     /locus_tag="YPA_0597"
     CDS             683535..683867
                     /locus_tag="YPA_0597"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12565.1"
                     /db_xref="InterPro:IPR011846"
                     /translation="MKPTQQLKPLTMATTMLSDKLYELMDKGPLRALSLVLAFALAFC
                     VFWDPTRFAAATSSLEVWQEVFIVWAVCTGVIHGVGFRPKQVWLRAFFAPLPAIVILA
                     TGLFYFFA"
     gene            683999..684400
                     /locus_tag="YPA_0598"
     CDS             683999..684400
                     /locus_tag="YPA_0598"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12566.1"
                     /db_xref="InterPro:IPR006684"
                     /translation="MSNTLFRWPVRVYFEDTDAGGMVYHARYVAFYERARTEMLRQRN
                     FHQQQLLSEHVAFAVRSMTVEYLAPARLDDMLEVQSEVTAMRGASLTFAQRILDSHGN
                     LLSSAEVLIACIDPHQMKPRALPKSIVAEFK"
     gene            684400..685086
                     /locus_tag="YPA_0599"
     CDS             684400..685086
                     /locus_tag="YPA_0599"
                     /codon_start=1
                     /transl_table=11
                     /product="TolQ colicin import protein"
                     /protein_id="ABG12567.1"
                     /translation="MADMNILDLFLQASLFVKLIMLVLMGFSIASWAIIIQRTRILNA
                     ATRDAEAFEDKFWSGIELSRLYQESQARRDTLSGSEQIFHSGFKEFARLHRANSHAPE
                     AVIDGASRAMRISMNRELEALETHIPFLGTVGSISPYIGLFGTVWGIMHAFISLGAVK
                     QATLQMVAPGIAEALIATAIGLFAAIPAVMAYNRLNQHVNKLEQNYDNFMEEFIAILH
                     RQAFASTESK"
     gene            685099..685527
                     /locus_tag="YPA_0600"
     CDS             685099..685527
                     /locus_tag="YPA_0600"
                     /codon_start=1
                     /transl_table=11
                     /product="TolR colicin import membrane protein"
                     /protein_id="ABG12568.1"
                     /translation="MARVRGRKRRELKSEINIVPLLDVLLVLLLIFMATAPIITQSVE
                     VNLPDATDSKTVSSDDNPPVIVEVSGVGQYTVVVDHQRMELLPSEQVVAEAQARLKTN
                     PKTVFLIGGAKEVPYDEIIKALNMLHQAGVTSVGLMTQPI"
     gene            685624..686805
                     /locus_tag="YPA_0601"
     CDS             685624..686805
                     /locus_tag="YPA_0601"
                     /codon_start=1
                     /transl_table=11
                     /product="TolA colicin import membrane protein"
                     /protein_id="ABG12569.1"
                     /translation="MWKSSVGKATEQNDKLNRAVIVSVVLHIILIALLIWGSLTQTTE
                     MGGGGAGGEVIDAVMVDPGAVTEQYNRQQQQQTDAKRAEQQRQKKAEQQAEELQQKQA
                     AEQQRLKELEKERLQAQEDAKLAAEEQKKQVAEQQKQIAEQQKQAAEQQKIAAAAVAK
                     AKEEQKQAETAAAQAKAEADKIVKAQAEAQKKAEAEAKKEAAVAAAAKKQADADAKKA
                     VEVAEKAAADAAEKKAAADAEKKAAAAKKVAAAAEAKKKAAAEAAASTDVDDLFGGLA
                     NAKNAPKSGSGAGAAAAGKGGGKKSGASGADISGYLGQITGAIQSKFYDADLYKGRTC
                     DLRIKLAPDGLLIDVKAEGGDPALCQAAIAAAKQAKIPKPPSTDVYEQFKNAPLVFKP
                     Q"
     gene            686925..688217
                     /locus_tag="YPA_0602"
     CDS             686925..688217
                     /locus_tag="YPA_0602"
                     /codon_start=1
                     /transl_table=11
                     /product="TolB colicin import protein"
                     /protein_id="ABG12570.1"
                     /translation="MKQAFRVALGFLVLWASVLHAEVRIEITQGVDSARPIGVVPFKW
                     MGPGTPPEEIGAIVGADLRNSGKFNPIDAARMPQQPSTAAEVTPAAWTALGIDAVVVG
                     QVQPSADGSYVVSYQLVDTSGSAGSILAQNQYKVTKQWLRYSAHTVSDEVFEKLTGIK
                     GAFRTRIAYVVKTNGGKFPHELRVSDYDGYNQFVVHRSPEPLMSPAWSPDGSKIAYVT
                     FESGKSALVIQTLANGAIRQVASFPRHNGAPAFSPDGTKLAFALSKSGSLNLYVMDLA
                     SGQISQVTDGRSNNTEPSWFPDSQNLAYTSDQGGRPQVYKVNINGGVPQRITWEGSQN
                     QNADVSPDGKFLVLVSSNGGAQHIAKQDLETGAVQVLTDTLLDETPSIAPNGTMVIYS
                     STQGLGSVLQLVSTDGRFKARLPATDGQVKFPAWSPYL"
     sig_peptide     686925..686990
                     /locus_tag="YPA_0602"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.998 at
                     residue 22"
     gene            688268..688774
                     /locus_tag="YPA_0603"
     CDS             688268..688774
                     /locus_tag="YPA_0603"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidoglycan-associated lipoprotein Pal"
                     /protein_id="ABG12571.1"
                     /db_xref="InterPro:IPR006664"
                     /db_xref="InterPro:IPR006665"
                     /db_xref="InterPro:IPR006690"
                     /translation="MQLNKVLKGLMLALPVLAVAACSSNKSANNDQSGMGAGTGTENG
                     SNLSSEEQARLQMQELQKNNIVYFGFDKYDIGSDFAQMLDAHAAFLRSNPSDKVVVEG
                     HADERGTPEYNIALGERRASAVKMYLQGKGVSADQISIVSYGKEKPAVLGHDEAAFAK
                     NRRAVLVY"
     sig_peptide     688268..688351
                     /locus_tag="YPA_0603"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.996) with cleavage site probability 0.283 at
                     residue 28"
     gene            688784..689593
                     /locus_tag="YPA_0604"
     CDS             688784..689593
                     /locus_tag="YPA_0604"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12572.1"
                     /db_xref="InterPro:IPR001440"
                     /translation="MNSNFRRHLVGLSLLVGVAVPWAATAQAPISNVGSGSVEDRVTQ
                     LERISNAHSQLLTQLQQQLSDSQRDVDSLRGQIQESQYQLNQVVERQKQIYQQMESLS
                     GGQGAQNSASAASGATADNTAAGSSGNADAGAAASTAAPAASTGDENSDYNVAVSLAL
                     EKKQYDQAITAFQSFVKQYPKSTYQPNANYWLGQLYYNKGKKDDAAYYYAVVVKNYPK
                     SPKSSEAMFKVGVIMQDKGQSDKAKAVYQQVIKQYPNTDAAKQAQKRLSAL"
     sig_peptide     688784..688864
                     /locus_tag="YPA_0604"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.753 at
                     residue 27"
     gene            689784..689859
                     /locus_tag="YPA_r032"
                     /note="tRNA-Lys1"
     tRNA            689784..689859
                     /locus_tag="YPA_r032"
                     /product="tRNA-Lys"
     gene            689887..689962
                     /locus_tag="YPA_r033"
                     /note="tRNA-Lys2"
     tRNA            689887..689962
                     /locus_tag="YPA_r033"
                     /product="tRNA-Lys"
     gene            689991..690060
                     /locus_tag="YPA_r034"
                     /note="tRNA-Pseudo1"
                     /pseudo
     tRNA            689991..690060
                     /locus_tag="YPA_r034"
                     /product="tRNA-OTHER"
                     /pseudo
     gene            690429..691490
                     /locus_tag="YPA_0605"
     CDS             690429..691490
                     /locus_tag="YPA_0605"
                     /codon_start=1
                     /transl_table=11
                     /product="quinolinate synthetase A"
                     /protein_id="ABG12573.1"
                     /db_xref="InterPro:IPR003473"
                     /translation="MSEIFDVNAAIYPFPARPVPLDTNEKAFYREKIKTLLKQRDAVL
                     VAHYYTDPEIQALAEETGGCVADSLEMARFGNNHPASTLLVAGVRFMGETAKILNPEK
                     KVLMPTLNAECSLDLGCPVDEFTAFCDSHPDRTVVVYANTSAAVKAKADWVVTSSIAV
                     ELIEHLDSLGEKIIWAPDRHLGSYVQKKSGADVLCWQGACIVHDEFKTQALARMKALY
                     PDAAVLVHPESPQAVVDMADAVGSTSQLIQAAKTLPQKTLIVATDRGIFYKMQQACPD
                     KELFEAPTAGEGATCRSCAHCPWMAMNGLRAIAEGLEQGGVMHEIHVDEELRQQALIP
                     LNRMLDFANQLKLQVKGNA"
     gene            691612..692337
                     /locus_tag="YPA_0606"
     CDS             691612..692337
                     /locus_tag="YPA_0606"
                     /codon_start=1
                     /transl_table=11
                     /product="intergral membrane NMN transport protein PnuC"
                     /protein_id="ABG12574.1"
                     /db_xref="InterPro:IPR006419"
                     /translation="MDFLSTGNILVHIPLGAGGYDLSWIEAIGTLFGLLCIWFASKEK
                     IINYLFGLINVTLFAVIFFQIQLYASLLLQLFFFGANIYGWYAWSKQTPDNQAELKIR
                     WLSLPKALAWAAVCIAGIVLMTLHIDTVFAWLTRVAVTVMQSLGANVQMPELQPDAFP
                     FWDSTMMVLSIAAMILMTRKYVENWLIWVVIDVISVAIFAYQGVYAMALEYAFLTLIA
                     LNGSWLWIKSAARNHSRPLSTQG"
     gene            complement(692452..693390)
                     /locus_tag="YPA_0607"
     CDS             complement(692452..693390)
                     /locus_tag="YPA_0607"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cation transport protein"
                     /protein_id="ABG12575.1"
                     /db_xref="InterPro:IPR000187"
                     /db_xref="InterPro:IPR002524"
                     /translation="MAVSTIFSQDSNSKRLLIAFAITTLFMVTEAIGGWLSGSLALLA
                     DAGHMLTDSAALFIALMAVHFSQRKPDPRHTFGYLRLTTLAAFVNAAALLLIVILIVW
                     EAVHRFFSPHEVMGTPMLIIAIAGLLANIFCFWILHKGEEEKNINVRAAALHVLSDLL
                     GSVGAMIAAIVILTTGWTPIDPILSVLVSVLILRSAWRLLKESFHELLEGAPQEIDIN
                     KLRKDLCTNIYEVRNIHHVHLWQVGEQRLMTLHAQVIPPLDHDALLQRIQDYLLHHYR
                     ISHATVQMEYQHCGTPDCGINQAAPADGHHRHHHHE"
     gene            693839..694855
                     /locus_tag="YPA_0608"
     CDS             693839..694855
                     /locus_tag="YPA_0608"
                     /EC_number="2.5.1.54"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-D-arabinoheptulosonate-7-phosphate
                     synthase"
                     /protein_id="ABG12576.1"
                     /db_xref="InterPro:IPR006219"
                     /translation="MNYQNDDLRIKEIKELLPPVALLEKFPSTVNAAETVAKTRNAIH
                     NILRAQDDRLLVVIGPCSIHDTQAAKEYAARLLALREELQGELEVVMRVYFEKPRTTV
                     GWKGLINDPHMDNSYDINEGLRLARELLVEINDSGLPAAGEFLDMITPQYLADLMSWG
                     AIGARTTESQVHRELASGLSCPVGFKNGTDGTIKVAIDAINAASAPHCFLSVTKWGHS
                     AIVNTAGNGDCHIILRGGKEPNYSSKHVNAVKEGLIKAGLEPQIMIDFSHANSCKQFQ
                     KQMEVGTDVCQQIAQGEKSIIGVMIESHLVEGSQNLESGEPLTYCQRRMKSDPLISPP
                     TAQY"
     gene            complement(694865..695644)
                     /locus_tag="YPA_0609"
     CDS             complement(694865..695644)
                     /locus_tag="YPA_0609"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12577.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(695644..696666)
                     /locus_tag="YPA_0610"
     CDS             complement(695644..696666)
                     /locus_tag="YPA_0610"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12578.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            696736..697287
                     /locus_tag="YPA_0611"
     CDS             696736..697287
                     /locus_tag="YPA_0611"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanyl-D-alanine carboxypeptidase"
                     /protein_id="ABG12579.1"
                     /translation="MHRSLQLWNSSLNVDGMKTGYTNGAGYNLVASATDGPMRLISVV
                     LGAPSDKVRFSESEKLLTWGFRFYETVVPIKSTKPFVTEKVWLGDNSQVELGVAEDAA
                     ITIPKGQMKNLKASYTLNQTELRAPLAKHQVVGTIDFQLNGKTIEQRPLVVLNEVKEG
                     GIFSRFWDYVMMKLNQWFGGIFG"
     gene            complement(697727..699028)
                     /locus_tag="YPA_0612"
     CDS             complement(697727..699028)
                     /locus_tag="YPA_0612"
                     /codon_start=1
                     /transl_table=11
                     /product="serine transporter"
                     /protein_id="ABG12580.1"
                     /db_xref="InterPro:IPR002422"
                     /db_xref="InterPro:IPR004694"
                     /translation="MDTTQTSTLASARKISSSTWRKSDTMWMLGLYGTAIGAGVLFLP
                     INAGIGGLLPLIVMAIIAFPMTYYAHRGLCRFVLSGKNPGEDITEVVEEHFGVGAGKL
                     ITLLYFFAIYPILLVYSVAITNTVDSFITHQIHLPSPPRAILSLILIVGLMAIVRFGE
                     QTIVKAMSILVFPFVAVLMMLAIYLIPNWSGAIFENVSMDGNGTGSGLWMTMWLIIPV
                     MVFSFNHSPIISAFAVAKREEYGVDAEKKCSRILSFAHIMMVITVMFFVFSCVLSLSP
                     ADLMDAKNQNISILSYLANHFNTPVIAYMAPVIAFIAITKSFLGHYLGAREGFNGMVI
                     KSLRSRGKTIEQNKLNRITALFMLVTTWAVATLNPSILGMIETLGGPIIAMLLFLMPM
                     YAIHKVPAMRKYSGQISNVFVVLMGLIAISGILFNLSNLFN"
     gene            complement(700128..700892)
                     /locus_tag="YPA_0613"
     CDS             complement(700128..700892)
                     /locus_tag="YPA_0613"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxyribose operon repressor"
                     /protein_id="ABG12581.1"
                     /db_xref="InterPro:IPR001034"
                     /translation="METRRAERINKLIQALKRSDKIHLKDAANLLRVSEMTIRRDLSA
                     EPTSVILLGGYVVMDPKSNNANNYFVSDQQAKQVEEKRRIGQLAAQLIIENDTVFFDC
                     GTTIPWIIDEIDEELAFTAICYSLNTFLALQDKPNCKVILCGGEFKPNNCIFTPLSQQ
                     SELDNICPNKAFISAAGVSIEYGATCFNFDEILLKHRAMAKSQYKILVADHSKFGKIK
                     PASIGTLAQFDALVTDRPPVAEFYLFFSQHSVKIYC"
     gene            complement(701122..701793)
                     /locus_tag="YPA_0614"
     CDS             complement(701122..701793)
                     /locus_tag="YPA_0614"
                     /EC_number="4.1.2.4"
                     /codon_start=1
                     /transl_table=11
                     /product="putative deoxyribose-phosphate aldolase"
                     /protein_id="ABG12582.1"
                     /db_xref="InterPro:IPR011343"
                     /translation="MTTNYAHYIDHTLLAMDATEAQIIKLCEEAKQHHFYAVCVNSGY
                     VPVAAQQLAGSSVKVCSVIGFPLGAGLTAAKAFEAQAAINAGAQEIDMVINVGWLKSG
                     KIADVKADIKAVRDNCAATPLKVILETCLLSDEQIVQVCEMCRELDVAFVKTSTGFST
                     GGAKEEHVKLMRATVGPVMGVKASGAVRDRATAETMIQAGATRIGTSSGVAIVSGQQA
                     AASGY"
     gene            complement(702051..702626)
                     /locus_tag="YPA_0615"
     CDS             complement(702051..702626)
                     /locus_tag="YPA_0615"
                     /EC_number="3.6.1.27"
                     /codon_start=1
                     /transl_table=11
                     /product="Undecaprenyl-diphosphatase"
                     /protein_id="ABG12583.1"
                     /db_xref="InterPro:IPR000326"
                     /translation="MINATPASSPWMISFATFIARDLIMLIPILLIGLWLWGPKDTMD
                     MQRTVVTKAAIALAFSMLSATCIGMLIPHDRPFVDGFGYAFMSHAPDSSFPSDHGTAI
                     FTFALAFLFWHHLWSGVSLMFIAIAIAWSRIYLGVHWPFDMLGAFLLGIVGCLFAQLV
                     WNLFGEIIASTTKRFYHMSFALPISKGWVRG"
     gene            complement(702656..703471)
                     /locus_tag="YPA_0616"
     CDS             complement(702656..703471)
                     /locus_tag="YPA_0616"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12584.1"
                     /db_xref="InterPro:IPR000326"
                     /translation="MITVPLFATSASGHTVKISKTTRQASTGPSTLNNRSTVPTIKTI
                     SLYSLPLSFYFWQVFGLLLVGLLFLALSRSEQLDWLISNYWFDPVGQNFPWEHNKWLD
                     LLNHRLLKMALIATAIAALLWGIYRRNGRLVTTALLFGLGPLVIGILKATSAHSCPWD
                     LVEYGGKALNYVLMDTAPPGAGPGHCFPGGHASSGFAVMALFFLFYPERPRLAMLCWF
                     AGIGLGMLMGFGQIMRGAHFLTHNLWAGWWVWLSQLAAFWIISGYYQRIKGTE"
     gene            complement(703804..705492)
                     /locus_tag="YPA_0617"
     CDS             complement(703804..705492)
                     /locus_tag="YPA_0617"
                     /codon_start=1
                     /transl_table=11
                     /product="TrkA, Potassium channel-family protein"
                     /protein_id="ABG12585.1"
                     /db_xref="InterPro:IPR006512"
                     /translation="MNINVANLLNGNYILLLFVVLALGLCLGKLRLGSIQLGNAIGVL
                     VVSLLLGQQHFAINTEALNLGFMLFIFCVGVEAGPNFFSIFFRDGKNYLMLALVMVGS
                     AMILALGLGKLFGWDIGLTAGMLAGSMTSTPVLVGAGDTLRHTMANGSSLQQAQDNLS
                     LGYALTYLIGLVSLILGARYLPKLQHQDLPTSAQQIARERGLDTDSQRKVYLPVIRAY
                     RVGPELVAWADGKNLRELGIYRQTGCYIERIRRNGILANPDGDAVLQVGDEISLVGYP
                     DAHSRLDPSFRNGKEVFDRDLLDMRIVTEEIVVKNSNAVGKRLSHLKLTDHGCFLNRV
                     IRSQIEMPIDDNVVLNKGDVLQVSGDARRVKSVAEKIGFISIHSQVTDLLAFCSFFIL
                     GLMIGLITFQFSNFSFGIGNAAGLLLAGIMLGFLRANHPTFGYIPQGALNMVKEFGLM
                     VFMAGVGLSAGGGINSSLGAVGGQMLISGLIVSLVPVVICFVFGAYVLRMNRALLFGA
                     IMGARTCAPAMDIISDTARSNIPALGYAGTYAIANVLLTLAGSLIVILWPGILG"
     gene            complement(705902..706165)
                     /locus_tag="YPA_0618"
     CDS             complement(705902..706165)
                     /locus_tag="YPA_0618"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaredoxin 1"
                     /protein_id="ABG12586.1"
                     /db_xref="InterPro:IPR002109"
                     /db_xref="InterPro:IPR006663"
                     /db_xref="InterPro:IPR011767"
                     /db_xref="InterPro:IPR011902"
                     /translation="MFAVIFGRPECPYCVRAKELAEKLASERDDFKFRYVDIHAEGIS
                     KADLEKTVGKPVETVPQIFIDEKHIGGCTDFEAYAKEHLSLYK"
     gene            706628..706942
                     /locus_tag="YPA_0619"
     CDS             706628..706942
                     /locus_tag="YPA_0619"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12587.1"
                     /translation="MRSLGNMPRIVIISEVLGLLLLVVAYLSINNYLSLPGEMGTPTA
                     AIMMIFVGVGLMIPAAVCIVWRVASGFGPLLGSADRISTPQKASEEKLAAKSKKSGQD
                     NH"
     gene            707084..707569
                     /locus_tag="YPA_0620"
     CDS             707084..707569
                     /locus_tag="YPA_0620"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12588.1"
                     /translation="MDSLIVPDLALLRRWLDQLGISFFECDSCQALHLPHMQNFEGVF
                     DAKIDLVDNIILFSALAEVRPTALIPLVADLSQINASSLTVKAFIDIQDDNLPKLIVC
                     QSLVVEVGVTIEQFGYFMQQCEEQISMIIMEARANDLLFIGNNDEEEAPLTATSYPII
                     H"
     gene            708087..709196
                     /locus_tag="YPA_0621"
     CDS             708087..709196
                     /locus_tag="YPA_0621"
                     /codon_start=1
                     /transl_table=11
                     /product="putrescine-binding periplasmic protein
                     precursor"
                     /protein_id="ABG12589.1"
                     /db_xref="InterPro:IPR001188"
                     /translation="MFTQRKKWLSGVAAGLLMAASVSASAEEKILHIYNWSDYIAPDT
                     LANFQKETGIKVVYDVFDSNEVLEGKLMAGSTGFDLVVPSASFLERQLSAGVFKPLDK
                     SKLPNEKNLDPELLALVSKHDPDNKYAIPYLWATTGIGYNVEKVKAVLGEDAPVNSWD
                     LVLKPENLEKLKSCGVSFLDAPSEIFATVLNYLGKDPNSTLTADYTGSATDLLLKLRP
                     NIRYFHSSQYINDLANGDICVAVGWAGDIMQASNRAKEAKNGVNVAYSIPKEGALAFF
                     DVFAMPTDAKNQDEAYQFLNYLMRPDVIANISNHVFYANANQAATPLVNAEVRDNPGI
                     YPPADVRAKMFTLKVQDPKIDRVITRAWTKVKSGK"
     sig_peptide     708087..708167
                     /locus_tag="YPA_0621"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.968 at
                     residue 27"
     gene            709367..710500
                     /locus_tag="YPA_0622"
     CDS             709367..710500
                     /locus_tag="YPA_0622"
                     /codon_start=1
                     /transl_table=11
                     /product="putrescine transport ATP-binding protein"
                     /protein_id="ABG12590.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005893"
                     /translation="MNDVIPRPQPKSQKVFTPLLEIRNLTKSFDGQAAVDDVNLTIYK
                     GEIFALLGASGCGKSTLLRMLAGFEQPTQGQIVLDGQDLSHVPPYRRPINMMFQSYAL
                     FPHMTVEQNIAFGLKQDKLPSNEIKSRVAEMLTLVHMQEFAKRKPHQLSGGQRQRVAL
                     ARSLAKRPKLLLLDEPMGALDKKLRDRMQLEVLDILERVGATCVMVTHDQEEAMTMAG
                     RIAIMNRGKFVQIGEPEEIYEHPNSRFSAEFIGSVNVFEGVLKERLDDALVIDSPGLR
                     HPLKVDSDASVVDGVPVLVALRPEKVMLCDQVPKDGCNFAVGEVVHIAYLGDLSIYHV
                     KLHSGQMLSAQLQNGHRYRKGMPTWGDEVQLCWDADSCVVLGS"
     gene            710525..711490
                     /locus_tag="YPA_0623"
     CDS             710525..711490
                     /locus_tag="YPA_0623"
                     /codon_start=1
                     /transl_table=11
                     /product="putrescine transport system permease protein"
                     /protein_id="ABG12591.1"
                     /db_xref="InterPro:IPR000834"
                     /translation="MIPESTSGAAESPIRSVGPVRALIQRFQMAHGRKLVIAMPYLWL
                     FLLFMLPFLIVFKISLAEMVRAVPPYTDLTTWLDGKLDISLNLGNYLLLLDDPLYIDA
                     YLQSLQVAAVSTLCCLLIGYPLAWAIAHSKPSTRNILLLLVILPSWTSFLIRVYAWMG
                     ILKNNGILNNFLIWTGIIDQPLVILHTNLAVYIGVVYSYLPFMVLPIYTALTRLDYSL
                     VEAALDLGARPFKTFISVIIPLTKGGIVAGSMLVFIPAVGEFVIPELLGGPDSIMIGR
                     ILWQEFFNNRDWPVASAVATVMLVLLIAPILWFHKHQNKDIGGAR"
     gene            711487..712332
                     /locus_tag="YPA_0624"
     CDS             711487..712332
                     /locus_tag="YPA_0624"
                     /codon_start=1
                     /transl_table=11
                     /product="putrescine transport system permease protein"
                     /protein_id="ABG12592.1"
                     /translation="MNNLPEVRSVWRRVILTVGYTFLYAPMLMLVIYSFNSSKLVTVW
                     AGWSTRWYTQLFNDSAMISAVGLSLTIAAASATMAVVLGTIAAVVMVRFGRFRGSTGF
                     AFMLTAPLVMPDVITGLSLLLLFVAMGHAIGWPAERGMFTIWLAHVTFCTAYVTVVIS
                     SRLRELDRSIEEAAMDLGATPLKVFFVITVPMIAPALISGWLLAFTLSLDDLVIASFV
                     AGPGATTLPMLVFSSVRMGVNPEINALATLILLVVGVIGLFAWWIMSRAEKQRLRELR
                     KAARS"
     gene            712457..712921
                     /locus_tag="YPA_0625"
     CDS             712457..712921
                     /locus_tag="YPA_0625"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12593.1"
                     /translation="MRPSFSSSAATPVPVVIGGTAIIATRIIGVLLLVAELGFSGVSD
                     FISDSLQRWDTGLIFFASIVLLLLDMMCGVAVCHRRNWARWYYLICQLIIMIYLLMAS
                     LNWLEPDIFRIEGDSGAEILHSLLLQKIPDVVIIGLLFFPWHRYFPQSKMSV"
     gene            713005..714135
                     /locus_tag="YPA_0626"
     CDS             713005..714135
                     /locus_tag="YPA_0626"
                     /EC_number="2.1.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="23S rRNA (uracil-5-)-methyltransferase RumB"
                     /protein_id="ABG12594.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR010280"
                     /db_xref="InterPro:IPR011825"
                     /translation="MHCAQYTAGRCRSCQWLDKPYPQQLADKQHHLESLLAGHAVTQW
                     LAPVFGRESAFRNKAKMVVSGSVERPLLGMLHRDGTPVDLCACPLYPPSFEPVFTVLK
                     TFIARAGLTPYNVARKRGELKFLLLTESTYNGELMLRFVLRSETKLAQLIAALPWLQQ
                     QLPQLAVISANIQPVHMAILEGEREIPLTEQQALPERFNQVPLYIRPQSFFQTNPQVA
                     ASLYATARQWVQEHEVHSMWDLFCGVGGFGLHCAGPETQLTGIEINAEAIACARQSAE
                     QLGLKNVSFAALDSTRFATAEAQIPELVLVNPPRRGIGRELCDYLSQMAPKFILYSSC
                     NAETMAKDISLLAGYHIERVQLFDMFPHTSHYEVLTLLTLRR"
     gene            complement(714262..714993)
                     /locus_tag="YPA_0627"
     CDS             complement(714262..714993)
                     /locus_tag="YPA_0627"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12595.1"
                     /db_xref="InterPro:IPR001311"
                     /db_xref="InterPro:IPR001320"
                     /db_xref="InterPro:IPR001638"
                     /db_xref="InterPro:IPR005768"
                     /translation="MKKLLLATLLSGMAFSATAAETLRFAASATYPPFESMDANNEIV
                     GFDMDLAKALCKQMEANCTFTNQAFDSLIPALKFKRYDAVISGMDITPERSKQVAFTQ
                     PYYANSAIVIAPKGKFSTFADLKGKKIGMENGTTHQKYLQDKHPEIQTVSYDSYQNAI
                     IDLKNGRIDGVFGDTAVVNEWLKTNPNLASVGEHVTDPQYFGTGLGIAVRPDNIALLT
                     KLNKAIDAVKADGTYQAINDKWFPQ"
     sig_peptide     complement(714934..714993)
                     /locus_tag="YPA_0627"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.997 at
                     residue 20"
     gene            715812..716738
                     /locus_tag="YPA_0628"
     CDS             715812..716738
                     /locus_tag="YPA_0628"
                     /codon_start=1
                     /transl_table=11
                     /product="putative SPFH domain protein"
                     /protein_id="ABG12596.1"
                     /db_xref="InterPro:IPR001107"
                     /translation="MTMKKEMSMRFVTVCGFLAILTLIAVICLMGSWYTINESDRGII
                     TKWGKVVAVAEPGLGFKIPIITEVETISISNRSIKYDRLKAYSKDQQPAQMVVSIGFQ
                     VPPTSVEDLFVKYGSIQNMAERLVSRHVPTQVENVFGQYTAVSAVQNREDFVRRVTEE
                     LRRVLKDEPLIINSVNIENIDFTEGYEASIEERMKAEVNVEKTRKMLETEKINADIAI
                     EQARGQSESQLSIAKIGAEKIKLMGAAEAENIRLMGAAEAEAIKLRADALKQNPLLVE
                     LITAEKWNGELPQTMLPNSSVPFINARNKDGK"
     sig_peptide     715812..715907
                     /locus_tag="YPA_0628"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.873) with cleavage site probability 0.717 at
                     residue 32"
     gene            717150..718241
                     /locus_tag="YPA_0629"
     CDS             717150..718241
                     /locus_tag="YPA_0629"
                     /codon_start=1
                     /transl_table=11
                     /product="putative periplasmic binding protein"
                     /protein_id="ABG12597.1"
                     /translation="MLLRIFWSLCLWWGISSSALAEIHLKDVDGREVTLAAPAQRVYI
                     GFYYEDFLAINGPDSYQHVVAFSKSDWSLRTSQWPRYQAALRRLSQLVDVGSLYNQSF
                     DFERLLATRPDLLILAKWQLEGFANYLPVLQQLSIPYVVVDFNQGEDAKLTSIRVMGQ
                     ALGHGERAERLAIAYQQGIADIRRRITQANLPSPKTYIELGDKGPGEYSSSYGSSIWG
                     PLLQQAGANNIATGVVTTPSPLRAEYVLSQKPEVIFLAGGDWPKMPNAVSMGFGAKPE
                     TLQQSMTQYAQRPGWSQFPAIKQTRFYALYHGGVRTLYDYIFVQFVAKALFPSAFEDV
                     NPQHNLETFYEEYLPIKADGVFMQQWQGE"
     sig_peptide     717150..717215
                     /locus_tag="YPA_0629"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.988 at
                     residue 22"
     gene            718395..719297
                     /locus_tag="YPA_0630"
     CDS             718395..719297
                     /locus_tag="YPA_0630"
                     /codon_start=1
                     /transl_table=11
                     /product="FecCD transport family protein"
                     /protein_id="ABG12598.1"
                     /translation="MYCDCFWWILRSMMNYTRSFLVHSFADDVNRRGGGREFGFGWLV
                     DANRTGESVSQSLYLGDFSRGRIWCRIIDHHWLQRGGSLVIRHPIIGFTDGITGLPAH
                     LLSGPTAGDDTANSGVERHCGAVLLPVVAITHVISASPEAMQQIVFWLFGSLLKANMQ
                     GVLMTGSVLACSLVICLQQAWRLTALSAGEEQALGLGINVSALRKLAFLLATLLTAAS
                     VSFVGTIGFIGLVAPHFARMLVGEDQRYLIGISALCGSLLLVLASIISKLILPNGVVP
                     IGIIIALIGVPVLFYFVTKQVKRA"
     gene            719294..720079
                     /locus_tag="YPA_0631"
     CDS             719294..720079
                     /locus_tag="YPA_0631"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transport ATP-binding protein"
                     /protein_id="ABG12599.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTQLTLKHVGVTLHKRPLLTDISLTWPAAQVSGIIGPNGAGKST
                     LLKAINHMVPITGQIEYQQCPLNTRVTRIAYVSQLNRSDSALTVFEMVLLGKVRQLSW
                     RVSPAQIDAVEQVLAECGISSLANQVFNSLSGGQRQLVMLAQAFIAQPQIILLDEPTS
                     ALDIHHQLRVLQKIVDYSKRHQCTTLMVIHDLGLALRFCQTLTLIHRGNVACHGAAHQ
                     VIADPMMSTVFGVGIESGTSPLGYRYLLPTQFLPTHGEKICIR"
     gene            720067..720864
                     /locus_tag="YPA_0632"
     CDS             720067..720864
                     /locus_tag="YPA_0632"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12600.1"
                     /translation="MYTLMKADVLAQLAGLQQEISQLHDNAQQNQSHFVLLERRFSRL
                     QSFNDEPQLQDYRLQLEHDDAVVKQIAQLRQVANAALCDYEKHQVCALCSPSSKTDDY
                     LTSFNQSLQQEIKLAGMQMGEKVLLVGSGALPTTALVLVAKLGATVFCYDHDPAAQQL
                     ARQLVQSLGLEKQVQFIDNLKELTDRPVDHIIVASLVADKQALLAQLVPYVTRSSKLV
                     MRYGNGLKSIFNCPYCHEVNCSHWRTASKPVTTGLYDLIILEPNHHA"
     gene            720827..722227
                     /locus_tag="YPA_0633"
     CDS             720827..722227
                     /locus_tag="YPA_0633"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12601.1"
                     /translation="MTLSFWNLIIMHNTLPTLILGAGPAAIQLAVDISATGDARLGLY
                     NRPSTKGERLKQYLALTPTLYLQGTGKAQATQKESSVTIDCYIDQLAQAVGDWQRLIL
                     AVPADHYYAVLQQIPWAALPQLKSVILLSSSMGSGLMVQNLLNAAGKRDVEVISLSSY
                     YADTKYIRAETQDISANTQDINAGTQDIGAIQPYRAYTKAFKQRIYLANQWGNAGSAE
                     MSWLTAVLARHHIDTLPCSNLLAAERFSITNYVHPPLALADTTLQALFYPEQRSQYLY
                     KTQPEGPVCPAVIADLAGLADDYKRLLNRLGVEEINLLRFLNDDNYPVPASMVSRRWI
                     DEFPQLPPLEQQYALFVRYTALLVDPYSTPDEQGRFYDFSAVKVATVYQDANALWHLP
                     RVPLEDVHKLRTLLLLAGALDVVMPTAQRLLQRFQQALKAFIDRVGEEHCHPSLLGDD
                     CDRQAAIIEQQWRSQT"
     sig_peptide     720827..720919
                     /locus_tag="YPA_0633"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.717) with cleavage site probability 0.670 at
                     residue 31"
     gene            722224..723069
                     /locus_tag="YPA_0634"
     CDS             722224..723069
                     /locus_tag="YPA_0634"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12602.1"
                     /translation="MNQGALLAILASLIFSVMNVLVKTIADEIPTGEIVFFRSSIGCL
                     LIGLLMYQRGIAFSREDRPLLVLRGTMGALYLICYFYSIAHLTLADASMLAYLSPFFS
                     IVLSLLVLRERVNATMAFWLVMVIIGAIILIRPWNFSTYTLASLVGVMSAVFAAIAYL
                     SVNKLTKRHHNYEIVFYFLFITTLISIPLMWHNFVWPSGYQFGILIAIALVSLLGQVV
                     LTQAFSSDNLIVVSVVRYIGIVFNITWGWLFWDEVPLMLSLMGGGLVVVSCIQLGLRS
                     KKKAA"
     sig_peptide     722224..722292
                     /locus_tag="YPA_0634"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.980) with cleavage site probability 0.710 at
                     residue 23"
     gene            complement(723094..723243)
                     /locus_tag="YPA_0635"
     CDS             complement(723094..723243)
                     /locus_tag="YPA_0635"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12603.1"
                     /translation="MRQRRIINQKLRDDPVSLTPRPCDLPYLTVMLQAAYALAAFLPL
                     ELFGV"
     gene            complement(723259..723927)
                     /locus_tag="YPA_0636"
     CDS             complement(723259..723927)
                     /locus_tag="YPA_0636"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine transport system permease protein"
                     /protein_id="ABG12604.1"
                     /db_xref="InterPro:IPR010065"
                     /translation="MLEYIPEILKGLHTSLTLTIVSLLVALVLSVVFTIVLTLKTPIA
                     TPLVKIYITLFTGTPLLVQIFLIYYGPGQFPAIREYPWLWSLLSQPWLCAMIALALNS
                     AAYTTQLFYGAVRAIPSGQWQSCEALGMSKRQSLRILLPFAFKRALSSYSNEVVLVFK
                     GTSLAYTITLMEVMGYSQLMYGRTYDVMVFGAAGVVYLCVNGLLTLLMRLVERKALAF
                     ERRN"
     gene            complement(723927..724643)
                     /locus_tag="YPA_0637"
     CDS             complement(723927..724643)
                     /locus_tag="YPA_0637"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine transport system permease protein"
                     /protein_id="ABG12605.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR010065"
                     /translation="MNEFQPLASAAGMTVGLAVCALALGLVLAMLFAVGESSRLKVVS
                     YLTIGWVTLLRGLPEILVVLFIYFGSSQLLMMLSDGFTLNLYLFELPIKLNLDNFEVS
                     PFLCGVIALALLYSAYASQTLRGALKAVPIGQWESGQALGLSQTAIFFRLIMPQMWRH
                     ALPGLGNQWLVLLKDTALVSLISVNDLMLQTKSIATRTQEPFTWYVIAAAIYLVVTLL
                     SQYVLKWIELRTTRFERSAS"
     sig_peptide     complement(724542..724643)
                     /locus_tag="YPA_0637"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.990) with cleavage site probability 0.356 at
                     residue 34"
     gene            complement(724655..725386)
                     /locus_tag="YPA_0638"
     CDS             complement(724655..725386)
                     /locus_tag="YPA_0638"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine-binding periplasmic protein 1
                     precursor"
                     /protein_id="ABG12606.1"
                     /db_xref="InterPro:IPR001311"
                     /db_xref="InterPro:IPR001320"
                     /db_xref="InterPro:IPR001638"
                     /db_xref="InterPro:IPR005768"
                     /translation="MKKLIIATVLASISLSASAAETIRFAAEATYPPFEFIDANNKMQ
                     GFDIDLANALCKEMQADCTFTNQAFDSLIPSLKFKRFDAVISGMDITPERQKQVAFTQ
                     PYYDNSALFIAQKDKVADLAALKGKRVGMQNGSTHQKYLMEKHPEITAVPYDSYQNAI
                     LDLKNGRLDAVFGDTAVVNEWLKQNDQLAAVGDKVTDADYFGTGLGIAVRQSNTELQG
                     KLDAALTKVKADGTYQTIYKKWFQQ"
     sig_peptide     complement(725327..725386)
                     /locus_tag="YPA_0638"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 20"
     gene            complement(725407..726186)
                     /locus_tag="YPA_0639"
     CDS             complement(725407..726186)
                     /locus_tag="YPA_0639"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine transport ATP-binding protein"
                     /protein_id="ABG12607.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MPWKLPFPASLAIQIWRMSIQLNGINCYYGAHQALFDITLDCPA
                     GETLVLLGPSGAGKSSLLRVLNLLEMPRSGTLQIAGNHFDFSRVPGEKAIRELRTNVG
                     MVFQQYNLWPHLSVVHNLIEAPCRVLGLPKEEAMARAQKLLSRLRLTDFADRFPLHLS
                     GGQQQRVAIARALMMEPQVLLFDEPTAALDPEITAQIVSIIRELAGTGITQVIVTHEV
                     EVARKTASRVVYMENGHVVEQGDASHFTQPTTEAFASYLSH"
     gene            complement(726430..726990)
                     /locus_tag="YPA_0640"
     CDS             complement(726430..726990)
                     /locus_tag="YPA_0640"
                     /EC_number="5.4.99.5"
                     /codon_start=1
                     /transl_table=11
                     /product="chorismate mutase"
                     /protein_id="ABG12608.1"
                     /db_xref="InterPro:IPR008240"
                     /translation="MQPTHTLTRLTVIGKLIIASSFFLSLAVQAQQCGQTAPLINERL
                     SYMKDVAGYKAENHLPIEDRIQEEKVINSAMAQAESLGLNGESIKPLMVAQINAAKAI
                     QYRYRADWLSQPEPGWQPKPLDDVRANIGELSTKILEQIAEELKTCKPAEMGDKAHFI
                     NTIRQHNLTSADVEAIFSTFNQVKLK"
     sig_peptide     complement(726898..726990)
                     /locus_tag="YPA_0640"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.891 at
                     residue 31"
     gene            727023..727133
                     /locus_tag="YPA_0641"
     CDS             727023..727133
                     /locus_tag="YPA_0641"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12609.1"
                     /translation="MGLIGNGLGIISSYQRGQYVDHYGCLWEEVIADDVP"
     gene            complement(727160..727735)
                     /locus_tag="YPA_0642"
     CDS             complement(727160..727735)
                     /locus_tag="YPA_0642"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG12610.1"
                     /translation="MKKKNIALILPLALLLSACASNVNPVFEATSSRSSPCIEGGPDT
                     VAQKFYDLRIQQIGGQQGLPDDNLSAQFRPYLSQSLYNDIQAARKQASNRTPAQVNKT
                     QMISGDIFTSLREGSTSASVASASTIPNTDARNIPLRVNLSHQMADGKAVMWQDEVLM
                     IREGTCWVVDDIRFMGVSAPASSLRQLLGNH"
     sig_peptide     complement(727673..727735)
                     /locus_tag="YPA_0642"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.496 at
                     residue 21"
     gene            complement(727832..728839)
                     /locus_tag="YPA_0643"
     CDS             complement(727832..728839)
                     /locus_tag="YPA_0643"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12611.1"
                     /translation="MKVLVTGATSGLGRNAVEYLRRQEISVIATGRNQAMGALLTKLG
                     AKFIHADLTDLVSSQAKAMLADVDTLWHCSSFTSPWGTEQAFALANVRATRRLGEWAA
                     AYGVENFIHISSPAIYFDYHHHRNIQEDFRPVRFANEFARSKAAGEEVIKLLALSNPQ
                     THFTILRPQGLFGPHDKVMLPRLLHMIKHYGTLLLPRGGDALVDMTYLENAVHAMWLA
                     TQSQKTLSGRAYNITNQQPRPLRTIVQQLLDALDMKCRIRSVPYPMMDIMARAMEKMS
                     NKAEKEPVLTHYAVAKLNFDLTLDTLRAEQELGYRPIISLDEGILRTARWLKEHGKFR
                     G"
     gene            complement(728939..730429)
                     /locus_tag="YPA_0644"
     CDS             complement(728939..730429)
                     /locus_tag="YPA_0644"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12612.1"
                     /translation="MTPQRILVLGASGYIGQHLVPLLSQQGHQVTAAGRRIEWLKEQA
                     WPNVNCCFVDLYQPATLNAALQDIDVLYYLVHGMGDGQDLIEQERLAASNMKNALQPL
                     GTAQTSSVKQIIYLGVLQPGDNSSSHLIARKLTGDILRQSGIPVTELRASIIVGPGSA
                     AFEVMRDMVYNLPILTPPRWVRSKSSPVALDNLLVYLTELLNHPTEENRIWDVAGPEY
                     ISYQTMFERFIAISGKRRWLIPIPLPTRFISVYFINMITSVPTSIASALIEGLNHDLP
                     ADGRALQALIPQKLIRFEDAVKETLRREDEVVDSADWGYDPEARARWRPGYGFYPKQA
                     GCQRSTTASSEALWHVVQQIGGKEGYFYGNPLWKIRARMDDMIGGGVVYGRPERETLE
                     LGDLIDGWKVITVKPLRQLALMFGMKAPGLGRLTFTIKDLGGCRSLDVRAWWHPAGFS
                     GLLYWFVMMPAHLFIFRGMARRITALAEHDDRERDARAKNSAGSKQ"
     gene            complement(730426..731481)
                     /locus_tag="YPA_0645"
     CDS             complement(730426..731481)
                     /locus_tag="YPA_0645"
                     /EC_number="4.1.2.5"
                     /codon_start=1
                     /transl_table=11
                     /product="L-threonine aldolase"
                     /protein_id="ABG12613.1"
                     /translation="MMKSIFLANEKTMLIDLRSDTVTQPCAAMRAAMANAEVGDDVYG
                     DDPTVNALEAKAASLSGKEAALFLPTGTQANLVALLTHCQRGEEYIVGQKAHNYLYEA
                     GGAAVLGSIQPQPIDANDDGTLPLDNVLAAIKPDDIHFAPTRLLSLENTHNGKVLPLR
                     YLQQAWALTREKKLALHIDGARVFNAAVALNVPLNDISQYCDTLTICLSKGLGTPVGS
                     LLCGSAEFIHRARRWRKMTGGGMRQAGILAAAGLYALQHNVARLKDDHDNAQWLEQQL
                     RDLGIEIAAPGAQTNVLYITQSAESALKLGPWMRERGVLISAGPLTRLITHLNVSRKD
                     LEKVVALWREFIAEQHS"
     gene            complement(731478..731687)
                     /locus_tag="YPA_0646"
     CDS             complement(731478..731687)
                     /locus_tag="YPA_0646"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12614.1"
                     /translation="MLGKTAFLHHTELKFNPELGGRSYLKQDGAARDYMDVFTASLRS
                     ACSLRRGHFVNNLEPVGFFVSIFSL"
     gene            complement(731794..733515)
                     /locus_tag="YPA_0647"
     CDS             complement(731794..733515)
                     /locus_tag="YPA_0647"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate dehydrogenase (cytochrome)"
                     /protein_id="ABG12615.1"
                     /db_xref="InterPro:IPR000399"
                     /translation="MKQTVATLIAKTLEQAGVKRIWGVTGDSLNGLSDSLHRMGTIEW
                     LGTRHEEVAAFAAGAEAQLTGQLAVCAGSCGPGNLHLINGLFDCHRNHVPVLAIAAHI
                     PSSEIGSGYFQETHPQELFRECSHYCELVSNPEQLPRVLEIAMRQAILNRGVSVIVLP
                     GDVALQPAPEDAAVIWQTPKLPLVQPPMSELTLLADTLNKAKNITLMCGSGCADAHDE
                     VVKLAERLQAPVVHALRGKEHIEWDNPYSVGMTGLIGFSSGYQAMLNADTLILLGTQF
                     PYRAFYPTHANIIQIDINPGSLGAHCPVNMALVGDIKTTLTALLPQLDAKSDRAFLDK
                     ALEHYRTTRQDLDALATANDNQPIHPQYLAQQISHYATEDAIFTCDVGTPTVWAARYL
                     QMNGKRRLLGSFNHGSMANAMPQAIGAQATAPDRQVVALCGDGGFTMLMGDFLSLTQL
                     KLPVKIVVFNNSVLGFVAMEMKAGGYLTDGTDLHNPDFAAIANAAGIKGIRVEKASEL
                     NAALESAFAHPGPVLVDVVTAKQELSMPPQIKFEQAKGFSLYMLRAIINGRGDEVIEL
                     AKTNWLR"
     gene            complement(733659..734681)
                     /locus_tag="YPA_0648"
     CDS             complement(733659..734681)
                     /locus_tag="YPA_0648"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG12616.1"
                     /db_xref="InterPro:IPR001221"
                     /db_xref="InterPro:IPR001834"
                     /db_xref="InterPro:IPR006058"
                     /translation="MTDFIPTDSPTPFCPNRMQVHSIVQETPDVWSLRLINHDFYSYL
                     PGQYALVSIRNSDETLRAYTLSSTPGLSPFIQLTVRCLPDGEGSRWLTQQVNVGDYLW
                     LSDAQGEFTCANADDDHYLMLAAGCGVTPVISMCRALLAQRPQADIRVIFNVRTPADV
                     IFANEWHTLLQRYPQQLKLTLMAESAATAGFIEGRINARIMQQVAPDIAHRRVMTCGP
                     APYMAWVEQYCQQQQVPADHFQQEQFRTADEVIDTSNELTMTISRPLRSVNVPVGTSL
                     LFALEQHKIPVMAACRAGVCGSCKTHILHGKYTTTSTMTLTPEEIAQGYVLACSCQLQ
                     GDVQLA"
     gene            complement(734795..736447)
                     /locus_tag="YPA_0649"
     CDS             complement(734795..736447)
                     /locus_tag="YPA_0649"
                     /codon_start=1
                     /transl_table=11
                     /product="Hybrid cluster protein"
                     /protein_id="ABG12617.1"
                     /db_xref="InterPro:IPR010048"
                     /translation="MFCVQCEQTIRTPAGNGCSYAQGMCGKTAETSDLQDLLVAVLQG
                     LSAWALQARELGIIDSQIDSFAPRAFFSTLTNVNFDSDRIVEYAKDAILLRHSLAVRC
                     RLLDSTITVDHPLAELQLVADDIPSLLQQSQQFALNNDKADVGDDIHGLRMLCLYGLK
                     GAAAYMEHAHVLGQSDEQIYAEYHAYMAWLGTQPRDVDTLLNNAMGIGKMNFNVMAIL
                     DQGETQAYGDPQPTSVNVRPVAGKAILISGHDLKDLHMLLEQTQGTGINIYTHGEMLP
                     AHGYPELKRYPHLVGNYGSGWQNQQTEFAKFPGPILMTSNCIIDPNVGNYGDRIWTRS
                     IVGWPGVNHLDGDNFAPVIEQALGMAGFPYSELEHLITVGFGRQTLLNAADTVIDLVA
                     SKKLRHVFLVGGCDGSRTERSYFTDFARSVPQDCIIMTLACGKYRFNKLDFGTLEGLP
                     RLLDVGQCNDAYAAIMLAVKLSEKLGCTVNDLPLSLVLSWFEQKAIVILLTLLSLGVK
                     NIYTGPTAPGFLTDNLMAILYEKFGMQPITTVEQDMQAILGH"
     gene            complement(736649..737545)
                     /locus_tag="YPA_0650"
     CDS             complement(736649..737545)
                     /locus_tag="YPA_0650"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12618.1"
                     /db_xref="InterPro:IPR005642"
                     /translation="MYSGLLIILLPLIIGYLIPLSRKTLIQWINRSLSWMVYVILFFM
                     GISLAFLENLSANLLLIFQYTSLFFLCILCANLLALFLLERKIPWKHTHRQEILPSRL
                     HMALESLKLCGVVIVGFLLGLSQWEWLQFAAKGSELALIFLLFLVGIQLRNSGMTLRQ
                     IVLNRRGTLVAFVVALSALVGGIIAAALLGLPIKTGLAMASGFGWYSLSGILLTDAFG
                     PVIGSAAFFNDLARELVAIMLIPTLVRSSRSTALGLCGATSMDFTLPVLQRSGGLEMV
                     PAAIVHGFLLSLLAPILMAFFS"
     gene            737898..739565
                     /locus_tag="YPA_0651"
     CDS             737898..739565
                     /locus_tag="YPA_0651"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12619.1"
                     /translation="MYLERVEIVGFRGINRISLNLDDNTLLIGENAWGKSSLLDALTL
                     LLSPEPQLYHFTVQDFYYPTGDESAKERHLQVILTFCEKDIGHWHAPRYRQLAPLWIK
                     NNDGLHRIYYRVEGELGDDGTVCTWRTFLNLDGQPLPLHDIEKLARGVIRIHPVLRLR
                     DARFIRRLRRTVSEDSKAPDKVALNRQLDQLSRELVRNPQKLTNAELRQGVEAMRQLL
                     EHYFAEQGSQLPGHHNNPPRPQPERAAWQALDNINRMAAEPNSRSMRLILLGMFSTLL
                     QAKGSLSLDPHARPLLLVEDPETRLHPIMLSVAWGLLSQLPLQRITTTNSGELVSLVP
                     LESICRLVRESSRVATYRIGPRGMSPEDSRRIAFHIRFNRPSALFARCWLLVEGETEI
                     WLLNELARQCGYHFEAEGVKVIEFAQSGLRPLLKFANRMGIQWHTLTDGDDAGKKYAA
                     TVRNMADQGRDSERDRLTILPAPDMEHFLYRAGFDEVYHRVSAIPANAKMQPRRVIDK
                     AIHRTSKPDLAIEVASQAGQWGVESIPPLLKKMFSRVVWLARGRADE"
     gene            complement(739702..740649)
                     /locus_tag="YPA_0652"
     CDS             complement(739702..740649)
                     /locus_tag="YPA_0652"
                     /codon_start=1
                     /transl_table=11
                     /product="putative virulence factor"
                     /protein_id="ABG12620.1"
                     /translation="MRVISDRQLKSDNINHWGLIILLCKGSPIFSDSWQEWKFRLKFI
                     IRALISPRLTFNFLILLSKQPFLHSLLRAQPDLPCKLHRPYLSHTFNNRQKLDVLRDH
                     FQLITQCMPKALHYNYLHRTPYRLVTLTGKGGEKYSLYLGIIPKLNKEGEITLMLANE
                     QQQTLALLTFSLFYYQQQKTLFIGGLQGADNKTPHHEIQACTKACHGLFPKRLALEAT
                     CYLAELMGIEEIIAVGNATHIYQNWRYRAKKKNKLHADYDGFWLSLGGNPDTEGHFRL
                     PTKIVRKPLTEIASKKRAEYRRRYVLLEQLEAGLAAHFM"
     gene            complement(740677..740853)
                     /locus_tag="YPA_0653"
     CDS             complement(740677..740853)
                     /locus_tag="YPA_0653"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12621.1"
                     /translation="MAVKWLKNGSYQHKENIPAENTIKKSHLAKPSAYLYRTTAQNIR
                     FIDILFSSQLFQYH"
     gene            740886..741998
                     /locus_tag="YPA_0654"
     CDS             740886..741998
                     /locus_tag="YPA_0654"
                     /codon_start=1
                     /transl_table=11
                     /product="putative HlyD family secretion protein"
                     /protein_id="ABG12622.1"
                     /db_xref="InterPro:IPR006143"
                     /translation="MQLSRGQRRWLAAIAVLLIGGFFIARHLMAPVPVNYQTVKVVHR
                     DLQQNVLATGKLDAVRKVDVGAQVSGQLEKLYVEIGDHVKRGQLLAMIDPQQAQNQIK
                     EVEATLQDLNAQRIQAKAELHLATVTLGRQQNLAKLQVVSRQDLDQAVTDLAVKNAKV
                     GTIDAQINKAKASLDTAKINLDYTQISAPMDGDVVQITTLQGQTVIAAQQAPNILTLA
                     DMSTMLVQAQVSEADVINLKPGMKASFTVLGDPGKRFSGVLKDILPTPEKVNDAIFYS
                     ARFEVPNPDRLLRLQMTAQVSIQLANVDQAVVIPLAALGDELGSNRYQVTVLKEGKEE
                     KREVTIGIRNNVDAQVISGLSVGEDVIVSRGGTGDA"
     gene            741998..743947
                     /locus_tag="YPA_0655"
     CDS             741998..743947
                     /locus_tag="YPA_0655"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter ATP-binding protein"
                     /protein_id="ABG12623.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MAALLELEGIRRSYQSGEEIVDVLQDVSLTINAGELVAIIGASG
                     SGKSTLMNILGCLDKPSAGIYRVAGQNVDELDDDALAALRREHFGFIFQRYHLLPHLS
                     AAHNVEVPAVYAGLGKHERRERANMLLTRLGLGDRVSYQPNQLSGGQQQRVSIARALM
                     NGGQVILADEPTGALDSHSSVEVMAILKQLQQQGHTVIIVTHDPTVAAQAERVIEIKD
                     GRIMADSGSKNEPVVAAAELMSLTPAAPSWQQLVGRFREALLMAWRAMSANKMRTALT
                     MLGIIIGIASVVSILVVGDAAKQLVLADIRAIGTNTIDIYPGKDFGDDDPSTRQALVH
                     DDMAALKAQSYVSAVSPSIGGSMRLRFGNIDVAASVLGVSDEYFRVFGMAMEQGAPIT
                     REQVERQAQTVVIDLNTQRRLFPHMKDVVGQVILVGNMPATVVGVVAEKKSMFGSNKA
                     LRVWVPYSTMANRLMGRSYFDSITIRIKEGYSSKEAEQQLVRLLTLRHGKKDIFTYNM
                     DSLLQTAEKTTQTMQLFLTLVAVISLVVGGIGVMNIMLVSVTERTREIGIRMAVGARS
                     SDVMQQFLIEAVLVCLIGGALGISLSFAIGLIVEMFLPNWRIAFPPMALFSAFLCSTV
                     IGVVFGYLPARSAARLNPIDALARE"
     gene            complement(744228..744491)
                     /locus_tag="YPA_0656"
     CDS             complement(744228..744491)
                     /locus_tag="YPA_0656"
                     /codon_start=1
                     /transl_table=11
                     /product="cold-shock DNA-binding protein family"
                     /protein_id="ABG12624.1"
                     /db_xref="InterPro:IPR002059"
                     /db_xref="InterPro:IPR011129"
                     /translation="METGTVKWFNNAKGFGFICPEGGGEDIFAHYSTIQMDGYRTLKA
                     GQIVNFDVHEGPKGNHASLIVPLELNSVPPLDGVSPPELAILA"
     gene            744852..745172
                     /locus_tag="YPA_0657"
     CDS             744852..745172
                     /locus_tag="YPA_0657"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12625.1"
                     /translation="MGKNNDWLNFEHLVKDKQIEALQPPSMYKVILNNDDYTPMEFVI
                     DVLQKFFSYDIERATQLMLNVHYQGKAICGVFTAEVAETKVAHVNQYARENEHPLLCT
                     LEKA"
     gene            745198..747474
                     /locus_tag="YPA_0658"
     CDS             745198..747474
                     /locus_tag="YPA_0658"
                     /EC_number="3.4.21.92"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent Clp protease ATP-binding subunit
                     ClpA"
                     /protein_id="ABG12626.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MLNQELELSLNMAFARAREHRHEFMTVEHLLLALLSNPAAREAL
                     EACTVDLVALRQELEAFIEQTTPTLPVSEEERDTQPTLSFQRVLQRAVFHVQSSGRNE
                     VSGANVLVAIFSEQESQAAYLLRKHDVSRLDVVNFISHGARKDEPSQTPNVDNSPSEE
                     QASGEDRMENFTTNLNQLARVGGIDPLIGRDKELERTIQVLCRRRKNNPLLVGESGVG
                     KTAIAEGLAWRIVQGDVPDVISECTLYSLDIGSLLAGTKYRGDFEKRFKALLKQLEND
                     KDSILFIDEIHTIIGAGAASGGQVDAANLIKPLLSSGKIRVIGSTTYQEFSNIFEKDR
                     ALARRFQKIDIIEPTPEETVQIINGLKPKYEAHHDVRYTAKAIRAAVELSVKYINDRH
                     LPDKAIDVIDEAGARSRLMPVNKRKKTVNVSDIESVVARIARIPEKTVSASDRDVLRN
                     LSDRLNMLVFGQDKAIEALSEAIKMSRAGLGHERQPVGSFLFAGPTGVGKTEVTVQLA
                     KALDIELLRFDMSEYMERHTVSRLIGAPPGYVGYDQGGLLTDSVIKHPHAVLLLDEIE
                     KAHPDVFNLLLQVMDNGTLTDNNGRKADFRNVILVMTTNAGVRETQRTSIGFKQQDSS
                     TDALEEIKKIFTPEFRNRLDNIIWFNHLSPAVIQQVVDKFIVELQAQLDAKGVSLEVS
                     DEARDWLSEKGYDKAMGARPMTRVIQENLKKPLANELLFGSLVDGGSVTVNLDKEKQQ
                     LAYEFQSAQKRKTEGAVH"
     gene            747767..748225
                     /locus_tag="YPA_0659"
     CDS             747767..748225
                     /locus_tag="YPA_0659"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12627.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(748597..748815)
                     /locus_tag="YPA_0660"
     CDS             complement(748597..748815)
                     /locus_tag="YPA_0660"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial translation initiation factor 1
                     (bIF-1)"
                     /protein_id="ABG12628.1"
                     /db_xref="InterPro:IPR003029"
                     /db_xref="InterPro:IPR004368"
                     /db_xref="InterPro:IPR006196"
                     /translation="MAKEDNIEMQGTVLDTLPNTMFRVELENGHVVTAHISGKMRKNY
                     IRILTGDKVTVELTPYDLSKGRIVFRSR"
     gene            complement(748905..749690)
                     /locus_tag="YPA_0661"
     CDS             complement(748905..749690)
                     /locus_tag="YPA_0661"
                     /EC_number="2.3.2.6"
                     /codon_start=1
                     /transl_table=11
                     /product="putative leucyl/phenylalanyl-tRNA-protein
                     transferase"
                     /protein_id="ABG12629.1"
                     /db_xref="InterPro:IPR004616"
                     /translation="MRVTQLSSQSFIFPSPELALREPNGLLALGGDLTAPRLLAAYQR
                     GIFPWFNPGEMILWWSPDPRAVLFPEDLHISRSMRRFIRHCPYRFTLNHAFADVISAC
                     ATERDEGTWIGRDVQQAYCQLHALGHAHSLEVWLENELVGGLYGVAVGAVFCGESMFS
                     RADNASKSALMVFCHHFTQHGGELIDCQVLNAHTASLGAVEIPRNFFLQQLSQLQFSP
                     LPAECWLPQSLIFHPRCSKDQPFKTPHIRLYPPLAGRLILLKW"
     gene            complement(749909..751633)
                     /locus_tag="YPA_0662"
     CDS             complement(749909..751633)
                     /locus_tag="YPA_0662"
                     /codon_start=1
                     /transl_table=11
                     /product="transport ATP-binding protein"
                     /protein_id="ABG12630.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MRVLLPFLALYRRHWFLISLGIVLAIVTLLASIGLLTLSGWFLA
                     GTAIAGPAGLYTFNYLLPAAGVRGSAIIRTAGRYAERVVSHDATFRVLTHLRIFAFQK
                     ILPLSPAGIARFRQSELLNRLVADVDTLDHLYLRVISPLVAALVIIAAVTFGLSYLDL
                     NLALTLGGILLGLLFLVPLIFYRAGKPIGSDLTDLRARYRSQLTSWLQGQAELLVFGA
                     LQRFRASLEEIEQHWMARQKQQASLAGLAQALMILASGLTVTLIMWLAAGGIGEDNQP
                     GAFLALFVFTSLASFEALLPVAGAFQHLGQVIASATRVGQLMEQKPEVTFPISGPAPT
                     SQVALEVTGLSFTYPQQPLPVLQNISLSLAAGEHIALLGRTGCGKSTLLQLLTRAWDV
                     NQGHIMLNGQPLACYDEAALRQMMTVVSQRVHIFSSTLRENLLLACPTASDEQLKKVL
                     EQVGLTNLLDNSEGLNAWMGDGGRPLSGGEQRRLGIARALLHSAPLWLLDEPTEGLDA
                     ETEQQILALLREHCQHKSLIMVTHRLYGLEYMDRICVMDGGKIVEQGDHHQLLQNKGR
                     YYQFHQRH"
     sig_peptide     complement(751484..751633)
                     /locus_tag="YPA_0662"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.976 at
                     residue 50"
     gene            complement(751636..753402)
                     /locus_tag="YPA_0663"
     CDS             complement(751636..753402)
                     /locus_tag="YPA_0663"
                     /codon_start=1
                     /transl_table=11
                     /product="transport ATP-binding protein"
                     /protein_id="ABG12631.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MNKTRQYELIRWLKKQSAPAQRWLRLSMLLGLLSGLLIIAQAWL
                     LATLLQSLIIDKLPRATLTTEFSLLAGAFALRAVISWLRERVGFICGMRVRQQIRKVV
                     LDRLEQLGPSWVKGKPAGSWATIILEQIEDMQEYYSRYLPQMYLAVFIPVLILIAVFP
                     INWAAGLILFVTAPLIPIFMILVGMGAADANRRNFVALARLSGNFLDRLRGLDTLRLF
                     NRAKAETDQIRDSSEDFRSRTMEVLRMAFLSSAVLEFFAAISIAVVAVYFGFSYLGEL
                     NFGSYGLGVTLFAGFLVLILAPEFFQPLRDLGTFYHAKAQAVGAAESLVTFLSSEGEA
                     IGQGEKQLDGKEAIALEANELEILAPNGTRLAGPLNFSLPAGKRVAIVGQSGAGKSSL
                     LNLLLGFLPYRGSLKVNGIELRELEPQVWRSQLSWVGQNPHLPEQTLATNILLRQPDA
                     SEHQLQQAVERAYINEFLKDLPQGLNTEIGDHSARLSVGQAQRIAVARALLNPCRLLL
                     LDEPTASLDAHSEQLVMKALEEASRAQSTLLVTHQLEDTLGYDQIWVMDNGRLIQQGD
                     YSTLSQSAGSFANLLSQRNEEL"
     sig_peptide     complement(753274..753402)
                     /locus_tag="YPA_0663"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.977) with cleavage site probability 0.632 at
                     residue 43"
     gene            complement(753861..754823)
                     /locus_tag="YPA_0664"
     CDS             complement(753861..754823)
                     /locus_tag="YPA_0664"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin reductase"
                     /protein_id="ABG12632.1"
                     /db_xref="InterPro:IPR000103"
                     /db_xref="InterPro:IPR000759"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR005982"
                     /db_xref="InterPro:IPR008255"
                     /translation="MSTAKHSKLIILGSGPAGYTAAVYAARANLKPVLITGMEKGGQL
                     TTTTEVENWPGDPEGLTGPALMERMHEHAEKFQTEIIFDHISSVDLQNRPFRLFGDGA
                     EYTCDALIIATGASARYLGMASEEAFKGKGVSACATCDGFFYRNQKVAVVGGGNTAVE
                     EALYLANIAAEVHLIHRRDTFRSEKILIDRLMEKVKNGNIVLHTDRTLDEVLGDDMGV
                     TGVRLKSTHSDETEELAVAGVFIAIGHSPNTGIFSDQLALENGYIKVQSGLQGNATQT
                     SIPGVFAAGDVMDHIYRQAITSAGTGCMAALDAERYLDGLANDK"
     sig_peptide     complement(754746..754823)
                     /locus_tag="YPA_0664"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.978) with cleavage site probability 0.962 at
                     residue 26"
     gene            755590..756084
                     /locus_tag="YPA_0665"
     CDS             755590..756084
                     /locus_tag="YPA_0665"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AsnC family"
                     /protein_id="ABG12633.1"
                     /db_xref="InterPro:IPR000485"
                     /translation="MIDNKKRPGKELDRIDRNILNELQKDGRISNVELSKRVGLSPTP
                     CLERVRRLERQGFIHGYTALLNPQYLDASLLVIVEITLNRGAPDVFEQFNAAVKNLEE
                     IQECHLVSGDFDYLLKTRVPDMSAYRTLLGETLLRLPGVNDTRTYVVMEEVKQSNRLV
                     IKTR"
     gene            756207..760106
                     /locus_tag="YPA_0666"
     CDS             756207..760106
                     /locus_tag="YPA_0666"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA translocase FtsK"
                     /protein_id="ABG12634.1"
                     /db_xref="InterPro:IPR002543"
                     /translation="MSQEYTEDKEVTLKKLSNGRRLLEAVLIVVTILAAYLMVALVSF
                     NPSDPSWSQTAWHEPIHNLGGSIGAWMADTLFSTFGVLAYAIPPIMVIFCWTAFRQRD
                     ASEYLDYFALSLRLIGTLALILTSCGLAALNIDDLYYFASGGVIGSLFSNAMLPWFNG
                     VGATLTLLCIWVVGLTLFTGWSWLVIAEKIGAAVLGSLTFITNRSRREERYDDEDSYH
                     DDDHADGRDITGQEKGVVSNNAVVGAGVAASSALAHGDDDVLFSAPSVTDSIVEHGSV
                     VATGTETTDTKATDTNDEYDPLLSPLRATDYSVQDATSSPIADVAVEPVLNHDAAAIY
                     GTTPVMTNTATPPLYSFELPEESLPIQTHAAPTERPEPKLGAWDMSPTPVSHSPFDFS
                     AIQRPVGQLESRQPGSNQSGSHQIHSAQSSHISVGNTPYMNPGLDAQIDGLSTTSLTN
                     KPVLASGTVAAATAAAAFMPAFTATSDSSSQIKQGIGPELPRPNPVRIPTRRELASFG
                     IKLPSQRMAEQELRERDGDETQNPQMAASSYGTEITSDEDAALQQAILRKAFADQQSE
                     RYALSTLAEQSSITERSPAAEMPTTPSQVSDLEDEQALQEAELRQAFAAQQQHRYGAT
                     GDTDNAVDNIRSVDTSTAFTFSPIADLVDDSPREPLFTLSPYVDETDVDEPVQLEGKE
                     ESLLQDYPEQVPTYQPPVQQAHLGQSAPTQPSHTQSTYGQSTYGQSTYGQSTPAPVSQ
                     PVVTSASAISTSVTPTSIASLNTAPVSAAPVAPSPQPPAFSQPTAAMDSLIHPFLMRN
                     DQPLQKPTTPLPTLDLLSSPPAEEEPVDMFALEQTARLVEARLGDYRVKAEVVGISPG
                     PVITRFELDLAPGVKASRISNLSRDLARSLSAIAVRVVEVIPGKPYVGLELPNKHRQT
                     VYLREVLDCAKFRENPSPLAIVLGKDIAGQPVVADLAKMPHLLVAGTTGSGKSVGVNA
                     MILSILYKATPDDVRFIMIDPKMLELSVYEGIPHLLTGVVTDMKDAANALRWCVGEME
                     RRYKLMSALGVRNLAGYNERVAQAEAMGRPIPDPFWKPSDSMDISPPMLVKLPYIVVM
                     VDEFADLMMTVGKKVEELIARLAQKARAAGIHLVLATQRPSVDVITGLIKANIPTRIA
                     FTVSSKIDSRTILDQGGAESLLGMGDMLYMAPNSSIPVRVHGAFVRDQEVHAVVNDWK
                     ARGRPQYIDSILSGGEEGEGGGLGLDSDEELDPLFDQAVNFVLEKRRASISGVQRQFR
                     IGYNRAARIIEQMEAQQIVSTPGHNGNREVLAPPPHE"
     gene            760299..760907
                     /locus_tag="YPA_0667"
     CDS             760299..760907
                     /locus_tag="YPA_0667"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer-membrane lipoproteins carrier
                     protein"
                     /protein_id="ABG12635.1"
                     /db_xref="InterPro:IPR004564"
                     /translation="MKRLLVACCFLSGLISASALADASTDLQNRLSKVNSFHASFSQA
                     VTSSDGAVVQEGEGELWVKRPNLFNWHMTSPDESVLISDGETLWFYNPFVEQATATWL
                     KNATGNTPFMLITRNNPDDWKQYNVKQKGDDFELTPKSASGNLKQFAISVTPSGTIKS
                     FTAVEQDGQRSAYTLKSQQSSVVDASKFTFTPPKGVTLDDQR"
     sig_peptide     760299..760364
                     /locus_tag="YPA_0667"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.985 at
                     residue 22"
     gene            760918..762261
                     /locus_tag="YPA_0668"
     CDS             760918..762261
                     /locus_tag="YPA_0668"
                     /codon_start=1
                     /transl_table=11
                     /product="Recombination protein MgsA"
                     /protein_id="ABG12636.1"
                     /db_xref="InterPro:IPR000862"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSNMSLDFSQNEFQPLAARMRPLTLDQYIGQQHLLAPGKPLPRA
                     IVAGQLHSMILWGPPGTGKTTLAEIIGRYGQADVERISAVTSGIKEIREAIERARQNR
                     DAGRRTILFVDEVHRFNKSQQDAFLPHIEDGTITFIGATTENPSFELNSALLSRARVY
                     LLKALTAADIEKVIDQAMSDSSRGYGGQNILLPDETRRMMSELVGGDARRALNSLEMM
                     ADMAEIDASGVRVLTPELLKEVSGERSARFDNKGDRYYDLISAVHKSIRGSAPDAALY
                     WYARIITAGGDPLYVARRLLAIASEDVGNADPRAMQVAISAWDCFTRVGPAEGERAIA
                     QAIVYLACAPKSNAVYAAFKAAMQDARDKPDFDVPEHLRNAPTKLMKEMGLGAEYRYA
                     HDEQHAYAAGENYFPPEMAATRYYLPTSRGLEGKIGEKLAWLAEQDKNSPIKRYR"
     gene            762503..763795
                     /locus_tag="YPA_0669"
     CDS             762503..763795
                     /locus_tag="YPA_0669"
                     /EC_number="6.1.1.11"
                     /codon_start=1
                     /transl_table=11
                     /product="seryl-tRNA synthetase"
                     /protein_id="ABG12637.1"
                     /db_xref="InterPro:IPR002317"
                     /db_xref="InterPro:IPR006195"
                     /translation="MLDPNMLRNELDAVAEKLARRGFKLDVEVLRQQEERRKVLQVET
                     ESLQAERNSRSKQIGAAKARGEDIEPLRLEVNALGEKLDAAKAELDKLQNEIRDLALS
                     IPNLPDDSVPVGKNENDNIEVSRWGEPRKYDFDVKDHVSLGEMAGGLDFAAAVKLTGA
                     RFVVMKGQIARMHRALSQFMLDLHTEKHGYLEAYVPYLVNHATLYGTGQLPKFGEDLF
                     HTKPLAEESDNSNYALIPTAEVPLTNLVRDEILEEDSLPLKLTAHTPCFRSEAGSYGR
                     DTRGLIRMHQFDKVEMVQITRPEDSMAALEELTGHAEKVLQLLELPYRKVLLCTGDMG
                     FGSSKTYDLEVWLPAQDTYREISSCSNMWDFQARRMQARYRNKTDRKTRLVHTLNGSG
                     LAVGRTLVAVLENYQQADGRIQVPDVLRPYMGGLEYIG"
     gene            764034..764654
                     /locus_tag="YPA_0670"
     CDS             764034..764654
                     /locus_tag="YPA_0670"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12638.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MSAYSRPVLLLLCGLLLFTISIAVLNTLVPLWLSHQQLPTWQVG
                     MVSSSYFTGNLVGTLIAGRFIQQLGFNRSYHCSCILFALATCGLMLTVDFWSWLGWRF
                     LAGIACALIWVIVESALLRSGTLTNRGQLLAAYMMVYYLGTVIGQLLLGIVSTQLLSV
                     IPWVGALVITAMLPLLFAQFSHQSRHESPPIAVWPMLKRRSARFRY"
     sig_peptide     764034..764105
                     /locus_tag="YPA_0670"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.993) with cleavage site probability 0.656 at
                     residue 24"
     gene            764680..765183
                     /locus_tag="YPA_0671"
     CDS             764680..765183
                     /locus_tag="YPA_0671"
                     /codon_start=1
                     /transl_table=11
                     /product="MFS superfamily transporter"
                     /protein_id="ABG12639.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MGSLYGLLPLYLSHKGMSDASVGGWMALLVSSGIIGQWPMGRMA
                     DRYGRLLVLRIQVFVVILGSVAILGNYAMAPALFILGCAGFTLYPVAMAWACEKASAD
                     ELVAMNQALLMSYTLGSLAGPTMTSLLMQRYSDNLLFIMIAGVAFVYLMMLLRKPNHQ
                     QTPYAAV"
     gene            complement(765337..766071)
                     /locus_tag="YPA_0672"
     CDS             complement(765337..766071)
                     /locus_tag="YPA_0672"
                     /EC_number="1.97.1.4"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate formate-lyase 1 activating enzyme"
                     /protein_id="ABG12640.1"
                     /db_xref="InterPro:IPR001989"
                     /translation="MLGRIHSFESCGTVDGPGIRFIVFFQGCLMRCLYCHNRDTWDTH
                     GGKEVTVEELVKEAVTYRHFMNASGGGVTASGGEAILQAEFVRDWFRACHKEGIHTCL
                     DTNGFVRRYDPVIDELLDATDLVMLDLKQMDDSIHQNLVGVSNHRTLEFARYLAKRNQ
                     KTWIRYVVVPGWSDDDKSAHMLGEFTQNMSNIEKIELLPYHELGKHKWIAMGEEYKLD
                     GVKPPTKEIMDRVKGILEGYGHKVIY"
     gene            767058..767732
                     /locus_tag="YPA_0673"
     CDS             767058..767732
                     /locus_tag="YPA_0673"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12641.1"
                     /translation="MNENWNWSLVDKVVYINLKERTDRNEHIKKELEKVCFPPEKIIR
                     FEAIRAGSGFIGCAKSHLAVLKMAQENNWRNILILEDDMVFEDDDETIIRTNNFLSKL
                     NNIHWDAAFLSASYYIVNAIDDNFFKVNFAYLANSYLVNNHYYEKLINNYTESVQRLT
                     NGESSSEYGLDSNWLKIMKIDNWYGIYPVIGYQRTDISDIEYKEIDRTHQFTRTFDKM
                     KAYGSK"
     gene            complement(767850..770132)
                     /locus_tag="YPA_0674"
     CDS             complement(767850..770132)
                     /locus_tag="YPA_0674"
                     /EC_number="2.3.1.54"
                     /codon_start=1
                     /transl_table=11
                     /product="formate acetyltransferase 1"
                     /protein_id="ABG12642.1"
                     /db_xref="InterPro:IPR001150"
                     /db_xref="InterPro:IPR005949"
                     /translation="MTELNEKLAKAWHGFTKGDWQNEVNVRDFIQKNYTPYEGDESFL
                     AGSTEATDKLWAQVMEGIKLENRTHAPVDFDTDVASTIISHDAGYINKDLETIVGLQT
                     EAPLKRALIPFGGIKMVEGSCKVYGRELDPQLKKVFTEYRKTHNQGVFDVYTKDILNC
                     RKSGVLTGLPDAYGRGRIIGDYRRVAVYGIDFLMKDKLAQFNSLQADLENGKDLEMTI
                     QLREEIAEQHRALAQIKEMAAKYGCDISGPATNAREAVQWTYFGYLAAVKSQNGAAMS
                     FGRVSTFLDVYIERDMKEGKLTEIEAQELIDHLVMKLRMVRFLRTPEYDELFSGDPIW
                     ATESLAGMGVDGRTLVTKTSFRFLNTLYTMGPSPEPNMTILWSEKLPLNFKKYAAKVS
                     IDTSSVQYENDDLMRPDFNNDDYAIACCVSPMIVGKQMQFFGARANLAKTMLYAINGG
                     VDEKMKIQVGPKEAPMMDEVLDYDKVMERMDHFMDWLAKQYITALNIIHYMHDKYSYE
                     AALMALHDRDVYRTMACGIAGLSVAADSLSAIKYAKVTTIRDADGLAVDFNIEGEYPQ
                     FGNNDSRVDDIACDLVERFMKKIQKLRTYRNAVPTQSVLTITSNVVYGKKTGNTPDGR
                     RAGAPFGPGANPMHGRDQKGAVASLTSVAKLPFAYAKDGISYTFSIVPNALGKDDEVR
                     KANLAGLMDGYFHHEASIEGGQHLNVNVMNREMLLDAMENPEKYPQLTIRVSGYAVRF
                     NALTKEQQQDVITRTFTQSI"
     gene            complement(770188..771045)
                     /locus_tag="YPA_0675"
     CDS             complement(770188..771045)
                     /locus_tag="YPA_0675"
                     /codon_start=1
                     /transl_table=11
                     /product="putative formate transporter 1"
                     /protein_id="ABG12643.1"
                     /db_xref="InterPro:IPR000292"
                     /translation="MKADNPFDALLPSAMAKVAEDAGVYKATKHPMTTFYLAITAGVF
                     ISIAFVFYITATTGTAGVPFGFAKLVGGICFSLGLMLVVVCGGDLFTSTVLTTVAKAS
                     GRITWRQLATNWVNVYIGNLFGALFFVGLIWFAGQYTVANGQWGLNVLQTAEHKLHHT
                     FIEAVCLGILANLMVCLAVWMSYSGRTITDKMLAMILPVGMFVASGFEHSIANMFMIP
                     LGIVIKNFASPEFWQAIGSAPEQFAHLTVSNFIIDNLIPVTIGNIIGGGLLVGLTYWV
                     IYLRGDQQH"
     gene            complement(771742..773508)
                     /locus_tag="YPA_0676"
     CDS             complement(771742..773508)
                     /locus_tag="YPA_0676"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12644.1"
                     /db_xref="InterPro:IPR003776"
                     /translation="MTQTFIPGKDAALEDSISRFQQKLSDLGFNIEEASWLNPVPHVW
                     SVHIRDRDCPLCFTNGKGASKKAALASALGEYFERLSTNYFFADFYLGKAIAEGDFVH
                     YPNEKWFPIPADNLLPEGILDERLLAFYDPEQELVASDLVDLQSGNAKRGICSLPFTR
                     QSDLETVYIPMNIIGNLYVSNGMSAGNTANEARVQALSEVFERYVKNRIIAESISLPE
                     IPAEVLNRYPGVVEAITKLEEEGFPILSYDASLGGAYPVICVVLFNPSNGTCFASFGA
                     HPDFGVALERTVTELLQGRSLKDLDVFTAPTFDDEEVAEHTNLETHFIDSSGLISWDM
                     FKQDADYPFVDWSFKGTTEEEFATLMAIFQQEGAEVYIADYEHLGVYACRILVPGMSD
                     IYPAEDLLMANNTMGVHLRDTLLALPDTDWQPAQYLELIQQIDDEGLDDFARVRELLG
                     IASGKDNGWYTLRVGELKSMLALAGGDLEQALIWVEWTQDFNASVFTAKQANYYRCLQ
                     TLLLLNQEPDRDPMQYYNAFVKMYGQEAVDIASAALSGEIRFNGLFSVDEDLKALPAH
                     QALLGAYAKLQAAKRRHWAKSE"
     gene            773657..774694
                     /locus_tag="YPA_0677"
     CDS             773657..774694
                     /locus_tag="YPA_0677"
                     /EC_number="3.5.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="asparaginase"
                     /protein_id="ABG12645.1"
                     /db_xref="InterPro:IPR004550"
                     /db_xref="InterPro:IPR006034"
                     /translation="MKYIKLTVLAGIFVGISSPVFALPNITLLATGGTIAGGGDSATK
                     SNYTAGKLGVDALVEAVPAIKDIANIQGEQVVNIGSQDMNDDVWLTLAKKINKDCTKT
                     DGFVITHGTDTLEETAYFLDLTVNCDKPVVIVGAMRPATALGADGPLNLYNAVVVASD
                     ADSAKRGVLVAMNDMVFTGRDVVKTNTTSVQTFQSPNTGPLGYIYDGKVNYLHQPAAR
                     QLAFDISKLNTLPKVGIIYNYANASDIPAKALIADGYQGIVSAGVGNGNLYHTVFDTL
                     ATAASHGVAVVRSSRVPSGSTTEGAEIDDAKYGFVAAGALNPQKARVLLQLALTQTQK
                     PQEIQKLFHTY"
     sig_peptide     773657..773725
                     /locus_tag="YPA_0677"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 23"
     gene            774963..776057
                     /locus_tag="YPA_0678"
     CDS             774963..776057
                     /locus_tag="YPA_0678"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12646.1"
                     /db_xref="InterPro:IPR008126"
                     /translation="MFTKSNFKKSVVIITAIFSGSVFADVNIGDFNTGVIGNGTAVGN
                     NNSLGGSTNGVVVGNGGSLSNSINGVVIGNGSVSDGDGVSVGGGTSTNGGIAIGSGSN
                     ATRSDEMNIGDRQITGVKAGVADTDAANVGQLVAKAGETLNSANIYVDNQATETLNNA
                     NIYTDNKATETINNANTYTDNKSSETLNSANSYTDNKSSETLNSANTYTDSKTAEIFN
                     TTKTYMDGKSKETLNNTYDYVDSKVSSIVYDVNSYTDKTVNTAFETSLSDAKSYVDDK
                     YNQLSDKVNKNFNKTNAGISGAMAMSGIPQKFGYEKSFGMAIGAYRGQSALAVGGDWN
                     INHKTITRVNVSADTEGGVGVAAGFAFGIN"
     sig_peptide     774963..775037
                     /locus_tag="YPA_0678"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 25"
     gene            776078..777925
                     /locus_tag="YPA_0679"
     CDS             776078..777925
                     /locus_tag="YPA_0679"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12647.1"
                     /translation="MQRMQCIYIATWLIAVFTSPIVIANNTNINGSTNNNGNGTINIF
                     DASSNNDIHTLTGLGNEQLGGFSNHLIDSHNNTIDGGQSNNLVSSDGNMISAISLGDG
                     LFYGAQNNTLINSNNNLLIVTQGSTIIDSDSNTVSGISNNLIESNSNIIGNENSCYSD
                     PASPSGAWCVDNQNTLIGSDNNTITGALNGLHNSHNNDIIASSVNNLMDTHNNIIAGG
                     HYNTISGGGNNDIFGSENNVTDSTDANINGSNNYVIDGNGIGRDDLTEDNSILGGSGN
                     MGVGDSVTAITNSVVFGGNTSGNSTGSTLTDSVSVSGNGTSGNNVVNIGGAANGNNSA
                     SLGTGSVSSEGGIALGSGSIATRNDELNIGDRQITSVKKGVENTDTINVSQLNDSFDD
                     VLNLSNEYSDNSFSTVTENINNYTDASLDTVLNTTGEYTDNSILLVTNESNNYTDNGM
                     ESVSNYANIYADESLLAIYNEEANYMSNLIDVTLNNANNYTDLSVNTIIYTGKQYTDS
                     RINEYQRTFKNEFLTYSNGKFGGFDKDINQKQKQLNAGIAATMAAAVIPQKSGSKVSI
                     GVGLAGYSDQGAGSVGAIWHVNQRITMNTTMTYDTQRGVSLLTGLSIGI"
     sig_peptide     776078..776152
                     /locus_tag="YPA_0679"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.850) with cleavage site probability 0.849 at
                     residue 25"
     gene            778292..779377
                     /locus_tag="YPA_0680"
     CDS             778292..779377
                     /locus_tag="YPA_0680"
                     /EC_number="2.6.1.52"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoserine aminotransferase"
                     /protein_id="ABG12648.1"
                     /db_xref="InterPro:IPR000192"
                     /db_xref="InterPro:IPR003248"
                     /translation="MTQVYNFSAGPAMLPVEVLRRAEQELRNWHGLGTSVMEISHRSK
                     EFMQVAEESEKDLRDLLQIPANYKVLFCHGGARAQFAAVPLNLLGDRNSADYIDGGYW
                     AHSAIKEAQKYCTPNVIDVTTHDNGLTGIQPMKQWKLSDNAAYVHYCPNETIDGVAIN
                     EQPDFGNKVVVADYSSSILSRPIDISRYGVIYAGAQKNIGPAGLTLVIVREDLLGKAH
                     TALPSILDYKVLADNDSMFNTPPTFAWYLSGLVFKWLKEQGGLGEMEKRNQAKAELLY
                     GAIDRTGFYRNQVAITNRSWMNVPFQMADASLDKLFLSEAEAQGLQALKGHRVAGGMR
                     ASIYNAMPIEGVKALTDFMADFERRHG"
     gene            779540..780826
                     /locus_tag="YPA_0681"
     CDS             779540..780826
                     /locus_tag="YPA_0681"
                     /EC_number="2.5.1.19"
                     /codon_start=1
                     /transl_table=11
                     /product="3-phosphoshikimate 1-carboxyvinyltransferase"
                     /protein_id="ABG12649.1"
                     /db_xref="InterPro:IPR001986"
                     /db_xref="InterPro:IPR006264"
                     /translation="MLESLTLQPIALVNGTVNLPGSKSVSNRALLLAALAEGTTQLNN
                     VLDSDDIRHMLNALQALGVDFRLSADRTCCEVDGLGGKLVAEQPLSLFLGNAGTAMRP
                     LAAVLCLGNSDIVLTGEPRMKERPIGHLVDALRQGGAQIDYLEQENYPPLRLRGGFRG
                     GELTVDGRVSSQFLTALLMTAPLAEQDTTIRIMGDLVSKPYIDITLHLMKAFGIDVGH
                     ENYQIFHIKGGQTYRSPGTYLVEGDASSASYFLAAAAIKGGTVRVTGIGKKSVQGDTK
                     FADVLEKMGAKVTWGDDYIECSRGELQGIDMDMNHIPDAAMTIATTALFATGPTTIRN
                     IYNWRVKETDRLTAMATELRKVGAEVEEGEDYIRVVPPLQLTAADIGTYDDHRMAMCF
                     SLVALSDTPVTILDPKCTAKTFPDYFEQFARLSQLA"
     gene            781139..781831
                     /locus_tag="YPA_0682"
     CDS             781139..781831
                     /locus_tag="YPA_0682"
                     /EC_number="2.7.4.14"
                     /codon_start=1
                     /transl_table=11
                     /product="cytidylate kinase"
                     /protein_id="ABG12650.1"
                     /db_xref="InterPro:IPR003136"
                     /db_xref="InterPro:IPR011769"
                     /translation="MTAIAPVITVDGPSGAGKGTLCKALAESLNWRLLDSGAIYRVLA
                     LAALHHQVDISTEEALVPLAAHLDVRFVSQNGQLQVILEGEDVSNEIRTETVGNTASQ
                     AAAFPRVREALLRRQRAFREAPGLIADGRDMGTIVFPDAPVKIFLDASSQERAHRRML
                     QLQERGFNVNFERLLAEIQERDNRDRNRSVAPLVPAADALVLDSTSMSIEQVIEQALA
                     YAQRILALPLKK"
     gene            782005..783678
                     /locus_tag="YPA_0683"
     CDS             782005..783678
                     /locus_tag="YPA_0683"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S1P"
                     /protein_id="ABG12651.1"
                     /db_xref="InterPro:IPR000110"
                     /db_xref="InterPro:IPR003029"
                     /translation="MIESFAQLFEESLKTIETRPGSIVRGVVVSIDKDIVLVDAGLKS
                     ESAIPAEQFKNAQGELEIQVGDEVDVALDAVEDGFGETLLSREKAKRHEAWLMLEKAY
                     EEAATVTGVINGKVKGGFTVELNGIRAFLPGSLVDVRPVRDTLHLEGKELEFKVIKLD
                     QKRNNVVVSRRAVIESENSAERDQLLENLQEGMEVKGIVKNLTDYGAFVDLGGVDGLL
                     HITDMAWKRVKHPSEIVNVGDEITVKVLKFDRERTRVSLGLKQLGEDPWVAIAKRYPE
                     STKLTGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKVVNVGDVVEVMVLD
                     IDEERRRISLGLKQCKSNPWQLFAETHNKNDRVEGKIKSITDFGIFIGLDGGIDGLVH
                     LSDISWNVAGEEAVREYKKGDEIAAVVLQVDAERERISLGVKQLAEDPFNNYLSVNKK
                     GAIVTGKVTAVDAKGATVELAGGVEGYLRAFEATRDRVEDATLVLNVGDEVEAKYTGV
                     DRKNRVISLSVRAKDEADEKDAIATVNTKPEESNFSSAMAEAFKAAKGE"
     gene            783739..784023
                     /locus_tag="YPA_0684"
     CDS             783739..784023
                     /locus_tag="YPA_0684"
                     /codon_start=1
                     /transl_table=11
                     /product="integration host factor beta-subunit"
                     /protein_id="ABG12652.1"
                     /db_xref="InterPro:IPR000119"
                     /db_xref="InterPro:IPR005685"
                     /translation="MTKSELIERLAGQQSHVPAKVVEDAVKEMLEHMAGTLAEGERIE
                     IRGFGSFSLHYRAPRVGRNPKTGDKVELEGKYVPHFKPGKELRDRANIYG"
     gene            784570..786861
                     /locus_tag="YPA_0685"
     CDS             784570..786861
                     /locus_tag="YPA_0685"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12653.1"
                     /db_xref="InterPro:IPR004477"
                     /db_xref="InterPro:IPR004797"
                     /translation="MVFIALSTDRVAAAVIVGILPLIFLHQLPGPTIIGSLLALSAFL
                     WLSRNRYCQFLALIVISFLWGVWHSNGILMQTEALTQGDQQIVATINSSSLSWDDGQK
                     VVISIQKINEKRVFPPIAVNVKWPERLDQYCAGQRWAFRLRMRAVHSVLNEGGFDSQR
                     WAIANRRPLQGRIIEAKLLDAECNFRQQIISSIEQQLVGYDQRRIMLALAFGERSQLN
                     KEEWSLLRYTGTAHLMAISGLHIALAALFGGMLARLVQLLFPVSWIGPLLPLLIGWLI
                     AMIYVWLAGANSPAIRAAIALTLWLLLRLFGILCSPWQVWRWALGLILVSDPLAVLSD
                     SFWLSCLAVFSLICWFHLAPVSSRFITGWYGLVIRWFHLQFGMMLLLMPLQIGLFHGI
                     SLFSIPANLWAVPIVSLFTVPCVLLALALALLPAVADIFWFLADISLTVVLFPLNQLK
                     EGWLHTGMASVAIGYGGWLALFIWRFQWWRSHPLGVIVLCMNMVLLTQRRDEYHWRVD
                     MLDIGHGLAVVIEREGKAIIYDTGNHWPTGNMAAIVVLPLLKWRGITVEQIILSHDHQ
                     DHTGGLAVLLDAFPQATVRAPFSVKNVANTLPCKQGERWQWQGLDFDVLWPKEQVVNA
                     QNNDSCVIRINDGKHSVLLTGDLESQGERQLVSDIRGELTSTVLQVPHHGSNTSSTAP
                     FLRAVSPELALASVARYNQWRLPAKKVINRYQKNGIIWRDTSVSGQLSVYFHCDTWFV
                     KGYREQLKPRWYHQRFGVRGHNE"
     gene            786897..788645
                     /locus_tag="YPA_0686"
     CDS             786897..788645
                     /locus_tag="YPA_0686"
                     /codon_start=1
                     /transl_table=11
                     /product="transport ATP-binding protein"
                     /protein_id="ABG12654.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMNDKDLSTWQTFRRLWPTISPYKAGLIVAAIALILNAASDTFM
                     LSLLKPLLDDGFGNSNSSILKWMPLAVIGLMVVRGVTGFVSSYCISWVSGKVVMHIRR
                     RLFSHMMGMPVSFFDQQSTGTLLSRITYDSEQVAASSSSALVTVVREGASIIGLFIMM
                     FYYSWQLSLILIVIAPIVSISIRLVSKRFRNISKNMQNTMGEVTTSAEQMLKGHKEVL
                     IFGGQKVETERFDAVSNRMRQQGMKLVSASSISDPIIQLIASFALALVLYAASFPSVM
                     ETLTAGTITVVFSAMIALMRPLKSLTNVNTQFQRGMAACQTLFSILDMEQEKDEGKLE
                     VERAKGDIEFRHVTFYYPGKDTPALNDINIHLEAGKTVALVGRSGSGKSTIANLLTRF
                     YDVSEGSILLDGHDLRDYRLGALRNQVALVSQNVHLFNDTVANNIAYARNEQYSRAEI
                     EEAARMAYAMDFINKMEHGLDTVIGENGIMLSGGQRQRIAIARALLRNCPILILDEAT
                     SALDTESERAIQAALDELQKNRTSLVIAHRLSTIEKADEIVVIEDGRIVERGVHAELL
                     VQQGVYAQLNRMQFGQ"
     sig_peptide     786897..787013
                     /locus_tag="YPA_0686"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.881) with cleavage site probability 0.504 at
                     residue 39"
     gene            788642..789628
                     /locus_tag="YPA_0687"
     CDS             788642..789628
                     /locus_tag="YPA_0687"
                     /EC_number="2.4.1.182"
                     /codon_start=1
                     /transl_table=11
                     /product="lipid-A-disaccharide synthase"
                     /protein_id="ABG12655.1"
                     /db_xref="InterPro:IPR003758"
                     /translation="MIERIWSGQSRLYLLLLPLSWLYGAVTWLIRASYRLGLRSAWRS
                     PVPVIIVGNLTAGGNGKTPVVIWLVEQLQQRGYRVGVVSRGYGGKSAVYPLLLSDNTT
                     TAQAGDEPVLIFQRTGAPVAVSPKRADAIKALLQSHAVDFIITDDGLQHYALQRDFEL
                     VVIDGVRRFGNGWWLPAGPMREREGRLRSVDAAITNGGLAAEGEIPMQLVAREAVNLV
                     TGQRQPAEQLQHVVAMAGIGHPPRFFATLNLLGIKPENEHAFADHQDYSLAQLSRLTS
                     GPQILLMTEKDAVKCRAFALPNWWYLPVDAQLPSDRADKLLLNIQALSPDTK"
     gene            complement(789636..790640)
                     /locus_tag="YPA_0688"
     CDS             complement(789636..790640)
                     /locus_tag="YPA_0688"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12656.1"
                     /translation="MDHFSSVVDNRHQADDFIAQSLETFRWHHQATVSTETYQQLHDQ
                     HRLIADVVAFKGPHINHLTPRTLNIDVVQTAMAEHNMMPKAVIEGPPPRHCPILLRQT
                     SFKALEEKIAFVSNGGQIIPGHHTARFGEIEQRGAALTAKGRNLYDHLLQSAQDQLNV
                     PVNENNAAQYSAILSEKFSQFPDDYPTMRAEKLAFFRYFPTEKGLITASIQEIQEIQE
                     IQEIQEIQEIQEIQEIQEIQEIQEIQEMTLDELIDNGFIQYEPLVYEDFLPVSAAGIF
                     QSNLGEKGQSHFTGHSNKADFQRDLGIAVIDELQLYEATQQRSVAECAAALKLTLLSQ
                     "
     gene            complement(790679..791458)
                     /locus_tag="YPA_0689"
     CDS             complement(790679..791458)
                     /locus_tag="YPA_0689"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12657.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(791458..792480)
                     /locus_tag="YPA_0690"
     CDS             complement(791458..792480)
                     /locus_tag="YPA_0690"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12658.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(792507..793094)
                     /locus_tag="YPA_0691"
     CDS             complement(792507..793094)
                     /locus_tag="YPA_0691"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12659.1"
                     /translation="MPPQQFVHPDEIRAKFSSAMSDMYQTEVPLYSTLLRLVADTNTQ
                     EMVQDQKLTRHLQQTGEIERLTMERHGAIRVGTAEELKMLRRLFAVMGMVPVGYYDLA
                     PAGVPVHSTAFRAVHETSLQACPFRVFTSLLRLELIEQPTLRQLAADILAKRTIFTPQ
                     AIKLIVQHETSGGLNRCNERCNSDPHPTPEIRSRG"
     gene            793813..794022
                     /locus_tag="YPA_0692"
     CDS             793813..794022
                     /locus_tag="YPA_0692"
                     /codon_start=1
                     /transl_table=11
                     /product="cold-shock DNA-binding protein family"
                     /protein_id="ABG12660.1"
                     /db_xref="InterPro:IPR002059"
                     /db_xref="InterPro:IPR011129"
                     /translation="MTLKMGRVKWFNQSEGYGFISPHDGGSDVYVNKTAIANTKNKSL
                     NEGQDVEFSTYRSIHGPSAADVIAF"
     gene            794570..794752
                     /locus_tag="YPA_0693"
     CDS             794570..794752
                     /locus_tag="YPA_0693"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12661.1"
                     /translation="MDHRLLEIVACPVCNGKLYFNKENLELVCKVDNLAYPVRDGIPV
                     LLENEARPLSIDEKHA"
     gene            794749..795501
                     /locus_tag="YPA_0694"
     CDS             794749..795501
                     /locus_tag="YPA_0694"
                     /EC_number="2.7.7.38"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 3-deoxy-manno-octulosonate
                     cytidylyltransferase"
                     /protein_id="ABG12662.1"
                     /db_xref="InterPro:IPR004528"
                     /translation="MSFIAIIPARYASTRLPGKPLADIAGKPMVVHVMERALASGADR
                     VIVATDHPDVVKAVEAAGGEVCLTRADHQSGTERLAEVIEHYGFADDDIIVNVQGDEP
                     LVPPVIIRQVADNLAACSAGMATLAVPIASSEEAFNPNAVKVVMDAQGYALYFSRATI
                     PWERERFAQSKETIGDCFLRHIGIYAYRAGFIRRYVNWAPSQLEQIELLEQLRVLWYG
                     EKIHVAVAKAVPAVGVDTQSDLDRVRAIMLNQ"
     gene            795825..796757
                     /locus_tag="YPA_0695"
     CDS             795825..796757
                     /locus_tag="YPA_0695"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12663.1"
                     /translation="MINHLRQITGLSLMEQLKAELSVILGESITRLERISEQPYAHLY
                     AMYNRQDQAMPLLAKSYVCQGIAQQEAYKLSMLAREGDIRLPTVYGLVMIHQSPYKEI
                     LLIERLRGVSVEAPTRTGDRWNALMDQIVEGILSWHRIDSHGCVGHVESTQENNWYCW
                     YQQRVDVLWAALSNMNAPLMTQADRAVLYRAKASLALLFADFDDSSVLVHGNLTLRSM
                     LKDVRSDQLLAMLNPGPMLWAPREYDLFRLSEEGMPSQLLYRYLNKAPVSEAFVARRW
                     LYMLWDLVARFIHTGSLDRPLFDNAARQLLPWLD"
     gene            797530..798315
                     /locus_tag="YPA_0696"
     CDS             797530..798315
                     /locus_tag="YPA_0696"
                     /codon_start=1
                     /transl_table=11
                     /product="putative methyltransferase"
                     /protein_id="ABG12664.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR001601"
                     /translation="MQDRNFDDIAEKFSRNIYGTTKGMIRQAVVWQDITELLTQLPPR
                     PLRILDAGGGEGHMACQLAALGHQVLLCDLSAEMVQRAKAAAHEKGVSHNMQFIQSAA
                     QDIRQHLEQPVDLILFHAVLEWIAEPQQVLQILFDTLKPGGALSLMFFNANGLVMRNA
                     VLGNFQLAIPGVKRRRQRSLSPQYPLDPPTVYGWLEQMGLSIRGKTGVRVFHDYMKNK
                     QQQIDEFAELLALEQRYCRQEPFISLGRYVHVMAFKPNLKDPL"
     gene            798312..799634
                     /locus_tag="YPA_0697"
     CDS             798312..799634
                     /locus_tag="YPA_0697"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial condensin subunit MukF"
                     /protein_id="ABG12665.1"
                     /db_xref="InterPro:IPR010916"
                     /translation="MSEFSQTVPELVAWARKNDFSITLPTERLAFLMAIAALNGERLD
                     GEMSEGELVDAFRHVSKGFEQTTETVTVRANNAINDMVRQRLLNRFTSELADGNAIYR
                     LTPLGIGITDYYIRQREFSTLRLSMQLSIVAQELQRAAEAAEEGGDEFHWHRNVFAPL
                     KYSVAEIFDSIDMTQRLMDEQQHSVKEDIAALLNQDWRAAIASCEMLLSETSGTLREL
                     QDTLEAAGDKLQANLLRIQEATIGNAGLDLVDKLVFDLQSKLDRIISWGQQAIDLWIG
                     YDRHVHKFIRTAIDMDKNRVFAQRLRQSVQHYFDNPWTLTHANADRLLDMRDEELALR
                     SEEVTGELPPDLEFEEFNAIREQLTAMIEQALLVYQQQQIPLNLGEVMRDYLAQYPRA
                     RHFDVARILVDQAVRLGVAEADFSGLPAEWLAINDYGAKVQAHVINKY"
     gene            799615..800343
                     /locus_tag="YPA_0698"
     CDS             799615..800343
                     /locus_tag="YPA_0698"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial condensin subunit MukE"
                     /protein_id="ABG12666.1"
                     /translation="MSSTNIEVVMPVKLAQALANTLFPALDSQLRAGRHIGIDELDNH
                     AFLMDFQEQLEEFYARYNVELIRAPEGFFYLRPRSTTLIPRSVLSELDMMVGKILCYL
                     YLSPERLAHEGIFSQQELYEELLSLADESKLLKFVNQRSTGSDLDKQKLQEKVRTSLN
                     RLRRLGMIYFMGNDSTKFRITEAVFRFGADVRSGDDQREAQLRMIRDGEAMAVENSLS
                     LHDESDDADVTMGNAADSVEDEQE"
     gene            800340..804797
                     /locus_tag="YPA_0699"
     CDS             800340..804797
                     /locus_tag="YPA_0699"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial condensin subunit MukB"
                     /protein_id="ABG12667.1"
                     /translation="MIERGKFRSLTLVNWNGFFARTFDLDELVTTLSGGNGAGKSTTM
                     AAFVTALIPDLTLLHFRNTTEAGATSGSRDKGLHGKLRAGVCYSTLDVVNSRHQRVVV
                     GVRLQQVAGRDRKVDIKPFTIQGLPTAIQPTEILTELVAERQARVLSLPELKERVEAM
                     EGVQFKQFNSITDYHSLMFDLGVIPKRLRSSADRSKFYRLIEASLYGGISSAITRSLR
                     DYLLPENSGVRKAFQDMEAALRENRMTLEAIRVTQSDRDLFKHLISEATSYVAADYMR
                     HANERRIHLDSALVLRRDLFSSRKQLVTEQYRHVEMSRELAEQSGAESDLETDYQAAS
                     DHLNLVQTAMRQQEKIERYQSDLEELTYRLEEQSEVVSEASEQQADNEARAEAAELEV
                     DELKSQLADYQQALDVQQTRAIQYQQALQALERARALCQLPELTADNAEEWLETFHAK
                     EQEATESLLQLEQKLSVADAAHSQFEQAYQLVVNIAGEVSRSEAWQTARELLRDWPSQ
                     QHLAERVQPLRMRLSELEQRLRAQQDAERLLQEFCKRQGNAYQPEELEALQRELESQV
                     EELSLSVSDAGERRMAMRQELEQLKLKIQELTARAPVWLAAQDALSQLSEQSGEALED
                     SRQVTEYMQQLLERERETTVERDEIAASKRAIEAQIERLSQPSGAEDARLIALAERFG
                     GVLLSEIYDDVTIDDAPYFSALYGPSRHGIVVPDLSLVREHLQGLDDCPEDLYLIEGD
                     PQSFDDSVFAVEEHEKAVVVKIADRQWRYSRYPEVPLFGRAARENRLETLYQERDRLA
                     ERYATLSFDVQKTQRTHQAFSRFIGSHLAVAFDADPEAEIRLLNTRRGEIERALNAHE
                     DQNQQQRQQFDQAKEGISALNRLIPLVSLLLDETLTDRVEEITEELAEAQEAARYIQQ
                     HGVSLTKLEPLLSVLQSDPQQHEQLQESYVLAQNSQRLAKQQAFALTEVVQRRAHFSY
                     TDSAGMLTENSDLNDKLRQRLEQAEAERTRAREQLRQYQSQFTQYSQVLASLKSSYDA
                     KRDMLKELSQELVDIGVPADANAEARARARRDELHAALSTNRSRRNQLEKQLTFCEAE
                     MDSLQKKLRKLERDYHQIREQVVNAKAGWCAVMRMVKDNGVERRLHRRELAYMDGDEL
                     RSMSDKALGALRLAVADNEHLRDVLRLSEDPKRPERKIQFYIAVYQHLRERIRQDIIR
                     TDDPVEAIEQMEIELGRLTEELTAREQKLAISSKSVSNIIRKTIHREQNRIRMLNQGL
                     QAVSFGQVKSVRLNVNVREAHATLLDVLSEQQEQHQDLFNSNRLTFSEALAKLYQRLN
                     PQMDMGQRLPQTIGEELLDYRNYLELEVEVYRGADGWLRAESGALSTGEAIGTGMSIL
                     VMVVQSWEEESRRLRGKDISPCRLLFLDEAARLDAKSIATLFELCERLEMQLIIAAPE
                     NISPEKGTTYKLVRKVFQNHEHVHVVGLRGFANEMPSLPPIAAELQQGG"
     gene            805013..805471
                     /locus_tag="YPA_0700"
     CDS             805013..805471
                     /locus_tag="YPA_0700"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12668.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            805755..807611
                     /locus_tag="YPA_0701"
     CDS             805755..807611
                     /locus_tag="YPA_0701"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12669.1"
                     /db_xref="InterPro:IPR002052"
                     /translation="MSMIKRKLQRALVLYCALVCSLMTVFTASAAAPVMPVDSSSALP
                     ARGATMSVAQSRSQLLAALPKDVVPLYAAELASLYAANQMQPMWQDRVAVQRFQQQLA
                     EVGLSGIQPQFMQWVKWLSEPEITGMARDIILSDAMLGYLHFISGVGANGSVWLYSNV
                     PYKMAMPPAAVLNAWQKAVNEGSTASYLASLAPQHPQYDKMQQALKLMLADRRPWPQM
                     PTGPSLRPGQLSDDIPALREILDRTGMLHPTTPVKAPEVIPVENPTVAVVNDDLSVDE
                     EKNRTQTNSLVVSPSAVSVPESDDAAPAPMPPVSVVTLTDNIYTPELVEAVKRFQQWQ
                     GLTDDGVIGPRTREWLNVSPQTRATLLALNIQRLRILPGHVDNGIMVNIPNYSLNYYK
                     DGAEVLSSRVIVGRPSRKTPLMSSALNNVVVNPPWNVPTSLVRQDIVPKARNDAGYFQ
                     RNGYTVLSGWSNDAEVINPSMIDWSIISPNNFPYRLRQAPGANNSLGRFKFNMPSSDA
                     IYLHDTPNHGLFQKDIRALSSGCVRVNKASDLANMLLQDAGWNDARVSSKVKQGDTTY
                     VNIRQRVPVQLYYLTAWVAEDGKPQFRTDIYNYDKMVRSGAQISQQAEFLLQ"
     sig_peptide     805755..805847
                     /locus_tag="YPA_0701"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.917 at
                     residue 31"
     gene            807835..808383
                     /locus_tag="YPA_0702"
     CDS             807835..808383
                     /locus_tag="YPA_0702"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12670.1"
                     /translation="MDKIDNNRRKWLTLGGVALGMSLLPGPVFATLSTPRPRILTLNN
                     LNTGESIKAEFFDGRNYNKDELSRLNHIFRDYRANKVKKIDPRLFDQLYRLQVLLETT
                     KPVQLISGYRSLGTNNELREHSRGVAKQSYHTKGQAMDFHIEGIQLSYIRKAALKMRA
                     GGVGYYPRSNFVHIDTGPTRAW"
     sig_peptide     807835..807927
                     /locus_tag="YPA_0702"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 31"
     gene            808444..809091
                     /locus_tag="YPA_0703"
     CDS             808444..809091
                     /locus_tag="YPA_0703"
                     /codon_start=1
                     /transl_table=11
                     /product="metallo-beta-lactamase superfamily protein"
                     /protein_id="ABG12671.1"
                     /translation="MKYQIIPVTAFSQNCTLIWCEATGQAALVDPGGEATKIIAEVER
                     QGVTISQVLLTHGHLDHVGAAAEVAAHFQVPIYGPEKEDTFWLEGLPAQSRMFGLSEC
                     EAFTPTRWLEEGDKITVGEIELSVLHCPGHTPGHIVFIDPQGRLALVGDVIFKGGVGR
                     SDFPRGDHQQLINSIRTKLLPLGDDITFIPGHGPMSTLGHERQTNPFIREEPAIW"
     gene            complement(809515..810720)
                     /locus_tag="YPA_0704"
     CDS             complement(809515..810720)
                     /locus_tag="YPA_0704"
                     /EC_number="2.6.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="L-aspartate aminotransferase"
                     /protein_id="ABG12672.1"
                     /db_xref="InterPro:IPR000796"
                     /db_xref="InterPro:IPR004838"
                     /translation="MEASDMFEKITAAPADPILGLTDIFRADDRAHKINLGIGVYKDE
                     TGKTPVLTSVKKAEQYLLENEATKNYLGIDGLPVFASCTQELLFGANSAIIADKRART
                     AQTPGGTGGLRIAADFIAHQTSAKRVWVSNPSWPNHKNVFEAAGLEVVEYAYYDAANH
                     ALDFDGLLNSLSEAQAGDVVLFHGCCHNPTGIDPTETQWSQLAELSVAKGWLPLFDFA
                     YQGFANGLEEDAQGLRIFAATHQELIVCSSYSKNFGLYNERVGACTLVAADSNVADTA
                     FSQVKAVIRANYSNPPAHGASVVATILSNAALRAIWEQELTDMRQRIQRMRQLFVNTL
                     QEKGAQQDFSFIINQNGMFSFSGLTKEQVLRLRDEFAVYAVNSGRVNVAGMTPDNMAP
                     LCEAIVAVL"
     gene            complement(810962..811654)
                     /locus_tag="YPA_0705"
     CDS             complement(810962..811654)
                     /locus_tag="YPA_0705"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane porin C protein"
                     /protein_id="ABG12673.1"
                     /db_xref="InterPro:IPR001702"
                     /db_xref="InterPro:IPR003229"
                     /translation="MLPVFGGDSISNSDNFMAGRSTGLATYRNNNFFGLVDGLNFALQ
                     YQGKNDRSEVKEANGDGFGIGSTYDIGNGINFGAGFSSSNRTLDQKYGSTAEGDKAQA
                     WNVGAKYDANNVYLAVMYAETQNLTPYGSFSDTIANKTRDIEITAQYQFDFGLRPSLG
                     YVQSKGKDLNDVDANHDLLKYVSVGTYYYFNKNMSTYVDYKINLLDEDEFTIANGLNT
                     DNVVAVGLVYQF"
     gene            complement(811719..812045)
                     /locus_tag="YPA_0706"
     CDS             complement(811719..812045)
                     /locus_tag="YPA_0706"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane porin C protein"
                     /protein_id="ABG12674.1"
                     /db_xref="InterPro:IPR001897"
                     /translation="MMKRNILAVVIPALLAAGAANAAEIYNKDGNKLDLYGKVDARHS
                     FSDNNKQDGDKSYVRFGFKGETQITDQLTGYGQWEYNIQANNAEDTGAQDGQRNPSGL
                     CWSEIC"
     sig_peptide     complement(811977..812045)
                     /locus_tag="YPA_0706"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 23"
     gene            complement(812343..813743)
                     /locus_tag="YPA_0707"
     CDS             complement(812343..813743)
                     /locus_tag="YPA_0707"
                     /codon_start=1
                     /transl_table=11
                     /product="asparaginyl-tRNA synthetase"
                     /protein_id="ABG12675.1"
                     /db_xref="InterPro:IPR002312"
                     /db_xref="InterPro:IPR004522"
                     /db_xref="InterPro:IPR006195"
                     /translation="MSVVPVVDVLQGRAAVGSEVTVRGWVRTRRDSKAGISFVAVYDG
                     SCFDPLQAVVNNTLPNYQDEVLHLTTGCSVEVTGTVVASPGEGQSFEIQATAINVVGW
                     VDDPDTYPMAAKRHSIEYLREVAHLRPRTNLIGAVARVRHTLAQAIHRFFDENGYFWV
                     STPLITASDTEGAGEMFRVSTLDLENLPRTDTGAVDFSEDFFGKEAFLTVSGQLNGET
                     YACALSKVYTFGPTFRAENSNTSRHLAEFWMVEPEVAFASLDDVAGLAEKMLKYVFQA
                     VLNERADDMKFFAERVDKDAVDRLQRFVTSDFAQVDYTDAIEILLASGQKFENDVSWG
                     IDLSSEHERYLAEKHFKAPVVVKNYPKDIKAFYMRMNEDGKTVAAMDVLAPGIGEIIG
                     GSQREERLDVLDARLAEMGLNKEDYWWYRDLRRYGTVPHSGFGLGFERLISYVTGVQN
                     VRDVIPFPRTPRNASF"
     gene            complement(814242..815462)
                     /locus_tag="YPA_0708"
     CDS             complement(814242..815462)
                     /locus_tag="YPA_0708"
                     /EC_number="6.3.4.21"
                     /codon_start=1
                     /transl_table=11
                     /product="putative nicotinate phosphoribosyltransferase"
                     /protein_id="ABG12676.1"
                     /db_xref="InterPro:IPR006406"
                     /translation="MLYSAMTQDASPILTSLLDTDAYKLHMQQAVFHHYRHITVAAEF
                     RCRSDELLGVYADEIRHQVTLMGQLALTSDEFIYLSSLPFFQDDYLHWLRDFRFKPEQ
                     VSVAVHDGKLDIRIAGLWCEVIMWEVPLLAVISEIVHRRRSTQVTTDQAVQQLRTKLE
                     QFNALSADIDITHFKLMDFGTRRRFSREIQHTVVSTLKDEFPYLVGTSNYDLARTLAL
                     APVGTQAHEWFQAHQQISPTLANSQRVALQVWLDEYPNQLGIALTDCITMDAFLRDFD
                     LAFANRYQGLRHDSGDPIEWGEKAIAHYEKLGIDPMKKVLVFSDNLDLEKALFLYRHF
                     YQRIKLVFGIGTRLTCDIPDVKPLNIVIKLVECNDKPVAKLSDSPGKTICQDPAFVDQ
                     LRKAFALPLVKKAS"
     gene            816163..818778
                     /locus_tag="YPA_0709"
     CDS             816163..818778
                     /locus_tag="YPA_0709"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aminopeptidase N"
                     /protein_id="ABG12677.1"
                     /db_xref="InterPro:IPR001930"
                     /db_xref="InterPro:IPR006025"
                     /translation="MTQQPQAKYRHDYRAPDYTITDIDLDFALDAQKTTVTAVSKVKR
                     QGTDVTPLILNGEDLTLISVSVDGQAWPHYRQQDNTLVIEQLPADFTLTIVNDIHPAT
                     NSALEGLYLSGEALCTQCEAEGFRHITYYLDRPDVLARFTTRIVADKSRYPYLLSNGN
                     RVGQGELDDGRHWVKWEDPFPKPSYLFALVAGDFDVLQDKFITRSGREVALEIFVDRG
                     NLDRADWAMTSLKNSMKWDETRFGLEYDLDIYMIVAVDFFNMGAMENKGLNVFNSKYV
                     LAKAETATDKDYLNIEAVIGHEYFHNWTGNRVTCRDWFQLSLKEGLTVFRDQEFSSDL
                     GSRSVNRIENVRVMRAAQFAEDASPMAHAIRPDKVIEMNNFYTLTVYEKGSEVIRMMH
                     TLLGEQQFQAGMRLYFERHDGSAATCDDFVQAMEDVSNVDLSLFRRWYSQSGTPLLTV
                     HDDYDVEKQQYHLFVSQKTLPTADQPEKLPLHIPLDIELYDSKGNVIPLQHNGLPVHH
                     VLNVTEAEQTFTFDNVAQKPIPSLLREFSAPVKLDYPYSDQQLTFLMQHARNEFSRWD
                     AAQSLLATYIKLNVAKYQQQQPLSLPAHVADAFRAILLDEHLDPALAAQILTLPSENE
                     MAELFTTIDPQAISTVHEAITRCLAQELSDELLAVYVANMTPVYRIEHGDIAKRALRN
                     TCLNYLAFGDEEFANKLVSSQYHQADNMTDSLAALAAAVAAQLPCRDELLAAFDVRWN
                     HDGLVMDKWFALQATSPAANVLVQVRTLLKHPAFSLSNPNRTRSLIGSFASGNPAAFH
                     AADGSGYQFLVEILSDLNTRNPQVAARLIEPLIRLKRYDAGRQALMRKALEQLKTLDN
                     LSGDLYEKITKALAA"
     gene            819414..820424
                     /locus_tag="YPA_0710"
     CDS             819414..820424
                     /locus_tag="YPA_0710"
                     /EC_number="1.3.98.1"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroorotate oxidase A"
                     /protein_id="ABG12678.1"
                     /db_xref="InterPro:IPR001295"
                     /db_xref="InterPro:IPR003009"
                     /db_xref="InterPro:IPR005719"
                     /translation="MYYPLVRKALFQLDPERAHELTFRQLKRVSGTPLEFLVRQSVPT
                     KPVSCMGLSFKNPVGLAAGLDKDGECIDALGAMGFGFIEVGTVTPRPQVGNDKPRLFR
                     IVEAEGLINRMGFNNHGVDNLIENVKKSHFGGILGINIGKNKDTPVEQGKEDYLICMD
                     KIYPYAGYIAINISSPNTPGLRSLQYGEALDDLLAAIKDKQTELHQRHHKYVPVAVKI
                     APDLTEEELIQIADSLVRHNIDGVIATNTTLDRSLIQGLNYCEQAGGLSGRPLQLRST
                     EVIHRLSQELKGRLPIIGVGGIDSVTAAREKMAAGASLIQIYSGFIFRGPGLIKNIVT
                     HI"
     gene            820607..821158
                     /locus_tag="YPA_0711"
     CDS             820607..821158
                     /locus_tag="YPA_0711"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12679.1"
                     /translation="MRIKPDDKWRWYFDTEHDRLMLDLANGMIFRSRFPSKMLTPDAF
                     DESAFCVDDAALYFEFEDQCRQIKLSNEQRSELVLNALVACRFLKPLMPKSWHFVQQP
                     KVLIPQNGELTLVTVLDNGENVRLLVVEPSCSASLCLLAQSQVVLAGRQLVLGDAIKI
                     MNNRLLPLMVEEVNTTTAYDRAV"
     gene            complement(821184..822293)
                     /locus_tag="YPA_0712"
     CDS             complement(821184..822293)
                     /locus_tag="YPA_0712"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-sulfur binding protein"
                     /protein_id="ABG12680.1"
                     /db_xref="InterPro:IPR006058"
                     /translation="MITLSRLYVHPVKSMRGLQLSHAQVSRSGLAFDRVFMITEPDGM
                     FITARQYPKMVMFTPALMADGLYLTAPDGESASIRFNDFLANPAPTEVWGNHFTALIA
                     PEAINSWLSGYFQRDVQLRWVGTELTRRVKPLPEVPLSFADGFPYLLINEASFKDLQQ
                     RCPASIKLEQFRPNLVITGTTAFAEDCWQVIRIGDITFDLVKPCSRCVLTTVSVERGQ
                     KHPAGEPLRTLQTFRTAENGDVDFGQNMVARNSGIIRVGDEVEVLITKPPRPYGAGAV
                     VESLSAPQDQSKTVSIEYNGIRFNGNNQQILLEQLEQQNIRIPYSCRAGICGSCRVTL
                     LTGDVAALKKSAVGNDGTILCCSCIPKGDISLSGK"
     gene            822396..824516
                     /locus_tag="YPA_0713"
     CDS             822396..824516
                     /locus_tag="YPA_0713"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12681.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR000241"
                     /db_xref="InterPro:IPR002052"
                     /db_xref="InterPro:IPR002296"
                     /translation="MNSLFASTARGLEELLKSELEALGAHDCKIVQGGVHFQGDDRLM
                     YQSLLWSRLASRILLPLNEFKVYSDLDLYLGVQAIDWPSIFGVDKTFAVHFSGVNDEI
                     RNSQYGALKVKDAIVDSFTRKMDQRPTVAKQQPDIRVNVFLQRDMASVALDLSGEGLH
                     QRGYRDLTGQAPLKENLAAAIIQRSGWQPGTPMVDPMCGSGTLLIEAAMMASDRAPGL
                     HRGHWGFTAWNAFNEALWRELTTEAQVRARRGLLETSSRFFGSDIDRRVIEMARANAR
                     RAGVAELITFNANDISKLVNPLPEGPVGTVISNPPYGERLESEPALIALHNMFGRMMK
                     TAFGGWRLSLFSASPELLSCLQLRADREFKAKNGPLDCVQKNYQLTANPLGAGGALVA
                     EDYANRLRKNVKKLDKWAKQQGIECYRLYDADLPDYNVAVDRYGSKVVVQEYAPPKTI
                     DPQKARQRLFDVINATLAVLELPSNQLVLKTRERQKGKNQYEKLAQKGEFLLVSEYNA
                     KLWVNLTDYLDTGLFLDHRIARQMLGKMSQGKDFLNLFAYTGTASVHAGLGGARSTTT
                     VDMSRTYLEWAEKNLRVNGLTGQQHRLIQADCLSWLSNTDEQFDVIFIDPPTFSNSKR
                     METTFDVQRDHLVLMKELKRLLRRKGTIMFSNNKRGFQMDLAGIAALGLEAKEITALT
                     QSEDFARNRQIHNCWLVTHSQEEK"
     gene            824522..826435
                     /locus_tag="YPA_0714"
     CDS             824522..826435
                     /locus_tag="YPA_0714"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter ATP-binding protein"
                     /protein_id="ABG12682.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSLISMSGAWLSFSDAPLLDNTELHIEANERVCLVGRNGAGKST
                     LLKILSKEVALDDGRIIYEQDLIVARLQQDPPRNVAGTVFDFVAEGVQEQAEHLKAYH
                     ATLHQVELDPSEKNLNRLAALQEILDHQGLWQLDSRIQEVLVQLGLSADAELSSLSGG
                     WLRKAALGRALVSSPKVLLLDEPTNHLDIETINWLEGFLKEFQGSIVFISHDRSFIRA
                     MATRIVDLDRGKLVSWPGNYELYLASKEEALRVEELQNAEFDRKLAQEEVWIRQGIKA
                     RRTRNEGRVRALKALRMERSQRREVMGTAKMQVEETVRSGKIVFDLENVNYQIDGKVL
                     VKDFTAQVQRGDKIALVGPNGCGKTTLLKLMLGQLNADSGKVHCGTKLEVAYFDQHRA
                     ELDPERTVMDNLAEGKQEVMVNGRSRHVLGYLQDFLFHPKRAMTPVKALSGGERNRLL
                     LAKLFLKPSNLLILDEPTNDLDVETLELLEEMVDSYQGTVLLVSHDRQFVDNSVTECW
                     IFEGNGQINSFVGGYYDAHQQRAEAKPIRQAALKIEETKASTSVKSPAPAAKKPGKLS
                     YNLQRELDQLPQQLEKLENDISKLQAEVSDTDFFSRPHEETQQVLKTLADTEQALEVA
                     FSRWEELEAQKNG"
     gene            826564..827850
                     /locus_tag="YPA_0715"
     CDS             826564..827850
                     /locus_tag="YPA_0715"
                     /codon_start=1
                     /transl_table=11
                     /product="putative paraquat-inducible protein A"
                     /protein_id="ABG12683.1"
                     /db_xref="InterPro:IPR005219"
                     /translation="MCAVIEPVNGGQSGSILLCQQCDMSVALPPLPYGTKAVCPRCKT
                     TLTARWEEPRKRPIGYALSALFMLLLANLFPFVDMRVAGITSEISLIQIPQVMLSDNY
                     VSIATLFMVLVQLIPAFCMVAIILLCLRVRMPIRWKTAMAKALFQFKTWCMVEIFLAG
                     VLVSFVKLMAYGEIGIGSSFIPYCLFCLLQVRAFQCIDRHWMWQDIAPAPAVPYRLIP
                     GRTGLRQGLRSCSCCTAILPQDQVECPRCYTHGYVRRRNSLQWTMALLVTSILLYIPA
                     NMMPIMITESLGNQMNSTIMAGVIFLWSEGSYPVALVIFIASIMVPSLKMLAIAWLCW
                     DAKGKGNTDTERMHFIYEIVEFVGRWSMVDVFVIAVLSSLVRIGQLMSIYPAIGALLF
                     AMVVILTMFSALTFDPRLTWDRINETTQKEPQGDGQ"
     gene            827810..829489
                     /locus_tag="YPA_0716"
     CDS             827810..829489
                     /locus_tag="YPA_0716"
                     /codon_start=1
                     /transl_table=11
                     /product="putative paraquat-inducible protein B"
                     /protein_id="ABG12684.1"
                     /translation="MKQLRRSRKVTDNNPSQSVAEIEKIKRWSPVWIIPIVTALIGAW
                     ILFYHFSNQGPQVVLTTLNAEGIEAGKTKIKSRSVDVGMVEKVTLSEDLNHVIIQARL
                     NSGMNTLLHGDTVFWVVKPQIGREGISGLGTLLSGAYIELQPGSNGKALNEFRLLDSP
                     PLASPDAKGLRIMLDSDQAGQLNAGDPVLFRGYRVGSVETSTFDPQSRLMRYQLFIGA
                     PYDSLVTSNVRFWKDSGVAVDLSSQGMRVEMASLATLFSGGVSFDVPDGLEQGKPVTQ
                     DKAEFKLFDDRSSIQNSLYIEHENFLLFFSDSVRGLQSGAPVEFRGIRVGTVGDVPFF
                     AEGMKQQVDNDFRIPVLIRIEPGRFRDDLGPDTNFEQVLKTAKERGLRASLKSGNLLT
                     GALFVDLDFYPDAKPWKGPQEIAGYPLLPTISGGLAQIQQKVMQTLDKINNLPLNPMV
                     NEVTKALAESQKTMRETQKVLASLNTITSSQSMQELPKDLQKTLNELNRSMKGFQPGS
                     PAYNKMVGDMQRLDQVLRELQPVLRTLNEKSNALVFEAAGSQDPQPKKAKK"
     gene            829486..830064
                     /locus_tag="YPA_0717"
     CDS             829486..830064
                     /locus_tag="YPA_0717"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein protein"
                     /protein_id="ABG12685.1"
                     /translation="MMKWMAVIVALLLSACSSETSKTYYQLPALNQLPALNAPATVSS
                     SVASRQLWVEHVSVADYLAAVGVVYQTNDVQYVIANNNLWASPLDQQLQQTLVTNLSY
                     SLPGWLVSAQPLDSDQDVLNVTVTGFHGRYDGRAVIRGVWILKHQGQLIKQPFNLELK
                     QSEDGYDALVRTLAEGWQQEAKTIAAQLQKIK"
     sig_peptide     829486..829551
                     /locus_tag="YPA_0717"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.488 at
                     residue 22"
     gene            830699..831157
                     /locus_tag="YPA_0718"
     CDS             830699..831157
                     /locus_tag="YPA_0718"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12686.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(831274..832302)
                     /locus_tag="YPA_0719"
     CDS             complement(831274..832302)
                     /locus_tag="YPA_0719"
                     /EC_number="2.3.1.41"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-protein] synthase II"
                     /protein_id="ABG12687.1"
                     /db_xref="InterPro:IPR000719"
                     /db_xref="InterPro:IPR000794"
                     /translation="MGRWWRYKWITFHPSLTHADNTEKQERTATIIGAGIGGFPAIAH
                     AVRTSDSRGPKRLSPFTVPSFLVNLAAGHVSIKHHFKGPIGAPVTACAAGVQAIGDAV
                     RMIRNNEADVALCGGAEAVIDTVSLAGFAAARALSTHFNSTPEKASRPFDTARDGFVM
                     GEGAGLLIIEELEHALARGAKPLAEIVGYGTSADAYHMTSGAEDGDGAYRAMKIALRQ
                     AGITPEQVQHLNAHATSTPVGDLGEINAIKHLFGESNALAITSTKSATGHLLGAAGGL
                     ETIFTVLALRDQIVPATLNLENPDPAAKGLNIIAGNAQPHDMTYALSNGFGFAGVNAS
                     ILLKRWVD"
     gene            complement(832318..833097)
                     /locus_tag="YPA_0720"
     CDS             complement(832318..833097)
                     /locus_tag="YPA_0720"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12688.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(833097..834119)
                     /locus_tag="YPA_0721"
     CDS             complement(833097..834119)
                     /locus_tag="YPA_0721"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12689.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(834133..834507)
                     /locus_tag="YPA_0722"
     CDS             complement(834133..834507)
                     /locus_tag="YPA_0722"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12690.1"
                     /translation="MSTRHVVITGMGVVSPLGCGIETVWQRLLAGQSGIRVLSDEIVG
                     DLPAKIGGQVPTLAEDAKAGFDPDKAVTPKDQKKMDRFIEFAMAAADEAISQAGWHAV
                     TNGAIVIHTQRLKSDPGGNLLS"
     gene            complement(835207..835833)
                     /locus_tag="YPA_0723"
     CDS             complement(835207..835833)
                     /locus_tag="YPA_0723"
                     /EC_number="4.2.1.59"
                     /codon_start=1
                     /transl_table=11
                     /product="3-hydroxydecanoyl-[acyl-carrier-protein]
                     dehydratase"
                     /protein_id="ABG12691.1"
                     /db_xref="InterPro:IPR010083"
                     /translation="MAITLAKLVQPGLIGLAQRTAVRYSAHFTNIRLTENMVDKRESY
                     TKEDLEASGRGELFGAGGPPLPAGNMLMMDRIVKMIEDGGSHNKGYVEAELDINPDLW
                     FFGCHFIGDPVMPGCLGLDAMWQLVGFYLGWLGGEGKGRALGVGEVKFTGQVLPDAKK
                     VTYRINFKRVIMRKLIMGVADGEVLVDGKVIYTATDLKVGLFKDTNAF"
     gene            complement(835794..837416)
                     /locus_tag="YPA_0724"
     CDS             complement(835794..837416)
                     /locus_tag="YPA_0724"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Lon protease"
                     /protein_id="ABG12692.1"
                     /db_xref="InterPro:IPR001984"
                     /translation="MTLFCHPQSQPRFMLIKAQESTDYLALIAQAVKALQPEASNLLG
                     GDYLVHGHHVTWQSAQHGDERFAAQSTCLYQEWVEPEQLFGCVRMYKDQITLQPGLVH
                     QVNGGVLILSVRALQAQPLMWLRLKQMIVQQRFDWLSTDETRPLPVHIPSMPLDLRLI
                     LVGDRLGLADFHDMEPELGDLAIYGEFEAELPLVDIEGMALWCGYINTLLQQKQLPAL
                     SADAWPVLFRQAVRYSGDQGSLPLCPQWLTQQLAEAALYAENDTISANALEAALNARN
                     WRQNYLAERMQDEIELGQILVETEGHVVGQINALSVLEYPGHPHAFGEPARISCVVHL
                     GDGEFVDVERKAELGGNIHAKGMMIMQAFLMSELELDQPLPFSASIVFEQSYGEVDGD
                     SASLAELCALVSALSQQPINQQIAVTGSVDQFGNVQPIGGVNEKIEGFFETCQRRGLT
                     GNQGVILPTTNVRHLCLNQAVVEAVQKGQFHLWAVDTVAEALPLLTGVTYDDEQQPSL
                     LGAIQERIAQINPQDKRRWPWPLRWLNWFNQG"
     gene            837717..838211
                     /locus_tag="YPA_0725"
     CDS             837717..838211
                     /locus_tag="YPA_0725"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12693.1"
                     /translation="MLGLSYTVTEELTMKYQQLENLESGWKWAYLVKKHREGEAITRH
                     IENSAAQDAVEQLMKLENEPVKVQEWIDAHMNVNLATRMKQTIRARRKRHFNAEHQHT
                     RKKSIDLEFLVWQRLAVLARRRGNTLSDTVVQLIEDAERKEKYASQMSSLKQDLKDIL
                     DKEV"
     gene            complement(838380..838838)
                     /locus_tag="YPA_0726"
     CDS             complement(838380..838838)
                     /locus_tag="YPA_0726"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12694.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(839028..840089)
                     /locus_tag="YPA_0727"
     CDS             complement(839028..840089)
                     /locus_tag="YPA_0727"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane porin A protein"
                     /protein_id="ABG12695.1"
                     /db_xref="InterPro:IPR001035"
                     /db_xref="InterPro:IPR002368"
                     /db_xref="InterPro:IPR006664"
                     /db_xref="InterPro:IPR006665"
                     /translation="MKKTAIALAVALVGFATVAQAAPKDNTWYTGGKLGWSQYQDTGS
                     IINNDGPTHKDQLGAGAFFGYQANQYLGFEMGYDWLGRMPYKGDINNGAFKAQGVQLA
                     AKLSYPVAQDLDVYTRLGGLVWRADAKGSFDGGLDRASGHDTGVSPLVALGAEYAWTK
                     NWATRMEYQWVNNIGDRETVGARPDNGLLSVGVSYRFGQEDAAAPIVAPTPAPAPIVD
                     TKRFTLKSDVLFGFNKANLKPEGQQALDQLYAQLSSIDPKDGSVVVLGFADRIGQPAP
                     NLALSQRRADSVRDYLVSKGIPADKITARGEGQANPVTGNTCDNVKPRAALIECLAPD
                     RRVEIEVKGYKEVVTQPQA"
     sig_peptide     complement(840024..840089)
                     /locus_tag="YPA_0727"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.997 at
                     residue 22"
     gene            complement(840447..840953)
                     /locus_tag="YPA_0728"
     CDS             complement(840447..840953)
                     /locus_tag="YPA_0728"
                     /codon_start=1
                     /transl_table=11
                     /product="SOS cell division inhibitor SulA"
                     /protein_id="ABG12696.1"
                     /translation="MRTQSLKPYHANYHSLTTNDSPTRVDAPTDSGLISEFVYSENQP
                     VVTQLLLPLLQQLSKQSRWLLWLTPQQKLSRSWLKQSGLPINKVVQLRQINPLSTVEA
                     MEKALLTGNYSVVLGWLPELTEDDRIRLRLAAKLGNAYGFVMRPLNDTKVGSGQCATL
                     KIHSYLYH"
     gene            841182..841817
                     /locus_tag="YPA_0729"
     CDS             841182..841817
                     /locus_tag="YPA_0729"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12697.1"
                     /translation="MKIMSEKRIAQAQVRFGFLGQITIRSQFGGYGLLVNSIMFAVVS
                     EGELYLRANDNIEDLFRASGMANLVYAKRGLPVLLRYYRVDTSLWNDGLRLHHFVRQA
                     YEGAKIDVLSKKGPVVRLKDLPNLSASLERLLWKVGIKNATELRLEGAKCCYLKLRAL
                     RRSLGINILLALAGAISGYHYAALPLMMRSELIEWFEKHIHPAKAPLYETA"
     gene            complement(841919..844057)
                     /locus_tag="YPA_0730"
     CDS             complement(841919..844057)
                     /locus_tag="YPA_0730"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12698.1"
                     /db_xref="InterPro:IPR005829"
                     /db_xref="InterPro:IPR010019"
                     /db_xref="InterPro:IPR010020"
                     /translation="MFTFVTDLRRYAYNSSLLYHARIFIALVGVTAVPWWIEQPKLTI
                     PLTLGVVAAALTDLDDRLTGRLRNLFITLICFFVASSSIELLFPYPWFFALGLTLSTC
                     GFTLLGALGQRYATIAFGALLIAIYTMLGASMYPTWYQQPLLLISGAVWYNVLTLFGH
                     LIFPIRPLQDNLARCYQQLAHYLEAKANLFDPDIESDINQPLIDVAMVNSTLVATLNQ
                     AKASLVTRLKGDRGQRGTRRTLHYYFVAQDIHERASSSHFQYQVLREKFRYSDVLFRF
                     QRLLSMQAKACNHLSQSILMHQKYQHDPRFERAFTFLDAALAREELAHHENTQQVKAL
                     SYLLKNLRAIDAQLAGIESEQVLAQDPTPDNHLSDDRITGWSDIKLRISRHLTPQSAL
                     FRHAIRMSIVLCVGYAFIQFTGLRHGYWILLTSLFVCQPNYSATRRRLALRIIGTLAG
                     ILVGLPILYFVPSIEGQLTLIVISGVLFFAFRNVQYAHATMFITLLVLLCFNLLGEGF
                     EVAAPRVFDTLLGCAIAWVAVSFIWPDWKFRQLPTVVHKTFNANCRYLDAILAQYHQG
                     KDNSLLYRVARRDAHNCDAELASVISNMSAEPKNDKETQEAAFRLLCLNHTMLSYISA
                     LGAHREKLTNSTTLNLLNDAICYIEGTLAKEQPDNARMASALAELSNRLQHCHPEPES
                     RDLLVLQQIGLLLELLPELSELNKRISQPA"
     gene            complement(844087..844533)
                     /locus_tag="YPA_0731"
     CDS             complement(844087..844533)
                     /locus_tag="YPA_0731"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12699.1"
                     /translation="MRTVLNVLNFVLGGFFTTLGWLLATLVSVILIFTLPLTRSCWEI
                     TKLSFLPYGNEAIHVNELYPEKSNALFTAGGALLNIVWFILFGWWLCLSHITAGIVQC
                     MTIIGIPVGITNFKIAAIALWPVGRRVVSVEVAQQARVANAQRQHR"
     gene            844727..846781
                     /locus_tag="YPA_0732"
     CDS             844727..846781
                     /locus_tag="YPA_0732"
                     /codon_start=1
                     /transl_table=11
                     /product="putative helicase IV"
                     /protein_id="ABG12700.1"
                     /translation="MELKATSFGKHLSQHPYNRVRLLNAGIEVCGDKHQYLIPFNQLV
                     SIQCKRGIVWGELEFELPQQKVVRLHGTEWQETQHFYHYLLGVWQQWSEEMSQVCAEV
                     LHKQVESIKRIEQQDKWFKRSELGQIQVMIREAFSALPMPVERLAAFESCRADYECCL
                     RWLQQGRHSVERCNQQWTARMLEEYQDFFQNVETSPLNASQSRAVVNGEDSVLVLAGA
                     GSGKTSVLVARAGWLLRRNEALPEQILLLAFGRQAADEMNSRIKQRLGVDSIQAKTFH
                     ALALHIIQQGSRKTPVISKLESDSQARRALLIQHWQQQCSEKKAQAKGWREWLTDELE
                     WDVADGDFWQDKRLAARLASRLERWVGLMRMYGGSQAEMIEQANDEVRDLFQKRIRLM
                     APLLKAWKTALKDEGAVDFSGLIHQAVNLLEKGRFVSPWKHVLVDEFQDISPQRAMLL
                     AALRKQNKQTCLFAVGDDWQAIYRFSGAELSLTTAFSEHFGEGAECALDTTYRFNDRI
                     GDIANRFIQQNPYQLKKPLNSLSKGNKKSVMILPDEQLEALLDKLSGFVKDGERILIL
                     ARYHHLRPEVLQKAATRWPKLTIDFMTIHASKGQQADYVIIVGLHEGNDGFPAAARES
                     VLEDVLLPPPEDFPDAEERRLLYVAITRAKHQVWLLQDTARPSIFVSQLSELGALVQR
                     KP"
     gene            complement(846842..847306)
                     /locus_tag="YPA_0733"
     CDS             complement(846842..847306)
                     /locus_tag="YPA_0733"
                     /EC_number="4.2.3.3"
                     /codon_start=1
                     /transl_table=11
                     /product="methylglyoxal synthase"
                     /protein_id="ABG12701.1"
                     /db_xref="InterPro:IPR004363"
                     /translation="MELTTRTIAARKHIALVSHDHCKKSLLAWVMENRDLLAQHELYA
                     TGTTGNLVQKATGIDVHCLLSGPMGGDQEVGALISEKKIDILIFFWDPLNAVPHDPDV
                     KALLRLATVWNIPVATNRSTADFLIGSTLFSSEVTIAIPDYDRYMQQRLDLK"
     gene            complement(847485..848165)
                     /locus_tag="YPA_0734"
     CDS             complement(847485..848165)
                     /locus_tag="YPA_0734"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12702.1"
                     /translation="MKLGLVAGMLAVCFSFSSVAMTLKLTPEIDLLVVDGKNMSGSLL
                     KGADSLELNSGMHQILFKVIKPLPTDPLVLYSSPPLIVVFNAHNTRSVAIKLPVINTL
                     RDGHQFSKNPLYQLIGDNGHPLSVRHDVLRQDHLNNSTTLETVMAAYNVGKYNASVPA
                     FAAIPPSPVSAVPGTTIPVAGVNTPHKTASLQGENVTEQMLQYWFLQANPETQKRFLI
                     WAKKQPIH"
     sig_peptide     complement(848103..848165)
                     /locus_tag="YPA_0734"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.973 at
                     residue 21"
     gene            848481..848897
                     /locus_tag="YPA_0735"
     CDS             848481..848897
                     /locus_tag="YPA_0735"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12703.1"
                     /translation="MHDKDIADILKKVKTIALVGASDIPSRPSYRVMAYLLQQGYQVT
                     PVNPKLAGELLLGQLVYAELADIPHAIDMVDVFRNSDAAYCIAQDAIAIGAKVLWLQI
                     GVINEQAAILATDAGLQVVMDRCPKIELPRLGLEKG"
     gene            complement(849006..849323)
                     /locus_tag="YPA_0736"
     CDS             complement(849006..849323)
                     /locus_tag="YPA_0736"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12704.1"
                     /db_xref="InterPro:IPR011722"
                     /translation="MIASKFGIGQQVRHSLHGYLGVVIDIDPEYSLAPPEPDEVANNK
                     TLRSSPWYHVVIEDDDGQPVHTYLAEAQLTYEDVDAHPEQPSLDELAASIRHQLQAPH
                     LRN"
     gene            complement(849384..850574)
                     /locus_tag="YPA_0737"
     CDS             complement(849384..850574)
                     /locus_tag="YPA_0737"
                     /codon_start=1
                     /transl_table=11
                     /product="SAM-dependent methyltransferase"
                     /protein_id="ABG12705.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR002478"
                     /translation="MTVRLILAKGREKSLLRRHPWIFSGAVQRLEGDALSGETIDILD
                     SQGKWLARAAYSPESQILARVWTFQQDEVIDCAFFIRRLQQAQNWRDWLAQRDGLNGY
                     RLIAGESDGLPGITIDRFQNFLVLQLLSAGAEYQRETLVSALQHCYPECSIYDRSDVS
                     VRKKEGLPLTQGLICGEMPPALLPISENGMQLFVDIQQGHKTGFYLDQRDSRLAARNY
                     ANGRRVLNCFSYTGAFAVAALMGNCQQVISVDTSQSVLDIAKQNIELNQLDLSKTEFV
                     RDDVFQLLRSYRAQGEKFDLIIMDPPKFVENKSQLASACRGYKDINMLAIQLLRPGGI
                     LLSFSCSGLMPVDLFQKILADAALDAGHDIQFIEQFRQAADHPVIAAYPEGLYLKGFA
                     CRVM"
     gene            850668..850946
                     /locus_tag="YPA_0738"
     CDS             850668..850946
                     /locus_tag="YPA_0738"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acylphosphatase"
                     /protein_id="ABG12706.1"
                     /db_xref="InterPro:IPR001792"
                     /translation="MSKIYIVAYVYGVVQGVGFRYSTQRQAQQLGVTGYAKNCDDGSV
                     EVVASGNPQAVERLMEWIRQGGPRGARVDRLLTEPYPPTPFETFSIRY"
     gene            complement(850998..851327)
                     /locus_tag="YPA_0739"
     CDS             complement(850998..851327)
                     /locus_tag="YPA_0739"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sulfite reductase subunit protein"
                     /protein_id="ABG12707.1"
                     /translation="MLEFEGRIIDTDAQGYLKNSTDWSEALAPVLAEQEGITLTEPHW
                     EVVRFVRAFYQEFNTSPAIRMLVKAMAQKYGEEKGNSRYLYRLFPKGPAKQATKIAGL
                     PKPVKCI"
     gene            851568..851655
                     /locus_tag="YPA_r035"
                     /note="tRNA-Ser1"
     tRNA            851568..851655
                     /locus_tag="YPA_r035"
                     /product="tRNA-Ser"
     gene            852075..852362
                     /locus_tag="YPA_0740"
     CDS             852075..852362
                     /locus_tag="YPA_0740"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG12708.1"
                     /translation="MDETYIKIKDQWEYLYRAVDTAGQTIDFLLTAKRDAAAALRFFR
                     KAIRHQSEPEVVTIDKSGANTAALVTLNADKAEDEAITIKQISIDKQNEAR"
     gene            852726..853088
                     /locus_tag="YPA_0741"
     CDS             852726..853088
                     /locus_tag="YPA_0741"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12709.1"
                     /translation="MFMKNQWQHQYFLSYSELVANFPSPEKVVSDYIKHKFSTTLPWF
                     GWADPDNLYFIRFTQSRSNNKSYTGWDHLGKYAIETLTLTQAAIVNIGSRFDIFDEAN
                     SSAGIYKKNNADFFDETN"
     gene            853095..853373
                     /locus_tag="YPA_0742"
     CDS             853095..853373
                     /locus_tag="YPA_0742"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12710.1"
                     /translation="MLPSEYLYFLRDCDFSNLYNKALSDYWAENYEKFSTLLQNYYIS
                     SAYYLYKDSAISKDEYELSIDAIFNKKIKYCVITLMFMGIIHLICLLL"
     gene            853559..854539
                     /locus_tag="YPA_0743"
     CDS             853559..854539
                     /locus_tag="YPA_0743"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12711.1"
                     /translation="MLEQIVSGVVDTNYIMYSNKNIRERNVFESMAFSTRERSFNDGD
                     VIIKSNAEVQRDYALNVLQTILSLSPIFDIVLPEVSIPISLGITASSVGISFDELING
                     DTYEERRSAIPGLATNAVLLGISFAIPFLISKAAENKLIINNLVGSDENILNKNNLAD
                     FLEKYNISESDIPENGSLVINLKNTNVPVRLVKLNDEEGEIVAIKGSTLSGIYYEVDT
                     ETGYEILSRRVFRTEYNEKIYWTRGGGLKGGQPFNFEGLDIPVYFIDKPYSELASSVE
                     LSFVNDDSPLLFPEMDSRLPKPTPELDIKYYSSNLSSFKEDTVILMRGTT"
     gene            complement(854973..857390)
                     /locus_tag="YPA_0744"
     CDS             complement(854973..857390)
                     /locus_tag="YPA_0744"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG12712.1"
                     /db_xref="InterPro:IPR001202"
                     /db_xref="InterPro:IPR006093"
                     /translation="MTTTLDIINSAKDLDPAEYRAFFLQSKAPLFYDLRFLIAAEQSP
                     LLNVSKIFYLLARDEGRLIALVPLYLQEFRSADPLGLLISSAKLSIESEERGLFSHII
                     HCTDTTIPTLSHDPSLYARIFDAITAIAQAELARYFCFLNVQDGVLLREAQRNGLNIN
                     YMVDKFSIELDAFPDFDSFAQALPKYRRYEMVRQLRIFNRSDAKVRILAPPFDNEIEK
                     LARLYYLTTQRLGTPYYWPESQLAVFCRLCGDLVRLIVVEQNGQIVSGFICFEEDGAL
                     HFWSAGMDDESSDFSPYTLGVSAVYRYAFEKGINLIECGRLNSHIKTRLGFKPKRLYS
                     IVSQDLGIPAATQTSLSQLKLASQLDGEVRLASHPAFDEWYLTSVWNGRGPTRRPAGI
                     VRAATEADVIRTIVFAKERGMEVSVRGSGHNYVGCFLRVDTLMLDISGLKGLDIDSRH
                     KRAIVESGVSSGQLCHALAAKGLAFPTGHVKEVGISGFLLGGGLGINCSQWGGMSVFN
                     VQALDIVTADGHLRHVSETQEPDLFWAARGAGPCSFFVVTRFYLSCYSLPRVITNSLY
                     TLPFTYLHDLLARLEDASPPTNLQVMVSVSPPTSGDTPAVLLNILAFTDSPQEAQALC
                     ESFETRLELPLTALAINQPSNFETIYEQFSSMVVSKRFYADNILTDNTQELVSILSRY
                     LSDAPSRGALTTIFWRGVTTYPQAAFSAHGKFFVSTYAQWDDAKDDSVNKYWLKRMYD
                     ELQEIARSRYINEYDLETRAGETSKCFAAENWERLQRLRLEYDPDGVFVDVQQLEEHG
                     DQPGANN"
     gene            complement(857544..858290)
                     /locus_tag="YPA_0745"
     CDS             complement(857544..858290)
                     /locus_tag="YPA_0745"
                     /codon_start=1
                     /transl_table=11
                     /product="putative short chain dehydrogenase"
                     /protein_id="ABG12713.1"
                     /db_xref="InterPro:IPR000276"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /translation="MKKTILITGALSGIGNTATKLFSEMGYNVVFSGRRPEEGRVILD
                     DLKRINKDVLYVNADMNSESDIKHLIEMTLERFGSLDVAVNCAGTVGETAEIQAVTQD
                     NFHLVFNTNVLGTLLAMKYQIPVMVERGKGSIINISSIAGLVGLPSTGIYVASKHAIE
                     GLTKTAALEVATTGVRINSISPGPVEGKMFDRFLGHDENNKKAFIEMMPNKRFTTQEE
                     VAHTIVFLAEDNVTAITGQTITIDGGYTAQ"
     sig_peptide     complement(858237..858290)
                     /locus_tag="YPA_0745"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.688) with cleavage site probability 0.281 at
                     residue 18"
     gene            858919..859239
                     /locus_tag="YPA_0746"
     CDS             858919..859239
                     /locus_tag="YPA_0746"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12714.1"
                     /translation="MMVRATCCCIYGVCGTRDYSLFIDYVYKSIPAHEMYLLQQIELC
                     PDQILHAWKISQNPQVSEVFEIEVVSSEEDAEEAVLFWKAYFSSLGETVIDGRHVGDT
                     FSRF"
     gene            859503..860027
                     /locus_tag="YPA_0747"
     CDS             859503..860027
                     /locus_tag="YPA_0747"
                     /codon_start=1
                     /transl_table=11
                     /product="putative
                     (3R)-hydroxymyristoyl-(acyl-carrier-protein) dehydrase"
                     /protein_id="ABG12715.1"
                     /translation="MKNTELNFLKTNFLFNQDITNELNTSFGQDIIKKMIPHREPFLM
                     VDNVELINIECRLIKAIRRVDEKDPVFGGHFPNDPIYPGVLQQESMFQTALILMYFLL
                     NETAIPPAEENIIHAVGTRVYDVFHLSAVRPGELMTIRCCITEYDTFLATAIVQITVN
                     DQIVTVGKGEFHVF"
     gene            860017..861300
                     /locus_tag="YPA_0748"
     CDS             860017..861300
                     /locus_tag="YPA_0748"
                     /codon_start=1
                     /transl_table=11
                     /product="putative beta-ketoacyl-(acyl-carrier-protein)
                     synthase"
                     /protein_id="ABG12716.1"
                     /translation="MSSDRIVITGVAINTPIGDTLDLVGNNLLSGKSAIGYWRNFDTS
                     NIYSKIGGQIPEYDIEGKLHAFSNRIPDIVLSRAEKVFKQTTKGVQLSVLMAMEAWLD
                     AGLFEHIIDPFDCGIICGGHNLSDKYLLDQQKIFSDEPEFIDAFSGLNSLDTDHSSSV
                     AQVLNTKGFAYLVGGTCATGNIAIQTAINAIKVDKKQVVAVVCPMASFHPMMLHSLTI
                     LEAICYSQYQDTPTKASRPYDINRSGFLPSEGGAVLIFEQAEHAKNRGAKIYAELLGA
                     SVNSDANHLGDPSHEGQVRVIQDVLKKCNISPEQVDYVSAHATSTKLGDIVELKSIKR
                     VFGSHAEKLIINAPKSLLGHTMWASGVVEAAIAIWQMRQGEFHQSHNIETLDPAVELN
                     VCASGNVKKEVNIFLNNSFGMGGINSASLFSRYHG"
     gene            861293..862039
                     /locus_tag="YPA_0749"
     CDS             861293..862039
                     /locus_tag="YPA_0749"
                     /codon_start=1
                     /transl_table=11
                     /product="putative beta-ketoacyl-(acyl-carrier-protein)
                     reductase"
                     /protein_id="ABG12717.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /translation="MVNMNLFISGGASGIGRSVVIAALSKGWNVGFSYHNNKEGAQQL
                     LDIAVAEFPRQLCRAYQLDVIDSGAVEYVGDRLLVDFSNIDAVVCNAGIDLPGNLVSM
                     TDEDWALVLNTNLTGTFYLIRYFLPLFLANKYGRIVTLSSLAKDGSSGQAAYAASKAG
                     LVGLTKTTAKEYGHFGITANVVVPGLINTEIIGDDIKGIKNFFAQYAPVGRLGSPSEV
                     AEAILFLVAKESSYVNGAVFNVTGGIDWVY"
     sig_peptide     861293..861361
                     /locus_tag="YPA_0749"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.643) with cleavage site probability 0.633 at
                     residue 23"
     gene            862055..863293
                     /locus_tag="YPA_0750"
     CDS             862055..863293
                     /locus_tag="YPA_0750"
                     /EC_number="2.3.3.10"
                     /codon_start=1
                     /transl_table=11
                     /product="hydroxymethylglutaryl-CoA synthase"
                     /protein_id="ABG12718.1"
                     /translation="MNSIGIEKISIYPSSLALKLSELAQARGGDNKYIQESLMVIKRS
                     LVPQWEDAVTLAVNSAKDMLNDQDRSDIGLFIIATESGLDQEKAISTWAHRYLGLPAT
                     CRVFELKSACHAGAAALKMAESWISSGLNRGKKVLLINVDISNNMICHGKMEYSLGAG
                     AIALLISDNPVFAVIETGKSGIHTHEVTDVIRPLPWKEVAFDVEASLFSYMDGLENAF
                     EEYCHQTPEARESTYFNYNLYHVPFPGISKEAHKVLLELQGLFGKEALATSFKQKVMP
                     SLYYAQKIGATYCGSIFLSLFSLMVKAPEIKSGDRIGVYSYGSGSCAEYFSMQVGDQA
                     VEIAQQQGAALDILLTQRKILDVAAYEQLENARSAQMQGKDYRLDGDNLQDWYTHHYS
                     GSGLLILERIDNHLRRYRYA"
     gene            863286..864005
                     /locus_tag="YPA_0751"
     CDS             863286..864005
                     /locus_tag="YPA_0751"
                     /codon_start=1
                     /transl_table=11
                     /product="putative enoyl-CoA hydratase"
                     /protein_id="ABG12719.1"
                     /translation="MHEYVTVPIKFSPDSLADFENRFISALNDERYKVIVLIGGPTYF
                     SMGMDLTYISTHYDADFVSQFCHILKMVRNSHKPVLAKVEGNVIAGGLALLSVVDFIL
                     SSDSASFSLPEVTFGITPTIAMSCLLERIRPHHLKYFVWSSSVISAKQALKWGLIDQI
                     NTLENLDQDIQVISNKLSRIPKSAIRESKLLLAEQYSFEESLDLGSHLLVERLNDAQT
                     IEKIRHYLEDIKLFNDEYADD"
     gene            863983..864759
                     /locus_tag="YPA_0752"
     CDS             863983..864759
                     /locus_tag="YPA_0752"
                     /codon_start=1
                     /transl_table=11
                     /product="putative enoyl-CoA hydratase"
                     /protein_id="ABG12720.1"
                     /db_xref="InterPro:IPR001753"
                     /translation="MMNMRMTNMKKIYLRKSDEGIAFMHINDPVNKNAIDDEFCLQLH
                     GIVDTIKQDKTIKVLILVGLPDIFCTGGTEAFLQSLITHYKTNIEHEYANHLKHFLNI
                     PIPVIAAMEGSATGGGLVLGLYADILVAAEESRYGMSFMNMGFTPGMGSTAMSKEAFG
                     YYTGFEMMVTGNYIRGSELKGKCCFNYILPRAMVMEKAIELATSIAEKPRHSLELLKK
                     YMSIDRRKMLEETSTIEAFMHHIAFNQSNIEQQIQDNYTG"
     gene            864762..865550
                     /locus_tag="YPA_0753"
     CDS             864762..865550
                     /locus_tag="YPA_0753"
                     /codon_start=1
                     /transl_table=11
                     /product="putative short chain dehydrogenase"
                     /protein_id="ABG12721.1"
                     /db_xref="InterPro:IPR002347"
                     /translation="MLNNLSEMTVLVTGGTKGIGRATVESFVKAGAKVYGTYFWGDNL
                     DELENHFSQYLNRPVFLQADISDEEITTQLIEKIAQENKKIDILILNAAFAPQFKDTY
                     KFRGLLDSIEHNSWPLITYIDCIKQHFGQYPGYVVAITSEGHRSCHITGYDYVAASKA
                     VLETLTKYIGARENIIINCISPGVVDTEAFELVFGKKAQAFIRKFDPDFIVSPEAVGN
                     VSVALCSGLMDAVRGQVITVDNGRMFTDNFTKWIDMIETNFIEK"
     gene            865616..866077
                     /locus_tag="YPA_0754"
     CDS             865616..866077
                     /locus_tag="YPA_0754"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12722.1"
                     /translation="MTKKVLVMSNPNRNLFLGRWKLESCIGNSGGIHIYPIGREPFGM
                     LIYTEQYMMVFISSVERTQFSTEDIRAIPSEQIVADFPKFETYCGHYIVNHDEKIVTH
                     FIDNSKIPNQIGTQFRRYFSFEHEKLVLKSIDSLLLNDESWLFELVWNKQE"
     gene            866115..866363
                     /locus_tag="YPA_0755"
     CDS             866115..866363
                     /locus_tag="YPA_0755"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acyl carrier protein"
                     /protein_id="ABG12723.1"
                     /db_xref="InterPro:IPR003231"
                     /db_xref="InterPro:IPR006163"
                     /translation="MDRDHIASIVKKHIVNSIDGAKEHEIDLQKSMADYGASSLDIVS
                     VVSGVMRELKIKIPRTELKNIKSINGLIDLFVTSSSES"
     gene            866462..867310
                     /locus_tag="YPA_0756"
     CDS             866462..867310
                     /locus_tag="YPA_0756"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acyl transferase"
                     /protein_id="ABG12724.1"
                     /translation="MTSNHAILFPGQGAQRADMGAPIFDIYTKLVAEAEEIAEFSIRD
                     FFRDCPADRFSNTLYVQPALYTVNALYYRRYIDESGALPLFLAGHSLGEFNALHAAGV
                     FDFETGLRLVKKRALLMSESQGGGMAAVLGLNAEEVVKILEENNLFDLTIANINSDLQ
                     MVISGPIESIKQAEEIFYDNYAIKYVVLRVSGAFHSTMLNTAAIKFSEYIQGFSFLPP
                     QIPVIANRTACPYTLSSVIKNLSEHINRPVMWRQSVIYMRTHGVERFTEMGETSLLLD
                     MVKNIL"
     gene            868022..869044
                     /locus_tag="YPA_0757"
     CDS             868022..869044
                     /locus_tag="YPA_0757"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12725.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            869044..869823
                     /locus_tag="YPA_0758"
     CDS             869044..869823
                     /locus_tag="YPA_0758"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12726.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            870258..870758
                     /locus_tag="YPA_0759"
     CDS             870258..870758
                     /locus_tag="YPA_0759"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12727.1"
                     /translation="MSSSSFQNEIPKARINIKLDLHTGGAQKKVELPLKLLVMGDYSN
                     GQEQRPLSEREKLNINKNNFNSVLAEFQPSLKLAVPDTLAGDNTDTAVALTFREMKDF
                     EPESVARQIPQLRALLAMRNLLRDLKSNLLDNATFRRELENILKDDALSDELRAELAA
                     LAPKEG"
     gene            870807..872351
                     /locus_tag="YPA_0760"
     CDS             870807..872351
                     /locus_tag="YPA_0760"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12728.1"
                     /translation="MSVQENRAQGTATTVLKNSPAAQGVYAALFEKINLSPVSSLAGI
                     EAFQNNDALAEATTDERVTAAVSVFLDLLKQSAKKVEKLDKTLLDGHIAALDDQISRQ
                     LDAVMHHPDFQRVESTWRGVKSLIDQTDFRQNVRIELLDISKDHLVQDFEDAPEISQS
                     GLYAQTYIQEYDTPGGEPIAAAISNYEFDRSPQDIALLRNISKVAAAAHMPFIGSVGP
                     AFFGKENMEEVAAIKDIGNYFDRAEYIKWKAFRDSDDSRYIGLTMPRVLGRLPYGPDT
                     VPVRSFNYVEQVKGPDHERYLWTNASFAFAANMVKSFIKNGWCVQIRGPQAGGAVTNL
                     PIHLYDLGTGNQVKIPSEVMIPETREFEFANLGFIPLSYYKNRDYSCFFSANSAQKPA
                     LYDTADATANSRINARLPYIFLLSRIAHYLKLIQRENIGTTKDRRLLELELNNWVRGL
                     VTEMTDPGDDLQASHPLRDAKVTVEDIEDNPGFFRVKLYAVPHFQVEGMDVNLSLVSQ
                     MPKAKA"
     gene            872363..873715
                     /locus_tag="YPA_0761"
     CDS             872363..873715
                     /locus_tag="YPA_0761"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12729.1"
                     /translation="MKIERPLWTRGVLISPQQFQQQASWEAWTNECIAQMAVMHPWGV
                     LQATFELDALAQGRLKAARLHVRFQDGVLVDTECADVLPPTLTLAASLPVEASDATVM
                     LAIPQLYANGGNCLQPDERGERPVRHRQAWRDVQNQFGDDKKQVAVMYHQLTLRLDTQ
                     ENGDYQVCPVARLLRDAQGRWTLDPGFIPPMLSLQASAWCGEQLELLMVQLRARLQRL
                     MGMRRESNARMADFAVADVSLFWLLNALNSAEPVLGNFQRYPQVHPERLYQELARLAG
                     SLLTFSLEHEVTAIPVYQHEQLTRVFPPLFALLNILLEASLPSRVVAIELVHEPRINQ
                     WRATLRDPRLREGADFYLSVRSSLPAAQLQTQFPQLCKAGAPDEVGNVVNVALSGIPL
                     RPLSHVPAAIPLRLENQYFSLDLSHPAATQMMETGACVFYVPGTLGEIQLELFAVLRA
                     "
     gene            873712..874398
                     /locus_tag="YPA_0762"
     CDS             873712..874398
                     /locus_tag="YPA_0762"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12730.1"
                     /db_xref="InterPro:IPR001248"
                     /translation="MNPHLTEHPPVGDIDALLQDTWLQVISLRQGVTCAEGEGQAFWQ
                     RCVADIERVHQALKDAGHSEQSCQHIRYAQCALLDETVKGRGVQDDAYFVWCHSPLQA
                     HFFNTLDAGSQLYERMRAVLREPAPDRAVLTCFHRVLMLGFLGGYASPAASEREQLID
                     QLSVQVPAFSVAPSRGILASAASRNRLGIWLRYWPVRLGLAALMVALLWWGLDHWLSG
                     LLATLLPEPV"
     gene            874398..876134
                     /locus_tag="YPA_0763"
     CDS             874398..876134
                     /locus_tag="YPA_0763"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12731.1"
                     /db_xref="InterPro:IPR006665"
                     /translation="MSRWWQRGLWLWAGLLAVILCLAFLPLSPWGRWLMLAWVVLICM
                     LGGSRAGRQAAGASSDPLFAGLATENGLLPENSRLPVVLVCGDGLASWFGRERSHQSA
                     QGCWLRVDDISTLRQFARQLLWQRPEWAAQLAVMMVVNPQQRRDERLLAADLQELRWQ
                     LMQLRRDSRHPVPLLLSSTVATSVARDTVWLSQQQTPPLTLWSTVSTPGSLADWQRAE
                     SRAVQAERLKQAVLFSSQHDWLNAQVLPVLQAPNADVAPLAPQQIIQQQVASLADPVP
                     ASLWQHWLAAHTTLTQVAGWHPPPPAAHDALPLPDFVFSALPLGSGVSSRRRVLRHGV
                     TLLTLAAMVALCSSAWQNRQLLHRVAFDIRQYHSVAMTDYSPKAQAVAVLRRDAGLLD
                     EGYRNGEPLRLGLGLYRGERLRPPLLAAIKSYIPPPPPPPAPPAPKTVRLDSLSLFDV
                     GKFTLNAGSTKMLVTALIDIKAKPGWLIVVAGHTDITGDAQANHILSLKRAEALRDWM
                     LSTSDVSPTCFAVQGYGATRPIADNDTPDGRALNRRVEISLVPQADACQVPDVKTASQ
                     DESDVSTQEMEK"
     sig_peptide     874398..874493
                     /locus_tag="YPA_0763"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.951) with cleavage site probability 0.835 at
                     residue 32"
     gene            876138..876629
                     /locus_tag="YPA_0764"
     CDS             876138..876629
                     /locus_tag="YPA_0764"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12732.1"
                     /translation="MAIPVYLWLKDDGGADIKGSVDVQSREGSIEIVAQDHNLYIPTD
                     NNTGKLTGTRIHTPFVFTKEIDASTPYLYKAVTTGQTLKTAEFKWYRIDDAGQEVEYF
                     NTKLENVKVVKVAPKMHDVKDPAKEKHNHLELVELRYEKITWTFKDGNIIHSDSWNER
                     ATA"
     gene            877017..879659
                     /locus_tag="YPA_0765"
     CDS             877017..879659
                     /locus_tag="YPA_0765"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ATPase subunit of ATP-dependent
                     protease"
                     /protein_id="ABG12733.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTTHSAHLLRRLNPYCAQALAGAATLCQTRAHAEITVEHWLLKL
                     LEQGEGDITVIARRYEWDMDSLWQGLLSHLDTLPRTVQGKPQLSAALQQLIKNAWLDA
                     SLQENADAVRSVHLMAALIATPSLLVAEAAWPLLSLSTTQLQRLLPLLDNQSDERPEV
                     QQAAALADSPVNLTDEAATVTSASGQPQLNDALQAALDKFTLDVTAKARANQIDPIFG
                     RDSEIRQMIDILSRRRKNNPILVGEPGVGKTALVEGLALRIADGNVPDSLKTVSVRTL
                     DLGLLQAGAGVKGEFEQRLKNVIEAVQQSPSPVLLFIDEAHTIIGAGNQAGGADAANL
                     LKPALARGELRTIAATTWSEYKQYFERDAALERRFQMVKVDEPDDDTACLMLRGLKER
                     YATHHGVHILDAAITAAVTLSRRFLTGRQLPDKAVDLLDTAGARVRMSIDTLPTALME
                     INAELAALAMEQQAIEQDLLLLPNVSSTRLPEIEQRRAALAVGQHTLEQQYKEEKRLT
                     TLIIEARQDIANAAHLVALQEELVQIQGNAPLLSLDVDVRTVAAVIADWTGVPLGSLL
                     KDEQTNLLSLENRLGERVIGQDAALGALAQRLRAAKTGLTSENGPLGVFLLVGPSGIG
                     KTETALALADSLFGGEKSLITINLSEYQEAHTVSQLKGSPPGYVGYGQGGVLTEAVRK
                     RPYSVVLLDEVEKAHRDVLNLFYQVFDRGFMRDGEGREIDFRNTVIVMTANLGSDHLM
                     QLLDEQPDAPDSTLHELLRPILRDHFQPALLARFQTLIYRPLQVDALKRIVAIKLNQV
                     AQRLHCHYGLSCQIEDSLTDTLVAACLLPDTGARNIDSLLNQQILPVLSQQLLSRMSE
                     QQRTTSLTLGWHEEDGITLTFEGE"
     sig_peptide     877017..877118
                     /locus_tag="YPA_0765"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.981) with cleavage site probability 0.977 at
                     residue 34"
     gene            879662..882010
                     /locus_tag="YPA_0766"
     CDS             879662..882010
                     /locus_tag="YPA_0766"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12734.1"
                     /db_xref="InterPro:IPR006533"
                     /translation="MNTFLPTIRFDHSHHKLVVRDSTAAVDVLGFEGHESLSQPFCYD
                     IQFTSADKAIGPATMLMHDASLTLAAPMAEAFGVTVQQTQRVIQGVVTGFKRLSASKE
                     ECRYELSLQPRLALLSRSHQNGIYQDMSVPQIVEKILRERHDMRGQDFVFTLAREYPR
                     REQVMQYGEDDLTFIRRLLAEVGIWFRFTADPKLNIDVVEFYDDQRFYQQGLTLQAVP
                     PSGMHDSGMESVWDLSSAHQVVEKSVSTGDYNYRTATADLTAGADITRGDTTTYGEAY
                     HYADNYLTAGSEGREPESESGAFYARLRHERYLNNQARFAGVANAAALAPGQELNVTG
                     NDVPAQFGKGVIITRITSHARRDRSYEVHFEAIPYSEDYCFRPALIRKPTMAGTLPAR
                     VTSTTANDTYGHIDKDGRYRVNLMFDRDSWESGYESLWVRQARPYAGDSYGLHLPLLA
                     GTEVAIAFEDGNPDRPYIAYVLHDSAHGDHVTISNYKRNVLRTPSNNKLRLEDERGKE
                     HIKLSTEYGGKSQLNLGHLVDNEKQPRGEGFELRTDSFGVLRAEKGLFITADGQAKAQ
                     GQVLEMQPAISLLKSAQEQMEAISADAQTATASPADLQVQISLLQQNLTELKQAVLLL
                     SAPKGIALSSGEHLQMSASDNLIATAGKNADVSVAKNFFIGVGNTLSIFVRKLGMKLI
                     ANQGPITVQAQNDLMELLARKAITITSTEDEIKITAKKRITLNAGGSYITLDENRIES
                     GTAGEYLTKAGYYGRLDKAKLPTEFPALAAKTEDPIKRWLFS"
     gene            882095..884326
                     /locus_tag="YPA_0767"
     CDS             882095..884326
                     /locus_tag="YPA_0767"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12735.1"
                     /db_xref="InterPro:IPR000719"
                     /translation="MMHVDPERGFPLNSHRSWHGGIHIPHTDSGGTPEKIRAIADGTV
                     HSLRQPVGDKKGIPPYNYNGATDCGYVLLKHETEIGSGENAKVVYFSLYMHLASIDAA
                     VKTGEKIYRKDPIGTVGQVDGGNAVHFQIFCDDTNLTKLVGRTTPELDLTKNGRTDAV
                     YGDMYFYLPTGTKFYSHAPANNATTTTEAETYTSTEPLFVSMSFDKGKCTMLTRKKGV
                     FSIGKYSEVGEKLENADGADYEYNLYAQAKKLYPQSQSAGYELLRFGRAINTDYETLV
                     PADAPLWRTISYPGGKGVVNLALPAVKKFSDGDFPHWTGWQLIDDDTDENSQCNSEQV
                     LCRIGDDMQGLICHLPLEWDASTLEKRLSWLKTTVINESLANQKASHQVDDTGNNASG
                     YAFDNINPDMSVLNAQSTPSFEQAAKDTAMAEADWNALIEHAKALCFDVSGLPAGRVW
                     HFNPISFIAHFRKCGWVENSVLSLILSSNTNKAPLRKSITEAVEKYGDNINRIMLKYI
                     MNTPIRRAHFIGQGAVESDYLMTIQEVSQKQDIINGKPVGGDIVQDSKRNERDLGHWY
                     GEVPTEIDVYFSGKKYNKKGSYIAGSYSWSNGNCGDIDAQKFRGRGFKMLTGRANYAS
                     YWVYRGWLQTNDFDAYWWDDSEYKKKNTKKMKKKPAIINSPQKVTENEYNCIDTGGYF
                     IRGIKPKTIQSMDDDKEYIMNKGQGENENRVIERVTKAINGADKGLEQRKFFTKKAKG
                     IMI"
     gene            884323..885096
                     /locus_tag="YPA_0768"
     CDS             884323..885096
                     /locus_tag="YPA_0768"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12736.1"
                     /translation="MKSFTLLSLFILSQFYSLSALSDDSISVRIDDIKIYLNNNDLSE
                     VILENLITGNAKKCKISNSTEEDTKNGNGFLRITTDKKAIILFSSHRYLLMNELNECS
                     NGKTKLYSLPNSHITMLQDINFENKLFLQFSLEDKDSWLASISHFGSNINLLRGEGFY
                     NPKNKKKEQGFSLGYSNGDGQISTNGKYVVVNDFNCQEGKIPTGSGVWNIKSNKRVIF
                     PTKIDEFGRIGNSDEILEKCIKVFEGTSTIQQLGGTLGL"
     sig_peptide     884323..884391
                     /locus_tag="YPA_0768"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.967 at
                     residue 23"
     gene            885250..885510
                     /locus_tag="YPA_0769"
     CDS             885250..885510
                     /locus_tag="YPA_0769"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12737.1"
                     /translation="MELLANEVITITSTEDEIKITAKKKITLNAGGSYITLDENRIES
                     GTAGEYLTKAGHYGRVDKAKLETVVPTLAVKAKPPTQKYPFS"
     gene            885526..887709
                     /locus_tag="YPA_0770"
     CDS             885526..887709
                     /locus_tag="YPA_0770"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12738.1"
                     /db_xref="InterPro:IPR001440"
                     /translation="MIISPPFLRAKMSSQPDEEWVSSMMPADPQRGYPISNSQAWHGG
                     IHIKHTDHTGVPEQVRAIADGTVFSVRQPSLQKRDLLPLNYNGPTDCGYVLIKHETEI
                     GSDEGGKVAYWSLYMHMKSIGSTVSPGSVVYRKDPLGTVGMVDGQNAIHFQIFCDDAN
                     IKKLTGRETPELDLANNGRTDVVYGDIHFYLPAGTPVYDSMPKDNTPVSLMANGPVPR
                     TKSDLFVTMRFHQGSCTMTTLHKAVFSSMYLEVGEPLTDADGADYEYNLYSKALTLYP
                     NSPSAGYELLRFGRVINTDNETLSPAGAPLWRTINYPEGKGVVNLAAASVKVFSDADF
                     PHWMGWQLVDDDTDTNSQCNSPTITLRCKTGVDLSGMICHFPLEWDKTTVDNRFQWLA
                     KENDVLPEPMELCDLGPLTDHAKALCLAENPLPSGRVWHFEPTRFIEHFRKCGWLSNK
                     EMKQLIPTKALSNGQWQTIPDRYGDTSVLARHYSRINKVLRKYLINTPFRMACFFGNA
                     IQETAWLTTTHEGYVYTERNQRTRAIIRHYNIWYYPWYGRGFLQLTSPGNYYKYFKYR
                     GYTYDETVKIKLENEYNRLYRNGSIRYSENHLDDTSNPELSAEILNWRNSLETGDYEP
                     ADSAGFYWCTTQMAKYADPEHILERQVSANHIYYRSPSFWQASATVNLPGARQRTNYS
                     GLNGFIERCYVYGSALAVLTELKFPDSQGTYSLEKPEENNLRRTL"
     gene            887882..888352
                     /locus_tag="YPA_0771"
     CDS             887882..888352
                     /locus_tag="YPA_0771"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12739.1"
                     /translation="MTYNVFSPISINTPLTQSIPAHQWLCIFDTDAYENGYDTGSYPE
                     KISFNKRTQSWEVRNTAVNFKGKSPYIKLKLYNIKSPNSLGFAVIDENINEYDRGLYK
                     DKDLKKIIYFCMIHDIYALCGTGSLTIKINNKDVDLTYYALKSLESILFRTPPQ"
     gene            complement(888817..888954)
                     /locus_tag="YPA_0772"
     CDS             complement(888817..888954)
                     /locus_tag="YPA_0772"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG12740.1"
                     /translation="MLWLSLHETITRNHQCRYMWQLLIKVKQFMAVASPFPGSQAVAV
                     L"
     gene            complement(889085..889405)
                     /locus_tag="YPA_0773"
     CDS             complement(889085..889405)
                     /locus_tag="YPA_0773"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG12741.1"
                     /translation="MGQQPPQHFGWLRSRWSTTLLSIEIKNLFSISISISTVYRCLCQ
                     AGIVWRRAAPTLKFKDPHYAEKVAAIQTALEKNSVANPVFYEDKVDIVLNPKIGAEAN
                     LSAS"
     gene            complement(889514..889687)
                     /locus_tag="YPA_0774"
     CDS             complement(889514..889687)
                     /locus_tag="YPA_0774"
                     /codon_start=1
                     /transl_table=11
                     /product="IS630 ORF"
                     /protein_id="ABG12742.1"
                     /translation="MSIIAPIPRPERRLMQKAIHKTRDKDYARRLTAMLMLHRGDTVS
                     HTARTLCAARSSV"
     gene            890517..891749
                     /locus_tag="YPA_0775"
     CDS             890517..891749
                     /locus_tag="YPA_0775"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12743.1"
                     /translation="MPVKLTTIPGPFLRPSPPKPLRWLIVLLGFIAAGILLMRFLGKL
                     LGDTEFWWFAIGIPVVFWLVLMGFRLAIYLMQQIQANAWDSRREQVILQEVRRGRRAL
                     QILAAACSTAHDPDLQFTGIADALLRNDNKIIPQAAWNGGSSVRHSRLPVTDGLSPDA
                     HLSAAFSALLDNLTAPLSQLPPDNAVAILLASSSSVPRARVLALWQQAWQESGIGQPT
                     TLLSGHGLTVIDHWLDHRIKDSAVLLVVAVQIAPEQPEMTGEAVVGLLLANRLTQKIL
                     TPLALLHRPECTLPQQESLQAGVLQAADWVPLPPDTLQHLWLTGLSVESEGYRSAIGI
                     QGKAPLACITPGPDVHNFNEFLGCPGCAGPWLAIAAAAQAIGHSSTPHMILSSEQGSD
                     TVWSTVVSPNASRKENET"
     gene            891746..895168
                     /locus_tag="YPA_0776"
     CDS             891746..895168
                     /locus_tag="YPA_0776"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12744.1"
                     /db_xref="InterPro:IPR000276"
                     /translation="MKRIALPIKKPEVWFWIVALLFLLAGAVLCWLVWQHPERVGLIP
                     GTPQRDRWLTGLVVGTGILTLCALLSYAGTRLSGRKHFDELRQQAQGDDAPLPEDNAQ
                     AGETQQGEPSRLKTRLRRRYGLFWRDKVRLLMVVGEPDEIAALAPQLAEQGWLEGQRT
                     VLIHGGSLQRPADETGLSEWRKLRRGRPLDGIVWAMTAAQSGTPQWMDNGLRTLEKMG
                     AALRYQPPVYLWQVCDSDWPQDSRTEQPVGAVFPAKATPEKVEQQLRALLPQLREQGM
                     QQLSIEPHHDFLLRLAQSLDQGDAARWRQRLTPWFTEYAARIPLRGLMFSLPDTSASA
                     AQVHEKSWTVPASWQGVLDDCRGARGRRVGLPWEQTLCYSLLALIVLWGVGSVVSFAV
                     NRHQMVSAAQQAQQLAQSHAVSDQQLMALQALRNDIGRLQSRVAQGAPWYQRFGLDHN
                     APLLEVLMPWYGQANNRILRDATAQSLYQKLSELAELPANSPQRAARAKTGYDQLKAY
                     LMMARPEKADAVFYAQVMQTTEPTRAGVSPGLWQSLAPDLWQFYAQNLPAQPDWKITP
                     DTGLISQVRQVLLGQMGQRNAESTLYENMLLSVRRNYADMTLMDMTGDTDAQRLFQTS
                     ESVPGMFTRKAWDEQIQQAIDKTVASRREEIDWVLSDNRRAISEDISPEALKKRLTER
                     YFTDFAGSWLSFLNSLHWNEAHNLSDVIDQLTLMSDVRQSPLIALMNTLAWQGQTGQQ
                     NQALSDSLVKSAKALMNKDQAPAIDQSAGGPVGPLDETFGPLLALMGKGDAQNRLSSD
                     SSLSLQTLLTRVTRVRLKLQQVVNASDPQEMTQVLAQTVFQGKSVDLTDTQEYGSLIA
                     ASLGEEWSSFGQTMFVQPLTQAWETVLQPSSASLNDQWKNAVVANWKSAFDGRYPFAA
                     SKSDASLPMLAEFIRKDSGRIDSFLTRELGGVLHKEGTRWVPNKVNSQGLTFNPAFLA
                     AINQLSQISDILFTDGSQGLRFELLARPVPNVVETNLAIDGQKLHYFNQMESWQSFRW
                     PGETYKPGTMLTWTGVSSGARLYGDYQGTWGLIRWLEQAKQKKLDEGRYQLTFTTADK
                     QPLQWILRTELGKGPLGLLQLRNFTLPAQIFLIQHAPLAIADMSDDEDMAED"
     sig_peptide     891746..891853
                     /locus_tag="YPA_0776"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.827) with cleavage site probability 0.522 at
                     residue 36"
     gene            895212..896498
                     /locus_tag="YPA_0777"
     CDS             895212..896498
                     /locus_tag="YPA_0777"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12745.1"
                     /translation="MATLTTLLTACAAEPEPLLQQARQQVALWERWLQPVTPDKHTGE
                     DPGYDDHFQQMREEVNKLSGADTTLTCELAEKLFTTHGKDVRVATYYVWARLHRDGEA
                     GLADGLSLLAGLITRFGEGLHPLRTTSRKTALEWLAGSRMRDSLSLYPEVDKADFERI
                     VGALALIEQRLSLWDEGVRPQLGGLYTALENRLAQSGGLNAVVPQNSSGSSSAGSLNP
                     ANTASPALRPVQSGRDLLDQTKTLAKYLRNQPQGWLSGHHLIKSVRWDTVHQSPPLDV
                     NGRTRLVPPRPEYRVQLKRLYLQQNWLALLEQAESIFAEGVNHFWLDVQWYLHQALSK
                     AGAPFDGWASCITQDLRLLLTRLPGLEGLCWSDGTPFADEVTLGWINQQVLESVSGWG
                     SEPAAVSSGEDGILLLEPEALAQADSEGIEAALNWL"
     gene            896550..896813
                     /locus_tag="YPA_0778"
     CDS             896550..896813
                     /locus_tag="YPA_0778"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12746.1"
                     /translation="MARVAEQYGKNDMALHLLSGLDSSGALLTLPQWEPGLVFEVKAR
                     RLKLLRMKAQRGDSDKTRLHAEMESLLSGLIALDPARAAVLCG"
     gene            896831..897889
                     /locus_tag="YPA_0779"
     CDS             896831..897889
                     /locus_tag="YPA_0779"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12747.1"
                     /translation="MAKGYYLGVGDETTCGGVIIEGDATHVLMGKAVAREQDRVTCGK
                     HPGTYIIIGHVPGDSVNGRKFAGTLNSQSNCPCKAWFIPSLVHDTYEFGARSKSQNMS
                     EISTEVEREMVENVSESEEKSKVVCAHIDGALVVASYILDEIKKNVKSDTADKIRSFI
                     DNDLYKKRLKEWQDSPWYARMNAPPQPEIISASVLWFMAVKSGAKWDHKPKIRDQFKA
                     YAVSRPLVGSGTRSKSYFHKYEEHDYFYDVWSNIHYGYVGLSLGFDESYLLLGSTLEQ
                     VRTSIGSKPDPIDDITCMKIGYALYHQHGKYAETLDVRHILDALESASDLDLAISRQI
                     HWCWNNDNSSQIDHPQGK"
     gene            897904..898359
                     /locus_tag="YPA_0780"
     CDS             897904..898359
                     /locus_tag="YPA_0780"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12748.1"
                     /translation="MVVTIFIVLGIISITVFYFVKPSIFLYNNTNKIIYVYSSESTYG
                     VEPNEKEVEEIIKMKPDVIDPGETLKLAPSILSLLKKNIRKDTGWRIGGRYSFNSVGG
                     GGQAFMLTRASGVCSVLITINDNKSELEEIEKSYCYKKIKPFKDSYPNG"
     gene            898580..900343
                     /locus_tag="YPA_0781"
     CDS             898580..900343
                     /locus_tag="YPA_0781"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12749.1"
                     /translation="MDDLTLRYFDAEMRYLREAGEEFARAHPDRAAGLNLDKAGARDP
                     YVERLFEGFAFLMGRLREKLDDDLPELTEGLVSLLWPHYLRTIPSLSIVEFTPQWQGM
                     KERMGVSKGFEVLSRPIGERETRCRYTTTQEMDLLPLTLRRAGLDSEPDGRSVIRLRF
                     DCSALADWSRINLSRLPLYFDADAPLACALHEALTLNTAKLWIRLPGQADRQPLDGHF
                     APLGFGEQDTLWPKADSAFSGYQLLLEYFTFREKFMFVALQGLDGIELPAELPWFEID
                     VVLEKRWQHDFSFSEKNLRLHCVPVINLFPLESDPLSLSSLQTEYLLRPMRIQDGYTE
                     VYSVDSVISSRHTGHQVYVPFTSFRHKGGMLRHDAPEYYYHTRVKRGPSGLHDTWLVL
                     GGEAFDNHSVPDNENLSLSLTGTNGQLPRKALQSTVLDTAVKSTGAQVRVRNLSAPSL
                     PCYPPNRDRFHWRVLSHLGSSFLWMMDNAEVLRGTLALYDWTDNEMNRRRLEAIAEVK
                     HSEIERFERGYLLRGVHIEITLDSNGFTGTGDICLFGEMLSRFFALYTDIHLFNRLTL
                     ILQPTGERLEWEENHQSRLPG"
     gene            900307..901392
                     /locus_tag="YPA_0782"
     CDS             900307..901392
                     /locus_tag="YPA_0782"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12750.1"
                     /translation="MGRESSVPPSRLITRLKRDIGQINFYRFCQLLEQQPGTLPLGST
                     NSPADDPVRFRPHPGMGFPVSELKALENDPLHPEAPLTARTTFMGLYGVDSPLPTAYI
                     DDITQQREGHEALEGFLDIFNHRFMTQFYRIWRKYSYPATFESGGTDNTSQSLLGLIG
                     MGIPGSQQHFATPTSRFLALLGVMRQPGRTAEGVQALVRLLAPFTEADVTPHCLRTVR
                     LTSPMAFADEGANWLDGYTVLGDEAIDANSQLLISLRTADRDEAANWLPDGPLYTDFL
                     VLLRVYLGWRYRACIQLTVATRLLPALVLDETPIRLGLTGVLGLDDATLSDDIPEYFT
                     VALGHYRGLAPQQHQEGNRRVNYRLEK"
     gene            901268..901948
                     /locus_tag="YPA_0783"
     CDS             901268..901948
                     /locus_tag="YPA_0783"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12751.1"
                     /translation="MTRRCQTIYLNILPWRWATTVGWLHSNIKKETDVLTTVWKNKTC
                     TSKHKSWAAWKNKICIPALVLLLSGCGLTQAVTDSTVSATKSLFYKQIKVLHLDFTAR
                     EALNTDAHEANSSSEPVMVRVYQLRDDKTFLKTVYQQLASDGEAALKDDLLASRSVVV
                     KPGGAVTLDMPMEKETQFVAVVALFRHPDMAKDHWRLILTLDDLHPDKPRTLELGNNS
                     LTLRTEKK"
     gene            901948..902400
                     /locus_tag="YPA_0784"
     CDS             901948..902400
                     /locus_tag="YPA_0784"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12752.1"
                     /translation="MPDTSSPSLYEQLLGNFTGGLDLHQVSDENQVILSVLDNMQRIL
                     NCRAGTLSHLPDYGLPDMSKILQGLPGSAHSLLTTLSATLLKYEPRLKSLQVILLPQT
                     TPGHLEYAIDAELKGLGLVRYGTAFMPEGRVLMRHLKQQHYLNQRESF"
     gene            902425..903792
                     /locus_tag="YPA_0785"
     CDS             902425..903792
                     /locus_tag="YPA_0785"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12753.1"
                     /translation="MAGNTERLLKTGGDPRALADFTALRGELNKLAHPARPDVDWVRV
                     EQLCLALFRQNGVELQTAVDFTLARTHTVGLAGLCEGLELLAGLVCHQWRGLWPPQTH
                     ARVALLAWLSDRLQQVWRTMTLCYGDLAQVYRAERALEQLCTQLQTLELKHLCKLDGV
                     RLMLHNAAQRLESTEAVSGLAKPRGASEPPESLRFASVPVSEPLVYIISEPAPPPVQV
                     VLPASPPRWKAGHGFAAGLSLMAVLMAGSFVIWQSVSSDPVRETLLATASPLPIPLSA
                     NSIAELKKQASDVEWARLAEPVLQASAMQLDQLTQLPPLWAQARGDALLSQAQQLWPT
                     NQEVKRLNALWQQQRAAGAAPLVELKHYALAQDRLRQLAERLNSLDEKKRGYMTVSEL
                     KSAVFAIQQPLAQAVPLEELLRQYQEQLESGQTPSSALRQQIDSRFSQLLNRYALLVV
                     PPGVQ"
     gene            complement(904004..904627)
                     /locus_tag="YPA_0786"
     CDS             complement(904004..904627)
                     /locus_tag="YPA_0786"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12754.1"
                     /translation="MGLSLSCIKTVDDYVKHLDCNRVLPSKTLGKLKINKNIINAETQ
                     HTINDIKQKLSLIQERYNASTTAEFYFVENQLTDMHESISQRKEDLYEPEDYSLSGVQ
                     ERELKKGKTAQDRNNLVKDLVALYQIKNAIKEMIPEDKTKTIDDYSTYYPKPIHNGKV
                     LDIHHPFYSLVEESVKHKLFSDLYAIENNRKVPYVTYSNGWDEVDYK"
     gene            905142..906905
                     /locus_tag="YPA_0787"
     CDS             905142..906905
                     /locus_tag="YPA_0787"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter ATP-binding protein"
                     /protein_id="ABG12755.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSACHTRLHLLFCHSAEISCKTGGDTLAILWHNARRITFFILLE
                     YPYSVIKSRASSVLSTNNITMQFGSKPLFENISVKFGGGNRYGLIGANGCGKSTFMKI
                     LGGDLVPSGGNVFLDPNERLGKLRQDQFAFENNTVLDTVIMGHGELWEVKEERDRIYA
                     MAEMSEEDGYKVADLEVAYGEMDGYSAEARAGELLLGVGIPVEQHYGLMSEIAPGWKL
                     RVLLAQALFSDPEILLLDEPTNNLDIDTIRWLEQVLNERNSTMIIISHDRHFLNMVCT
                     HMADLDYGELRVYPGNYDEYMTAATQARERLLSDNAKKKAQISELQSFVSRFSANASK
                     SKQATSRARQIDKIQLDEVKASSRQNPFIRFDQDRKLFRNALEVEMLTKGFDNGPLFK
                     NLTLRLEVGEKVAILGPNGIGKSTLLKTLLGEYESDAGTVKWSENSKIGYYAQDHASD
                     FDIDLTVFDWMSQWKQEKDDEQAVRSVLGRLLFSQDDIKKKVSVLSGGEKGRMLFGKL
                     MMQRPNILVMDEPTNHLDMESIESLNMALEMYEGTLIFVSHDREFVSSLATRVIEMTP
                     NKLIDFTGNYEDYLSSQGIHS"
     gene            907133..907786
                     /locus_tag="YPA_0788"
     CDS             907133..907786
                     /locus_tag="YPA_0788"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12756.1"
                     /translation="MNISGHIATGLDYGWQGIGYLERGVHWLKTGLDAVGKCAGLPEL
                     QPAVYLSSLNIKYNKIDQDTQETLKNINDKLHRAFLLTSPEQIEEKQKIIDAVSDDLE
                     KMKRNVLSERGDLYCGEEVKLHGKMRTTLSEHITVERRDNFIKSLVNLYQIVRGVKAT
                     ITNAPNNTISSLINSNANESYNGLVQVDAVLARDFNAIEKNNRVPNVIVDTHFYEQI"
     gene            complement(907830..909038)
                     /locus_tag="YPA_0789"
     CDS             complement(907830..909038)
                     /locus_tag="YPA_0789"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG12757.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(909174..909944)
                     /locus_tag="YPA_0790"
     CDS             complement(909174..909944)
                     /locus_tag="YPA_0790"
                     /codon_start=1
                     /transl_table=11
                     /product="[molybdopterin synthase] sulfurylase"
                     /protein_id="ABG12758.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR000594"
                     /translation="MLPELSDVEALRYNRQITLRGFDFDGQEKLKAAKVLIVGLGGLG
                     CAAAQYLAAAGVGHLTLLDFDTVALSNLQRQILHRDSRIGMTKVASAAQTLSEINPHL
                     ALNTLDKQLDDEQLLSLIAEHQLVLDCTDNLSTREQLNRLCHTLGKPLVSGAAIRMEG
                     QVSVFTYQDNQPCYRCLSRLFGDTALTCVEAGVMAPLVGIIGNLQAMEAIKLLANYGQ
                     LVSGRLLMYDAMTAEFRSITLAKDPLCEVCQSDRRSPL"
     gene            complement(909946..911220)
                     /locus_tag="YPA_0791"
     CDS             complement(909946..911220)
                     /locus_tag="YPA_0791"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin molybdochelatase"
                     /protein_id="ABG12759.1"
                     /db_xref="InterPro:IPR001453"
                     /db_xref="InterPro:IPR008284"
                     /translation="MDHCNTSDLLSLEQALTKMLSQATPLPATEVIPLSEAAGRITAS
                     AITSPIAVPPFANSAMDGYAVRWHELSDEIPLPVAGVAFAGAPFKDVWPEKTCIRIMT
                     GAPLPKGADAVVMQEHAVVSEQGVIFNSNIRIGQNIRLAGEDIQQGASVFPAGVKLGA
                     AQLPLLASLGIAEIAVYRALKVAIFSTGDELQPIGHPLAEGQIYDTNRFAVRLMLQQL
                     GCQIIDLGVIRDDQHALRAAFQQADTAADLVISSGGVSVGEADYTKQILDELGDIGFW
                     KLAIKPGKPFAFGKLSNAWFCGLPGNPVSAALTFYQLVQPLLAKLSGHTEWHPPLRLK
                     AKATTPLKKTPGRLDFQRGVFSSNADGQLEVRTTGHQGSHIFSSFSQGNCFIVLERER
                     GSVAVGESVEIELFNELLGGNRPFAIHHPVGG"
     gene            complement(911755..913065)
                     /locus_tag="YPA_0792"
     CDS             complement(911755..913065)
                     /locus_tag="YPA_0792"
                     /codon_start=1
                     /transl_table=11
                     /product="putative heme-binding protein"
                     /protein_id="ABG12760.1"
                     /db_xref="InterPro:IPR001202"
                     /translation="MRETIPIKYIDTIEINKLSIQDLEDLSSCKYKLLSAYLIGKIPA
                     NKILDADELEIYHNERTKKILAKAIKARKLVIVLKATRLCNLRCTYCHSWAEGPNQTI
                     LFSTLIHIVRQILAIPNVNRFEFVWHGGEVTLLKPAFFKKLIWLQEQFKRPEQYITNT
                     MQSNIVNISDEWLIFIKGIGMNVGISLDGIPAVNDKRRVDFRGRGTSDRIAKGIKKLQ
                     KYDILYGALIVVDREVYQTDMREMLDYFILIELNGIEFLNIVPDNRLTAGEDIGNNFI
                     SYAEFIKFLSALFVIWIKGYREKIHIAIFEDFISVLEHPEKKLSACYWSGNCSQEIIT
                     LEPNGDVSPCDKYRGDAGSIYGSLLKTDLAGLLTQSSHNQQAIDEEVAATRKMQHCEW
                     FSICHGGCPHDRVINRRHTKGYNDECCGTGKLLATIKAYLADIR"
     gene            complement(913075..913743)
                     /locus_tag="YPA_0793"
     CDS             complement(913075..913743)
                     /locus_tag="YPA_0793"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter ATP-binding protein"
                     /protein_id="ABG12761.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MLHLQNAKKYYTTKVIKTRVLNNITLSVEKGEFVSIMGPSGSGK
                     STLLNIVGMFESLDSGSLTLAGKHVDNLGYSQRITLRRELIGYIFQSFNLIPHLSIFD
                     NVELPLKYRGVAKKDRIEQVNQILSLLGIDNRKNHKPMQLSGGQQQRVAIARAMVTCP
                     ALILADEPTGNLDSKNARAVLEQLKAINQSGTTIIMVTHSDEASSYSNRILNMKDGNI
                     NMKK"
     gene            complement(913745..915007)
                     /locus_tag="YPA_0794"
     CDS             complement(913745..915007)
                     /locus_tag="YPA_0794"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12762.1"
                     /db_xref="InterPro:IPR006143"
                     /translation="MDIKLEKKININSREKIVILFVLLILFLSCFFIYYLFTKESALL
                     VPRERAIFYTAQFEPYQDVLVTRAITVPNESVILSSERGGKIIEIVKQSAENVIKGDV
                     IARLSNYDFTLEATSRMADIMEQINSLRNMRMRLEQDSRDTQLSLQEAQHQIDIISKD
                     LRRYKILDKKFLIAKSELERQADRLINWKVKSDILQKHNSRNQKSFPSQFKNIDESII
                     LLEKMMKMIEVGIEQLVIIAPIDGTLSVLDIELGQQIKSGEKISVIDNLNSYYFNVYF
                     SEYYIDKIKPNTQIIAQINGQDTQLLIESVSAIVDNGKFKAKLRPIESGIAHLKRGQS
                     IEIRIALQEENNHVLLVPTESVFSNSNGDHFIYIYQDKYDRAIKTKVEVKRRNSIKTE
                     ITSGLQPSQRIVKMPDDSDKTANIIEFK"
     gene            complement(915009..917369)
                     /locus_tag="YPA_0795"
     CDS             complement(915009..917369)
                     /locus_tag="YPA_0795"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12763.1"
                     /translation="MLTSEFLNDVKLSPMATLLAIIITAIGMISLFLVLLLYLTDHSI
                     EKFHHDYPQIYRIETQFNLPNGEKVKSAQVPLPLITALQNEKNIKDVAYALRLFIDLQ
                     VNGKTQADVEIYAVSPNFLTALNPYRQKIPHLSHNEIIITPEFNRQYLHLNHPKGQVI
                     TLGKKGKFFIKDVVNLNTSSRFNTRAVIAFSPDIIDDYHDKRHDWYDMHSYLFVTMVG
                     GGKPTHEQLKTLVTRYAPQLPGAPFSPEEFIQLSARNITDIHYDAELPDEMSTVISKS
                     YLYTLYMAGFFIFLTTTMNFFNVNNIVNKNKKSSFQIKKSVGASNYQLLTESFFIATL
                     QAVCVLTLAFIFLSILMQASENVRELILTQETGRLISSFSVAFFSLYIAILISHYLYL
                     STSVFPNKSWHNHAYSAHPISHYIYQVTLSIQIAIAGIIIYLWAGIMTQIDFMQSHMF
                     GYEKENVVTFPLSDELKSLTSLNSLQDELNNSIGISPIALSSWRPFDMSRTTTSVFHQ
                     NQQEQDKLVSVNILNVNKNFTDTWGIKTLAGYENPITPSKNDNTYHAIATKTFMSAMG
                     KSSSDEVLNTLFYINDNDAEYTVRILRVVNDFYLADRDKNTTPLLILISDEVQRYGAL
                     KLHHQSDLSTVKMLLERYGVNIDQIKLAEHIHQEYFNDHNLMKKTISLVTLFSVILLL
                     ISTMIIGMAESKRISKILKIMESVGGSLYTHIIFFIKENITPVLVAIVIAFPIGFILL
                     QKWLSKYNFINNLSYLYAFGSLLLFMVSLVSVMTLSLILSHTKKNK"
     gene            complement(917922..918764)
                     /locus_tag="YPA_0796"
     CDS             complement(917922..918764)
                     /locus_tag="YPA_0796"
                     /EC_number="3.1.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="putative esterase"
                     /protein_id="ABG12764.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MNTSLELLEEHRMFGCWQQRYRHAASSLNCHMTFSIYLPPPRDD
                     NPPPVLYWLSGLTCNDENFTLKAGAQRVAAELGLVLVMPDTSPRGDNVPNDDSYDLGQ
                     GAGFYLNATQEPWSDHFQMYDYISQELPSLIRQHFSVSERQSISGHSMGGHGALMLAL
                     RNPQQYQSVSAFAPIVNPCQVPWGRKAFTAYLGSDENQWLQYDSCHLLTHAQHQLPIL
                     VDQGDGDQFLADQLQPAKLAELARQRDWPLMLRIQPGYDHSYFTIATFIEDHLRFHAA
                     HLQP"
     gene            complement(918785..919924)
                     /locus_tag="YPA_0797"
     CDS             complement(918785..919924)
                     /locus_tag="YPA_0797"
                     /codon_start=1
                     /transl_table=11
                     /product="alcohol dehydrogenase"
                     /protein_id="ABG12765.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR002328"
                     /translation="MEMIKTRAAVAWGPNQPLSVEEVDLMPPQKGEVLVRIVASGVCH
                     TDAYTLSGADPEGVFPTILGHEGGGIVETIGEGVTSVAVVDHVIPLYTPECGECKYCR
                     SGKTNLCQAIRSTQGKGLMPDGTTRFSKNGQPIFHYMGTSTFSELTVVPEISLAKINK
                     EAPLEEVCLLGCGVTTGMGAVMNTAKVKPGDTVAIFGLGGIGLSAVIGAQMAGASRII
                     GIDLNTSKFELARKLGATDLINPKDYDKPIQEVIVELTDGGVDFSFECIGNVNVMRSA
                     LECCHKGWGESVIIGVAGAGEEISTRPFQLVTGRVWRGSAFGGVKGRSELPGIVQQYL
                     DGKFALNDFITHTMALDQINEAFDLMHEGKSIRSVIHFNHSSESK"
     gene            complement(920198..921067)
                     /locus_tag="YPA_0798"
     CDS             complement(920198..921067)
                     /locus_tag="YPA_0798"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG12766.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MDLTQLRMFCCVAETGSVARAAEQMHRVPSNLTTRLRQLELELG
                     ADLFIREKQRLRLSPMGHNFLCYANRILALSEEAMSITHAGEPAGNFPLGSMESTAAT
                     RLPNLLAAYHQRYPKVSLSLITGTSGEIIEQVRAGTLATALVDGPVQHDELHGCRSFD
                     EQLVIISCLERPPILQARDAVDETLFAFRPSCSYRLRLESWFRQVGVLPGHIMEIQSY
                     HAMLACVASGAGLALIPLSVLTLLPGHERVQVHPLPPDIAHTATWLIWRKDAFSPNVR
                     ALKELIIENVEIP"
     gene            921203..922354
                     /locus_tag="YPA_0799"
     CDS             921203..922354
                     /locus_tag="YPA_0799"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12767.1"
                     /translation="MALRVALSGFLALVVAMGIGRFAFTPQVPLMIAEHQFTLTSAGL
                     VAAFNYLGYLFGAFDAMRASRHVERRLWLGLWGAALLTLLSAVVVGPWWHGLVRFAIG
                     WASGWSMVLIAAWTNERLAHFSRPALSAAVFAGPGAGIFISGMLAVAIHSYDLSAAEA
                     WWVYGVLALVIIASISINLPRGGELHRPQVVAVPLTLTPALKRLVWSYSLAGFGYILP
                     ATFLSQMASARFPDSLFAQFVWPVFGGAAVIGIALGILTRHCLTSQTRLALTLWVQAL
                     GVLCAEWVPGVSGLALGALLTGGGFLSVVQLSLQHGRELAPEHTRYMAGLLTTGYAIG
                     QLVGPILSAISTTLTHRLEPALYVAVVALIIAGGLVIKTPARTQEALAT"
     sig_peptide     921203..921274
                     /locus_tag="YPA_0799"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.992) with cleavage site probability 0.989 at
                     residue 24"
     gene            922496..923200
                     /locus_tag="YPA_0800"
     CDS             922496..923200
                     /locus_tag="YPA_0800"
                     /EC_number="3.5.4.16"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP cyclohydrolase"
                     /protein_id="ABG12768.1"
                     /db_xref="InterPro:IPR001474"
                     /translation="MLVLSGCVSLLEKRMSSLSKEAELVHQALLARGLETPLRKPELD
                     AETRKTRIQAHMTEVMHLLNLDLTDDSLADTPRRIAKMYVDEIFSGLDYENFPKITLI
                     QNKMKVDEMVTVRDITLTSTCEHHFVTIDGKATVAYIPKDSVIGLSKINRIVQFFAQR
                     PQVQERLTQQILLALQTLLGTNNVAVSIDAVHYCVKARGIRDATSATTTTSLGGLFKS
                     SQNTRQEFLRAVRHHG"
     gene            923255..924421
                     /locus_tag="YPA_0801"
     CDS             923255..924421
                     /locus_tag="YPA_0801"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12769.1"
                     /translation="MRQRIATLDSARGLAILGILLLNISAFGLPKAAYLNPAYLGLPS
                     LSDIWTWAILDIVAQVKFLSIFAMLFGAGLELLLKRGKSWVRARLSLLLLLGLIHGIF
                     FWDGDILLAYSLIGLVCWRIIQDAKDAASLLRTGAVLYLIGVAVLLLLGYITRGEPGR
                     FWLPGPADLQYEQFWKLQGGGEAWRNRLGLLSSNLIAIGAQYGWELAGSMVFGAGLMR
                     CGWLRGKFSLRHYRRLALFLISLSLVIQIPGVALQVYVGWDYRWAGFLLQVPRELGAP
                     LQAVGYLALLYGFWPTLSRWAISHWLAKVGRMALSNYLLQTLICTLIFYHFGLYQQLD
                     RLQLLAVVPLVWACNVIFSLLWLRYFVQGPVEWLWRRLTAYACGQELQIRNTKL"
     sig_peptide     923255..923341
                     /locus_tag="YPA_0801"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.671) with cleavage site probability 0.619 at
                     residue 29"
     gene            925169..926161
                     /locus_tag="YPA_0802"
     CDS             925169..926161
                     /locus_tag="YPA_0802"
                     /codon_start=1
                     /transl_table=11
                     /product="galactose-binding protein"
                     /protein_id="ABG12770.1"
                     /translation="MNKKVFTLAALVTSMMVGAYAQAETRIGVTIYKYDDNFMSVVRK
                     AIEKDAKASPEITLLMNDSQNDQSKQNDQIDVLLAKGVKALAINLVDPAAAPVVIDKA
                     RSNDIPIVFYNKEPSRKALDSYDKAYYVGTDSKESGVIQGELIAKHWQANPEWDLNKD
                     GKIQFVLLKGEPGHPDAEARTTYVIKTLNEKGLPTQQLQLDTAMWDTAQAKDKMDAWL
                     SGPNANKIEVVIANNDAMAMGAVEALKAHNKTSVPVFGVDALPEALALVKSGQMAGTV
                     LNDANNQAKATFDLAKNLAAGKPAAEGTTWKIENKIVRIPYVGVDKDNLAEFTK"
     sig_peptide     925169..925234
                     /locus_tag="YPA_0802"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.728 at
                     residue 22"
     gene            926391..927911
                     /locus_tag="YPA_0803"
     CDS             926391..927911
                     /locus_tag="YPA_0803"
                     /codon_start=1
                     /transl_table=11
                     /product="galactoside transport ATP-binding protein"
                     /protein_id="ABG12771.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MADINTAQPRDWLLEMSNIDKSFPGVKALDNVNLKVRPYSIHAL
                     MGENGAGKSTLLKCLFGIYKKDSGSIIFQGQEIEFKSSKEALEQGVSMVHQELNLVLQ
                     RTVMDNMWLGRYPTKGFFVDQDKMYKETKAIFDELDIDIDPRDKVATLSVSQMQMIEI
                     AKAFSYNAKIVIMDEPTSSLTEKEVNHLFTIIRKLKARGCGIVYISHKMEEIFQLCDE
                     ITILRDGQWITTQPLDGLTMDQIISMMVGRSLSQRFPDRLNKPGEVILEVKNLTSLRQ
                     PSIRDVSFDLHKGEILGIAGLVGAKRTDIVETLFGIREKVTGTIKLHGKNINNHSANE
                     AINHGFALVTEERRSTGIYAYLDISFNSLISNIRNYKNKFGLLDNTRMKSDTQWVIDA
                     MRVKTPGHRTNIGSLSGGNQQKVIIGRWLLTQPEILMLDEPTRGIDVGAKFEIYQLMT
                     ELAKKDKGIIIISSEMPELLGITDRILVMSNGQVAGIVDTKQTTQNEILRLASLHL"
     gene            927932..928942
                     /locus_tag="YPA_0804"
     CDS             927932..928942
                     /locus_tag="YPA_0804"
                     /codon_start=1
                     /transl_table=11
                     /product="galactoside permease"
                     /protein_id="ABG12772.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MNVLNKKDMLTYFKESGIYVVLFVLLAIIIIKDPTFLSLMNLSN
                     ILTQSSVRIIIALGVAGLIVTQGTDLSAGRQVGLAAVVAATMLQSMDNVNKVFPDLQT
                     VPIPVVILVVCLIGAVIGLINGIIIAYLNVTPFITTLGTMIIVYGVNSLYYDFVGASP
                     IAGFDPAFSTFAQGFLRFGDFKLSYITFYALIAIMFVWVLWNKTRFGKNIFAIGGNPE
                     AAKVSGVNVPLNLIMIYALSGVFYAFGGMLEAGRIGSATNNLGFMYELDAIAACVVGG
                     VSFSGGVGTVIGVVTGVIIFTVINYGLTYIGVNPYWQYIIKGGIIIFAVALDSLKYAK
                     KK"
     gene            complement(929387..930124)
                     /locus_tag="YPA_0805"
     CDS             complement(929387..930124)
                     /locus_tag="YPA_0805"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12773.1"
                     /translation="MWKRLIISLIIIIGLLMVTAIALDRWISWKTAPFIYDELQELPH
                     RQVGVVLGTAKYFRTGGINQFYQYRIQGAINAYNSGKISYLLLSGDNAQHSYNEPMTM
                     RRDLIAAGVAPADIVLDYAGFRTLDSIVRTRKVFDTNDFIIITQRFHCERALFIAMYM
                     GIQAQCFAVPSPKNMLSVRVREIFARLGALSDLYILKREPRFLGPLIPIPAVHVIPDD
                     AQGYPAVTPDQLVELERRLAEKKQPSQ"
     sig_peptide     complement(930056..930124)
                     /locus_tag="YPA_0805"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.984 at
                     residue 23"
     gene            complement(930405..932102)
                     /locus_tag="YPA_0806"
     CDS             complement(930405..932102)
                     /locus_tag="YPA_0806"
                     /EC_number="1.1.1.40"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD-dependent malic enzyme"
                     /protein_id="ABG12774.1"
                     /db_xref="InterPro:IPR001891"
                     /translation="MELEYESKRPLYIPYAGPILLEFPLLNKGSAFTNDERNHFNLHG
                     LLPEAVETIEEQAERAYRQYQDFKNDDDKHIYLRNIQDTNETLFYRLLEAHLSEMMPI
                     IYTPTVGEACEHFSDIYRRARGLFISYPNREHIDDMLQNATKQNVKVIVVTDGERILG
                     LGDQGIGGMGIPIGKLSLYTACGGISPAYTLPVVLDVGTNNPQRLNDPLYMGWRHPRI
                     SGDEYYAFVDEFIQAVKRRWPNVLLQFEDFAQKNATPLLNRYRDELCCFNDDIQGTAA
                     VTLGSLIAASHAAGSQLRDQTVTFLGAGSAGCGIAEQIIAQMMSEGLSEIQARARIFM
                     VDRFGLLTDKLPNLLDFQSKLVQKSDDLHHWNLHNDAISLLDVVRNAKPTVLIGVSGQ
                     PGLFTEELIREMHSHCARPIVMPLSNPTSRVEARPEDIINWTDGAALVATGSPFPPVS
                     YKEKLYPIAQCNNSYIFPGIGLGVLASGASRVTDGMLMAASRALAESSPLARHGEGAL
                     LPNIDDIQAVSKAIAMRVGQAAQLQGVAIVTSEEALSKAIEHNYWQPQYRSYKRTSF"
     gene            complement(932458..933342)
                     /locus_tag="YPA_0807"
     CDS             complement(932458..933342)
                     /locus_tag="YPA_0807"
                     /EC_number="3.5.4.5"
                     /codon_start=1
                     /transl_table=11
                     /product="cytidine deaminase"
                     /protein_id="ABG12775.1"
                     /db_xref="InterPro:IPR002125"
                     /db_xref="InterPro:IPR006263"
                     /translation="MQARFHTSWAELPASLQFALEPILSAENFPAMLTAEQVKTVKNI
                     SGLDDDALAFALLPLATACALTPISHFNVGAIARGKSGNFYFGANMEFRGVPLQQTIH
                     AEQCAVTHAWLRGETNLVAITVNYTPCGHCRQFMNELNSGSELHIHLPGRPPSTLGQY
                     LPDSFGPTDLAITTLLMDPVNHGYTLAETDPLTQAALNAANHSHAPYSQSHSGVALET
                     TNGKIYAGRYAENAAFNPSLPPLQAALILANITGENCASIRRAVLVEGHNAVTSQWDT
                     TLATLNALGCSAVKRVTF"
     gene            complement(933668..934363)
                     /locus_tag="YPA_0808"
     CDS             complement(933668..934363)
                     /locus_tag="YPA_0808"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12776.1"
                     /db_xref="InterPro:IPR005261"
                     /translation="MISNLWWSLPLTLIVFFGARQLSRWAKIPLLNPLLISMVVIIPL
                     LLVTHMPYANYFAGSKILNDLLQPAVVALAFPLYEQLHQIRASWKSIIAICFIGSITA
                     MVSGTAIALWMGATPEIAASILPKSVTTPIAMAVAESLHGLPAISAVCVIFAGILGAV
                     FGHSLLNLLKITTKASRGLAMGTASHALGTARCAELDFKEGAFSSLALVICGIITSLL
                     APFLFPVLLHLFG"
     gene            complement(934360..934767)
                     /locus_tag="YPA_0809"
     CDS             complement(934360..934767)
                     /locus_tag="YPA_0809"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12777.1"
                     /db_xref="InterPro:IPR005538"
                     /translation="MRNMMSLCWQYLRAFTIIYLCLWAGKALALLLPIVIPGSIIGML
                     ILFVLLTLQILPSPWVKPSCQLLIRYMALLFVPIGVGVMQYYEQLTKQFGPIVVSCFI
                     STLIVMLVVAYSSHYVHRDRKVISPSTPTEGEK"
     sig_peptide     complement(934678..934767)
                     /locus_tag="YPA_0809"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.800) with cleavage site probability 0.799 at
                     residue 30"
     gene            complement(935009..936190)
                     /locus_tag="YPA_0810"
     CDS             complement(935009..936190)
                     /locus_tag="YPA_0810"
                     /codon_start=1
                     /transl_table=11
                     /product="putative multidrug resistance protein"
                     /protein_id="ABG12778.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MQRFSSRVTNLLIASLVLTIGRAVTLPFITIYLVEHFQLAPDTV
                     GLLLGASLALGIFTSLYGGYLVDKFNKKRLILLTIILFSATFFALPWIEHPAWVILTL
                     ALLHSAYSVYTIAVKACFADWLPVNERIKAFSANYTLVNVGWAIGPVMGVLVVGFGPQ
                     LPFIISGALALLVAIVLKFRINDADMLATERVSSESVPDLRQTFNILRHDKRLIYFTL
                     GSLLGAMVFAQFSGYLSQYLITVFDAKFAYQVIGAVMTVNATIVIALQYLLSRRMNQQ
                     NLMRWLMIGTLFFIIGLLGFMVAQDSIPLWMLAMAIFSLGEIIVIPAEYLFIDFIAPA
                     NLKGSYYGVQNLGQLGGAINPVLCGFLLAYTVPEMMFYMLIIAATLGLVLFYRGYHLA
                     K"
     sig_peptide     complement(936113..936190)
                     /locus_tag="YPA_0810"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.725) with cleavage site probability 0.454 at
                     residue 26"
     gene            complement(936523..937776)
                     /locus_tag="YPA_0811"
     CDS             complement(936523..937776)
                     /locus_tag="YPA_0811"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12779.1"
                     /translation="MATQGSLPIPEYSRNMRLIGHSDQGGKPDGVQVMVHRGYAYVGH
                     MVSKGVSIIDVRDAKNPRPAGFIAAPPNTWNVHLQTHDDLLLVINARDLFADARFAEE
                     KVYYTRSVAETVSTRQEGRNWSAGLRIFDISTPDKPREISFLPLDGIGIHRIWYVGGR
                     WAYVSALLDGYSDYIFLTIDLADPQKPQVAGRYALPGMDTAAGEQPNWPAGKRYALHH
                     AIISGDTAYGSWRDGGLTLLDVSDRHEPKLISHRNWSPPFGGGTHTALPLPDRDLLVV
                     LDEAVLDNQEDGEKHIWVFDIREPSNPVSISTFPVPEERDYIKKGAHFGPHNLHENRP
                     GSFISSSLIFATYQNAGVRAYDISNPYNPKETGALVPAAPEKMMDKRPGRPQIIQSCD
                     VFVDTQGIIYSTDYNGGLSIIEYLG"
     gene            complement(937794..938870)
                     /locus_tag="YPA_0812"
     CDS             complement(937794..938870)
                     /locus_tag="YPA_0812"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter"
                     /protein_id="ABG12780.1"
                     /translation="MKKIAYPILALSLLTALPVFAADPVTLAPVPDAIANHQGQIKIA
                     VIRNLGSDDNTTQFLSGVLKEGKKLGFKVDTFLSNGDDARFQDFVNQAISQKYDGIIL
                     SQGRDPYSTELVKRITDNGIAVSVFDTAIQGEIPGLTVTQQDDASLTNESFGQLIKDF
                     DGNANIIKLWVAGFPPMERRQAAYQALLKQNPGIIELESIGAVSSDVQGDTANKVGAV
                     LAKYPKGKIDAIWGTWDAFTQGAYKALQENGRTEIKLYSIDISNQDLQLMREANSPWK
                     VSVAVDPKLIGAINLRLIAKKIAGETTPASYEFRAASIPQALLASQPGPVNVAGLSKI
                     IPGWGQSDDFNSPWFATLAAQNGQ"
     sig_peptide     complement(938805..938870)
                     /locus_tag="YPA_0812"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 22"
     gene            939568..940230
                     /locus_tag="YPA_0813"
     CDS             939568..940230
                     /locus_tag="YPA_0813"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12781.1"
                     /translation="MAVLLPESHDELLHALIRLLPATLSLVLLLPCAARLASQRLSQY
                     LLVFHLFPLITCFSLNPLTIPLSGAFLLYLIFINIYVDTPPSCERKKQQSNILPHEYP
                     VGLTLLCFSGLYLTFFVWFDLDDAIIFLMSLSWLFFLLSKWRWQVVALNALGGVGLFW
                     FFSSGFVDIKYHKNIIVRALIKISLLDSLLFIIFSLSLFINMLFWLEEWQRTRQPLKK
                     DE"
     gene            940270..940458
                     /locus_tag="YPA_0814"
     CDS             940270..940458
                     /locus_tag="YPA_0814"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12782.1"
                     /translation="MPVGLPQTGILLCPENPQLGWGFSKAFSFGSVIKTPFDLLKQFA
                     VWQLQMFNKKSKGGPNEG"
     gene            940448..940906
                     /locus_tag="YPA_0815"
     CDS             940448..940906
                     /locus_tag="YPA_0815"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12783.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(941070..943097)
                     /locus_tag="YPA_0816"
     CDS             complement(941070..943097)
                     /locus_tag="YPA_0816"
                     /EC_number="6.1.1.10"
                     /codon_start=1
                     /transl_table=11
                     /product="methionyl-tRNA synthetase"
                     /protein_id="ABG12784.1"
                     /db_xref="InterPro:IPR001412"
                     /db_xref="InterPro:IPR002304"
                     /db_xref="InterPro:IPR002547"
                     /db_xref="InterPro:IPR004495"
                     /translation="MAQVAKKILVTCALPYANGSIHLGHMLEHIQADIWVRFQRMRGN
                     QVHFICADDAHGTPIMLKAQQMGIEPEQMIAEMSQEHQQDFAGFAISYDNYHSTHSDE
                     NRELSSLIYGRLKANGYIKNRTISQLYDPEKGMFLPDRFVKGTCPKCKAPEQYGDNCE
                     VCGATYSPTELIDPKSAVSGATPVMRESEHFFFDLPAFSDMLQAWTRSGALQEQVANK
                     MQEWFDSGLQQWDITRDAPYFGFEVPDAPGKYFYVWLDAPIGYMGAFKNLCDKRGDLD
                     FDEFWGKDAKTDLYHFIGKDIVYFHSLFWPAMLEGSNFRKPTNLFVHGYVTVNGAKMS
                     KSRGTFIKAGTYLKYLDADCLRYYYAAKLSSRIDDIDLNLEDFVQRVNADIVNKVVNL
                     ASRNAGFINKRFAGQLADQLADPVLYKTFTDAATSIADAYNNRESGKAIREIMALADV
                     ANRYVDEQAPWVVAKQEGRDADLHAICSMGINLFRVLMTYLKPVLPSLTERTEAFLNT
                     ELTWDSIEQPLLGHSITAFKALFNRIDLDKVNEMVASSKEDMAPATRVTGPLADDPIQ
                     ETISFDDFAKVDMRIALIQQAEFVEGSDKLLKLTLELGGETRQVFSGIRSAYPDPKAL
                     EGRMTVMVANLAPRKMRFGVSEGMVMAAGPGGSDIFLLSPDSGAQPGMQVK"
     gene            943362..944474
                     /locus_tag="YPA_0817"
     CDS             943362..944474
                     /locus_tag="YPA_0817"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12785.1"
                     /db_xref="InterPro:IPR000808"
                     /translation="MSEKSPEQTTPGLLQSQILKVLTAFTHPTLQKDLNTLRAIHHCA
                     LLDNVLHIELVMPFAWQFGFEILKESVSEELLAVTGANAIDWKLSHNITTLRRANDQP
                     GVKGVRNILAVSSGKGGVGKSSTAVNLALSLAEGGVKVGILDADIYGPSIPNMLGTMN
                     QRPTSPDGKHMAPIMAHGMATNSIGYLVTEENAMVWRGPMASKALMQMLQDTLWPDLD
                     YLVIDMPPGTGDIQLTLSQNIPVTGALVVTTPQDIALIDAMKGIVMFEKVHVPVLGIV
                     ENMSMHVCSNCGHLEPIFGTGGAEKLAEKYHCKLLGQIPLHISLREDLDRGEPTVVSR
                     PDSEFTDIYRQLAANVAAEMYWQGEAIPTEISFRAV"
     gene            944719..945360
                     /locus_tag="YPA_0818"
     CDS             944719..945360
                     /locus_tag="YPA_0818"
                     /EC_number="2.7.1.48"
                     /codon_start=1
                     /transl_table=11
                     /product="uridine kinase"
                     /protein_id="ABG12786.1"
                     /db_xref="InterPro:IPR000764"
                     /translation="MTDKAHQCVIIGIAGASASGKSLIASTLYRELREQVGDQHIGVI
                     PEDGYYKDQSHLSMEERVKTNYDHPSAMDHNLLLEHLQALKAGKPVELPLYSYTEHTR
                     KKETVHLEPKKVIILEGILLLTDIRLRQEMNFSIFVDTPLDICLMRRMKRDVNERGRS
                     MDSVMAQYQKTVRPMFLQFIEPSKQYADIIVPRGGKNRIAIDILKAKISQFFE"
     gene            945465..946046
                     /locus_tag="YPA_0819"
     CDS             945465..946046
                     /locus_tag="YPA_0819"
                     /EC_number="3.5.4.13"
                     /codon_start=1
                     /transl_table=11
                     /product="dCTP deaminase"
                     /protein_id="ABG12787.1"
                     /db_xref="InterPro:IPR003232"
                     /db_xref="InterPro:IPR011962"
                     /translation="MRLCDRDIEAWLDSGKLGIEPRPPVERINGATVDVRLGNQFRVF
                     RGHTAAFIDLSGPKDEVSAALERVMSDEINLPEGEAFFLHPGELALAVTLESVTIPDD
                     LVGWLDGRSSLARLGLMVHVTAHRIDPGWQGRIVLEFYNSGKLPLALRPGMLIGALSF
                     EPLSGPAARPYNSRQDAKYRGQQGAVASRIDKD"
     gene            946233..948089
                     /locus_tag="YPA_0820"
     CDS             946233..948089
                     /locus_tag="YPA_0820"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12788.1"
                     /translation="MRRLLTMLVILLIVLVAGMSALVLLVNPNDFRAYMVKQVEKKSG
                     YHLQLEGDLRWHVWPQLSIIAGRMALTAPGALEPVVSAENMRLDVKLWPLLSHQLDVK
                     QVMLKGAVIRLTPDSEAQQQIDAPVAPIAPAGSTPVSDNRGWTLDINRLQIADSLLIW
                     QRSDNDQINVRDINLELKQGGQRQVQVTLASRVNRNQRDLTFSMVIDADMHQYPRQFS
                     ANISQFTYKLEGADIPAGGISGGGALEASYQSDIQQLLLNQLNFTANNNQLAGSVKAT
                     FGDVPDYVVNLTSDNLNLDAIFGWQPKSSTASTDEAKQPVTTAPVIAIQIDDDVGQNL
                     QALRDFTAQTTVVANNVVYRNININQLNLQATNQQGDLQVTRLTGNALEGDFSLAGAL
                     DVTGKKVLATVNPLINHMELGPVLQAAGLPQVMTGKFSMQAQLSGDGVNLAAFKHRWR
                     GEAQVSMNNARLQGLNIQQLIQQAVTRSTNDVKGQERYERYTEVKQLQASLALNRGAV
                     KVSGLNASSSLISVKGSGGLNLPTQQCDMNLAVRVMQGWNGQSSLVKTLQNTDIPLRI
                     YGPWTQLNYQLNVDQLLRSELQQRAKKALGEWAERNQQNRRVDDLKKSLDKL"
     sig_peptide     946233..946310
                     /locus_tag="YPA_0820"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.515 at
                     residue 26"
     gene            complement(948234..949847)
                     /locus_tag="YPA_0821"
     CDS             complement(948234..949847)
                     /locus_tag="YPA_0821"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12789.1"
                     /db_xref="InterPro:IPR000644"
                     /translation="MEWIADPTIWAGLATLVVLEIVLGIDNLIFIAILAEKLPRHQRD
                     KARVTGLLCALLMRLALLACISWLATLTTPIVTLSEHSFSARDLIMLVGGIFLLFKAT
                     MELNERLEGKDHQQNQQRKAARFWPVVAQIVVLDAIFSLDSVITAVGMVDHLAVMMVA
                     VCIAIGLMLLASKPLTRFVNAHPTIVILCLSFLLMIGFSLVAEGFGYHIPKGYLYAAI
                     GFSVIIESLNQFAQFNRRRFLSTVRPLRERTAEAVLRMLSGKHEEAELDNHTANLIAD
                     NTSEGQEVFNAQERRMIERVLGLAQRTVSSIMTSRHDVEYLDLNDPPEKLTQLLAKNL
                     HTRIVVTEDSSTDEPLGVIHVIDLLKQQLANEKLDLRSLIRQPLIFPEQVSLLMALEQ
                     FRQAQTHFAFVVDEFGSIEGVVTLTDVMETIAGNLPVAGEELDARHDIQQTEDGCWIA
                     NGYMPLEDLVLYLPLEDLVLYLPLPIDEKREYHTLAGLLMEHTQRIPKVGEQLTIGDY
                     LFEPLVVNSHRILKVKITPLKIPEPDYEV"
     gene            950289..951068
                     /locus_tag="YPA_0822"
     CDS             950289..951068
                     /locus_tag="YPA_0822"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ferric iron reductase"
                     /protein_id="ABG12790.1"
                     /db_xref="InterPro:IPR008090"
                     /translation="MSNTAQLITPSPIGLIADITELFEKTFAHFSRTLKVNADDIPEE
                     TMSFHTWSSIDNFPTLIQKYRDEYYGDNDLKPNDKALYSLWSQWYFGLIIPPMMLLLI
                     EYPQTIDTHHKNFKVLFHHSGRPEVVYYQLKWQSQDPGTLLERYYLLLNHHVIPIAEK
                     IESYQGINGRLLWNNIGYLMFWYLGEFKGRLGDDLYQSIINGLFMELSLPNGQDNPLY
                     RTVMLRNGTLQRRSCCQRNKLPGVRSCHDCPLEKPPLNLIS"
     gene            951220..952767
                     /locus_tag="YPA_0823"
     CDS             951220..952767
                     /locus_tag="YPA_0823"
                     /codon_start=1
                     /transl_table=11
                     /product="putative decarboxylase"
                     /protein_id="ABG12791.1"
                     /db_xref="InterPro:IPR010977"
                     /translation="MYKDIYEENHFIDQGNDITDVLCLENFLNKDSAEHYYENVNNIT
                     ARIKAVFTLVDKPFSGVLPSELSPDFYCIDLNQPLTSLDSALDELQQLYIKDAIYFHH
                     PKYVAHLNCPVVLPAVLAESIISTLNSSLDTWDQSAGATLIEQKVLDWTRDKMALGSQ
                     GDGIFTSGGTQSNLMAILLARDHFCHQRDANHQNKLQGLPADSHKFRIFTSVVSHFST
                     QKAAALLGLGYNAVVAVPYDSEFKMDAQALDQSIALCLSQGNIPLAIVATTGTTDFGS
                     IDPLHTISTLAKQYGLWLHVDAAYGCGLLVSSHYEQLLSGIEMADSVTVDYHKSFFQP
                     VSCSAFFVKDKQHFSYLTYHAEYLNPLSASLEGTPNLVNKSIQTTRRFDALKLWLTLR
                     IMGAKQLGLAFEHVMDTAQQAYQLMLPNPYFELIHRPVLSTLVFRFMPEQPRSDDDID
                     RTNAYIRKALFREGHTVIAGTKVNGKQYLKFTFLNPTTTLQHLNEIVDAIITEGKNYP
                     TLYNSQS"
     gene            952802..954100
                     /locus_tag="YPA_0824"
     CDS             952802..954100
                     /locus_tag="YPA_0824"
                     /EC_number="1.14.13.59"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore biosynthetic enzyme"
                     /protein_id="ABG12792.1"
                     /translation="MRPYDFIGIGIGPFNLGLACLTQPLNDVCCLFIDQKAGFDWHPG
                     MMLESATLQTPFMSDLVTLASPTHPLSFLNYIKQQGRIYSFYIRENFFLLRKEYNQYC
                     QWAVEQLPNLRFNTQVDDIHYDEDTALYRLYCSDTCSGSRHEFLCKKLVLGTGPSPHI
                     PECCQPFIQQIVMSGQYLEHKVALQKKRAITILGSGQSAAEIFYDLLCEIDRFDYQLN
                     WLTRSPRFLPLEYTKLTLEMTSPEYVDYFYHLPPEKRDELNLTHKPLYKGINGTLIND
                     IFDLLYTKRLNGALNVNLYTNSELQKVSSSHDGKGLHLSVLQHEQNQLFTLETEGAVL
                     ATGYHYQPPTFIEGIRQHIRWDNKGRYEVQRNYSIDRNNTIFVQNVELHTHGFVTPDL
                     GMACYRNSCLIREITGTEYYPIEKNIAFQQFSAPSLRRKE"
     gene            954100..954678
                     /locus_tag="YPA_0825"
     CDS             954100..954678
                     /locus_tag="YPA_0825"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore biosynthetic enzyme"
                     /protein_id="ABG12793.1"
                     /translation="MNAERNIESDTVVRSGGFQLRPLVLAHDVTWLTDWVNREYAHYW
                     GMQGYSPQQVKAFYQELNTSQPGGVFVGVYQQQPAFLLERYLAQHDVIADYYPAQPDD
                     VGMHILVAPPVERITGFTWRVFQAIMTFIFSDPTVARIVVEPDVRNEKIHRLNKRAGF
                     VYQQQLTLPHKTAWLAFCTREQYRLALQKEHQ"
     gene            954675..956519
                     /locus_tag="YPA_0826"
     CDS             954675..956519
                     /locus_tag="YPA_0826"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore biosynthetic enzyme"
                     /protein_id="ABG12794.1"
                     /translation="MMMDLSAPLSPHQSLELPHLQPVLWQKVNRLHLCKAISEFSHEC
                     LLAPQRMTDHPDSEGYDYYQLVAAAADKPANYVFRARRLALDHWLIDPDSLHKTVNEK
                     STDLDLLLFIIEFKRQLSISERVLPTYLEEITSTLYSSAFKHCRTGISATALVNASFQ
                     IIEKEMMEGHPSFVANNGRIGFDAQDFQRFSPEAASDVHLVWLAAHKSKAHFACIEQL
                     DYAKLMEQELGAEVLAEFEQQLIARDCNPQDYVLMPVHPWQWQNKLTSIFAADIANQR
                     LVFLGQGKDAYQAQQSIRTFFNRSHPQRYYVKMALSILNMGFMRGLSPYYMATTPGIN
                     EWLFDLVEGDEILQAYDFKILREVASIGFRNSYYEQAITGDSAYKKMAAALWRENPLQ
                     LIQPGQQLMTMAALLHLDQEGKALLPALIDASGLSTQQWLERYLRSYLSPLLHCLYVY
                     DLMFMPHGENIILVLQNAVPQHIFMKDLAEEILVLNTEADLPEKARRIIVDMPDEMKT
                     LTILSDVFDGVFRYLAAVLDQQGDYPERYFWADVAACIRQYQQQYPELAAKFASYPLF
                     TPKIKRCCLNRLQLNNNQHMLDLADPVQSFQFADDLINPLVEFEVSAG"
     gene            complement(956628..957476)
                     /locus_tag="YPA_0827"
     CDS             complement(956628..957476)
                     /locus_tag="YPA_0827"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-siderophore transport system,
                     ATP-binding component"
                     /protein_id="ABG12795.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MRSQRELTSPMTPLENPGDISDKPRLTTQKLSLGYGQQLIINKL
                     SLSIKNGAFSVIIGPNGCGKSTLLRALSRSLLPQNGSIRLDQQDIQHYKAKVFARQLS
                     LLSQGASISETLTVFDLVSRGRYAHQSFFHQWSTEDERIVKAAISAVNLESLVQQRVS
                     ELSGGQRQRAWFAMTLAQHTPIVLLDEPTTYLDIAHQIEMLDLCQELQQQGKTLVLVL
                     HDINQALRYATHLIMLKEGQIYAEGLPESIVTEDSIAAVFGLRCRIITDPESGKPLVI
                     PRRQSR"
     gene            complement(957473..958513)
                     /locus_tag="YPA_0828"
     CDS             complement(957473..958513)
                     /locus_tag="YPA_0828"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-siderophore transport system,
                     membrane permease component"
                     /protein_id="ABG12796.1"
                     /translation="MHPVDSVRTLTLGSWVFLAPARRTGVYLLLIWPILLLCLTAALM
                     LSPSGFEGGKMLAVLAGEGSQYEEFILLQLRLPRALVALGAGAALAISGAIFQTTTHN
                     ALASPDIIGITTGASAGVVATLLLWPGVMPVPLGAFIGACTAVALVYAGSMSILSHPE
                     RIIISGIAVGAVCIAFVNFATSQVRLEQASQLAALLSGSLAEKNWRDVGIISLTLGLV
                     MPGLVYLSRQLNYLSLGAAIAQPLGVNIRQTHWLGLLVAIALATAAVLVVGPVAFIAL
                     SAPQITQHLVKANGISLLCTALMGAFLLLASDIITLLLPTSSRLPVGVITAAVGGIYL
                     MSLLYAKVRKTK"
     gene            complement(958500..959540)
                     /locus_tag="YPA_0829"
     CDS             complement(958500..959540)
                     /locus_tag="YPA_0829"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-siderophore transport system,
                     transmembrane component"
                     /protein_id="ABG12797.1"
                     /translation="MIDNTVQQLRKYRILGWIGLLLLTLMCVLVSLTLGARTLPISAI
                     WHYIEMYYINMPAAHISYNDLVIDARIPRTLIGLLAGAALALSGAVTQGLLRNPLGDP
                     GLLGVNAGASAIIVSFAFFPALAAIPHFWPALLGAALATLLFYLLGGGQRNTHSVRLV
                     LTGAAINACLFAYVQGVVLLNPAVLENYRFWIMGSLAATSVSAMLAVLPYFVIGLVII
                     FAIAPSLNVMVFGENVATTMGANTVRIRMSALVGATLLAATATAVAGPVAFIGLAAPH
                     LGRAMIGSDFRWLLPYCLLLGPILLLSADVVARIIIAPGEVMVGVITAAVGGPLLYAV
                     VNSKKGIVYASR"
     sig_peptide     complement(959430..959540)
                     /locus_tag="YPA_0829"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.970) with cleavage site probability 0.898 at
                     residue 37"
     gene            complement(959537..960616)
                     /locus_tag="YPA_0830"
     CDS             complement(959537..960616)
                     /locus_tag="YPA_0830"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-siderophore transport system,
                     periplasmic binding protein"
                     /protein_id="ABG12798.1"
                     /translation="MNKTRTCTTLAPRWLGDISFILAGLLALFFLLSVGDSQAETGAV
                     HTTQANGFPRKITSALGTAVIERPPQRIVALGAGAEDIVLALGKIPVGIESHTWGGDK
                     QGYLPWFRQALEQRGEPLPQVLNMYPELDIEQLINLKPDVIIATQSGMSQSLYNQLSR
                     FAPVVAYPGRPWLTSLTQQVELIGQTLGEESQIYPLLQELKNTLSAAGQTVPGIKNLR
                     FAYIKAASSNTNLSVYVAGDPRVDTLIATGMQLAPSIKDLMASRGSFAANLGLENADQ
                     LDDADILVTWYSSEQERQRVEEKPLFNAMAAVQRGGYIPLTDQAIVMAMSYGTPLSVQ
                     WGLQRFMPLLAEKARHLADTKETLP"
     sig_peptide     complement(960497..960616)
                     /locus_tag="YPA_0830"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.993) with cleavage site probability 0.887 at
                     residue 40"
     gene            complement(960706..962967)
                     /locus_tag="YPA_0831"
     CDS             complement(960706..962967)
                     /locus_tag="YPA_0831"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-siderophore receptor"
                     /protein_id="ABG12799.1"
                     /db_xref="InterPro:IPR010105"
                     /db_xref="InterPro:IPR010917"
                     /translation="MRILEKNHGKSRVRFNCTHPIKPAAWVLAANVSLLGCAYAATDE
                     NNSQKKERENNPANTTITVTASPLRHAGVTEDSGSYNTSSMSTATGLNISARETPQSV
                     SVLTKQRMRDQNLNSVESAVNNITGISVRQFDSDRFGFTSRGMAVNNVMRDGVATFYD
                     TRFNYGDNTLDTDMFDRIEVVRGAAGLMAGPGNPSAVINLVRKRPTQDFRGSVSAGVG
                     SWEKWRTALDISGPLNSEGSVRGRFVTAYEDKNSFVNRYDQSKNPFYGILEIDVTPNT
                     LFTFGADTQRTLTRGGMFGGLPLFNSAGGRTNYAQSATTASDWASAETRTQTLFSSLQ
                     HNFDNGWNIKGTFTFDNDKLRQDVMWPTGYPDPQTNIGMRPGSLSLIDGARRQQNYDI
                     QVNGQYSLFGRQHQLGLGWNRQRQNIDNDYYLATCNATRTCPDLGDFTQPGWQYPKPV
                     WSDKRAYGSKGRSDQSSQYVVTQLSLIDPLTLILGGRLTTWETRGDNFGTPQNARYKN
                     EFVPYSGLTYDINRDLSVYTSYTEIFNPENRRDRNNTLLAPVSGQNYEAGLKGVAFDN
                     SLDYSLAVFEIRQNNMPVPDTTAPRLPDNSQPYFAVDGTKTRGFEAEVSGKMTEDWNI
                     SAGYTQYNVKLPSSNTQTPVTPVTPRKVLKLFTTYTLPGQLSDLTLGGGVNWQSQIAR
                     NLSSPIGIQQIGQGSFAIYSLMSRYQFTPQLSLTVNLDNLFNQHYYTQIGQYNQYLLG
                     APRNVDATVRYTF"
     sig_peptide     complement(962845..962967)
                     /locus_tag="YPA_0831"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.973) with cleavage site probability 0.819 at
                     residue 41"
     gene            complement(963180..964334)
                     /locus_tag="YPA_0832"
     CDS             complement(963180..964334)
                     /locus_tag="YPA_0832"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore biosynthetic enzyme"
                     /protein_id="ABG12800.1"
                     /translation="MGTVYSVFNFSRVDRPRLFLYAPAPLHPWQWHERIATSFAADIA
                     RNDIIYLGQGQDSYLAQQSIRTFFNLSNPHKNYVKTALSILNMGFMRGLSPHSMVTTP
                     LVNEWLSSLIKQDTFFQQKKFTLLCERAAMGYFNPHFETALIKDNPHKKMLSALWRES
                     PMPKLVGHQRLMTMASLLHSDNDGNSVVSALVHSSGLSAKAWITHYLDAYLSPLLHAF
                     FTYDLVFMPHGENLMLVLESNVPVHVLMKDIGEEIAILNGDIRLPDAIKFLHVTVKDD
                     MKINYILLDIFDCFFRYLTPLLQKDLSLNEHQFWRLVADCIHTYQAQHPAMAKKFKKF
                     DLFKADFVRTCLNRLQMANNQQMIDLDDREKNLKFAGTLVNPIHVFKTTY"
     gene            complement(964181..965002)
                     /locus_tag="YPA_0833"
     CDS             complement(964181..965002)
                     /locus_tag="YPA_0833"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore biosynthetic enzyme"
                     /protein_id="ABG12801.1"
                     /translation="MVSQRQFNENNIQHLNGENWSHANAHLVGKILRELTHEKLIAPV
                     CLVTPEDGYHHYSFTPDQDRIEYLFKAKCYQLDHLDIDPSTLTKTLDGHAQLLDALQL
                     IIELNNRLGISEEMLPVYLDEISSTLYGYAFKYHHNNLSATQLVHANYQTVETAMSEG
                     HPVFIANNGRIGFDITDYAAYAPESAHPINLIWIAVHQDKTVFSSFTGLSYPQLMQEE
                     LGDYQWEQFTQYLTSRGLTAQDYFFMPLHPCTPGNGMKGLPPALLQILHVTILFI"
     gene            965948..966838
                     /locus_tag="YPA_0834"
     CDS             965948..966838
                     /locus_tag="YPA_0834"
                     /EC_number="2.7.7.9"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-glucose pyrophosphorylase"
                     /protein_id="ABG12802.1"
                     /db_xref="InterPro:IPR005771"
                     /translation="MKCLKAVIPVAGLGTRMLPATKAIPKEMLPVVDKPLIQYIVDEC
                     VAAGVKEIVLVSHSSKNAIENHFDTSFELEAALESRVKRQLLKEIKNICPADVTIMQV
                     RQGHAKGLGHAVLCAKSMVGDNPFIVMLPDVLLDDSTADLSKENLASMIKRFEETGHS
                     QIMVEPVPKADVSKYGIADCGHVALAPGESTLMTAVVEKPSIAEAPSNLAVVGRYVLS
                     KNIWPLLEKTPRGAGDEIQLTDAIAMLMQQEPVEAFHMTGKSHDCGDKLGYMKAFVTY
                     GVRHHTEGEKFTAWLKQQLD"
     gene            966922..967815
                     /locus_tag="YPA_0835"
     CDS             966922..967815
                     /locus_tag="YPA_0835"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-glucose pyrophosphorylase regulatory
                     subunit"
                     /protein_id="ABG12803.1"
                     /db_xref="InterPro:IPR005771"
                     /translation="MTKLKAVIPVAGLGMRMLPATKAIPKEMLPIVDKPLIQYVVNEC
                     VAAGINEIILITHSSKNAVENHFDTSYELEAMLEARVKRQLLDEVQSICPPGVTIMHI
                     RQGHPEGLGHAVLCAKPLVGDSPFVVLLPDVLIDDEQSDLTRDNLAQLVQRFEETGVS
                     QVLVHSVDPETLSNYSVVSCEKSTLLPGESSRINAMIEKPQSSADLQSNLSAVGRYVL
                     SAHIWPLLEQTKPGAWGRIQLTDAIDALAAVEAVDAVALTGKSYNCGEKLGYMQAYVA
                     YGLRHPQQGAEFKAWLKDFVA"
     gene            968201..969610
                     /locus_tag="YPA_0836"
     CDS             968201..969610
                     /locus_tag="YPA_0836"
                     /EC_number="1.1.1.44"
                     /codon_start=1
                     /transl_table=11
                     /product="6-phosphogluconate dehydrogenase
                     (decarboxylating)"
                     /protein_id="ABG12804.1"
                     /db_xref="InterPro:IPR006113"
                     /db_xref="InterPro:IPR006183"
                     /db_xref="InterPro:IPR006184"
                     /translation="MSKQQIGVVGMAVMGRNLALNIESRGYSVSIFNRSSDKTDEVVA
                     ENPGKNLVPSYTVEEFVDSLEKPRRILLMVKAGEATDKTIASLTPHLDKGDILIDGGN
                     TYYKDTIRRNRELSAQGFNFIGTGVSGGEEGALKGPSIMPGGQKEAYELVAPILEKIA
                     ARADDGDACVAYISADGAGHYVKMVHNGIEYGDMQLIAEAYSLLKQSLGLSNEELAST
                     FAEWNKGELNSYLIDITKDIFTKKDEDGNYLVDVILDEAANKGTGKWTSQSSLDLGEP
                     LTLITESVFARYLSSLKDQRVAASKVLTGPKVQPFTGDKAEFIEKIRRALYLGKIVSY
                     AQGFSQLKAASNENNWDLNYGEIAKIFRAGCIIRAQFLQKITDAYAENADIANLLLAP
                     YFKQIADEYQQALRDVVSYAVQNGIPTPTFSAAINYYDSYRSAVLPANLIQAQRDYFG
                     AHTYKRTDKEGVFHTEWMA"
     gene            complement(969810..970424)
                     /locus_tag="YPA_0837"
     CDS             complement(969810..970424)
                     /locus_tag="YPA_0837"
                     /EC_number="3.6.1.31"
                     /EC_number="3.5.4.19"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosyl-ATP pyrophosphatase /
                     phosphoribosyl-AMP cyclohydrolase"
                     /protein_id="ABG12805.1"
                     /db_xref="InterPro:IPR002496"
                     /db_xref="InterPro:IPR008178"
                     /translation="MLTEQQINQLDWEKVDHLMPAIVQHAVSGEVLMMGYMNQEALAV
                     TEKTGKVTFFSRTKQRLWTKGESSGHFLNVVNIYPDCDNDTLLILVKPIGPTCHLGNS
                     SCFAPAASDWSFLYQLEQLLASRKSADPASSYTAKLYASGTKRIAQKVGEEGVETALA
                     ATVNDREELTNEASDLMYHLLVLLQDQDLDFSTVIGRLRERHEK"
     gene            complement(970418..971194)
                     /locus_tag="YPA_0838"
     CDS             complement(970418..971194)
                     /locus_tag="YPA_0838"
                     /EC_number="4.1.3.-"
                     /codon_start=1
                     /transl_table=11
                     /product="imidazole glycerol phosphate synthase subunit
                     hisF"
                     /protein_id="ABG12806.1"
                     /db_xref="InterPro:IPR003009"
                     /db_xref="InterPro:IPR004651"
                     /translation="MLAKRIIPCLDVKDGQVVKGVQFRNHEIIGDIVPLAQRYAQEGA
                     DELVFYDITASSDGRVVDKSWVARVAEVIDIPFCVAGGIKSVEDASQILTFGADKISI
                     NSPALADPTLITRLADRYGVQCIVVGIDTWYDTESDSYQVYQFTGDEKRTKATTWQTE
                     DWVKEVQLRGAGEIVLNMMNQDGVRNGYDLRQLQQMRAICHVPLIASGGAGTPDHFLE
                     AFRDADVDGALAASVFHKQIINIGELKKYLSEQGVEIRVC"
     gene            complement(971176..971913)
                     /locus_tag="YPA_0839"
     CDS             complement(971176..971913)
                     /locus_tag="YPA_0839"
                     /EC_number="5.3.1.16"
                     /codon_start=1
                     /transl_table=11
                     /product="1-(5-phosphoribosyl)-5-[(5-
                     phosphoribosylamino)methylideneamino]
                     imidazole-4-carboxamide isomerase"
                     /protein_id="ABG12807.1"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="InterPro:IPR003009"
                     /db_xref="InterPro:IPR006063"
                     /translation="MIIPALDLIEGKVVRLHQGDYGQQRDYGNHPLPRLQDYQQQGAQ
                     VLHLVDLTGAKDPAARQIPLLRELLAGVDVPVQVGGGIRNEQDVVALLEAGAARVVVG
                     STAVKQPEMVQQWFERYGAEAIVLALDVRINEAGCKHVAISGWQENSDATLEQIVEQY
                     LPYGLKHVLCTDISRDGTLSGSNVELYQEVCQRYPQVAFQASGGIGCLDDIARLRGSG
                     VQGVIVGRALLDGKFNVKEAIACWQNV"
     gene            complement(971919..972509)
                     /locus_tag="YPA_0840"
     CDS             complement(971919..972509)
                     /locus_tag="YPA_0840"
                     /EC_number="2.4.2.-"
                     /codon_start=1
                     /transl_table=11
                     /product="imidazole glycerol phosphate synthase subunit
                     hisH"
                     /protein_id="ABG12808.1"
                     /db_xref="InterPro:IPR000991"
                     /db_xref="InterPro:IPR006220"
                     /db_xref="InterPro:IPR010139"
                     /db_xref="InterPro:IPR011702"
                     /translation="MDVVILDTGCANLSSVTYAVQRLGYTPVISRDPAVVLRADKLFM
                     PGVGTAHAAMEQLRQRELIELIKSCTQPVLGICLGMQLLATSSEESGGITTLGMIDAP
                     VKKMTDFGLPLPHMGWNQITAQAGNHLFRGIPDGTYFYFVHGYAMPICPNTIAQTNYG
                     EPFTAAVEKDNFFGVQFHPERSGAAGAQLMKNFLEM"
     gene            971946..972563
                     /locus_tag="YPA_0841"
     CDS             971946..972563
                     /locus_tag="YPA_0841"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12809.1"
                     /translation="MGPSRSGTFRMKLHAKEVVFFYCGGKWLAVVGLGDGIWAYWHCI
                     SMHEVEIGSVRDTTEQMVTGLCGNLIPPHMRQRQTKISHLFYWCINHPEGGDPATFLT
                     AGCQQLHTKADPQHGLSTTFDQFDKLALPQLFHGGMGGAHTRHKQFVCSQDDCRVAAD
                     NRCITQTLYRIGDRGEIGTTGIQDHHIHYSTPFELGRVLPSTRMA"
     gene            complement(972509..973576)
                     /locus_tag="YPA_0842"
     CDS             complement(972509..973576)
                     /locus_tag="YPA_0842"
                     /EC_number="4.2.1.19"
                     /EC_number="3.1.3.15"
                     /codon_start=1
                     /transl_table=11
                     /product="imidazoleglycerol-phosphate dehydratase /
                     histidinol-phosphate phosphatase"
                     /protein_id="ABG12810.1"
                     /db_xref="InterPro:IPR000807"
                     /db_xref="InterPro:IPR005954"
                     /db_xref="InterPro:IPR006543"
                     /db_xref="InterPro:IPR006549"
                     /translation="MSQKFLFIDRDGTIIAEPPTDYQVDRLDKLALEPDVIPALLALQ
                     KADYKLVMITNQDGLGTSSFPQETFDPPHNLMMQILTSQGINFEQILICPHLPEDNCT
                     CRKPKTALVESYLADGVMNSTNSYVIGDRETDLQLAENMGISGLRYQRDGLNWTQIAK
                     QLTQRDRHAYVNRVTKETAIDVNVWLDREGGSKIKTGVGFFDHMLDQIATHGGFRMDI
                     QVSGDLYIDDHHTVEDTALALGEAINIALGDKRGIGRFGFVLPMDECLARCALDISGR
                     PHLEYKAEFNYQRVGDLSTEMVEHFFRSLSYAMACTLHLKTKGRNDHHRVESLFKVFG
                     RTLRQAIRVEGNTLPSSKGVL"
     gene            complement(973573..974721)
                     /locus_tag="YPA_0843"
     CDS             complement(973573..974721)
                     /locus_tag="YPA_0843"
                     /EC_number="2.6.1.9"
                     /codon_start=1
                     /transl_table=11
                     /product="histidinol phosphate aminotransferase"
                     /protein_id="ABG12811.1"
                     /db_xref="InterPro:IPR001917"
                     /db_xref="InterPro:IPR005861"
                     /translation="MSQSNNVTDLARANIRALTPYMSARRLGGNGDVWLNANEYPLGT
                     EYQLTTQTFNRYPECQPKHVIERYAAYAGLPPEQVLVSRGADEGIELLIRAFCEPGQD
                     AILFCPPTYGMYAVSAETFGVERRTVPAQADWQLDLPAIANNLEQVKVIYVCSPNNPT
                     GNLINPADLQAVLALAQGRAIVAIDEAYIEFCPQASVSNWLKDYPNLVILRTLSKAFA
                     LAGLRCGFTLANSDIIQLLLKVIAPYPLSTPVADIAAQALSPKGIEQMRQRVSEVRAN
                     RAWLQSALQDCACVEQVFTSESNYLLARFTASSSVFNALWDQGIILRDQNKQPGLANC
                     LRITIGTRQECERVIAALAPLPGIDNSNNIDNQNKTYSQTSSIRKGTI"
     gene            complement(974724..976055)
                     /locus_tag="YPA_0844"
     CDS             complement(974724..976055)
                     /locus_tag="YPA_0844"
                     /EC_number="1.1.1.23"
                     /codon_start=1
                     /transl_table=11
                     /product="histidinol dehydrogenase"
                     /protein_id="ABG12812.1"
                     /db_xref="InterPro:IPR001692"
                     /translation="MQPTNFNTLINWQQCSEEQQKALLSRPAINASERITAAVSDILD
                     RVKAEGDSALRDFSQRFDHVQVADIRITASEIAAASARLSDDVKHAMAQAVRNIEIFH
                     NAQKMPVVDVETQPGVRCQQITRPIASVGLYIPGGSAPLPSTVLMLGTPARIAGCQRV
                     VLCSPPPIADEILYAAQLCGIQEVFQIGGAQAIAAMAFGSESVPKVHKIFGPGNAYVT
                     EAKRQVSQRLDGAAIDMPAGPSEVLVIADSGATPAFIAADLLSQAEHGPDSQVILLTP
                     DAAIAQAVAVEVEQQLALLSRADIARQALESSRLIVTNDLQQCIDISNAYGPEHLILQ
                     IRQPEEIIDQIDNAGSVFMGDWSPESAGDYASGTNHVLPTYGYTSTYSSLGLADFVKR
                     MTVQQLTPQGLLGLASTIETLAQAEQLTAHKNAVTLRVTALNNALTAVNKE"
     gene            complement(976059..976958)
                     /locus_tag="YPA_0845"
     CDS             complement(976059..976958)
                     /locus_tag="YPA_0845"
                     /EC_number="2.4.2.17"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP phosphoribosyltransferase (homohexameric)"
                     /protein_id="ABG12813.1"
                     /db_xref="InterPro:IPR001348"
                     /translation="MLDKTRLRIAMQKSGRLSDESQELLSRCGIKINLQQQRLIAFAE
                     NMPIDILRVRDDDIPGLVMDGVVDLGIIGENVLEEELLNRRAQGDDPRYFTLRRLDFG
                     GCRLSLAAPLDAEYTGPQCLQDTRIATSYPHILKQYLDKQGVRFKSCLLNGSVEVAPR
                     AGLADAICDLVSTGATLEANGLREVEVIYRSKACLIQRDGEMSVDKQQLIDRLMTRIQ
                     GVIQARESKYIMMHAPSERLDEIITLLPGAERPTILPLAGDKSRVAMHMVSSETLFWE
                     TMEKLKALGASSILVLPIEKMME"
     gene            977664..978491
                     /locus_tag="YPA_0846"
     CDS             977664..978491
                     /locus_tag="YPA_0846"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12814.1"
                     /translation="MKKVAIIGLGWLGMPLAQSLSRRGIDVVGSKTTPDGVDAARMSG
                     INCYPLVLTPELICEPDDLAQLMAVDALVITLPASRTTAGGDHYFQAVQQVVDSALAF
                     GVPRIIFTSSTSVYGETRGRIKESSPLQPVTVAGKTLMALEQWLHQLPHTSVDILRLA
                     GLVGTDRHPGRFLAGKTGVKGGSQGVNLVHQEDVIAAIELLLNRPKGGHLYNLCAPIH
                     PRKRDFYPACARALQLTPPEFAVEEQEGANREIDGSKICSELGFEYLYPDPSRMPLN"
     sig_peptide     977664..977723
                     /locus_tag="YPA_0846"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.695) with cleavage site probability 0.443 at
                     residue 20"
     gene            complement(978646..979080)
                     /locus_tag="YPA_0847"
     CDS             complement(978646..979080)
                     /locus_tag="YPA_0847"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12815.1"
                     /translation="MARLEPTWMYLRRLYDLPVLSVAGTLSITSLIFLISFSTLAAEV
                     NQNKVQQKNNLENFALSICLAEGFPDGEINSEAFSAVGAYVELGAYPVEAYEEVSELA
                     KKFLEKKYISKNGESKLTVMKCIDLSQSSELSAIKDKYTRHI"
     sig_peptide     complement(978955..979080)
                     /locus_tag="YPA_0847"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.989 at
                     residue 42"
     gene            complement(979325..980320)
                     /locus_tag="YPA_0848"
     CDS             complement(979325..980320)
                     /locus_tag="YPA_0848"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose transport system, permease protein"
                     /protein_id="ABG12816.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MSKELPLPDVQPWRHQLFDFLYKWGMLLTVVALIALFGLASDNF
                     LDPNNIINILRSIAIVTVIAIGVSISLSIGGFDLSVGSTASLANAVVVSLFVWYGFGT
                     TGAIILTLLICTLVGLFNAFLIVVLKIPDMLATLASLFVIQGVAMTYSRGGSITQSML
                     LPSGDMAEGVIPEIFSALGQVPVIVLIMLAVTVVVQLYLSLTKHGRRMYAIGGNPQAA
                     RLAGIRTVRYRVLAYVLSAQLAALGGILLASRIGSSQVNAGSGYLMDAVAAAYIGFSL
                     AGSGKPNAFGTLIGAIILGVLQNGLVMLSVPYYAMDIIKGLVLAMALALTYIQKR"
     gene            complement(980317..981069)
                     /locus_tag="YPA_0849"
     CDS             complement(980317..981069)
                     /locus_tag="YPA_0849"
                     /codon_start=1
                     /transl_table=11
                     /product="ATPase"
                     /protein_id="ABG12817.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSKTLLPKTLLSVSGLHDQYKLRDISLTLHQGEILGIAGLAGAG
                     KTELCKALFGDTPSTLERGELSGKAWRPRSPDRSVAQGLALVPEERRKEGIFIDEGIP
                     MNLSVAADDSFSRWSLFSRRQELSWAKELIERLGIRTSSPQQKLAHLSGGNQQKVAIG
                     KWLRGDAQVLIFDEPTKGVDIKAKQDLFSLIDQLAQQGKGIIYASGEFSELVGLCDRI
                     CVLWDGRIVAELNAAEVDEETLLLFSTGGTPQ"
     gene            complement(980964..981857)
                     /locus_tag="YPA_0850"
     CDS             complement(980964..981857)
                     /locus_tag="YPA_0850"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12818.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSSIPPSRLEMRNISISFSGFHALQEVDFTLEGGSTHALIGANG
                     AGKSTLMAILSGAHNHYRGEIFIDGQPIDIHSPRQARQHGIHVVQQEVDVALIPTLSV
                     AENIMLDELADRGHLFNWPQLYRQAEALLEQLELKLNVRQRLESCTLAEKQQVLLARA
                     LSHQCRFLILDEPTAPLDQEESARLFRVVRRLQSEGIGIVFISHRIHELREVCDQLTV
                     LRDGRRVSHDTMEGMSGEQIVEKMLGHTLEDISPLGERQSAAKHGCRKHYCRKHCYRS
                     AAYMISISCAISPSHYIRAKF"
     gene            982143..983234
                     /locus_tag="YPA_0851"
     CDS             982143..983234
                     /locus_tag="YPA_0851"
                     /EC_number="1.1.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dehydrogenase"
                     /protein_id="ABG12819.1"
                     /db_xref="InterPro:IPR001670"
                     /translation="MSANAIRVQVGPANYFSFPGAIDKLSEFYPQAALDKALWIYGER
                     ALAAAQDYLPKAFHGPQAVRAKFSTHCSQSTVADLVSAAGGDRQVVIGIGGGAVLDTA
                     KVVARQLGVPLVAIPTIAATCAAWTPLSVWYNEAGQALNFEIFNDANHLVLVEPRIML
                     HAPVEYLLAGIGDTLAKWYEAVVLSPQPETLSLTVRLGLQAALEIRNVLLKQSEAALQ
                     AVAQGELTQDFLDVVDAIIAGGGMVGGLGERYTRVAAAHAVHNGLTLLPQTEHFLHGT
                     KVAYGILVQTALLGQDEVLRSLIVAFNQLGLPTHLAALDVDINDREAIDRVIGRILKP
                     GESIHYLPIALNSEKVWAAIEQVEIAAQH"
     gene            983694..985085
                     /locus_tag="YPA_0852"
     CDS             983694..985085
                     /locus_tag="YPA_0852"
                     /codon_start=1
                     /transl_table=11
                     /product="Amino acid permease"
                     /protein_id="ABG12820.1"
                     /db_xref="InterPro:IPR002293"
                     /translation="MAHDATVAVGTNQTGTNNRVQLRKTLTLVQVVMMGLAYLQPMTI
                     FDTFGIVSGLTDGHVATSYAIALIAVLFTAVSYGKLVKRFPSAGSAYTYAQKSISPNV
                     GFMVGWSSLLDYLFMPMINILLAKIYLEAIFPGVPSWIFVGALVSLMTLFNLRGINIV
                     ANLNSVIVVVQVAIMVVFMGLLIHGVYQGEGAGTLVSARPFYSENAHLVPMITGATIL
                     CFSFLGFDGISSLSEETPNAGKVIPKAIFLTALIGGIIFIAVSYCLQLYFPDISRFTD
                     PEASQPEIMLFVAGKFFQSVILCFSCVTVLASGMAAHAGVSRLLYVMGRDGVFPEKVF
                     GYVHPKWRTPAINVLLVGGVALSAISFDLVTATALINFGALVAFTFVNLSVIAQFYVR
                     ERRNSTFKDHFNYLILPMIGAGTVGVLWVNLESSSMTLGLVWGAIGLSYMVWKTRAFR
                     RALPQFTEEPAQL"
     gene            complement(985822..987252)
                     /locus_tag="YPA_0853"
     CDS             complement(985822..987252)
                     /locus_tag="YPA_0853"
                     /EC_number="3.1.11.1"
                     /codon_start=1
                     /transl_table=11
                     /product="Exodeoxyribonuclease I subunit C"
                     /protein_id="ABG12821.1"
                     /translation="MSDKNKQPTFYVHDYETFGQRPALDRPAQFAGVRTDLDFNLVEE
                     PLVIYCKPADDYLPQPEAVMITGITPQHALANGVNEAEFSRQIHQAFSVPGTCILGYN
                     NIRFDDEVSRNIFYRNFYDPYAYSWQGGNSRWDLLDVMRACYALRPEGIVWPENDDGL
                     PSFKLEHLTKANGVEHLQAHDAMSDVYATIAMAKLVKQAQPRLFDYLYQHRSKHKINA
                     LIDIAEMTPLVHVSGMFGAARGNTSWVAPLAWHPENKNAVIMCDLAGDMSPLLELDSD
                     TLRERLYTRRDKLQAQESAIPIKLVHINKCPVLAPAKTLLPENADRLGIDRQRCLQNL
                     QLLRQNPQVREKVVALFAQAEPFAVTDDVDTQLYNGFFSDADRATIKIIQQTESQNLP
                     ALDLTFQDPRLEALLFRFRARNYPNTLNDSEQQRWLQHRREALSPERVQDYVLQLEQF
                     YNQYEDDKEKLALLKALFEYAKGLVS"
     gene            987545..988654
                     /locus_tag="YPA_0854"
     CDS             987545..988654
                     /locus_tag="YPA_0854"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12822.1"
                     /translation="MKKLLLTGATGFLGGAVLEKLLLASSDFNYLLLVRANTPEQGLM
                     RIRENLEKFYLPNELINKININHVLLGDLAEPDSFINDVRIDDVTHVINCAAIASFGN
                     NPLIWKVNVEGTLAFGKRMAQVAGLQRFVHVGTAMACTPEADTVVDERVLSTENDAHL
                     VEYTKSKSAIECLLAEHCPTLPLVFARPSIVVGHTRLGCQPSSSIFWVFRMALMLRKF
                     MCSLDDHIDVIPVDYCADALLYILEYPNLPDDIYHISAGEKGSVSFSEIDQAMSVAAK
                     QKPVGVNYSQVEYTALVQMRNQLKGIFGPCNERLMLKAMRLYGSFAMLNVRFSNERLL
                     SLGMPRTPRFTDYIARCVESSHGMTIQQQMAVDFK"
     sig_peptide     987545..987604
                     /locus_tag="YPA_0854"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.706) with cleavage site probability 0.613 at
                     residue 20"
     gene            989088..989405
                     /locus_tag="YPA_0855"
     CDS             989088..989405
                     /locus_tag="YPA_0855"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12823.1"
                     /translation="MDNASKPTFQDVLEFVRMFRRKNKLQREIVDNEKKIRDNQKRVL
                     LLDNLSEYIKPGMSIEEVQAIIANMRGDYEDRVDDYIIKNADLSKERRELSKKLKAMG
                     EVK"
     gene            989781..990989
                     /locus_tag="YPA_0856"
     CDS             989781..990989
                     /locus_tag="YPA_0856"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG12824.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(990952..994104)
                     /locus_tag="YPA_0857"
     CDS             complement(990952..994104)
                     /locus_tag="YPA_0857"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12825.1"
                     /db_xref="InterPro:IPR003344"
                     /db_xref="InterPro:IPR003535"
                     /translation="MSLYRISSLHQAKQLNKNKQLNKTRISKSVVWANIVIQAIFPLS
                     IAFTPAVMAAETVGASDEKPRSASQAEQSTANAATRLASILTNDDSAKQASSIARGTA
                     ANAGNEALQKWFNQFGSAKVQLNLDEKLSLKGSQLDVLLPLTDSPDLLTFTQLGGRYI
                     DDRVTLNVGLGQRHFFAQQMLGYNLFIDHDASYSHTRIGVGAEYGRDFINLAANGYFG
                     VSGWKNSPDLDKYDEKVANGFDLRSEAYLPTLPQLGGKLIYEQYFGDEVGLFGVDNRQ
                     KNPLAVTLGVNYTPIPLFTVGVDHKMGRAGMNDTRFNLGFNYAFGTPLTHQLDSDAVA
                     IKRSLMGSRYNLVDRNNQIVMKYRKQNRVTLELPARVSGAARQTMPLVANATAQQGID
                     RLEWEASALTLAGGKITGSGNNWQITLPSYLSGGEGNNTYRISAIAYDTLGNASPVAY
                     SDLVVDSHGVNTNASGLTAAPEILPANASASSVIEFNIKDNANQPITGIADELAFSLE
                     LVELPEELAKAKARSVPLKTVSHTLTKITESAPGIYQATLTSGSKPQLINITAQINGV
                     PLADVQTKVTLIADESTATLQTSSLQIITNGSLADDTDANQIRAVVVDAYGNKLSGVQ
                     VNFTVGNNAKITETTLSDKQGGVTAAITSTKAGTYTVTAELNGVTQQIDVNFIPDAGT
                     ATLDDSDEYKLQWVTNGQVADGESTNSVQLTVVDKFGNTVPGVDVAFTTDIGAIISEV
                     TPTDANGVATAKIISSQAKSHTVKATLNRKEQTVEVNFIADTATAEITANNFTVEVDG
                     QVAGSGTNQVQALVVDKKGNPVANMTVNFTATNGVVVETTSAKTDENGKVTTNLSMTN
                     VGGTISTVTATMINSANVTSTQDKPVIFYPDFTKATLNTPANTYSGFNINSGFPTTGF
                     KNTHFQLSPHGITGANSDYDWVSSHPNVSVSNTGAITLQDNPGGKVTITATWKHDSSK
                     VFTYDFTLNYWVGLYSSTNLSWAQANASCINAGMRLPTNREVSAGQDVRGVGSLLSLS
                     IILCNCHRIKGDRSGGHRTR"
     sig_peptide     complement(993943..994104)
                     /locus_tag="YPA_0857"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.999 at
                     residue 54"
     gene            complement(994773..994967)
                     /locus_tag="YPA_0858"
     CDS             complement(994773..994967)
                     /locus_tag="YPA_0858"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12826.1"
                     /translation="MAMIGHFMCRKSLNQPFYDGHMNDNHMNDNHGVDTGSALSTALA
                     SFPLSRLYPSYFTLPVRWLR"
     gene            995129..996433
                     /locus_tag="YPA_0859"
     CDS             995129..996433
                     /locus_tag="YPA_0859"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transmembrane transporter"
                     /protein_id="ABG12827.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MSNFNHYPDPTLNSAIKKAWYRLMPLMFIMYFVAFIDRINVGFA
                     KDAMSADIGLSQSAFALGAGIFFAAYALFGIPANLMMNKLGAKVWLSSTTVVWGLLSA
                     GTGLVSNEYQFVILRFLLGVAEAGFYPGILLLASIYFPNKIRASVIGIFVLGVPAALT
                     LGSPISGALLDMQGFLGQPGWFWMFLLEGLPAVGLGIFAFFYLDDSPATARYLNPEEK
                     QALLTQLSIEQSDTESSSVKAVLLSPKVWHLALIYGTIQVGVYGLIFFLPSQVATLLG
                     STLGFKESLVAAIPWAFSALGVYYIPRYADRKTHRRNPIATLNLVVAAIGLIISAYAS
                     PVLAIAALCLCAIGFLAVQPIFWTFPAQILSGKALAAGIGFCTTMGAFFSFLAPIIRV
                     EAESQFNSPPAGLITLALFSLLSATLIFSLKFWPAKATAEVI"
     gene            complement(996442..996864)
                     /locus_tag="YPA_0860"
     CDS             complement(996442..996864)
                     /locus_tag="YPA_0860"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12828.1"
                     /translation="MSAPLPYIKPGERVIIYDGVCALCTGWVNFLIRHDRRHTVRLSA
                     VQSKKGHALLEWAGLPTDKINTLVLIENQQVYLRSEAIFRVIANLPWPWRILGVLRIF
                     PRPLRDRCYDGIALNRYRLFGRYDAVRKLKADHERRFL"
     gene            997292..998032
                     /locus_tag="YPA_0861"
     CDS             997292..998032
                     /locus_tag="YPA_0861"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG12829.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /translation="MNLKGKKALVTAAGQGIGFNTATLFARKGAEVIASDINIAALSN
                     IPGITAVSLDVTDTLAINDVAQAIGPIDVLFNCAGVVHSGDILTCSEQEWQFALDLNV
                     TAMFHMIRAFLPGMIACQQGSIINMSSVASSIKGVPNRFAYSTSKAAVIGLTRSVAAD
                     YVTQGIRCNAICPGTVESPSLRQRIAVQAHAEGRSEADVFQAFAARQPIGRIGKAEEI
                     AQLALYLASDASAYTTGTIHIIDGGWSN"
     gene            998080..998922
                     /locus_tag="YPA_0862"
     CDS             998080..998922
                     /locus_tag="YPA_0862"
                     /EC_number="5.3.3.10"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hydrolase"
                     /protein_id="ABG12830.1"
                     /translation="MKLLRYGPVGEERPALLDELGEIRDLSAHIEDISGKFLLPATLY
                     KLRQLDSASLPLVRGEQRLGACVGHVGKFICVGLNYADHAAETGAEIPQEPVIFNKWT
                     SAIIGPNDDIEIPRNSVKTDWEVELGVVIGTGGRYIGEANAMSYVAGYCVVNDISERE
                     FQLEHGGTWDKGKGCDTFGPIGPWLVTRDEIPDPHQLGLWLDVDGRRYQNGSTRTMIF
                     KIPQIISYLSRFMSLQSGDVISTGTPPGVGLGQKPPVYLHAGQIMRLGIEGLGEQCQK
                     TIQA"
     gene            998954..1000231
                     /locus_tag="YPA_0863"
     CDS             998954..1000231
                     /locus_tag="YPA_0863"
                     /codon_start=1
                     /transl_table=11
                     /product="putative racemase"
                     /protein_id="ABG12831.1"
                     /db_xref="InterPro:IPR001354"
                     /translation="MTIITALRTEDVRFPTSLELDGSDAMNPDPDYSAAYVILDTDNP
                     ALSGHGLTFTIGRGNEICCVAIHALEHLIVGRDLASMTANMGKFWREFTSDSQLRWIG
                     PEKGAIHLATGAVINAVWDLWSKAEGKPLWRLVADMSPEELVRCIDFRYITDCITPEE
                     ALTLLQQRAHNKALRLEKLQDEGYPCYTTSAGWLGYPDDKLRRLCQDAVDAGFDYLKL
                     KVGRDLEDDIRRVRITREVLGPDRKLMIDANQIWETNEAIPWVNQLAFANPWFIEEPT
                     NPDDIEGHRRIRQGVAPVKVATGEMCQNRIMFKQFIMREAIDVVQIDACRLGGVNEVL
                     AVMLMAAKYDLPVCPHAGGVGLCEYVQHLAMIDYLCIAGTDKGRVIEYVDHLHEHFVH
                     PCVIKNAAYMPPEQPGFSIEMHQSSIEKYRFRV"
     gene            1000528..1001673
                     /locus_tag="YPA_0864"
     CDS             1000528..1001673
                     /locus_tag="YPA_0864"
                     /codon_start=1
                     /transl_table=11
                     /product="L-lactate dehydrogenase"
                     /protein_id="ABG12832.1"
                     /db_xref="InterPro:IPR003009"
                     /db_xref="InterPro:IPR008259"
                     /translation="MIISASTDYRAAAQRKLPPFLFHYIDGGAYNEQTLRRNTADLAD
                     IALRQRVLKNMSELSLETQLFGETQAMPVVLGPVGLSGMYARRGEVQAARAADKKGIP
                     FTLSTLSVCPIEEVAPAIARPMWFQLYVLKDRGFMRNALTRAQAAGVKTLVFTVDMPV
                     PGARYRDAHSGMSGPNAAARRLLQAIAHPQWAWDVGLNGKPHDLGNISAYLGKPTTLE
                     DYMGWIATNFDPSISWKDLEWVREFWQGPMIIKGILDPEDAKDAVKFGADGIVVSNHG
                     GRQLDGVLSTARALPAIADAVKGDITILADSGIRTGLDVVRMIALGADSVLLGRAFVY
                     ALATAGEAGVINLLTLIEQEMRVAMTLTGAKRIADINRDSLAVSERG"
     gene            complement(1001878..1002987)
                     /locus_tag="YPA_0865"
     CDS             complement(1001878..1002987)
                     /locus_tag="YPA_0865"
                     /EC_number="6.3.4.5"
                     /codon_start=1
                     /transl_table=11
                     /product="argininosuccinate synthase"
                     /protein_id="ABG12833.1"
                     /db_xref="InterPro:IPR001518"
                     /translation="MAHSITPRRVSLISTPPHWGRAVTGTMLVAAMKEDDVNIWGDGS
                     TYKGNDIERFYRYGLLTNAELKIYKPWLDTDFIDELGGRHEMSEFMIQSGFDYKMSTE
                     KAYSTDSNMLGATHEAKDLEFLNSSVKIVNPIMGVKFWDENVVVKAEEVTVRFERGYP
                     VALNGVVFDDSVELMMEANRIGGRHGLGMSDQIENRIIEAKSRGIYEAPGMALLHIAY
                     ERLLTGIHNEDTIEQYHANGRVLGRLLYQGRWFDPQALMLRDSIQRWVASEITGEVTL
                     ELRRGNDYSILNTVSDNLTYKPERLTMEKGDSVFSPDDRIGQLTMRNLDITDTREKLF
                     NYVETGLLTSSAATGLPQVDNNNLSSGRGLQDKRQ"
     gene            complement(1002881..1003246)
                     /locus_tag="YPA_0866"
     CDS             complement(1002881..1003246)
                     /locus_tag="YPA_0866"
                     /codon_start=1
                     /transl_table=11
                     /product="argininosuccinate synthase"
                     /protein_id="ABG12834.1"
                     /db_xref="InterPro:IPR001518"
                     /translation="MTTILKHLPINQRVGIAFSGGLDTSAALLWMQKKGAIPYAYTAN
                     LGQPDEEDYEAIPRKAMEYGAEKARLIDCRKQLVAEGIAAIQCGAFHNTTAGVTYFNT
                     TPLGPCGNRHHAGGSHERR"
     gene            1003540..1004970
                     /locus_tag="YPA_0867"
     CDS             1003540..1004970
                     /locus_tag="YPA_0867"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transporter"
                     /protein_id="ABG12835.1"
                     /db_xref="InterPro:IPR002528"
                     /translation="MQMNRVSEAVKLKIFRESVWYKKRKSSRVLFWREITPLAFPLFI
                     EGLCVLLMGVFSTLLVSWLGKEAMAAVGLADSFNMLIAAFFASVALGTSVVVAFSLGQ
                     RKRQQAQTAARQSMTLLVLISLLLVVLVHFSGQTIIDLMANQADPSVKAMALTYLHFT
                     VWNYPAMAITLVGCGALRGAGNTRLPMLINIGMNILNIVISSILIYGLFNWQGLGFIG
                     AGIGITLARSAGALVVVVLLIYGANNTLRIPFKAYFMPFTSAIMFEVLSIGIPASVES
                     VMFNIGKLITQRFVAGMGTDVIAGNFIAFSIVAIINLPGNALGYTSTIIIGTRLGKGQ
                     ILQPIRQIKHIFWLSTLGVCFIALLSIPSAGFLASLYTDDPAVITVVKHLIWMNALFM
                     PIWAASWVLPAGLKGAKDASYTMWVALAGMWGCRIIAGYILGVTLGFGVTGVWMGMFL
                     DWMVRGVLFYRRMSTGRWLWRYRPSV"
     gene            complement(1004998..1006338)
                     /locus_tag="YPA_0868"
     CDS             complement(1004998..1006338)
                     /locus_tag="YPA_0868"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transporter"
                     /protein_id="ABG12836.1"
                     /db_xref="InterPro:IPR005829"
                     /db_xref="InterPro:IPR007114"
                     /translation="MNIYKKISADGWQPQQLTIKDVKFATWLAFFAWVFAVYDFILFG
                     TLLPEIGDHFGWDEIEQAKLATWVAAGGAVVALTVGPIVDRLGRRLGIVFTVTGAAIS
                     SLLTAIGGAWGKGVLVGIRSIAGLGFAEQTVNATYLTEMYAAINDPILNRHKGFIYSL
                     VQGGWPVGALVASGLSALLMPIIGWQGSFIFAAVPSFIIALLALKLKETPQFQIHQHI
                     RRLTEAGQPEKARQVAKDYHFEYADHQRTGLSAIFRGTSLRTTLVLGGALMINWFAIQ
                     IFGVLGTTVITKVHDVSFESSLWVLVLSNLVGYCGYLAHGWLGDRFGRRNIIALGWML
                     GGLSLATMLYGPADFSLIVILYSAGLFFLIGPYSAALFFFSESFPTAIRATAGAFIIA
                     MGPIGAIIASMGATSILSSGGNWQTAALLFGAIPCFISGVIMLFAHHVAPQSVK"
     gene            complement(1006374..1007255)
                     /locus_tag="YPA_0869"
     CDS             complement(1006374..1007255)
                     /locus_tag="YPA_0869"
                     /codon_start=1
                     /transl_table=11
                     /product="putative polysaccharide deacetylase"
                     /protein_id="ABG12837.1"
                     /translation="MAKEIFCAFGVDVDAVAGWLGSYGGEDSPDDISRGMFSGEVGTP
                     RLLKLFADHNLRATWFIPGHSIETFPEQMKAVAAAGHEVGIHGYSHENPIAMTPAQEE
                     AVLDHCIALLTQLTGKSPTGYVAPWWEFSNVTNELLLKKGIKYDHSLMHHDFHPYYVR
                     VGDHWTRIDYSKSPDHWMKPLQRGAETALVEIPANWYLDDLPPMMFIKKAPNSHGFVN
                     PRHLEEMWRDQFDWVYREHDYAVFTMTIHPDVSGRPQVLLMLERLLKHIQSHQGVRFV
                     TFDEIADDYLRRMPRKI"
     gene            1007832..1008527
                     /locus_tag="YPA_0870"
     CDS             1007832..1008527
                     /locus_tag="YPA_0870"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12838.1"
                     /translation="MKKKTRSNIFKLSLLSIPPLIVLSFILYIFMLLAFPDTLRKIEG
                     WYKDTFLTKYITLTQDEAAKQLNNYAIVTIDTSLSENIKKSNNIKFVELWYMNHKGGD
                     SINSFRYIEMVIKPISNPNENTQVYLPDMGEYNLHRATIKFEGNSPDDYGHSVTINFD
                     RHEAGRSYNQFVDRYLKEGSLVKSGETIVACEKNDVDLCDANIRLTVTFDEKYSDSNF
                     FGNPRPLSSSGKA"
     sig_peptide     1007832..1007936
                     /locus_tag="YPA_0870"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 35"
     gene            1008617..1009156
                     /locus_tag="YPA_0871"
     CDS             1008617..1009156
                     /locus_tag="YPA_0871"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12839.1"
                     /translation="MTKLTLQEQMLKAGLVTSKKMAKVQRTAKKSRAQTREAREAVEE
                     NKKAQLERDKQLSEQQKQAALSKEYKAQVKQLIEMNKIDISKGNIGFNFTDNNLIKKI
                     VVDKLTQAQLISGRLAIARLVVDNSGESEYAIIPASVADKIAQRDASSIVLNSALSQE
                     EQDGEDPYADFKVPDDLMW"
     gene            complement(1009502..1009577)
                     /locus_tag="YPA_r036"
                     /note="tRNA-Asn3"
     tRNA            complement(1009502..1009577)
                     /locus_tag="YPA_r036"
                     /product="tRNA-Asn"
     gene            complement(1010023..1010652)
                     /locus_tag="YPA_0872"
     CDS             complement(1010023..1010652)
                     /locus_tag="YPA_0872"
                     /codon_start=1
                     /transl_table=11
                     /product="putative GerR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG12840.1"
                     /db_xref="InterPro:IPR000792"
                     /db_xref="InterPro:IPR001789"
                     /translation="MINVALIDDHIVVRSGFAQLLSLEEDIRIIGEYGCAAEAWENLP
                     KTDVHVAVIDISMPDESGLSLLKRLRQQIPHFRAIILSIYDTTAFVQSAMDAGASGYL
                     TKRCDPAALVQALRTVNGGGLYLCTDALRALRQMPQQPSKLTILTPREKEIFQLLVKG
                     ISVKALAEQLSLSHKTVHVHRANILSKLNCETTIELVHFALQHQLLAGN"
     gene            complement(1010910..1012202)
                     /locus_tag="YPA_0873"
     CDS             complement(1010910..1012202)
                     /locus_tag="YPA_0873"
                     /codon_start=1
                     /transl_table=11
                     /product="putative C4-dicarboxylate transporter, large
                     subunit"
                     /protein_id="ABG12841.1"
                     /db_xref="InterPro:IPR004681"
                     /translation="MDAFILVFTLAILLAIGVPVAYAVGLSAIAGAFWIDLPLEAVMI
                     QITSGVNKFSLLAIPFFILAGAIMAEGGIARRLVNFAYIFVGFIRGGLSLVNIVASTF
                     FGAISGSSVADTASIGSVMIPEMDKKGYPRDFAAAVTASGSVQAILTPPSHNSVIYSL
                     ATGGTVSISALFIAGIVPGLLLSLTLMLMCVGFAYKRGYPKGERVPFRQALKIFVDTL
                     WGLMTVVIIMGGILSGVFTATESAAIACLWSFFVTMFVYRDYKWSELPKLMYRTVKTV
                     TIVMILIGFAASFGAIMTYMQLPERITDFFTSISDNKYVILMCINIMLLLIGTLMDMA
                     PLILILTPVLMPVTNSLGIDPVHFGMIMLINLGIGLITPPVGSVLFVASAVSKQKIEQ
                     VVKAMLPFYGALFFVLMLVTYIPEISLWLPRMFGIYNG"
     sig_peptide     complement(1012131..1012202)
                     /locus_tag="YPA_0873"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.974 at
                     residue 24"
     gene            complement(1012222..1012728)
                     /locus_tag="YPA_0874"
     CDS             complement(1012222..1012728)
                     /locus_tag="YPA_0874"
                     /codon_start=1
                     /transl_table=11
                     /product="putative C4-dicarboxylate transporter, small
                     subunit"
                     /protein_id="ABG12842.1"
                     /translation="MARYYLSAMDVLYRLSIWVAGIALIIMVAAIPIGIFARYIQNDG
                     LSWPEPVAILCMVTFTFIGAAASYRSGSHIAVSMVTDRIPEAGKKICALLVNLLMVMI
                     SLFILSYSYILCSELWSQPVAEFPLLTAGQTYLPLPVGSAITLMFIIERLFFGPQTQR
                     PVVMIGNS"
     gene            complement(1012852..1013844)
                     /locus_tag="YPA_0875"
     CDS             complement(1012852..1013844)
                     /locus_tag="YPA_0875"
                     /codon_start=1
                     /transl_table=11
                     /product="putative C4-dicarboxylate transporter,
                     periplasmic protein"
                     /protein_id="ABG12843.1"
                     /db_xref="InterPro:IPR004682"
                     /translation="MRLPTSFPTLCLTASALLLSQVLFSQSATAQQIKAADVHPKDYS
                     NVVAMKDMGEKLKVATDGRLEMKTFPGGVLGDEKQMIEQAQMGAIDIIRVSMTPVASI
                     LPEINVFTLPYIFRDEDHLHKVLDGKIGQEIGGKITDNKNSKLVFLGWMDGGTRHLIT
                     KQPVIKPEDLSGMKIRVQGSPIALATLKSMGANALSMGVSEVFSGMQTGVIDGTENNQ
                     PTFVAHNYLPVVKNYTLSGHFIIPEVFLYSKAKWDKLSAEDQQTILKLAKEAQAEQRV
                     LWTAYEQQAHEKMKAGGVQYHEIDRDYYYKATQPVRDEFGKGHEDLIKQIGDVQ"
     sig_peptide     complement(1013752..1013844)
                     /locus_tag="YPA_0875"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.838 at
                     residue 31"
     gene            1014367..1015107
                     /locus_tag="YPA_0876"
     CDS             1014367..1015107
                     /locus_tag="YPA_0876"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphopantetheinyl transferase"
                     /protein_id="ABG12844.1"
                     /db_xref="InterPro:IPR003542"
                     /translation="MTSVFIRNFTFAALPANGLNGQPPFHGLLAKCDFEVNEYRDELF
                     AAYGIPFPGSLNKAVIKRRAEYLAGRFVARQVLNLLDIRDYPLATGMDRAPQWPTNLI
                     GSISHNNQRALCAAQMIEPRGVESSTLHGIGLDIESHIAEEKAQEIWSGIISDEEYSL
                     LQQGPLPFNQALTLVFSAKESLFKAVYPQSGRYFDFIEARLLSYSLVSGNFELQLLRH
                     LNDEFPAGRCFSGCFSLSETDLQTFIAY"
     gene            1015097..1015246
                     /locus_tag="YPA_0877"
     CDS             1015097..1015246
                     /locus_tag="YPA_0877"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12845.1"
                     /translation="MLIKTKNYLSENKGLNMKEVLTISVLEKSLKDITRYAVNKNDMQ
                     LIKII"
     gene            complement(1015494..1017620)
                     /locus_tag="YPA_0878"
     CDS             complement(1015494..1017620)
                     /locus_tag="YPA_0878"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha-galactosidase"
                     /protein_id="ABG12846.1"
                     /db_xref="InterPro:IPR000111"
                     /db_xref="InterPro:IPR002252"
                     /translation="MNTTFVRLSSRSSDMIVRCSPYAEIVYWGKPLLDYSPAMMEALN
                     RPVANSRLDSDIPLTLCPENGRGLFSVPGMEGNRDGEDWSPIFTSQSHTLENNLLTII
                     SEDTSAGLRLVSELQMCPDSGVIKTRNTLTNIKAGCYRIDRLAVTLPFPERANEIMAF
                     NGRWIKEFQRHSLKLDHGGYIQENRRGRTSHEYFPGMVVGKAGFSEQQGEVWGLHLAW
                     SGNHRLRADCKSDGRRQVQAEALYFSGEIVLEHLQSVSTPWVYATYSATGLNGMSHSF
                     HHYVRQNIVPSLAEKPRPVHLNTWEGIYFKHDPDYIIQMVKNAAKIGVERFIIDDGWF
                     KGRNNDLSSLGDWYIDAEKYPQGLNPIIEAVNEYGMEFGIWVEPEMINQDSDLYRNHP
                     DWVLKLDGYPLLKGRDQLLLDLSNPAVFDYLLERLSWLLGEHKVDYVKWDFNREMVQP
                     GHRGHPSLVQQTEQLYRLFDQLNLHFPHIEFESCASGGGRIDYEILQRCHRFWPSDSN
                     DALDRQQIQRGMSYFFPPEVMGAHIGGTPCHTTARMHSINFRGLTALFGHMGVELDPV
                     SESPAEQQAFARYIALHKQLRPLLHSGNTIRLDHPDKTTLINAVIAHDQQQAVVLISQ
                     LALPEYALCGNVLIPGLNPSTHYQIEVLDMPDSMHKPRNNTMKRYPAWLKSPLIVSGD
                     WLEKAGIALPILNPESAILIQLSAVN"
     gene            complement(1017698..1018918)
                     /locus_tag="YPA_0879"
     CDS             complement(1017698..1018918)
                     /locus_tag="YPA_0879"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12847.1"
                     /db_xref="InterPro:IPR000576"
                     /db_xref="InterPro:IPR007114"
                     /translation="MASYYPFFPIWLHDINNLSKTDTGIVFGSISLFALAFQPIMGPL
                     SDKLGLRKTLMWIIVGLLVLFAPFFIYVFSPLLKYNIFIGAIVGGCYLGFVFTGGSHA
                     IEAYIEKVSRHSNFEYGRVRMFGCIGWALCATVVGILYTVNNQLIFWMASGCALILAV
                     LLFFARPDRQSTAFVVDTLGANKAVFNLKNALALLRKRELWFFVMYIVGVACIYDVFD
                     QQFANFFTSFFATKQQGTEIFGFVTTGGEILNATVMFFAPVIIARIGSKNALLLAGTI
                     MSVRILGSAFATTATQVVFLKMLHMFEVPFLLVGSFKYITQVFEVRFSATVYLIGFCF
                     SKQLSMMFMSVFAGRMYDSMGYQDTYMVLGVIVLSFTLISAFTLSGRSAVANLASRLK
                     EDPSVTPPVSQPQS"
     gene            1019000..1020208
                     /locus_tag="YPA_0880"
     CDS             1019000..1020208
                     /locus_tag="YPA_0880"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG12848.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            1020213..1020890
                     /locus_tag="YPA_0881"
     CDS             1020213..1020890
                     /locus_tag="YPA_0881"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase"
                     /protein_id="ABG12849.1"
                     /translation="MAVTQNYGQARSSCKTLRSSVSISASIRSMSIAKINQSGKALLR
                     KKFTRTKLMEFLASHPSTTFVMEACAGAHFMARRIADLGHEAKLISPQFVRPFVKSNK
                     NDFVDAEAIYEAASRPSMRFVQPRTEVQQAMRALHRVRESLIRDKVKTTNQMHAFLLE
                     FGISMPIGTAVIKRLSVVLAEHELPPYFVQLLMQLHDHDGDIAWWRRYFSRDTWPFTG
                     SGTSKRG"
     gene            1020805..1021809
                     /locus_tag="YPA_0882"
     CDS             1020805..1021809
                     /locus_tag="YPA_0882"
                     /codon_start=1
                     /transl_table=11
                     /product="helicase"
                     /protein_id="ABG12850.1"
                     /db_xref="InterPro:IPR000629"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /translation="MMVILRGGVDILVATPGRLLDLEHQNAVDLSKIEILVLDEADRM
                     LDMGFIHDIRRVLAKLPAKRQNLLFSATFSDEIKGLASKLLHNPASVEVARRNTASEQ
                     IAQSVHFVDKNRKRELLSQMIGEGNWQQVLVFNRTKHGANHLAEQLNKDGITAAAIHG
                     NKSQGARTRALADFKDGKIRVLVATDIAARGLDIDQLPHVVNYELPNVPEDYVHRIGR
                     TGRAERTGEAISLVCVDEHKLLRDIERLLKREIPRIALDGYEPDPSIKADPIQNGRQG
                     RGAQRPGMGRGSSAGRPQNGGGAAGRGDSRNSRPRSQADGQRRPAGPSSRGRSRNPGE
                     "
     gene            1022020..1022478
                     /locus_tag="YPA_0883"
     CDS             1022020..1022478
                     /locus_tag="YPA_0883"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12851.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1022893..1023822
                     /locus_tag="YPA_0884"
     CDS             1022893..1023822
                     /locus_tag="YPA_0884"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12852.1"
                     /translation="MPQVNNISTNNIHSAGFNNSNSIQKYTGAVSSISDDLRINNEKC
                     KSDIGTISGDIKINRHSAVYGNVNSVSGDITVKNSIVDKDITTVSGDVNAVNSTIGKN
                     IKTVSGSIEVEQSTVSGNLETTSGGIDIDTTKINGNVHTTSGSISMNDSTIDGSVTCK
                     AGSVTIVNSTIKESLNVTSEKIIVGTASCIGKINISPPESVNFNIMNFGNDSIVMGMR
                     NFCISGEVNFTITNGKVFVNEQRVGHTASQSTSKKVEEVTINIAKNASVNDIVFYTKK
                     CHIILEGNAKYNGEKKDGMQFTHVNAPKSHAYA"
     gene            1024116..1025060
                     /locus_tag="YPA_0885"
     CDS             1024116..1025060
                     /locus_tag="YPA_0885"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12853.1"
                     /db_xref="InterPro:IPR001269"
                     /db_xref="InterPro:IPR003009"
                     /translation="MSMRVILAPMEGVLDSLVRELLSEVNDYDLCITEFLRVVDQLLP
                     AKSFYRLCPELHNQSRTQSGTLVRIQLLGQYPEWLAENAARAVALGSYGVDLNCGCPS
                     KLVNGSGGGATLLKDPELIYQGAKAMRAAVPAHLPVTVKIRLGWDSGDRQFEIADAVQ
                     QAGATELAVHGRTKEDGYQAERINWQAIGEIRQRLTIPVIANGEIWDYQSAQECMKVT
                     GCDAVMLGRGALNVPNLSRVVKYNEPRMPWLEVVKLLQKYVQLEKQGDTGLYHVARIK
                     QWLGYLRKEYTEATDLFGEIRALKNSKDIALAIQRINR"
     gene            complement(1025134..1025313)
                     /locus_tag="YPA_0886"
     CDS             complement(1025134..1025313)
                     /locus_tag="YPA_0886"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12854.1"
                     /translation="MGTTIFGIIFGVFLIAAGLADIHDEKMASLTFWVDVLIILIGAL
                     FMLGVAKFISRKKKQ"
     gene            1025616..1026587
                     /locus_tag="YPA_0887"
     CDS             1025616..1026587
                     /locus_tag="YPA_0887"
                     /codon_start=1
                     /transl_table=11
                     /product="murein-DD-endopeptidase. Serine peptidase.
                     MEROPS family S11"
                     /protein_id="ABG12855.1"
                     /db_xref="InterPro:IPR001967"
                     /translation="MSTPDNLFKLTNMYVKIRFALLSFLLLSTGISVAPLAIARGSAV
                     EVKGTAPLELASGSAMVVDLQTNKVIYANNADKVVPIASITKLMTAMVVLDAKLPLDE
                     ILSVDIDQTKELKGVFSRVRVNSEISRKDMLLLTLMSSENRAAASLAHHYPGGYNAFI
                     KAMNAKAKSLGMNSTHYVEPTGLSINNVSTARDLAKLLMATKQYPLIGQLSTTTEKMA
                     TFREPNYTLPFRNTNHLVYNDKWNIQLTKTGFTNQAGHCLVMRTVIGKRPVALVVLDA
                     FGKYTHFADANRLRSWIETGKAAPIPGAAKSYRQQKDSQGRLAQVSE"
     sig_peptide     1025616..1025735
                     /locus_tag="YPA_0887"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.996) with cleavage site probability 0.694 at
                     residue 40"
     gene            complement(1026708..1028420)
                     /locus_tag="YPA_0888"
     CDS             complement(1026708..1028420)
                     /locus_tag="YPA_0888"
                     /EC_number="1.1.1.28"
                     /codon_start=1
                     /transl_table=11
                     /product="D-lactate dehydrogenase"
                     /protein_id="ABG12856.1"
                     /db_xref="InterPro:IPR003006"
                     /translation="MSQFNNEKIQLLLTQLQHIVGTRYLLTGERQTERYRTGFRSGKG
                     VALAVVFPSTLLQQWQLLQACVAADTIIIMQAANTGLTEGSTPSGDDYDRPIVILNTL
                     RLNNIQLLDDGKQVIGFPGSTLNQLEKRLKPYGREPHSVIGSSCIGASVVGGICNNSG
                     GSLVQRGPAYTEMALYAQIDAQGELQLINHLGISLGNTPEEILQRLEQGQYGAEDIEQ
                     TGQQASDSEYATRVRDIDATTPSRFNADPRRLFEASGCAGKLAIFAVRLDTFPSEKQQ
                     QVFYIGTNQTQVLTELRRIILRDFKHLPIAGEYLHRDIFDIAETYGKDTFVMINSMGT
                     NNMPRFFTLKGKIDARLNKIPHLVDHLTDRVMQGFSQILPNHLPKRLKTYRNQYEHHL
                     LLKMSGDGITEAQQHLRAFFATAEGNFIACTADEGKKAFLHRFAAAGAAVRYHAVHAD
                     QVEDILALDIALRRNEKQWFETLPPEIEKCLIAKLYYGHFLCHVFHQDYIVKKGVDVK
                     ALKEKMLSLLNDKGAEYPAEHNVGHLYLAKPALKDFYQQIDPTNSFNPGIGKTSKRKR
                     WQQD"
     gene            1028630..1029169
                     /locus_tag="YPA_0889"
     CDS             1028630..1029169
                     /locus_tag="YPA_0889"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylate cyclase 2"
                     /protein_id="ABG12857.1"
                     /db_xref="InterPro:IPR008173"
                     /translation="MSEHFVGKYEVELKFRVMDLTTLHEQLVAQKATAFTLNNHEKDI
                     YLDANGQDLADQQISMVLREMNPSGIRLWIVKGPGAERCEASNIEDVSKVQSMLATLG
                     YHPAFTIEKQRSIYFVGKFHITVDHLTGLGDFAEIAIMTDDATELDKLKAECRDFANT
                     FGLQVDQQEPRSYRQLLGF"
     gene            complement(1029195..1029536)
                     /locus_tag="YPA_0890"
     CDS             complement(1029195..1029536)
                     /locus_tag="YPA_0890"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12858.1"
                     /db_xref="InterPro:IPR003615"
                     /translation="MAYIPKNYSRLESGYREKALKIFPWVCGKCSREFVYSNLRELTV
                     HHIDHDHGNNPEDGSNWEMLCLFCHDHEHSKYTEVDLYGSTVVAGDDAQKDQGVATHN
                     PFANLKSLMKK"
     gene            1029537..1029707
                     /locus_tag="YPA_0891"
     CDS             1029537..1029707
                     /locus_tag="YPA_0891"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12859.1"
                     /translation="MSLQFCEKYAAYFSAKVGVGLSTIEDKYSNANTPLARFSSYRDV
                     STAFTGILPKVI"
     gene            1029849..1030952
                     /locus_tag="YPA_0892"
     CDS             1029849..1030952
                     /locus_tag="YPA_0892"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12860.1"
                     /translation="MKESEVLAEVSNENQTLVAVVQQDLRVVYFYIYPQEAFEERFPV
                     RACWVRNRVAAPQSTDNMAMEQGVAPRLAAEFCRNIAGEAELDPQLISIIWSESDDGA
                     ALWYQGQLLAIIPGWSLYIDHSICYSASCIKDNPLVLPLGSASTNTQYALAQHTRQFW
                     RRWQQEEGNPWPLLQTEYIQCYEQHFGPSVKYYAIDQGKWPPMAISQHEKEGIYYFLT
                     IGVSIRPQPWVEILFNDDASQYRRMEMALAIDGQYVNEDNAIHMASALAGFAHVPWNK
                     ITWLGEGHTLESAVAPQGYEGYILSSALYADADHLTLPHQQDDPVNIYWASPIFTRER
                     ELAHSVPNGGSDLLKKLQQQGVNHIFSPRQAVI"
     gene            1031137..1031385
                     /locus_tag="YPA_0893"
     CDS             1031137..1031385
                     /locus_tag="YPA_0893"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12861.1"
                     /translation="MGILSWIIFGLIAGILAKWIMPGEDGGGFIMTIILGIIGALVGG
                     YISTFFGMGRVDGFNLGSFVVAVIGSLVVLFIYRKLRS"
     gene            1031557..1032429
                     /locus_tag="YPA_0894"
     CDS             1031557..1032429
                     /locus_tag="YPA_0894"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport ATP-binding subunit"
                     /protein_id="ABG12862.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MAHDYRQSERLIMGQALRKLTAADYPVVVQEPRKKVLAVKGLVK
                     AYKSQHRVLDNINFELHAGEFVAIIGRSGAGKSTLLHILNGTIPTSAGEIINYHENGD
                     TQNIAALTTKQMRKWRAKCGMIFQDFCLVPRLDVITNVLLGRLSYTSTLKSFFKLFSE
                     QDQARAIELLQWLNMLPHALQRAENLSGGQMQRVAICRAMMQNPKILLADEPVASLDP
                     KNTTRIMNTLQKISENDIAVIVNLHSVDLVKDYCTRVIGIAHGRIIFDGPPSMLNDSI
                     IQDIYSDESAELLH"
     gene            1032466..1033395
                     /locus_tag="YPA_0895"
     CDS             1032466..1033395
                     /locus_tag="YPA_0895"
                     /codon_start=1
                     /transl_table=11
                     /product="putative substrate-binding periplasmic transport
                     protein"
                     /protein_id="ABG12863.1"
                     /db_xref="InterPro:IPR005770"
                     /translation="MKKILCLTSLLAGMMIFNATAEDAPKEINLGILGGQNATQQIGD
                     NMCVKEFLDKELNVKTNLHNASDYSGVIQGVLGGKIDLVLSMSPSSFASIYIKDPNAV
                     ELVGIAIDDTDKSRGYHSVVVVKADSPYQKLEDLKGKAFGFADPDSTSGFLIPNQSFK
                     QQFGGSVDNKYNNFFSSVTFSGGHEQDILGVINGQFAGAVTWASMIGDYDTGYTSGAF
                     TRMIRMGQPDLMKKIRIIWQSPLIPNGPILVRSALPPEFKAQLVAAIKKLDKEDHGCF
                     IKAMGGKQHIGETSLSEYQNIIDMKRELTKGDR"
     sig_peptide     1032466..1032531
                     /locus_tag="YPA_0895"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 22"
     gene            1033498..1034358
                     /locus_tag="YPA_0896"
     CDS             1033498..1034358
                     /locus_tag="YPA_0896"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport membrane permease"
                     /protein_id="ABG12864.1"
                     /db_xref="InterPro:IPR005769"
                     /translation="MKTDFNHYYQQIRSKQKRDTVIWSLMLAIIYLGAGNIAEFNLYT
                     VFISIPNFFDYLAETIPVLHWRNLFADGKTEGSLAYWGYRLPIQLPLIWETLQLAVAA
                     TLLSVMVATILAFLAASNTQSPPWLRLAVRTFVTFLRTMPELAWAVMFVMAFGIGAIP
                     GFLALALHTIGSLTKLFYESLETASDKPVRGLAACGASQLQRMRFALWPQVKPIFLSY
                     SFMRLEINFRQSTILGLVGAGGIGQELMTSIKLDRYDQVSITLLLIIIVVSLLDYTSG
                     KLRKRVVEGA"
     gene            1034361..1035242
                     /locus_tag="YPA_0897"
     CDS             1034361..1035242
                     /locus_tag="YPA_0897"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport membrane permease"
                     /protein_id="ABG12865.1"
                     /translation="MLIHHLTTEQILTLKQQNPQLFRQQKRYIRLIAIITAAIFLYYL
                     FFFTVFGIPWQTLVNGSQQLSRYFLRMFVWHDFANWPFKYYLGQIFITLAIVFAGTLT
                     ATLIALPLSFFAARNVMSTPGLRIISFAVRRFLDVFRGIDMAIWGLIFVRAVGMGPLA
                     GVLAIIMQDVGLLGKLYAEGHEAVDKSPSRGLTAMGANSLQKHRFGIFTQSFPTFLAL
                     SLYQLESNTRSAAVLGFVGAGGIGLVYAENMRLWNWDVVMFITLIMVVIVMIMDKISA
                     ILRKKYILGEEIALYQP"
     gene            1035488..1035961
                     /locus_tag="YPA_0898"
     CDS             1035488..1035961
                     /locus_tag="YPA_0898"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12866.1"
                     /translation="MINNDVLRSVRYMLNVNDTKIAEIIKLADFEVNNADVVNFLKKE
                     DEAGYQDCPDLVMAHFLNGLIFFRRGKDDKFPAPAVEAVITNNIVLKKLRVAFELKDT
                     DMHDVFNAVEFPVSKPELNALFRKEGSKNFRPCGDQVLRYFLKGLTLRIRGAKKA"
     gene            1036382..1037650
                     /locus_tag="YPA_0899"
     CDS             1036382..1037650
                     /locus_tag="YPA_0899"
                     /codon_start=1
                     /transl_table=11
                     /product="putative substrate-binding periplasmic transport
                     protein"
                     /protein_id="ABG12867.1"
                     /db_xref="InterPro:IPR000709"
                     /translation="MQRRNLIKVFALSASVISMGMAFGTLAADTIKVGILHSLSGTMA
                     ISETPLKDMALMSIDDINAHGGVLGKQLEPVIVDPASNWPLFAEKARQLLTQDNVAVV
                     FGGWTSVSRKSVLPVFEELNGLLFYPVQYEGEEMSPNVFYTGAAPNQQAIPAVEYLLS
                     EEGGAAKRFILLGTDYVYPRTTNKILRAFLHTKGIEDKDIEEVYTPFGYSDYQTIVGN
                     IKKFSAGGKTAVISTINGDSNVPFYKELANQGIKATDVPVIAFSVGEEELRGIDTKPL
                     VGNLAAWNYFQSVDNPTNKQFVEHWKAYAKANKLPNADSAVTNDPMEATWVGMHMWAQ
                     AVEKAQSTDVDKVRAAMAGQTYAAPSGFTLTMDQTNHHLHKPVMIGEIEADGQFNVVW
                     QTDAPIRAQPWSPFIAGNDKKPDHPVKSSQ"
     sig_peptide     1036382..1036465
                     /locus_tag="YPA_0899"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.985 at
                     residue 28"
     gene            1037774..1039375
                     /locus_tag="YPA_0900"
     CDS             1037774..1039375
                     /locus_tag="YPA_0900"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Branched-chain amino acid transport
                     system, permease component"
                     /protein_id="ABG12868.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MKSLIPVWNRAINYVFRPMIGLLLGLSMSAMAGPAQDFVAANRA
                     QQATLLQQWATEPDASRLPLLQALKQETVVVDSAGQAFIKNNQSINSLEGQSQPTGTL
                     KKIWLNNRLRILIANALAAQRLVSDDETVRLQAAVELQRQAQSDQLPLLNQRLKLETD
                     SQVKEALSIALANLQLTDSNPQVRLNAVQLLGQSGSPQTQSRLQSLTDTQVEPNEQVR
                     AAAATSLKQIQHRLMIGEVIGQVFSGLSLGSILLLAALGLAITYGLLGVINMAHGEML
                     MLGAYSAYLVQSLFQQFAPHWLALYPLIALPVAFFITAGIGMALERTVIRHLYGRPLE
                     TLLATWGISLMLIQGIRMLFGPQNLEVANPAWLSGGVQVLPNLVLPWNRIAVIAFVII
                     VLLLTWLLLNKTRLGLQVRAVTQNRAMAACCGVATGRVDMLAFGLGSGIAGLGGVALS
                     QLGNVGPELGQGYIIDSFLVVVLGGVGQLAGSVVAALGLGMLNKILEPQIGAVLGKIL
                     ILVLIILFIQKRPQGLFALKGRVSD"
     sig_peptide     1037774..1037872
                     /locus_tag="YPA_0900"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 33"
     gene            1039375..1040451
                     /locus_tag="YPA_0901"
     CDS             1039375..1040451
                     /locus_tag="YPA_0901"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Branched-chain amino acid transport
                     system, permease component"
                     /protein_id="ABG12869.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MNQPLTVTLTQKAPLTSLLLGMVTLIALIVLPFLALLPADHPLA
                     ISTYTLTLIGKILCYAVVAIALDLVWGYAGLLSLGHGLFFALGGYAMGMYLMRQAAGD
                     GLPAFMSFLSWSELPWFWSGSQYFVWALCLIVLVPGLLAFLFGYFAFRSKIKGVYFSI
                     MTQALTYAGMLLFFRNETGFGGNNGFTGFTTMLGFPVSATSTRIALFLATLALLIASL
                     ALGLALARTKFGRVLTAVRDAENRLMFCGYDPKGFKLFVWTLSAVLCALAGALYVPQV
                     GIINPSEMSPTNSIEAAIWVALGGRGTLIGPVLGAGIVNGAKSWFTMAMPEYWQFFLG
                     LIFILVTLFLPKGVIGLLRRGKDQ"
     gene            1040448..1041284
                     /locus_tag="YPA_0902"
     CDS             1040448..1041284
                     /locus_tag="YPA_0902"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport ATP-binding subunit"
                     /protein_id="ABG12870.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /translation="MSRFQLTEQLIYAEINVQEPGTIQHAADQYRQQRDPVLTLENIN
                     VSFDGFHALRNLSLQIGVGELRCIIGPNGAGKTTLMDVITGKTRPQTGKMVYDQHHDL
                     STMNTIEIAHAGIGRKFQKPTVFEALSVFENLELAQKNHKTVWASLCAKLNSEQRDQI
                     DETLAILRLSDLRQRQAGLLSHGQKQFLEIGMLLVQDPHLLLLDEPAAGMTDAETAYT
                     AELFNQLAGKHSLMVVEHDMGFIETIADHVTVLHQGQVLAEGSLAEVQENDQVIEVYL
                     GR"
     gene            1041378..1042076
                     /locus_tag="YPA_0903"
     CDS             1041378..1042076
                     /locus_tag="YPA_0903"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport ATP-binding subunit"
                     /protein_id="ABG12871.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MLQVNELDQYYGGSHILRGLTFEARVGEVTCLLGRNGVGKTTLL
                     KCLIGLVPIKNGSITWEGKNISHQSPHQRVKEGIAYVPQGREIFPRLTVEENILLGLS
                     RFPGSQSKSVPEHIYQLFPVLQEMKHRRGGDLSGGQQQQLAIGRALACQPRLLILDEP
                     TEGIQPSVIKEIGGVIKKLAAQGDMAILLVEQFYDFAAELADNYLVMSRGKIVQRGLG
                     IDMEHDDVRRLVAI"
     gene            1042191..1043048
                     /locus_tag="YPA_0904"
     CDS             1042191..1043048
                     /locus_tag="YPA_0904"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12872.1"
                     /translation="MTSLPITAKQFKPSIAEEPKIARLKQLDRHSLEQLIRGDILAIR
                     IPNYCPEKTAASLNQYINQTAKLDEYTHEVYEKDQVVQNFYGVHRWGTPFNTAYGKAE
                     NESAKQKYYRDAAQMRILIDRLCAPDLPPIQALIENIKQHWPEGVVTASFEGKPMFAG
                     IIRVMFPETAHLSETVPHVDCLPFSVAELEHQFSANIYIDTPPVGGELVVWDTEAFSF
                     AEVALFEGGKLPEERLQRPLRIQPQKNELVIINTRRPHAICGFDSGKRISMQSFIGYN
                     TNQPFYFWC"
     gene            1043072..1044487
                     /locus_tag="YPA_0905"
     CDS             1043072..1044487
                     /locus_tag="YPA_0905"
                     /EC_number="4.1.1.28"
                     /codon_start=1
                     /transl_table=11
                     /product="putative pyridoxal-dependent decarboxylase"
                     /protein_id="ABG12873.1"
                     /db_xref="InterPro:IPR001952"
                     /db_xref="InterPro:IPR010977"
                     /translation="MTPEEFRRHGYAMIDLIADYRQNIELRGVNPTTAPGEIKSRLSL
                     NAPEKAEPFEHIISDIEELIMPGLLHWQHPDFFGYFPSNVELSSVLGDCLSTGLGVIG
                     LSWQSSPALTEIEEVATNWLLKMLGLSVAWSGVIQDSASTATLVALISGRERTSNYAL
                     MNKGMQNSDAPLIVYTSSEAHSGVNKAALLAGFGHNNTRLVPTDEHNAMSPLALKKII
                     QQDLVKGNRPCIVVATTGTTAATAMDPLDAIGDITQRYGLWLHVDSAMAGSAMILPEC
                     RHLWCGIEKADSVVINPHKWLGAAFDCSVYCVQDSEHLIRIMSTNPSFLQSDADGKVR
                     NYRDWGIPLGRRFRALKLWFLIREQGVEGLQARLRRDIANANWLAEQIKNSDDWKLVA
                     PVVLQTLCIRHEPGGLMGDALDNYTRSWAEKLNQSGKGYVTPATLGGRWMVRVSIGTL
                     GTERHHVEKLWLLLQSLVKER"
     gene            complement(1044691..1045545)
                     /locus_tag="YPA_0906"
     CDS             complement(1044691..1045545)
                     /locus_tag="YPA_0906"
                     /EC_number="2.8.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sulfurtransferase"
                     /protein_id="ABG12874.1"
                     /db_xref="InterPro:IPR001307"
                     /db_xref="InterPro:IPR001763"
                     /translation="MNSDFLVTPQWLAAHANDANIVILDARMSPPGVVPKRNIQAEFE
                     QGHIPGAVYFDIDAIADHSTGLPHMLPSPQLFSEMAGQLGITEQHTVVIYDEGNLFSA
                     PRVWWTFRTFGAKNVRILASGLSGWQQAGYKLESGPAHPTPQTFNVTFNAAAVSSVDE
                     VLAVLGNNEVQILDARPSARYRAQEPEPRPGLRLGRIPGSINIPWGTMVENGHLKSPQ
                     ALAEIFAAQGVDLTKPIITSCGSGVTAAVVVLGLAAVNARSVSLYDGSWAEWGASNSL
                     PIDATPLA"
     gene            1046281..1046748
                     /locus_tag="YPA_0907"
     CDS             1046281..1046748
                     /locus_tag="YPA_0907"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12875.1"
                     /translation="MALFLTRSRIFAVAAIMLSASSGISHAADNVRVGSKIDTEGSLL
                     GNIIVQVLEANGIKTTNKSQLGATKVVRGAITAGEIDIYPEYTGNGAFFFSDEQDPAW
                     KSAKAGYEKVKALDYEKNKLVWLSPAPANNTWTIAVRKDLATANNLRTLDDLG"
     sig_peptide     1046281..1046364
                     /locus_tag="YPA_0907"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 28"
     gene            1046893..1047213
                     /locus_tag="YPA_0908"
     CDS             1046893..1047213
                     /locus_tag="YPA_0908"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC type periplasmic choline/glycine/betaine
                     binding protein"
                     /protein_id="ABG12876.1"
                     /translation="MTIKAAAEQISGVNAAMAYGTDGPVAALGLQTLEDTKGVQPIYA
                     PAPIIREVTLKAHPNIPALLNPVFATLDGPTLQKLNARIAVEGQDAKKVAANYLKDNG
                     FIKN"
     gene            1047474..1048628
                     /locus_tag="YPA_0909"
     CDS             1047474..1048628
                     /locus_tag="YPA_0909"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport integral membrane
                     subunit"
                     /protein_id="ABG12877.1"
                     /db_xref="InterPro:IPR001991"
                     /translation="MVVKNRVLLTLSILLVLAGAGLAFLSHAPNRLISGQGIMLISLI
                     TGPVLWLLAPILGLIIFAFLTPSIALYWLIILFAELLLLGLLLLAGATATQLAGGEES
                     LVRTSLGGGFWLMSGVSLLIAIDSLSRVIAHPVWRSLAIALLMLPIIALLASGQLDQL
                     SLMKEYVNRRDVFDDALWRHIQILLTTLVPAVVIGIPLGLLCFHSHRLQGAIFSTLNI
                     IQTIPSIALFGLLIAPLSGLAAAIPWLAELGIGGIGLAPAIIALVLYALLPLVRNVVA
                     GLEAVPDSVVESAKGMGMTRQQLFFRVQMPIAMPLILSGVRIIAVQTVGLAVVAALIG
                     AGGLGAIVFQGLLSSALDLVLLGVIPVIAMAVIVDSLFKFIVIFMDISRR"
     sig_peptide     1047474..1047551
                     /locus_tag="YPA_0909"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.592 at
                     residue 26"
     gene            1048625..1049563
                     /locus_tag="YPA_0910"
     CDS             1048625..1049563
                     /locus_tag="YPA_0910"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport ATP-binding subunit"
                     /protein_id="ABG12878.1"
                     /db_xref="InterPro:IPR000644"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MIQFHQVSKYFAGKRAVDNLSLQISKGEFTVLIGTSGSGKSTTL
                     KMINRLIEHDEGKIRFAGEEIRNYKPEDLRRRMGYAIQSIGLFPHWTVERNIATVPQL
                     LKWPKDRIRQRVVELLELLHLDPQQFCHRYPHQLSGGQQQRVGVARALAVDPEVLLMD
                     EPFGALDPVTRSALQLEITRIHQLSGRTIVLVTHDIDEALSLADRIVLMDEGRVIQQG
                     TPLEMLAQPANDFVRDFFGRSDLGIKLLSLGRVEQRVRCGETLAGQPILGTTSLREAL
                     SLFVSRQTDKLPVADEHGQPLGVLYFADLVANKERV"
     gene            1049560..1050396
                     /locus_tag="YPA_0911"
     CDS             1049560..1050396
                     /locus_tag="YPA_0911"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport integral membrane
                     subunit"
                     /protein_id="ABG12879.1"
                     /translation="MKPAETKPDNTAVGDVKSIKPGLRFWFWLKDPLCWALLILCGLV
                     FGMTSLQRFFTALFPELDRPIYLQDTFFSLVVAHVLLVLASSSIAVFIGVTTGIAVTR
                     PAGKEFRSVVETVVAMGQTFPPVAVLAIAVPVMGFSEKPAIIALVLYGLLPILQGTIA
                     GIESVSTSIREVAAGVGMSARQILWQVELPLAAPVIVAGIRTSVIINIGTAAIASTVG
                     TKTLGSPIIIGLSGFNTAYVIQGAAVVALLAIITDMIFDRWTRRLSRWRERHSLSAPR
                     TD"
     gene            1050856..1052190
                     /locus_tag="YPA_0912"
     CDS             1050856..1052190
                     /locus_tag="YPA_0912"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino acid permease"
                     /protein_id="ABG12880.1"
                     /db_xref="InterPro:IPR002293"
                     /translation="MSTDDQKVGLIPVTLMVAGNIMGSGVFLLPANLASTGGIAIWGW
                     LVTIIGALALSMVYAKISSLDDSPGGSYAYARRAFGPFLGYQTNVLYWLACWIGNIAM
                     VVIGVGYLSYFFPILKEPMVLTITCVVFLWIFVGLNIIGPKMITRVQAVATSLALIPI
                     VGIALFGWFWFKGETYMAAWNVSGLGTFGAIQSTLNVTLWSFIGVETASVAAGVVKNP
                     KRNVPIATVGGVLIAAVCYVLSSSAIMGMIPNAELRLSASPFGDAARLALGDTAGAVV
                     SLCAAAGCLGSLGGWTLVAGQTAKAAADDGLFPPIFGKVNKAGTPVAGLLILGVLMTI
                     FQISSISPNAAKEFGLVSSVSVIFTLVPYLYTCSALLLVGHGHLGNQVKTYVGITLIA
                     FVYCIWAVVGSGAEEVMWSFVTLMVITALYTFNYNRTHKNPFPLDAPVKNGQ"
     gene            1052260..1054566
                     /locus_tag="YPA_0913"
     CDS             1052260..1054566
                     /locus_tag="YPA_0913"
                     /EC_number="4.1.1.19"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine decarboxylase"
                     /protein_id="ABG12881.1"
                     /db_xref="InterPro:IPR000310"
                     /translation="MIDLSSHKKRNVLVVDSNIRDINTANGRAVNELIIALNDINFNV
                     IAAATFEDGAATVISDSSLCCIFVDWTSGGNDDESHSQAFALLQDIRRRNKSVPVLLM
                     AEHSCINSLSLETMQLVNEFVWMHEDTSEFIAARAKALIIKYYQQLLPPFTQALFQYT
                     QDNPEYSWAAPGHQGGVAFSKTAVGREFLDFFGENLFRTDTGIERESLGSLLDHSGPI
                     KESEAYAAQVFGAHASYSMLNGTSGSNRAIMAAVVGDKQIALCDRNCHKSIEQGLVLS
                     GALPVFFIPTRNRYGIIGPIPKAQFQPTAIAQKIEQNPLKSLACDSKPVYAVITNCTY
                     DGMCYNAQQAQDLLAKSVDQIHFDEAWYAYARFNPLYRERFAMRGDPADHDALGPTIF
                     ATQSTHKLLAALSQASYIHVRNGKKPIEHSRFNESYMLQSTTSPLYAIIAANEVGAAM
                     MEGGQGLALTQEVIDEAVDFRLALARAHDAFAKQGEWFFKPWNTPEITDSKSGKKLPF
                     SQASREQLTTDPACWVLKPGDPWHGFEQLEEDWCMLDPIKAGIMVPGMGDDGKLSEKG
                     IPAAIVTAFLGQRGIVPSRTTDFMVLCLFSVGVTKGKWGTLINVLLEFKQHYDSNTPI
                     SVCLPDLAKNYPHQYAHKGLKVLCDEMFAYMKISEMDKLQAEAFSHLPTPVVLPRQAF
                     QDHMAGRCELLPIDKLAGRVSAVGVIPYPPGIPIVMPGESFGSHEEPWLRYILSITKW
                     GQHFPGFEKILEGSEQKNGQYFIWVLKQ"
     gene            complement(1054684..1054902)
                     /locus_tag="YPA_0914"
     CDS             complement(1054684..1054902)
                     /locus_tag="YPA_0914"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12882.1"
                     /translation="MKIIIMLRKTLIILIAVMALSSLGGVFLAGLNIYTRSTTPHETN
                     ATETDATETSLVPGIGPAGLSNTGQESP"
     sig_peptide     complement(1054816..1054902)
                     /locus_tag="YPA_0914"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.571 at
                     residue 29"
     gene            complement(1055012..1055902)
                     /locus_tag="YPA_0915"
     CDS             complement(1055012..1055902)
                     /locus_tag="YPA_0915"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12883.1"
                     /translation="MLKQNRRNLWLLIGSLFTLYFVWGSTYLVIRIGVESWPPLMMAG
                     LRYLIAGVLLFSFLAIRGHALPTLRQWAAASAIGILLLAIGNGLVTIAEHQHVPSGIA
                     AVMVATVPLFTLCFSLLWGMRNTKLEWAGIALGLVGIILLNTGSNLLGNPVGAMLILL
                     ASASWAFGSVWSSRLALPAGAMSGAAQMLVAGVVLLLASTLSGEELQQPPTMSGILAL
                     LYLIVFGSMLAISAYMFLLKNVRPAVATSYAYVNPVVAVLLGIGFAGESLSPTEWGAL
                     AVIVSAVVLVTLGKFLFARR"
     gene            1056061..1056153
                     /locus_tag="YPA_0916"
     CDS             1056061..1056153
                     /locus_tag="YPA_0916"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12884.1"
                     /translation="MNNYPQNVTNGAIVIHTQRLKSDPGGNLLS"
     gene            1056167..1057189
                     /locus_tag="YPA_0917"
     CDS             1056167..1057189
                     /locus_tag="YPA_0917"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG12885.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1057189..1057968
                     /locus_tag="YPA_0918"
     CDS             1057189..1057968
                     /locus_tag="YPA_0918"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12886.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1058273..1059388)
                     /locus_tag="YPA_0919"
     CDS             complement(1058273..1059388)
                     /locus_tag="YPA_0919"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane protein C2"
                     /protein_id="ABG12887.1"
                     /db_xref="InterPro:IPR001702"
                     /db_xref="InterPro:IPR001897"
                     /db_xref="InterPro:IPR003229"
                     /translation="MKRNILAILIPTLLVATTSHAAEIYNKDGNKLDLYGKVKALHYF
                     SDNTKSDGDKSYVRLGFKGVTQITDELSGYGQWEYNFAANYAESQEAKDNKTRLAFAG
                     LRYGNLGSIDYGRNYGVLYDIAAWTDMLPEFGNDSYTRTDNFMTGRTTGVATYRNTDF
                     FGLVDGLKFSLQYQGKNGAEGETNNGRTDTSKQNGDGFGLSSSYEIGAGVSVGAAYAS
                     SNRTLAQKNSTFGKGDKADAWTTGLKYSDNGVYLAANYAETRNMTPISGTAVINNVST
                     SVSGFANKTQNIELVAQYLFDFGLKPSIAYIQSKGKDIEGIGDTDLVKYVDIGATYYF
                     NKNMSTYVDYKINQLNDDNKLKLNTDNVVALGLVYQF"
     sig_peptide     complement(1059323..1059388)
                     /locus_tag="YPA_0919"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 22"
     gene            1059658..1061838
                     /locus_tag="YPA_0920"
     CDS             1059658..1061838
                     /locus_tag="YPA_0920"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ATP-dependent helicase DinG"
                     /protein_id="ABG12888.1"
                     /db_xref="InterPro:IPR006554"
                     /db_xref="InterPro:IPR006555"
                     /db_xref="InterPro:IPR011545"
                     /translation="MALSSAVKEQISQWYKALQQQIPDFISRAPQRQMIAEVAKTLSG
                     DAGRHLAIEAPTGVGKTLSYLIPGIAVSRAENKPLVVSTANVALQDQIYSKDLPLLKK
                     IIPDLKFTGAFGRGRYVCPRNLAAMCTDVSGQGDLSLFLGDELAPANGEEQATCLALS
                     KSLNSYVWDGLRDHHQLALSDSLWAKLSTDKANCLGRNCHYFRECPFFIARKEIESAD
                     VVVANHALVMAALETESVLPNPKELLLVLDEGHHLPDVARDALEIEGEITAVFANMQL
                     DMIVRLVDQCLVQYRPKNPPGLAHPERLKDHCEQLRELMLSVEQQVSQLLPTEGNPAV
                     YRFEMGDLPENLTESCAKLFKLTDALRGVAEFVLNDLSEQTGKHDIVRLHRAMIQMSR
                     TLGYLEAMSKLWRLAAMEKASNAPISKWVTREYRDNQTHIYFHCVGIRVSDQLDKMLW
                     RKVPHVIVTSATLRSLNSFARLQEMSGLSEKAGDRFETLSSPFNHIEQGKLIIPKMRF
                     EPTMANEAEHLAEMAQFFRAQHASGRHKGMLILFSSHRAMQTFLSHVTDLRLMLLVQG
                     DQPRYRLVEEHRKRVNNGTASVLIGLQSFAEGLDLKGELLTQVHIHKIAFPPIDSPVI
                     LTEGEWLKSLKRYPFEVQSLPSASFNLIQQVGRLIRSNECRGEIVIYDRRLLTKGYGA
                     RLLAALPVFPIEQPDMPEGPLVTPTAVKGPAKRTKRVRKTRDKP"
     gene            complement(1061906..1063345)
                     /locus_tag="YPA_0921"
     CDS             complement(1061906..1063345)
                     /locus_tag="YPA_0921"
                     /EC_number="1.11.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="catalase"
                     /protein_id="ABG12889.1"
                     /db_xref="InterPro:IPR002226"
                     /translation="MSKKKGLTTAAGAPVVDNNNVITAGRRGPMLLQDVWFLEKLAHF
                     DREVIPERRMHAKGSGAYGTFTVTHDITQYTRAKIFSEIGKKTDMFVRFSTVAGERGA
                     ADAERDIRGFAMKFYTEEGNWDLVGNDTPVFYLRDPLKFPDLNHVVKRDPRTNLRNPV
                     YKWDFFSQLPEALHQLTIDFSDRGLPKSYRHMHGFGSHTFSLINANNERFWVKFHFRC
                     QQGIENLMDDEAEKLIGSDRESSQRDLYEAIERGDFPRWKLQIQVMPEHEASQTPYNP
                     FDLTKVWPHGDYPLIDVGYFELNRNPENYFAEVEQSSFNPANVVPGISFSPDRMLQGR
                     LFSYGDAARYRLGVNHHQIPVNSAKCPFHNYHRDGAMRVDGNSGNGATYEPNSFGLFQ
                     EQPDFSEPPLTLEGAADHWNHREDTDYFSQPRALFNLLSEEEHQRMFTRIAGELSQVP
                     EAIQRRQIALFTQVDPAYGAGVKKALGLN"
     gene            1063706..1064248
                     /locus_tag="YPA_0922"
     CDS             1063706..1064248
                     /locus_tag="YPA_0922"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12890.1"
                     /translation="MNKHLVACAASLLLVAGSASAVSFNAETGRHYTNLGFGLGTNTG
                     GLAISGNWARSDHDGDVLGLGLGFNLPVGPMTATVGAKGIYMSPEDGSSGGAVAIGGG
                     LSYPINKSFSVYGEGYFAPEELTSGMKSYSEANGGVRWNVFRPLTVDVGYRYINMEGK
                     EGRRDNRLADGVYIGAGLNF"
     sig_peptide     1063706..1063771
                     /locus_tag="YPA_0922"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.844 at
                     residue 22"
     gene            complement(1064505..1065713)
                     /locus_tag="YPA_0923"
     CDS             complement(1064505..1065713)
                     /locus_tag="YPA_0923"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosine-specific transport protein"
                     /protein_id="ABG12891.1"
                     /db_xref="InterPro:IPR002091"
                     /db_xref="InterPro:IPR002293"
                     /db_xref="InterPro:IPR002422"
                     /translation="MKNRTLGSIFIVAGTTIGAGMLAMPLAAAGVGFGVTLALLVSLW
                     LLMCYTALLLVEVYQYEAADTGLGTLAKRYLGGHGQWLTGFSMMFLMYALTAAYISGA
                     GELLATSISQWTQQSFPTYLGVLLFTLVAGGVVCIGTHSVDLFNRILFSAKIIFLIVM
                     LALMMPHIEKTNLLTLPLEQGLALSAIPVIFTSFGFHGSVPSIVNYMGGNIRKLRWVF
                     IIGSAIPLIAYIFWQLATLGAISSHTFVGILAQQAGLNGLLQAVRDVVASPHVELAVH
                     LFADLALATSFLGVALGLFDYLADLFKRRNSIRGRLQTGLITFTPPLLFALFYPRGFI
                     MALGFAAVALSVLALILPAMLAWKARKLHQGKYQVWGGRPALAIVFACGVTVIGIQIG
                     IVTGALPAVG"
     sig_peptide     complement(1065627..1065713)
                     /locus_tag="YPA_0923"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.651 at
                     residue 29"
     gene            1066332..1067525
                     /locus_tag="YPA_0924"
     CDS             1066332..1067525
                     /locus_tag="YPA_0924"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12892.1"
                     /db_xref="InterPro:IPR001453"
                     /db_xref="InterPro:IPR008135"
                     /translation="MIRVEMLSTGDEVLHGQIIDTNAAWLADYFFNQGLPISSRETVG
                     DDISALIEVLTERSQVADVLIVNGGLGPTSDDLSALAAARAAGVELIEHPEWIARMEA
                     FFIARGRVMSATNRKQAHIPANAEMLDNPVGTACGFVLRLNKCLMFFTPGVPSEFKVM
                     VEQQIMPRLRQHFEVAEPPLCLRMTTFGRSESDLALELDPLPLPEGVVLGYRSSAPII
                     ELKLTGPASQRSAMEQVWQQVRAVAGESTLFEGTQGLPALLTEQLTQRGLLLAVSEQF
                     TAGLMNWQLQSAGAPLVGGELLPAHCQESLSEVASRAQSLSTLCGAQVVLAISAMQHD
                     CLSVALHTPERTFAQTVRYQASRHGLRIRQESSAMLAQDMLRRWLKGGSVCGQHGWLD
                     IIEIL"
     gene            complement(1067583..1068092)
                     /locus_tag="YPA_0925"
     CDS             complement(1067583..1068092)
                     /locus_tag="YPA_0925"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ecotin precursor"
                     /protein_id="ABG12893.1"
                     /translation="MKKCSIILASVLLATSINAIADTPTPLNQQQPLEKIAPYPQAEK
                     GMSRQVIFLEPQKDESRFKVELLIGKTLNVDCNRHMLGGNLETRTLSGWGFDYLVMDK
                     ISQPASTMMACPEDSKPQVKFVTANLGDAAMQRYNSRLPIVVYVPQGVEVKYRIWEAG
                     EDIRSAQVK"
     sig_peptide     complement(1068027..1068092)
                     /locus_tag="YPA_0925"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.994 at
                     residue 22"
     gene            complement(1068127..1068384)
                     /locus_tag="YPA_0926"
     CDS             complement(1068127..1068384)
                     /locus_tag="YPA_0926"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-sulphur binding protein"
                     /protein_id="ABG12894.1"
                     /db_xref="InterPro:IPR006058"
                     /translation="MKAIVTLNTTGAQLSVPASSRNLLETLEYHQVPVEYQCRSGYCG
                     SCRMRLLKGEVCYLQQPLAFIQAGEILPCCCQPKGNIEIEF"
     gene            complement(1068388..1069518)
                     /locus_tag="YPA_0927"
     CDS             complement(1068388..1069518)
                     /locus_tag="YPA_0927"
                     /EC_number="1.17.4.1"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleoside-diphosphate reductase class Ia
                     beta subunit"
                     /protein_id="ABG12895.1"
                     /db_xref="InterPro:IPR000358"
                     /translation="MAYTTFSQNKNNQLLEPMFFGQSVNVARFDQQKHAIFEKLIEKQ
                     LSFFWRPEEIDVSRDRIDYNALPDHEKHIFISNLKYQTLLDSIQGRSPNVALLPLISI
                     PELETWVETWSFSETIHSRSYTHIIRNIVNDPSVVFDDIVTNEEILKRAKDISAYYDD
                     LIEMTSYYHLLGEGTHQVNGKTVVVKLRDLKKQLYLCLMSVNALEAIRFYVSFACSFA
                     FAERELMEGNAKIIKMIARDEALHLTGTQHILNLMRLGEDDPEMAEIAEECQQQCYDL
                     FVLAAQQEKEWAEYLFRDGSMIGLNKEILCQYVEYITNIRMQAVGLGIPFSTRTNPIP
                     WINSWLVSDNVQVAPQEVEVSSYLVGQIDSEVSADDLSDFEL"
     gene            complement(1069681..1071969)
                     /locus_tag="YPA_0928"
     CDS             complement(1069681..1071969)
                     /locus_tag="YPA_0928"
                     /EC_number="1.17.4.1"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleoside-diphosphate reductase class Ia
                     alpha subunit"
                     /protein_id="ABG12896.1"
                     /db_xref="InterPro:IPR000788"
                     /translation="MNQSLLVTKRDGSKERINLDKIHRVIDWAAEGLHNVSVSQVELR
                     SHIQFYDGIKTSDIHETIIKAAADLISRDAPDYQYLAARLAIFHLRKKAYGQFEPPTL
                     FAHVSKMVEMGKYDKHLLEDYTAEEFEQMDTFIDHWRDMNFSYAAVKQLEGKYLVQNR
                     VSGEIYESAQFLYILVSACLFSGYPRETRLDYIKRFYDAISTFKISLPTPIMAGVRTP
                     TRQFSSCVLIECGDSLDSINATSSAIVKYVSQRAGIGINAGRIRALGSPIRGGEAFHT
                     GCIPFYKHFQTAVKSCSQGGVRGGAATLFYPMWHLEVESLLVLKNNRGVEGNRVRHMD
                     YGVQINKLMYQRLLKGGDITLFSPSDVPGLYDAFFADQDEFERLYVKYEQDSSIRKQR
                     VKAVELFSLMMQERASTGRIYIQNVDHCNTHSPFDPKIAPVRQSNLCLEIALPTKPLN
                     DINDENGEIALCTLSAFNLGAIDSLDDLEDLAILAVRALDALLDYQDYPIAAAQRGAM
                     GRRTLGIGVINFAYYLAKNGVRYSDGSANNLTHRTFEAIQYYLLKASNALAREQGACP
                     WFNETTYSQGILPIDTYKKDLDAISNEPLHYDWETLRKEIQTHGLRNSTLSALMPSET
                     SSQISNATNGIEPPRGYVSIKASKDGILRQVVPEYERLKGAYELLWEMPNNDGYLQLV
                     GLMQKFVDQAISANTNYDPTRFPSGKVPMKQLLKDLLTTYKFGVKTLYYQNTRDGADD
                     VQEDIQSSLPGDDDCEGGACKI"
     gene            complement(1072463..1073191)
                     /locus_tag="YPA_0929"
     CDS             complement(1072463..1073191)
                     /locus_tag="YPA_0929"
                     /EC_number="2.1.1.64"
                     /codon_start=1
                     /transl_table=11
                     /product="3-demethylubiquinone-9 3-methyltransferase"
                     /protein_id="ABG12897.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR001601"
                     /db_xref="InterPro:IPR010233"
                     /translation="MRAKTTSRHHNVDEQEIAKFEAVASRWWDLEGEFKPLHRINPLR
                     LNYILQRSGGIFEKKVLDVGCGGGILAESMAREGAQVTGLDMGYEPLQVARLHALETG
                     VKLEYVQETVENHAQQHPQHYDVVTCMEMLEHVPDPASVVRACAQLVKPGGHVFFSTI
                     NRNTKSWLMAVVGAEYLLKMVPKGTHDAKKFIRPSELIGWVDQTPLLERHIIGLHYNP
                     ITDHFKLGRNVDVNYMVHTQRDSE"
     gene            1073453..1076128
                     /locus_tag="YPA_0930"
     CDS             1073453..1076128
                     /locus_tag="YPA_0930"
                     /EC_number="5.99.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA gyrase subunit A"
                     /protein_id="ABG12898.1"
                     /db_xref="InterPro:IPR002205"
                     /db_xref="InterPro:IPR005743"
                     /translation="MSDLAREITPVNIEEELKSSYLDYAMSVIVGRALPDVRDGLKPV
                     HRRVLFAMNVLGNDWNKPYKKSARVVGDVIGKYHPHGDSAVYDTIVRMAQPFSLRYML
                     VDGQGNFGSVDGDSAAAMRYTEIRMSKIAHELLADLEKDTVDFVPNYDGTEQIPAVMP
                     TRIPNLLVNGSSGIAVGMATNIPPHNLSEVIDGCLAYIEDENISIEGLMEYIPGPDFP
                     TAAIINGRRGIEEAYRTGRGKVYIRARAEVEADAKTGRETIIVHEIPYQVNKARLIEK
                     IAELVKEKRVEGISALRDESDKDGMRIVIEIKRDAVGEVVLNNLYSLTQLQVTFGINM
                     VALSQGQPKLLNLKDILVAFVRHRREVVTRRTIFELRKARDRAHILEALAIALANIDP
                     IIELIRRASTPAEAKAGLIASPWELGNVASMLERAGDDAARPEWLEAEFGIRDGKYYL
                     TEQQAQAILDLRLQKLTGLEHEKLLDEYKELLTLIGELIFILENPDRLMEVIREELVA
                     IKEQYNDLRRTEITANTSDINIEDLINQEDVVVTLSHQGYVKYQPLSDYEAQRRGGKG
                     KSAARIKEEDFIDRLLVANTHDTILCFSSRGRLYWMKVYQLPEASRGARGRPIVNLLP
                     LEPNERITAILPVREYEEGCHVFMATASGTVKKTALTEFSRPRSAGIIAVNLNEGDEL
                     IGVDLTDGSNEVMLFSALGKVVRFPEGQVRSMGRTATGVRGINLNGDDRVISLIIPRG
                     DGEILTVTENGYGKRTAVAEYPTKSRATQGVISIKVSERNGKVVGAVQVAPTDQIMMI
                     TDAGTLVRTRVSEVSVVGRNTQGVTLIRTAEDEHVVGLQRVAEPEEDDDILDGESSEG
                     EEGSEENAALNAPSDDVADEDTDAEDDTDVEDDNA"
     gene            1076316..1079189
                     /locus_tag="YPA_0931"
     CDS             1076316..1079189
                     /locus_tag="YPA_0931"
                     /codon_start=1
                     /transl_table=11
                     /product="two component sensor kinase/response regulator
                     protein RcsC"
                     /protein_id="ABG12899.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MLFHHGIRLKYLSSFRTTLKISRYLFRVLAVMLWSLGALLTTFY
                     ILNVLNEKKADIRQEYNNNFGLAQNYIRHSAEIIRDIKYMAENRLDKNASDTDATSGM
                     VMNKKAVPQYYPLNSDSGCTTASTSNQASVNTLSNLIWYWKENFTAAYDLNRVFFIGT
                     DTLCMVDFDIRNAPSLQENLLKSLYEHTLKYRDTKNQDKDSNIYWVVPGARPDIGVLY
                     VLSPVYLGNRLEAMIGFEQSVRLEDFISSRTLPIRVTLLNQDNEPVLQMASGDRYPAI
                     LDDYPDSPSYFGYADDYKDLILKKALPPSPLSIAYLLPVKTIIEAFKLLIFNALLLNV
                     LSAVVIFTLAWLFERKMFHPAEDNALRLEEHEQFNRKIVASAPVGISILRISDGTNIL
                     SNELAHNYISLLTNEDRERITRIICERQANFVDVMTSNNNNLQISFVHSRYRNEDVAI
                     CVLVDVSARVKMEESLQEMATAAEQASQSKSMFLATVSHELRTPLYGIIGNLDLLQTK
                     ELPQGVDRLVTAMNNSSGLLLKIISDILDFSKIESEQLKIEPSEFSTVEVITHITANY
                     LPLVVKKRLGLYCFIEPDVPRLIEGDPVRLQQVISNLLNNAIKFTDTGCIILQVRVRD
                     CYLEFRVRDTGVGIDSREINQLFDPFFQVGTGVQRHFQGTGLGLAICEKLVNLMDGDV
                     EVISELGMGSIFAIRIPLYHHQNTVLSANDRWQGKVLWLDIRNARLESYLLDLLGYFG
                     ATIRRYCGEQTQPEDVLICDYPSQLSPPLLAWIQLSIEHIGLPQETRPAYWSLSTSTL
                     LEIVPLLDWILRGQQPVDNSSLQLHAPKTNQDNNADLQILVVDDHPINRRLLADQLTT
                     LGYRVITANDGLDALVALNTNTVDMVLTDVNMPNMDGYRLTERLRQLNHNFPIIGVTA
                     NALAEGKQRCIEAGMDNCLSKPVTLDTLRQMLLYYSDQVRRSR"
     sig_peptide     1076316..1076468
                     /locus_tag="YPA_0931"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.667) with cleavage site probability 0.266 at
                     residue 51"
     gene            complement(1079257..1079910)
                     /locus_tag="YPA_0932"
     CDS             complement(1079257..1079910)
                     /locus_tag="YPA_0932"
                     /codon_start=1
                     /transl_table=11
                     /product="two component response regulator component B"
                     /protein_id="ABG12900.1"
                     /db_xref="InterPro:IPR000792"
                     /db_xref="InterPro:IPR001789"
                     /translation="MNNLNVIIADDHPIVLFGIRKSLEQIEWVNVVGEFEDSTALINN
                     LSKLDANVLITDLSMPGDKYGDGITLIKYIKRHYPDLAIIVLTMNNNPAILSSVLDLD
                     IDGIVLKQGAPADLPKALAALQKGKKFTPESVAKLLEKISANGYGDKRLSPKESEVLR
                     LFAEGFLVTEIARKLNRSIKTISSQKKSAMLKLGVDNDIALLNYLSSVTISQVDKEL"
     gene            complement(1079913..1080485)
                     /locus_tag="YPA_0933"
     CDS             complement(1079913..1080485)
                     /locus_tag="YPA_0933"
                     /codon_start=1
                     /transl_table=11
                     /product="putative two-component sensor protein like yojN"
                     /protein_id="ABG12901.1"
                     /db_xref="InterPro:IPR008207"
                     /translation="MLNSFGANCILTDERLPGRDYDVTITDNPQHYDNYTLLLAADET
                     GFHQLQNNYIRANYNLSSAVIDSILLLIERRILSEQSQQKVEYITEDDINLYERQLKT
                     SDYYSLFVETVPVDLKKLYTELQQSDLTSLSQTVHRLKGVFAMLNLVLGKQLCETLEQ
                     HIADGDRLKIENSISQIDFFITRLLQEGNP"
     gene            complement(1080653..1082605)
                     /locus_tag="YPA_0934"
     CDS             complement(1080653..1082605)
                     /locus_tag="YPA_0934"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12902.1"
                     /db_xref="InterPro:IPR005467"
                     /translation="MQNNSSTHSAANITRYFWLFIVLLLMTVGLYAYNYTNAYLTEKK
                     HALTNIANGLQQRIDDYRYHTYQIYDLVNNPIKASEPPPVVQETRLRPDVYYIEKPRR
                     KTDAIIFGNHEPATLTMALQISDYLDNLWGPQNDTYSMYYLNGQDNSLLLITTQALKE
                     VTSRFKESYLTAFAESRRAEMLQQVNTLDERESFSPLRKLRFQNAYYFTLRTTFNRPG
                     HLATVIAFDLPINDLIPPNMARSNFLLQPDKVPLNEGATPEDIAATSVSLNGSWVEFS
                     APLANVTLKIIYRVPVSHLIIDLLINNFWLILANIVLLALTILAAYFVRHQYGRPSAD
                     VTGQLEAQRLLSQEIITNLPQGLLIYDFSNSTVIASNKIAENLLPHLNLQKIATMAEQ
                     HHGVIQGTVNNEVYEIHMFRSQISPETYLFLLNDQDKEVLVNKKLQQARREYDKNLQA
                     RKLMLHNLGIELGQPVHHLSQLVRTLQDTTDLQQQHDIKTKLVEQSATILELIDNITL
                     LTKLETQDWQTEQQVFSLSTLIDNLLLDLLPSINRKGLNLFNHFHVSLDQIYLGDEKV
                     LRKILSLLLNYSIVTTAYGKITLNVDHEPGHPEQLVIQIMDTGAGISDEEIGNLNYPF
                     LSQALADRYNHGSGLTFFYVTNYVKN"
     sig_peptide     complement(1082507..1082605)
                     /locus_tag="YPA_0934"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.949) with cleavage site probability 0.833 at
                     residue 33"
     gene            complement(1082629..1083783)
                     /locus_tag="YPA_0935"
     CDS             complement(1082629..1083783)
                     /locus_tag="YPA_0935"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12903.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MSTKIHQQAVQPGISQQVSTRLAFFIAGLGMAAWAPLVPFAKAR
                     IGLNDASLGLLLLCIGIGSMLAMPLTGVLTAKWGCRAVILLAGAVLCLDLPLLVLMNT
                     PATMAIALLVFGAAMGIIDVAMNIQAVIVEKASGRAMMSGFHGLFSVGGIVGAGGVSA
                     LLWLGLNPLTAIMATVVLMIILLLAANKNLLRGSGEPHDGPLFVFPRGWVMFIGFLCF
                     VMFLAEGSMLDWSAVFLTTLRGMSPSQAGMGYAVFAIAMTLGRLNGDRIVNGLGRYKV
                     LLGGSLCSAIGIIIAISIDSSMAAIIGFMLVGFGASNVVPILFTAAGNQTVMPANLAV
                     ASITTIGYAGILAGPAAIGFIAQLSSLSVAFGCVALLLLTVAASARAVTR"
     gene            complement(1084489..1084623)
                     /locus_tag="YPA_r037"
     misc_RNA        complement(1084489..1084623)
                     /locus_tag="YPA_r037"
                     /product="antisense RNA affecting ompF expression"
     gene            1084886..1086001
                     /locus_tag="YPA_0936"
     CDS             1084886..1086001
                     /locus_tag="YPA_0936"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane protein C, porin"
                     /protein_id="ABG12904.1"
                     /db_xref="InterPro:IPR001702"
                     /db_xref="InterPro:IPR001897"
                     /db_xref="InterPro:IPR003229"
                     /translation="MKLRVLSFIIPALLVAGSASAAEIYNKDGNKLDLYGKIDGLHYF
                     SDNKNLDGDQSYMRFGLKGETQITDQLTGYGQWEYQVNLNKAENEDGNHDSFTRVGFA
                     GLKFADYGSLDYGRNYGVLYDVTSWTDVLPEFGGDTYGADNFLSQRGNGMLTYRNTNF
                     FGLVDGLNFALQYQGKNGSSSETNNGRGVADQNGDGYGMSLSYDLGWGVSASAAMASS
                     LRTTAQNDLQYGQGKRANAYTGGLKYDANNVYLAANYTQTYNLTRFGDFSNRSSDAAF
                     GFADKAHNIEVVAQYQFDFGLRPSVAYLQSKGKDIGIYGDQDLLKYVDIGATYFFNKN
                     MSTYVDYKINLLDKNDFTKNARINTDDIVAVGMVYQF"
     sig_peptide     1084886..1084951
                     /locus_tag="YPA_0936"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.992 at
                     residue 22"
     gene            1086203..1086472
                     /locus_tag="YPA_0937"
     CDS             1086203..1086472
                     /locus_tag="YPA_0937"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG12905.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLAI"
     gene            1086469..1086642
                     /locus_tag="YPA_0938"
     CDS             1086469..1086642
                     /locus_tag="YPA_0938"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12906.1"
                     /translation="MKFKYRNREFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQL
                     SIPYPGSPFTGRK"
     gene            1087076..1087163
                     /locus_tag="YPA_r038"
                     /note="tRNA-Ser2"
     tRNA            1087076..1087163
                     /locus_tag="YPA_r038"
                     /product="tRNA-Ser"
     gene            1087169..1087244
                     /locus_tag="YPA_r039"
                     /note="tRNA-Thr2"
     tRNA            1087169..1087244
                     /locus_tag="YPA_r039"
                     /product="tRNA-Thr"
     gene            complement(1087432..1088598)
                     /locus_tag="YPA_0939"
     CDS             complement(1087432..1088598)
                     /locus_tag="YPA_0939"
                     /codon_start=1
                     /transl_table=11
                     /product="putative penicillin-binding protein"
                     /protein_id="ABG12907.1"
                     /translation="MDKRLLKRLSAPLLAAALWTIPLHSHADTQPLTSQDTKLLTSQI
                     VDQYAEHIFYNSGAVGMALVVIDNNQVVNRSFGETQPGNNIRPRPDSLIRIASITKLM
                     TSEIMVKLADDGIVKLTDPLKKYAPKGVNVPSYSAKQPIRLLHLASHTSGLPREQPGG
                     PQKRPVFTWPTKDNRWQWLKLAKVTVPPGVKAAYSNLAYDLLADALSRAAGKPYAHLL
                     RDKITAPLGMKNTTLTPTAEQCKRLMIGVGSSRCGNTVAAAGSGGIYSTPEDMQHWMQ
                     QFLASDNSAPKRSAKREQALYFQRGDLVSLKGMDVAGQADALGLGWVYMAPKADLPGI
                     MQKTGGGGGFITYMAMVPEKNIGVFVVVTRSQLTKFSNMSDGVNQLVAELVKNH"
     sig_peptide     complement(1088515..1088598)
                     /locus_tag="YPA_0939"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.985 at
                     residue 28"
     gene            complement(1088686..1088859)
                     /locus_tag="YPA_0940"
     CDS             complement(1088686..1088859)
                     /locus_tag="YPA_0940"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12908.1"
                     /translation="MTTNRTGPASAVFASPFPEHEWVDKISALNVSDNNLNVFIDLFQ
                     RIWHSSSQYVLVM"
     gene            complement(1088873..1090399)
                     /locus_tag="YPA_0941"
     CDS             complement(1088873..1090399)
                     /locus_tag="YPA_0941"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transport protein"
                     /protein_id="ABG12909.1"
                     /translation="MSKQISTRHTLAYGSANLLGSGALAISGAWLMYFYTTFCGLSVV
                     EAATIFSIASIIDAISNPVMGYITDNFYNTRLGRIFGRRRFFILLGIPLVLVYPMLWM
                     SGFGFWYYLLTYALFELIYTSIMVPYETLATEMTTDFAKRSKLTGSKAIFGKVANFLA
                     AFIPGQFIAIYGKDSATPFLYTGIAYGLIMCCAMIWLYSSSWERPASEVVRETTSSLG
                     QALKKLCVDMASTFHLRIFRKHLGMYLFGFGAEWLFASAFTYFIIFGLGQDAALVSQL
                     NSFSSIMQLISTAIFIGICVKMGFARPFRIALQVVIVSVVAYAALYFTGWSETTTVIV
                     LFCITAVFGLSTGGIYYIPWTVYTFLADVDEVLTGRRREGIYAGAMTFAGKMVRSIIV
                     FAMGWTLSRFGFVSGQSSQPEIAVQAIVGVFAIGVISLALVAIYYTTQMKLDRKNHSI
                     LLEEIERIKNGGAMADIPAHARAVAEELTGWKYEQCWGNNPLGVKESPTVIPKPVTES
                     "
     sig_peptide     complement(1090322..1090399)
                     /locus_tag="YPA_0941"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.903) with cleavage site probability 0.532 at
                     residue 26"
     gene            1090815..1091804
                     /locus_tag="YPA_0942"
     CDS             1090815..1091804
                     /locus_tag="YPA_0942"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12910.1"
                     /translation="MAKKNPYYDASKPHHTEFGFQNIEPVVHHPQDLKRWREERKRQS
                     LPKPPQQGYPQFVTDWWQQADFSGLQDALWWLGHASLLLRISGQAVLFDPVLSSRVSP
                     VNFYGPQRKTPIPASVQQLPDIDVIVISHNHYDHLDVTTITQLLRRFPDVVFLVPLGL
                     KNWLRQHGARHVHELDWWDQRLVADFEFHCVPARHWSMRTPWDRNHSLWSGWVVKRGE
                     VNFYFSGDTGYCQQLLDIGEALGPFNYAALPIGAYAPRWFMQAQHMDPQQSVQLFQKL
                     HQPVTIPIHWGVFELADEPLDEPPEQLQQALTDAGVAHNKFVPIKIGARIILE"
     gene            complement(1091878..1093665)
                     /locus_tag="YPA_0943"
     CDS             complement(1091878..1093665)
                     /locus_tag="YPA_0943"
                     /codon_start=1
                     /transl_table=11
                     /product="putative methyl-accepting chemotaxis protein"
                     /protein_id="ABG12911.1"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR004089"
                     /translation="MLDSIRSRILAACIIIVAGSLAINTFLNYSVANKYNNSAIDNTL
                     TALTVSHSVSIAEWVASKTQMIMSLKDSALTADPLAALKQVAAAGGFINVYIGYADKT
                     AIFSNPDGIPADYDPTGRPWYLQAVNAGKPVVTPPYIDAGTQQLVVTFAWSIVQDGVL
                     KGVIAADVTMGSVIANVNAIHPTDNSFGMLIGADGTIIAHPETLLTLKPLADIAPNLN
                     LQTLLTATVPVSTDISGSSKLLLAQAVPGTQWFTVVALDKSQATAGIHSLLTTSLVTL
                     VIIIFISAGVIALITQRALTPLTHIQQAMDAISSGSADLTQRLPIEGRDEVAQIARSF
                     NQFADKLSLVMAQIRGTSESVRVAANEIAAGNQDLSGRTESAAASLQQTSAALEQISA
                     TVAQSASAARQANNAVFSASEDASRGGDVITKVITTMESIEKASGKIGDITSVIDGIA
                     FQTNILALNAAVEAARAGEQGRGFAVVAGEVRILAQRSAQAAKEIKALIESTVSSVAS
                     GSSQVRQASNAMTDIVSSVSDVTTIMSEITNAADEQMRGIHEINSAVAQLDTMVQQNA
                     ALVQESTAASAALQAQAADLTDTVNQFKI"
     sig_peptide     complement(1093597..1093665)
                     /locus_tag="YPA_0943"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.743) with cleavage site probability 0.341 at
                     residue 23"
     gene            complement(1094072..1095007)
                     /locus_tag="YPA_0944"
     CDS             complement(1094072..1095007)
                     /locus_tag="YPA_0944"
                     /EC_number="3.4.23.48"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane-associated protease"
                     /protein_id="ABG12912.1"
                     /db_xref="InterPro:IPR000036"
                     /translation="MNKEALAKKGAGALALLILSHPAVANNNTDTAGNVTVSTSLGLL
                     NAESIESVYQSSEPNQKLSQLNWEANNTPIVKMDIAWDALPRLTLTAKGWSTLSSGQG
                     VMDNYDWLTPQQTQWSDWSHHEKTNLNYANEIDINAKIWFLKQHNYRVGPILGYQENN
                     QSWTAYGGNFNYNNGANIFTAPDGIVGVGYKQKFDMLYIGLAGSYRYQQLEFNALLKY
                     SNWVNANAYDNHYNRKVSFKDSSKNSSYYSAVIDVGYYFTENTKLFVEAAWNQYSEGR
                     GETQTLNYATGNVGSSKSGIEYQSQTLTVGFQYKF"
     sig_peptide     complement(1094930..1095007)
                     /locus_tag="YPA_0944"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 26"
     gene            complement(1095179..1095415)
                     /locus_tag="YPA_0945"
     CDS             complement(1095179..1095415)
                     /locus_tag="YPA_0945"
                     /codon_start=1
                     /transl_table=11
                     /product="putative stress response protein"
                     /protein_id="ABG12913.1"
                     /db_xref="InterPro:IPR000629"
                     /translation="MRVELIYDKRNVGSLANATEIIRAELTKRVHRVFPDAEVNVKAM
                     HANGINTSKQEKSVLNRLVEEMFDEADEWLNNEF"
     gene            1095458..1095571
                     /locus_tag="YPA_0946"
     CDS             1095458..1095571
                     /locus_tag="YPA_0946"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12914.1"
                     /translation="MWVTDNPDGINKLPQVICWLITGGYFLYKKITGCIDT"
     gene            complement(1095621..1096343)
                     /locus_tag="YPA_0947"
     CDS             complement(1095621..1096343)
                     /locus_tag="YPA_0947"
                     /codon_start=1
                     /transl_table=11
                     /product="phage lambda repressor protein. Serine
                     peptidase. MEROPS family S24"
                     /protein_id="ABG12915.1"
                     /db_xref="InterPro:IPR001387"
                     /translation="MKKKPLTPEQLDDAKRLKELFNAKKKALGISQESVAHELGVGQS
                     AVNQFLNGVNPLNITNAAAFAKVLNEPISSFSPSLAKELAKMAESLSITTRSGAKDKP
                     AVSVANSYPLISWISAGNWYEAIEPYTLRDIEIWPESTKHAHESAFWLSVKGDSMTSP
                     SGISFPEGMIILVDPEKEPMPGNFVIAKLTDDNEATFKKLVVDAGIKYLKPLNPAYRL
                     IELNGNCKILGVVVDARWLQID"
     gene            1096617..1097096
                     /locus_tag="YPA_0948"
     CDS             1096617..1097096
                     /locus_tag="YPA_0948"
                     /codon_start=1
                     /transl_table=11
                     /product="phage antitermination protein Q"
                     /protein_id="ABG12916.1"
                     /translation="MSSLNGPQAGNHSQKSQGMRDIQLVLARWGVWARYSSGLDYSSI
                     AAGFKGLLADTSKSKASCCDDDGLVVDGCVARLKQCRPNEYELIIRHYVLNQSKRAIA
                     RQQKRDEKLIRINMQMAEGFIDGCLAMLNVKLTMDPFIENLPIYEQPSARSEENASA"
     gene            1097307..1098611
                     /locus_tag="YPA_0949"
     CDS             1097307..1098611
                     /locus_tag="YPA_0949"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12917.1"
                     /translation="MSIQLGVIADDFTGATDIASFMSDSGWKVVQFIEVPTSNNLCPP
                     NTDAVVIALKSRSIPAAEAIEQSLACLQWLKECAQARQIYFKYCSTFDSTPAGNIGQV
                     SDALMSAAGVQQLVHCPALPQNKRTVVHAHLFVNGVLLNQSGMENHPLNPMRDADLRR
                     VLAPQIHGAVGSLNLDAIQQGTLAIHQRLVALSAQGCNHVIADTLTPADLDQLALALA
                     QQPLLAGGSGLGGALAKRFPSIFISGAASTLDAASTSGATKFAFPIKRKTVVLSGSCS
                     AMTQQQVSTYCQQAAHFALDVGRCLEVNSGYINDIADWVMAHSCEALAPLVYATQPSD
                     IIREIQQQYGEQQASLAVEAAFAGLANELLARGVNTFIVAGGETSGTVVKQLGVNMLE
                     IGQSIAPGVPWVRDPQRGLMLALKSGNFGNEHFFVAAQEYTE"
     gene            1098608..1099237
                     /locus_tag="YPA_0950"
     CDS             1098608..1099237
                     /locus_tag="YPA_0950"
                     /codon_start=1
                     /transl_table=11
                     /product="putative class II aldolase-family protein"
                     /protein_id="ABG12918.1"
                     /translation="MNSPPFSEPPPSLEPPPASKLSPPAKQVPFSEQQVRDDLVNYAR
                     SLFQRGLSSGGAGNISVKLPDGSFLVTPTNSCLGELDSQTLSKLDAEGNHISGDKPSK
                     EVPMHLAMYRARSTCGAVVHLHSPYLTALSCLTNIDHTNCLPPITPYYVMRIGRLPLL
                     SYMKPGDPAIATALADTARDHNAVLLANHGPVVSGSTLKNLKIRHGSIF"
     gene            1099320..1100132
                     /locus_tag="YPA_0951"
     CDS             1099320..1100132
                     /locus_tag="YPA_0951"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulatory protein"
                     /protein_id="ABG12919.1"
                     /db_xref="InterPro:IPR001034"
                     /translation="MMIPEQRRDFIYRYVHEQNVASFMDLAELMNVSHMTVRRDIQIL
                     EAEGKVVAINGGVKLNNLLKLELAYSEKASLNHELKQNIGVLAAMLIEPGQTLYLDAG
                     TTLFEVAKAVAASNCFNLTVVTNDFTISGYLMDMPHISLYHTGGLVDRRNRSCLGNSA
                     ANFLNTINIDVAFLSSSSWDIARGMSTPSEGKAMVKAAVMRASRRNILVSDSSKFGKY
                     GMFPICNLQALTDIISDGNLPLVAQKQIKESGVKLHLVNKEVRAPCSNSQPI"
     gene            1100108..1100902
                     /locus_tag="YPA_0952"
     CDS             1100108..1100902
                     /locus_tag="YPA_0952"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12920.1"
                     /translation="MLKFAANLTWLFTEVPFLQRFALAAKAGFPAVECLFPYQEQIAD
                     VQQAQKASGIPVVLINAPAGEWENGQRGLASLPDAGEPFRHSVRLAREYAVALGCKQI
                     HIMAGNREESITFDEQYALLIERLRYAADYLMADNIRVLIEPLNNDNMPGYFISSFPL
                     AEKIIHQCERKNIFLQFDVYHCQKIHGNLWANLQHYWPLISHIQIASVPERHEPNKGE
                     VNYPWLFQQLVIKNYPGWIGCEYQPENETFSGLGWLGKNKNIKAFS"
     gene            1101533..1101823
                     /locus_tag="YPA_0953"
     CDS             1101533..1101823
                     /locus_tag="YPA_0953"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage protein"
                     /protein_id="ABG12921.1"
                     /translation="MYEQSQFPYWWAGSLALFSLLSLQDFIFILGTIISVIFTIKTYY
                     VNLREKAAIIKEEQRRTEILQNFLQNKTIENIPAAIVVCHKAASQQAIIKRR"
     gene            1101839..1102486
                     /locus_tag="YPA_0954"
     CDS             1101839..1102486
                     /locus_tag="YPA_0954"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ATP-binding protein"
                     /protein_id="ABG12922.1"
                     /translation="MGSLLIRRATMTFIDVRRRSFLSGEIMNAAQIRQLAAAALRGKT
                     DAEDRIYLTEAWPITTYPAILLQTPLEVKESIGRNAPQFKTITTLRISGHIQLSEGEN
                     PVTVAASALERLCEQIQRAVINSYELTRQIQQFAKVRTTMGIYTALGSDTAARSAATR
                     SEPSVAEVKVELDLEYYQGPEDFFPLETPQLAGIDVTINMPDGAPEPLIAITLSE"
     gene            1102491..1102685
                     /locus_tag="YPA_0955"
     CDS             1102491..1102685
                     /locus_tag="YPA_0955"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage protein"
                     /protein_id="ABG12923.1"
                     /translation="MFVKPMAGRAVRDPVKGTFLPEFGTEVPDNAFWRRRLQDGDVVQ
                     IAAKPAASVFEELTTESTKL"
     gene            1102682..1104190
                     /locus_tag="YPA_0956"
     CDS             1102682..1104190
                     /locus_tag="YPA_0956"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage tail sheath protein"
                     /protein_id="ABG12924.1"
                     /translation="MTIPFTNIPSNLRTPLFFAEFDNSQANTASTTQRTLIIGQTRAG
                     STLPANIPLLVSSTATVAGLSGAGSMLHGQMAAYLANDTAGEIYLLPLSDADSMVAAI
                     GKITINTAASETGVISLYIGGIRVQTTVVATDSVSTIAAALAAAIENQPELPVTVVHT
                     GDMVSEGAVVVLEAKNKGAHGNNIDLRLNYLGNAGGEITPESLVLMITPMAGGAGAPE
                     LADGLANLQDRTFDFIINPYTDTASLDAIKDFLSDSTGRWSYRQQLYGHSFAAQSGTY
                     GQLTAAGELRNDQHASLLGIHNSPTPAHIWSAAYVGAIAQSLRNDPGRPLQTLAIRGV
                     LAPPLSSRFTLTERNNLLHSGISTVTVADDSTVQVENIITTYQKNKYGAEDDSYLQIE
                     TLFLLMFVTRFLRTQVTSKFARMKLAADGTRFAPGSAIITPNVIRAELIAQYQTLEFN
                     GYVQDAKGFARGLIVEKSASNPNRVDVLWTGVLINQLRIFAVLNQFRLQAAV"
     gene            1104212..1104580
                     /locus_tag="YPA_0957"
     CDS             1104212..1104580
                     /locus_tag="YPA_0957"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12925.1"
                     /translation="MSDTSNRLAGTAYVTVDGITVMVAGSFKYSPSRVKRETVMGMDG
                     VHGYKETINAPYIVCQIRDSGGISVSDFNDQTHVNIVCELANGKTIIGSAMWSVNTQE
                     VDSTEGTLEVRWEGGSVTEN"
     gene            1104582..1104881
                     /locus_tag="YPA_0958"
     CDS             1104582..1104881
                     /locus_tag="YPA_0958"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12926.1"
                     /translation="MAELERSKTISLVKPIAHDASKTTYEVVELSEPTLLQVQQFYDE
                     QTKSGSLSGMGLLIALVSGVPREAIKKMAFTDYKACEVYMMRFLAYSPTGDDGAK"
     gene            1105002..1106495
                     /locus_tag="YPA_0959"
     CDS             1105002..1106495
                     /locus_tag="YPA_0959"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage coat protein"
                     /protein_id="ABG12927.1"
                     /translation="MTEIFDFDLAIDAQVTESVSQMNKAIKALVPQFNELRKSVEAIN
                     HVIPLFIMRIEGFHNEYGNISGGTRTSSDNSLMTSIANIANSYITGGKFNLIYTIGSE
                     FASAVSQAASEARTVNKVTQNAGAPIDQFSQLYGAMQIRGTDQEAAIKSTERLYNTFN
                     NILWRRDEQGWNLLQDYGLDIASNKNGTVDAPTTLTNMAKEFPQMAPQDQHQLIHILR
                     MDSNAIELLREGGQLTDLLAKSRQYGLTIDPQLNARLTELNIRTNELSMAWDGLKGKA
                     SNKLYDVLFSDGTIADGIGGLTDMITYGPDNFSIMRTLGVTQGIDTDKMRRGYNDADF
                     YQQLNFYEKAMLSAGLMTDGFRKKYQGNNEEKNATSAVNAVAINTVAINSDIPEFNLG
                     KDLFNFGAETENTWKNNWLTDIHAEEPSSDFGYNDIDINPVNLSLISPESAGDFNGNA
                     IADVIATAMQNNRVQIELTLIDSRTGETSLIQAQGGARIAHAMELGH"
     gene            1106762..1108168
                     /locus_tag="YPA_0960"
     CDS             1106762..1108168
                     /locus_tag="YPA_0960"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage protein"
                     /protein_id="ABG12928.1"
                     /translation="MSLIGNTLSALLGGSDDSWQWSEHLHRASFRGVPFVVVSGQGTF
                     GRRQVTHSYPYRDTSYIEDLGRNTRKIVLKGILIQNSQIYTAPDVMTQRDSLIAACEM
                     SGPGTLVHPTLGEMTVSISEAGLLIDDSFSSERVFSFTLTAIESGLRAFAITGSAEMG
                     ASIQSSWLGLSAKAVAGFISTVKGEMRSATQAIKTLKNTAAFWRRMVTGTANEASNLG
                     NALRSTFGRNRYGRYNHGTVGGSSTGATTTVSQQNDTADLSTLVAQRMALVVEGRAAL
                     DAALDELLAASSIESHADSVLAVVDALLATGISTRDIIRIMETLALAHDDTFRANDSD
                     RAVADASHHLMATLCTGAMIQVAAQYQPESYDDAVAVLGRVCLVIDNTALVAADRGND
                     ETYRALVQMRESIVTVLQQAGANLSRVGEVSFNRSLPALMLANRLYQDALRGDALVKM
                     ANPIHPAFMPIRFKALNL"
     gene            1108165..1109220
                     /locus_tag="YPA_0961"
     CDS             1108165..1109220
                     /locus_tag="YPA_0961"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage tail protein"
                     /protein_id="ABG12929.1"
                     /translation="MNDDLTLEVGGRAITGWSKVKVTRSIEKLPSSFELSLMDRYPAS
                     GGQQWVNPGDPCVVKLGNDSVLNGYIDSWDNAITATTHVVSAMGRGKCQDLVDCSAKW
                     PNSVISQSTVLQIAQKLAEPYGITVTSDITDMTIVPTFTLNWGETAQTVIENVTRWAA
                     LLYYDQLDGNLLLTRVGNRKAASGVAQGVNILSASLHTDINKRFVDYTGVVLSTNAVA
                     RRSPSGGNNTSVLVRVQDTQLAALLPDRYRNRIVIVENTMDSPQLVETSIDWEINRSV
                     GRAKVLTVQVDSWRDREQQLWEINSLIPIDIPALGLRDELWLLSEVVYQKDAKGTVAN
                     MVLMPPAAFDVKPYKIK"
     gene            1109236..1109832
                     /locus_tag="YPA_0962"
     CDS             1109236..1109832
                     /locus_tag="YPA_0962"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage (baseplate assembly)
                     protein"
                     /protein_id="ABG12930.1"
                     /db_xref="InterPro:IPR006531"
                     /translation="MSDVSGQISTLYRQIKMLLGIGRVTAFDDSNGVQTVQYQTPLEV
                     HSDTPRLAEFGFSSGLPAGSDVVIGFLGGDRSSGMIIASHHPAYRHMGLNAGETVIYA
                     QWGQFIKLTESGVVIEANNQPVTVNNATEVTVNATVKVRLNTPLLEVSGNIIDNADSN
                     SATLKSLRDAYNSHNHQLKNVQSGSTTLTSETPAKVVR"
     gene            1109829..1110284
                     /locus_tag="YPA_0963"
     CDS             1109829..1110284
                     /locus_tag="YPA_0963"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage protein GP46"
                     /protein_id="ABG12931.1"
                     /translation="MTTDIKTVWDVNALLGDWQTGNGGLLEGDDLQTAILLSLFTDRL
                     ARADDAIDSPDRRGWWGDSGAASAIGSRLWLLRREKLTTQVAIKAEDYATEALAWLIE
                     DSVVAAINVRAHIIAPNTLVLVVSYQQPSQTRSANQTQSSIKFSWVWEE"
     gene            1110288..1111424
                     /locus_tag="YPA_0964"
     CDS             1110288..1111424
                     /locus_tag="YPA_0964"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage protein"
                     /protein_id="ABG12932.1"
                     /translation="MPFNRPTLSELRQRNQSYIQSELKTGGNLLRFSNIGVISDADAG
                     MAHLHYGYLDYIARQATPYNATDEYLAAWGALKDVFRKAANPATSNEVRFSGIAGRVI
                     PAGRLLNRADGYQYQLNKEVIIAEQGSALGEITAILPSPLDDATGGGNRGNSPAGTVL
                     TLDIAIDGVQATATALTKISGGADIESEDAFRSRMLLAYQNVPQGGNDTDYQSWALAV
                     PGVTRCWVKRRLMGAGTVGVYIMCDDNDHGGFPQGTDGISSLEEWGAVKATGDQGRVA
                     DAIYPQQPIIALVYVCAPVAQAIDFVISGISYADSTTTAAINTAIDEVFFTEGQPGGK
                     ILWSSLLLAIGEVPGSGGFIMASPSANIELQTGKLPVRGTVSYL"
     gene            1111421..1111681
                     /locus_tag="YPA_0965"
     CDS             1111421..1111681
                     /locus_tag="YPA_0965"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage protein"
                     /protein_id="ABG12933.1"
                     /translation="MSRYSVSEYTGALQALMPMGLVWPRRHDGIQTEVLRALANAYQR
                     SDEDAQDLLSAAFPATATALLPEWEATLGLPDLCARLVRSIA"
     gene            1111621..1112025
                     /locus_tag="YPA_0966"
     CDS             1111621..1112025
                     /locus_tag="YPA_0966"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage protein"
                     /protein_id="ABG12934.1"
                     /translation="MGSDTGLARFVCAIGEIDSMIQRQRAVVAKLFGIGGQSAAYFIR
                     VAKALGYDITVTQYRQACAGMSVCRDALNGEEWPFTWLITAPETTIHNAQCSLTYCSD
                     PLRSWGNKQLECRLAVLNPSHSILKFGYTLLS"
     gene            1112122..1112901
                     /locus_tag="YPA_0967"
     CDS             1112122..1112901
                     /locus_tag="YPA_0967"
                     /codon_start=1
                     /transl_table=11
                     /product="putative bacteriophage tail fiber protein"
                     /protein_id="ABG12935.1"
                     /translation="MQKIGDIPNTRADSNGEFTDGNVAGGVPPTLLPAEWFNTIQREL
                     VTVVQDGGLTLDPNDDTQVLAALKKLFLQSGNNLSEIKDAGPTAITQTLANLGLGEGS
                     AIPVGVPLPWPTATPPEGWLKCNGAIFDKVKYPKLALAYPSGILPDLRGEFIRGWDDG
                     LGVDAGREILSIQGDAIRNISGGIQGRNEATSARLFSSNATGVFRTDGQFGSYAASAD
                     VAVGVTDDRLAELFFDASRSVPTANENRPRNIAFNYIVRAA"
     gene            1113199..1113939
                     /locus_tag="YPA_0968"
     CDS             1113199..1113939
                     /locus_tag="YPA_0968"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LacI-family regulatory protein"
                     /protein_id="ABG12936.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MFTYKEISTLNELELIVYNYIIKNTDKVMYMTIRELADASGVST
                     TTVLRFCKKMNCDGYSEFRIRFKLYLEHDEKPPVTFGISEIISYFKSINNSEFDELLD
                     NVAKQIAATRRVIFVGIGTSGALGKYSARFFSNVGKYSTYIDDPYYPINSDMYQDAVA
                     IILSVSGETEEIIRIANQFSLQNCKIISLTNSESSTLAKMADLNISYHMPPVILEGQY
                     NITTQIPVLYIIETIGKKLPQLMNKNTK"
     gene            1114230..1115666
                     /locus_tag="YPA_0969"
     CDS             1114230..1115666
                     /locus_tag="YPA_0969"
                     /EC_number="3.2.1.86"
                     /codon_start=1
                     /transl_table=11
                     /product="6-phospho-beta-glucosidase. Glycosyl Hydrolase
                     family 1"
                     /protein_id="ABG12937.1"
                     /db_xref="InterPro:IPR001360"
                     /translation="MSYQQLPKDFLWGGAVAAHQVEGGWDKGGKGVSIADVLSGGSHG
                     VDRVMTDGVLEGYRYPNHEAVDFYSHYKEDIALFAEMGFKCFRTSIAWTRIFPHGDEQ
                     QPNEAGLQFYDDMFDELLKYGIEPVITLSHFEMPWHLVKEYGGWKNRKVVDFFVKFSE
                     VVMARYKSKVKYWMTFNEINNQRNWKYPLFGYCCSGVVFTEQENPEETLYQVLHHQFV
                     ASAKVVKLGHAINPEFKIGCMVAMVPLYPFSCHPDDMMYSVEAMRERYLFGDVHMRGY
                     YPSYILQEWARRGFNIHMEEGDLETLRDGCADYMGLSYYMSNAVSAINPGSGNSLSGF
                     EGSVPNPHVKASDWGWQIDPVGLRYSLSVLYERYQKPLFIVENGFGAIDKVAADGMVH
                     DDYRIAYLKAHIEQMKKAVFEDGVDLMGYTPWGCIDCVSFTTGEYSKRYGFIYVDKND
                     DGTGTMARSRKLSFDWYKKVIASNGEVL"
     gene            complement(1115792..1116154)
                     /locus_tag="YPA_0970"
     CDS             complement(1115792..1116154)
                     /locus_tag="YPA_0970"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12938.1"
                     /translation="MTSAIKITVGYHSFLLPDTHTDYAFPAYINKHIDLIWRYIENND
                     KIEELSSNPFSKGRTAVLVKAKFLSSELKEFKLKTGIIGYPFDMKDISLYLASQNIKI
                     TLCTEFKRNGTLVNSLPS"
     gene            complement(1116491..1116583)
                     /locus_tag="YPA_0971"
     CDS             complement(1116491..1116583)
                     /locus_tag="YPA_0971"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12939.1"
                     /translation="MALTEEQKALFDALTQLQRRFVTALLEGAN"
     gene            complement(1116854..1117351)
                     /locus_tag="YPA_0972"
     CDS             complement(1116854..1117351)
                     /locus_tag="YPA_0972"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12940.1"
                     /translation="MQIMTQLNNIVDELNSLALKLEYDVLPPAVFPSSLYEYDFGLKI
                     GKAPQEFWDQYKALVELADGFDLDGFRMYGIEKHGDYENDLFTYNGYKARLDKEAPSL
                     MSDESRYCIEIGSSSLDTYTYDVRYGKWESRDRVQYDNLFISCSNLIDFLAAILAEIR
                     EANVQ"
     gene            complement(1117355..1117675)
                     /locus_tag="YPA_0973"
     CDS             complement(1117355..1117675)
                     /locus_tag="YPA_0973"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12941.1"
                     /translation="MHRSLQFRGMRSKFLKSISDNPEVKKRFDSATLADLANGKAPKG
                     WDVHHKLPLDDSGTNDVGNLVLIKRDFEHNLFTNTQSNITRQIGTNGAKEILWPVPKG
                     VIYP"
     gene            1117745..1118767
                     /locus_tag="YPA_0974"
     CDS             1117745..1118767
                     /locus_tag="YPA_0974"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG12942.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHSLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1118767..1119546
                     /locus_tag="YPA_0975"
     CDS             1118767..1119546
                     /locus_tag="YPA_0975"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG12943.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1119590..1120462)
                     /locus_tag="YPA_0976"
     CDS             complement(1119590..1120462)
                     /locus_tag="YPA_0976"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12944.1"
                     /translation="MSFNLPGMYLYYLSRDNLAPEEYERIISPHAAWARICREYEFDD
                     SHNTRRYLINMREREQRSSPDQPRPGGIREKEKLEKLVFSGDVVMLSDLYGPARLFYI
                     NGEGQLMSADPHAFRFEGAAKIIKAFDDSVKCRNYQRTGGKPRPTKSPMKVRPSVSEL
                     PVPKAFGTINSKAAGRLLAAGGVYNQNPEMFADTAKKLGGDAAEGFDQVLNEQSAGSL
                     VALSSMVMLGRASVAGRPSVASLGELKNYLGKTKGEQKLLNNIDVIKMDYIRRDRAEL
                     ITMRGQFMSTTDEK"
     gene            complement(1120819..1121202)
                     /locus_tag="YPA_0977"
                     /pseudo
     gene            complement(1121252..1121328)
                     /locus_tag="YPA_r040"
                     /note="tRNA-Pro3"
     tRNA            complement(1121252..1121328)
                     /locus_tag="YPA_r040"
                     /product="tRNA-Pro"
     gene            complement(1121433..1123229)
                     /locus_tag="YPA_0978"
     CDS             complement(1121433..1123229)
                     /locus_tag="YPA_0978"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12945.1"
                     /db_xref="InterPro:IPR010916"
                     /translation="MVTNRQRYREKVSQMISWGHWFALFNILFSLVLGSRYLFVSDWP
                     SSLIGRVYALVSWLGHFSFLVFAAYLLVIFPLTFVVMSQRLLRFLSAAFATAGLTLLL
                     VDTEVFARFHLHLNPVVWELVVNPEQTELARDWQLMFISVPVIFLIEMLFGTWAWQKL
                     RSLNRQRFVKPLVAVLISAFVASHLMYIWADANFYRPISMQRANLPLSYPMTARKFLE
                     KHGLLDQQEYQRRLTEQGNPDALAVEYPLNPITFNDKGSGYNLLLIVVDGIRVSSLQQ
                     DMPALAEFGRENIQFDHHYSSGNRQDTGLFGLFYGISPTYWDGILSAREPSAFITALG
                     AQGYQFGLFASDGFKSALYRQALLADFTLPAPVAQADAETTAQWKQWLASTAANSNPW
                     FSYISLSGPAEAQDPVIGQKVALPTDFIRNYQSGAKEVDQQIAAILETLKQSGQLDKT
                     VVIITATHGVEFNDSGNNYWGTGSSFNRQQLQVPLVVHWPGTPPQNVGKLTNHEDVMT
                     TLMQRLLHVKTAPEDYSQGEDLFAAQRNNNWVATGDNGILVITTPTQTIVLDNNGGYR
                     TYDQQGHEVKDEKPQLPLLLQVLTDVKRFIAN"
     gene            complement(1123257..1123484)
                     /locus_tag="YPA_0979"
     CDS             complement(1123257..1123484)
                     /locus_tag="YPA_0979"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12946.1"
                     /translation="MPQSSRYSDEHVEQLLSELVSVLEKHRTPTDLSLMVLGNMVTNL
                     INTSIAPAQRKVLARSFAEALQASVREDKAH"
     gene            1123662..1124666
                     /locus_tag="YPA_0980"
     CDS             1123662..1124666
                     /locus_tag="YPA_0980"
                     /codon_start=1
                     /transl_table=11
                     /product="putative nucleoid-associated protein"
                     /protein_id="ABG12947.1"
                     /translation="MSLDIDQIALHQLIKRDEQTLDVVLRDSLLPTNAVVEEMMAELH
                     RVYSAKSKAYGLFNEQSELADALKRSRKGDEDFLSFSRAATGRLRDELAKYPFAEGGV
                     VLFCQYRYLAVEYLLISVLSSCHSMRVNEQLDLSTTHYLDINRADIVARIDLTEWETN
                     PESTRYLTFLKGRVGRKVSDFFMDFLSAAEGLDTKAQNRGLLQAVDDYCADAELGKNE
                     RQAYRQQVYSYCNEQLQAGEEIALQVLAQELPKLGEKDFQQFSAEQGYALEESFPADR
                     GTLRQLTKFAGSGGGLSINFDALLLDERIFWDAATDTLTIKGTPPNLRDQLQRRAGSK
                     "
     gene            1124867..1125325
                     /locus_tag="YPA_0981"
     CDS             1124867..1125325
                     /locus_tag="YPA_0981"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG12948.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1125464..1125748)
                     /locus_tag="YPA_0982"
     CDS             complement(1125464..1125748)
                     /locus_tag="YPA_0982"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L25P"
                     /protein_id="ABG12949.1"
                     /db_xref="InterPro:IPR001021"
                     /translation="MTTINVEVRNDQGKGASRRLRAANKFPAIVYGGSEAAISIALDH
                     DTTKNLELKPGFYDSVLTLVIDGKETKVKVQAVQRHAFKPKLTHIDFVRV"
     gene            complement(1125910..1127667)
                     /locus_tag="YPA_0983"
     CDS             complement(1125910..1127667)
                     /locus_tag="YPA_0983"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DEAD box helicase family protein"
                     /protein_id="ABG12950.1"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR011545"
                     /translation="MAFTLRPYQREAVDATVAYFRRHTTPALIVLPTGAGKSLVIAEL
                     AKLARGRVLVLAHVKELVAQNHAKYCAYGLEADIFAAGLQQRQSEGKVVFGSVQSVAR
                     NLPLFDSAFSLLIIDECHRISDEDDSQYQQIIQHLRTGNPQLRLLGLTATPYRLGKGW
                     IYQFHYHGITRGDEKALFRDCIYELPLRYMIKHGFLVPPERLDMPVVQYDFSRLTSNS
                     DGLFREADLDRELKQQQRITPHIVSQIIEYAAQRRGVMIFAATVEHAKEVYGLLPKGE
                     AALVSAGTPPTERDALINAFKQQQLRYLVNVSVLTTGFDAPHVDLIAILRPTESISLY
                     QQIVGRGLRLFPGKEDCLILDYAGNPHDLFTPEVGTSKPHSGSQPVQVFCPDCGFANI
                     FWGKCTESGEIIEHYGRRCQGWFEDDQGARAQCDYRFRFKSCPHCGAENDIAARRCHQ
                     CQAVLVDPDDMLKAALKLKDALVLRCGGMQLETGQDAKGEWLKATYYDEDGTNTSERF
                     RLTTPAQRMAFEQIFLRPHQRAPGIALKWHTAADIIAQQALLRYPDFVVARRRGQWWQ
                     IREKVFDYKGRFRRADALA"
     gene            1128181..1128888
                     /locus_tag="YPA_0984"
     CDS             1128181..1128888
                     /locus_tag="YPA_0984"
                     /EC_number="5.4.99.-"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal small subunit pseudouridine synthase
                     A"
                     /protein_id="ABG12951.1"
                     /db_xref="InterPro:IPR000748"
                     /db_xref="InterPro:IPR002942"
                     /db_xref="InterPro:IPR006145"
                     /translation="MRLDKFLSQQLGVSRALVARELRAKRVTIDGEVVKSGAIKLTPE
                     QDVRFDGNPLQQMVGPRYFMLNKPQGYVCSTEDPDHPTVLYFLDEPVAYKLHAAGRLD
                     IDTTGLVLMTDDGQWSHRVTSPRHHCEKTYLVTLEHPLSDDTAQQFADGVQLYNEKSL
                     TKPAQLDVIEPQRVRLTISEGRYHQVKRMFAAVGNRVIELHRERIGDITLDDDLAPGE
                     YRPLTTEEIASVGAPHL"
     gene            1128992..1130191
                     /locus_tag="YPA_0985"
     CDS             1128992..1130191
                     /locus_tag="YPA_0985"
                     /codon_start=1
                     /transl_table=11
                     /product="drug resistance translocator protein"
                     /protein_id="ABG12952.1"
                     /db_xref="InterPro:IPR004812"
                     /db_xref="InterPro:IPR007114"
                     /translation="MQKNRTSHIGLIFILGLLSMLMPLAIDMYLPSMPIIAQEFGVES
                     GRVQMTLSAYVLGFAIGQMFYGPMADSIGRKPVIFWGTLIFALAGMACALVQSVEQLI
                     NMRFLHGLSAAAASVVINALMRDMFTKDEFSRMMSFVVLVMTIAPLLAPIIGGALLVW
                     FSWHAIFWTMAGAALVGAVLVALFIQETLPPERRQKFHLRTTIGNFGSLFRHKRVLSY
                     MLASGFSFAGMFSFLSAGPFVYIDLNGVSPQNFGYYFALNIVFLFLMTFINSRNVRRF
                     GALKMFRFGLIVQFVMGIWLVVVCVAGLGFWALVLGVAAYVGCIAMITSNAMAVILDD
                     FPHMAGTASSLAGTLRFGIGAVVGTLLSMASSRSAWPMVSSMAFCIIVAMLLYLYASR
                     PSHKTVS"
     sig_peptide     1128992..1129069
                     /locus_tag="YPA_0985"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.961) with cleavage site probability 0.756 at
                     residue 26"
     gene            1130604..1130762
                     /locus_tag="YPA_0986"
     CDS             1130604..1130762
                     /locus_tag="YPA_0986"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG12953.1"
                     /translation="MRFINIVSMRIIIDCIVMIEIILLIFWAIKIKNRNHFSAVLSVY
                     FSALDDNK"
     gene            1131158..1131502
                     /locus_tag="YPA_0987"
     CDS             1131158..1131502
                     /locus_tag="YPA_0987"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12954.1"
                     /translation="MNNIQLSVVHRLPQSYRWLSGFIGAKVEPTPLTTIDDTHDLMGL
                     KLLSHDGNHARHIMQRLHLSLQDIQVNSSIIEWEGEPCLFVHRQDESATLCRLKDVGV
                     AIAETLTAEYPF"
     gene            complement(1131563..1133155)
                     /locus_tag="YPA_0988"
     CDS             complement(1131563..1133155)
                     /locus_tag="YPA_0988"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter ATP-binding subunit"
                     /protein_id="ABG12955.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MATSPLLDIQNLSVAFSQAGVQREVVSELSLQINAGETLALVGE
                     SGSGKSVTALSVLRLLPSPPVVYPTGDILFAGSSLLHADEPTLRRIRGNQISMIFQEP
                     MVSLNPLHNIEKQLAEVLSLHRGMGQEAARAEIIQCLDRVGIRNAKGRLADFPHQLSG
                     GERQRVMIAMAVLTQPKLLIADEPTTALDVSVQAQILSLLKELKQEMNMSLLFITHNL
                     NIVRRLADNVAVMREGRKVEQNNRQALFSAPQHPYTRQLLDAESQDAPLPLAQNTQPL
                     LVVKELQVAFPIKRGLLRRTVDHHYALKSLSFDLKPGESLGLVGESGSGKSTSGLALL
                     RLLPSQGEIWFSGQPLHQFTPKQMLPYRSRIQVVFQDPYSALNPRLNVQQIIAEGLEV
                     HQKLSAAQREERVIKAMEEVGLDPATRSRYPTEFSGGQRQRIAIARALILQPQLLILD
                     EPTSSLDKSVQAQILALLKSLQQRYQLSYLFISHDLQVVRSLCHQVIVLRQGEVVEQG
                     DCQAIFAAPKQLYTQQLLELAD"
     gene            complement(1133157..1134185)
                     /locus_tag="YPA_0989"
     CDS             complement(1133157..1134185)
                     /locus_tag="YPA_0989"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter integral membrane
                     subunit"
                     /protein_id="ABG12956.1"
                     /translation="MMMRLSAINQARWARFRQNRRGYWSLWIFLTLFVISLFAELIAN
                     DKPLLVSYQGKFYMPFMVNYSESTFGGVLTTAADYQDPYVIGRINDSGWAIWAPIRFS
                     NNTINFATDVPFPSPPSRTNLLGTDSTGGDVLAKVIYGFRISLLFGLTLTLFSSVIGI
                     CAGAVQGYYGGRVDLWGQRFIEVWSGMPTLFLVILLSSIVQPNFWWLLAITVIFGWMG
                     LVGVVRAEFLRTRNYDYIRAARAMGVRDRTIMTRHMLPNAMVATLTFLPFILCGSITT
                     LTSLDFLGFGLPIGSPSLGGLLLEGKNNLQAPWLGITAFLVLAVLLSLLIFIGEAVRD
                     AFDPSKVY"
     sig_peptide     complement(1134066..1134185)
                     /locus_tag="YPA_0989"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.703) with cleavage site probability 0.570 at
                     residue 40"
     gene            complement(1134185..1135285)
                     /locus_tag="YPA_0990"
     CDS             complement(1134185..1135285)
                     /locus_tag="YPA_0990"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter integral membrane
                     subunit"
                     /protein_id="ABG12957.1"
                     /translation="MGAYLLRRLFLVIPTLWAIITINFFIVQIAPGGPVDQAIANIEL
                     GHTTGFTAGSGDGGLGGAKAGLNAAQVGDSNYRGSRGLDPEVIAEIKQRFGFDKPLHQ
                     RYFDMLWRYVRFDFGDSLFRGESVMSLIKQSLPVSISLGLWSTLIIYLVSIPLGIKKA
                     VRNGTAFDTWSSTLIIIGYAIPSFLFAILLVVLFSGGSYFDLFPLRGLVSSNWDTLPW
                     YSKITDYLWHITLPVLATVIGGFATLTMLTKNSFLDEIRKQYVVTARAKGLPEEKILY
                     RHVFRNAMLLVIAGFPATFVSMFFTGSLLIEVMFSLNGLGLLGYDATIQRDYPVMFGT
                     LYIFTLIGLLLNIVSDITYTLVDPRIDFEGRQ"
     gene            complement(1135295..1137103)
                     /locus_tag="YPA_0991"
     CDS             complement(1135295..1137103)
                     /locus_tag="YPA_0991"
                     /codon_start=1
                     /transl_table=11
                     /product="putative substrate-binding transport protein"
                     /protein_id="ABG12958.1"
                     /translation="MFLRLFATLILSAMSFGLAAETIKEGVSFAILGDPKYSSDFSHF
                     DYVNPAAPKGGNITLSAIGTFDNFNRYALRGTSAARTERLYDSLFSPSSDEIGSYYPL
                     IAESARYSPDFSWIEVDINPHARFHDGAPITAEDVAFTFNKFMTEGVPQFRLFYKGVK
                     VNAISRLTVRFEFPEPNKDKMLGLLGFPVMPKHFWKDHKLSDPLSTPPVASGPYRISK
                     YKMGQYVTYERVKDYWAANLPVNRGQYNFDTIRYDYYLDDKVALEAFKAGAFDLRTES
                     SPKSWATQYAGGNFAKNYIVKQDITDNSAQNTRWLAFNVQRPLFSDRRVRQALTLAFD
                     FEWMNKAFYFNSYQRANSFFQNTEYAATGYPDSAELAWLAPLKDKIPAEVFTQIYQPP
                     HTDGSGYSRDNLLKAKELLNEAGWEVKDQQLVNSKTGKPFEFELLLPSGSDFQYVQPF
                     KHNLQRLGITMKIREVDSSQFINRLRSRDFDMIPTVYNAFPYPSPDLQILWSSAYIDS
                     TYNRPGIKDPAIDQLIAQIVSHQDQPEALLSLGRALDRVLTWNYLMIPMWYSNHSRFA
                     YWDKLSMPAVRPTYSLGFDSWWFDVNKAARLPVERR"
     sig_peptide     complement(1137044..1137103)
                     /locus_tag="YPA_0991"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.641 at
                     residue 20"
     gene            complement(1137185..1138657)
                     /locus_tag="YPA_0992"
     CDS             complement(1137185..1138657)
                     /locus_tag="YPA_0992"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12959.1"
                     /db_xref="InterPro:IPR001633"
                     /translation="MSLLYRSSENKLTTQSGNIITYASHFLNEITTTMSQLIPLSTQS
                     CEQASPTLHYRAAFTNGVRAFLLVREGVAYCSSATGEMHTPVSTIYPKVNLSQPLDFK
                     IQQGTPMMPNKPAIAVWLRQAGRGDTGILATMEFSLHPYLLMGRSDNEMSGSAIIIDG
                     LAITTFDSNVLPISQLPNLNAREITLPGYPIKILIYHNSITKNDIRMTLLGGLLLAGL
                     VGILAYYILITKKSAEAEILRGIRRGEFFVEYQPVFRSHNQTISGLEALIRWQHPTEG
                     RISPDIFIPYAETQHLIQPLTTHLFELIIRDTALMVNLFPTGAKLAFNISPAHLADDD
                     FCQDVSRLLQQLNTDIFTPVFEITERGMVQKELALKQFAWLHSQGIQIAVDDFGTGHS
                     ALIYLERFTLDYIKIDRGFISTIGENTVTTPVLDSVLILAKKLNIETIAEGIETEQQL
                     HYLAKHGVNYLQGYLLSKPLSVEALAKFCHEKMSNKNLLA"
     gene            complement(1139353..1139937)
                     /locus_tag="YPA_0993"
     CDS             complement(1139353..1139937)
                     /locus_tag="YPA_0993"
                     /codon_start=1
                     /transl_table=11
                     /product="spr peptidase. Cysteine peptidase. MEROPS family
                     C40"
                     /protein_id="ABG12960.1"
                     /translation="MVKSQPILRYILRALPAVAAAVMLSACSSPQASNVNNTQTEMRA
                     VNDKDGLLLQASQDEFEAMVRNVDIKSKILEQYAGWKGVRYRLGGSSKRGIDCSAFVQ
                     TTFREQFGMDLPRSTSQQQDLGKKVQRTKLRPGDLVLFRAGSTGRHVGIYLGNDKFVH
                     ASTSAGVTISNLNDDYWNKRYRDGRRVLSSSSSS"
     sig_peptide     complement(1139839..1139937)
                     /locus_tag="YPA_0993"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.834 at
                     residue 33"
     gene            complement(1140379..1141080)
                     /locus_tag="YPA_0994"
     CDS             complement(1140379..1141080)
                     /locus_tag="YPA_0994"
                     /codon_start=1
                     /transl_table=11
                     /product="lipid-A kinase"
                     /protein_id="ABG12961.1"
                     /db_xref="InterPro:IPR000326"
                     /translation="MTRRNLPTILLLNLLGIILFLSWYLPTNHGVWFKIDSAIFFYFN
                     QHLLSSPTFLHLVAITNHRAFDVISLMCMGLLYFSFYIKETPAGRRRLIVIGFVMLLT
                     AVILNQLGHLLPVSHPSPTLTFDNINRVSVLTGVPTKDASSDSFPGDHGMMLIIFACF
                     MLRYFSRGAFAIALLIVVIFSMPRIMIGAHWFTDIAVGSLSIVLVGISWILLTPLSDK
                     IIAWINQHLPGAKHP"
     gene            complement(1141139..1142122)
                     /locus_tag="YPA_0995"
     CDS             complement(1141139..1142122)
                     /locus_tag="YPA_0995"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cobalamin synthesis protein"
                     /protein_id="ABG12962.1"
                     /translation="MTKTNLITGFLGCGKTTTIRHLLAQKPEHEKWAVLVNEFGEIGI
                     DGALLADSGAVLKEIPGGCMCCVNGLPMQIGLNMLLQQAKPDRLLIEPTGLGHPKQIL
                     SLLTSDIYQPWIDLRATLCLLDARQLSEPRYTENENFRDQLAAADIIVVNKQDTYRSA
                     DNAVLQQWQQKQPLSRPLYHSEYGKLDVALLDQPHSNKDELPSGTHHHGTSQPKGLAA
                     LRLKGAEPWRRALNRGQGYLSCGWVFDANTVFDTVPLLEWVRLNPAERVKGVMRIPEG
                     TLMVNRQGNDLQIDTRQIPPLDSRIELISATDIDWNVLQHDLLKIRLRNGV"
     gene            1142381..1142764
                     /locus_tag="YPA_0996"
     CDS             1142381..1142764
                     /locus_tag="YPA_0996"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12963.1"
                     /translation="MYCLKSSIFKMTAIKVEVIMSNYRALSIVVIMFSWIISFSASST
                     QSTLSVTGTITFSGAIVDTPCDTSVLNQTITTSCYRNGKMITSRQTLTRNMPLNARLP
                     GSLATSRLEWLNQQRSLGVLTVTYL"
     gene            1142930..1143673
                     /locus_tag="YPA_0997"
     CDS             1142930..1143673
                     /locus_tag="YPA_0997"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG12964.1"
                     /db_xref="InterPro:IPR000524"
                     /translation="MRLYQEVGSQLREAIVSGRYSVGDRLPPERDIAENFSVSRSVVR
                     EALIMLELEKLVEVRKGSGVYVVNVPTMSLNGESATSIDSGYGPFELLQARQLLESEV
                     AAFAAMQATKADIIKMRNAIEQGKAALTAGAIDESADELFHCLLAQSTQNSVLANMVA
                     QTWQVRKSSAMWQGAHSHTADFSYRWQWLDDHQKILQAVLRRDSKAAKQAMWQHLENV
                     KLKLLEISDADHPDFDGYLFESAPYQIEE"
     gene            complement(1143817..1145289)
                     /locus_tag="YPA_0998"
     CDS             complement(1143817..1145289)
                     /locus_tag="YPA_0998"
                     /EC_number="1.1.1.57"
                     /codon_start=1
                     /transl_table=11
                     /product="fructuronate reductase"
                     /protein_id="ABG12965.1"
                     /db_xref="InterPro:IPR000669"
                     /translation="MNTIANSALPSTVQQPNYDRAALRSRIVHIGFGAFHRAHQALLT
                     YRVLNTQGGDWGICEVSLFGADTLIQELRKQDHLFSVLEKGAQGNQAIVVGSVCESVH
                     ARLDGIMQVLAKLVEPQVAIVSLTITEKGYCIEPGTGQLDLQNEFIRADLAVPNAPTS
                     APGVLVEALRLRRLRGLPPFTVLSCDNIPENGDVVRNAVLGLATVRDPALANWIQQHV
                     TFPNTMVDRIVPAATAETLQEIADTLGVADSCGIACEPFIQWVVEDKFVAGRPDWQVA
                     GVQLVDDVLPFEEMKLRMLNGSHSYLSYLGYLAGYQHINDCMADENYRLTARRLMMNE
                     QAPTLRVTGIDLNAYADQLIERYCNPALKHRTWQIAMDGSQKLPQRMLDSVRWHLKQG
                     NAYPCLALGIAGWMRYVGGIDDNGQVIDIRDPMVDSFKQCVAASEDGAARVQSLLTLK
                     ALFGETLPQQPTFVQAVTEAYLSLQQFGAKETVRRLAEQA"
     gene            1145874..1147067
                     /locus_tag="YPA_0999"
     CDS             1145874..1147067
                     /locus_tag="YPA_0999"
                     /EC_number="4.2.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="D-mannonate dehydratase"
                     /protein_id="ABG12966.1"
                     /db_xref="InterPro:IPR004628"
                     /translation="MEQTWRWYGPNDPVSLDDIRQAGATGVVTALHHIPNGVVWPVSE
                     IKQRQAELAAKNLVWSVVESVPIHEDIKTHSGNYQQYIENYQQTLRNIAECGIDTVCY
                     NFMPILDWTRTDLEYELPDGSKALRFDQIAFAAFELHILKRPGASNDYTAEEQVQAEA
                     YFNAMTEADIAKLTGNIIAGLPGAEEGYTLDQFRVRLAEYDGIDKAQLRENMAYFLRA
                     IIPVAEQVGLRMAVHPDDPPRPILGLPRIVSTIEDMQWLKETVDSIHNGFTMCTGSYG
                     VRADNDLVKMIETFGDRIHFTHLRSTCREGNPKTFHEGGHLQGDVDMYSVVKAILTEE
                     QRRQSLGDMRPIPMRPDHGHQMLDDLHKKTNPGYSAIGRLKGLAEVRGVELALKRTFF
                     PELKQ"
     gene            complement(1147207..1147779)
                     /locus_tag="YPA_1000"
     CDS             complement(1147207..1147779)
                     /locus_tag="YPA_1000"
                     /codon_start=1
                     /transl_table=11
                     /product="putative elongation factor P"
                     /protein_id="ABG12967.1"
                     /db_xref="InterPro:IPR001059"
                     /db_xref="InterPro:IPR011897"
                     /translation="MAKANEIKRGMAVNLNGKLLLVKDIDVQSPSARGASTLYKMRFS
                     DVRTGLKVEERFKGDENLDTITLTRRAVNFSYIDGDEYVFMDDEDYTPYNFKKEQIED
                     ELLFIPEGGMPGMQVLTMEGQLLALELPQTVDMEIVDTAPSIKGASASARNKPAIMST
                     GLSIQVPEYISPGEKIRIHIAERRYMGRAD"
     gene            complement(1147883..1149127)
                     /locus_tag="YPA_1001"
     CDS             complement(1147883..1149127)
                     /locus_tag="YPA_1001"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tryptophan-specific transport protein"
                     /protein_id="ABG12968.1"
                     /db_xref="InterPro:IPR002091"
                     /db_xref="InterPro:IPR002422"
                     /translation="MSMALSQPLSRPSVLGGAMIVAGTAVGAGMFSIPIVTAGVWFSG
                     SVVLLIYTWACMLVSGLMILEANLNYPSGASFHTMVQDLLGKVWSSINGLSITFVLYI
                     LTYAYISAGGSIIAHTLQNVAGIGQTSAGFIFALLVAFIVWLSTRAVDRLSTILIGGM
                     VITFVMSVGDMFSHVESAVLFNQTDSNAHYLPYALAALPYLLTSFGYHGNVPGLVKYY
                     NKDSKAVVRSLLYGTLIALVIYLLWQYAIQGNIARDAFKQVIADGGNIGNLLQQMDTV
                     SASKATSQLLNAFSYMALASSFLGVSLGLFDYISDLFDFTDDRSGRTKSALMTFVPPT
                     LGALLFPDGFLYAIGFAGLAATIWAVIVPALMARASRKRFPQARYRAPGGRFMIGFII
                     LFGLVNAVAHISALFGLLPVYQ"
     sig_peptide     complement(1149044..1149127)
                     /locus_tag="YPA_1001"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.893) with cleavage site probability 0.552 at
                     residue 28"
     gene            1149502..1149756
                     /locus_tag="YPA_1002"
     CDS             1149502..1149756
                     /locus_tag="YPA_1002"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12969.1"
                     /translation="MDCRSDCGACCIAPSISSPIPGMPLGKPANTRCVHLDDNMRCGI
                     FYSPLRPAVCASLQAMREMCHHTREEALVYLIALEAVTAP"
     gene            complement(1149825..1150640)
                     /locus_tag="YPA_1003"
     CDS             complement(1149825..1150640)
                     /locus_tag="YPA_1003"
                     /codon_start=1
                     /transl_table=11
                     /product="putative short chain oxidoreductase"
                     /protein_id="ABG12970.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /translation="MNDHKKRPDLEKRPDLEKQSYPEKQSLSGKRALVTGAGQGIGAA
                     IAEGLAATGAEVICTDISRERAAATAQALNAKGYNVRAEGLDVTDSAAIDALAAALPP
                     LDVLVCNAGIVTHTPAEEMTDADWDKVIAVNLTGVFRTCRGFGRRMLEAGRGSIINIG
                     SISGQIVNVPQPQCHYNASKAGVHHLTKSLAVEWATRGVRVNAVAPTYIETPLIQGLT
                     SQPGRVSRWLDMTPMGRLGSPHEIASVVQFLASEASSLLTGSIITADAGYTSI"
     gene            complement(1150651..1151601)
                     /locus_tag="YPA_1004"
     CDS             complement(1150651..1151601)
                     /locus_tag="YPA_1004"
                     /codon_start=1
                     /transl_table=11
                     /product="putative D-isomer specific 2-hydroxyacid
                     dehydrogenase family protein"
                     /protein_id="ABG12971.1"
                     /db_xref="InterPro:IPR006140"
                     /translation="MRLVVTDQAFGNTVYEQAAANAVGADFAAYQCRTEDETRDAVQG
                     ADVVLNNFAPMTERVMAAMPPGAVIVRYGVGVDNIDLSAARKRGMRICNVPDYGIEEV
                     ADHAAAMTLALARKLGRYEAGIRSGRWEIDQMVDGVRSLRDTTVGLIGLGRIARAYAT
                     RMAVFGCRIIGFDPYVTETEARSAGIEPLPQDKVIASAHILSLHVPLTPETRDLIDTT
                     AIARMPEGAILINCARGGLVNEVALIEALTRGHLSGAGLDVFEQEPLPADSALRKAPH
                     LLLSPHAAFFSDASVKKLQQLASEEALRGLRGEPLRCPLT"
     gene            complement(1151613..1152755)
                     /locus_tag="YPA_1005"
     CDS             complement(1151613..1152755)
                     /locus_tag="YPA_1005"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12972.1"
                     /translation="MLPTSLTKAKLVGRVWRPGIGPSVVIVRNHILYDITEAVISMAD
                     FLEDHPSERFTMLTGEPLGTIDDLILPPAEMGYHSTRPCLLAPCDFQALKACGVTFAQ
                     SMVERVIDERTAGDPDRADALRQRIGAVIGSSLNNIQAGSDQAAKVKAALIAEGLWSQ
                     YLEVGIGPDAEIFTKSQPMSAVGYGAQIGVNRISAWSNSEPEVVLAVDSQSNIRGATL
                     GNDVNLRDIEGRSALLLGQAKDNNAACAIGPFIRLFDENFTLHDIEHASLTLTVTGAD
                     GFNLSGSSNMAEISRRPTDLVRQTCNTSHQYPDGFMLFLGTLFAPTQDRAQQNAGFTH
                     QPGDLVEISTPLLGTLHNTVVYSDEAVPWTYGTRALMRNLTKRGVL"
     gene            complement(1152878..1153663)
                     /locus_tag="YPA_1006"
     CDS             complement(1152878..1153663)
                     /locus_tag="YPA_1006"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS1661"
                     /protein_id="ABG12973.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(1153717..1154253)
                     /locus_tag="YPA_1007"
     CDS             complement(1153717..1154253)
                     /locus_tag="YPA_1007"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion element IS1661 DNA-binding protein"
                     /protein_id="ABG12974.1"
                     /translation="MIWRFGSMKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLT
                     RWIRAFRRQGEAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQN
                     WMKRYREGGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKK
                     RKALREEKALREQQKKPE"
     gene            1154552..1156048
                     /locus_tag="YPA_1008"
     CDS             1154552..1156048
                     /locus_tag="YPA_1008"
                     /EC_number="1.2.1.16"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate semialdehyde dehydrogenase"
                     /protein_id="ABG12975.1"
                     /db_xref="InterPro:IPR002086"
                     /translation="MSEYHEKNNALFKSITALDGALFINGEFRKGAGGRLPVENPATG
                     KVIGHLAAATPEEIEEAVAAARRAFPAWAAERPKARANALHRLGDLIAGDALNMARNM
                     TIEQGKPVNEAQGEILKLAEICHFYGEEATRVQGDVVPNDPPGFQSLVVREPVGVVGA
                     ITPWNYPAELVGWKLCASLAAGCTLIIKPAELTPYTALAIAEKCLEAGIPAGVVNVLT
                     GKGEQVGQALVEHPQVDKIAFTGSSAVGLHIQQSCPQVKRLSLELGGNGPMVVTACAD
                     VAAAVKGAVRRSFRNCGQVCIAINRIYVHRSCYRAFVSKMGVATNGLRLGNGLDDPAA
                     DLGAMASVEPLNKTRAHLEDALAKGARLVAGGKAPEGVEYAKGHFFRPTVLADCTHQM
                     RVMTEETFGPLVGLAPFDDIDEVISRANDTPYGLAAYVYARDLAAIHRLSAALDYGNV
                     AINNVDASMMNAPYGGRKQSGVGYEHGREGLLEYFNFKHIRLYHGIGD"
     gene            1156052..1157605
                     /locus_tag="YPA_1009"
     CDS             1156052..1157605
                     /locus_tag="YPA_1009"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbohydrate kinase"
                     /protein_id="ABG12976.1"
                     /db_xref="InterPro:IPR000577"
                     /db_xref="InterPro:IPR006000"
                     /translation="MQALLGIDIGTSGCKALLIGIDGAVIAADTASYPLSQPQLGWAE
                     QDPELWVEGARRAVAGALAKAPTLELLCVGLSGQMHGLVSLDAGHQVLRPAILWNDQR
                     NSAECEQITEAAGGLKGLLAATNNRMLVGYTGGKIVWMQQHEPDLFARMTTVLNPKDY
                     LRLRLTGEVATEVSDASGTGLFDVRARQWASDLIENVGIDRALLPPVFESQVISGQVS
                     AVGAELFGIPKGTPVAGGGGDAVIQTFGSGVIAPGELQTTIGTAGILAAALDTPQANP
                     DGRLQVFCHVVADKWHCMGVSLNAGGAMSWFRDTFYVGVNAAVPSFDQFTPSDQITPS
                     FEQIVAEAAASPAGARGLLFLPYLNGERCPHPDPAARGAFIGLTACHNRGDVARAVME
                     GVVHALVDMHTLMKPLGINGRVVKTSGGGARSPLWRQMQADIFGCDVLTTKGAAEGAA
                     FGAALVAGLAIGVWPDATSATANCRIITREPPNPATAAVVAEAQRIYRTLYPALRETF
                     AELGDPTFM"
     gene            1157625..1158335
                     /locus_tag="YPA_1010"
     CDS             1157625..1158335
                     /locus_tag="YPA_1010"
                     /EC_number="5.3.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose-5-phosphate isomerase"
                     /protein_id="ABG12977.1"
                     /db_xref="InterPro:IPR004788"
                     /translation="MSNQQNDAKRAAARRVIQDFVFDGMTLGLGSGTTSHFFVRELGQ
                     HVAKGLQLTCTTTSRATSEVARDVGIELSDPNEMNEIDLTIDGPDEIDRRFNMIKGGG
                     ACLLWEKIIAHASKRMICICDETKIVNCLGQFPLPVEIVPFAWKQTERRVERVLAEQG
                     LHHVPIIRRMGGGHPVITDSGNFILDCHCGAIITAPEPLEIELNRIPGVVENGLFTRE
                     ATGMVVGYFDGSSYVQLR"
     gene            1158459..1159547
                     /locus_tag="YPA_1011"
     CDS             1158459..1159547
                     /locus_tag="YPA_1011"
                     /codon_start=1
                     /transl_table=11
                     /product="putative periplasmic carbohydrate-binding
                     transport protein"
                     /protein_id="ABG12978.1"
                     /db_xref="InterPro:IPR006311"
                     /translation="MTKATQAGVSRRGLLVGGAVLGLGMVIGRGALAQNRLSIPYSNK
                     SLDYYFFVIQEASVKRAVLARSGEFQATNANFDNTRQLEQWQSLLLSRPSAIISDPID
                     SQAIVSAIRRYNREKIPVGIIDTPADGGDVAITVSFDNFQGGVMAAEEIVNRLITRYG
                     RPKGTVLNCYGALASVAWRLRKEGMDSVFAKYPGITYLARPTDGQLEKMLSVTLSTLS
                     EYPDLDAVHAPSDSPSRGIVTALQQKGRWKKIGEAGHVIFVNIDGEPIALKWIQDGYM
                     DACISQDPVAYGEIAVDMIVKHALKGEAVPLGTYQDKKYFWESGEIVQGKTGPTLIIP
                     AFVINRDNVQDPRHWAAVAEKTWGIPYT"
     sig_peptide     1158459..1158560
                     /locus_tag="YPA_1011"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.948) with cleavage site probability 0.941 at
                     residue 34"
     gene            1159656..1161230
                     /locus_tag="YPA_1012"
     CDS             1159656..1161230
                     /locus_tag="YPA_1012"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport ATP-binding subunit"
                     /protein_id="ABG12979.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MLNMALHITWFTPINGFTPIMILHTVRDGKAADDPILRIENISK
                     NYGPVQALCGVTTAIRRGAIHGLLGENGAGKSTLVGIISGQVTPTSGRIFMDGRLLEH
                     VDVKAMEEAGVFLVTQEPMIIDKMTTAENLMLGIWPTKNGVIDWKTLRSDAARILDGS
                     GINASTLAGHLDAVARRKLNILRAMFSGGKVIILDEPTAALTVADRRQLFDFMRRLQA
                     AGVTFIFISHYHDEILAICDAVTVLRDGRLAGGSDDIGSMTSVALSEWVIGRGLELFQ
                     RIRRDHTGKPPAVSLRGIQGKALSLDRLDIGAGEIVGFTGLPGAGAKESARAIFGLYP
                     ARGSISINGEAAQALPKRPRMAFNIGIAYLSDDRRREGGVGQMSIGANIALSSLPSRV
                     KWGVIDRRAEALVIAHYFAAMGVKALSPDDAVNTLSGGNQQKVCLGRVFATQPRLLMV
                     DEPTRGIDVGVKQDVLRIIDELSDAGVAVIIVSTDMDELARSVDRVCIFEHGAIKEIL
                     TGDDITAERLRASVQA"
     gene            1161266..1162264
                     /locus_tag="YPA_1013"
     CDS             1161266..1162264
                     /locus_tag="YPA_1013"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport integral membrane
                     subunit"
                     /protein_id="ABG12980.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MDKATETRREGAPTASKLNGQAMLGWVLHHIVWIWLIALVVIFG
                     VFNEFFLTISNLQNVMVQATVLGTLGLAVALPLLVAEIDLSIPANAGFSAAVGAMAYA
                     ELGLPWPIAALIGLLVGTFIGFFNGVCITRLKMVSLIETLAMMIIIQGALLALTQGKT
                     LTNLSEGYIWIGQATIGGWPLMPVVFLLVLAVMGAVLKYTVLGRSIYAVGGNPVASNS
                     AGIRVARVKIIAYTISGFLAALAGFLLASWQMAITSNQGSSYLLYAIAAPIIGGVSVF
                     GGHGNVKGVLGGVLLLTVIQVGLAIVNVPSFYVGMIGGVIIFIAVAIDAFRIRYFG"
     gene            complement(1162377..1162832)
                     /locus_tag="YPA_1014"
     CDS             complement(1162377..1162832)
                     /locus_tag="YPA_1014"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Mut family protein"
                     /protein_id="ABG12981.1"
                     /db_xref="InterPro:IPR000086"
                     /translation="MSVTVGVGVIIVNQQGEVLMGKRCSQHAPYWSIPGGHLEAGESF
                     EQAARREVFEETGLNINEVQVVALCNNLATWREEGKHTVSVCLLAQHLGGQPELKEPE
                     KCQQWRWCNPRDLPEPHFEASRHSIDLWLSKRFYHPYESPVGLISNTLD"
     gene            1163094..1164227
                     /locus_tag="YPA_1015"
     CDS             1163094..1164227
                     /locus_tag="YPA_1015"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG12982.1"
                     /db_xref="InterPro:IPR000032"
                     /db_xref="InterPro:IPR001020"
                     /db_xref="InterPro:IPR002114"
                     /db_xref="InterPro:IPR002178"
                     /translation="MFQLSTQDIHLAAQADNKNAAITQVAAALTQAGCVTAAYVDGML
                     AREQQTSTYLGNGIAIPHGTTDTRDQVLNTGVQVFQFPQGIEWGADQTAYIVIGIAAR
                     SDEHLALLRQLTHVLSDDAVAARLAKTTSAEELRSLLMGEQKTAEFHFDTSLIALDVA
                     ADNLITLQALNAGRLQQIGAVDARFVSDVITREPLNLGQGIWLSDSTEGNLVSAVTIS
                     RPATAFEHKGEKVALLLTLSVADDQPLTVLNYLSELLLAQKADALLNADAAALLALLT
                     SEYVEQSKVLSAEFVIRNEHGLHARPGTILVNTIKQFTSEITVTNLDGTGKPANGRSL
                     MKVVALGVKKGNRLRFTASGEDAQTALDTIGEVIAAGLGEGAA"
     gene            1164224..1165162
                     /locus_tag="YPA_1016"
     CDS             1164224..1165162
                     /locus_tag="YPA_1016"
                     /EC_number="2.7.1.56"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-1-phosphate kinase"
                     /protein_id="ABG12983.1"
                     /db_xref="InterPro:IPR001063"
                     /db_xref="InterPro:IPR002173"
                     /translation="MSRRVATITLNPAYDLVGFCPEIERGEVNLVKTAGLHAAGKGIN
                     VAKVLKDLGIDVTVGGFLGKDNQDGFQLLFSELGIANRFQVVPGRTRINVKLTEKDGE
                     VTDFNFSGFEVTKPDWDRFVTDSLSWLGQFDMVAVSGSLPAGVNPDDFTDWMKRLRSQ
                     CPCIIFDSSREALVAGLKASPWLVKPNRRELEIWAGRPLPALGDVVEAAHALRDQGIA
                     HVVISLGAEGALWVNASGAWLAKPPACDVVSTVGAGDSMVGGLIYGLLMRESSEHTLR
                     LATAVAALAVSQSNVGITDRPQLAAMMAKVDLKPFN"
     gene            1165177..1166877
                     /locus_tag="YPA_1017"
     CDS             1165177..1166877
                     /locus_tag="YPA_1017"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, fructose-specific IIBC component"
                     /protein_id="ABG12984.1"
                     /db_xref="InterPro:IPR003353"
                     /db_xref="InterPro:IPR006327"
                     /translation="MKTLLIIDSSLGQARGHLATLMLGAAAKKAGLSWVEKAADAELV
                     IVAGSSAPADSTLNGKKVYVGDVEKAVRDPDGFLAQAIAQAAPYQAAATPEPTSVAGA
                     KRSVAGPKRIVAITACPTGVAHTFMAAEAIESEAKKRGWWVKVETRGSVGAGNEITPE
                     EVAAADLVIVAADIEVDLNKFAGKPMYRTTTGLALKKTVQELDKALVEADVYQPKTSS
                     SVASKKTETGGPYRHLLTGVSYMLPMVVAGGLCIALSFVFGIEAFKEKGTLAAALMQI
                     GGDSAFALMVPVLAGFIAFSIADRPGLTPGLIGGMLAVSTGAGFLGGIIAGFLAGYVA
                     KAISTKLHLPQSMEALKPILIIPLVASLIVGLTMIYIVGTPVAKIMTGLTHWLESMGT
                     ANAVLLGAILGAMMCTDMGGPVNKAAYAFGVALLSSSVYAPMAAIMAAGMVPPLAMGL
                     ATLLARNKFDKGEQEGGKAALVLGLCFISEGAIPFAARDPMRVLPCCIAGGALTGALS
                     MAFGAQLMAPHGGLFVLLIPGAIHPVLLYLVAIAAGTLLAGGLYAMLKRPDAMVAKVA
                     "
     gene            1167202..1167846
                     /locus_tag="YPA_1018"
     CDS             1167202..1167846
                     /locus_tag="YPA_1018"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulatory protein"
                     /protein_id="ABG12985.1"
                     /db_xref="InterPro:IPR001867"
                     /translation="MSHCVVLNKLESVLIIGDSRYALSKNEVLLLECLYLRAGDVISH
                     DELLTTCWPDRVVSPTSLPVAIKHIRDVFRKITRSEVIKTYKNEGYSYQKDSVLIIID
                     DGSTEKESHSAAYTRKEKPDIPIKLVGLQILSHLNSTFFIAIMMVIIIIFFMVGGNDI
                     VSFIDSDTNSVIITNVTTKMNGPTAGLPKVKNSMIFKDDFGLVIICDQSECKQQ"
     gene            1167831..1168331
                     /locus_tag="YPA_1019"
     CDS             1167831..1168331
                     /locus_tag="YPA_1019"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12986.1"
                     /translation="MQTAMKAKSLTLISITVMFFLFLIYSFNDLFFYSEVKYGDIHEH
                     LDLRMQGIRFSLSHYIIDDKSQLVISEGIYGIGLKMPTGKYYLFPLHSYQSSPDNMAR
                     GSLNSLASPLSLYVYEIHNKKNNVVTFFNGDRGFIDVNGETIHLSSLFLGVQGEHIHT
                     SYHDVS"
     gene            1168876..1169352
                     /locus_tag="YPA_1020"
     CDS             1168876..1169352
                     /locus_tag="YPA_1020"
                     /codon_start=1
                     /transl_table=11
                     /product="pH 6 antigen precursor (antigen 4) (adhesin)"
                     /protein_id="ABG12987.1"
                     /translation="MKMKCFAKNALAVTTLMIAACGMANASTVINSKDVSGEVTVKQG
                     NTFHVDFAPNTGEIFAGKQPGDVTMFTLTMGDTAPHGGWRLIPTGDSKGGYMISADGD
                     YVGLYSYMMSWVGIDNNWYINDDSPKDIKDHLYVKAGTVLKPTTYKFTGRVEEYVF"
     sig_peptide     1168876..1168956
                     /locus_tag="YPA_1020"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.987 at
                     residue 27"
     gene            1169479..1170300
                     /locus_tag="YPA_1021"
     CDS             1169479..1170300
                     /locus_tag="YPA_1021"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperone protein PsaB precursor"
                     /protein_id="ABG12988.1"
                     /db_xref="InterPro:IPR001829"
                     /translation="MKNLFFSAYKKVFSYITSIVIFMVSLPYAYSQDVVVNTTKHLFT
                     VKIGTTRVIYPSSSTKGVSVSVANPQDYPILVQTQVKDEDKTSPAPFIVTPPLFRLDA
                     GLQGRVRIIRTGGKFPEDRETLQWLCLTGIPPKNGDAWGNTQNNPKNSSPTMDIQMSI
                     STCIKLLFRPDKVKGDPTDSADSLTWRYKGNYLEVNNPTPFYMNFYSLRIGDEKINLS
                     DLGSKDEIKNGSYVPPFSSRDFIIPVKNKGKATEVFWQVINDNGGVSREFKSTVQ"
     sig_peptide     1169479..1169574
                     /locus_tag="YPA_1021"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.973) with cleavage site probability 0.813 at
                     residue 32"
     gene            1170384..1172855
                     /locus_tag="YPA_1022"
     CDS             1170384..1172855
                     /locus_tag="YPA_1022"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane usher protein PsaC precursor"
                     /protein_id="ABG12989.1"
                     /db_xref="InterPro:IPR000015"
                     /translation="MSTSFLVGAQRYSFDPNLLVDGNNNTDTSLFEQGNELPGTYLVD
                     IILNGNKVDSTNVTFHSEKSPSGEPFLQSCLTKEQLSRYGVDVDAYPELSPALKNSQT
                     NPCVNLAAIPQASEEFQFYNMQLVLSIPQAALRPEGEVPIERWDDGITAFLLNYMANI
                     SETQFRQNGGYRRSQYIQLYPGLNLGAWRVRNATNWSQSGDRGGKWQSAYTYATRGIY
                     RLKSRVTLGESYTPGDFFDSIPFRGVMLGDDPNMQPSNQRDFIPVVRGIARSQAQVEI
                     RQNGYLIYSTVVPPGPFELSDVIPSKSGSDLHVRVLESNGASQAFIVPYEVPAIALRK
                     GHLRYNLVAGQYRPANADVETPPVAQATVAYGLPWNLTAFIGEQWSRHYQATSAGLGG
                     LLGEYGALSSSITQATSQYHHQQPVKGQAWEVRYNKTLQASDTSFSLVNSQYSTNGFS
                     TLSDVLQSYRQSGSGDNRDKIDENSRSRDLRNQISAVIGQSLGKFGYLNLNWSRQVYR
                     GPIPAKNSLGIHYNLNVGNSFWALSWVQNANENKNDRILSLSVSIPLGGHHDTYASYR
                     MTSSNGSNDHEIGMYGQAFDSRLSWSVRQAEHYGQPNSGHNSGSLRLGWQGSYGNIAG
                     NYYYTPSIRQLSADVSGGAIIHRHGLTLGPQINGTSVLVEVPGVGGVTTTEDRRLKTD
                     FRGYSIVSGLSPYQEHDIVLETADLPPDAEVAKTDTKVLPTEGAIVRASFSPQIGAKA
                     LMTITRANGQTIPFGAMASLVNQSANAAIVDEGGKAYLTGLPETGQLLVQWGKDAGQQ
                     CRVDYQLSPAEKGDTGLYMLSGVCH"
     gene            complement(1172942..1173799)
                     /locus_tag="YPA_1023"
     CDS             complement(1172942..1173799)
                     /locus_tag="YPA_1023"
                     /EC_number="3.1.21.-"
                     /codon_start=1
                     /transl_table=11
                     /product="Endonuclease IV"
                     /protein_id="ABG12990.1"
                     /db_xref="InterPro:IPR001719"
                     /translation="MKFVGAHVSAAGGVDQAVIRAHELEATAFALFTKNQRQWRAAPL
                     AEDVIEKFKLACEKYGYTSAQILPHDSYLINLGHPVTEALEKSREAFIDELVRCQQLG
                     LSLLNFHPGSHLLQIDEDQCLARIAESINIALDATEGVTAVIENTAGQGSNLGFKFEH
                     LAAIIERVEDKSRVGVCIDTCHAFAAGYDLRTEEDCEHTFAALGKIVGFQYLRGMHLN
                     DAKSEFNSRVDRHHSLGEGNIGKTVFSYIMRDSRFDNIPLILETVNMDIWAEEIAWLK
                     SQAEIEPSL"
     gene            complement(1173963..1175051)
                     /locus_tag="YPA_1024"
     CDS             complement(1173963..1175051)
                     /locus_tag="YPA_1024"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG12991.1"
                     /db_xref="InterPro:IPR004630"
                     /translation="MATSQTKELPRPQLFTVMTRYIPGLVLTGVITGLALNVGDMPWF
                     INMGLGALTLAILFGIIVGNTLYPWLQPVCSDGVVYAKQYLLRLGIILYGFRLTFQQV
                     ADVGATGMVIDLLTLSSTFILACWLGKRVFGLDQQTVMLIGAGSSICGAAAIMATEPV
                     LKADASKVAVAVATVVIFGTLAIFVYPWLYQLNLHYQWLPFSQETFGIFAGSTIHEVA
                     QVVAAGHAIGPDAENAAVITKMIRVMMLAPFLLLLSAYLGRSRIKTSGEKREKSAITI
                     PWFAVIFILMAGFNSLNLLPAVWVNHLITLDTILLAMAMAALGLTTHIGSIRQAGVKP
                     LLLALLLFIWLLVGGTGINLFVQHIALV"
     gene            1175709..1176581
                     /locus_tag="YPA_1025"
     CDS             1175709..1176581
                     /locus_tag="YPA_1025"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG12992.1"
                     /db_xref="InterPro:IPR000792"
                     /db_xref="InterPro:IPR000847"
                     /translation="MHITLRQLEVFTEVLKSGSTTQASVVLALSQSAVSAALADLEGQ
                     LGVQLFDRVGKRLVTNEHGRLLYPKALALLDQAIEIEQLFLHDLGALRIAASSTIGNY
                     MLPGMIAKYRRDFPGTPLELNIGNSQDVIEAVADFRGDLGLIEGPCHMPELVTQNWLR
                     DELVVFAAPDSPLCHKALTLVDLADADWILRERGSGTREVLDHLLLAQLPHFKLVMEL
                     GNSEAIKRAVRYGMGVSCLSRRVIADQLASGELVELNIPLPPLIRTLYLIHHRQKHIS
                     NALLRFLSYCQEEE"
     gene            1176839..1178350
                     /locus_tag="YPA_1026"
     CDS             1176839..1178350
                     /locus_tag="YPA_1026"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lysine-specific permease"
                     /protein_id="ABG12993.1"
                     /db_xref="InterPro:IPR002293"
                     /db_xref="InterPro:IPR004840"
                     /translation="MTQQNTKIPAQQGAQRLRRELKSRHLAMIAIGGSIGTGLFVASG
                     ATVSQAGPGGALLSYALIGLMVYFLMTSLGELAAFMPVSGSFSTYGSKYVEEGFGFAL
                     GWNYWYNWAVTIAVDLVAAQLVMNYWFPDAPGWIWSALFLGLMFLLNYISVKGFGEAE
                     YWFSLIKVTTVVIFIIVGVMMITGIMKGGETAGWHNWTIGDAPFAGGFSAMIGVAMIV
                     GFSFQGTELIGIAAGESKDPGKNIPKAIRKVFWRILLFYIFAILIISLIIPYTDPSLL
                     RNDVKDISVSPFTLVFQNAGLLSAAAVMNAVILTAVLSAGNSGMYASTRMLFTLASEG
                     KAPRIFAKLSKGGVPRNALYATTVVAGLCFLSSMFGNQTVYLWLLNTSGMTGFIAWLG
                     IAISHYRFRRGYMMQGRDLNDLPYQSGFFPLGPIFAFVLCLIITLGQNYQAFLQDRID
                     WYGVTATYIGIPLFLVIWFGYKLSRGTRVVKYQEMEFPKWRDESEEHQKPTSR"
     sig_peptide     1176839..1176991
                     /locus_tag="YPA_1026"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.877) with cleavage site probability 0.697 at
                     residue 51"
     gene            1178636..1179781
                     /locus_tag="YPA_1027"
     CDS             1178636..1179781
                     /locus_tag="YPA_1027"
                     /codon_start=1
                     /transl_table=11
                     /product="putative periplasmic substrate-binding transport
                     protein"
                     /protein_id="ABG12994.1"
                     /translation="MKCVSLKMAKGLTISLLFGWALMAGSSALAATVTDMAGRTVTIP
                     AKVERILLGEGRLFYAVSLLEGNKPLDRIVGWQGDFRKLDPQTYAIYKAKFPQIDQIP
                     LIGNTTADSISPEKVLTLNPDIAIFGLSGHGPGKGSELVKQLEKAGVPVVFVDFRNSP
                     LKNTLPSMRLLGKALHREQQAENYINFYQDNVDKVTDITNKIPEDKKPSVFIELRAGA
                     SEECCGTAGKGNMGDFIDQAGGNNIAKNLLPGSLGTVNLEKVLAAKPDIYIASGGKSP
                     GSDAPGVVLGAQVTPEQAQASLQKILGRKGINTLSAVNTGHSYAIWHNYYNSPYNVLA
                     IQSFAKWFYPEQFADLDPKKTMDSLYSQFLAVEPSGTYWIEAKRELD"
     sig_peptide     1178636..1178728
                     /locus_tag="YPA_1027"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.994 at
                     residue 31"
     gene            1179976..1181058
                     /locus_tag="YPA_1028"
     CDS             1179976..1181058
                     /locus_tag="YPA_1028"
                     /codon_start=1
                     /transl_table=11
                     /product="putative FecCD-family membrane transport
                     protein"
                     /protein_id="ABG12995.1"
                     /translation="MSVTTEPMTKTHNPPDLSVMGRYQNIVRHRLLVMGVLVLAILGC
                     LLLDFTMGPSGLTLSSLWQTLIDPASADAGTRVIVWDIRLPYALMAVVIGLSLGLAGA
                     EMQTILNNPLASPFTLGVSSAAAFGAALAIVSGIGIPGVPDQWFISVNAFIFALFAAL
                     MLDGITRWTRVASSGVVLFGIALVFTFNALVSMMQFIASEDTLQGLVFWTMGSLARAS
                     WAKLGIMLAVFALMLPLSMMNSWKLTALRLGEDRAISFGIDVRRLRLGTLLRISMLSA
                     LAVAFVGPIGFIGLVAPHIARMIFGEDHRFYLPASALIGALVLSMASIASKNLIPGII
                     IPVGIVTSLVGVPFFLSIILRHRGNV"
     gene            1181055..1181843
                     /locus_tag="YPA_1029"
     CDS             1181055..1181843
                     /locus_tag="YPA_1029"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore ABC transporter,
                     ATP-binding subunit"
                     /protein_id="ABG12996.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTAGLRIERFYAGYPKRPVIQNLNVPLIPRGKITVLLGPNGSGK
                     STLLRSLAGLNRAEGQLWLDGSDLMKMPFTQRAEKVVYLPQSLPAGVHLHVLESIIVA
                     QRASGGRSNTRSEAQVMALLERLGIAHLALSYLDQLSGGQKQLVGLAQSLIRQPSLLL
                     LDEPLSALDLNYQFHVMDLVRQETRQRNIVTVVVVHDINIALRHGDHVLMLQNGALIA
                     DGQPEEVITPQSLAKVYGVKGRIERCSQGTPQVLIDGLVTEPTM"
     gene            1182103..1184100
                     /locus_tag="YPA_1030"
     CDS             1182103..1184100
                     /locus_tag="YPA_1030"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane protein"
                     /protein_id="ABG12997.1"
                     /db_xref="InterPro:IPR010916"
                     /translation="MAKVNQRFRKTHSAALVIAAVISSQGYAAEKTNTATPTDTMVVT
                     ASGFQQRIQDSAASISVVTREQIENKAYRDVTDALKDVPGVVITGGGSTSDISIRGMA
                     AKYTLILVNGKRVDTRSTRPNSDGSGIEQGWLPPLAAIDRIEVVRGPMSSLYGSDAMG
                     GVINIITRKVGKEWHGTVRADATLQEDSKSGDIFQTNAYASGPLIDGLLGLKVSGLLS
                     HRSEDKIIDGYNQQRMRNGTATFTLTPDDNNEFDFDIGHYVQDRNSTPGRTLALNGTN
                     SDTQYDRNNYAVTHNGYYDFGNSTSYIQRDETRNPSRQMKSVDNIFNTQTSFLLDNHT
                     LILGGQYRYEELYDKGNQLPSASDLKKLTRWSWALFAEDEWQMTNDFALTGGIRMDQD
                     QNYGTHWTPRLYGVWHLADQWTLKGGVSGGYRSPDLRQATDDWGQLSGGGKGGLPALI
                     LGNSNLKPERSISQEIGILWDDQEGMNASVTLFYTDFKDKITEVRNCDITTNTTGQCV
                     FNGINYKFISDRINVDKAMTRGAEATFAWDINQAWSLATNYTFTQSEQKSGAFAGQPL
                     NQMPKHMLNGTLNWKTTEDFATWIRANYRGKASEYLNRTSMGSRTPSYTFVDLGANYQ
                     LTKEVRLMGGVYNLLDKRVDIDVNDKVLDGRRYMVGASYDF"
     sig_peptide     1182103..1182189
                     /locus_tag="YPA_1030"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 29"
     gene            complement(1184370..1184990)
                     /locus_tag="YPA_1031"
     CDS             complement(1184370..1184990)
                     /locus_tag="YPA_1031"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glutathione S-transferase-family
                     protein"
                     /protein_id="ABG12998.1"
                     /db_xref="InterPro:IPR004045"
                     /db_xref="InterPro:IPR004046"
                     /translation="MLTVWGRNNSTNVKKVLWCLEELGIPYQRIDVGGQYGKLNDPQY
                     RALNPNGLIPCLQDKDFILWESNTIVRYLAAQYGQNSLYLADHHQRASAEKWMDWATS
                     SVVEPFKAVFIGLVRTPPEQQDKVKIAQGMEKMNTLMSIANDALGEQAYLSGDAFGIG
                     DIPLGCLAYAWFNLPIERPELPHLQRWYQSLTQRIAFQKVIAIGLS"
     gene            complement(1185144..1185794)
                     /locus_tag="YPA_1032"
     CDS             complement(1185144..1185794)
                     /locus_tag="YPA_1032"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hydrolase"
                     /protein_id="ABG12999.1"
                     /db_xref="InterPro:IPR006383"
                     /db_xref="InterPro:IPR006385"
                     /translation="MDLALFDLDETLISDDSTGLWIRWLVNEGLAPFELSEQEQTLMT
                     QYYQGQLSMAGYMAATLSPLVGKHTAEVAGWVEHFIAHDILPRIYPQALEKLAWHRDR
                     GDYIVIISASGEHLVTPIAKHFAADTALSIGVTVENDRYTGQTYGTLTYQKGKVDRLN
                     QWLSASPQLNFKRSYGYSDSINDQPLLEYVDHAAVINPGAELIDLAVLHQWDIHHW"
     gene            1186281..1187348
                     /locus_tag="YPA_1033"
     CDS             1186281..1187348
                     /locus_tag="YPA_1033"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron/ascorbate oxidoreductase family
                     protein"
                     /protein_id="ABG13000.1"
                     /db_xref="InterPro:IPR002283"
                     /translation="MGQQLLSHQSVSSQWLANQSATSTLPLLDLSLLSGSDTERQAFL
                     TALRHAARDVGFFYLTGHGIDTSLLRQIQILSRQFFALSDEEKLSIAMIRSPHFRGYN
                     RAASEFTRGQPDWREQFDIGAERTPLPQIAGAPSWTRLQGPNQWPTALPELKPVLLQW
                     QEEMTRMSLRLLRAFALALDLDEQAFDALYGDKPNEHIKLIRYPGREATQSGQGVGAH
                     KDSGFLSFLLQDTQRGLQVEVEEGQWIDAVPREGTFVVNIGELLELASNGYLRATVHR
                     VETPPAGIDRLSIAFFLGARLDAVVPLYPLSAALAAEARGPASDPHNPLFRDVGLNYL
                     KGRLRSHPDVAERYYSDALCS"
     gene            1187572..1188396
                     /locus_tag="YPA_1034"
     CDS             1187572..1188396
                     /locus_tag="YPA_1034"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13001.1"
                     /translation="MTKTPVSGLVRTALFAALASAFSLSAQAAEALRVAADPVPHAEI
                     LQFVQKLDPSLNLTIIEIPNGVNSNELLAHGDVDANYFQHLPYLHSQEQALGQKFVVA
                     ATVHIEPLGIYSHKYKNVAEVPDKGSVAVPNNVTNLSRALYLLQEQGLITLKPGFTDP
                     AKQQATPKDIAENPKHLKILEIESPQIPRSLDDVDLAVINGNYALEAGLNPATDALGL
                     EKAEGNPYANILVTTPTLENDPRIKQLAKDLQLQEVAKFITEKYAGSVIPVAGTQP"
     sig_peptide     1187572..1187658
                     /locus_tag="YPA_1034"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 29"
     gene            1188393..1189379
                     /locus_tag="YPA_1035"
     CDS             1188393..1189379
                     /locus_tag="YPA_1035"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport ATP-binding subunit"
                     /protein_id="ABG13002.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MISIERLSKTYPQGGLPMVALEEVSLEIPTGSVFGIVGRSGAGK
                     STLIRCLNLLERPTSGRIQVDGRELTTLSDRELRLQRQNIGMIFQNFHLLHSRNVWDN
                     IAVGLEIIGMPKAQRQQRVAELLDLVGLSDKAYAFPSQLSGGQKQRVGIARALAAKPS
                     YLLSDEATSALDPETTASILALLSDINRQLGLTIVLITHELDVVKSICDNAALLETGR
                     VVETGAIADLLSDPLSRLGRSLLPTCGPLSVSATPRAELTFFDTLAASPVLSALAQQH
                     AVGVTLLGGGVEFIGGQRVGRLHVDFNRPEGGLNLAEVLQFLNDRGVRAELI"
     gene            1189376..1190047
                     /locus_tag="YPA_1036"
     CDS             1189376..1190047
                     /locus_tag="YPA_1036"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport integral membrane
                     subunit"
                     /protein_id="ABG13003.1"
                     /translation="MKNGMSWQELLVLVANASGETIYMVMIATFFTVLIGLPLGVLLF
                     VSRPAGVLPAPRLNTLIGALVNVGRSMPFVVLLIALIPITRWIIGTTLGSTAAIVPIT
                     LGAIPFFARVVEAALDEVDKGRVEAILSMGGSARHVIQKVLLPEALPALLAGITLTVV
                     MLVGFSSMAGVIGGGGLGDLAIRYGYQRFNNEVMVATLVILVILVQGIQSLGDRWVRS
                     LAHRR"
     gene            1190382..1191080
                     /locus_tag="YPA_1037"
     CDS             1190382..1191080
                     /locus_tag="YPA_1037"
                     /EC_number="3.4.16.4"
                     /codon_start=1
                     /transl_table=11
                     /product="Serine-type D-Ala-D-Ala carboxypeptidase"
                     /protein_id="ABG13004.1"
                     /db_xref="InterPro:IPR001967"
                     /translation="MMKYILPFKIKNFTFSAGLLLLALPAAYAVDDPAAPQIDAKAYV
                     LMDFNSGKVLAEGNPDLRLDPASLTKIMSSYVIGQSIKAGKIQPDDLVTVGKDAWATG
                     NPALRGSSLMFLKPGDRVKVSDLNKGIVIQSGNDASIALADYVAGSQDSFVGLMNNYA
                     KALGLSNTHFMTVHGLDSPGQYSTARDMALLGQALIRDVPEEYALHKEKEFTFNKIRQ
                     TNRNRLLLSTTDEK"
     sig_peptide     1190382..1190471
                     /locus_tag="YPA_1037"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.997 at
                     residue 30"
     gene            complement(1191124..1191903)
                     /locus_tag="YPA_1038"
     CDS             complement(1191124..1191903)
                     /locus_tag="YPA_1038"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13005.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1191903..1192925)
                     /locus_tag="YPA_1039"
     CDS             complement(1191903..1192925)
                     /locus_tag="YPA_1039"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13006.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1192978..1193109
                     /locus_tag="YPA_1040"
     CDS             1192978..1193109
                     /locus_tag="YPA_1040"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-D-arabino-heptulosonate 7-phosphate
                     (DAHP) synthase"
                     /protein_id="ABG13007.1"
                     /db_xref="InterPro:IPR006219"
                     /translation="MGVDHYCTVRYTYGQSITDACIGWKDTEALLRQLAGAVRARRQ"
     gene            complement(1193291..1194043)
                     /locus_tag="YPA_1041"
     CDS             complement(1193291..1194043)
                     /locus_tag="YPA_1041"
                     /EC_number="5.4.2.1"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglycerate mutase"
                     /protein_id="ABG13008.1"
                     /db_xref="InterPro:IPR001345"
                     /db_xref="InterPro:IPR005952"
                     /translation="MAVTKLVLVRHGESQWNNENRFTGWYDVDLSEKGRSEAKAAGKL
                     LKDEGFTFDFAYTSVLKRAIHTLWNILDELDQAWLPTEKTWKLNERHYGALQGLNKSE
                     TAEKYGDEQVKQWRRGFAITPPALEKSDERFPGHDPRYAKLTDAELPTTESLALTIER
                     VIPYWNDVIKPRIASGERVIIAAHGNSLRALVKYLDDLGEDEILELNIPTGVPLVYEF
                     DENFKPIKHYYLGNADEIAAKAAAVANQGKAK"
     gene            complement(1194390..1194725)
                     /locus_tag="YPA_1042"
     CDS             complement(1194390..1194725)
                     /locus_tag="YPA_1042"
                     /codon_start=1
                     /transl_table=11
                     /product="putative starvation-inducible protein"
                     /protein_id="ABG13009.1"
                     /translation="MRLFPLWLLSAGLLLSANVMAADPPKTPSPAQAAQQQQMTDCNQ
                     QASTQSLKGDERKNFMSQCLKAQTAPDGKALTPQQQKMKSCNAEAAQKMLKGDERKTF
                     MSTCLKKAA"
     sig_peptide     complement(1194660..1194725)
                     /locus_tag="YPA_1042"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 22"
     gene            complement(1195018..1195914)
                     /locus_tag="YPA_1043"
     CDS             complement(1195018..1195914)
                     /locus_tag="YPA_1043"
                     /EC_number="5.1.3.3"
                     /codon_start=1
                     /transl_table=11
                     /product="aldose 1-epimerase"
                     /protein_id="ABG13010.1"
                     /db_xref="InterPro:IPR008183"
                     /translation="MLLGYPTPADYLHQAAYLGATVGRYANRIANAQITLDGETIQLV
                     PNQGPNQLHGGPEGFHAQRWQKVTQDDHQVTYKLDSPDGDQGFPGNLTVEVQYLLTED
                     NRLEIHYQAQVDKTCPVNLTNHAYFNLDGEGHDARSHRLQLFADRYLPVDSAGIPTGG
                     LADVENTGMDFRQPKTLAQDFLQDRCQQRVKGYDHAYLLHRTCGALDSPAAHLWSSDN
                     QVQMSMFTSAPALQLYSGNYLAGTPARNGGTYASYAGVALESEFLPDSPNHPEWPQPD
                     CWLKPGKTYRSTTVYHFIALPL"
     gene            complement(1195935..1196087)
                     /locus_tag="YPA_1044"
     CDS             complement(1195935..1196087)
                     /locus_tag="YPA_1044"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13011.1"
                     /translation="MLKNGAASPNSVDPLAPDGHPFEFTKLQNKSGMTVTFMNGGQPG
                     YRPYYR"
     gene            complement(1196081..1197232)
                     /locus_tag="YPA_1045"
     CDS             complement(1196081..1197232)
                     /locus_tag="YPA_1045"
                     /EC_number="2.7.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="galactokinase"
                     /protein_id="ABG13012.1"
                     /db_xref="InterPro:IPR000705"
                     /db_xref="InterPro:IPR001174"
                     /db_xref="InterPro:IPR006203"
                     /db_xref="InterPro:IPR006206"
                     /translation="MSLKQHTQTIFRQQFDRESDITIKAPGRVNLIGEHTDYNDGFVL
                     PCAINYETVISCGKRDDRQIRVIAADYENQQDIFSLDAPIVPHPEYRWADYVRGVVKH
                     LQMRNADFGGADLVICGNVPQGAGLSSSASLEVAVGQALQSLYQLPLSGVELALNGQE
                     AENQFVGCNCGIMDQLISALGKKDHALLIDCRTLETRAVPMPENMAVVIINSNIQRGL
                     VDSEYNTRRQQCEAAARFFGVKALRDVEPSLFFSIQDELDPVVAKRARHVISENARTL
                     AAADALAAGNLKLMGQLMQESHISMRDDFEITVPPIDRLVEIVKSVIGDQGGVRMTGG
                     GFGGCIIALMPLELVEQVRTTVAQEYPAHSGGKKETFYVCQASQGAGLC"
     gene            complement(1197229..1198281)
                     /locus_tag="YPA_1046"
     CDS             complement(1197229..1198281)
                     /locus_tag="YPA_1046"
                     /EC_number="2.7.7.12"
                     /EC_number="2.7.7.10"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-glucose-hexose-1-phosphate
                     uridylyltransferase / UTP-hexose-1-phosphate
                     uridylyltransferase"
                     /protein_id="ABG13013.1"
                     /db_xref="InterPro:IPR001937"
                     /db_xref="InterPro:IPR011573"
                     /translation="MTHFNPVDHPHRRYNPLKDQWVLVSPHRAKRPWQGQQEAPATEN
                     LPAHDPDCFLCPGNTRVTGDVNPDYSSTYVFTNDFAALMPDTPDAPPSHDPLMRSQSA
                     RGTSRVICFSPDHSKTLPQLTLPALEQVVQTWQQQSAELGKIYPWVQVFENKGAAMGC
                     SNPHPHGQIWANSFLPNEAEQEDRLQQQYFQQHQSPMLLDYVERERRDGQRTVVETEH
                     WLAVVPYWAAWPFETLLLPKAAVLRLEDLSAEQRSDLAIALKKLTSRYDNLFSCSFPY
                     SMGWHGAPYNANDNTHWQLHAHFYPPLLRSASVRKFMVGYELLAETQRDLTAEQAAAL
                     LRAVSDVHYKEAGAKS"
     gene            complement(1198291..1199307)
                     /locus_tag="YPA_1047"
     CDS             complement(1198291..1199307)
                     /locus_tag="YPA_1047"
                     /EC_number="5.1.3.2"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-galactose 4-epimerase"
                     /protein_id="ABG13014.1"
                     /db_xref="InterPro:IPR005886"
                     /translation="MYVLVTGGSGYIGSHTCVQLIEAGYKPVILDNLCNSKSSVLARI
                     HSLTGYTPELYAGDIRDRTLLDSIFAAHPIHAVIHFAGLKAVGESVNRPLEYYNNNVF
                     GTLVLLEAMRAAQVKNLIFSSSATVYGDQPQIPYVESFPTGSPSSPYGRSKLMVEQIL
                     QDVQLADPQWNMTILRYFNPVGAHPSGLMGEDPQGIPNNLMPFIAQVAVGRRESLAIF
                     GNGYPTPDGTGVRDYIHVVDLADGHVAAMKTLHGKPGVHIFNLGAGVGHSVLQVVAAF
                     SKACGKPLAYHFAPRREGDLPAYWADATKAAEQLGWRVSRSLDEMAADTWHWQSKNPQ
                     GYPD"
     gene            complement(1199667..1200485)
                     /locus_tag="YPA_1048"
     CDS             complement(1199667..1200485)
                     /locus_tag="YPA_1048"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13015.1"
                     /translation="MWGVLATSLLFLPLSQVLSLLFLVSSLAMACYSGVLTFPATAFL
                     LAIIILVLLLQKYRQRNGVAAGLELLLVLGVIALFLHLVPGFHNLKVLDKVRTGPLSA
                     PFTMYYNLDKALVPFILLACLPTLFKVKKHPSVGRMGWVVLILSVPALLLLAVALGGL
                     KIELHTPVWIGSFIIANLFFVCLAEEALFRGYLQQRLGQWLGSYPALVITALLFGSAH
                     FAGGPLLMLFAALAGVIYGLAWLWSGRLWVAVAFHFALNLMHLLFFTYPLYLPH"
     sig_peptide     complement(1200393..1200485)
                     /locus_tag="YPA_1048"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.991) with cleavage site probability 0.844 at
                     residue 31"
     gene            complement(1200702..1202192)
                     /locus_tag="YPA_1049"
     CDS             complement(1200702..1202192)
                     /locus_tag="YPA_1049"
                     /codon_start=1
                     /transl_table=11
                     /product="putative molybdenum transport ATP-binding
                     protein modF"
                     /protein_id="ABG13016.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSELQISQGCFRLSDTQTLILPALHIQAGDCWAFVGANGSGKSA
                     LAKALSGELALLEGSRQSHFRHGVRLSFEQLQQLVNEEWQRNNTDLLSADEDDTGRTT
                     AEIIQEAARDPQRCQQLAALFGISHLLSRRFKYLSTGETRKTLLCQALMPQPDLLILD
                     EPFDGLDVAARAQLAEMLSTLSAQGVTLVLVLNRFDDIPDFVQYVGVLADCHLTHMGP
                     RQQILSEALIAQLAHSENLDGLSLPETEDPQHHLRIPKNEPLIILNDGVVEYNDRPIL
                     HNLSWQVNPGEHWQIIGQNGAGKSTLLSLITGDHPQGYSNDLTLFGRRRGSGETIWDI
                     KRHIGYVSGSLHLDYRVSTRVRTVILSGFFDSIGLYQAASDRQQQLADQWLSLLGFST
                     SVANQPFHSLSWGQQRLVLIARALVKHPALLILDEPLQGLDPLNRLLVRRFIDVMIGE
                     GETQLLFVSHHAEDAPQCITHRLTFVPFGDIYHYQQEKSPSQPQVK"
     gene            complement(1202302..1203162)
                     /locus_tag="YPA_1050"
     CDS             complement(1202302..1203162)
                     /locus_tag="YPA_1050"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum transport protein ModE"
                     /protein_id="ABG13017.1"
                     /db_xref="InterPro:IPR003725"
                     /db_xref="InterPro:IPR004606"
                     /translation="MLFSYLCHLAIYDNNCFPPEQKTMQAEILLTLKLQQRLFADPRR
                     IALLKQIQHTGSISQGAKLAGISYKSAWDAINDMNTLSEEILVERATGGKGGGGAHLT
                     RYGERLIQLYDLLATIQQKAFDTLKDDSLPLDSLLAAISRFSLQTSARNQFFGTLIER
                     DHQQVQQHVNILLSDGKTRLTAAITQQSADRLQLSAGKEVLALIKAPWVKLVTDPALA
                     GAADNALPGTVASIEPGNDHSEVIVTLTGGANLCSTQNNSELHALNLRVGSAVIAQFN
                     ADRVIIATLC"
     gene            1203359..1203511
                     /locus_tag="YPA_1051"
     CDS             1203359..1203511
                     /locus_tag="YPA_1051"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13018.1"
                     /translation="MFELLKSLVFAVVMVPVVMAVILGLIYGLGEVFNVISKTGHPKE
                     RNTLRS"
     sig_peptide     1203359..1203421
                     /locus_tag="YPA_1051"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.856) with cleavage site probability 0.849 at
                     residue 21"
     gene            1203746..1204525
                     /locus_tag="YPA_1052"
     CDS             1203746..1204525
                     /locus_tag="YPA_1052"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdate-binding periplasmic protein precursor"
                     /protein_id="ABG13019.1"
                     /db_xref="InterPro:IPR005950"
                     /db_xref="InterPro:IPR011587"
                     /translation="MKNQYGKVSYWVAGAVLLTAFSGPAFAADKITVFAAASLTNALQ
                     DIAVQYKQEKQVDVVASYASSSTLARQIEQGAPADLFISADQQWMDYAIDKQQIVANT
                     RYTLLGNELVLIAPQDSQIDKVEIDKKTDWKKLLEGGRLAVGDPDHVPAGIYAKESLE
                     NLGAWSTLAPEMARANNVRSAMALVERAEAPLGIVYGSDAVASKKVKVVGIFPEASHK
                     PVEYPMAIVKGHDNPTVTAFYDYLKSPAAAVIFKNYGFTPR"
     sig_peptide     1203746..1203829
                     /locus_tag="YPA_1052"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 28"
     gene            1204525..1205220
                     /locus_tag="YPA_1053"
     CDS             1204525..1205220
                     /locus_tag="YPA_1053"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum transport system permease protein
                     ModB"
                     /protein_id="ABG13020.1"
                     /db_xref="InterPro:IPR011867"
                     /translation="MILSEYEWQAIILSLKVSGVAVACSLPLGILMAWVLVRCRFPGK
                     SLLDSVIHLPLVLPPVVIGYLLLISMGRRGFIGEWLYSWFGINFSFSWRGAALASAVV
                     AFPLMVRAIRLALEAVDTRLELAARTLGATPWRVFFTITLPLSLPGVIAGTVLSFARS
                     LGEFGATITFVSNIPGETRTIPLAMYTLIETPGAEAAAARLCVIAIILSLVSLLLSEW
                     LANWGKKRMGAPC"
     gene            1205214..1206293
                     /locus_tag="YPA_1054"
     CDS             1205214..1206293
                     /locus_tag="YPA_1054"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum transport ATP-binding protein ModC"
                     /protein_id="ABG13021.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR004606"
                     /db_xref="InterPro:IPR011868"
                     /translation="MLELNFSQQLGDLHLQVATDLPAQGITAIFGLSGAGKTSLINVI
                     GGLTRPQQGRVILNGRVLVDAEKNIYLPPEKRRVGYVFQDARLFPHYRVRGNLQYGMA
                     ASMRGQFDAIVGLLGIEPLLNRFPFTLSGGEKQRVAIGRALLTAPELLLMDEPLASLD
                     LPRKRELLPYLERLAQDVNTPILYVSHSMDEILRLADQVVVMDAGKVRAVGGLEEVWA
                     SSALRPWLQREEPSSILRVSVIGHHDRYAMTALALGDQRLWVGKLDAAEGNSMRIRIN
                     AADVSLALQPPHSSSIRNILPVKVAECLDVDGQVDVKLAIGEQWLWARITPWARDELG
                     LKPGQWVYAQIKSVSFNRQNGPVPD"
     gene            complement(1206349..1207170)
                     /locus_tag="YPA_1055"
     CDS             complement(1206349..1207170)
                     /locus_tag="YPA_1055"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13022.1"
                     /db_xref="InterPro:IPR000150"
                     /db_xref="InterPro:IPR001757"
                     /db_xref="InterPro:IPR006379"
                     /translation="MTYRIIALDLDGTLLDHKKRILPESLSALAQARAEGVKVIVVTG
                     RHHVAIHPFYQALQLDTPAICCNGTYIYDYQNKKVLDSNPLTPQQAVQVLQLLEKTQI
                     HGLMYVDDAMLYQQITGHVTRTLSWAESLPPAQRPTFLQVNSLLDAAHSATAIWKFAT
                     SHPDTAQLKAFAARVEAEMGLACEWSWHDQVDIAQAGNSKGKRLQQWVESQGLSMQEV
                     IAFGDNFNDLSMLEAAGLGVAMGNSDDAIKQRADLVITDNEQPGIAAVIRQHVLA"
     gene            1207461..1208465
                     /locus_tag="YPA_1056"
     CDS             1207461..1208465
                     /locus_tag="YPA_1056"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13023.1"
                     /translation="MKQAVYVASPDSQQIHVWQLDSAGELTLLQTVDVPGQVQPMAIS
                     PNQRHLYVGVRPDFGIVSYHIADDGTLTAAGMAPLPGSPTHIDTDRQGRFLFSASYSF
                     NCVSISPIDTHGVVQAPIQQLDDLPAPHSANIDPTNQILLVPCLKEDKVRLFDLSAEG
                     QLTPHAQADITVAAGAGPRHMAFHPNHQVAYCVNELNSSVDVYQISNNGQEYHLVQSL
                     DAMPADFTGTRWAADIHITPNGRYLYISDRTANLLGIFTVSEDGRVISLVGHHLTEAQ
                     PRGFNIDHSGNFLIASGQKSDHIEVYRIDQNTGELTTLKRYPVGKGPMWVSIRGAQNS
                     "
     gene            complement(1208650..1209930)
                     /locus_tag="YPA_1057"
     CDS             complement(1208650..1209930)
                     /locus_tag="YPA_1057"
                     /EC_number="2.6.1.62"
                     /codon_start=1
                     /transl_table=11
                     /product="adenosylmethionine-8-amino-7-oxononanoate
                     aminotransferase"
                     /protein_id="ABG13024.1"
                     /db_xref="InterPro:IPR005814"
                     /db_xref="InterPro:IPR005815"
                     /translation="MTPSDLVFDQQHIWHPYTSMTEPLPCYPVVGAEGVELQLADGRR
                     LIDGMSSWWAAIHGYNHPVLNFAAHQQLDKMSHVMFGGITHPPAVKLCRQLVAMTPPP
                     LECVFLADSGSVSVEVALKMALQYWQAKGERRQRILTLRHGYHGDTFGAMSVCDPQNS
                     MHSLYQGYLAENLFANAPQCGFDDPWDPQDIANFVALITQHANEIAAVILEPVVQGAG
                     GMRIYHPSYLREVRALCDKHQILLIADEIATGFGRTGKLFACEHAQIVPDILCLGKAL
                     TGGYLTLSATLTTRAVAETISKGDAGCFMHGPTFMANPLACAVASANLSLLAENSWQQ
                     QVSKIEDQLKRELLPLAQEDTVADVRVLGAIGVVEMKKPVNVARLQRSFVEQGVWIRP
                     FGKLIYLMPPYIISQHALTRLTAAVAAAVVDRGS"
     gene            1210029..1211066
                     /locus_tag="YPA_1058"
     CDS             1210029..1211066
                     /locus_tag="YPA_1058"
                     /EC_number="2.8.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="biotin synthase"
                     /protein_id="ABG13025.1"
                     /db_xref="InterPro:IPR002684"
                     /db_xref="InterPro:IPR006638"
                     /translation="MATYHHWTVGQALALFDKPLLELLFEAQQVHRQHFDPRQVQVST
                     LLSIKTGACPEDCKYCPQSSRYKTGLESERLMQVEQVLESAKKAKAAGSTRFCMGAAW
                     KNPHERDMPYLAKMVEGVKALGMETCMTLGSLSKQQAHRLADAGLDYYNHNLDTSPEF
                     YGSIITTRSYQERLDTLNEVRDAGIKVCSGGIVGLGETVRDRAGLLVQLANLPKPPES
                     VPINMLVKVKGTPLENNAEVDAFEFIRTIAVARIMMPSSYVRLSAGREQMNEQTQAMC
                     FMAGANSIFYGCKLLTTPNPDEDKDLQLFRKLGLNPQQTATSHGDREQQQALTEQLLH
                     GDTAQFYNAAV"
     gene            1211066..1212217
                     /locus_tag="YPA_1059"
     CDS             1211066..1212217
                     /locus_tag="YPA_1059"
                     /EC_number="2.3.1.47"
                     /codon_start=1
                     /transl_table=11
                     /product="8-amino-7-oxononanoate synthase"
                     /protein_id="ABG13026.1"
                     /db_xref="InterPro:IPR001917"
                     /db_xref="InterPro:IPR004723"
                     /translation="MSWQDKIAQGLQRRRDAAAYRTRQVNEGANGRWLQSGERQYLNF
                     SSNDYLGLSQNDEVIAAWQQGARRYGVGSGGSGHVTGYSQPHARLEQQLADWLGYPRA
                     LLFISGYAANQAVLTALTDADDRILADKLSHASLLEAAAHSPAQLRRFQHNQPEALQN
                     LLIKPCQGQTLVVTEGVFSMDGDSAPLAALQQQTSAAGGWLLVDDAHGIGVHGEGGRG
                     SCWLQGVQPELLVVTFGKAFGLSGAAVLCQEPVAEYLLQYARHLIYSTAMPPAQACAL
                     QAALRQVQQGDALRQQLQQRIRQFRTAAAHLPLQLGASKTAIQPLLVGDNQQSLIWAE
                     QLRAAGLWVTAIRPPTVPPGSARLRITLSAAHQPEDIDRLLEVLYGLCH"
     gene            1212201..1213004
                     /locus_tag="YPA_1060"
     CDS             1212201..1213004
                     /locus_tag="YPA_1060"
                     /codon_start=1
                     /transl_table=11
                     /product="biotin synthesis protein BioC"
                     /protein_id="ABG13027.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR011814"
                     /translation="MASVTEHAQWGVGCLPPLNVDKQAIAAAFSRAAESYDSAANLQR
                     ETGHRLVQLGQQHTGFVVLDAGCGTGHFSQHWRLLGKRVIALDLAAGMLDYARQQQVA
                     DDYLLGDIEHIPLPDQSVDICFSNLAVQWCSDLGAALSEFYRVTRPGGIILFSTLAEG
                     SLDELGQAWQQVDGQRHVNDFLPLQHIQTACQYYRHHLTTALYQPRFPNVIALMRSLQ
                     GIGATHLHHGRQAGLQGRQRLAALQRAYVMQSGGYPLSYHMVYGVIYRD"
     gene            1212997..1213719
                     /locus_tag="YPA_1061"
     CDS             1212997..1213719
                     /locus_tag="YPA_1061"
                     /EC_number="6.3.3.3"
                     /codon_start=1
                     /transl_table=11
                     /product="dethiobiotin synthase"
                     /protein_id="ABG13028.1"
                     /db_xref="InterPro:IPR004472"
                     /translation="MTKRWFITGTDTDVGKTVASCALLQAATAQGYRTAGYKPVASGS
                     QMTADGLRNSDALALQANSSQRLGYSQVNPFTFLEATSPHIASESEGRAIPLTALSQG
                     LRQLEPSADWILIEGAGGWFTPLSPQATFADWVQQEQLPVIMVVGVKLGCINHALLTA
                     QAIQHAGLTLAGWVANEVTPAGRRQAEYQATLTRMITAPLLGIIPYLSDIEENPVTTR
                     RDLGHYLDLTVLRAAEREAVNM"
     gene            complement(1213871..1214581)
                     /locus_tag="YPA_1062"
     CDS             complement(1213871..1214581)
                     /locus_tag="YPA_1062"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino acid transporter"
                     /protein_id="ABG13029.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MLSLTAVNQYYGNNHILWDINLELPRGQCTCLIGRNGVGKTTLI
                     NCIMGHLPIKSGTMIWQPHHEPPQNLQQQPVERRNALGIGYVPQGQQIFSQLSVEDNL
                     LVAVLAGRHKSHPIPGWVFELFPLLHDKRSQRGGELTRNQQQQLAIARALVAEPELLI
                     LDEPGSGTSPALSEDISTVLHQLSRNLGMTLLLVEHRLPFIQHIADRFCLMAGGRNVA
                     QGTLDQLNEGLISEHLAR"
     gene            1215671..1217686
                     /locus_tag="YPA_1063"
     CDS             1215671..1217686
                     /locus_tag="YPA_1063"
                     /codon_start=1
                     /transl_table=11
                     /product="Excinuclease ABC subunit B"
                     /protein_id="ABG13030.1"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR001943"
                     /db_xref="InterPro:IPR004807"
                     /db_xref="InterPro:IPR011545"
                     /translation="MSKSFKLHSVFKPAGDQPEAIRKLEEGLENGLAHQTLLGVTGSG
                     KTFTVANVIADLNRPTMILAPNKTLAAQLYGEMKEFFPDNAVEYFVSYYDYYQPEAYV
                     PSSDTFIEKDASVNEHIEQMRLSATKALLERRDVVVVASVSAIYGLGVPDLYLKMMLH
                     LTRGMIIDQRSILRRLSELQYSRNDQVFQRGTFRVRGEVIDIFPAESDEWALRVELFD
                     EEVERLSIFDPLTGQLQHEVPRFTVYPKTHYVTPRERILQAMEEIKVELAERRQVLLA
                     NNKLLEEQRLSQRTQFDLEMMNELGYCSGIENYSRYLSGRGPGEAPPTLFDYLPADGL
                     LIVDESHVTIPQIGGMYKGDRSRKETLVEYGFRLPSALDNRPMRFEEFEALAPQTIYV
                     SATPGKYELEKSGGDIIEQVVRPTGLLDPLIEVRPVATQVDDLLSEIRIRAAINERVL
                     VTTLTKRMAEDLTDYLSEHGAKVRYLHSDIDTVERVEIIRDLRLGEFDVLVGINLLRE
                     GLDMPEVSLVAILDADKEGFLRSERSLIQTIGRAARNLNGKAILYGDRITASMEKAIG
                     ETERRRAKQQAYNEERRIIPQGLNKKIGDILQLGQPSMRGKGKGRGSHKMADTTQYQS
                     LSPKALDQKIRELEAKMYTYAQNLEFEQAAELRDQVHQLRQQFIAIS"
     gene            1217978..1218223
                     /locus_tag="YPA_1064"
     CDS             1217978..1218223
                     /locus_tag="YPA_1064"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13031.1"
                     /translation="MSEHLSKDPLHGITLEQLLTKLVENYGWDGLADRIQINCFISDP
                     SIKSSLKFLRRTPWARQKVEALYIEMSDKAEWLKGQS"
     gene            complement(1218354..1219277)
                     /locus_tag="YPA_1065"
     CDS             complement(1218354..1219277)
                     /locus_tag="YPA_1065"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13032.1"
                     /db_xref="InterPro:IPR010119"
                     /translation="MRNRTLADLERVVALGGGHGLGRVMSSLSSLGSRLTGIVTTTDN
                     GGSTGRIRRSEGGIAWGDTRNCLNQLITEPSVASAMFEYRFTGNGELAGHNLGNLMLK
                     ALDHLSIRPIEAINLVRSLLKVDALLIPMSEQPVDLMAIDHEGHPIYGEVNIDQLAQM
                     PQEMLLSPPVHATREAVEAINQADVILIGPGSFLTSLMPLLLLDELTQALRRSSASMI
                     YIGNLGRELSPAAAALSLQDKLTIMESKIGRKIIDAVIVSPTIDISGVKDRIIVQQPL
                     EAKDIPHRHDRELLRQALENTLQQLNGADSV"
     gene            1219764..1220789
                     /locus_tag="YPA_1066"
     CDS             1219764..1220789
                     /locus_tag="YPA_1066"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP cyclohydrolase subunit MoaA"
                     /protein_id="ABG13033.1"
                     /db_xref="InterPro:IPR000385"
                     /db_xref="InterPro:IPR006638"
                     /translation="MQGRNACISRIWKGVMVQLTDAFARKFYYLRLSITDVCNFRCTY
                     CLPEGYRPDGVKSFLSLDEINRVSRAFALLGTEKIRLTGGEPSMRRDFTDIIATIRQN
                     PAIRTLAVTTNGYRLVRDVAQWRDAGLTAINVSVDSLDPRQFHAITGQDKFYQVMQGI
                     DAAFDAGFDKVKVNAVLMRDVNDRQLSAFLDWIKPRPIQLRFIELMETGEGGNLFRKH
                     HVSGGVIRQQLLEQGWQQQDRARSDGPAQVFHHSDYQGEIGLIMPYEKDFCASCNRLR
                     VSALGNLHLCLFGEQGITLRDLLGSDDQQDELIARIQSALQTKKQTHFLHQGNSGITQ
                     NLSFIGG"
     gene            1220890..1221369
                     /locus_tag="YPA_1067"
     CDS             1220890..1221369
                     /locus_tag="YPA_1067"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP cyclohydrolase subunit MoaC"
                     /protein_id="ABG13034.1"
                     /db_xref="InterPro:IPR002820"
                     /translation="MTQLTHINTAGEAHMVDVSAKNETVREARAEAFVDMQAATLAMI
                     IDGSHHKGDVFATARIAGIQAAKKTWELIPLCHPLLLTKVEVKLEAQPEHNRVRIETC
                     CRLTGKTGVEMEALTAASVAALTIYDMCKAVQKDMIIGPVRLLTKSGGKSGDFKVDI"
     gene            1221366..1221611
                     /locus_tag="YPA_1068"
     CDS             1221366..1221611
                     /locus_tag="YPA_1068"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin synthase subunit MoaD"
                     /protein_id="ABG13035.1"
                     /db_xref="InterPro:IPR010034"
                     /translation="MIQILFFAQVRELVGVDKLQLAAEFPTVEALRQSLCQRGERWQL
                     ALEEGKLLTAVNQSLVSAQHPLAAGDEVAFFPPVTGG"
     gene            1221611..1222066
                     /locus_tag="YPA_1069"
     CDS             1221611..1222066
                     /locus_tag="YPA_1069"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin synthase subunit MoaE"
                     /protein_id="ABG13036.1"
                     /translation="MMENTRIRVGAEAFSVGDEYTWLSQCDEDGAVVTFTGKVRNHNL
                     GASVSALTLEHYPGMTEKALTEIIADARSRWSLQRVSVIHRVGPLFPGDEIVFVGVTS
                     AHRSMAFEAAEFIMDYLKTRAPFWKREATVEGERWVESRDSDHIAAKRW"
     gene            1222209..1222622
                     /locus_tag="YPA_1070"
     CDS             1222209..1222622
                     /locus_tag="YPA_1070"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13037.1"
                     /translation="MDRYPRSNGSIVERAGSGIQAYMAQVYGWMTCGLLLTAVVAWYA
                     ANTPSIIFALQSNQILFFGLIIAQLGLVFVISGMVNRLSGTAATSLFMLYSALTGLTL
                     SSILIMYTGASIAKYFRYMCRDVWCHELLWLHHQT"
     gene            1222579..1222920
                     /locus_tag="YPA_1071"
     CDS             1222579..1222920
                     /locus_tag="YPA_1071"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13038.1"
                     /translation="MFGAMSFYGYTTKRDLSGMGSMLFMGLIGIILASLVNIWLKSPA
                     LMWVVTYIGVLVFVGLTAYDTQKLKNLGAQLDVNDKDSFRKYSIVGALTLYLDFINLF
                     LMLLRIFGNRR"
     gene            1223155..1223613
                     /locus_tag="YPA_1072"
     CDS             1223155..1223613
                     /locus_tag="YPA_1072"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG13039.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1223842..1225545)
                     /locus_tag="YPA_1073"
     CDS             complement(1223842..1225545)
                     /locus_tag="YPA_1073"
                     /codon_start=1
                     /transl_table=11
                     /product="choline dehydrogenase"
                     /protein_id="ABG13040.1"
                     /db_xref="InterPro:IPR000172"
                     /db_xref="InterPro:IPR011533"
                     /translation="MEYDYIIIGAGSAGNVLAARLTEDADVTVLLLEAGGPDYRLDFR
                     TQMPAALAFPLQGKRYNWAYETDPEPHMNNRRMECGRGKGLGGSSLINGMCYIRGNAM
                     DFDHWASLSGLEDWSYLDCLPYFRKAETRDIGPNDFHGGEGPVSVTTPKIGNNPLFHA
                     MVAAGVQAGYPRTDDLNGYQQEGFGPMDRTVTPKGRRASTARGYLDQARPRNNLTIIT
                     HALTDRILFEGKRATGVRYLKGDAGTGQTAYARREVLLCGGAIASPQILQRSGIGPAE
                     LLQRLDIPLVQALPGVGENLQDHLEMYLQYSCKQPVSLYPALLWFNQPKIGIEWLFNG
                     TGVGASNQFEAGGFIRSRDAFTWPNIQYHFLPVAINYNGSNAVKEHGFQAHVGSMRSP
                     SRGRIQVKSKDPRQHPSILFNYMSSEQDWHEFRDAIRITREIIAQPALDPYRGREISP
                     GANVQNDDELDAFIREHAETAYHPSCSCKMGDDKMAVVDGQGRVHGVQGLRVVDASIM
                     PQIITGNLNATTIMIAEKIADRIRGCQPLAKSNAAYFIAGDTPARTSPVRHSLPVTSY
                     P"
     gene            complement(1225568..1227040)
                     /locus_tag="YPA_1074"
     CDS             complement(1225568..1227040)
                     /locus_tag="YPA_1074"
                     /codon_start=1
                     /transl_table=11
                     /product="betaine aldehyde dehydrogenase"
                     /protein_id="ABG13041.1"
                     /db_xref="InterPro:IPR000911"
                     /db_xref="InterPro:IPR002086"
                     /db_xref="InterPro:IPR011264"
                     /translation="MSRYGLQKLYINGAYTDSTSGDTFDAVNPANGECIAQLQAANAQ
                     DVDKAVAAAKQGQPVWAAMTAMERSRILRRAVDILRDRNDELAAIETADTGKPLSETR
                     SVDIVTGADVLEYYAGLIPALEGQQIPLRGSAFVYTRREPLGVVAGIGAWNYPLQIAL
                     WKSAPALAAGNAMIFKPSEVTSLTALKLAGIYTEAGLPAGVFNVLTGSGDQVGQMLTE
                     HPGIAKVSFTGGIASGKKVMANAAGSTLKDVTMELGGKSPLIIFADADLDKAADIAMM
                     ANFYSSGQVCTNGTRVFVPQALQAAFEQKIVERVKRIHIGDPSDERTNFGPLVSFQHR
                     DSVMRYIDSGKREGATLLIGGYSLTEGALAHGAYVAPTVFTHCRDDMQIVREEIFGPV
                     MSILSYQSEEEVIRRANDTEYGLAAGVVTQDLNRAHRVIHQLQAGICWINTWGESAPE
                     MPVGGYKHSGVGRENGISTLEHYTQIKSIQVELGSFNSVF"
     gene            complement(1227098..1227694)
                     /locus_tag="YPA_1075"
     CDS             complement(1227098..1227694)
                     /locus_tag="YPA_1075"
                     /codon_start=1
                     /transl_table=11
                     /product="TetR-family regulatory protein"
                     /protein_id="ABG13042.1"
                     /db_xref="InterPro:IPR001647"
                     /translation="MPKVGMQPIRRQQLIEATMAAVNEVGMHEASIAQIAKRAGVSNG
                     IISHYFRDKNGLLEATMRYLIRHLGEAVKQHLAALSVNDPRARLRAIAEGNFDDSQIN
                     SAAMKTWLAFWASSMHSPQLYRLQQVNNRRLYSNLCAEFKRCLPREQAQLAAKGMAGL
                     IDGLWLRSALSGEHFNRQEALLIIHNYIEQQLNIKYKC"
     gene            1228059..1230107
                     /locus_tag="YPA_1076"
     CDS             1228059..1230107
                     /locus_tag="YPA_1076"
                     /codon_start=1
                     /transl_table=11
                     /product="high-affinity choline transport protein"
                     /protein_id="ABG13043.1"
                     /db_xref="InterPro:IPR000060"
                     /translation="MVTSDIDTKPQKDTLNPVVFFTSAGLILAFCLMTIFYTDLSNRW
                     IGITLNWVSATFGWYYLLAATLYIVFVIYIATSRYGSIKLGPEQSKPEFSLVSWAAML
                     FAAGIGIDLMFFSVAEPVTQYMMPPEGQGQTLEAARQAMVWTLFHYGLTGWSMYALMG
                     IALGYFSYRYNLPLTIRSALYPIFGKRIDGPIGHSVDIAAVIGTIFGIATTLGIGVVQ
                     LNYGLNVLFHIPESLAVQAGLILLSVVMAAVSVTSGVNKGIRILSEVNVLLALGLILF
                     LLFWGNTEFLLNALVLNVGDYINRFLGMTLNSFAFDRPTQWMNSWTLFFWAWWVAWSP
                     FVGLFLARISRGRTIRQFVVGTLIIPFVFTLLWLSIFGNSALYQILHGNIAFANEVME
                     FPERGFYSLLAQYPGFTLSASVATITGLLFYVTSADSGSLVLGNFTSRLADINNDSPN
                     WLRTFWSITIGLLTLGMLMTDGVAALQNATVIMGLPFSFVIFFVMVGLYKSLKIEDYR
                     KASSQQTPTPTLISGNEVLNWKQRLSRVMNYPGTTYTAKILDTICRPAMEEVAQELAV
                     RGVKVEFNELPPKEDEQLNRLNHLELLVHLGDEQNFVYQIWPQRYSVPAFTYRARSGK
                     SHYYRLETYLLEGTQGNDLMDYSKEQIINNILDQYERHMNFLHIQSEAPGNIMTFPDQ
                     "
     gene            1230339..1231232
                     /locus_tag="YPA_1077"
     CDS             1230339..1231232
                     /locus_tag="YPA_1077"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysR-family regulatory protein"
                     /protein_id="ABG13044.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MQKLLFSGRINLKMIRYFLAVSDELHFGKAAERLHISQPPLSLQ
                     IKELEDALGFPLFIRDSRNVVLTLAGEMMKAEMKDVFDNIENSLSRVSYIARHEQTHL
                     NIGIIGSALWHQLLEKFKHYKTVNPKTTWSLHELPPSKQYEALLNKKLDIGFWRCADL
                     EQNPALIYRRVEKQRVAVAVSNESLLVNKKILTLKDLSGQTLIFLTFNHSGYSKNLYN
                     SCLNAGCTPQAIYQFDEPQTQLAFVNSNLGIALVPESMQEIPWPNIKFIPLKEDLSAD
                     LFAVYHPDSVTPALNKLLALF"
     gene            complement(1231270..1232151)
                     /locus_tag="YPA_1078"
     CDS             complement(1231270..1232151)
                     /locus_tag="YPA_1078"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13045.1"
                     /db_xref="InterPro:IPR000169"
                     /translation="MTTRVLKAHLQMLGFTALLGGSFIASATISNALPPMVITWLRYA
                     IASLFFVVLLVSQGLLTLPHYRDLGRYTLISLPPLLYFACMIFSLQTTSAINSSALYT
                     TVPLMSMVMSVVFLNAKSTWPVVAALLLGILGALLIIFKGDLSQVLRLSLMPSDYLFL
                     FGCLGMALNPIVVKKLHRGEHALVLTGWSLICATLLLTVIIAYQLPEIEWRNISVITW
                     SGVLYLATFATALSFFLFQKACIVLSPTKVSGYVYLIPLSVIVTNMMLGQTINWQEIA
                     SGAILVIIAMAILVKAK"
     sig_peptide     complement(1232068..1232151)
                     /locus_tag="YPA_1078"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.683 at
                     residue 28"
     gene            1232464..1233327
                     /locus_tag="YPA_1079"
     CDS             1232464..1233327
                     /locus_tag="YPA_1079"
                     /codon_start=1
                     /transl_table=11
                     /product="xanthosine phosphorylase"
                     /protein_id="ABG13046.1"
                     /db_xref="InterPro:IPR001254"
                     /db_xref="InterPro:IPR010943"
                     /db_xref="InterPro:IPR011268"
                     /translation="MTTVNSNINVDADFNELPFQAVKYIQKIKPGFKPQIAFILGSGL
                     GDLVDQITNDTTISYADIPGFPVSSVHGHAGELVLGDLCGVPVMCMKGRGHFYEGKGM
                     SIMTNPVRTFKLMGCEFLFCTNAAGSLRPEVLPGSVVMLKDHINTMPGTPLVGPNDDR
                     FGPRFFSLANAYDKDLRADMAKIAQQLDIPLTEGVFVSYLGPCFETPAEIRMMQIIGG
                     DVVGMSVVPEVLSAAHCGLKVIALTAITNLAEGLSDVVLSHEQTLKFAKVASVNFTKL
                     IEAFLKSKALR"
     gene            1233466..1234266
                     /locus_tag="YPA_1080"
     CDS             1233466..1234266
                     /locus_tag="YPA_1080"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13047.1"
                     /translation="MIIKKRLKVMFFLQFFIWGAWLVTLGAYMMNTLNFTGAQVGLVY
                     GAKGIACILMPSLVGIIADRWVKANILYACCHLLGAVALLIAANVSDPNIMFFVMLFN
                     AMVYMPTIALANTISYICLEKAGLDTIKDFPPVRVFGTIGFIFAMWAISLSGFELSNI
                     QLYIASGAALVLAIYALSLPSCPTSNIKKDRSWVNILGLDAFVLFKQKKMAIFFLLCP
                     ENPQLGWGFSKAFSFGSVIKTPFDLLKQFAVWQLQMFNKKSKGGPNEG"
     sig_peptide     1233466..1233570
                     /locus_tag="YPA_1080"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.621) with cleavage site probability 0.311 at
                     residue 35"
     gene            1234256..1234714
                     /locus_tag="YPA_1081"
     CDS             1234256..1234714
                     /locus_tag="YPA_1081"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG13048.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1234827..1235432
                     /locus_tag="YPA_1082"
     CDS             1234827..1235432
                     /locus_tag="YPA_1082"
                     /codon_start=1
                     /transl_table=11
                     /product="MFS family xanthosine permease"
                     /protein_id="ABG13049.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MLLGASLQISHTFSSPFLHDFAKNPIYQDSLVVQYPSILLSMAQ
                     IAEVFFILAIPFFLSRFGIKRVMMISMIAWTLRFTLFAYGDPSATGIVLLLLSMVVYG
                     CAFDFFNISGAIYVEKEVDHNIRASAQGLFMTMVNGVGAYVGAITSGHVVDYFTVNGV
                     KDWNSIWLSFAAYTVILVIVFFFVFQDKHEPTDLKNRQLSH"
     gene            complement(1235520..1235993)
                     /locus_tag="YPA_1083"
     CDS             complement(1235520..1235993)
                     /locus_tag="YPA_1083"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13050.1"
                     /translation="MNLNKTAIVTLLSLATLIGFGGSAIAQNAMGTHMNGDGTDMSHS
                     QGKHSGKNSMANLTTEQQAIRQQVLNEFQASTADMRQQLTSKNYEYKALLTSKPVDEQ
                     KVLAVSKEIQTLRDSLYQRRVSMDTQLAKAGIAMTGNHGSRGGNHMGMAGGRGCR"
     sig_peptide     complement(1235913..1235993)
                     /locus_tag="YPA_1083"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.934 at
                     residue 27"
     gene            1236351..1238165
                     /locus_tag="YPA_1084"
     CDS             1236351..1238165
                     /locus_tag="YPA_1084"
                     /EC_number="2.7.3.-"
                     /codon_start=1
                     /transl_table=11
                     /product="PAS/PAC sensor signal transduction histidine
                     kinase"
                     /protein_id="ABG13051.1"
                     /db_xref="InterPro:IPR000014"
                     /db_xref="InterPro:IPR000700"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MKESKGKSNLFSVIPYGFFVGLVIILIAVIITMAIKDLNRGRNI
                     EFQTLLEKSAVLIRSFESSSRTGMGMSWRQRQTLMEEMAYQPGVIYIAVTDLSGKILA
                     HSNPARVGTQLYSPQEMADLNVQLAEQWRIAAFLDEDNKSQDAFEVYRFFKPLRRNNT
                     HQSHMNMVRRSNVAATQDNNDKYENQSVIFTAFDTEALDAMQAKDIRNTIIFLSILSM
                     LALAGILALFWARRYQLSRRQLQDSKAISTEIINNLPIGLITTNEEQLISVVNHTAEK
                     IFGISKDILTGQNIHQALPPEWNLLVKKSQRHQPVIEHEIDYKLKEGLIIPLSISVAN
                     IVNHNGSFLGNIFIFRDMREVRQLQEEIRRKEKLVAIGNLAAGVAHEIRNPLSSIKGF
                     AKYFEGHSPQGSEEQELAKVMIKEVDRLNRAVTELLGLVRPSDLRIQLVNINEIIAHS
                     LHLIRQDADSKKITIQFISNENLPRVEIDPDRFTQALLNLYLNAIQAMGRAGTLEIAL
                     ALVEESKLRISVIDTGKGIRAEDLENIFNPYFTTKASGTGLGLAIVQKVIEEHQGRIT
                     VTSHPQSGTRFDMTIPLVQRGQYRPDGQEQKASNNDNT"
     gene            1238125..1239516
                     /locus_tag="YPA_1085"
     CDS             1238125..1239516
                     /locus_tag="YPA_1085"
                     /codon_start=1
                     /transl_table=11
                     /product="Helix-turn-helix, Fis-type"
                     /protein_id="ABG13052.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR002078"
                     /db_xref="InterPro:IPR002197"
                     /db_xref="InterPro:IPR003593"
                     /translation="MGKNKRRRIMTTHKAHILVVDDDLSHCTIIQALMKGWGYQTTPA
                     HNGLEAIELAKEIPFDLILTDVRMSEMDGIEALKAIKAYNPAIPILIMTAYSNVESAV
                     EAIKAGAYDYLTKPLDFDMLQLTLERALEHTHLKNENKTLKQQIISNQNIIGRSPQMR
                     YLMDMVGMIAPSEATVLICGESGTGKEIIARSVHANSARKDQPLVIVNCAALSESLLE
                     SELFGHEKGAFTGADKRREGRFMEAHKATLFLDEIGEISGLMQAKLLRAIQEREIQRV
                     GSNQTLDIDVRLIAATNRNLKADVDSGKFRQDLYYRLNVVTIDTPALRERSEDIPPLS
                     MHFLEKFALKNRKSIKGFTPQAMNMLLKYNWPGNVRELENTVERAVILLTGDFISEKE
                     LPLNINHYIQENAGSENIGYEDAEKPIQSLEWVEIDAILTALEKTGGNKTEAAKHLGI
                     TRKTLQAKLQKRT"
     gene            1239864..1240973
                     /locus_tag="YPA_1086"
     CDS             1239864..1240973
                     /locus_tag="YPA_1086"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH:flavin oxidoreductase, old yellow enzyme
                     family"
                     /protein_id="ABG13053.1"
                     /translation="MDKLFTPFKVGDTELVNRVVMAPMTRSRATVGDTADELTAKYYQ
                     QRASAGLIITEGSQISVQGQGYLFTPGIYNDAQVKGWERVTNAVHNAGGKIYIQLWHV
                     GRISHTGLQNDGQAPVSSVAVKAKNSTCYARDENGQPGLVPVSEPRALSVSEIKDIVQ
                     DYVQAADNAIRAGFDGVEIHAANGYLLEQFINGGLNTRQDEYGGADPENRLRFVLEVT
                     DAISQAIGAGKTGIRLAPFGRLFDMHPFEGEEETWLLLAKELSTRSLSYVHLSDQQTL
                     GEQAIPAGFIEKFRAAYDGPLIIAGGFDKQRAEQYLQQGKADLIGFGRPYIANPDLVE
                     RMVNDWPLNQVDRATMYGGDEKGYTDYPVWSDTQA"
     gene            complement(1240974..1241885)
                     /locus_tag="YPA_1087"
     CDS             complement(1240974..1241885)
                     /locus_tag="YPA_1087"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulator, LysR family"
                     /protein_id="ABG13054.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MRRTDHLGGITAFVTTAQQGSFTAAAEKLGLTKSAVGKSVSRLE
                     DRLGLKLFQRSTRRLSLTPDGERFLASCQSAIDILEQAEAELMSHICQPSGRLRVDLP
                     AAFGRQRILPILLDIIRLYPELALTVTFSERFVDLIEEGIDLVIRIGELADSSGLVAR
                     RLTTQKLVICASPDYLLYHGEPVSTDELSQHQCVVGFRRSQPISWLLKESDGQISRFA
                     PPPTHEFGDGDAMLAATLAGGGLSQLPLWLVGKYLESGELREVLPGHSGGEMPISALW
                     PKNRQLLPKIRYVVDTLVKAAEDGLLD"
     sig_peptide     complement(1241805..1241885)
                     /locus_tag="YPA_1087"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.699) with cleavage site probability 0.426 at
                     residue 27"
     gene            1242440..1242667
                     /locus_tag="YPA_1088"
     CDS             1242440..1242667
                     /locus_tag="YPA_1088"
                     /codon_start=1
                     /transl_table=11
                     /product="coenzyme F420-dependent N5,N10-methylene
                     tetrahydromethanopterin reductase and related
                     flavin-dependent oxidoreductases"
                     /protein_id="ABG13055.1"
                     /translation="MLDLAPITEGHSLADAFTNSVRLARQVGLAGGLTEAQACLLLAM
                     LDGAETRASATRTPNFIEQFFYYFFKHFTSL"
     gene            1242678..1243004
                     /locus_tag="YPA_1089"
     CDS             1242678..1243004
                     /locus_tag="YPA_1089"
                     /codon_start=1
                     /transl_table=11
                     /product="Ethyl tert-butyl ether degradation EthD"
                     /protein_id="ABG13056.1"
                     /db_xref="InterPro:IPR009799"
                     /translation="MPSVKGFKHVGFLTRKKGQSFEDFVKHWEEVHTAITLKLPGLRG
                     YVLNPIDREKYPDSPVDGFSELWFDSIEDAIAAFDSPIGKAAYEDVPNFVESAAITYI
                     TEIRKL"
     gene            complement(1243043..1244149)
                     /locus_tag="YPA_1090"
     CDS             complement(1243043..1244149)
                     /locus_tag="YPA_1090"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter multidrug efflux pump, permease
                     subunit"
                     /protein_id="ABG13057.1"
                     /db_xref="InterPro:IPR000412"
                     /translation="MFHRLYTLIIKELQSLLREPQTRAILILPVILQVILFPFAATLE
                     VTNATIAIYSEDSGKASVELTQRFAKAAAFSNVLLLHSPHEIQPVIDNQKALLLIRFP
                     AQFSADLANGKTTQLQLVLDGRNSNSAQIAANYIQQIVQNYQLELTSGQIKPNNSELV
                     IRNWYNPNLDYKWFVVPSLIAMITTIGVLIVTSLSVAREREQGTMEQLLVSPLTTWQI
                     FIGKAVPALIVATFQASIVLLIGIFFYQIPFAGSLALFYGTMLLYGLSLVGFGLLISS
                     LCSTQQQAFIGVFVFMMPAILLSGYVSPVENMPIWLQNITWINPIRHFTDITKQIYLK
                     DASFDIIWHSLWPLLVITATTGSAAYGMFRRKIA"
     gene            complement(1244162..1245337)
                     /locus_tag="YPA_1091"
     CDS             complement(1244162..1245337)
                     /locus_tag="YPA_1091"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter multidrug efflux pump, permease
                     subunit"
                     /protein_id="ABG13058.1"
                     /translation="MAEQNISPVAKGETYQDTGFSWRRLRALCHKETRQILRDPSSGL
                     IAVVIPLMLLFIFGYGINLDSSKLHVGILLEQQSKPAQDLANAFANSPYIAAQISDDR
                     EALIHTMQAGTIRGLIVIPNDFAEQLARPEGKAPIQVITDGSEPNTANFVQGYAQGVW
                     QLWQQQQTQNTGQKNDPLIEIQVRYWFNPAAISRHFIIPGAITIIMTVIGAILTSLVI
                     AREWERGTMEALLSTQVTRSELLLSKLLPYYVLGMFAMALCMLVSVFILGVPYRGSLG
                     ILFITTSLFLASTLGMGLLISTLTRNQFNAAMIALNAAFLPAVMLSGFIFEIDSMPAV
                     VRAVTYIIPARYFVSSLQTLFLAGNIGTVLVVNLLFLIASAVVFIGLTAWKTRRRLD"
     gene            complement(1245342..1247084)
                     /locus_tag="YPA_1092"
     CDS             complement(1245342..1247084)
                     /locus_tag="YPA_1092"
                     /codon_start=1
                     /transl_table=11
                     /product="ATPase"
                     /protein_id="ABG13059.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MNGIQHIITLEAVEKRFSGLDHPAVASLTTEIRSGAVTGLVGPD
                     GAGKTTLLRMLAGLLKPTQGKITVVGLDPLKDDRQLHAILGYMPQKFGLYEDLTVMEN
                     LSLYADLRGVTGELRRQTFERLLTFTDLTRFTSRLAGKLSGGMKQKLGLACTLVGQPK
                     VLLLDEPGVGVDPISRRELWRMVHELADDGMLILWSTSYLDEAEQCREVLLLNEGKFL
                     YSGAPQTLTQRMSGRTILVAAQRGTNRQLLQHALTLPQVSDGVIQGKYVRLILKPDVD
                     HSQLLQWLNQPDAEMKEAEPRFEDAFIDLLGGGPDSESALAKIMPRVAGNPGETVIEA
                     QALTKKFGDFAATDHVNFQVKRGEIFGLLGPNGAGKSTTFKMMCGLLVPSDGKALVLG
                     MDLKTSSGKARQHLGYMAQKFSLYGNLTVEQNLKFFSGVYGLKGKIQRDKIADMISAF
                     NFTPILKQTPDSLPLGFKQRLALACALMHEPDILFLDEPTSGVDPLTRREFWLHINGM
                     VDKGVTVMVTTHFMDEAEYCDRIGLVYRGKIIAAGTPDELKQQVASDDDPNPSMETAF
                     IELVLRYDQQHDKE"
     gene            complement(1247098..1248084)
                     /locus_tag="YPA_1093"
     CDS             complement(1247098..1248084)
                     /locus_tag="YPA_1093"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane-fusion protein"
                     /protein_id="ABG13060.1"
                     /translation="MNRKKIIVAAVIVALLATLAYGWHYYRQQNDASLTLYGNVDIRT
                     VNLGFRVAGRLASLAVDEGDDIHPGQTLGKLDDGPYLNALKQAQANVQSAQAQLALLK
                     AGYREEEIAQVRSEVAQRQAAFDYADNFLKRQQGLWASKAVSANELENARTARNQAQA
                     NLQAAKDKLAQFLSGNRPQEIAQAEANLAQTEAELAQAQLNLQDTILLAPSAGTVLTR
                     AVEPGTILSASNTVFTVSLTDPVWVRAYVSERHLGQAIPGSEVEVFTDGRPDKPYHGK
                     IGFVSPTAEFTPKTVETPDLRTDLVYRLRIIITDADESLRQGMPVTVRFPQR"
     sig_peptide     complement(1248016..1248084)
                     /locus_tag="YPA_1093"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.747 at
                     residue 23"
     gene            complement(1248136..1248846)
                     /locus_tag="YPA_1094"
     CDS             complement(1248136..1248846)
                     /locus_tag="YPA_1094"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, TetR family"
                     /protein_id="ABG13061.1"
                     /db_xref="InterPro:IPR001647"
                     /translation="MSHSTPHSVTPPSPATTRGEQARQQLLQAAIELFGELGLKGATT
                     RDIAQRAGQNIAAITYYFNSKEGLYLAVAQYIADFIQQAFSPLAQEIDHFLQLPAEHQ
                     PPEQQLHYIRQGLLAFSHLMTQPETLNLSKIMAREQLSPSEAYPLIHTQAIAPLHQTL
                     NQLLAAFTGTDASATKTIIHTHALIGEVLAFRLARETIRRQAGWKSIGEAESQLINQV
                     LIEHIDLLLNGLRAKATL"
     gene            1249237..1250592
                     /locus_tag="YPA_1095"
     CDS             1249237..1250592
                     /locus_tag="YPA_1095"
                     /codon_start=1
                     /transl_table=11
                     /product="DEAD/DEAH box helicase"
                     /protein_id="ABG13062.1"
                     /db_xref="InterPro:IPR000629"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR011545"
                     /translation="MSFDSLGLNADILRAVEEQGYLVPTPIQRQAIPVVLEGRDLMAS
                     AQTGTGKTAGFTLPLLQLLSQDQQPIKGRRPVRALILTPTRELAAQIDENVQSYSKYL
                     KLRSLVVFGGVSINPQMMKLRGGVDILVATPGRLLDLEHQNAVDLSKIEILVLDEADR
                     MLDMGFIHDIRRVLAKLPAKRQNLLFSATFSDEIKGLASKLLHNPASVEVARRNTASE
                     QIAQSVHFVDKNRKRELLSQMIGEGNWQQVLVFNRTKHGANHLAEQLNKDGITAAAIH
                     GNKSQGARTRALADFKDGKIRVLVATDIAARGLDIDQLPHVVNYELPNVPEDYVHRIG
                     RTGRAERTGEAISLVCVDEHKLLRDIERLLKREIPRIALDGYEPDPSIKADPIQNGRQ
                     GRGAQRPGMGRGSSAGRPQNGGGAAGRGDSRNSRPRSQADGQRRPAGPSSRGRSRNPG
                     E"
     gene            1250698..1250988
                     /locus_tag="YPA_1096"
     CDS             1250698..1250988
                     /locus_tag="YPA_1096"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13063.1"
                     /translation="MFSLGGIIMQNVTLIGIDLGKHSFHVHCQDQSIKALLRKKLTRT
                     KLIPVFYEDEVDIDLNLNPKIGADWCMKGQQKRIATHRGRIKNTILQEQSIR"
     gene            1251044..1251277
                     /locus_tag="YPA_1097"
     CDS             1251044..1251277
                     /locus_tag="YPA_1097"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase"
                     /protein_id="ABG13064.1"
                     /translation="MLEKLRPTCRRAEIITLILEDYVIHKSRKVEDWLQENPKVKLLF
                     LPTYSPWLNKIGLLWLSLYETITRNHQCRYMWQ"
     gene            1251806..1252006
                     /locus_tag="YPA_1098"
     CDS             1251806..1252006
                     /locus_tag="YPA_1098"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13065.1"
                     /translation="MNLLQPMAVQEATVAMEVGGVIPMVAQEAVVVMGEILEVEVEAA
                     VVMVVEVIMGQVTEVAKPNIVR"
     gene            1252155..1252709
                     /locus_tag="YPA_1099"
     CDS             1252155..1252709
                     /locus_tag="YPA_1099"
                     /codon_start=1
                     /transl_table=11
                     /product="molecular chaperone with C-terminal Zn finger
                     domain"
                     /protein_id="ABG13066.1"
                     /translation="MVSQVRMGLMDYQTQIVKMEGTAVKALYILIMARVEMGGMAQQI
                     MLRVEMAVMAAMVLPMVAPAGMEGMDKYLLSKLIFTVLLGISLSSEAALNIYSHNLIK
                     TVGDGGAGGNGGNGVGGGNGGHGGNAGSGQNSHGGAGGNGGNSGGRGSSGGNGGGGGN
                     GGSGSNSSGGQGGDGGNAGNSGLT"
     gene            1252827..1253141
                     /locus_tag="YPA_1100"
     CDS             1252827..1253141
                     /locus_tag="YPA_1100"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13067.1"
                     /translation="MQQMVMGVMGVMDLIVVMVETEEMQEPTVMETAGMVVREVITGE
                     MGDEGEMEMVLEMVVAVVMLDGEGEVEDQVVEVALAAKMVLPVRVRPDKRRLIPANYP
                     FH"
     gene            1253316..1254524
                     /locus_tag="YPA_1101"
     CDS             1253316..1254524
                     /locus_tag="YPA_1101"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG13068.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            1254999..1255886
                     /locus_tag="YPA_1102"
     CDS             1254999..1255886
                     /locus_tag="YPA_1102"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13069.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MSLKKIANELGLSSTTVSRALNGYDDVAAETRERIIDAAKRLGY
                     QPNSLARRLKMGRTDAIALAYPSRPRVLNNSTFLEMISWIGIELGKRGLDLLLIPDEP
                     GEKYQSLIHLVETRRVDALIVAHTQPEDFRLQYLQKQNFPFLALGRSHLPKPYAWFDF
                     DNHAGASLAVKRLLELGHQRIAFVSTDARISYVDQRLQGYVQTMSEAGLMPLAGYLQK
                     ADPTRPGGYLAASRLLALEVPPTAIITDCNMLGDGVASALDKAGLLGGEGISLIVTNG
                     AIVIHTQRLKSDPGGNLLS"
     gene            1255900..1256922
                     /locus_tag="YPA_1103"
     CDS             1255900..1256922
                     /locus_tag="YPA_1103"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13070.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1256922..1257701
                     /locus_tag="YPA_1104"
     CDS             1256922..1257701
                     /locus_tag="YPA_1104"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13071.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            1257717..1257974
                     /locus_tag="YPA_1105"
     CDS             1257717..1257974
                     /locus_tag="YPA_1105"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ThuR, regulatory protein for
                     trehalosemaltose transport"
                     /protein_id="ABG13072.1"
                     /translation="MGRWWRYKWITFHPSLTLIAYDGLPDDSLLDIAVTPIVQNTRTS
                     VGKQIASMICDLLGGKDPKELQVLWQPEIGEGETDGVNRRG"
     gene            complement(1258121..1258196)
                     /locus_tag="YPA_r041"
                     /note="tRNA-Asn2"
     tRNA            complement(1258121..1258196)
                     /locus_tag="YPA_r041"
                     /product="tRNA-Asn"
     gene            complement(1258374..1259186)
                     /locus_tag="YPA_1106"
     CDS             complement(1258374..1259186)
                     /locus_tag="YPA_1106"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13073.1"
                     /translation="MIKWLWKANKPQAEMLAQWHEALNIPLLAPLNEPEQQRLVSVAS
                     QLLQQKRFIPLQGLILTPLMQARLALLFALPVMELGAKWLDGFHEVLIYPSPFIVAED
                     WQDDLGLVHSGQSVQSGQSWEQGPIVLNWQDIQDSFDLSGFNLVIHEAAHKLDMRNGG
                     HSNGVPPIAMRDVAVWEHDLHHAMDNIQDEIDMVGVEGASMDAYAASNPAECFAVLSE
                     YFFSAPELLEGRFPAVYQHFCRFYRQDPLARLKRWENSLADNPPPENTHSHR"
     gene            complement(1259576..1259860)
                     /locus_tag="YPA_1107"
     CDS             complement(1259576..1259860)
                     /locus_tag="YPA_1107"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13074.1"
                     /translation="MFIVSLTYHQPIDVVEALTENHKDWLKKYYAQGVFIASGRKVPR
                     TGGIILVKSIAREALDKILAEDPFNAVADYSVTEFVPSMAIESVEALKSL"
     gene            complement(1260097..1260948)
                     /locus_tag="YPA_1108"
     CDS             complement(1260097..1260948)
                     /locus_tag="YPA_1108"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13075.1"
                     /db_xref="InterPro:IPR000687"
                     /db_xref="InterPro:IPR008266"
                     /translation="MKIPKRIQPLVDDGLVDEVIRRLKSGKEADVYVVRCGSDIRCAK
                     VYKEAENRSFKQAVQYQEGRKVRNSRDARAMAKGSKFGRKQQEETWQTAEVDALFLLA
                     NAGVRVPQPYTCLDGVLLMELVTDEDGLAAPRLSDVPLSKEQALADHEIMIQYVVRML
                     CAGLVHGDLSEFNVLMDKDGPVIIDLPQAVNAAANNHAKAMLERDVANMTHYYGQYAP
                     ELLNRKYAKEMWALYEDGKLHPDTPLTGNFAESTQAADVDAVLDEIKAVIAEEQERLR
                     EAQEHNN"
     gene            complement(1261051..1262769)
                     /locus_tag="YPA_1109"
     CDS             complement(1261051..1262769)
                     /locus_tag="YPA_1109"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter (ATP-binding protein)"
                     /protein_id="ABG13076.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MLRRFFSYYAPYKGLFFLDFGCAILAGLLELSFPMAVKLFIDKL
                     LPNQDWVMIVWAAAGLLLIYLLNTVLMAIVNYWGHALGVGIETDMRRQAFNHLQKLSF
                     SYYDNIKTGHIITHVTKDLEEVGEVAHHGPEDLFIAVMTFIGAFILMATVHLPLAMVT
                     IIIVPFMTYLVTRYGSKMTDTWRKLFGQVGNFNTRIEESIGGIRVVKAFANEPHEEKL
                     FAKDNENYRTTKLRAYRIMTTSMTMSYLSTRLVQLIVMVVGTWYVIHDQLSYGGFVGF
                     LLLVEVFFRPVEKITSVLESYPKGIAGFKRFTQLIDTLPDIVDQPNARPVGHLRGDIS
                     YQHVCFGYSSQAPIFTDLNLQIHAGETVAFVGPSGAGKTTLCSLLPRFYELNAGAITI
                     DGIDIREMTQQSLRNNIGIVQQDVFLFGGSIRENIAYGKLNASDDEIMVAAQRARLDE
                     LISSLPEGLDTLVGERGVKLSGGQKQRLSIARIFLKNPPILILDEATSALDTATEQAI
                     QLALTELSQGRTTLVIAHRLATIQNADRIIVVDKGGIIEQGDHHELLARQGAYAILHH
                     AQFSAA"
     gene            1263425..1263589
                     /locus_tag="YPA_1110"
     CDS             1263425..1263589
                     /locus_tag="YPA_1110"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13077.1"
                     /translation="METSLFDDNKVIALIGLLSTALIVVSVMFVMTYMADHQRNDAQL
                     IDVQNCYKED"
     gene            complement(1263671..1264057)
                     /locus_tag="YPA_1111"
     CDS             complement(1263671..1264057)
                     /locus_tag="YPA_1111"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG13078.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MSQENHLALVCALSKWVETHLGRVIYLEELAAYSGYSLWHMQKI
                     FKDVTGVSLGKYIRERLLAGAVYQLRSSDSTIFDIALDFGFGSQSHFTYMFRKHYGIT
                     PYDFRQNTDIDLNIALPLHAIHQKQA"
     gene            1264613..1264852
                     /locus_tag="YPA_1112"
     CDS             1264613..1264852
                     /locus_tag="YPA_1112"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13079.1"
                     /translation="MSEMLTNDQELVSDLVACQLVIKQILDVIDIIAPTEVRDKMSHQ
                     LNTIDFSTHPAGADPVTKRAIEKAIALIDLKFTQK"
     gene            complement(1264943..1265176)
                     /locus_tag="YPA_1113"
     CDS             complement(1264943..1265176)
                     /locus_tag="YPA_1113"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13080.1"
                     /translation="MSLFRLFLVAAIVYLGLLFSGYGVLIGSEKNAAGLGLQCKYLTA
                     RNIANAQYINGENGIIGISSCPLVKKIGNNVFE"
     sig_peptide     complement(1265093..1265176)
                     /locus_tag="YPA_1113"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.635) with cleavage site probability 0.312 at
                     residue 28"
     gene            1265759..1266034
                     /locus_tag="YPA_1114"
     CDS             1265759..1266034
                     /locus_tag="YPA_1114"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13081.1"
                     /translation="MLDTNMSAFGVASIALPLLTVLFFLIVWFFLSRASVRANEQVRL
                     LREIAEQQKRQTELLTALLENATGTRDGQNDSDTVSPLDFKGFIPER"
     sig_peptide     1265759..1265875
                     /locus_tag="YPA_1114"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.960) with cleavage site probability 0.896 at
                     residue 39"
     gene            1266297..1266596
                     /locus_tag="YPA_1115"
     CDS             1266297..1266596
                     /locus_tag="YPA_1115"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13082.1"
                     /translation="MIKWYEESDSEVNRSIALLTGEDPDKWYPYGGIKGKDYCKNPSD
                     AWPIIYANKIGLFYPETNDNNQWNARITNPQGEWQAYSQSPLRAAMICYLLSQEV"
     gene            1266639..1266950
                     /locus_tag="YPA_1116"
     CDS             1266639..1266950
                     /locus_tag="YPA_1116"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13083.1"
                     /translation="MYRTDRKSLSVSVLLTVFVELMMKRIIKGDLNLSHLVIAHAAID
                     RHQKSYGERRQGWPSTYLVRYKNNRVAVEVVTRRQSYVATLMIGARNLSKLCGVSALL
                     P"
     gene            1267187..1268560
                     /locus_tag="YPA_1117"
     CDS             1267187..1268560
                     /locus_tag="YPA_1117"
                     /codon_start=1
                     /transl_table=11
                     /product="aromatic amino acid transport protein"
                     /protein_id="ABG13084.1"
                     /db_xref="InterPro:IPR000585"
                     /db_xref="InterPro:IPR002293"
                     /db_xref="InterPro:IPR004840"
                     /translation="MEQQLQNSSLKRGLKNRHIQLIALGGAIGTGLFLGIAQTINMAG
                     PSVILGYAIGGFIAFLIMRQLGEMVVEEPVAGSFSHFAYKYWGDFAGFLSGWNYWAMF
                     ILVGMAELTAVGIYIQYWWPEIPTWVSAAVFFIIINAINLVNVRLYGETEFWFAIIKV
                     AAIIGMIVFGAYLLASGSGGPAASVTNLWAQGGFMPHGFRGLIMAMAVIMFSFGGLEM
                     VGITAAEAEDPRNSIPKATNQVVYRILIFYIGSLTVLLSLFPWNNVVEGGSPFVMIFD
                     ALDSPWVATALNVVVLTAALSVYNSGVYCNSRMLFGLASQGNAPKLLTKLNKRGVPIR
                     SIALSALATSAGVVINYIMPGKAFELLMALVVSTLVINWVMICLAHLKFRKAKVKEGV
                     VPRFKALWYPYGNYLCLVFLALILVIMYLTEGIRISVLMMPVWIALLWCGFVLTRRKC
                     PKTVTSL"
     gene            complement(1268865..1269464)
                     /locus_tag="YPA_1118"
     CDS             complement(1268865..1269464)
                     /locus_tag="YPA_1118"
                     /codon_start=1
                     /transl_table=11
                     /product="Antimicrobial peptide resistance and lipid A
                     acylation PagP"
                     /protein_id="ABG13085.1"
                     /translation="MNYKDIINACILSGVFLLHSPSALADTPSVGVSKGQESLQPAAE
                     GNLWQRLIRNVSLAWNSPHQELYIPVNTWHNRWTYDDEKIASYNERPWGVGYGKYRYD
                     EDNNWHSVYAMAFMDSHNRVEPILGYGYQKMWIPGEREGWRFGAGFTASITARYEYHY
                     IPLPLPLPLISIEYNRLSLQTTYIPGTYNNGNVLFTWIR"
     sig_peptide     complement(1269387..1269464)
                     /locus_tag="YPA_1118"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 26"
     gene            1270466..1270582
                     /locus_tag="YPA_1119"
     CDS             1270466..1270582
                     /locus_tag="YPA_1119"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13086.1"
                     /translation="MCGIFSKEVLSKDVSVEYRFSADPYLSASSSNDSSLSM"
     gene            1270625..1270834
                     /locus_tag="YPA_1120"
     CDS             1270625..1270834
                     /locus_tag="YPA_1120"
                     /codon_start=1
                     /transl_table=11
                     /product="cold-shock DNA-binding protein family"
                     /protein_id="ABG13087.1"
                     /db_xref="InterPro:IPR002059"
                     /db_xref="InterPro:IPR011129"
                     /translation="MAKIKGQVKWFNESKGFGFITPADGSKDVFVHFSAIQGNGFKTL
                     AEGQNVEFEIQDGQKGPSAVNVTAI"
     gene            complement(1270925..1271680)
                     /locus_tag="YPA_1121"
     CDS             complement(1270925..1271680)
                     /locus_tag="YPA_1121"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13088.1"
                     /db_xref="InterPro:IPR003730"
                     /translation="MTDFSPRLSRIATISHGFGNKSALLPDCLKPYQASQANKKQVHG
                     IQIVDVTEVGQACGEADGLYTTQAGILLSVLTADCLPIIFSQRHGKGVAVVHAGWRGL
                     LEGIVLQMVERISRDDNPTNWVAAIGPAARSCCYEVNEELVERFMNELPLAKHIISPR
                     FRHLNLAAIAEHQLRNAGIQQIDRVGSCTICTTYTVCTTCTVCTATQESEGEHPPQFK
                     YTSFRRTSQQQAIDPTHPGIRGRNQYSGVVILP"
     gene            1272054..1272893
                     /locus_tag="YPA_1122"
     CDS             1272054..1272893
                     /locus_tag="YPA_1122"
                     /codon_start=1
                     /transl_table=11
                     /product="rRNA (guanine-N1-)-methyltransferase"
                     /protein_id="ABG13089.1"
                     /db_xref="InterPro:IPR000051"
                     /translation="MSYQCPLCHQALQLSQQQWCCSNNHQFDCAKEGYVNLMPVQHKG
                     SKQPGDSPEMMQARRAFLDAGYYQPLQQRVSEILDEALPLDATRLLDIGCGEGYYTAA
                     VADRLNKLRQMAIFGLDVAKVAVRYGAKRYHQVNFCVASSHRLPFANGALDAVLRIYA
                     PCKAVELARTVKPGGIVVTVAPGPRHLYQLKALIYAQVQLHDDTEEHLDGFELIRRET
                     LAYDMKLTGEQGFNLLQMTPFAWRASVDTGQKLAAQPSFSCETDFVISLHRRKTDNPQ
                     NDI"
     gene            complement(1273115..1273393)
                     /locus_tag="YPA_1123"
     CDS             complement(1273115..1273393)
                     /locus_tag="YPA_1123"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13090.1"
                     /translation="MPYFTVSVVLHNAIEGDYEKLNKKMIDSGFTCLIGREKVYKLPE
                     GEFNYGSGILNKQEVADLALKIAEEIRFIPSILVTESSGRTWRNLDLK"
     gene            complement(1273615..1275696)
                     /locus_tag="YPA_1124"
     CDS             complement(1273615..1275696)
                     /locus_tag="YPA_1124"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase with PAS/PAC sensor"
                     /protein_id="ABG13091.1"
                     /db_xref="InterPro:IPR000014"
                     /db_xref="InterPro:IPR000160"
                     /db_xref="InterPro:IPR000700"
                     /db_xref="InterPro:IPR001610"
                     /translation="MALYPASFDDHVFRLLIEAVDDYAIYIIDAKGHVLTWNNGAERN
                     TGYCAEEVIGQSFELFYTPEDLVNGLSVKGLKHANQFGHYESQGWRVRKNGKRFWGNV
                     TLSALHNSENILQGFVHVTRDLTDQWQRDNALRKSEELFRHLISEVEDCAIYMIDTAG
                     RILTWNKGGERHEGYTREEIIGEHFTLLFTQEDISAGVPEKSLAKAVAEGNFQTEGWH
                     VRKNNIRYWASVAISPIHDDQGNLLGFTKIVRDLTERHQREETLRISEERFRLMVDSV
                     EDYAILMLDPWGRVNTWNHGAQHKIGYASNEIIGQHFGCLFLPEDLVAGLPGKLLKTA
                     ASASRIEYEGWLVRKDITRYWALTVITAIHDHNGKLLGYTKLIRDISERKQREDALRA
                     SEAARYEEREQLHQVLSSIPDGIISLNSEGRVVLMNPKAEEMTGCRQNESCGLPIEEV
                     FILWSPLQDKNQLEAFSQCLAEGRQTLLPEGHYLVSRWGERQEIRCSASPIRDRDNIV
                     TGAVVVFQDVTRARHEQRALQYQASHDMLTGLINRRRLEERLTLAINQLAHDGQHILC
                     YVDLDYFKDVNDNAGHEAGDMVLRMVAQTMQQAVRENDIVARLGGDEFAIVLFNCPSK
                     SAAEILEQVVADIAAIQFHWHGQSYVLTASLGAIPLTQQTESASQAMRLADIACYKAK
                     HAGRNQLSLTS"
     gene            1276040..1278331
                     /locus_tag="YPA_1125"
     CDS             1276040..1278331
                     /locus_tag="YPA_1125"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrichrome receptor protein"
                     /protein_id="ABG13092.1"
                     /db_xref="InterPro:IPR010105"
                     /db_xref="InterPro:IPR010916"
                     /db_xref="InterPro:IPR010917"
                     /translation="MGINTMNQSLSISTEPKRSAPRLLCVMIGVALGSLSASSWSAAV
                     ANSTKTASAVAETNSAESSNKADTITVVGTPDTFRAGGNDLIPTYLDGQVANGGRIGF
                     LGQQDARNVPFNIIGYTSKMIEDQQAATIADVVKNDASVQNVRGYGNPSQNYRIRGFN
                     LDGDDISFGGLFGVLPRQIVSTSMVERVEVFKGANAFINGISPSGSGVGGMINLEPKR
                     AGDTPLTRVTVDYGSAAQVGGGLDVGRRYGDNDQYGVRVNVLHREGETAIKDEKNRLT
                     AVSTGLDYRSDRARTSLDVGYQKQTIHHMRTTVGVGAVTVIPEPPSTTLNYGQPWVYT
                     DLETTFGMLRSEYDVSQNWTVYGSIGASHNEETGQYGSPILTDNSGNATISRLYVPYI
                     SESIAGLGGIRGHFDTGFITHKVNLGYATNYRTTKSAFNMSESINTNIYNPGVIPFPP
                     TSTNPNFYSPNQDPTLTSQVRASGFSLSDTLSMMDDKVQLMLGVRRQDVTIRNFNNGV
                     PNSAGSLDAMKVTPIYGVLVRPWEKVSLYANHIEALGPGKSAPNEFNGKPVVNKGQIP
                     GIVHSKQNEVGVKFDNQRYGGTLALFEITRPTGTVDPATNTYGFYGEQRNRGVELNVF
                     GEPVLGTRLLGSAVWLDPKLTKTQNGTNNGNYAVGVARYQLVFGGEYDIPSVEGLTAT
                     GTLTRSGSQYANDANTLKIKPWTRLDLGVRYTMPMKETNLIWRANLENVTNERYWESI
                     EDSGVYLYQGDPRTLKLSVSMDF"
     sig_peptide     1276040..1276165
                     /locus_tag="YPA_1125"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.545 at
                     residue 42"
     gene            complement(1278492..1279061)
                     /locus_tag="YPA_1126"
     CDS             complement(1278492..1279061)
                     /locus_tag="YPA_1126"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13093.1"
                     /translation="MNLSATIILAFAMSMDAFAASIGKGATLYKPRFREALRTGLIFG
                     VIEAITPLIGWCIGLFASQYIMEWDHWIAFSLLFILGCRMIFEGMKQRVAETEKMRSH
                     SFWVLVTTAIATSLDAMAIGVGLAFLQVDIVHTAMAIGLATMIMATLGMLIGRYIGPL
                     LGKRAEIIGGIVLIGIGFNILYEHMHLTA"
     sig_peptide     complement(1279002..1279061)
                     /locus_tag="YPA_1126"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.998 at
                     residue 20"
     gene            complement(1279490..1279951)
                     /locus_tag="YPA_1127"
     CDS             complement(1279490..1279951)
                     /locus_tag="YPA_1127"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13094.1"
                     /translation="MSVTDLVLVVFIALLLIYAIYDEFIMNMMKGKTRLQVHLKRKNK
                     LDCMIFVGLIGILIYNNVMAHGAPLTTYLLVGLALVAVYISYIRWPKLLFKNTGFFYA
                     NTFIEYSRIKSMNLSEDGILVIDLEQRRLLIQVKKLDDLEKIYNFFIENQS"
     gene            complement(1280151..1281029)
                     /locus_tag="YPA_1128"
     CDS             complement(1280151..1281029)
                     /locus_tag="YPA_1128"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, mannose-specific IID component"
                     /protein_id="ABG13095.1"
                     /db_xref="InterPro:IPR004704"
                     /translation="MVDTTTVDTTTVTKTTTGEKKLTASDIRGVFLRSNLFQGSWNFE
                     RMQALGFCFSMVPAIRRLYPENSEERKQAIKRHLEFFNTQPFVAAPILGVTLAMEEQR
                     ANGAEIDDAAINGIKVGLMGPLAGVGDPIFWGTVRPVFAALGAGIAMSGSLLGPLLFF
                     VLFNVVRLLTRYYGVAYGYKKGVNIVNDMGGGFLQKLTEGASILGLFVMGALVNKWTH
                     VNIPVVVSRITNPAGETTVTTVQTILDQLMPGLVPLLLTFGCMWLLRRKVNALWIIMG
                     FFAIGIFGYWIGFLAP"
     gene            complement(1281045..1281842)
                     /locus_tag="YPA_1129"
     CDS             complement(1281045..1281842)
                     /locus_tag="YPA_1129"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, mannose-specific IIC component"
                     /protein_id="ABG13096.1"
                     /db_xref="InterPro:IPR004700"
                     /translation="MEITTLQIVLIFIVACIAGMGSILDEFQFHRPLVACTLVGMVLG
                     DMKTGIIIGGTLEMIALGWMNIGAAVAPDAALASIISTILVIAGGQDIGAGIALAIPL
                     AAAGQVLTIIVRTITVAFQHAADGAAERGSLRAITWLHISALFLQAMRIAIPALIVAL
                     SVGTSEVQMMLSSIPEVVTSGLNIAGGMIVVVGYAMVINMMRAGYLMPFFYLGFVTAA
                     FTNFNLVALGVIGVVMAVLYIQVSPKYNKSQVVQSGPANNDLDNELD"
     gene            complement(1281934..1282908)
                     /locus_tag="YPA_1130"
     CDS             complement(1281934..1282908)
                     /locus_tag="YPA_1130"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, mannose-specific IIAB component"
                     /protein_id="ABG13097.1"
                     /db_xref="InterPro:IPR004701"
                     /db_xref="InterPro:IPR004720"
                     /translation="MSIAIIIGTHGAAAEQLLKTAEMILGEQSNVAYIDFVPGENAET
                     LIEKYNDRLTGLDTSKGVLFLVDTWGGSPFNAASRIAIDKENYEVVTGVNIPMLAETF
                     MARDDEPSFAELVAVAVETGREGVKALKAPDVKSDKPETQPAAPVPTAKAPAVALGPN
                     DHMKIGLARIDDRLIHGQVATRWTKETNVNRIIVVSDEVAADKMRKTLLTQVAPPGVT
                     AHVVDVEKAIRVYNNPKYANDRVMLLFTNPTDVVRLVEGGVDIKSVNIGGMAFRQGKT
                     QVNNAVSIDEKDIEAFNKLNARGIELEVRKVSSDSRLKMMDLISKLNK"
     gene            1283679..1285073
                     /locus_tag="YPA_1131"
     CDS             1283679..1285073
                     /locus_tag="YPA_1131"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13098.1"
                     /db_xref="InterPro:IPR000644"
                     /translation="MFWALIMRLGLLSVISWMVTLTTPLFSVGAFNFAGRDLILLVGG
                     LFLLFKATTELHERLEGNQHNDGANRGYASFWAVVVQIVILDAVFSLDAVITAVGMVN
                     DLPIMMTAVVIAMGVMLLASKSLTRFVNEHPTVVVLCLSFLLMIGLSLIAEGFGFHIP
                     KGYLYAAIGFSILIELFNQIARRNFIKHESRLPRRQRTAEAIIRLMGGRQQQEQQSGD
                     PQQAVPTEAFAEEERYMISGVLTLASRSLRSVMTPRTEISWVDCNRSQAEIREQLLDT
                     PHSLFPVCRDSLDQIIGVVRAKDLLVAIERGESICDFAATTPPIVVPDTMDVINLLGV
                     LRKAKGRLVVVNDEFGVVQGLVTPLDVLEAIAGEFPDEDETPDIIADGDGWLVKGGAD
                     LHSLEQALDCQTLVSPTADYASLAGLLLSHSGHMPTAGDVIELHNLRFQIMDVSDYRI
                     ELVRITKLSNELEE"
     sig_peptide     1283679..1283762
                     /locus_tag="YPA_1131"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.831) with cleavage site probability 0.447 at
                     residue 28"
     gene            complement(1285175..1285642)
                     /locus_tag="YPA_1132"
     CDS             complement(1285175..1285642)
                     /locus_tag="YPA_1132"
                     /codon_start=1
                     /transl_table=11
                     /product="homoprotocatechuate degradative operon
                     repressor"
                     /protein_id="ABG13099.1"
                     /db_xref="InterPro:IPR000835"
                     /translation="MHESLTIALLQAREAAMAFFRPILKANHLTEQQWRIIRVLADNR
                     SIDFHGLARQTCILRPSLTGILTRMERNNLIFRLKPVNDQRKLYVSLTQEGQNLYDNA
                     RPQVEEGYRLIEAAFSPDKMAQLSLLLDEFITVGNKHRQANEMSENEMLEDEE"
     gene            1286026..1286658
                     /locus_tag="YPA_1133"
     CDS             1286026..1286658
                     /locus_tag="YPA_1133"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13100.1"
                     /translation="MKGTVFAVALNHQSQIEAWDSTFHQAPYNRPPKTPVWFIKPRNT
                     VIRHGDGIPYPEGFTVMSGATLALVVGQVARHVALKDAAYYIAGFAVANEVSLPESHF
                     YRPAIQAKCRDGFCPLGDLGPFIDTSALEIITLINGQEADRWSSSGLVRSGTQLLSAL
                     SEFITLQPGDVLLLGTPLHRVELGLGDQVQIQVAGLPVLENIVIQQGSWP"
     gene            1286655..1287419
                     /locus_tag="YPA_1134"
     CDS             1286655..1287419
                     /locus_tag="YPA_1134"
                     /EC_number="5.3.3.10"
                     /codon_start=1
                     /transl_table=11
                     /product="5-carboxymethyl-2-hydroxymuconate
                     delta-isomerase"
                     /protein_id="ABG13101.1"
                     /translation="MKHARIQYQGSTFHVTVDPQGNICLPDGRNVSSEHVIWLPPATG
                     TLFALGLNYADHAAELDFSPPKEPLIFIKAPHSFTGHRQVSVRPDNIEYMHYEAELVV
                     VVGKPARYLNPAHAMDYVAGYTLCNDYAVRDYLENYYRPNLRVKSRDTLTPIGPWIVD
                     KADIPNPHNLVIRTWVNGELCQRGNTADLIFDIPFLMAYLSEFITLQPGDMIATGTPK
                     GLSNVVPGDEVVVEVDGIGCLLNRVISQTDYEDGLL"
     gene            1287416..1288813
                     /locus_tag="YPA_1135"
     CDS             1287416..1288813
                     /locus_tag="YPA_1135"
                     /codon_start=1
                     /transl_table=11
                     /product="5-carboxymethyl-2-hydroxymuconate semialdehyde
                     dehydrogenase"
                     /protein_id="ABG13102.1"
                     /db_xref="InterPro:IPR002086"
                     /db_xref="InterPro:IPR011985"
                     /translation="MKIVNHWIDGKNITSNDYFTTINPATGEVLADVASGGIKEINQA
                     VAAAKSAFPHWANLPMKVRARLMRRLGELIEQQIPEIAQMETQDTGLPIYQTQNALIP
                     RAAHNFEFFAEICQQMNGQTYPVDDQMLNYTLVQPVGVCALVSPWNVPFMTATWKVAP
                     CLALGNTAILKMSELSPLTADKLGELALEAGIPAGVLNVVQGYGATVGDALVCHQDVR
                     AISFTGGTATGNRIMQRAGLKKYSMELGGKSPVLIFDDADIERAMDAALFSIFSLNGE
                     RCTAGSRIFIQESLYSAFIQRFAERASRLRVGDPQDLDTQVGALISKPHWDKVSGYIQ
                     LGIEEGATLLAGGPDKPIDLPAHLRGGHFLRPTVLADVDNRMRVAQEEIFGPVACLIP
                     FKNEDAGLRLARSIEAGMVFVNTQNVRDLRQPFGGIKASGTGREGGKYSFDVFAEVKN
                     VCISMGEHPIPRWGM"
     gene            1288932..1289789
                     /locus_tag="YPA_1136"
     CDS             1288932..1289789
                     /locus_tag="YPA_1136"
                     /EC_number="1.13.11.15"
                     /codon_start=1
                     /transl_table=11
                     /product="3,4-dihydroxyphenylacetate 2,3-dioxygenase"
                     /protein_id="ABG13103.1"
                     /db_xref="InterPro:IPR011984"
                     /translation="MGKLALAAKITHVPSMYLSELPGKHHGCRQAAINGHLEISRRCR
                     EQGVDTLIVFDTHWLVNSAYHINCSDSFSGVYTSNELPHFIRDMAYEYEGNPALGQMI
                     AAEACKLGVRAQAHNIPSLKLEYGTLVPMRYMNSDKHFKVISISAFCTVHAFDDSRNL
                     GQAIINAIEHYDGIVAVLASGSLSHRFIDDQRAEEGMNSYTREFDHQMDERVVELWRE
                     GKFSEFCQMLPEYAQYCFGEGNMHDTVMLLGMLGWDKYDGKVEFVTDLFASSGTGQVN
                     AIFPLAVYG"
     gene            1289814..1290212
                     /locus_tag="YPA_1137"
     CDS             1289814..1290212
                     /locus_tag="YPA_1137"
                     /codon_start=1
                     /transl_table=11
                     /product="5-carboxymethyl-2-hydroxymuconate
                     delta-isomerase"
                     /protein_id="ABG13104.1"
                     /translation="MAHFYAECTDNIREQAELPVLFSNVNQTLVNTGLFPLAGIRSRA
                     IWLDTWQMADGQQDYAFVHMTLKIGYGRSIEHRQAVGKTLFALIQAHFAALMSQRYLA
                     LSFVIEELDPTLSFKQNNAHTLFQQGTSAC"
     gene            1290206..1291009
                     /locus_tag="YPA_1138"
     CDS             1290206..1291009
                     /locus_tag="YPA_1138"
                     /EC_number="4.1.1.77"
                     /codon_start=1
                     /transl_table=11
                     /product="2-oxo-hept-3-ene-1,7-dioate hydratase"
                     /protein_id="ABG13105.1"
                     /db_xref="InterPro:IPR002607"
                     /translation="MLAQKTIIQIAQQLYQAEQCGEQIRQVSLDYPMITIEDAYAIQR
                     QWVAMKIQQGQILRGHKIGLTSKAMQTSSQINEPDYGTLLDQMFFADGSDIPIDRFIV
                     PRLEVELAFVLDKPLSGPNCTLFDVYNATDFVIPALELIDARSHQIDPQSQRPRNVCD
                     TISDNAANAGVILGGRPVKPTELDLRWVSALMYRNGVIEESGVAAAVLNHPANGVAWL
                     ANKLSAYDIPLEVGQIILGGSFTRPVPARRGDTFHVDYGPLGAISCHFV"
     gene            1291020..1291826
                     /locus_tag="YPA_1139"
     CDS             1291020..1291826
                     /locus_tag="YPA_1139"
                     /EC_number="4.1.2.20"
                     /codon_start=1
                     /transl_table=11
                     /product="2,4-dihydroxyhept-2-ene-1,7-dioic acid aldolase"
                     /protein_id="ABG13106.1"
                     /translation="MFPLTNKFKQALKAKKPQIGLWLGLCSNYSAEILAGAGFDWLLI
                     DDEHAPNDVQRILGQLQTIASYPSQPVVRPAWNDPVMIKKLLDIGAQTLLLPMIQNAA
                     QARAAISATRYPPQGIRGVGSALARASRWNRIADYVQQADEQICVLLQIETREALRNL
                     PEILAVDGVDGVFIGPADLASDMGFAGNPHHPEVRQAIDSAVMKIKTADKAAGILMTT
                     PELAEYYLKLGALFVAVGVDTTLLARTAEALAARFGVGNHHPPLAPSGGY"
     gene            1291852..1293219
                     /locus_tag="YPA_1140"
     CDS             1291852..1293219
                     /locus_tag="YPA_1140"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 4-hydroxyphenylacetate permease"
                     /protein_id="ABG13107.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MSDSLSTAPGVTPPVNKNTPLSAQQQSVINKLFRRLIPFLFLLF
                     VFAFLDRINIGFAGLTMGKDLGLSATTFGLATTLFYVTYILFAIPSNIMLGIVGARRW
                     IATIMVLWGIASTATLFAVGPNSLYLLRMIVGITEAGFLPGILVYLTYWFPAHFRARA
                     NALFMVAMPVTMALGSLVSGYILALDGFLNMRGWQWLFLLEGFPSVLLGGVVWFYLDD
                     TPQKARWLTKEDKQCLQEMLESDRLQLAKQADYGALPQSAMWREIFTPVVLMYTLAYF
                     CLTNTLSAVNIWTPQILQSFNQSSSNITIGLLAAIPQVCTIAGMIWWSRRSDRVQERK
                     MHTVLPYLFAAAGWVLASATQNSVIQLLGIIMASTGSFTAMAIFWTTPDQSISLRARA
                     VGIAVINATGNIGSAVSPVLIGWLKDQTGNFNSGLYFVAGLLVIGAVIFLMIPMKKAP
                     PKAIF"
     gene            1293287..1294849
                     /locus_tag="YPA_1141"
     CDS             1293287..1294849
                     /locus_tag="YPA_1141"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxyphenylacetate 3-monooxygenase"
                     /protein_id="ABG13108.1"
                     /translation="MKPENFRANNQRPFTHKEYLDSLQDGREIYIYGERVKNVTTHPA
                     FRNAAASIGQLYDALHDPQSHEQLCWNTDTGNGGYTHKFFRYATSPAELRQQRDAIAH
                     WSRQNYGWMGRSPDYKAAFGSVLGAFPEFYGQFADNARNWYQRIQESGLYFNHAIVNP
                     PLDRHKSADEVKDVYIHIEKETDAGIIVSGAKVVATNSALTHYNFIGFGSAQVMGEDP
                     DFALMFVAPMDADGMKLISRGSYELMVGATGSPFDYPLSSRFDENDAILVMDNVLIPW
                     ENILIYRDFDRCRRWSTQGGFARLFPLQACTRLGVKLDFITALLKKSLMCTGSLEFRG
                     VQADLGEVVAWRNVIWALSDAMCAEAKPWVNGAYLPDLAALQAYRVIAPMAYCKIKNI
                     IERTLASGLIYLPSSVRDLQNPAIDKYLSRYVRGSNGIDHVERIKVLKLMWDAMGSEF
                     GGRHELYEINYAGSQDEIRLQCLRQAQGDGSMDQMMAMVDRCLSDYDTQGWTVPHLHN
                     NNDINQLNRLMK"
     gene            1294870..1295292
                     /locus_tag="YPA_1142"
     CDS             1294870..1295292
                     /locus_tag="YPA_1142"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxyphenylacetate 3-monooxygenase coupling
                     protein"
                     /protein_id="ABG13109.1"
                     /db_xref="InterPro:IPR011982"
                     /translation="MSTENQHHLCFRDAMACLSAAVNIVTTDGPAGRCGITATAVCSV
                     TDTPPTLIICINRNSAMNPVFQQNGCLCINVLNHQQEPMARHFAGMTGSSMEERFSWD
                     IWNVGLLGQPLLRDTLASLEGVIEQVQTIGTHHTDRSA"
     gene            complement(1295627..1296991)
                     /locus_tag="YPA_1143"
     CDS             complement(1295627..1296991)
                     /locus_tag="YPA_1143"
                     /EC_number="4.3.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="L-serine ammonia-lyase"
                     /protein_id="ABG13110.1"
                     /db_xref="InterPro:IPR004644"
                     /translation="MISVFDMFKIGIGPSSSHTVGPMKAGKQFVDLLITEGLMPSITR
                     VAVDVYGSLSLTGKGHHTDIAIIMGLAGNLPDTVDIDSIPAFIRDVELRQKLMLANGL
                     HEVDFPREGGMVFRSDNLPLHENGMQIHAFAGDEKVLSKTYYSIGGGFIVDEENFGKA
                     SVNDVSVPYPFNSAAEILANCEQTGLSISGMVMQNELAMHSKEEIESYFTAIWQTMRA
                     CIDRGLNTEGVLPGPLRVPRRASALRRLLVSSDKLSSDPMIVIDWVNMFALAVNEENA
                     AGGRVVTAPTNGACGIVPAVLAYYDHFIEPVTPEIFIRYFLASGAIGILYKMNASISG
                     AEVGCQGEVGVACSMAAAGLAELLGASPIQVCIAAEIGMEHNLGLTCDPVAGQVQVPC
                     IERNAIASVKAINSARMAMRRTSEPRVSLDKVIETMFETGKDMNAKYRETSRGGLAIK
                     VQCT"
     gene            complement(1297699..1298298)
                     /locus_tag="YPA_1144"
     CDS             complement(1297699..1298298)
                     /locus_tag="YPA_1144"
                     /codon_start=1
                     /transl_table=11
                     /product="MutT-family protein"
                     /protein_id="ABG13111.1"
                     /db_xref="InterPro:IPR000059"
                     /translation="MSELITGQYLSEFINRFQLQLPQPDNVLTHSHYFSATNRRAAVL
                     IPIICRPEPTLLLTRRADHLRKHAGQVAFPGGKADPDDQSLISTALREAEEEVAIPAS
                     VVHVLGKLAPLNSSSGYHVTPIVGLVPANIPFYGNDEEVAGLFEIPLHEALSLSRYHS
                     LDIHREGINHRVYLSWYENQFIWGLTATIIRHLAQQVSI"
     gene            complement(1298295..1299671)
                     /locus_tag="YPA_1145"
     CDS             complement(1298295..1299671)
                     /locus_tag="YPA_1145"
                     /EC_number="2.6.1.85"
                     /codon_start=1
                     /transl_table=11
                     /product="aminodeoxychorismate synthase, subunit I"
                     /protein_id="ABG13112.1"
                     /db_xref="InterPro:IPR005801"
                     /db_xref="InterPro:IPR005802"
                     /translation="MCEKFLTVKELPYHPDALLQQFTPLANQAWAMLLHSGFAQHPHS
                     RFDILVADPKITLTTHGDKTVIVSDQGQETSLADPFSLLQQQLDKFAPAMPAHPDLPF
                     QGGALGLFGYDLGRRVEKLPELAAHDIALPDMAIGLYDWALIADHSRQKLTLVSLGDA
                     EQRLHWLHQQTTDENLVPFKLTVPWQADMSREQYGEKFRQIQAYLRSGDCYQINLAQR
                     FSAEYQGDEWQAFLSLSRSNQAPFSAFIRLPDNAILSVSPERFLWLENHQVQTRPIKG
                     TLPRLADPEQDRQQAERLANSAKDQAENLMIVDLLRNDIGRVARPGSVRVPELFVVEP
                     FPAVHHLVSTITAILPPECSPTELLRACFPGGSITGAPKVRAMEIIEQLEPYRRNAYC
                     GNIGYISCCGTMDTNITIRTLMTENGKIYCSAGGGIVADSQEQAEYQETFDKVARILP
                     QLGECVIS"
     gene            1299836..1300093
                     /locus_tag="YPA_1146"
     CDS             1299836..1300093
                     /locus_tag="YPA_1146"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13113.1"
                     /translation="MLAGMPSLSHEEQQEAVERIHKFMSEGMSSGEAIALVAAEIRER
                     HQNDPQAMAIFEDHDFDEHTESDYRRDDEPDADDIEDPYEG"
     gene            complement(1300219..1301400)
                     /locus_tag="YPA_1147"
     CDS             complement(1300219..1301400)
                     /locus_tag="YPA_1147"
                     /EC_number="2.1.2.-"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylglycinamide formyltransferase 2"
                     /protein_id="ABG13114.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR005862"
                     /translation="MLTIGTALRPGATRVMLLGAGELGKEVAIECQRLGLEVIAVDRY
                     ADAPAMHVAHRSHVINMLDGAALKQLVAQEKPHYIVPEIEAIATDMLVELEKMGQHVV
                     PCAEATRLTMNREGIRRLAAETLQLPTSSYRFADTDSAFFQAVRDIGYPCIVKPVMSS
                     SGKGQSLIRSEEHLQAAWEYAQQGGRAGSGRVIIEGLVHFDFEITLLTIRAVDGIHFC
                     APIGHRQEDGDYRESWQPQAMSDIALQRAKEISAQVVTALGGFGLFGVELFVCGDDVI
                     FSEVSPRPHDTGMVTLISQNMSEFALHVRAFLGLPIGTIRQYGAAASAVILPELTSQN
                     ITYRGLETALIGDTQIRLFGKPEIAGKRRLGVALAVADNIETAIEVAKKAAGNIEVSG
                     E"
     gene            1301713..1303095
                     /locus_tag="YPA_1148"
     CDS             1301713..1303095
                     /locus_tag="YPA_1148"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent RNA helicase"
                     /protein_id="ABG13115.1"
                     /db_xref="InterPro:IPR000629"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR011545"
                     /translation="MSTTSFSSLTLPAEQLSNLNELGYTEMTPVQAAVLPAILNGQDV
                     RAKAKTGSGKTAAFGIGLLDKIAVGEFVTQALVLCPTRELADQVSKELRRLARFTQNI
                     KILTLCGGQPMGHQLDSLVHAPHIVVGTPGRIQEHLRKKTLVLDELKTLVLDEADRML
                     DMGFSDAIDDVIAYTPPQRQTLLFSATYPSGIEQISARVQRQPLNVEVGDTDEEPAIE
                     QVFFETTREKRLPLLISVLSHYQPASCVVFCNTKKDCQSVYESLESRGISVLALHGDL
                     EQRDRDQVLVRFANRSCRVLVATDVAARGLDIKDLELVINFELAFDPEIHIHRIGRTG
                     RAGMSGLAVSLCTPQEMVRAHTIEDYLQIKLKWTPAEQVSRSTNIMLEPEMVTLCIDG
                     GRKAKIRPGDILGALTGDAGLTAADVGKIDMFPVHAYVAIRKASAKRALQQLQQGKIK
                     GKNCKARLLK"
     gene            1303189..1303509
                     /locus_tag="YPA_1149"
     CDS             1303189..1303509
                     /locus_tag="YPA_1149"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13116.1"
                     /translation="MAVEIKFVVVRQGEEKMTFTTKKEADAYDKMLDLADNLSEWLSQ
                     APLSLEEEQREALSFFLAENKEALGQILRGSTPVVAVDGPQKVQSEKNTAEKKSKPEE
                     NQAA"
     gene            1303549..1303857
                     /locus_tag="YPA_1150"
     CDS             1303549..1303857
                     /locus_tag="YPA_1150"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13117.1"
                     /db_xref="InterPro:IPR008314"
                     /translation="MNREITFFGRFEADILADRKTITIRDSSESDFRSGEVLRVCRNE
                     DGVFFCHIKVKSVTPVTLDGLSERHAEQENMSLDELKKVIKAIYPGLDRFYVIEFTRC
                     "
     gene            1303949..1304374
                     /locus_tag="YPA_1151"
     CDS             1303949..1304374
                     /locus_tag="YPA_1151"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13118.1"
                     /translation="MRGGVMKKTGLALVLATILLGMMGSVHAQEPRVVKVPACIGLNQ
                     SQVATQVKRDFLQNRIPRWEADKKQLGTDKPVVWINVVDIIGKDDIWQVPLIARGNKG
                     DKTYQVVLDCKSGTMTYTGLNAQTRPDPQIGLNSQAGPK"
     sig_peptide     1303949..1304035
                     /locus_tag="YPA_1151"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 29"
     gene            1304684..1306735
                     /locus_tag="YPA_1152"
     CDS             1304684..1306735
                     /locus_tag="YPA_1152"
                     /EC_number="3.4.21.83"
                     /codon_start=1
                     /transl_table=11
                     /product="oligopeptidase B. Serine peptidase. MEROPS
                     family S09A"
                     /protein_id="ABG13119.1"
                     /db_xref="InterPro:IPR000379"
                     /db_xref="InterPro:IPR001005"
                     /db_xref="InterPro:IPR002470"
                     /translation="MMTPPKADKRPYPMTRHGDTRVDDYYWLRDDERTDADVLNYLQA
                     ENAFTAAVLKPQQQLRETLYQEMVGRIPPQEESVPYVRNGYRYQTRFEPGNEYAIYVR
                     QPVSTDSDWETLLDGNQRAEGHEFYTLGGLDVSPDNQLLAVAEDYLSRRQYDIRIKNL
                     SSGGWHDEVISNTSGGFEWANDSKTLYYVRKHEKTLLPYQVYRHVVGTDPEQDKLIYQ
                     ESDDTFYVSLEKTTSERFILIHLSSTTTSEILLLDADLPEPVPQVFAPRRKDHEYGVD
                     HYKQHFYIRSNKEGKNFGLYKIEDSQGCSDFADESQWALLIAPRTDVMLEGFSLFRDW
                     LVVEERSEGLTHLRQIHWSTGEEKSITFDDPTYVTWLAYNPEPETALLRYGYSSMTTP
                     SSMFEINMDSGERQLLKQQEVKDFTPEKYRSERIWVTASDGVKIPVSLVYHRDYFVSG
                     SNPLLVYAYGSYGSSMDPVFSSSRLSLLDRGFVFALAHIRGGGELGQQWYEDGKLLNK
                     LNTFSDFTDVTKALVNEGYGDAQRVFAMGGSAGGLLMGVIVNQAPELYKAVVAQVPFV
                     DVVTTMLDESIPLTTGEYDEWGNPNDKVYYDYIKQYSPYDQVKAQDYPHMLVTTGLHD
                     SQVQYWEPAKWVAKLREMKTDDHQLLLYTDMDSGHGGKSGRFKAYEDIALEYAFILSL
                     I"
     gene            1307472..1307585
                     /locus_tag="YPA_1153"
     CDS             1307472..1307585
                     /locus_tag="YPA_1153"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13120.1"
                     /translation="MDFILHMNLTTAVYVTNGAIVIHTQRLKSDPGGNLLS"
     gene            1307599..1308621
                     /locus_tag="YPA_1154"
     CDS             1307599..1308621
                     /locus_tag="YPA_1154"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13121.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1308621..1309400
                     /locus_tag="YPA_1155"
     CDS             1308621..1309400
                     /locus_tag="YPA_1155"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13122.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            1309439..1310368
                     /locus_tag="YPA_1156"
     CDS             1309439..1310368
                     /locus_tag="YPA_1156"
                     /EC_number="3.4.11.5"
                     /codon_start=1
                     /transl_table=11
                     /product="prolyl aminopeptidase. Serine peptidase. MEROPS
                     family S33"
                     /protein_id="ABG13123.1"
                     /db_xref="InterPro:IPR000379"
                     /db_xref="InterPro:IPR002410"
                     /db_xref="InterPro:IPR003089"
                     /db_xref="InterPro:IPR005944"
                     /translation="MDHFSSVVDSLLDTGDGHQIYWELCGNPKGKPAIFIHGGPGGGI
                     APYHRQLFNPAKYNVMLFDQRGCGRSKPHASLDNNTTWHLVEDIERLRKMAGIEQWLV
                     FGGSWGSTLALAYGETHPERVSEMVLRGIFTLRRKELHWYYQEGASRFFPEKWQRVLS
                     ILSPEEQGDVIAAYRKRLTSPDRAIQLEAAKIWSLWEGETVTLLPTKSSASFGEEHFA
                     LAFARIENHYFTHLGFLDSDNQLLDNVTRIRHIPAVIIHGRYDMACQLQNAWDLAQAW
                     PEAELYIVEGAGHSFDEPGILHQLILATDKFAH"
     gene            complement(1310428..1310658)
                     /locus_tag="YPA_1157"
     CDS             complement(1310428..1310658)
                     /locus_tag="YPA_1157"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, theta subunit"
                     /protein_id="ABG13124.1"
                     /translation="MGYNLVELSDEETAKMNVDLAASGVAFKERYNMPVIPEMVAREQ
                     PEALREYFLQRLAHYRIESKKLSRLPYEPKVK"
     gene            1311059..1311568
                     /locus_tag="YPA_1158"
     CDS             1311059..1311568
                     /locus_tag="YPA_1158"
                     /codon_start=1
                     /transl_table=11
                     /product="ferritin"
                     /protein_id="ABG13125.1"
                     /db_xref="InterPro:IPR001519"
                     /db_xref="InterPro:IPR009040"
                     /translation="MLKKEMAQKLNEQLNLEFYSANLYLQMSAWCSDKGFEGAAAFLK
                     KHSQEEMQHMERLFEYLSGTGSMPVLGTITAPPVDFASLADVFKLTYEHEQLITTQIN
                     ELAHVAMTTHDYSTFNFLQWYVAEQHEEEKLFKSILDKLALVGNSGNSLFFVDKDLKT
                     MAAQGYTSA"
     gene            1311975..1312361
                     /locus_tag="YPA_1159"
     CDS             1311975..1312361
                     /locus_tag="YPA_1159"
                     /codon_start=1
                     /transl_table=11
                     /product="putative copper resistance protein"
                     /protein_id="ABG13126.1"
                     /translation="MFIRKVRSSCRMLSALIVLFVGLSSQQALAHAHLKAETPAADTT
                     INAAPEALTLGFSEGIELNFSGVKVTGPDNNVVKTGDLKLDPANNTQLILPIGHALAA
                     GKYHVSWHVVSVDGHKTKGTYSFTVK"
     sig_peptide     1311975..1312067
                     /locus_tag="YPA_1159"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.955 at
                     residue 31"
     gene            1312364..1313248
                     /locus_tag="YPA_1160"
     CDS             1312364..1313248
                     /locus_tag="YPA_1160"
                     /codon_start=1
                     /transl_table=11
                     /product="putative copper resistance protein D"
                     /protein_id="ABG13127.1"
                     /translation="MSLATLFILCRFLHFMAVMLMFGITVFTAFLAPDRFSLILKKRL
                     SPLLVSSTLLGLISAVGILAIQAGMMGDGWADTYRLTVWWAVLGTRFGQVWQWHIGLS
                     ILSMWIVLLGSARRYYWLMVGCSTLLLASLAFAGHAAMYDGVLGWVHQTNQVIHLLSA
                     GYWLGCLPPLLICLAYTRDKGAKREAITTLIRFSSWGHLAVALVLVTGVINSLIMLQD
                     ATLTLTSNYQMLLLGKVILVVFMLAVALINRYRIVPMLKQLPTKAHHWLVINSCFEIV
                     LGVAVLLLVSIFATMAPV"
     sig_peptide     1312364..1312459
                     /locus_tag="YPA_1160"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.783) with cleavage site probability 0.745 at
                     residue 32"
     gene            1313345..1313686
                     /locus_tag="YPA_1161"
     CDS             1313345..1313686
                     /locus_tag="YPA_1161"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13128.1"
                     /translation="MKGFVLMLSLLMLSANAMAAGKIITVSKFEFGKQWAFTREEVML
                     ECRAGNALFVINPATLVQYPLNDIATEQMKSGHVLAKPLDVLLLNDSNNPGQKMSLEP
                     FQQRAMALCQQ"
     sig_peptide     1313345..1313404
                     /locus_tag="YPA_1161"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 20"
     gene            complement(1313737..1313986)
                     /locus_tag="YPA_r042"
     misc_RNA        complement(1313737..1313986)
                     /locus_tag="YPA_r042"
                     /product="SraC_RyeA RNA"
     gene            1313847..1313942
                     /locus_tag="YPA_r043"
     misc_RNA        1313847..1313942
                     /locus_tag="YPA_r043"
                     /product="RyeB RNA"
     gene            complement(1314209..1314535)
                     /locus_tag="YPA_1162"
     CDS             complement(1314209..1314535)
                     /locus_tag="YPA_1162"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acyl carrier protein"
                     /protein_id="ABG13129.1"
                     /translation="MVDDIEQRIYDLVRPYAGVYVFKRKPVSLTPDTDLDTDLSIDEL
                     EIEDLMNDFFKEFSVQRGNFNIKNYFPDVPFSFNPFKKTAPIPVPDFTIGMLIESAKA
                     GRWLYD"
     gene            complement(1314529..1314987)
                     /locus_tag="YPA_1163"
     CDS             complement(1314529..1314987)
                     /locus_tag="YPA_1163"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13130.1"
                     /translation="MDTVEELGGTYFYAGKPNLKASELLFMIFCENTASQFGMQDFGA
                     VVAIISGRSNLLTRGKPIGATKGTSYASKAARSVFKKTKFPFGMSLPTWLGGYTPWTA
                     RKAMVRNIAPFVGRSIPLLGLIIIAADVSAITYRTIRDYNMIARGGDKLW"
     gene            1315519..1316679
                     /locus_tag="YPA_1164"
     CDS             1315519..1316679
                     /locus_tag="YPA_1164"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FlhB"
                     /protein_id="ABG13131.1"
                     /db_xref="InterPro:IPR006135"
                     /db_xref="InterPro:IPR006136"
                     /translation="MAEDSDQEKSEEPTASKLEKAREKGQIPRSRELTSMLMLGAGLT
                     ILWMSGESMARQLSAMVAQGLHFDHSMVSNDKQMLRQIGMLLRQTLLAMLPIFAGLVI
                     VALAVPMLLGGVLFSGESIKFDLKRMSPVAGLKRMFSSQALAELLKAILKATLVGWVT
                     GLFLWHNWPDMMRLIAAPPVAALGDALHLIIFCGLVVVLGLSPMVGFDVFYQITSHIK
                     KLRMTKQDIRDEFKNQEGDPHVKGRIRQQQRAMARRRMMVDVPKADVIVTNPTHYAVA
                     LQYNESKMSAPKVLAKGAGAVALRIRELGAEHRIPLLEAPPLARALFRHSEVGQHIPA
                     TLYAAVAEVLAWVYQLKRWKREGGLIPKKPEHLPVPEALDFATESETKSETD"
     gene            1316679..1318001
                     /locus_tag="YPA_1165"
     CDS             1316679..1318001
                     /locus_tag="YPA_1165"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthesis protein FlhA"
                     /protein_id="ABG13132.1"
                     /db_xref="InterPro:IPR001712"
                     /translation="MANLAALLRLPGNFKDTQWQILAGPILILMILSMMILPLPPFAL
                     DLLFTFNIALSIMVLLVAMFTQRTLDFAAFPTILLFSTLLRLSLNVASTRIILMDGHT
                     GGAAAGRVVEAFGHFLVGGNFAIGIVVFVILVVINFMVITKGAGRIAEVGARFVLDGM
                     PGKQMAIDADLNAGLIGEDEAKKRRSDVTQEADFYGSMDGASKFVRGDAVAGLLIMVI
                     NVVGGLLVGVLQHNMAFGHAAETYTLLTIGDGLVAQIPALVISTASGVIVTRVSTDQD
                     VGQQMVTQLFNNPRVMVLSASVLGLLGMVPGMPNFVFLLFTAALLALAWRLRGKQTQQ
                     PVAVEAPVVQDQQQGAEATWADVQLEDPLGMEVGYRLIPMVDFQQNGELLGRIRSIRK
                     KFAQEMGYLPPVVHIRDNLELPPANYRILMKGVEIGSGEAHPGALAGD"
     gene            1317964..1318758
                     /locus_tag="YPA_1166"
     CDS             1317964..1318758
                     /locus_tag="YPA_1166"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthesis/export protein FlhA"
                     /protein_id="ABG13133.1"
                     /translation="MVRRTQGRWLAINPGNAVGTLPGEATHDPAFGLAAVWIESALRE
                     QAQIQGFTVVEASTVVATHLNHVLSQYANELFGRQETQQLLDRVTQEMPKLTEDFIPG
                     VVTLTTLHKVLQNLLMERVSIRDMRTIIETLAEHAPNQADPYELTATVRVALGRSIAQ
                     QWFPGNGEIQVIGLDAALERLLLQALQGGSGLEPGLADRLLDQSKQALQRQEMLGAPP
                     VLLVNHALRALLARFLRRSLPQMVVLSNLEIGDNRQIRMTSTIGSA"
     gene            1318758..1319180
                     /locus_tag="YPA_1167"
     CDS             1318758..1319180
                     /locus_tag="YPA_1167"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein FlhE precursor"
                     /protein_id="ABG13134.1"
                     /translation="MLIRASHRVLILLATSLLPLKINAASGSWVADNIGITQGLRGVV
                     TPSSPLQPPVALAQENARIVSVGWRYQLMSTAPDGLQVKLCTPTRCIPLEGGSGQSVG
                     LAGEAAVNQLTFVYFIAGKGRVNPPLQVISNQVLVNYR"
     sig_peptide     1318758..1318832
                     /locus_tag="YPA_1167"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.996) with cleavage site probability 0.989 at
                     residue 25"
     gene            1319844..1320848
                     /locus_tag="YPA_1168"
     CDS             1319844..1320848
                     /locus_tag="YPA_1168"
                     /codon_start=1
                     /transl_table=11
                     /product="putative invasin"
                     /protein_id="ABG13135.1"
                     /db_xref="InterPro:IPR003535"
                     /translation="MYFNKIISFNIISRIVICIFLICGMFMAGASEKYDANAPQQVQP
                     YSVSSSAFENLHPNNEMESSINPFSASDTERNAAIIDRANKEQETEAVNKMISTGARL
                     AASGRASDVAHSMVGDAVNQEIKQWLNRFGTAQVNLNFDKNFSLKESSLDWLAPWYDS
                     ASFLFFSQLGIRNKDSRNTLNLGVGIRTLENGWLYGLNTFYDNDLTGHNHRIGLGAEA
                     WTDYLQLAANGYFRLNGWHSSRDFSDYKERPATGGDLRANAYLPALPQLGGKLMYEQY
                     TGERVALLCPENPQLGWGFSKAFSFGSVIKTPFDLLKQFAVWQLQMFNKKSKGGPNEG
                     "
     sig_peptide     1319844..1319936
                     /locus_tag="YPA_1168"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.943 at
                     residue 31"
     gene            1320838..1321296
                     /locus_tag="YPA_1169"
     CDS             1320838..1321296
                     /locus_tag="YPA_1169"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG13136.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1321386..1323458
                     /locus_tag="YPA_1170"
     CDS             1321386..1323458
                     /locus_tag="YPA_1170"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13137.1"
                     /db_xref="InterPro:IPR003344"
                     /translation="MPEDIYFGKDNLQRNPYAVTAGINYTPVPLLTVGVDQRMGKSSK
                     HETQWNLQMNYRLGESFQSQLSPSAVAGTRLLAESRYNLVDRNNNIVLEYQKQQVVKL
                     TLSPATISGLPGQVYQVNAQVQGASAVREIVWSDAELIAAGGTLTPLSTTQFNLVLPP
                     YKRTAQVSRVTDDLTANFYSLSALAVDHQGNRSNSFTLSVTVQQPQLTLTAAVIGDGA
                     PASGKTAITVEFTVADFEGKPLAGQEVVITTNNGALPNKITEKTDANGVARIALTNTT
                     DGVTVVTAEVEGQRQSVDTHFVKGTIAADKSTLAAVPTSIIADGLMASTITLELKDTY
                     GDPQAGANVAFDTTLGNMGVITDHNDGTYSAPLTSTTLGVATVTVKVDGAAFSVPSVT
                     VNFTADPIPDAGRSSFTVSTPDILADGTMSSTLSFVPVDKNGHFISGMQGLSFTQNGV
                     PVSISPITEQPDSYTATVVGNTAGDVTITPQVDTLILSTLQKKISLFPVPTLTGILVN
                     GQNFATDKGFPKTIFKNATFQLQMDNDVANNTQYEWSSSFTPNVSVNDQGQVTITYQT
                     YSEVAVTAKSKKFPSYSVSYRFYPNRWIYDGGTSLVSSIEASRQCQGSDMSAVLESSR
                     ATNGTRAPDGTLWGEWGSLTAYSSDWQSGEYWVKRTSTDFETMNMNTGVLQPGPAYLA
                     FPLCALSI"
     gene            complement(1323648..1324088)
                     /locus_tag="YPA_1171"
     CDS             complement(1323648..1324088)
                     /locus_tag="YPA_1171"
                     /codon_start=1
                     /transl_table=11
                     /product="flagella synthesis protein FlgN"
                     /protein_id="ABG13138.1"
                     /translation="MVESLQTNLDQQLDLLESLTNVVAQEQQLLCSGRIQGWVLQGVT
                     EQKSSILATLAYLDQTRITTETTANIQAPYTRMPALAERWQRLLQLTERLRYSNLHNG
                     LLLQQHIEHNNQALAVLNTRHGQSLYGPDGQAKGANILGRKIGI"
     gene            complement(1324107..1324409)
                     /locus_tag="YPA_1172"
     CDS             complement(1324107..1324409)
                     /locus_tag="YPA_1172"
                     /codon_start=1
                     /transl_table=11
                     /product="negative regulator of flagellin synthesis"
                     /protein_id="ABG13139.1"
                     /translation="MSSIDRTQPLSPVTQVQARESHDVAQQTRQSATQTKTPVSGTEV
                     KLSDAQAKLMQPGSQDINVERVETLKQAIRSGQLTMDTGKIADALLKNVADELKNH"
     gene            complement(1324560..1325315)
                     /locus_tag="YPA_1173"
     CDS             complement(1324560..1325315)
                     /locus_tag="YPA_1173"
                     /codon_start=1
                     /transl_table=11
                     /product="flagella basal body P-ring formation protein
                     FlgA"
                     /protein_id="ABG13140.1"
                     /translation="MTLGKALITKEDRDGDEKKMAVKRKNIIIVALGLLLSHHILAQQ
                     TLAAHQALETDLSVQVNQFFQQQYSDKESQVKVVIKTPQNQWPQCDAPEITLPANARP
                     WGNISLSVRCDGLRRFIQTQVQVSGRYAVAVRRLAAGEKISAQDIQMKQGRLDTLPPG
                     ALLDAHFAQGAVSQRQINAGQPLTRNMLRRLWLVKAGQDVPVLAQGDGFNVNSNGKAM
                     NNGAAQETIRVRMPSGQIVSGTVADDGTIRIML"
     gene            1325497..1325910
                     /locus_tag="YPA_1174"
     CDS             1325497..1325910
                     /locus_tag="YPA_1174"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgB"
                     /protein_id="ABG13141.1"
                     /db_xref="InterPro:IPR001444"
                     /db_xref="InterPro:IPR006300"
                     /translation="MLDKLDGALRFQQEALNLRAQRQEILSSNIANADTPGFQARDID
                     FSSQLKKVMEQGRANGTGVSLSLTSARHIPATTVQPPDLDLLFRIPDQPAMDGNTVDM
                     DRERTNFADNSLKYQTDLTILGGQIKGMMSVLQQG"
     gene            1325916..1326320
                     /locus_tag="YPA_1175"
     CDS             1325916..1326320
                     /locus_tag="YPA_1175"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgC"
                     /protein_id="ABG13142.1"
                     /db_xref="InterPro:IPR001444"
                     /db_xref="InterPro:IPR006299"
                     /translation="MSLLNIFDIAGSALSAQSQRMNVSASNLANADSVTGPDGQPYRA
                     KQVVFQVAAQPGQETGGVRVAQIVDDPSPDRLVYQPGNPLADAKGYVRMPNVDVTGEM
                     VNTISASRSYQANVEVLNTTKSLMLKTLTLGQ"
     gene            1326335..1327012
                     /locus_tag="YPA_1176"
     CDS             1326335..1327012
                     /locus_tag="YPA_1176"
                     /codon_start=1
                     /transl_table=11
                     /product="basal-body rod modification protein FlgD"
                     /protein_id="ABG13143.1"
                     /db_xref="InterPro:IPR002086"
                     /translation="MAITNSLTESDYGTTGTSSTTGSSSQDLQNRFLTLLVAQLKNQD
                     PTNPMENNELTTQLAQINTVSGIEKLNTTLGAITGQIDSSQSLYATSLIGRGVMVPGT
                     NIFTGSTDGTVSTTPFGLELQRPADKVTATISDSNGQVVRTIEIGGLNAGVHSFTWDG
                     SLDAGGNAPDGAYTVAITASNGGESLVATPLNYAIVNGVTRGADGSKLDLGLAGTITL
                     DEVRQIL"
     gene            1327214..1328500
                     /locus_tag="YPA_1177"
     CDS             1327214..1328500
                     /locus_tag="YPA_1177"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook protein FlgE"
                     /protein_id="ABG13144.1"
                     /db_xref="InterPro:IPR001444"
                     /translation="MGFSQAVSGMNAASSNLDVIGNNIANSATSGFKAGSVSFADMFA
                     GSQTGMGVKVAGITQDFNDGTATTTNRRLDLAISQNGFFRMQDSSGGIYYARNGQFKL
                     DENRNIVNMQGLNLTGYPATGTPPTVQQGANPVPLSIPQDMISAKATTSGNMVANLTS
                     THDVIAEATSPFDPDNPDTYSFVNNMTTFDSLGNRHEINVFYVKRAEDATDGNTWDVY
                     TRDSSAKVTDPADPTDPAAAAKRGSMVFDSNGALKNVTNGTNATSTTDFTFTIPMGVV
                     NGAPAQSFALNVAGSKQQNTGADSIVAQNQTGYAAGEFTGFQINSDGSVVGTYSNQQT
                     QLLGQIVMVNFSNPEGLSSEGDNVWKETQSSGNPTLGTAGSGGFGTLTSGALESSNVD
                     LSKELVNMIVAQRNYQSNAQTIKTQDQILQTLVSLR"
     gene            1328522..1329151
                     /locus_tag="YPA_1178"
     CDS             1328522..1329151
                     /locus_tag="YPA_1178"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgF"
                     /protein_id="ABG13145.1"
                     /db_xref="InterPro:IPR001444"
                     /translation="MDHAIYTAMGAARQSLELQAVTANNLANASTPGFRAQLAAMRAV
                     PIDGPSLATRTMVTTSTPGVDISQGTMNFSGRPLDVALQQDGYLAVQLPDGSEAYTRN
                     GNIQISANGQMTVQGYPLMGDNGPIDVPPQAAVTIAADGTISALNAGDSPNTIAQLGQ
                     IKRVQATAGEMMHGDDGLFHLTPETQQARGAQLPNDPLVKPGEREHQWL"
     gene            1329132..1329830
                     /locus_tag="YPA_1179"
     CDS             1329132..1329830
                     /locus_tag="YPA_1179"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar basal-body rod protein FlgG"
                     /protein_id="ABG13146.1"
                     /translation="MSTNGFKRQRAVFEDLLYQTLRQPGAQSSEQTTLPSGLQIGTGV
                     RPVATERLHSQGNLSQTNNSKDIAIKGEGFFQVQMPDGTNAYTRDGSFQVDQNGQLVT
                     AGGFQVQPAITIPANALSMTVGRDGIVSVTLQGQTATQQVGQLTLTTFINNSGLESVG
                     ENLYQETASSGAPNETTPGLNGGGLLYQGYVETSNVNVAEELVNMIQTQRAYEINSKA
                     VSTSDQMLQKLAQL"
     gene            1329974..1330663
                     /locus_tag="YPA_1180"
     CDS             1329974..1330663
                     /locus_tag="YPA_1180"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar L-ring protein precursor"
                     /protein_id="ABG13147.1"
                     /db_xref="InterPro:IPR000527"
                     /translation="MYLRKISAPLMTMLLLNGCAYIPHKPLVDGTTSAQPAPASAPLP
                     NGSIFQTVQPMNYGYQPLFEDRRPRNIGDTLTITLQENVSASKSSSANASRNGTSSFG
                     VTTAPRYLDGLLGNGRADMEITGDNTFGGKGGANANNTFSGTITVTVDQVLANGNLHV
                     VGEKQIAINQGTEFIRFSGVVNPRTISGSNSVTSTQVADARIEYVGNGYINEAQTMGW
                     LQRFFLNVSPY"
     gene            1330678..1331787
                     /locus_tag="YPA_1181"
     CDS             1330678..1331787
                     /locus_tag="YPA_1181"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar P-ring protein precursor"
                     /protein_id="ABG13148.1"
                     /db_xref="InterPro:IPR001782"
                     /translation="MRKQSLVTLLMVLLSLVWLPASAERIRDLVTVQGVRDNALIGYG
                     LVVGLDGSGDQTMQTPFTTQSLSNMLSQLGITVPPGTNMQLKNVAAVMVTAKLPAFSR
                     AGQTIDVVVSSMGNAKSIRGGTLLMTPLKGVDNQVYALAQGNVLVGGAGAAAGGSSVQ
                     VNQLAGGRISNGATIERELPTTFGTDGIINLQLNSEDFTLAQQVSDAINRQRGFGSAT
                     AIDARTIQVLVPRGGSSQVRFLADIQNIPINVDPGDAKVIINSRTGSVVMNRNVVLDS
                     CAVAQGNLSVVVDKQNIVSQPDTPFGGGQTVVTPNTQISVQQQGGVLQRVNASPNLNN
                     VVRALNSLGATPIDLMSILQAMESAGCLRAKLEII"
     sig_peptide     1330678..1330749
                     /locus_tag="YPA_1181"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.986 at
                     residue 24"
     gene            1331787..1332731
                     /locus_tag="YPA_1182"
     CDS             1331787..1332731
                     /locus_tag="YPA_1182"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein FlgJ"
                     /protein_id="ABG13149.1"
                     /db_xref="InterPro:IPR000423"
                     /db_xref="InterPro:IPR002901"
                     /translation="MSDLLAMSGAAYDAQSLEALKRDAARDPEGNLKQVAQQVEGMFV
                     QMMLKSMRAALPQDGVMNSEQTKLYTSLYDQQIAQQMSAKGLGLADMMVEQLSGSTSA
                     SETAGTVPMMLDNEVLQSMPAQALAQVMRRAIPTPPSSSMAAISPGNGNFVARMSIPA
                     QIASQQSGIPHQLIMAQAALESGWGQREIPTADGKSSYNVFGIKAGSSWNGPVSEITT
                     TEYEQGVAKKTKARFRVYGSYVEAVSDYVKLLTQNPRYAHVAAAQSPEQGAHALQKAG
                     YATDPQYAQKLVSVIQQMRSTGEQAVKAYGGSDLSQLF"
     gene            1333602..1335266
                     /locus_tag="YPA_1183"
     CDS             1333602..1335266
                     /locus_tag="YPA_1183"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-associated protein 1"
                     /protein_id="ABG13150.1"
                     /db_xref="InterPro:IPR002371"
                     /translation="MSNSLMNTAMSGLNAAQYALSTVSNNITNFQVAGYNRQNTVFAQ
                     NGGTITSAGFIGNGVTVTGVNREYNAFITNQLRASQTQSSGLATYYQQISQIDNLLSN
                     ASNNLSTTMQDFFSNLQNLVSNADDDAARKTVLGKAEGLVNQFQNADKYLRDMDDGVN
                     QKITDSATQINNYAEQIAKLNDQITRLRGSSGSEPNALLDQRDQLVTELNQIMAVTVT
                     QQDGDAYNVSFAGGLSLVQGPNAYKVEAIPSSADATRLTLGYKRGNGEATEVDESRIT
                     TGSLGGTLKFRSEALDSARNQLGQLALVMADSFNTQHNAGFDINGDEGEDFFSFADPT
                     VLKNAKNQGNASITVEYKDTSKVKASDYTVEFDGTDWQVTRLSDNTKVQTTPGVNADG
                     DPTLEFEGVAIKIDNGTPGPQAKDKFTIKTVSNVAANLQVAITDSSKIAAAGSADGGI
                     SDNTNAQALLDLQSKKLVEGKTTLSGAYAGLVSNVGNQTATAKTNSTAQANIVTQLTT
                     EQQSISGVNLDEEYGDLQRFQQYYLANAQVLQAASTLFNALLSISD"
     gene            1335372..1336385
                     /locus_tag="YPA_1184"
     CDS             1335372..1336385
                     /locus_tag="YPA_1184"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-associated protein 3"
                     /protein_id="ABG13151.1"
                     /db_xref="InterPro:IPR001029"
                     /translation="MLNVLLKGTDIVRLSTSMLYQQNMQGITNAQSLWMQTGQQLSTG
                     KRVVNPSDDPMAASQAVMVSQAESENSQYTLARSFARQSSSLETTVLAQTTSTIQSIQ
                     SLVISAKNDTLSDDDRASYATQLQGLKDQLLNQANTTDGNGRYIFAGFKSDKPPFAVS
                     DTGEVTYVGGDVAIEQKVDTNRSMTAGHTGASVFMALTGNAKPEPDDVNGAPVAAEKN
                     IFDTIDTVLNSLKTPLQGASDEVKAQAQADLDKGLRGLSNSLNNVLSVQAEIGVQLQE
                     LDNLDSLGGDRTLINKQQLSDLQDVDWTSAISSYVMQQAALQASYTTFTNMQGLSLFQ
                     LNT"
     gene            complement(1336414..1337391)
                     /locus_tag="YPA_1185"
     CDS             complement(1336414..1337391)
                     /locus_tag="YPA_1185"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulatory protein"
                     /protein_id="ABG13152.1"
                     /db_xref="InterPro:IPR000276"
                     /translation="MKNRVTESSKGTALHLNPMVSAAWLYYEDQLKQSDIAEILGVSR
                     ATVINYLNEARLRGIVEIKISDEHLASMRLAQAIMREFGLERCIVIPDDQGQRPTALR
                     VGEAGAQLLSSLIAPNDVLGVSWGQTVLALSHAITRHPVADLTVIQITGSMHSTYEFS
                     PELCTSNIADRYRARCINLHAPFLLSRPEIKEMLCNEPALMPQLALLNTCTKIVFGVG
                     NTAADSTIFSSNTVTYAAVEPYRQQGAVAIIAGRYIDATGAPIYDHLDDRMIGLTIDE
                     IDQIPVRICVAGGLNKVEAIRATLKGQHATVLVTDEVTACALMTRAKTP"
     gene            1337633..1339699
                     /locus_tag="YPA_1186"
     CDS             1337633..1339699
                     /locus_tag="YPA_1186"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG13153.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /translation="MKSLWSDADAAECVERLGLLGLPPELGLRTYSARLLGSNPKLVL
                     HGGGNTSVKLNMNDLFGNPVQVMCIKGSGQDLATITASGHPAVRLAPLQQLKVLDHLS
                     DEDMVNILRTNLLDCRAPTPSVEALLHAFVDRPVIDHTHAVAAMVIADQPDGDRLCRY
                     IYGERVLWIPYVMSGFALSLAVERAFRAYPDAEGMLLGKHGLCTFGESAKASYERMIT
                     FVTLAENFIESRRAIYSPPVITPPAKPNNLADMAHIAPYLRAAFARSSAISEKKHWIF
                     DLRTDPKSLAFSSGLGTSDIAQRGVATPDHVIRMKGRPVVLDAPDLNNLGDWAAQTQT
                     KIAAFVERYQHYFHRNNARFERGKIALDALPRAIVIPYLGVVGAGRTAEDAAINADII
                     ESWLDVVTDATVCGDYEPIGEADEFDMEYWSLEQAKIDKASVKPLQGQIVVVTGAGGG
                     IGAAIAKEFSLLGAELAVLDIDSESAKNVAAQLGPHALALQCDVTETASVQAAFEMIA
                     TKFGGVDIVVSNAGIALSGAIAELPEATLRTSFEVNFFAHQRVAQQAVSIMKKQGIGG
                     VLLFNISKQAINPGINFGAYGTSKAALLSLVRQYALEQGQDGIRVNAVNADRIRSGLL
                     DDEMISLRARARGLSEEKYMAGNLLGQEVTAQDVAKAFVVSAMLDKSTGNVITVDGGN
                     VAAMLR"
     gene            1339829..1340887
                     /locus_tag="YPA_1187"
     CDS             1339829..1340887
                     /locus_tag="YPA_1187"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transport system permease
                     protein"
                     /protein_id="ABG13154.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MKVQTRMGCKQLTRRMLNDKQLNFLVMVNMLVITVAATLTQGAF
                     VDLYNLQTMAGQVPELGLLAMGGMLAMIVGNGGIDLSGIALANLAAVVAGTLTPGWVN
                     AVDSPLLFTVVFVLCALLVGLTGGLINGVLIAYAKLTPILCTLGTQLIFTGFAVVISH
                     GSGVKIGFIEPLSFIGDGLIANIPFCFALFILLATLLGLWLRFSATGIRLYLLGTNLK
                     AAQYIGIAQQRLLVVIYTLSGTLAAIAGIIIAARSTSATADYGSSYVLIAILIAVMAG
                     VRPEGGYGRMGCLLLSATALQFLSSTFTFLDVSSFFRDCAWGALLLFFIIFSRINPLD
                     FVKSLWRKNTPSVQSPVR"
     gene            1340930..1341925
                     /locus_tag="YPA_1188"
     CDS             1340930..1341925
                     /locus_tag="YPA_1188"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar-binding periplasmic protein"
                     /protein_id="ABG13155.1"
                     /translation="MMIKKLCLIAALVFSLGIMGAYAQRSQSIVTVVKVIGEPWYTRM
                     GEGAKEFGDENPSISTRTVGPARADSALQLRIVEDLIAKKVDALAVAPMDPSTLEGAL
                     KKAMSRGIIVVTNEAYDMVNMHADIEAVDNATFGAKMNEGLVNCMGESGKWTTFVGSL
                     GTNNHVLWAKSAAVNAQKYPNMTLVDPLNESFNDANRAYDKAKEIMRKYPDIKGFQGH
                     SAIDVIGIGRAVEEAGLQGKICVFGIGLPQDSGKYLDSGAINGISFWDPKDASLAMDT
                     VAKLLLDKKPLTDGMNLGVPGYENVAIRKGKGDGVLVIGDAAKFVDKTNWQQYPF"
     sig_peptide     1340930..1341001
                     /locus_tag="YPA_1188"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.973 at
                     residue 24"
     gene            1341991..1343568
                     /locus_tag="YPA_1189"
     CDS             1341991..1343568
                     /locus_tag="YPA_1189"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter, ATP-binding
                     protein"
                     /protein_id="ABG13156.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MDVSIDQRAMAAQESQEGAFLVIHNVHKRYNGVHALRGINVEIH
                     QGEIYHLLGENGCGKSTLIKVISGAIGADEGELVINGTVHQQLTPIEALSLGIETVYQ
                     DLSLIPNLSVVENIGLTEQLVAQAGRLNRILDRQRLLSTAKAALAVVGLPSNERFLFT
                     TVEVLPMAQRQLVAIARAIATKARLVIMDEPTTSLTKKEIDNLIGVIRQLGQQHVAVL
                     FVSHKLDECFAIGGQVLVLKDGQKIAQGAITHFTQSQLGYLMTGRQMDERRYRRVQQG
                     GEPLLTVTALGQQAAFDEISFVLHRGEILGVTGSLDSGRNELGLALAGILPANRGSIA
                     LEGQPIRLRQPRDAINNHIAYVPEDRLDAGLFLSKSILENLIALELDHLLGYWGQVDK
                     GQCQVLATQTVLDLDISAPNINLPVQALSGGNQQRVLIGRALTIKPWVLILHGPTVGV
                     DIGAKDTIYQLIQTLAQQGMGVILISDDLPELCQNCDPILVMKKGRICQQVSAVDANE
                     NRLYQAQIADEGLTEDL"
     gene            1343571..1344593
                     /locus_tag="YPA_1190"
     CDS             1343571..1344593
                     /locus_tag="YPA_1190"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter, permease"
                     /protein_id="ABG13157.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MVIDLPAHSKPSRSFNAIIAWCLQRPSTFTFMLIVIVCVTVGAI
                     NPAFLQLSNLFDIARASVVVGLFALGVLIVLASGGLDVSFTAIAALCMYAVTKFVLWY
                     WPDAPVIAMFIASACGGAILGGINGVLVHSLKTSSLIVTIGTQYLYRGGLLTFIGTAL
                     YMNIPEQLEQFGKSPLYTVSNINQGITILPLFFLILVFASLLTWWLLNRTLLGRAIFA
                     IGGNSDIAQRLGFDVRGVQIFVFTYAGLLAGIAGMVHVASNRIANPFDLNGLELTVIA
                     AVILGGARITGGSGTVLGTLMGVVLVVLVNNVLILVGIPSTWQKVIIGAFIIAAGSAF
                     GWRKYR"
     gene            1344642..1345601
                     /locus_tag="YPA_1191"
     CDS             1344642..1345601
                     /locus_tag="YPA_1191"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar kinase"
                     /protein_id="ABG13158.1"
                     /translation="MSKIVSLGIHVLDVLGRHVNRFPPGGELDIINEIRLTVAGTAAG
                     MSVDLAKLGGDVYAMGAVGLDESGNFIIDTLRRYGVNTDHIVRKSEVQTSCSMLPIRP
                     NGERPVLHVLGANATYRLEDIHWDVIASADILHFGGTYLLPGLDGPPTATILKFAKEH
                     GVTTTLDLLVNAQPDLLAKLEPALPYIDYFMPGLDEARAICGLEKRADVIAFFLNRGV
                     GHTVFKMGAEGSSIASLEMAEILIPAYKAQVVDSTGCGDSYCAAFIMGLTKGWDLATS
                     GRFASAAASLVVSGLGSDAGIIDFEHTLKVMNTAETLPIAQET"
     gene            complement(1345859..1346278)
                     /locus_tag="YPA_1192"
     CDS             complement(1345859..1346278)
                     /locus_tag="YPA_1192"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13159.1"
                     /translation="MAIYPAYVHVDNDGSASGYFPDVKGCIFAINAGEDLFAEASSAL
                     DAHFEALVSEGIEIPEAHDMPYHVYRNPCDYADGGQWYNVNIDMSKYDGKVERINVTL
                     PHRLIHQIDTIVKVRPEYASRSNFLAEAARKELQKLA"
     gene            complement(1346323..1346691)
                     /locus_tag="YPA_1193"
     CDS             complement(1346323..1346691)
                     /locus_tag="YPA_1193"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13160.1"
                     /translation="MHHDYQRVYAACPAGDYFLLRNKWAIISQNSSPHITHICIVTDT
                     NCVYCVYVWRISKSQGVRVKSSELIKLLETNGWKLMRVKGSHHQFKHPDFAAVITVPH
                     PKKDVKPGTLRQILKDANLS"
     gene            complement(1346712..1347566)
                     /locus_tag="YPA_1194"
     CDS             complement(1346712..1347566)
                     /locus_tag="YPA_1194"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FliR"
                     /protein_id="ABG13161.1"
                     /db_xref="InterPro:IPR002010"
                     /db_xref="InterPro:IPR006303"
                     /translation="MDAELDPGLYAQFIHQPAHVDWLAMLSFDTHQLSVWVSQYFWPL
                     VRVLALIGTAPLLSEKQINKKVKIGLGVLITFLIAPSLPPVNIPLFSSAALWVAIQQI
                     LIGVALGVTMQFAFAAVRLSGEVIGLQMGLSFATFFDPSGGPNMPVLSRLLNILVTLL
                     FLSFDGHLWLISLLADSFHTLPIQFAPLNGNGFLTLAQSGSMIFMNGLMLALPLITLL
                     LTLNMALGMLNRMTPQLSVFVIGFPLTLTVGIISLGLIMPLLAPFTEHLFSEFFDRLA
                     EVLSGMAN"
     gene            complement(1347497..1347766)
                     /locus_tag="YPA_1195"
     CDS             complement(1347497..1347766)
                     /locus_tag="YPA_1195"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FliQ"
                     /protein_id="ABG13162.1"
                     /db_xref="InterPro:IPR002191"
                     /db_xref="InterPro:IPR006305"
                     /translation="MTPESVMALGTEAMKIALALAAPLLLAALISGLIVSLLQAATQI
                     NEMTLSFIPKILAVFTTMVIAGPWMLNLILDYMRNLFTSLPTLIG"
     sig_peptide     complement(1347644..1347766)
                     /locus_tag="YPA_1195"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.989) with cleavage site probability 0.978 at
                     residue 41"
     gene            complement(1347872..1348696)
                     /locus_tag="YPA_1196"
     CDS             complement(1347872..1348696)
                     /locus_tag="YPA_1196"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar biosynthetic protein FliP"
                     /protein_id="ABG13163.1"
                     /db_xref="InterPro:IPR005837"
                     /db_xref="InterPro:IPR005838"
                     /translation="MTSHRPVFISKRSLITGALFCRMWRTIIMSVINKTTLGLLTLFC
                     SPSVLAQLPGIISQPLANGGQSWSLPVQTLVFITTLSFLPAALLMMTSFTRIIIVLGL
                     LRNAMGTPSAPPNQVMLGLALFLTFFIMSPVFDKVYQEAYLPFSQDKISMDVALDKGS
                     QPLREFMLRQTRESDLALYARLANLPPLEGPEMVPMRILLPAYVTSELKTAFQIGFTV
                     FIPFLIIDLVVASVLMALGMMMVPPASISLPFKLMLFVLVDGWQLLLGSLAQSFYS"
     sig_peptide     complement(1348544..1348696)
                     /locus_tag="YPA_1196"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 51"
     gene            complement(1348693..1349229)
                     /locus_tag="YPA_1197"
     CDS             complement(1348693..1349229)
                     /locus_tag="YPA_1197"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein FliO"
                     /protein_id="ABG13164.1"
                     /translation="MTAAAPTSTTLASTTLASTTTQQTATTGFAASHPGSNSQLQPSS
                     QLQPQSSAAPPAMPAGGVLTQVGSALGGILLLILFVAWLVRRLGFAPQARNSKLLNVR
                     ASCQVGQRERVVIVEVDDTWLVLGVTAQQVTPLHTLARPVVEAPRQADGIRSTSNAQA
                     ADFRQLLNKILKHPEKSA"
     sig_peptide     complement(1349176..1349229)
                     /locus_tag="YPA_1197"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.924) with cleavage site probability 0.322 at
                     residue 18"
     gene            complement(1349229..1349645)
                     /locus_tag="YPA_1198"
     CDS             complement(1349229..1349645)
                     /locus_tag="YPA_1198"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor switch protein FliN"
                     /protein_id="ABG13165.1"
                     /db_xref="InterPro:IPR001172"
                     /db_xref="InterPro:IPR001543"
                     /translation="MSDPKFPSADGKESVDDLWAYAFNEQQATEKPTATTEGVFKSLE
                     APEGLGNLQDIDLILDIPVKLSVELGRTKMTIKELLRLSQGSVVSLDGLAGEPLDILI
                     NGYLIAQGEVVVVADKYGVRITDIITSSERMRRLSR"
     gene            complement(1349642..1350643)
                     /locus_tag="YPA_1199"
     CDS             complement(1349642..1350643)
                     /locus_tag="YPA_1199"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor switch protein FliM"
                     /protein_id="ABG13166.1"
                     /db_xref="InterPro:IPR001543"
                     /db_xref="InterPro:IPR001689"
                     /translation="MGDSILSQAEIDALLNGDSGSEEPEIITANETDVKPYDPTTQRR
                     VVRERLHALEIINERFARQFRMGLFNLLRRSPDITVGPIKIQPYHDFARNLPVPTNLN
                     LVHLKPLRGTALFVFAPSLVFIAVDNLFGGDGRFPTKVEGREFTHTEQRVITRMLRLA
                     LDAYRDAWAAIYKIDVEYVRSEIQVKFTNITTSPNDIVVSTPFQVEIGTLSGEFNICI
                     PFAMIEPLRELLTNPPLENSRQEDNYWRETLVKQVQHSELELVANFVDIPLRLSQILK
                     LQPGDVLPIEKPDRLIGHVDGVPVLTSQYGTLNGQYALRVEHLINPILNALSEEQPK"
     gene            complement(1350649..1351212)
                     /locus_tag="YPA_1200"
     CDS             complement(1350649..1351212)
                     /locus_tag="YPA_1200"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein FliL"
                     /protein_id="ABG13167.1"
                     /translation="MDRGWWPSAQALPQVIIVIHRLISKQEFVFPMSDNTFPAKRKSS
                     IWLILLVLVAIAASAGGGYSWWLLHKSKPTNTQIVAAIPVFMPLETFTVNLITPDNNL
                     DRVLYIGLTLRLPDDTTRTKLNDYLPEVRSRLLLLLSRQSADSLSNEEGKQRLVNDIK
                     NILSPPMVKGQPNQVISDVLFTAFILR"
     gene            complement(1351386..1352738)
                     /locus_tag="YPA_1201"
     CDS             complement(1351386..1352738)
                     /locus_tag="YPA_1201"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-length control protein FliK"
                     /protein_id="ABG13168.1"
                     /db_xref="InterPro:IPR001635"
                     /translation="MNLSLLPAAATPSESEGVSSSSSIATLFSDAGMPTDFAKLLGDQ
                     LTQPGKELTAKEAAMLKSSLAAATTDTDSGKLTSSSSKLNQLLAALGDITATLPAGLT
                     HLGLVGDAAGVKKTTANDDAQPDNGDEKRDVNALQTLLTMLPHQVAATLGADKLASGS
                     AEQANTLSKEKLLANNNELMGKNGLISHHELISHPGLISDKNSTAKRDATALTGTERL
                     AGATNGKTTTAPDKLTHLAAQDGESGLNTKNLPLAAQSEVSLSSASSDKTQLNLTPVT
                     AALSSPMNTAAASSLVSAPANGYLSAPLGSQEWQQSLGQQVLMFSRNGQQSAELRLHP
                     QELGALQISLKMEDNQAQLHFASAHSQVRAALEAAMPSLRHALAESGVQLGQSSVGSE
                     GQWQQAQQQSQQNQQDVIARGQPTYGDVVAGPLTETPLAAPTALQSLANGQGGVDVFA
                     "
     gene            complement(1352735..1353181)
                     /locus_tag="YPA_1202"
     CDS             complement(1352735..1353181)
                     /locus_tag="YPA_1202"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein FliJ"
                     /protein_id="ABG13169.1"
                     /db_xref="InterPro:IPR000809"
                     /db_xref="InterPro:IPR011567"
                     /translation="MKSQSPLVTLCDLAQKAVEQASTQLGHVRQSYQNAEQQLTMLLT
                     YQDEYRERLNDTLCNGMASSSWQNYQQFIQTLEQAIDQHRKQLAQWSIKVEQAVKYWQ
                     EKQQRLNAFETLQERAETTQRQQENRLDQKLMDEFAQRASQRSLNL"
     gene            complement(1353281..1354801)
                     /locus_tag="YPA_1203"
     CDS             complement(1353281..1354801)
                     /locus_tag="YPA_1203"
                     /EC_number="3.6.3.15"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellum-specific ATP synthase"
                     /protein_id="ABG13170.1"
                     /db_xref="InterPro:IPR000194"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005714"
                     /translation="MLAAVKSARKKAIWMPVWRPVGMNCAVWPRRGNCDAPRLSRWLT
                     SLDKFEERISQTTTIRRYGRLTRATGLVLEATGLQLPLGATCLIERHNGGEVQEVESE
                     VVGFNGQHLFLMPLEDVEGIVPGARVYARVTTSGTSASKQSISSKQSIPSKQSFASKQ
                     LPLGPELLGRVLDGSAKPLDGLPAPETGYRAPLITPPINPLQRTAIVQVLDVGVRTIN
                     ALLTVGRGQRMGLFAGSGVGKSVLLGMMARYTQADVIVVGLIGERGREVKDFIENILG
                     AEGRARSVVIAAPADVSPLLRMQGAAYATRIAEDFRDRGQHVLLIMDSLTRYAMAQRE
                     IALAIGEPPATKGYPPSVFAKLPALVERAGNGVSGGGSITAFYTVLTEGDDQQDPIAD
                     SARAILDGHVVLSRRLAESGHYPAIDIEASISRAMTSLIDDDHYSRVRQFKQLLASYQ
                     RNRDLISVGAYAAGSDPLLDKAIALYPQMEAFLQQGMFERSSFDDACQHLKVLFPG"
     gene            complement(1354698..1355414)
                     /locus_tag="YPA_1204"
     CDS             complement(1354698..1355414)
                     /locus_tag="YPA_1204"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar assembly protein FliH"
                     /protein_id="ABG13171.1"
                     /db_xref="InterPro:IPR000563"
                     /translation="MSDRINALPWQPWSLKDFASQSEAPLSESMPDISLLFPNEPMEA
                     TAAVDEQQVLVNLQLEAEKQGRQQGFAKGLQEGLDKGYQTGLEEGHQQALADAQQQLA
                     PMTAHWQVMVTDFQNTLDTLDSVIASRLVQIALAAAKQIIGQPAICDGTALLAQIQQM
                     IQQEPMFAGKTQLRVNPDDLAIVEQRLGSTLSLHGWRLLGDSQIHAGGCKVSAEEGDL
                     DASLATRWHELCRLAAPGEL"
     gene            complement(1355407..1356399)
                     /locus_tag="YPA_1205"
     CDS             complement(1355407..1356399)
                     /locus_tag="YPA_1205"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor switch protein FliG"
                     /protein_id="ABG13172.1"
                     /db_xref="InterPro:IPR000090"
                     /translation="MSLTGTEKSAIMLMTLGEDHAAEVFKHLSSREVQQLSTTMASMR
                     QVSHQQLVDVLAEFEDDAEQYAALSVNASDYLRSVLIKALGEERASSLLEDILESRET
                     TSGMETLNFMEPQMAADLIRDEHPQIIATILVHLKRAQAADILALFDERLRNDVMLRI
                     ATFGGVQPAALAELTEVLNNLLDGQNLKRSKMGGIRTAAEIINLMKTQQEETVMDAVR
                     EYDGELAQKIIDEMFLFENLVSVDDRSIQRLLQEIDNESLLIALKGADQALRERFLSN
                     MSLRAAEILRDDLATRGPVRMSLVENEQKSILLIVRRLAESGEIVIGGGEDIYV"
     gene            complement(1356396..1358108)
                     /locus_tag="YPA_1206"
     CDS             complement(1356396..1358108)
                     /locus_tag="YPA_1206"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar M-ring protein"
                     /protein_id="ABG13173.1"
                     /db_xref="InterPro:IPR000067"
                     /translation="MNASITGGENRENTFTMTLARLRANPKIPLLIAAAAAIAIIVAL
                     MLWAKSPDYRVLYSNLSDRDGGDIVTQLTQLNIPYRFADNGGALLIPAEKVHETRLRL
                     AQQGLPKGGAVGFELLDQEKFGISQFSEQINYQRALEGELSRTIGTLGPVLNVRVHLA
                     MPKPSLFVREQKSPTASVTLALQPGRALDDGQINAIVYMVSSSVAGLPPGNVTVVDQT
                     GRLLTQSDSAGRDLNASQLKFTSEVENRYQRRIENILAPMVGNGNVHAQVTAQVDFAS
                     REQTDEEYKPNQAANQGAVRSQQVSTSEQLGGTNVGGVPGALSNQPPVAPIAPIEIPQ
                     PAGAAANNAAPANTAATANANTTATAAKASSSNSRHDQTTNFEVDRTIRHTQQQAGMV
                     QRLSVAVVVNYTSDKAGKPIALSKDQLAQVESLTREAMGFSTVRGDTLNVVNTPFTAS
                     DDTRGSSLPFWQQQSFFDQLLNAGRYLLILLVAWILWRKLLRPMLAKKQVADKAAASV
                     NNIVQTAQAAETVKQSKEELALRKKNQQRVSAEVQAQRIRELADKDPRVVALVIRQWM
                     SNDQ"
     sig_peptide     complement(1357962..1358108)
                     /locus_tag="YPA_1206"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.978) with cleavage site probability 0.978 at
                     residue 49"
     gene            1358461..1358772
                     /locus_tag="YPA_1207"
     CDS             1358461..1358772
                     /locus_tag="YPA_1207"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-basal body complex protein FliE"
                     /protein_id="ABG13174.1"
                     /db_xref="InterPro:IPR001624"
                     /translation="MSVQGIEGVLQQLQVTALQASGSAKTLPAEAGFASELKAAIGKI
                     SENQQVARTSAQNFELGVPGVGLNDVMVNAQKSSVSLQLGIQVRNKLVAAYQEVMNMG
                     V"
     gene            1359192..1359371
                     /locus_tag="YPA_1208"
     CDS             1359192..1359371
                     /locus_tag="YPA_1208"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13175.1"
                     /translation="MSHALKNADRLYIPPRDKGTKAYPRASMDTSSTHADQVKNAFAF
                     GFSRYEKAMEELSKV"
     gene            1359382..1359858
                     /locus_tag="YPA_1209"
     CDS             1359382..1359858
                     /locus_tag="YPA_1209"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13176.1"
                     /db_xref="InterPro:IPR006440"
                     /translation="MADIVEGIHYLSVEDFIYINRTLIEAQTPSEPIDVINHNNLCSS
                     QARPSVVKYYQQTDDMFELSAALIESLIQNHAFANANKRTAMMAGYMFLLLNGYELTA
                     PGDEIVVMAEGMARKVYNCEDLENWLCYWSRPYDSRNLCDCEISSLVVTATQVKIE"
     gene            complement(1360044..1360655)
                     /locus_tag="YPA_1210"
     CDS             complement(1360044..1360655)
                     /locus_tag="YPA_1210"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosidase"
                     /protein_id="ABG13177.1"
                     /db_xref="InterPro:IPR003265"
                     /translation="MFYTYGETEINHLKRRDKKMAAAIERLGMLERPLSPDLFAALIR
                     NIVDQQISVKAAQTVNTRLTLLLGSITPATVAAASAEAIQRCGMTMRKAGYIKGAADA
                     AINGSLDLSVIAQLPDNEVITQLSRLDGVGVWTAEMLLISSLSRPDIVSWGDLAIRRG
                     MMNLYRHKTLPRERFERYRRRYTPYGTTASLYLWALSHKTLED"
     gene            complement(1360816..1361721)
                     /locus_tag="YPA_1211"
     CDS             complement(1360816..1361721)
                     /locus_tag="YPA_1211"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13178.1"
                     /translation="MRFEVLKREKEIAFLRRHRTIIANEAEQQQLSDELHQLDDDFYF
                     IAHCNVGGEFMSDEAIARIQHIARYHWTRTLDDTAGISNEERVRKDRQPISALPVQEP
                     MLADKEEHIIYRDNKNKRSEYDDFKVKEPTFLYNRGEIYNLCIRRGTLTEEDRYKINE
                     HIMQTIVMLKKLPFPRSMANVPVIAGGHHERMDGKGYPYQLTRSQMSIPVRMMAIADV
                     FEALTAADRPYKSGKMLSEALNIMVSMVNESHLDRELFILFLQSGIWHDYAAAYLHAE
                     KVDSIDITILLQRVCYQSVSLPESA"
     gene            complement(1361858..1363771)
                     /locus_tag="YPA_1212"
     CDS             complement(1361858..1363771)
                     /locus_tag="YPA_1212"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13179.1"
                     /db_xref="InterPro:IPR003660"
                     /translation="MFSNWFGLKSRYPLHIQIAVLFTLLIVSIGTVIIIYNHNQLTKL
                     TEISTHQQYQKTGEAIAAELEAITRPMMMSVNILASMQITELPTLEQRISFIDKFIEI
                     LQQNNYASAVYSAYPNGDFFMLRPMTEANRVLFHAPENAEWMIQSNRYLDSLPEKRFI
                     YLNHDQKIIAVMLRDNDGYDPRRRDWFILASQNASLNTSPNYIFKGTGEIGFTYSRRA
                     ENKQAIIGLDVSLASLSQFLAKQNLPPGSQAIIINSRDEVIASLPKKKNEAAQSPITG
                     KQVPILQALIDSPAPPADGRHTKGHNSSVIFEAQDQSWYGSIVDINNNGNQYQLVIAT
                     PAAYLTAEANAIRNRSTLIAFILLMLSLPIIWYFSLRISKPLIRLRQDADAISHLHFE
                     ENELEHSAIEEVDELHKSMSKMKLTLKQFISMGNMLTSESNFFRQMQGLLSETTEIAS
                     MTGGIIFLADKEVGTFTPTAFRWNSENIPVSGMPSLQVNEDNFNIFNPVLEGKTITGT
                     LNKENILSQLRDFLHPYLPLRFVAVPMRTHDDQLLGFLLLFNPYELNAARERSKIQLV
                     NALVGSLSISVETQRLLQEQKNLLNAFIELIAGAIDAKSAYTGGHCQRVPEITKMLAR
                     AAMESKEGPIRRL"
     gene            1363820..1363984
                     /locus_tag="YPA_1213"
     CDS             1363820..1363984
                     /locus_tag="YPA_1213"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13180.1"
                     /translation="MQQQLLYLSKFQQFRLNIMISNVLIDSVRILPDEYANGGLKKNA
                     LKRKISKSSL"
     gene            complement(1364125..1365000)
                     /locus_tag="YPA_1214"
     CDS             complement(1364125..1365000)
                     /locus_tag="YPA_1214"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG13181.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MKHKISFCPGVGSAAHIIQHSELLLTSVYIEHPLLIMVNRGYKI
                     IRWENQECVILPGEIAVINSGQTIDIINGLSNDDLFFSQQLHCDPSLIAAFAHHPTSA
                     DLGVIPGVMAIRNLAPEFINTFGNIFNSISENSDIPTVIIKHRMLELLLWLAQRDVKF
                     ILNDGNGLSEKVRRCLASDPHKIWSASEVAEHMTMSEVVLRRKLAAENILLRDLMIDV
                     RMTSALRLLQGTDWPISLIANQIGYESSSRFAERFRKRFGFAPTAIRGHHRLQPVESE
                     SPIHSVNRYLKPSYS"
     gene            complement(1365301..1365663)
                     /locus_tag="YPA_1215"
     CDS             complement(1365301..1365663)
                     /locus_tag="YPA_1215"
                     /codon_start=1
                     /transl_table=11
                     /product="FliT"
                     /protein_id="ABG13182.1"
                     /translation="MERHQHLLSEYQQILTLSEQMLMLATVENWNALVDLEMTYLKAV
                     ENTANITISSCTSPVLQELLRQKLRSILENEIEIKRLLQRRLDKLSELVGQSTRQQAV
                     NRTYGQFPDQALLLGETQ"
     gene            complement(1365674..1366072)
                     /locus_tag="YPA_1216"
     CDS             complement(1365674..1366072)
                     /locus_tag="YPA_1216"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar protein FliS"
                     /protein_id="ABG13183.1"
                     /db_xref="InterPro:IPR003713"
                     /translation="MYKRSGSQAYAQVGLESGVMSASPHQLIVMLFDGAQSALIRARI
                     LMSQGNIPAKGAAISKAIDIINNGLSAGLNLDKGGEMAENLSALYDYMSRRLLYANLH
                     NDEQAINEVSALLENIADAWRQIGPNYQPN"
     gene            complement(1366083..1367483)
                     /locus_tag="YPA_1217"
     CDS             complement(1366083..1367483)
                     /locus_tag="YPA_1217"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar hook-associated protein 2"
                     /protein_id="ABG13184.1"
                     /translation="MASISALGTGSGLDLNTLLSQLSAAEQTRLTPLTTQQTSYKSKL
                     TAYGVLQSALAKLETASTALKKADTLNSTAVSGSNSAFSATTDSAASAGTYSIEVTNL
                     AKAQSLLSADVPSATDKLGSSDATRTITITQPGQKEPMKISLTSEQTSLTGIRDAINK
                     QEGSVNASIMKADDNTYYLALTSKDTGTQSEMTISVAGDETLNNFLNYTPSSTGGSGA
                     LTQKVKAEDATLSVNGVSITRQSNTITDAPQGVTINLKAVTKEGAPEQLTIVRDNTAT
                     KAAIQSFVDAYNSLQTTFGSLTKYTVVETGQDQSTSNGALVGDGTLRSIQTQLKSQLA
                     SSQSGDLKTLASIGITQDLDGKLVINADKLNTALTDKPNSVTAFFVGDGETTGFATQT
                     EKLLNTALDTTLGTLKTATDGINTSLKNLDKQIAATTASIETAIERYKTQFTQLDKLM
                     TSMNSTASFLTQQFDS"
     gene            1367780..1368889
                     /locus_tag="YPA_1218"
     CDS             1367780..1368889
                     /locus_tag="YPA_1218"
                     /codon_start=1
                     /transl_table=11
                     /product="thermoregulated motility protein"
                     /protein_id="ABG13185.1"
                     /db_xref="InterPro:IPR001029"
                     /db_xref="InterPro:IPR001492"
                     /translation="MAVINTNSLSLLTQNNLNKSQSSLGTAIERLSSGLRINSAKDDA
                     AGQAIANRFTSNIKGLTQAARNANDGISIAQTTEGSLNEINNNLQRVRELTVQAQNGS
                     NSSSDLDSIQDEISLRLAEIDRVSDQTQFNGKKVLAENTTMSIQVGANDGETIDINLQ
                     KIDSKSLGLGSYSVSGVSGALTSLTDTSVTGVTTTTALDFSDISTFAKGATVHGIGDV
                     GTDGAYADGYVIRTTDGKQYKGEVDATNGKVTFADDANGDPIDDATKLEAAAQFSPAG
                     KATASPLETLDDAIKQVDGLRSSLGAVQNRFESAVTNLNNTVTNLTSARSRIEDADYA
                     TEVSNMSRAQILQQAGTSVLSQANQVPQTVLSLLN"
     gene            1369236..1369958
                     /locus_tag="YPA_1219"
     CDS             1369236..1369958
                     /locus_tag="YPA_1219"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor for flagellar
                     operon"
                     /protein_id="ABG13186.1"
                     /db_xref="InterPro:IPR000943"
                     /translation="MSDLYTAEGVMDKNSLWKRYVPLVRHEALRLQVRLPASVELDDL
                     LQAGGIDLLNAVERYDALQGTAFTTYAVQRIRGAMLDELRSRDWAPRSVRRNAREVAS
                     AMQQVEQRVGRPATEQEVAQVLDIGLVEYRQILLDTNNSQLFSYDEWREEHGESVEPL
                     LEGHEDANPLKHLLEGNLRQRVIDAIEALPEREKMVLTLYYQEELNLKEIGAVLEVGE
                     SRVSQLHSQAIKRLRARLNNDA"
     gene            1370180..1370689
                     /locus_tag="YPA_1220"
     CDS             1370180..1370689
                     /locus_tag="YPA_1220"
                     /codon_start=1
                     /transl_table=11
                     /product="putative alternative sigma factor regulatory
                     protein"
                     /protein_id="ABG13187.1"
                     /translation="MSGLQLKKRPLSRYLKDYKHSQTHCSHCQKQLDRMVLVFRGQII
                     NKETIAGMDQPIDDPLWLKLQEELTALCRFCSEIYCNNSLGYFDIMPFKQYLFEQTEM
                     SHSTVREYVVRLRRLDEMLVATNYPAEKFATEALYQRIIDDIPNAAHNNYRIALRKYD
                     QYLAWQKNY"
     gene            1370951..1371970
                     /locus_tag="YPA_1221"
     CDS             1370951..1371970
                     /locus_tag="YPA_1221"
                     /EC_number="4.4.1.15"
                     /codon_start=1
                     /transl_table=11
                     /product="D-cysteine desulfhydrase"
                     /protein_id="ABG13188.1"
                     /db_xref="InterPro:IPR001926"
                     /db_xref="InterPro:IPR005966"
                     /translation="MIHQFLGGHVTLQQKLTQFPRLDLVGNATPLEKLSRLSDYLGRE
                     IYIKRDDVTPVALGGNKLRKLEFLAADALRQGADTLVTAGAIQSNHVRQTAAVAAKLG
                     LHCVALLENPIGTEQANYLTNGNRLLLDLFNVDVVMCEALNDPNQQLAELATRVEAQG
                     FRPYVVPIGGSNALGALGYVQCSLEIAAQAAGNVAFSSVVVASGSAGTHAGLAVGLQQ
                     LLPDAELIGVTVSRSADEQRPKVAQIQQALATSLGMTDPLAKITLWDSYFAPQYGMPN
                     EEGIAAIKLLARLEGILLDPVYTGKAMAGLLDGIEQQKFCDKGPILFIHTGGAPALFA
                     YHPQV"
     gene            1372094..1372894
                     /locus_tag="YPA_1222"
     CDS             1372094..1372894
                     /locus_tag="YPA_1222"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cystine-binding periplasmic protein"
                     /protein_id="ABG13189.1"
                     /db_xref="InterPro:IPR001311"
                     /db_xref="InterPro:IPR001320"
                     /db_xref="InterPro:IPR001638"
                     /translation="MSFSIVRRRIVLGMVAVALATGLNVKSYAAGDLLEQVKQRGTLI
                     VGLEGTYPPFSFQGEDGKLTGFEVDFANALAEHMGVKAKITPTKWDGMLASLESKRID
                     VAINQVTISDERKKKYDFSTPYTVSGIQVLTKKGNEGQFTKPEDLQGKKVGVGLGSNY
                     EQWLRENLKDVDIRTYDDDPTKYQDLRVGRTDAILVDRLAALDLVKKTNDALAVAGPA
                     FARQESGVAMRKNNPELLAAVNNAIAEMQKDGTLAKISEKYFGADVTQ"
     sig_peptide     1372094..1372183
                     /locus_tag="YPA_1222"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.970 at
                     residue 30"
     gene            1372894..1373556
                     /locus_tag="YPA_1223"
     CDS             1372894..1373556
                     /locus_tag="YPA_1223"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino-acid ABC transporter (permease)"
                     /protein_id="ABG13190.1"
                     /db_xref="InterPro:IPR010065"
                     /translation="MPESMQLVLDSAPFLLKGAWLTLQLSLGGMFFGLLLGFMLAMMR
                     LSHFWPFSLISRFYVSIFRGTPLIAQLFMIYYGLPQFGIELEPMPAALIGLSLNTAAY
                     TSETLRAAISSIEKGQWEAAASIGMTRWQALYRVILPQAGRTALPPLGNSFIGLVKDT
                     SLAATIQVPELFRQAQLITSRTMEVFTMYLAASLIYWIMATLLSALQNRLEAHVNRQD
                     QE"
     gene            1373559..1374320
                     /locus_tag="YPA_1224"
     CDS             1373559..1374320
                     /locus_tag="YPA_1224"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino-acid ABC transporter (ATP-binding
                     protein)"
                     /protein_id="ABG13191.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSTIDIKKLTKQFKGQQVLHGIDLEVNSGEVVAIIGPSGSGKTT
                     LLRCINLLEIPDSGIIRVGNIEINGSIHISKQQRQVRALRQQVGFVFQGFNLFPHRTV
                     LENIIEGPVIVKGEVRGSAEKRGRELLAKVGLSGKEDTYPRRLSGGQQQRVAIARALA
                     MQPQVILFDEPTSALDPELVGEVLSTIRALAEEKRTMVIVTHEMSFARDVADRAIFMD
                     HGQIVEQGPAKALFSHPQHDRTKQFLDKFLNNPDC"
     gene            complement(1374612..1374950)
                     /locus_tag="YPA_1225"
     CDS             complement(1374612..1374950)
                     /locus_tag="YPA_1225"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13192.1"
                     /translation="MIFFTRGQQLATLADAGKSLPEEHTITFEDPLEMVRVLSAARIV
                     LLRTVKMYPGSITSLSTRLKRDRSTVTRDVAILKKAGLVTVEQKILPGHGRMKEVRTI
                     AHRLKLEAFL"
     gene            complement(1374984..1375319)
                     /locus_tag="YPA_1226"
     CDS             complement(1374984..1375319)
                     /locus_tag="YPA_1226"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13193.1"
                     /translation="MNCVQQPTEVVIITMADKKIIDEVHKIANRRGNGQLRREIWANS
                     CGIITRYNLAYINHHLSKGDNGRVIGYDNAHGLHHRHYLGGVEAIDFVSFEHIESCFQ
                     KDWTALRRS"
     gene            complement(1375772..1376551)
                     /locus_tag="YPA_1227"
     CDS             complement(1375772..1376551)
                     /locus_tag="YPA_1227"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13194.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1376551..1377573)
                     /locus_tag="YPA_1228"
     CDS             complement(1376551..1377573)
                     /locus_tag="YPA_1228"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13195.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(1377742..1381713)
                     /locus_tag="YPA_1229"
     CDS             complement(1377742..1381713)
                     /locus_tag="YPA_1229"
                     /EC_number="1.5.99.8"
                     /EC_number="1.2.1.88"
                     /codon_start=1
                     /transl_table=11
                     /product="L-proline dehydrogenase /
                     delta-1-pyrroline-5-carboxylate dehydrogenase"
                     /protein_id="ABG13196.1"
                     /db_xref="InterPro:IPR002086"
                     /db_xref="InterPro:IPR005933"
                     /translation="MANTTMGVKLDEATRDRIKSAAQRIDRTPHWLIKQAIFNYLEKL
                     ESNSELPELATTSSLSLQDTEDAIPQLTENTHQPFLDFAEHVLPQSVTRAAITAAYRR
                     PETEAIPMLLEQARLPADLAQATHKLAYSIAEKLRNQKSAHGRAGMVQGLLQEFSLSS
                     QEGVALMCLAEALLRIPDKPTRDALIRDKISNGNWHSHLGRSPSMFVNAATWGLLFTG
                     RLVSTHNEAKLSGSLNRIIGKGGEPLIRKGVDMAMRLMGEQFVTGETISEALANARKL
                     EDKGFRYSYDMLGEAALTEADAQAYLLSYQQAIHAIGKASNGRGIYEGPGISIKLSAL
                     HPRYSRAQYERVMDELYPRLLSLTLQARQYDIGINIDAEEADRLEISLDLLERLCFEP
                     QLAGWNGIGFVIQAYQKRCPSTIDAVIDMAQRSRRRLMIRLVKGAYWDSEIKRAQIDG
                     LEGYPVYTRKVYTDVSYLACARKLLAVPNLIYPQFATHNAHTLSAIYHLAGQNYYPGQ
                     YEFQCLHGMGEPLYEQVVGKVAEGKLNRPCRIYAPVGTHETLLAYLVRRLLENGANTS
                     FVNRIADATLPLDELVADPVSAVEAMAAAEGQLGLPHPRIPLPRELFGKDRANSSGVD
                     LANEHRLASLSSALLASASQVWRAEPVIDAEQDNGDALPVINPAEPADVVGYVREATE
                     GEVSRALDAAARAGAIWFATPPAERAAILIRAAELMENQMQTLMGILVREAGKTFSNA
                     IAEVREAVDFLHYYAGIVRDNFANDSHRPLGPVVCISPWNFPLAIFTGQVAAALAAGN
                     SVLAKPAEQTPLIAAQAVRILLDAGIPQGVLQLLPGRGDSVGALLVNDARVRAVMFTG
                     STEVATILQRSIAGRLDPQGRPTPLIAETGGLNAMIVDSSALTEQVVTDVVASAFDSA
                     GQRCSALRILCIQDDVAEHTLQMLRGAMAECRMGNPERLSTDIGPVIDAEAKTGIERH
                     IQAMRAKGRKVYQAARTNSLDEKEWQRGTFIKPTLIELDSFDELQKEVFGPVLHVVRF
                     QRQHLNELVDQINASGYGLTLGIHTRIDETIARVTEKAKVGNLYVNRNMVGAVVGVQP
                     FGGEGLSGTGPKAGGPLYLYRLLSSRPDDALANTLAHQDGEQQQNVAGREALLTAHRA
                     FTQWATEQQHDSLATLCQRYASLAQGGTVRLLPGPTGERNTYALLPRERVLCLADTES
                     DTLTQLAAVLATGSQVLWPENDVQKALLPQLPTEVQSRITLTHDWQTANITFDAVIYH
                     GDADQLRTLCEQVAQIDGPIVSVQGFARGETNILLERLLIEHSLSVNTAAAGGNASLM
                     TIG"
     gene            1382058..1382255
                     /locus_tag="YPA_1230"
     CDS             1382058..1382255
                     /locus_tag="YPA_1230"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13197.1"
                     /translation="MRQPSISQWVVLVVHPLLAGISSFTNGYLWCNPMSCSDNGQRKS
                     VEKQALNVLKMTKCIKDGEIY"
     gene            1382285..1383769
                     /locus_tag="YPA_1231"
     CDS             1382285..1383769
                     /locus_tag="YPA_1231"
                     /codon_start=1
                     /transl_table=11
                     /product="proline permease"
                     /protein_id="ABG13198.1"
                     /db_xref="InterPro:IPR001734"
                     /db_xref="InterPro:IPR011851"
                     /translation="MTMNTPMLVTFLVYILGMILIGLIAYRATNNFDDYILGGRRLGS
                     VVTALSAGASDMSGWLLMGLPGAVFLSGISESWIAIGLTIGAYLNWKWVAGRLRVHTE
                     ANNNALTLPDYFTSRFEDKSKLLRVISAVVILVFFTIYCASGIVAGARLFESTFGMDY
                     GTALWAGAAATIIYTFIGGFLAVSWTDTVQATLMIFALILTPIIVILAVGGIDTSMMV
                     IAAKNPANIDMFKGLNLVAILSLLGWGLGYFGQPHILARFMAADSHRTIRSARRISMT
                     WMILCLAGTIAVGFFGIAYFENNPEQAGNVSQNGERVFIELAKLLFNPWIAGILLSAI
                     LAAVMSTLSCQLLVCSSALTEDLYKAFLRKKASQKELVWVGRAMVLLVALIAIALAAD
                     PDNRVLGLVSYAWAGFGAAFGPVVLISVLWPRMTRNGALVGMLVGAITVLVWKQYGWL
                     DLYEIIPGFLFASLAIFVVSLMGREPSNAITERFHKAEAEFKTV"
     gene            1384102..1384950
                     /locus_tag="YPA_1232"
     CDS             1384102..1384950
                     /locus_tag="YPA_1232"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13199.1"
                     /db_xref="InterPro:IPR002016"
                     /translation="MFVPFLIMFREGLEAALIVSLIASYLKRTQRGQWMGAVWVGVVV
                     AAVLCLAIGIFINETTGEFPQKQQELFEGIIAVVAVCILTYMVFWMRKVSKSVKVHLE
                     GAIDNALNSGRGQGWALVAMVFFAVAREGLESVFFLLAAFQQDVGIGAPIGAILGLVC
                     AILVGMAIYWGGVKLHLAKFFKWTSLFILFVAAGLAAGAIRAFHEAGLWNHFQDIAFD
                     LTDVLSTHSLLGTFLEGMFGYQEAPTVSEVSVYFIYLIPALILFFLPPRSTAGSAIAA
                     ARKINP"
     gene            1384980..1386110
                     /locus_tag="YPA_1233"
     CDS             1384980..1386110
                     /locus_tag="YPA_1233"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13200.1"
                     /translation="MSIWFFRRTALHAALLSLPVFAISAQAADIQQVKITVNDKQCEP
                     MALTVPAGKTQFIVHNVSQKGLEWEILKGVMVVEERENIAPGFTQKMTANLEPGEYDM
                     TCGLLSNPKGKLTVTVAAGEQAPVKPDAMALVGPIAEYKVYVTQEVAQLVSQTKAFTD
                     AVKAGDLALARKLYAPTRQHYERIEPIAELFSDLDGSIDAREDDFEQKSADPKFTGFH
                     RLEKILFGDNTTKGADKFADLLYQDTLELQKRIAGLTFAPNKVVGGAAGLIEEVAASK
                     ISGEEDRYSRTDLWDFQANVDGAQKIVNLLRPLLEKADKPLLQKIDANFNTVDSVLAK
                     YRTKEGYESYEKLTDADRNAMKGPITALAEDLAQLRGVLGLD"
     sig_peptide     1384980..1385063
                     /locus_tag="YPA_1233"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 28"
     gene            1386121..1387170
                     /locus_tag="YPA_1234"
     CDS             1386121..1387170
                     /locus_tag="YPA_1234"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13201.1"
                     /db_xref="InterPro:IPR006311"
                     /db_xref="InterPro:IPR006314"
                     /translation="MRDKTGPKFGPYQPDDEAVSPSRRRLILGMGMVSGALVLGGAKT
                     AQAADCRSPDVAGTQDERWQKQPFYGQHQAGVLTPQQAAMMLVAFDVLATDKTSLIRL
                     FKLLTERLAFLTTGGRAPSVNAKLPPLDSGIMGPEIYPDNLTVTVSVGNALFDERFGL
                     QGQKPLRLQRMTRFPNDSLDAGLCHGDVMLQICANTNETVIHALRDIIKHTPDLLSVR
                     WKREGFISAHAARSKGQDTPINLLGFKDGTANPKISNKPLINNVVWVSNNAGEPAWAV
                     GGSYQVVRIIRFKVEFWDRTPLQEQQTIFGRDKNSGAPLGMQHEHDEPNYAKDPEGKV
                     IPMDGPYSVSQSTDN"
     gene            1387187..1387426
                     /locus_tag="YPA_1235"
     CDS             1387187..1387426
                     /locus_tag="YPA_1235"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13202.1"
                     /translation="MLRRGYSYSLGVSNSGQLDMGLLFVCYQSDLAQAFLTVQERLNG
                     EALEEYVKPIGGGYFFTLPGVADANHYLAQSLLEA"
     gene            complement(1387512..1388111)
                     /locus_tag="YPA_1236"
     CDS             complement(1387512..1388111)
                     /locus_tag="YPA_1236"
                     /codon_start=1
                     /transl_table=11
                     /product="trp repressor binding protein"
                     /protein_id="ABG13203.1"
                     /db_xref="InterPro:IPR008254"
                     /db_xref="InterPro:IPR010089"
                     /translation="MAKILVLYYSMYGHIETLAGAIAEGARKVSGVDVTIKRVPETMP
                     AEAFAKAGGKTNQQAPVATPHELADYDGIIFGTPTRFGNMSGQMRTFLDQTGGLWASG
                     ALYGKVASVFASTGTGGGQEHTITSTWTTLAHHGFIIVPIGYGAKELFDVSQTRGGTP
                     YGATTIAGGDGSRQPSAEELAIARFQGEHVAKITAKLKG"
     gene            1388505..1389683
                     /locus_tag="YPA_1237"
     CDS             1388505..1389683
                     /locus_tag="YPA_1237"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13204.1"
                     /translation="MTQLYPQYKKQLTTKIVLFSALSLLMMASLPNTYAEQYPDVPVP
                     FKNGTGGKVENSLYVGLGSAGVSWFRLDTDKTGAGWQKVANFPGQPREQAVTVVLAGK
                     LYVFGGVGKTNANDTQVRALDDAYRFDPQTNQWQQLATRAPRGLVGTVATTLDGSQAV
                     LLGGVNKAIFDGYFTDLASAGSDEVRKSAVINAYFNQAPADYFYNRDVLIYDPQKNQW
                     KSGGLLPFLGTAGSAISRMDNRLILINGEIKPGLRTAAVWQGLMQGNVLEWQPQPDLI
                     GAETGSAQEGLAGAFSGISHKTVLVAGGANFPGAWKQFNRGHLYAHQGLEKQWHQQVY
                     ALVDNQWRIAGKLPQPLGYGVSIQGPDKVILIGGETTGGTATSAVTQLSWQGGKLHIE
                     "
     sig_peptide     1388505..1388612
                     /locus_tag="YPA_1237"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.994 at
                     residue 36"
     gene            complement(1389809..1391224)
                     /locus_tag="YPA_1238"
     CDS             complement(1389809..1391224)
                     /locus_tag="YPA_1238"
                     /codon_start=1
                     /transl_table=11
                     /product="D-serine/D-alanine/glycine transporter"
                     /protein_id="ABG13205.1"
                     /db_xref="InterPro:IPR002293"
                     /db_xref="InterPro:IPR004840"
                     /translation="MVDQSKIVAEPLQEPEEHLQRSLSNRHIQLIAIGGAIGTGLFMG
                     SGKTISLAGPSIIFVYMIIGFMLFFVMRAMGELLLSNLNYKSFSDFSADLLGPWAGFF
                     TGWTYWFCWVITGIADVVAITAYAQFWFPDFSQWVASLLVVLLLLSLNLATVKMFGEM
                     EFWFAMIKIVAIVALIFAGLTMVLVSYQSPSGTTASFTHLWSDGGMFPKGISGFFAGF
                     QIAVFAFVGIELVGTTAAETKDPEVVLPRAINSIPIRIIMFYVFSLIMIMSVTPWSSV
                     VADKSPFVELFVLVGLPAAASVINFVVLTSAASSANSGVFSTSRMLFGLAKEGNAPKQ
                     FGKLSRRSVPATGLTFSCICLLGGVVLIYLIPNVMTVFTLVTTVSAILFMFVWTIILC
                     SYLVYRKRRPALHKKSIYKMPAGIFMSWVCMAFFAFVLVLLTLESDTRQALIVTPLWF
                     VILTASYIFLKKRRARLYNSK"
     gene            1391586..1391661
                     /locus_tag="YPA_r044"
                     /note="tRNA-Lys3"
     tRNA            1391586..1391661
                     /locus_tag="YPA_r044"
                     /product="tRNA-Lys"
     gene            1392348..1392899
                     /locus_tag="YPA_1239"
     CDS             1392348..1392899
                     /locus_tag="YPA_1239"
                     /codon_start=1
                     /transl_table=11
                     /product="attachment invasion locus protein"
                     /protein_id="ABG13206.1"
                     /db_xref="InterPro:IPR000758"
                     /translation="MKNKTTLAAFITAILLSSSAAYAAGDRTISLGYAQGDVRLGDGN
                     RKDIRLDDDLKGINVKYLHKLSEMFGAIGSFTYTDLNYDYLNNNVKIGDASFDYYSLM
                     VGPSVHFNEFFSMYALLGIGHGNAKASVLGYGKKEEQDSLAYGVGMQFNPLNNIAIDA
                     SYEYTKLKDANIGTWVLGIGYRF"
     sig_peptide     1392348..1392419
                     /locus_tag="YPA_1239"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.995 at
                     residue 24"
     gene            1393239..1393493
                     /locus_tag="YPA_1240"
     CDS             1393239..1393493
                     /locus_tag="YPA_1240"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13207.1"
                     /translation="MVFVVLWFAIAGLSEYLVWGYPLLAVALALFFVILGGYWVYKIR
                     KIQVTEAISAEKKSRSINNLNLTFAVAMLAVHALILLLLR"
     gene            complement(1393521..1393865)
                     /locus_tag="YPA_1241"
     CDS             complement(1393521..1393865)
                     /locus_tag="YPA_1241"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13208.1"
                     /translation="MMGLLLKVLIGTGMVLMIALLSKTRHYYIAGLIPLFPTFALITH
                     YIVGTERSIDALRITIKFGLWAIIPYFIYLISLYFFIEHMRLSLALISAVLCWVIAAW
                     ILISIWSQWHSQ"
     gene            complement(1393990..1394214)
                     /locus_tag="YPA_1242"
     CDS             complement(1393990..1394214)
                     /locus_tag="YPA_1242"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13209.1"
                     /translation="MSNPDFTTSADPQILANEVACLKATLTLLLKAIGQADAGKVILN
                     IERSIAGIEDAAQAEVFTNTLAQIKNGYRQ"
     gene            1394877..1395533
                     /locus_tag="YPA_1243"
     CDS             1394877..1395533
                     /locus_tag="YPA_1243"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator protein"
                     /protein_id="ABG13210.1"
                     /db_xref="InterPro:IPR000792"
                     /db_xref="InterPro:IPR001789"
                     /translation="MISVLLVDDHELVRAGIRRILDDIKGIKVAGEMQCGEDAVKWCR
                     SHVVDIVLMDMNMPGIGGLEATRKILRFSPDTKVIMLTIHTENPLPAKVMQAGAGGYL
                     SKGAAPQDVITAIRMVHAGQRYIASDIAQQMALSQLEPPAETPFSCLSERELQIMIMI
                     TKGQKVNEISEQLHLSPKTVNSYRYRMFSKLNISGDVELTHLAIRHGLFNAETLSNSD
                     "
     gene            1395505..1397358
                     /locus_tag="YPA_1244"
     CDS             1395505..1397358
                     /locus_tag="YPA_1244"
                     /codon_start=1
                     /transl_table=11
                     /product="Excinuclease ABC subunit C"
                     /protein_id="ABG13211.1"
                     /db_xref="InterPro:IPR000305"
                     /db_xref="InterPro:IPR000445"
                     /db_xref="InterPro:IPR001162"
                     /db_xref="InterPro:IPR001943"
                     /db_xref="InterPro:IPR003583"
                     /db_xref="InterPro:IPR004791"
                     /db_xref="InterPro:IPR005829"
                     /translation="MRRRYQIVTDLFDYKEFLKTVTSQPGVYRMYDTAGTVIYVGKAK
                     DLKKRLTSYFRAQVANRKTETLVKNIAQIDVTVTHTETEALLLEHNYIKLYQPRYNVL
                     LRDDKSYPLIFLSADEHPRLAVHRGAKHEKGEYFGPFPNSYAVRETLALLQKLFPVRQ
                     CENSVYRNRSRPCLQYQIGRCSGPCVEGLVSEEEYQRQVDYVRLFLSGKDQQVLTQLI
                     TRMEEASQQLHFEDAARIRDQIQAVRRVTEQQFVSGDSEDLDVIGVAFDAGLACVHVL
                     FIRLGKVLGSRSYFPKVPAGTELSEVVQTFVGQFYLQGSQGRTLPGEILLDFTLTEKD
                     LLASSLSELAGRKIQIQSRPRGDRARYLKLARTNASTALITRLSQQSTIHQRMKELAK
                     VLKLDEINRMECFDISHTMGEQTVASCVVFDANGPVRSEYRRYNISGITPGDDYAAMA
                     QVLKRRYGKALDDQKIPDVIFIDGGKGQLSQAFDVFASLNVPWDKQKPLLVGVAKGSD
                     RKAGLETLFLASEGEGFSLPPDSPALHLIQHIRDDSHNHAITGHRQRRSKVKNTSALE
                     MIEGVGPKRRQVLLKYMGGLQPLFNASVEEIAKVPGISQALAEKIHNALKH"
     gene            1397417..1397965
                     /locus_tag="YPA_1245"
     CDS             1397417..1397965
                     /locus_tag="YPA_1245"
                     /EC_number="2.7.8.5"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-diacylglycerol--glycerol-3-phosphate
                     3-phosphatidyltransferase"
                     /protein_id="ABG13212.1"
                     /db_xref="InterPro:IPR000462"
                     /db_xref="InterPro:IPR004570"
                     /translation="MQLNIPTWLTLFRVVLIPFFVLAFYLPFVWAPMVCAIIFVFAAA
                     TDWFDGFLARRWKQTTRFGAFLDPVADKVMVAVALVLVAEHYHSWWITLPAATMIARE
                     IIISSLREWMAEIGKRSSVAVSWVGKVKTMAQMGSLVGLLWRPDHNVELASFVLLYIA
                     AVLTFWSMFQYLNAAWSDLLEP"
     sig_peptide     1397417..1397488
                     /locus_tag="YPA_1245"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.619) with cleavage site probability 0.256 at
                     residue 24"
     gene            1398110..1398185
                     /locus_tag="YPA_r045"
                     /note="tRNA-Gly2"
     tRNA            1398110..1398185
                     /locus_tag="YPA_r045"
                     /product="tRNA-Gly"
     gene            1398238..1398311
                     /locus_tag="YPA_r046"
                     /note="tRNA-Cys1"
     tRNA            1398238..1398311
                     /locus_tag="YPA_r046"
                     /product="tRNA-Cys"
     gene            1398322..1398407
                     /locus_tag="YPA_r047"
                     /note="tRNA-Leu2"
     tRNA            1398322..1398407
                     /locus_tag="YPA_r047"
                     /product="tRNA-Leu"
     gene            complement(1398705..1399262)
                     /locus_tag="YPA_1246"
     CDS             complement(1398705..1399262)
                     /locus_tag="YPA_1246"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13213.1"
                     /translation="MSPDNIRSEHIRKYMDKRGITSRTQANREKTFLSRVYRWGYERG
                     IVKGNPCRGAKQFTEKARDRYITDEEYDAVYQVAPDVVRVAMEIAYLCLARQADVLAL
                     RRDQLREPGIYIKQGKTAARQIKAWSERLRDAITLAESLPLKSGISSVYIIHQRTGLR
                     YTRDGFNSKWHKARKVAKNISKVRF"
     gene            1399331..1399558
                     /locus_tag="YPA_1247"
     CDS             1399331..1399558
                     /locus_tag="YPA_1247"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="replicative DNA helicase"
                     /protein_id="ABG13214.1"
                     /translation="MLYREAIYNPDSPAARFAEAIVTKNRFGEYGTVYQEFQNGHFLA
                     VDQLVAREASRMSKEAMKLPVREKRYSTANF"
     gene            complement(1400895..1401056)
                     /locus_tag="YPA_1248"
     CDS             complement(1400895..1401056)
                     /locus_tag="YPA_1248"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13215.1"
                     /translation="MVQYRLKKSRLYMSQYPGNIKQQAHQAHQAHQVIAYGVTEFIKP
                     INFRAHAFK"
     gene            complement(1401082..1401426)
                     /locus_tag="YPA_1249"
     CDS             complement(1401082..1401426)
                     /locus_tag="YPA_1249"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13216.1"
                     /translation="MSFNTYLKLTGSEQGLISAGCSSFDSIGNRHQNDHDDEIQILSL
                     NHAITREQHCTHHPVEFIKPIDKLSPLMAIAISNNEILTPSFSIYRLNQFGALEIFYE
                     IKLTKATIIDIS"
     gene            complement(1401646..1402605)
                     /locus_tag="YPA_1250"
     CDS             complement(1401646..1402605)
                     /locus_tag="YPA_1250"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG13217.1"
                     /translation="MACREVELSVRTWQRWQTSPEDQRTTAIRPEPTNRLRVEEEQQI
                     RAVCHQPEYANLPPSQIVPRLADKGVYLASESTFYRVLRRHGEVHHRGRCLKPGRVKP
                     PTTFTASGPCQVWTWDITWLPSWVRGRWYYLYLVEDVFSRKITGEEVHETESGELAAA
                     LMQRTVLRERCYRQPLVLHADNGAAMKSQTLQVKLAELNISPSHSRPRVSNDNAYVES
                     LFRTLKYVPQWPSSGFNHLEEARVWVDKFTRWYNEEHRHSGIGYVTPLQRHTGEDKAL
                     LAQRDKVYQAARAANPKRWSRQTRNWEWQESVTLNPERGKQAA"
     gene            complement(1402677..1403096)
                     /locus_tag="YPA_1251"
     CDS             complement(1402677..1403096)
                     /locus_tag="YPA_1251"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13218.1"
                     /translation="MTVTAVAQMEGISEATLYNWRNQAKSEGEPVPGAEKNSEQWPAE
                     ARLAVIVETATLSETEIAEYCRKKGLYPAQIAQWKQAFLQVPSGDDKVALKQSQKENK
                     QLKKELLRKEKALAETAAILVLRKKLRDYYGETDEDD"
     gene            complement(1403207..1403347)
                     /locus_tag="YPA_1252"
     CDS             complement(1403207..1403347)
                     /locus_tag="YPA_1252"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative major tail sheath protein"
                     /protein_id="ABG13219.1"
                     /translation="MSDYHHGARVIEINDGTRVISTVSTAIIGMVCTSDDADPTLPSV
                     SA"
     gene            complement(1403771..1404076)
                     /locus_tag="YPA_1253"
     CDS             complement(1403771..1404076)
                     /locus_tag="YPA_1253"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13220.1"
                     /translation="MKDFPTKFTHAPTDHNEWFGLYRDDGKIDDYTWINNVERGNFRL
                     HPIGPMRVSMGCITLQHAADFQVLRKALLHTQTIAVNGTKLMAYGCIEVVTNGNTCP"
     gene            complement(1404723..1405010)
                     /locus_tag="YPA_1254"
     CDS             complement(1404723..1405010)
                     /locus_tag="YPA_1254"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13221.1"
                     /translation="MLPLFGKRHFAGSDYIRIPDVPGGLIVQWMTGPVSASENIAYPE
                     LAFPTAFPVTCLMAFAATQGNDTIQADVMFQTSPRWKTGRRLNCRNCRNGF"
     gene            complement(1405027..1405326)
                     /locus_tag="YPA_1255"
     CDS             complement(1405027..1405326)
                     /locus_tag="YPA_1255"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13222.1"
                     /translation="MTSDKYSGMNRNSGLNIDDIDHIRQSISDILATPQGTRVMRRDY
                     GSLLSTLIDQPQNPALRIKMMAAVYGAVMRWEPRVTLAVEISPGRCRGWKFLGIY"
     gene            complement(1405323..1405682)
                     /locus_tag="YPA_1256"
     CDS             complement(1405323..1405682)
                     /locus_tag="YPA_1256"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13223.1"
                     /translation="MQEILAFILYFISFVPSLTQNPSHAARARRQHTGRMNILIAGLK
                     RLLANIIRIGIVSDVDLANGLCRVKMGNLKTDWLNWLTLRAGRVRFWSAPSLGEQVMV
                     ISIGGVQRGGDWTEGVK"
     gene            1405713..1405985
                     /locus_tag="YPA_1257"
     CDS             1405713..1405985
                     /locus_tag="YPA_1257"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13224.1"
                     /translation="MDISYDPIKNEKNIAERKLSFEMARDFEVATALIVEDLRKEYPE
                     RRFQALGYIEERLHMLVFTPRNGKVHVISLRKANSREVKRYEQKNQ"
     gene            1405966..1406256
                     /locus_tag="YPA_1258"
     CDS             1405966..1406256
                     /locus_tag="YPA_1258"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13225.1"
                     /translation="MNKRISKVTMTDNPEWGEAEFARARPATEVFTELFGKEGAEKVI
                     KTRGRPKLANPKEPVKLRIDHDVVDAYRAQGDGWQTKMNEALRDYAKTHGML"
     gene            1406322..1407398
                     /locus_tag="YPA_1259"
     CDS             1406322..1407398
                     /locus_tag="YPA_1259"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13226.1"
                     /db_xref="InterPro:IPR003006"
                     /translation="MASCIPPKVPGYLQRIREQYKESEPVIYKVLSHAKVFVREDYHT
                     DHNYDAVGHDICLFLPMEILIDIHISKQEAYTNLIKNDLNILTRSVHDEWIGEVALEL
                     NSEIDPEYQQAISINEIVNEVLNPDELSIWKPNLIRVFISHRDKYKREAQELANSLEE
                     YGFSCFVAHETIEPLKEWRNEIVNGLKTMEVMLVLLTDDFNDSIWTCQEVGYALGANK
                     PVVTLKVGKVDPAGFISHLQAVKGSLDNPTHNAELLNMLLAESIGKASRIQQALISTF
                     IASQSFDEAKHRFNRMNKSIKKLTEENLNTVMDGFRRNNQLNQCMYLNNNYNRLKTFI
                     ERTTGKSAITSGKEIFIETVNKIV"
     gene            1407446..1408306
                     /locus_tag="YPA_1260"
     CDS             1407446..1408306
                     /locus_tag="YPA_1260"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13227.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNVFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKTGSNTRNGYSSKTLLCDDGEIELSTPRDSENTFEPKLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVTEWQNRPLDALY
                     PIVYLDCIVVKVRHNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTR"
     gene            1408306..1408644
                     /locus_tag="YPA_1261"
     CDS             1408306..1408644
                     /locus_tag="YPA_1261"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG13228.1"
                     /translation="MALDKFAEAWDDKYPKISKIWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESLNSVIRQAIKKRKVFPTDDSVRKVIYLAIRDVSKKWSMPIQNWRLAMSCFII
                     EFGDRLSDHL"
     gene            complement(1409062..1409631)
                     /locus_tag="YPA_1262"
     CDS             complement(1409062..1409631)
                     /locus_tag="YPA_1262"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13229.1"
                     /translation="MKKSVKLSVAIFYLFLCIPVFSLPIFNESLPADNPTQEAALLVQ
                     KLITSEDSEKSEIFKQFKNLLDENPENINVRKMYINSLLADRYYAEGLQELEILNKKH
                     FTRTDLLTECMVKERLGKRDDECYRQVIHLSEQQQSIDSDYLTALFFANDKRFEPLKN
                     RLIKEGVFKESDLLIFTLSKETMLREFYP"
     sig_peptide     complement(1409548..1409631)
                     /locus_tag="YPA_1262"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.947) with cleavage site probability 0.650 at
                     residue 28"
     gene            complement(1409643..1410077)
                     /locus_tag="YPA_1263"
     CDS             complement(1409643..1410077)
                     /locus_tag="YPA_1263"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13230.1"
                     /translation="MSTKSFYFSRRADMRAEGVGAVHASFSLSINVTEDNVKEGKRMY
                     LSASLVCNAAKAYGSGKIVPWCKIKNNIDNKKYVLESNGESFILRHDEVLIGSSSFLI
                     PCKKNILPVLDIEAGYFLHTGYTRIIRPFPGSLTRQITLNKF"
     gene            1410495..1410701
                     /locus_tag="YPA_1264"
     CDS             1410495..1410701
                     /locus_tag="YPA_1264"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13231.1"
                     /translation="MERFFRGLKTEWMPDNGYDNFSGTSTAITNYITGYYNQLRPHQY
                     NGGLTLNESERLFWKNSKSVASFC"
     gene            complement(1410868..1411029)
                     /locus_tag="YPA_1265"
     CDS             complement(1410868..1411029)
                     /locus_tag="YPA_1265"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13232.1"
                     /translation="MLSIWHSVDDTLSVQLVLSGMVSNWFEPSVVALKIFYFLISMAS
                     IPLYLNFQL"
     gene            1411046..1411843
                     /locus_tag="YPA_1266"
     CDS             1411046..1411843
                     /locus_tag="YPA_1266"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG13233.1"
                     /db_xref="InterPro:IPR000524"
                     /translation="MPGGMGGKGVDRKFIETLKTYCDDANRGGGPLYQRLEKGFRDLI
                     TRGELKAGYAIPSERELSERLNLSRVTVRRALSELANAQVIVQRRGARSTVAGRVEKP
                     LSSLTSFSEDMISRGYEPGARWLQKELTHASPSEIIALNLSPGALVWRLKRLRTVDEH
                     PMAVEIAVVPQMFIPEMDELRDSLYSVLQLHGFMPARALQRIRAEPLSRDHSQLLDMP
                     AHSPALHVERHCYLEDGRPIEYTHTWYRGDSYDFLVELQRDITPGLS"
     gene            complement(1412157..1412372)
                     /locus_tag="YPA_1267"
     CDS             complement(1412157..1412372)
                     /locus_tag="YPA_1267"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13234.1"
                     /translation="MQHYCNIVDGLQCLDFSRLQNNDGALEQTQSTITVRKVRFNNTN
                     SPIWYYCGCLFDHGKIRRNEKRMIDTK"
     gene            1412511..1413524
                     /locus_tag="YPA_1268"
     CDS             1412511..1413524
                     /locus_tag="YPA_1268"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG13235.1"
                     /translation="MTDRVIKVGVIGAGFMGAMHARIWQQMYGVEVVGVADPDLSRSE
                     ALKPWIPQLNGYEDFNQMLEQEKPDIVSICTKDDFHLAPALAAAKVGAHIFLEKPIAT
                     TVEDGEAITRAAREANVKLGIGFLLRFDPRYSRAQEILASGSAGEVSHISARRNSPAI
                     EGPARYGGSLPLPLHVTVHDVDMILWLLKHTHPISVYAQTTNKLLGHLGTEDSVFAII
                     RFADGTVVNLESSWALPAGSRTLLDAKMSILATKGLIEIECGESGLYHASENMNRYID
                     TQHWPLSQGELKGDLREELMAFLGDVRTGTTRVATGEEGNEALRITVAIMDSARTGEI
                     VRV"
     gene            1413554..1414822
                     /locus_tag="YPA_1269"
     CDS             1413554..1414822
                     /locus_tag="YPA_1269"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exported solute-binding protein"
                     /protein_id="ABG13236.1"
                     /translation="MSIKKIGIAGIIGTLLMAGNASAQETLRVLLEGHSTSDSIKALL
                     PEFEKQTGIKVQAEIVPYSDLTSKALLAFSSHSGRYDVVMDDWVHAVGYASAGYITPV
                     DQWMESDTAFYDGADFVKSYADTLRYKDGYYGLPVYGESTFLMYRKDLFEQYGIAVPK
                     TFDELTAAAKTIKEKTEGKVAGITLRGAQGIQNTFAWASFLWGYGGQWIDDNGKSAIT
                     SPQAVEATKSFVNILKNYGPIGAANFGWQENRLVFQQGKAAMTIDSTVNGGFNEDPKE
                     STVVGKVGYAPVPVQPGDHPGNSGALQVHGLYISSDSKKQDAAWKFISWATDKQTQMK
                     SVELNPNAGVSSLSAINSDAFTKRYGAFKDGMLAALQNGNAKYLPTIPQSTQIINITG
                     IALSEALAGTQTVENALQQANTRNDKALSR"
     sig_peptide     1413554..1413625
                     /locus_tag="YPA_1269"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 24"
     gene            1414889..1415749
                     /locus_tag="YPA_1270"
     CDS             1414889..1415749
                     /locus_tag="YPA_1270"
                     /codon_start=1
                     /transl_table=11
                     /product="putative binding-protein-dependent transport
                     system, inner membrane component"
                     /protein_id="ABG13237.1"
                     /translation="MNAKLTQQAFTLPLLVVLLLVSFYTLGYAIYLSVHDIDLMSPPP
                     FDFIGMANFIEVLQEPRMWSSLWNTLVYVAGSTVAELVLGSAIALFISRDFFGRKLVR
                     ALLLLPMIVTPIVAGLIWRIFYDPNAGLFNWLAGLIGIPPIDWLGNPSTAMASLILAD
                     IWQWTPFIILLVSAGLDALPSEPLEAAELDGARGWRLLAFIKLPMMKPIILMALFLRM
                     IDAFKSFDLIYVMTRGGPALATETTNMYAYLTGFQDFRISAAVVIAIINTLLVIAVLS
                     FASKKVMKDE"
     sig_peptide     1414889..1414972
                     /locus_tag="YPA_1270"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.937) with cleavage site probability 0.919 at
                     residue 28"
     gene            1415742..1416569
                     /locus_tag="YPA_1271"
     CDS             1415742..1416569
                     /locus_tag="YPA_1271"
                     /codon_start=1
                     /transl_table=11
                     /product="putative binding-protein-dependent transport
                     system, inner membrane component"
                     /protein_id="ABG13238.1"
                     /translation="MSDSLKFICQRTGFYLLLVVILVFFLLPIYWLVTMSFKTYIDAF
                     AMPPKLWFTPILDNYRQVLGNGDFIRAFGNSLLISLVSTFLCLILGALFAYGLVFFIE
                     RKGRAKQFIMSLRYAPVIMLVIPVYYLITKLGMTDNYLVLILVYTVANVPFTILMVTT
                     FFEDIPPEIREAARVDGASEWRVFLSVMLPLARTGLAASGVLTLFFIWNEFQIVLTLS
                     GDSTQTLPVAITSFLTFQGTEWGPLTAAGTLVMLPMLVLGLLVQKHLVRGLTMGGVK"
     gene            1416594..1417484
                     /locus_tag="YPA_1272"
     CDS             1416594..1417484
                     /locus_tag="YPA_1272"
                     /codon_start=1
                     /transl_table=11
                     /product="putative binding-protein-dependent transport
                     system, ATP-binding component"
                     /protein_id="ABG13239.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSGIRLSNVFKRFHDTQVINQVDLEIKNGEFCVFIGPSGCGKST
                     LLRMIAGLETISSGEISIGDKVVNKLAPADRGVAMVFQSYALYPHMTIYDNMAFNLKL
                     AKTEPAEIERRVLNAAKILQLELLLQRLPKALSGGQRQRVAIGRAIVRNPDVFLFDEP
                     LSNLDASLRVATRVEIAKLHHQLGNTMVYVTHDQVEAMTLADKIVLLNSGAAMLNEGS
                     IAQTGHPLELYHHPVNEFVAGFIGSPKMNFLSGELVAGNAQCASIRLGGVREIEVQVS
                     TLKWGSARSICGSATKQRHT"
     gene            1417370..1417711
                     /locus_tag="YPA_1273"
     CDS             1417370..1417711
                     /locus_tag="YPA_1273"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-type sugar transport systems, ATPase
                     components"
                     /protein_id="ABG13240.1"
                     /translation="MREYSSGGRAGNRGSGEHVKVGIRPEHLRLCDQAEAHLIGQIQH
                     IEHLGEAAYFYVSVNNFDPMLVRHSEDQKLALGDDVGLMIPAHHAHLFDNKGVAFRRT
                     ASAVQKPFSTA"
     gene            complement(1417721..1417945)
                     /locus_tag="YPA_1274"
     CDS             complement(1417721..1417945)
                     /locus_tag="YPA_1274"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13241.1"
                     /translation="MKNLPDAYSVFPRIGKDIDLPLAVKFFKLTDSHGLSLLANLAVH
                     VLDFSKVERQMSHQGRNSVQLRLADCKDKK"
     gene            1418624..1419646
                     /locus_tag="YPA_1275"
     CDS             1418624..1419646
                     /locus_tag="YPA_1275"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13242.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1419646..1420425
                     /locus_tag="YPA_1276"
     CDS             1419646..1420425
                     /locus_tag="YPA_1276"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13243.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1420469..1420582)
                     /locus_tag="YPA_1277"
     CDS             complement(1420469..1420582)
                     /locus_tag="YPA_1277"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13244.1"
                     /translation="MEEKLTGNELEMLYAAADYRRTEIVMNQYFVSTTDEK"
     gene            complement(1420825..1421034)
                     /locus_tag="YPA_1278"
     CDS             complement(1420825..1421034)
                     /locus_tag="YPA_1278"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13245.1"
                     /translation="MPDEIDRDQAFNERCLEALIEQSRLRPTPTPSLQHCRFCGKAIP
                     EKRRQTLPGVTTCTDCQSILEKRRR"
     gene            complement(1421024..1421605)
                     /locus_tag="YPA_1279"
     CDS             complement(1421024..1421605)
                     /locus_tag="YPA_1279"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13246.1"
                     /translation="MLPSLNHIILTVALQALREGNIHHCETMGFTYDEMNLLGCLSIN
                     DLITLSQAPLPLVDITIRHDVLQKLLASSHEENRRQEQLNRAVRLGGSIALMNRYFGV
                     GSRETCARRRLLGVSVPNGRTPIPDEETDAAIWHQWQKYRVENIDSPEALDAMMQVTE
                     NLSSCTAPSLTVVWNCITHCERKNTVRRIQRAR"
     gene            complement(1421611..1421775)
                     /locus_tag="YPA_1280"
     CDS             complement(1421611..1421775)
                     /locus_tag="YPA_1280"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13247.1"
                     /translation="MMNINIPALINFDPAGIKKSTCMYISDLPGIVLYDTIPFTEYSA
                     ELLSTYSVKE"
     gene            complement(1421794..1422075)
                     /locus_tag="YPA_1281"
     CDS             complement(1421794..1422075)
                     /locus_tag="YPA_1281"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13248.1"
                     /translation="MHPLFRAHQLSLRLPLCFFILRPPFISVTGGYMTSYQLLRLRQV
                     EQKTGLKRSQIYLYMKEGAFPRSIKIGPASVAWLESEIDEWINKKLSDR"
     gene            complement(1422119..1422673)
                     /locus_tag="YPA_1282"
     CDS             complement(1422119..1422673)
                     /locus_tag="YPA_1282"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13249.1"
                     /translation="MIQRILARELKFPSPIVGARKTNHGIIVRFSEELFQIFETMSWK
                     ERVEKQISRLPENTALDVIKKLTEVTTIKYNHNGCFPLYTLPPDACFVIRHTEVERLI
                     NLYKKRESHPISPSRMTTPLSRLFWLACKHNDTISPLLNHPYKLLSIFEQWASDDGIG
                     EKLDAETLKNALKRGSPSSTSLSG"
     gene            complement(1422681..1423103)
                     /locus_tag="YPA_1283"
     CDS             complement(1422681..1423103)
                     /locus_tag="YPA_1283"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13250.1"
                     /translation="MTPIFFLNGTNCCVEGDNIMSKKYQPLLITHYMSTWVTITEAVE
                     ITTKAIKQKITPSDIYRHALSGNILLSVYFQSPVILKKIQTFNGKIKFRQFEGDLLDK
                     LCMLDRDGFIYGQNLRLCTEARYVCPVQQIIDTPPDRL"
     gene            complement(1423919..1425940)
                     /locus_tag="YPA_1284"
     CDS             complement(1423919..1425940)
                     /locus_tag="YPA_1284"
                     /codon_start=1
                     /transl_table=11
                     /product="pesticin/yersiniabactin receptor protein"
                     /protein_id="ABG13251.1"
                     /db_xref="InterPro:IPR010105"
                     /translation="MKMTRLYPLALGGLLLPAIANAQTSQQDESTLVVTASKQSSRSA
                     SANNVSSTVVSAPELSDAGVTASDKLPRVLPGLNIENSGNMLFSTISLRGVSSAQDFY
                     NPAVTLYVDGVPQLSTNTIQALTDVQSVELLRGPQGTLYGKSAQGGIINIVTQQPDST
                     PRGYIEGGVSSRDSYRSKFNLSGPIQDGLLYGSVTLLRQVDDGDMINPATGSDDLGGT
                     RASIGNVKLRLAPDDQPWEMGFAASRECTRATQDAYVGWNDIKGRKLSISDGSPDPYM
                     RRCTDSQTLSGKYTTDDWVFNLISAWQQQHYSRTFPSGSLIVNMPQRWNQDVQELRAA
                     TLGDARTVDMVFGLYRQNTREKLNSAYDMPTMPYLSSTGYTTAETLAAYSDLTWHLTD
                     RFDIGGGVRFSHDKSSTQYHGSMLGNPFGDQGKSNDDQVLGQLSAGYMLTDDWRVYTR
                     VAQGYKPSGYNIVPTAGLDAKPFVAEKSINYELGTRYETADVTLQAATFYTHTKDMQL
                     YSGPVRMQTLSNAGKADATGVELEAKWRFAPGWSWDINGNVIRSEFTNDSELYHGNRV
                     PFVPRYGAGSSVNGVIDTRYGALMPRLAVNLVGPHYFDGDNQLRQGTYATLDSSLGWQ
                     ATERMNISVYVDNLFDRRYRTYGYMNGSSAVAQVNMGRTVGINTRIDFF"
     sig_peptide     complement(1425872..1425940)
                     /locus_tag="YPA_1284"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.977 at
                     residue 23"
     gene            complement(1426071..1427648)
                     /locus_tag="YPA_1285"
     CDS             complement(1426071..1427648)
                     /locus_tag="YPA_1285"
                     /codon_start=1
                     /transl_table=11
                     /product="yersiniabactin siderophore biosynthetic protein"
                     /protein_id="ABG13252.1"
                     /db_xref="InterPro:IPR000223"
                     /db_xref="InterPro:IPR000873"
                     /translation="MNSSFESLIEQYPLPIAEQLRHWAARYASRIAVVDAKGSLTYSA
                     LDAQVDELAAGLSSLGLRSGEHVIVQLPNDNAFVTLLFALLRLGVIPVLAMPSQRALD
                     IDALIELAQPVAYVIHGENHAELARQMAHKHACLRHVLVAGETVSDDFTPLFSLHGER
                     QAWPQPDVSATALLLLSGGTTGTPKLIPRRHADYSYNFSASAELCGISQQSVYLAVLP
                     VAHNFPLACPGILGTLACGGKVVLTDSASCDEVMPLIAQERVTHVALVPALAQLWVQA
                     REWEDSDLSSLRVIQAGGARLDPTLAEQVIATFDCTLQQVFGMAEGLLCFTRLDDPHA
                     TILHSQGRPLSPLDEIRIVDQDENDVAPGETGQLLTRGPYTISGYYRAPAHNAQAFTA
                     QGFYRTGDNVRLDEVGNLHVEGRIKEQINRAGEKIAAAEVESALLRLAEVQDCAVVAA
                     PDTLLGERICAFIIAQQVPTDYQQLRQQLTRMGLSAWKIPDQIEFLDHWPLTAVGKID
                     KKRLTALAVDRYRHSAQ"
     gene            complement(1427652..1428440)
                     /locus_tag="YPA_1286"
     CDS             complement(1427652..1428440)
                     /locus_tag="YPA_1286"
                     /codon_start=1
                     /transl_table=11
                     /product="yersiniabactin biosynthetic protein YbtT"
                     /protein_id="ABG13253.1"
                     /db_xref="InterPro:IPR002016"
                     /translation="MCIPLWPARNGNTAHLVMCPFAGGSSSAFRHWQAEQLTDCALSL
                     VTWPGRDRLRHLEPLRSITQLAALLANELEASVSPDTPLLLAGHSMGAQVAFETCRLL
                     EQRGLAPQGLIISGCHAPHLHSERQLSHRDDADFIAELIDIGGCSPELRENQELMSLF
                     LPLLRADFYATESYHYDSPDVCPPLRTPALLLCGSHDREASWQQVDAWRQWLSHVTGP
                     VVIDGDHFYPIQQARSFFTQIVRHFPHAFSAMTALQKQPSTSER"
     gene            complement(1428452..1429552)
                     /locus_tag="YPA_1287"
     CDS             complement(1428452..1429552)
                     /locus_tag="YPA_1287"
                     /codon_start=1
                     /transl_table=11
                     /product="yersiniabactin biosynthetic protein YbtU"
                     /protein_id="ABG13254.1"
                     /db_xref="InterPro:IPR010091"
                     /translation="MMPSASPKQRVLIVGAKFGEMYLNAFMQPPEGLELVGLLAQGSA
                     RSRELAHAFGIPLYTSPEQITRMPDIACIVVRSTVAGGTGTQLARHFLTRGVHVIQEH
                     PLHPDDISSLQTLAQEQGCCYWVNTFYPHTRAGRTWLRDAQQLRRCLAKTPPVVHATT
                     SRQLLYSTLDLLLLALGVDAAAVECDVVGSFSDFHCLRLFWPEGEACLLLQRYLDPDD
                     PDMHSLIMHRLLLGWPEGHLSLEASYGPVIWSSSLFVADHQENAHSLYRRPEILRDLP
                     GLTRSAAPLSWRDCCETVGPEGVSWLLHQLRSHLAGEHPPAACQSVHQIALSRLWQQI
                     LRKTGNAEIRRLTPPHHDRLAGFYNDDDKEAL"
     gene            complement(1429549..1439040)
                     /locus_tag="YPA_1288"
     CDS             complement(1429549..1439040)
                     /locus_tag="YPA_1288"
                     /codon_start=1
                     /transl_table=11
                     /product="yersiniabactin biosynthetic protein"
                     /protein_id="ABG13255.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR000794"
                     /db_xref="InterPro:IPR001601"
                     /db_xref="InterPro:IPR006162"
                     /db_xref="InterPro:IPR006163"
                     /translation="MDNLRFSSAPTADSIDASIAQHYPDCEPVAVIGYACHFPESPDG
                     ETFWQNLLEGRECSRRFTREELLAVGLDAAIIDDPHYVNIGTVLDNADCFDATLFGYS
                     RQEAESMDPQQRLFLQAVWHALEHAGYAPGAVPHKTGVFASSRMSTYPGREALNVTEV
                     AQVKGLQSLMGNDKDYIATRAAYKLNLHGPALSVQTACSSSLVAVHLACESLRAGESD
                     MAVAGGVALSFPQQAGYRYQPGMIFSPDGHCRPFDASAEGTWAGNGLGCVVLRRLRDA
                     LLSGDPIISVILSSAVNNDGNRKVGYTAPSVAGQQAVIEEALMLAAIDDRQVGYIETH
                     GTGTPLGDAIEIEALRNVYAPRPQDQRCALGSVKSNMGHLDTAAGIAGLLKTVLAVSR
                     GQIPPLLNFHTPNPALKLEESPFTIPVSAQAWQDEMRYAGVSSFGIGGTNCHMIVASL
                     PDALNARLPNTDSGRKSTALLLSAASDSALRRLATDYAGALRENADASSLAFTALHAR
                     RLDLPFRLAAPLNRETAEALSAWAGEKSGALVYSGHGASGKQVWLFTGQGSHWRTMGQ
                     TMYQHSTAFADTLDRCFSACSEMLTPSLREAMFNPDSAQLDNMAWAQPAIVAFEIAMA
                     AHWRAEGLKPDFAIGHSVGEFAAAVVCGHYTIEQVMPLVCRRGALMQQCASGAMVAVF
                     ADEDTLMPLARQFELDLAANNGTQHTVFSGPEARLAVFCATLSQHDINYRRLSVTGAA
                     HSALLEPILDRFQDACAGLHAEPGQIPIISTLTADVIDESTLNQADYWRRHMRQPVRF
                     IQSIQVAHQLGARVFLEMGPDAQLVACGQREYRDNAYWIASARRNKEASDVLNQALLQ
                     LYAAGVALPWADLLAGDGQRIAAPCYPFDTERYWKERVSPACEPADAALSAGLEVASR
                     AATALDLPRLEALKQCATRLHAIYVDQLVQRCTGDAIENGVDAMTIMRRGRLLPRYQQ
                     LLQRLLNNCVVDGDYRCTDGRYVRARPIEHQQRESLLTELAGYCEGFQAIPDTIARAG
                     DRLYEMMSGAEEPVAIIFPQSASDGVEVLYQEFSFGRYFNQIAAGVLRGIVQTRQPRQ
                     PLRILEVGGGTGGTTAWLLPELNGVPALEYHFTDISALFTRRAQQKFADYDFVKYSEL
                     DLEKEAQSQGFQAQSYDLIVAANVIHATRHIGRTLDNLRPLLKPGGRLLMREITQPMR
                     LFDFVFGPLVLPLQDLDAREGELFLTTAQWQQQCRHAGFSKVAWLPQDGSPTAGMSEH
                     IILATLPGQAVSAVTFTAPSEPVLGQALTDNGDYLADWSDCAGQPERFNARWQEAWRL
                     LSQRHGDALPVEPPPVAAPEWLGKVRLSWQNEAFSRGQMRVEARHPTGEWLPLSPAAP
                     LPAPQTHYQWRWTPLNVASIDHPLTFSFSAGTLARSDELAQYGIIHDPHASSRLMIVE
                     ESEDTLALAEKVIAALTASAAGLIVVTRRAWRVEENEALSASHHALWALLRVAANEQP
                     ERLLAAIDLAENTPWETLHQGLSAVSLSQRWLAARGDTLWLPSLAPNTGCAAELPANV
                     FTGDSRWHLVTGAFGGLGRLAVNWLREKGARRIALLAPRVDESWLRDVEGGQTRVCRC
                     DVGDAGQLATVLDDLAANGGIAGAIHAAGVLADAPLQELDDHQLAAVFAVKAQAASQL
                     LQTLRNHDGRYLILYSSAAATLGAPGQSAHALACGYLDGLAQQFSTLDAPKTLSVAWG
                     AWGESGRAATPEMLATLASRGMGALSDAEGCWHLEQAVMRGAPWRLAMRVFTDKMPPL
                     QQALFNISATEKAATPVIPPADDNAFNGSLSDETAVMAWLKKRIAVQLRLSDPASLHP
                     NQDLLQLGMDSLLFLELSSDIQHYLGVRINAERAWQDLSPHGLTQLICSKPEATPAAS
                     QPEVLRHDADERYAPFPLTPIQHAYWLGRTHLIGYGGVACHVLFEWDKRHDEFDLAIL
                     EKAWNQLIARHDMLRMVVDADGQQRILATTPEYHIPRDDLRALSPEEQRIALEKRRHE
                     LSYRVLPADQWPLFELVVSEIDDCHYRLHMNLDLLQFDVQSFKVMMDDLAQVWRGETL
                     APLAITFRDYVMAEQARRQTSAWHDAWDYWQEKLPQLPLAPELPVVETPPETPHFTTF
                     KSTIGKTEWQAVKQRWQQQGVTPSAALLTLFAATLERWSRTTTFTLNLTFFNRQPIHP
                     QINQLIGDFTSVTLVDFNFSAPVTLQEQMQQTQQRLWQNMAHSEMNGVEVIRELGRLR
                     GSQRQPLMPVVFTSMLGMTLEGMTIDQAMSHLFGEPCYVFTQTPQVWLDHQVMESDGE
                     LMFSWYCMDNVLEPGAAEAMFNDYCAILQAVIAAPESLKTLASGIAGHIPRRRWPLNA
                     QADYDLRDIEQATLEYPGIRQARAEITEQGALTLDIVMADDPSPSAAMPDEHELTQLA
                     LPLPEQAQLDELEATWRWLEARALQGIAATLNRHGLFTTPEIAHRFSAIVQALSAQAS
                     HQRLLRQWLQCLTEREWLIREGESWRCRIPLSEIPEPQEACPQSQWSQALAQYLETCI
                     ARHDALFSGQCSPLELLFNEQHRVTDALYRDNPASACLNRYTAQIAALCSAERILEVG
                     AGTAATTAPVLKATRNTRQSYHFTDVSAQFLNDARARFHDESQVSYALFDINQPLDFT
                     AHPEAGYDLIVAVNVLHDASHVVQTLRRLKLLLKAGGRLLIVEATERNSVFQLASVGF
                     IEGLSGYRDFRRRDEKPMLTRSAWQEVLVQAGFANELAWPAQESSPLRQHLLVARSPG
                     VNRPDKKAVSRYLQQRFGTGLPILQIRQREALFTPLHAPSDAPTEPAKPTPVAGGNPA
                     LEKQVAELWQSLLSRPVARHHDFFELGGDSLMATRMVAQLNRRGIARANLQDLFSHST
                     LSDFCAHLQAATSGEDNPIPLCQGDGEETLFVFHASDGDISAWLPLASALNRRVFGLQ
                     AKSPQRFATLDQMIDEYVGCIRRQQPHGPYVLAGWSYGAFLAAGAAQRLYAKGEQVRM
                     VLIDPVCRQDFCCENRAALLRLLAEGQTPLALPEHFDQQTPDSQLADFISLAKTAGMV
                     SQNLTLQAAETWLDNIAHLLRLLTEHTPGESVPVPCLMVYAAGRPARWTPAETEWQGW
                     INNADDAVIEASHWQIMMEAPHVQACAQHITRWLCATSTQPENTL"
     gene            complement(1439128..1445235)
                     /locus_tag="YPA_1289"
     CDS             complement(1439128..1445235)
                     /locus_tag="YPA_1289"
                     /codon_start=1
                     /transl_table=11
                     /product="yersiniabactin biosynthetic protein"
                     /protein_id="ABG13256.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR000873"
                     /db_xref="InterPro:IPR002047"
                     /db_xref="InterPro:IPR006162"
                     /db_xref="InterPro:IPR006163"
                     /db_xref="InterPro:IPR010071"
                     /translation="MISGAPSQDSLLPDNRHAADYQQLRERLIQELNLTPQQLHEESN
                     LIQAGLDSIRLMRWLHWFRKNGYRLTLRELYAAPTLAAWNQLMLSRSPENAEEETPPD
                     ESSWPNMTESTPFPLTPVQHAYLTGRMPGQTLGGVGCHLYQEFEGHCLTASQLEQAIT
                     TLLQRHPMLHIAFRPDGQQVWLPQPYWNGVTVHDLRHNDAESRQAYLDALRQRLSHRL
                     LRVEIGETFDFQLTLLPDNRHRLHVNIDLLIMDASSFTLFFDELNALLAGESLPAIDT
                     RYDFRSYLLHQQKINQPLRDDARAYWLAKASTLPPAPVLPLACEPATLREVRNTRRRM
                     IVPATRWHAFSNRAGEYGVTPTMALATCFSAVLARWGGLTRLLLNITLFDRQPLHPAV
                     GAMLADFTNILLLDTACDGDTVSNLARKNQLTFTEDWEHRHWSGVELLRELKRQQRYP
                     HGAPVVFTSNLGRSLYSSRAESPLGEPEWGISQTPQVWIDHLAFEHHGEVWLQWDSND
                     ALFPPALVETLFDAYCQLINQLCDDESAWQKPFADMMPASQRAIRERVNATGAPIPEG
                     LLHEGIFRIALQQPQALAVTDMRYQWNYHELTDYARRCAGRLIECGVQPGDNVAITMS
                     KGAGQLVAVLAVLLAGAVYVPVSLDQPAARREKIYADASVRLVLICQHDASAGSDDIP
                     VLAWQQAIEAEPIANPVVRAPTQPAYIIYTSGSTGTPKGVVISHRGALNTCCDINTRY
                     QVGPHDRVLALSALHFDLSVYDIFGVLRAGGALVMVMENQRRDPHAWCELIQRHQVTL
                     WNSVPALFDMLLTWCEGFADATPENLRAVMLSGDWIGLDLPARYRAFRPQGQFIAMGG
                     ATEASIWSNACEIHDVPAHWRSIPYGFPLTNQRYRVVDEQGRDCPDWVPGELWIGGIG
                     VAEGYFNDPLRSEQQFLTLPDERWYRTGDLGCYWPDGTIEFLGRRDKQVKVGGYRIEL
                     GEIESALSQLAGVKQATVLAIGEKEKTLAAYVVPQGEAFCVTDHRNPALPQAWHTLAG
                     TLPCCAISPEISAEQVADFLQHRLLKLKPGHTAGADPLPLMNSLAIQPRWQAVVERWL
                     AFLVTQRRLKPAAEGYQVCAGEEREDEHPHFSGHDLTLSQILRGARNELSLLNDAQWS
                     PESLAFNHPASAPYIQELATICQQLAQRLQRPVRLLEVGTRTGRAAESLLAQLNAGQI
                     EYVGLEQSQEMLLSARQRLAPWPGARLSLWNADTLAAHAHSADIIWLNNALHRLLPED
                     PGLLATLQQLAVPGALLYVMEFRQLTPSALLSTLLLTNGQPEALLHNSADWAALFSAA
                     AFNCQHGDEVAGLQRFLVQCPDRQVRRDPRQLQAALAGRLPGWMVPQRIVFLDALPLT
                     ANGKIDYQALKRRHTPEAENPAEADLPQGDIEKQVAALWQQLLSTGNVTRETDFFQQG
                     GDSLLATRLTGQLHQAGYEAQLSDLFNHPRLADFAATLRKTDVPVEQPFVHSPEDRYQ
                     PFALTDVQQAYLVGRQPGFALGGVGSHFFVEFEIADLDLTRLETVWNRLIARHDMLRA
                     IVRDGQQQVLEQTPPWVIPAHTLHTPEEALRVREKLAHQVLNPEVWPVFDLQVGYVDG
                     MPARLWLCLDNLLLDGLSMQILLAELEHGYRYPQQLLPPLPVTFRDYLQQPSLQSPNP
                     DSLAWWQAQLDDIPPAPALPLRCLPQEVETPRFARLNGALDSTRWHRLKKRAADAHLT
                     PSAVLLSVWSTVLSAWSAQPEFTLNLTLFDRRPLHPQINQILGDFTSLMLLSWHPGES
                     WLHSAQSLQQRLSQNLNHRDVSAIRVMRQLAQRQNVPAVPMPVVFTSALGFEQDNFLA
                     RRNLLKPVWGISQTPQVWLDHQIYESEGELRFNWDFVAALFPAGQVERQFEQYCALLN
                     RMAEDESGWQLPLAALVPPVKHAGQCAERSPRVCPEHSQPHIAADESTVSLICDAFRE
                     VVGESVTPAENFFEAGATSLNLVQLHVLLQRHEFSTLTLLDLFTHPSPAALADYLAGV
                     ATVEKTKRPRPVRRRQRRI"
     gene            complement(1445426..1446385)
                     /locus_tag="YPA_1290"
     CDS             complement(1445426..1446385)
                     /locus_tag="YPA_1290"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG13257.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MTESPQTQSEISIHQLVVGKPANDGNIPAQCELLRCSLQEGMDI
                     LLWRGHFARPETLQLHDDLGRINFSCILEGTSRFAIQGLRRHTDWELARNRHYITHTP
                     DCRGSASYCGRFESITLSFSPETLALWVPDISAVIKNKIDSHCCCQQQRCNAETHLTA
                     QALRHALMRMHGGFSHEQKPSTLWLQGQSLVMLSLVLDEHREDASCLSCHFNPMERQK
                     LLRAKDLLLADLTQAPGVAELARESGLSVLKIKRGFRVLFNNSVYGLFQAERMQEARR
                     RLANGNTSVMTVAADLGYANASHFSAAFQKQFGVTPSTFKRVM"
     gene            1446642..1448354
                     /locus_tag="YPA_1291"
     CDS             1446642..1448354
                     /locus_tag="YPA_1291"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoprotein inner membrane ABC-transporter"
                     /protein_id="ABG13258.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MALAGLAALTSLGALLFLAWSLRDIRATPDAIPAWPLGGVIGCV
                     VLTFVLRLQAFNTSHYAAFHLENILRSRLARKALQLPPGVLQQMGSGSVAKVMLDDVK
                     SLHIFVADSTPLYARAIIMPLATIVILFWLDWRLAIATLGVLAFGSVVLVLARQRSED
                     MAQRYHKAREQVSAAVIEFVQAMPVVRTFDSGSTSFLRYQRALEEWVDVLKTWYRKAG
                     FSARFSFSILNPLPTLFVLIWSGYGLLHYGSFDFIAWVAVLLLGSGMAEAVMPMMMLN
                     NLVAQTRLSIQRIYQVLAMPELSLPQSDQQPQEASITFEQVSFHYPQARTGAALQEVS
                     FHVPAGQIVALVGPSGAGKSTVARLLLRYADPDKGHIRIGGVDLRDMQTDTLMKQLSF
                     VFQDNFLFADTIANNIRLGAPDTPLEAVIAAARVAQAHDFISALPEGYNTRVGERGVF
                     LSGGQRQRITIARALLQDRPILVLDEATAFADPENEAALIKALAAAMRGRTVIMVAHR
                     LSMVTQADVILLFSDGQLREMGNHTQLLAQGGLYQRLWQHYQQAQHWVPGGTQEEVVE
                     NERQ"
     sig_peptide     1446642..1446707
                     /locus_tag="YPA_1291"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.602) with cleavage site probability 0.421 at
                     residue 22"
     gene            1448341..1450143
                     /locus_tag="YPA_1292"
     CDS             1448341..1450143
                     /locus_tag="YPA_1292"
                     /codon_start=1
                     /transl_table=11
                     /product="inner membrane ABC-transporter YbtQ"
                     /protein_id="ABG13259.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MKDNNPADNLAWRVIWRQLISSVGSQARMLRRSMLALLLAAFMQ
                     GIAFACLYPIIDALLRGDAPQLLNWAMAFSVAAIVTLVLRWYGLGFEYRGHLAQATHE
                     LRLRLGEQLRRVPLEKLQRGRAGEMNALLLGSVDENLNYVIAIANILLLTIVTPLTAS
                     LATLWIDWRLGLVMLLIFPLLVPFYYWRRPAMRRQMQTLGEAHQRLSGDIVEFAQGMM
                     VLRTCGSDADKSRALLAHFNALENLQTRTHRQGAGATMLIASVVELGLQVVVLSGIVW
                     VVTGTLNLAFLIAAVAMIMRFAEPMAMFISYTSVVELIASALQRIERFMAIAPLPVAE
                     QSEMPERYDIRFDNVSYRYEEGDGHALNHVSLTFPAASMSALVGASGAGKTTVTKLLM
                     RYADPQQGQISIGGVDIRRLTPEQLNSLISVVFQDVWLFDDTLLANIRIARPQATRQE
                     VEEAARAAQCLEFISRLPQGWLTPMGEMGGQLSGGERQRISIARALLKNAPVVILDEP
                     TAALDIESELAVQKAIDNLVHNRTVIIIAHRLSTIAGAGNILVMEEGQVVEQGTHAQL
                     LSHHGRYQALWQAQMAARVWRDDGVSASGEWVHE"
     sig_peptide     1448341..1448490
                     /locus_tag="YPA_1292"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.965) with cleavage site probability 0.965 at
                     residue 50"
     gene            1450028..1451416
                     /locus_tag="YPA_1293"
     CDS             1450028..1451416
                     /locus_tag="YPA_1293"
                     /codon_start=1
                     /transl_table=11
                     /product="putative signal transducer"
                     /protein_id="ABG13260.1"
                     /translation="MRNCSHIMDVIRRCGRRKWPRACGATTGFPRLESGCMSDVQSNV
                     KPLTLTTGRVIFAIAGVYVTQSLVSALSMQSLPALVRAAGGSLALAGATTLFMLPWAL
                     KFIWAPWIERWRLPPGSQERRSRMLILRGQVALAAILTIAAAIGWFGREGGFPDTQIV
                     ALFVLFMVAGTVASTIDIASDGFCVDQLTRTGYGWGNSVQVGGSYLGMMCGGGVFLML
                     SAASGWPVAMLMMAVLIMALSLPLWRITEPTRTATIPHVPALGYALRRKQARLGLLLV
                     LMLNSGMRFVLPLLAPLLLDHGLSMSALGALFSGGNIAAGIAGTLAGGLLMKYTSPGR
                     ALLTAYGVQGIALLAVVMTLMMAPGHLLLPILQCLVIVQSISLACALVCLYATLMSLS
                     SPLQAGVDFTLFQCTDAAIAILAGVIGGVVAQHFGYAACFLFAGAFTLLAAWVAYIRL
                     HSARELMTSAID"
     gene            1451444..1452748
                     /locus_tag="YPA_1294"
     CDS             1451444..1452748
                     /locus_tag="YPA_1294"
                     /codon_start=1
                     /transl_table=11
                     /product="putative salicylate synthetase"
                     /protein_id="ABG13261.1"
                     /db_xref="InterPro:IPR005801"
                     /translation="MKISEFLHLALPEEQWLPTISGVLRQFAEEECYVYERQPCWYLG
                     KGCQARLHINADGTQATFIDDAGEQKWAVDSIADCARRFMAHPQVKGRRVYGQVGFNF
                     AAHARGIAFNAGEWPLLTLTVPREELIFEKGNVTVYADSADGCRRLCEWVKEAGTTTQ
                     NAPLAVDTALNGEAYKQQVARAVAEIRRGEYVKVIVSRAIPLPSRIDMPATLLYGRQA
                     NTPVRSFMFRQEGREALGFSPELVMSVTGNKVVTEPLAGTRDRMGNPEHNKAKEAELL
                     HDSKEVLEHILSVKEAIAELEAVCQPGSVVVEDLMSVRQRGSVQHLGSGVSGQLAENK
                     DAWDAFTVLFPSITASGIPKNAALNAIMQIEKTPRELYSGAILLLDDTRFDAALVLRS
                     VFQDSQRCWIQAGAGIIAQSTPERELTETREKLASIAPYLMV"
     gene            complement(1452942..1454204)
                     /locus_tag="YPA_1295"
     CDS             complement(1452942..1454204)
                     /locus_tag="YPA_1295"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase"
                     /protein_id="ABG13262.1"
                     /translation="MSLTDAKIRTLKPSDKPFKVSDSHGLYLLVKPGGSRHWYLKYRI
                     SGKESRIALGAYPAISLSDARQQREGIRKMLALNINPVQQRAAERGSRTPEKVFKNVA
                     LAWHKSNRKWSQNTADRLLASLNNHIFPVIGNLPVSELKPRHFIDLLKGIEEKGLLEV
                     ASRTRQHLSNIMRHAVHQELIDTNPAANLGGVTTPPVRRHYPALPLERLPELLERIGA
                     YHQGRELTRHAVLLMLHVFIRSSELRFARWSEIDFTNRVWTIPATREPIIGVRYSGRG
                     AKMRMPHIVPLSEQSIAILKQIKDITGNNELIFPGDHNPYKPMCENTVNKALRVMGYD
                     TKKDICGHGFRAMACSALMESGLWAKDAVERQMSHQEHNTVRMAYIHKAEHLEARKAM
                     MQWWSDYLEACRESYAPPYTIGKNKFIP"
     gene            complement(1454366..1454441)
                     /locus_tag="YPA_r048"
                     /note="tRNA-Asn1"
     tRNA            complement(1454366..1454441)
                     /locus_tag="YPA_r048"
                     /product="tRNA-Asn"
     gene            complement(1454744..1455484)
                     /locus_tag="YPA_1296"
     CDS             complement(1454744..1455484)
                     /locus_tag="YPA_1296"
                     /codon_start=1
                     /transl_table=11
                     /product="pili assembly chaperone"
                     /protein_id="ABG13263.1"
                     /db_xref="InterPro:IPR001829"
                     /translation="MRLLSLFLLLFTISYDALAGLIAGSTRIIYQPELRERTLMLANT
                     NDYPVVVQTWIDNGDVDSTPDQAKAPFMVLPAVFKMQAGSVQALRIINKGENLPSDRE
                     SVYWLNLYEIPPRERSNIDVHAQVAMAMNTQMKIFYRPNGLAPPPIDAMGKIKFSLKN
                     IDNQYVIIANNPTPYFVSFGQIQLQSQQKNYLIAQSMDMMTGPFSTRPYYFEQPPTSL
                     KGKFTVSYIYFDDAGNQVKNSQSVTVTL"
     sig_peptide     complement(1455425..1455484)
                     /locus_tag="YPA_1296"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.824) with cleavage site probability 0.741 at
                     residue 20"
     gene            complement(1455481..1456830)
                     /locus_tag="YPA_1297"
     CDS             complement(1455481..1456830)
                     /locus_tag="YPA_1297"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13264.1"
                     /translation="MHPIITRNTTRYRFNQNRPVFCRLMSVLSSLCLLGFTLPSQAQC
                     VWKGSDIGGDNYGASLYLGNINITSNYIQPVDSILASNVISLVPAHRWPDPEAVIYEC
                     DIADKDSLFEVFATNGDSNVGGYTHMGDNYFQTFFPYTALKLIHVDSGVEFTRIWQEI
                     PLKKYDILDNKIQIKGKHFSQIRAELKKTGSVDRSPGPTSWGCPGPAEDNYSGGYTCN
                     QPNGYVVFKGPGMAVPEAGYDSATNYQTWGTGRYMAFGMNTSPITILTRKNTCVVRNV
                     TPYVVFPIITVNELNDNQTRSAEITVDIECQSGTESGTSSGQTAIGIQTSLPGYLKAL
                     GLGLVNTAGGVSYLLSDSYGTDSRIATGVGISLSDSNGSTMNFVGWGGCAQTQDCLTT
                     ADAGWYPILTGASGNGSHSAGYNNYVHHFTATLKKLPNGHPTAGKIDATAYVLVKIQ"
     sig_peptide     complement(1456702..1456830)
                     /locus_tag="YPA_1297"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 43"
     gene            complement(1456846..1459437)
                     /locus_tag="YPA_1298"
     CDS             complement(1456846..1459437)
                     /locus_tag="YPA_1298"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial usher protein"
                     /protein_id="ABG13265.1"
                     /translation="MRIAPWLSCLLTQSLLVTHISSAADNNNQDDYIFDDALVRGSSL
                     GLGSIARFNKKNSYDAGQYQVDMYMNNKFVDRLKMLFVDKDNSVEPCLSVAQLLQAGV
                     KEEALKTADPKTPCLAFQSILPASDFRFDHAKLRFDLSIPQKFVKNVPRGYVDPKNLT
                     AGNTIGFSNYNLNQYHVDYNKEGIKRTTNSTYLSLNSGINIGMWRFRQQGSLRYDASR
                     GTNWTSNRLYSQRALPTIGSEITLGETFSSGQFFSSLGFLGVALSTDDRMLPESQRGY
                     APVVRGIARTNARVMVYQNNRSIYQTTVSPGAFEFNDLSVTHFGGDLTVEINEADGSV
                     STFQVPFASVPESLRPGYSRYSFAAGQVRDVGNNETFSELTYQQGISNAITANTGIRL
                     ASGYQAIMLGGVFTHYIGALGLNTTYSHARLPDGEQQQGWMAKASFSRTFQPTNTTLS
                     VAGYRYSTDGYRDLSDVLGVRATSNDSSWNSSTYRQRSRAEISLNQNFHRYGSLYLTA
                     SSQDYRDDRSRDSQLQLGYSNTFWRNTSFNLAISQQKTGGANKIYFVDPGSGMPASNG
                     ANTLATRETVAQMSISFPLGGSSSAPYVSAGAVNSRTSGASYQTSLSGTMGSDQTAGY
                     SVDVARNEPTNENTLSGSLQKQLPTTSLSGSASRSPGYWQGSASARGSVAFHRGGVTL
                     GPYLSDTFALIEAKGASGAKVMYGQGARIDRFGYALVPTLTPYRYNTLSLDPDGMDFN
                     TELQDGERQIAPYAGSTVKVTFRTLNGYPALITIKMPDGSQLPMGTVVYNYNGKGTND
                     KNDIVGMVGQSSQAYLRAEELSGTLTLVWGESSKERCQLDYDLGKPTDNDKQLYKLDA
                     LCVAVQQ"
     sig_peptide     complement(1459366..1459437)
                     /locus_tag="YPA_1298"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.996) with cleavage site probability 0.974 at
                     residue 24"
     gene            complement(1459486..1460127)
                     /locus_tag="YPA_1299"
     CDS             complement(1459486..1460127)
                     /locus_tag="YPA_1299"
                     /codon_start=1
                     /transl_table=11
                     /product="pili assembly chaperone"
                     /protein_id="ABG13266.1"
                     /db_xref="InterPro:IPR001829"
                     /translation="MILIARQIIACSMLLLTSVSLSVQASVVMTGTRIIYPEGSREKV
                     LQLSNKDDHPNLVQLWMDDGNNQSSPSKSDVPFALTPQIFRMEANSGQVVRLTYIARN
                     LPKNRESVFYLNFLQIPALKADTLGEKISVTLDTTTGNKIKVHNPTGYISLRDAKIVS
                     NGKTVSFATSEMFAPDSTTDLALPIGIKAKKGELLILNVVNDYGATIPNNYYL"
     sig_peptide     complement(1460050..1460127)
                     /locus_tag="YPA_1299"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.986 at
                     residue 26"
     gene            complement(1460220..1460750)
                     /locus_tag="YPA_1300"
     CDS             complement(1460220..1460750)
                     /locus_tag="YPA_1300"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial protein"
                     /protein_id="ABG13267.1"
                     /translation="MKKTLVTLMLFILPGIAFAETSNNTIKFQGEVAEQTCMVDINGT
                     ANTPVVLLPTVSTSNLNQVNSVAGKTNFTINLTGCNIAIQDTQISSVFQGMNVTSGGN
                     LGNIGTARNVAIQLIDPRGTPIRMSGGSVEVPGITLATGATSASQDLSAQYITEEGQA
                     TAGSVIASAQYAITYP"
     sig_peptide     complement(1460691..1460750)
                     /locus_tag="YPA_1300"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 20"
     gene            complement(1461131..1461238)
                     /locus_tag="YPA_1301"
     CDS             complement(1461131..1461238)
                     /locus_tag="YPA_1301"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component sensor protein"
                     /protein_id="ABG13268.1"
                     /translation="MTHGADCLALFIESNQLLVTLISQYPKAATEDSPQ"
     gene            complement(1461263..1465114)
                     /locus_tag="YPA_1302"
     CDS             complement(1461263..1465114)
                     /locus_tag="YPA_1302"
                     /EC_number="2.7.3.-"
                     /codon_start=1
                     /transl_table=11
                     /product="signal transduction histidine kinase"
                     /protein_id="ABG13269.1"
                     /db_xref="InterPro:IPR001311"
                     /db_xref="InterPro:IPR001638"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MHTPIIWCNSLRTTFLLRGRFSLRTVLYCLLLISGQLHASLMTG
                     RQGCDTGQPLTIHSIANSYNDDLLLTPATDTRQSSRRTVKVGVVMDANTPFVVNRDDN
                     AIEGIVADYLKIISDASQLSFQMIGYCDYGLVLNALENGQIDLMAGTPMLAQPGLIAS
                     HAFFTNRHVEVRSKNWDPTKRTHPETVAIVNNEPLSPEFLFNYHADRIVAYPNQLQGL
                     LAVAYGNADVFVANATSANYLIDQLQLLTLQIRNFAPYHPAPYSFLARESNQKLIDYL
                     NQILELLPTRATGDIQQRWFGSKHHYNIDAKLLLTEQELSWIQHHPVVTYIAPLDLAP
                     LIFRDRRTGEMAGFSVDLIDIIARRTGIKFDPVYTKDTGEGVRSFKAGKVDLLPIVAV
                     RNGQYGNNLYSSSIAQSLWGIMTREDRMDINNVGDLAGKRVGIQAGSASSSIISNPLL
                     AQRITFVEAPDTMTLVRWLQQGKVDAVVKNMMTANYLSAQNFSPNIKTVAVAGEEPLM
                     MAFAIRPDLPELKTIIDKVIESIPPEEFDNLTSEWSTFKPKPISFDESSLDNELLMIA
                     LKISSGLLLVFGLYLCYLVFNKRRQAKLLHARLLQQESIINALPFAVFIRTASGELAV
                     YNSHFADVHSDKLYDMLNQTHEPAHWPMTSPLDREIDKYCRSVLLNRKPQLVDLSVEI
                     KGDIRDIFLWIIPLNNAEQGVLGGWLDISQRKTVERQLEAARVEAESANRTKSTFLAT
                     ISHELRTPMYAIMGLLELEIRSNRPVEKDTLVTVSKSAQSLMLLLDDIIDSAKIEAGQ
                     LSIHPTAVDFHQEMERMFTLYQPIANERGLRFSGWLDDHIPPLLMADMLRVRQVMGNL
                     LGNALKFTEQGSVSVDITWEPSDEQHGVMNIDITDTGIGISPAAQATLFQPFSQANEG
                     KSPRFGGSGLGLWICHQLIHKMGGKIALESQLGKGTSLLITLPLNIATADDLAQDAAI
                     THVDDERLNQLRNLRILVVDDLPANRQLLQQQLAFIGIEQVVTAENGAKACQILQHNN
                     FDVVITDCSMPVMDGYELAAHIRQDPALKDLIVIGCTADAREESAARCIDAGMNACMI
                     KPVAIDTLQATLLRKDIVSQISNTNHSQSTEDNDRGGNQSNLSEKNTAQQENAPAIHS
                     TTITSSVNRLAAAQNKLRTLSGGNPAVELQLLQSLLESNLQDAVTLTQLYRQLCVEDE
                     DVVETVDTAETVDTADTVEDGETRGPGSTVGRHSTAGSDHIPHADIYKQMASLVHRIK
                     GSVQLIDAQELVASCVKFESQ"
     sig_peptide     complement(1464995..1465114)
                     /locus_tag="YPA_1302"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.989) with cleavage site probability 0.988 at
                     residue 40"
     gene            complement(1465089..1465721)
                     /locus_tag="YPA_1303"
     CDS             complement(1465089..1465721)
                     /locus_tag="YPA_1303"
                     /codon_start=1
                     /transl_table=11
                     /product="putative two-component response regulator"
                     /protein_id="ABG13270.1"
                     /db_xref="InterPro:IPR000792"
                     /db_xref="InterPro:IPR001789"
                     /translation="MTKSVMIVDDHPAIRVAIHALLSQSKEFSTISESVDGSEALEKL
                     KNNPVDLVIIDIELPNFDGFSLLKKLQQRGFTGKSLFLSAKNEQVFAVRALQAGANGF
                     ISKNKDISEILFAAQNVLRGYSFFPSETLTQLAGQPSSHDPVNRARLLSEREINVLRY
                     LVNGLSNKQIADEMFISNKTVSTYKTRILTKLGLSSVIELADYAHTHNLV"
     gene            complement(1466547..1467869)
                     /locus_tag="YPA_1304"
     CDS             complement(1466547..1467869)
                     /locus_tag="YPA_1304"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 4-hydroxybutyrate coenzyme A
                     transferase"
                     /protein_id="ABG13271.1"
                     /translation="MDIRALYDEKLTTPEEAVSSIASGSHLSMGMFAAEPPALLKALA
                     DRATRGDIGDLRVYYFETAKIAGDTILRYELNNRIKPYSMFVTAVERALIRRGIEDGG
                     RKVVNYVPSNFHQAPRLLAEEIGIDTFMHTVSPMDCHGYFSLGVGNDYSSRIARSARR
                     FIVEVNRYMPRVQGEAAAIHISEVDAIVENHVPLIEMPVRSAIPEYTSISHIIADLVP
                     DGACLQMGVGALPNLVCGVLKDRNDLGIHTEVLNPGLVDLIRRGVVTNQRKTLDRGRS
                     VFTFAMGQQEMYEYLNDHPAIFSRPVDYVNDPHIIAQNDNVVSINATLQIDLTGACNS
                     EHMLGHQYSASGGQLDFVRGAYASKGGRSIIATPSTAAKGTVSRIIPRIDGPVTTPRI
                     DTHYIVTEFGAVNLKGLSSTERALRIIELAHPDFRDELTQAAKKMHLI"
     gene            complement(1467892..1468419)
                     /locus_tag="YPA_1305"
     CDS             complement(1467892..1468419)
                     /locus_tag="YPA_1305"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcription regulatory protein"
                     /protein_id="ABG13272.1"
                     /translation="MDSLLSAYKTVGDCRYREISGLYWEDFTPGDVFEHRPGRTVLDA
                     DNVWFTLLTLNVQQVHFDAAYASKTEWKKLLVDSTFTLALLTGMSVRTVSAKVVANLG
                     WDKVKATHPVFAGDTLYAESTVLHKRLSNSRPGQGIVTVQTRGINQDGIEVMSFERTM
                     LVYRRGHSPEEMAGY"
     gene            complement(1468484..1469326)
                     /locus_tag="YPA_1306"
     CDS             complement(1468484..1469326)
                     /locus_tag="YPA_1306"
                     /codon_start=1
                     /transl_table=11
                     /product="putative citrate lyase beta chain"
                     /protein_id="ABG13273.1"
                     /translation="MSNLDTYQTRSWLFTPATRSDRFAKAAENGADVAIIDLEDSVSQ
                     ADKEQARQKAISYLSSRPATSLPLALRINGLDTRAGIEDIHALLECGSLPDYLVLPKT
                     ESAAHLQILDRLMMFAGSDTRLIGIIESVRGLNAVESIAAATPKLAGLIFGAADMAAD
                     IGAASTWEPLALARARLVSACAMNGIPAIDAPFFDVHDVSGLQSETLRASDFGFSAKA
                     AIHPAQISTINTLFTPTAAEIRHARAVLAENTKGVGTVNGMMIDEAVARQARRVLTRA
                     GISA"
     gene            1469415..1470299
                     /locus_tag="YPA_1307"
     CDS             1469415..1470299
                     /locus_tag="YPA_1307"
                     /codon_start=1
                     /transl_table=11
                     /product="LysR-family transcriptional regulator"
                     /protein_id="ABG13274.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MKMELRHIRYFLAVAEERHFTRAAARLGIGQPPLSQQIKDLERE
                     LGALLFRRVSYGAELTEAGIAFLDVVKEIPVMAERAAQAAQRAVRGELGVLRVGFTAS
                     SAFNSVVPTAIRAFRRAYPDVRLQLEEDNTTRLADGLNEGSLDVAFLRPGFAGSERFH
                     LRMLSEEPMMIVMAENHPAASYEEISLSAFRDETFLLFPREIGLTLYDSVIESCRTAG
                     FEPTIGQLAPQIASVINLVAAEMGVSIVPASMSQVKVIGVVYRHIADQTPTAKLALAY
                     RRGDTSPVLRNFVLTVFP"
     gene            complement(1470374..1470847)
                     /locus_tag="YPA_1308"
     CDS             complement(1470374..1470847)
                     /locus_tag="YPA_1308"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13275.1"
                     /translation="MFNQNIQCKKILSLFLVLSGTAFLSGCVYHNYGSPHINGVITDQ
                     GQTLAGVKVSLANFDQKIQTTTTDTKGHFSFIPQGEWNVFIPIGPQDRMNNWSIIIEQ
                     GPLEITGYKRSHLGGAFSGYSYRDHITLVCDVSLSRKDIGDSDNNPVCRPDIDSQ"
     sig_peptide     complement(1470767..1470847)
                     /locus_tag="YPA_1308"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.879) with cleavage site probability 0.542 at
                     residue 27"
     gene            complement(1470872..1471432)
                     /locus_tag="YPA_1309"
     CDS             complement(1470872..1471432)
                     /locus_tag="YPA_1309"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13276.1"
                     /translation="MTAVNQLISALAQSIPLLDIEPLQANKLEKLDQGNVLNWLYTHL
                     SQQQLMVYEEWKEYCGYTPELKSLDCLFLPENMGDFVISLVDGIDWDSIDPMTAEVDY
                     FMLPYQLPYLEHMNSYLQQYKLRLVDLAPFENAYIFCIHDIPQSINQLKDALKVFDIE
                     LCERDALDQQQAAEYIQSLLHPNSDK"
     gene            complement(1471652..1472419)
                     /locus_tag="YPA_1310"
     CDS             complement(1471652..1472419)
                     /locus_tag="YPA_1310"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transporter"
                     /protein_id="ABG13277.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MLYTLMFSVLSEEWAWRALFWIGVLPALLVLYIRKNVPEPALFL
                     KSRHEQQAKDRRVSSFAIFSPALLKTTVLASLLCTGVQGGYYAITTWLPTFLKLERNL
                     SVIGTGGYLMVIIFGSFVGYICGAYLTDKLGRRANLIIFSLLSCITIFAYTQLTLTNT
                     QMLVLGFPLGFSASGIFSGMGAFLTELFPSAVRATGQGFTYSFGRAVGALFPGLVGYL
                     SQSSSLAFAIGVFAGSAYCIVLVMSLLLPETKNKQLE"
     gene            complement(1472514..1472957)
                     /locus_tag="YPA_1311"
     CDS             complement(1472514..1472957)
                     /locus_tag="YPA_1311"
                     /codon_start=1
                     /transl_table=11
                     /product="putative IS100 transposase"
                     /protein_id="ABG13278.1"
                     /translation="MGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKT
                     TLQRGVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTF
                     AGDAALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1472996..1473292)
                     /locus_tag="YPA_1312"
     CDS             complement(1472996..1473292)
                     /locus_tag="YPA_1312"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13279.1"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTSKSMTSHSPPEHRRSNSSRYAHSAS"
     gene            complement(1473292..1474314)
                     /locus_tag="YPA_1313"
     CDS             complement(1473292..1474314)
                     /locus_tag="YPA_1313"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13280.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(1474396..1474839)
                     /locus_tag="YPA_1314"
     CDS             complement(1474396..1474839)
                     /locus_tag="YPA_1314"
                     /codon_start=1
                     /transl_table=11
                     /product="putative MFS aromatic acid symporter"
                     /protein_id="ABG13281.1"
                     /db_xref="InterPro:IPR005829"
                     /db_xref="InterPro:IPR007114"
                     /translation="MRWFSDLNQTERKTFIAAFGGWALDALDFMVFTFVIATLMALWQ
                     IDAGQAGMLSTVTLLFSAIGGWGAGILADRYGRVRILQITILWFSLCTVLIGFAQNFE
                     HVFILRALQGLGFGGEWAVGSVLMGEIVRAEHRGKAVGTVQSGWV"
     gene            complement(1474905..1475774)
                     /locus_tag="YPA_1315"
     CDS             complement(1474905..1475774)
                     /locus_tag="YPA_1315"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dicarboxylic acid hydrolase"
                     /protein_id="ABG13282.1"
                     /translation="MKNSSANCPVPFDIMEPSIFALPEDACDSHAHVISPRAIYPMVA
                     ERSYTPPPAPEEKYLSMLAATGMSRGVLVQISVYGSDNRYMLQVLKRHPEYLRGVAVV
                     TEDVTDQELQDMALAGVRGLRINVLFGGGIGFDAMENLASKIAPLGWHMQFLMDVRQL
                     PALIPRMKKLPCPCVIDHMGHMPVSLGLNHPGYQTLLHMVREYGWWVKLSGAYRISES
                     WQDGYLDVVPFAQKLIETAPDRMVWGSDWPHVSVSRMPDTGGLRNLLAAWVPDEQVRN
                     RILVDNPARLYDF"
     gene            1475886..1476848
                     /locus_tag="YPA_1316"
     CDS             1475886..1476848
                     /locus_tag="YPA_1316"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG13283.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MTLKQLEAFYWAARCSNFSIAAERLHISISSLSKRIVELETSLG
                     CTLFDRSGYRAVLTETGQNLLPRAFALLESAAEIRNTLGASEGLSGICNFGVGELSAL
                     TWLPSFIASARLLYPKLLLAPHVDVGAALEGRVNKGEMDFAIIAGRSSRQNILSLPIA
                     QAQFVWMASPTLANTVGTADSALRQALPLITLPPGAGSSRIIDAWLMAYGIASVARIN
                     CNSWGAIVGMLIASVGIGILPTSWAEKLSLHNQLEYLPCSEPLAALNYSFQWRRDDPR
                     PLIRKMRVLVADLADFSLNSPLPLNNSLPLHHSLPLHHSLPQRD"
     gene            complement(1477153..1477752)
                     /locus_tag="YPA_1317"
     CDS             complement(1477153..1477752)
                     /locus_tag="YPA_1317"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Na(+)-translocating NADH-quinone
                     reductase subunit E"
                     /protein_id="ABG13284.1"
                     /db_xref="InterPro:IPR010967"
                     /translation="MTESYLTIFIRAVFVENMALNFFLGMCTFLAISKKVETAFGLGL
                     TVTALLAIATPLNNLIYTYILRENALIDGVDLSFLDFITFIGVLAALVQILEMVLERF
                     LPSLHHTLGAFLPLLTIHCAIFGATIFMVQREYTFTESFVYGTGCGLGWMLAIISMAG
                     LREKMKYSNIPKGLQGLGIVFMTAGLMSLGFMSFSGIRL"
     gene            1478104..1479264
                     /locus_tag="YPA_1318"
     CDS             1478104..1479264
                     /locus_tag="YPA_1318"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aminotransferase"
                     /protein_id="ABG13285.1"
                     /translation="MNKIITDQRHQFSSRVNDLHPSPIREILSVIDRPGMISFAGGLP
                     AVESFPHMSLEGMPQPMLQYGASEGELELRQQIAQNLCERGLSCTEEQVLIISGSQQG
                     IDLVAKLFIDEGTPVAVESPTYLAALQVFRFFGAQFVAYDSTQPDIDKLRTEKPAFAY
                     TIPTFQNPSGHCLDTEQRELLAKTCDDIMLPLFEDDPYHDLVYDPCERKPVCASLQRA
                     SWIYQGSFSKSLSPALRLGYLVASSELIPYLTRLKQAADLHSSRISQWLVLQQLRSPR
                     HTEHMHELAAYYRTRRDAFEISLQRHFGSLATWKKPAGGLFFWLTLNRCIDTRQLLPK
                     ALASNIAFMPGESFLPHSSEGCGQLRLNFSHATEEQADVGLKILAGLVQEHA"
     gene            complement(1479460..1480989)
                     /locus_tag="YPA_1319"
     CDS             complement(1479460..1480989)
                     /locus_tag="YPA_1319"
                     /codon_start=1
                     /transl_table=11
                     /product="L-asparagine permease"
                     /protein_id="ABG13286.1"
                     /db_xref="InterPro:IPR002293"
                     /db_xref="InterPro:IPR004840"
                     /translation="MMSGKHSAETHHAAKKRWLDSHDTGYHKSMGLRHIQMIAIGGSI
                     GTGLFLGTGARLQMAGPALALVYLVCGIFSFFILRALGELVLHRPTSGSFVSYAREFL
                     GEKASYVAGWMYFLNWAMTGIVDITAVALYMHYWGTFSDVPQWLFALGALSIVATMNM
                     IGVRWFAEMEFWFALIKVAAIALFLIVGVIFLGTGQSVAGHTTGIHLITDNGGFFPHG
                     LLPALIMVQGVIFAFAGIELIGTAAGECKDPEKMLPKAINSVIWRIGLFYVGSVVLLV
                     CLLPWHAYQAGQSPFVTFFSNLGVPYIGTIMNIVVLSAALSSLNSGLYSTGRILRSLS
                     MGGSAPKFMSKMSPQSVPYAGILVTVGIYVLGVLLNYLVPSQVFEIVLNIASLGIISS
                     WAFIIICQMKLRQAIKRGMAKPVSFKMPGAPVTSWLTLIFLAGVLVMMAFDYPNGTWT
                     IASIPVLTLLLIAGWFSLRKRANEVAAAPIDVWSQEILFEEPDAQNVSPKELYEQKSV
                     G"
     gene            complement(1481711..1482481)
                     /locus_tag="YPA_1320"
     CDS             complement(1481711..1482481)
                     /locus_tag="YPA_1320"
                     /codon_start=1
                     /transl_table=11
                     /product="deoR-family transcriptional regulatory protein"
                     /protein_id="ABG13287.1"
                     /db_xref="InterPro:IPR000485"
                     /db_xref="InterPro:IPR001034"
                     /translation="MIPIERHQKILALVAERGVVSIAELTERLGVSHMTIRRDVQKLE
                     EQGAVLSVSGGVRSTQRLAIEPSHQDKTMMFSRQKQAIGTSAALHIPRNSCIYLDAGT
                     TTLALARQLEDRDDLLVVTNDFVIANFLIESSQCRMIHSGGTLCRKNRSCIGEAAAHS
                     LRNLSIDIAFISASCWGLRGISTPDEDKVPVKRAISEASSKRVLLADASKYGKVATYL
                     ALPLTAFDVVITDNSLSSTVYEELAEKALELIIASPPR"
     gene            1483034..1483240
                     /locus_tag="YPA_1321"
     CDS             1483034..1483240
                     /locus_tag="YPA_1321"
                     /codon_start=1
                     /transl_table=11
                     /product="hydroxypyruvate isomerase"
                     /protein_id="ABG13288.1"
                     /translation="MHSWCGFIGTIQITSAPDHYKLDEEEGNHPYLLILFGCITCAGW
                     ADCEYQPLVAATQVLALGEPPTSL"
     gene            1483692..1484699
                     /locus_tag="YPA_1322"
     CDS             1483692..1484699
                     /locus_tag="YPA_1322"
                     /EC_number="3.5.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="L-glutaminase"
                     /protein_id="ABG13289.1"
                     /db_xref="InterPro:IPR000871"
                     /translation="MPTDDSNNGIIDYVSTGHLPDPETVVKLVQEAHKRFSTDTAGVV
                     SNVYPALERIPADLFGICMVGTNGKIHSAGDVDYEFTIMSVSKPFVFALVCQAIGAKT
                     AREKLGVNSTGMAFNSVTAIERASDGRTNPMVNSGAIATTSLVPGATSDEQWKFIYDG
                     LCRFAGRELTLNEEVYQSACETNFRNRGIANVLQGYGRLGCDPIIATDLYTRQCSLNV
                     SARDLAVMGATLADGGVNPLTRERVVDNDICHYALAVMVTAGLYETSGDWLYDIGLPG
                     KSGIGGGIVTVSPGKGGLGTFAPLLDSAGNSIKGQLAARFLSRSLGMDMFVSEPYTEK
                     N"
     gene            1484810..1486450
                     /locus_tag="YPA_1323"
     CDS             1484810..1486450
                     /locus_tag="YPA_1323"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13290.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MANQSVSRTGTEVKESWVPMITIALAQILMSFNVASLPVALGGM
                     VKSFNVPPTTIATAIVMYSLSVAGFVMLGAKLNQRFGPLIVFRCTVLLFGLAQTMMTF
                     SPNVTVMIGAQALSGLAGAALVPALVALIAENYRGPQQATALGALGSARAGAGVAAFL
                     IGGILGTHIGWRPAFGILIVLSVIVFVLSFRLKADKGRPEVGIDVIGVVLAASAIILL
                     SFGFNNLNRWGFGLVRDGAPFDLLGFSPAPFMIVLGIVLGQAFVVWTRRRQEQGKTPL
                     LALDVITSPSERAAVFAMFAVVALEAMLNFSVPLYIQIVQGSSPMATAIAMMPFNLSV
                     FFSAMLIVRFYKKLTPRKIGRYGFITCTLALLWLAFVVRNNWSEWSVLIGLVVFGIGQ
                     GSLVTLLFNVLVSASPKELAGDVGSLRGTTNNLASAIGTAVAGALLVGLLSANVMRGV
                     AETPILTDEIQAQVNMDSINFVSNDRLNSVLAQTSATPEQVAEAVRVNEEARLRALKF
                     GLLVMALLSLLAIFPAGRLPDYLPGELPADNLDKKASK"
     gene            1487031..1488950
                     /locus_tag="YPA_1324"
     CDS             1487031..1488950
                     /locus_tag="YPA_1324"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13291.1"
                     /translation="MRIWQKFLLLFCCWVLSGPLVWASTDYSLWVNDIQSRLDKTAQL
                     YQQQKTDEARAMVQMAYFEVFENLEGPIRINISAQKSFQMEAAFGEIRRMIGEGKSQA
                     DVDNKINWLKGELTGVLPVLVDGHKLTAEQQHAAYENSDIAVYWQQSFRIIDDLLAQA
                     ISEYQDGKYAEASKSVQQAHYQGFKNSEMEMSVRGNRSAQQAAEINQQFTALIDLARQ
                     PDKMTEVAYRVTGLLHTIEDILPGLPTTREQQQITVDQPISSDAIPDTQANADWAQVS
                     SKINQAVTEAIGQYQQGKITPAMMAVQDAYFDLFEASGMENKVGSRDAAFKSTLEGHF
                     TRLVGLMKAEKPVEQLQAEAVALQKDLVNAAEMLGDGGETDWSLFVYSLLIIVREGLE
                     ALLIVAAIVAYLVKNNHQDKLPLIRQSVVVALIASVLTAFIFQWLFANSGQSRELLEG
                     FTMMIAVVMLFSMSYWLLSKAEARNWKAYLEGKFAKSLSSGSIIGLWLTSFLAVYREG
                     AETVLFYLALIGDANTTSGHLSVLAGFGVGCVILLVAYLVMRFTVVKLPLKPFFIFTG
                     GFMYLMAFVFAGKSVLELIEGKLFEPTLLPGVPEISWLGIYPYVETLIPQGVLLIAAL
                     VALWVMQWRSRTVHR"
     sig_peptide     1487031..1487102
                     /locus_tag="YPA_1324"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 24"
     gene            1489154..1489681
                     /locus_tag="YPA_1325"
     CDS             1489154..1489681
                     /locus_tag="YPA_1325"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13292.1"
                     /translation="MTMKKTIIASSIIASIFAAPAALAFKEYPAGEPIKINDMEIAAV
                     YLQPIDMEPRGMGLPAAKADIHLEADIHATEGNKNGFGAGEWIPYLTIAYTLVNTDTG
                     DKQEGTFMPMVASDGPHYGANIKMMGVGNYKVTYHISEPSKAGLHRHTDSETGVGRWW
                     KPFDVSYDFKYVGLN"
     sig_peptide     1489154..1489228
                     /locus_tag="YPA_1325"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.963 at
                     residue 25"
     gene            1489982..1491391
                     /locus_tag="YPA_1326"
     CDS             1489982..1491391
                     /locus_tag="YPA_1326"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13293.1"
                     /translation="MSYFFISVLQAFLPVALLLGLNWVVRPAPVLNRIVWITILMAIV
                     GIWMGNYYPKSQQWQLALAGIQLLSLLLFLCSQFICRVSLGYFWQALLVFGAALNWGN
                     NPNLGALTNTHVINTDLLLNLAATVVAFGWVIFCAVLLLMMVRQLPRCRGPLLVALTL
                     LLILPISGDVFLLLMKLHVVPLTKSLLSYVALVTNGHAWLNYICALLLAFTVLCYLWP
                     WSRSRHVVSQTSEAIAKRKALAAYRNVRRILFLSLLALVVVAAAQFYWDKVASQPPQL
                     SEALPVTLSSDGLVHIPVEQVRDGKLHRFVWIADDGKAVRFFIINRYPDRLRLSVVFD
                     ACLLCGDQGYVMEGNQVICVACAVHIFIPSIGKAGGCNPIPLENWQSDDNELIIPRAS
                     LAAGVNYFTTVVTLDVVDPVDKSHLTNQKSEYKYSYGGKTYFFSSEANYNRFRDHPEQ
                     FVTPVAGEGDASDDRQENP"
     gene            1491394..1492686
                     /locus_tag="YPA_1327"
     CDS             1491394..1492686
                     /locus_tag="YPA_1327"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13294.1"
                     /translation="MLWLMLKQSWFRNVRRKSLAVFTVFLAAGLISSLLAVSIDIGDK
                     MSRELKSYGANILIEPAGQVALPSLFGERSNPLAGQDFLDQAELPNIKDIFWRNNIVG
                     FAPLLSGEVDVNGHLISLLGTYFNQPVDVPDEENYHTGQQIISPYWQVAGDWPQEPVK
                     AGATEVQALLGKQLAQQTGWKVGDVLPLKGASGPLTVKISGVLSSGGEEEGRLVLPLA
                     AVQSLLGLPGKVQAVRVSALTVPENELSRKARDNLEALNAEEYDLWYCTAYVSSIAHQ
                     LEEAISGSVVRPIWQVAASEGVVIEKIQLLLAVVTLAALIAAAMGIASLMTSTIMERA
                     KEIGLMKALGARQWQILMLFYLEAAISGLMGGVAGCLAGWGLAKTIGLMLFGAPISFA
                     WMVVPCVLVLSVLIAVFGTWFPARRITRLYPVEVLYGR"
     sig_peptide     1491394..1491504
                     /locus_tag="YPA_1327"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.908 at
                     residue 37"
     gene            1492676..1493839
                     /locus_tag="YPA_1328"
     CDS             1492676..1493839
                     /locus_tag="YPA_1328"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13295.1"
                     /translation="MAGNHHKGNDGMKGNDSMFWRLVLRALRLRMQRVSVVFAALTVG
                     AAIVTAMSAVYFDINAKMSQELRTFGANFYIGPGQGSTFEQQTFQPIIDSAPKGLINA
                     SSPYIYGMARTELEKVVLMGVWFESLQQLVPYWQVTGNWIGVSFDDRNAMIGAKLAER
                     LHVNVGDTLTLVGEGTRQRLQIKGIVEAGDATDNMLIVNLELAQKWLNQPERISNALL
                     SVSNDVGQVETFASHLREQYPDLEIRPIRKVSASEGQVLDKIKGLMGLVSVVILILSS
                     LCVNTTLMAIVGERSKEFALQKALGASGRDIIRQMLTETMIISLAAAVCGAVLGYLLA
                     QVLGQAVFSAAITLRAPVLPLTLVLSLFVAAVAAIVPTRRAIHIEPAKVLKGE"
     gene            1493843..1494556
                     /locus_tag="YPA_1329"
     CDS             1493843..1494556
                     /locus_tag="YPA_1329"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter, ATP-binding protein"
                     /protein_id="ABG13296.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTSSIIGMKPEHLADAVIETRHLYKRFGQVTALEDINIRINRGE
                     FVAIMGASGSGKTTLMNILTCLDTVSEGQVLLDGIDAAGLDEEGRRQFRADKIGLVFQ
                     QFHLIPYLTALENIMLAQHYHSVVDEEAARQVLEQVGMTPRMGHLPSQLSGGEQQRVC
                     IARALVNQPPIIFADEPTGNLDEENEQRVLELLNHIHRQGRTIVMVTHNPDLSCVADR
                     VIRLQHGKYLDEKSRHHVA"
     gene            1494513..1495043
                     /locus_tag="YPA_1330"
     CDS             1494513..1495043
                     /locus_tag="YPA_1330"
                     /codon_start=1
                     /transl_table=11
                     /product="putative thioredoxin"
                     /protein_id="ABG13297.1"
                     /db_xref="InterPro:IPR006663"
                     /db_xref="InterPro:IPR011594"
                     /translation="MVNILMKRAAIMWRNLKIIGLCSLLLLLSACKQEKVALGEVAPT
                     LAAYDLQGEAVALEQWEGKLVYLNFWSVNCGGCLAEMATLNQLSQEYQDQAVVVAINT
                     DPEQVEIAPVLAQHNINYPVIRDQLGITQERYQVIGTPTSFLIDRNGKVIEWHQGVRN
                     EQELTALFKQKVSEKQ"
     sig_peptide     1494513..1494611
                     /locus_tag="YPA_1330"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.943) with cleavage site probability 0.742 at
                     residue 33"
     gene            1495040..1495354
                     /locus_tag="YPA_1331"
     CDS             1495040..1495354
                     /locus_tag="YPA_1331"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cytochrome"
                     /protein_id="ABG13298.1"
                     /translation="MMKILLLVASMGVFSVAVQAADGEHIYKQTCSSCHGRSADRKGL
                     DKAPPLISLSRDEIVDGLTARRDGKIIGRGNKAKAHLSDDDIQQLADHIQHLKTAKPK
                     TP"
     sig_peptide     1495040..1495102
                     /locus_tag="YPA_1331"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 21"
     gene            1495527..1496414
                     /locus_tag="YPA_1332"
     CDS             1495527..1496414
                     /locus_tag="YPA_1332"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tellurite resistance protein"
                     /protein_id="ABG13299.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR004537"
                     /translation="MENTSAQLAPTLLCYKKLPVWNRDGVPAMFQEKHNTKAGTWAKL
                     TILAGEMDFLILDEAGNTVEKHQFSCEQQPPFIEPQVWHRIATCSDDLQCQLSFYCQP
                     EDFYHKKYNLTPTHSEVIEAVKTVKPGKALDLGCGSGRNSLYLNLLGFDVTAVDKNND
                     SIGNLQQIIDKEALKGITASSYNINEASLDERYDFILSTVVLMFLQPERIPHIISNMQ
                     ECTLPGGYNLIISAMSTDDFPCTVPFSFTFQSGELKDYYQDWAILKYNEDVGQLHKTD
                     AQGNRIKLRFATLLAKKIS"
     gene            1496555..1497772
                     /locus_tag="YPA_1333"
     CDS             1496555..1497772
                     /locus_tag="YPA_1333"
                     /codon_start=1
                     /transl_table=11
                     /product="putative peptidase"
                     /protein_id="ABG13300.1"
                     /translation="MGKEKIEHLEAVSRKARVVMEREGIDALVVTVCDNFYYLTGFAS
                     FFMYTFRHTGAAVAIMFRDANIPSQIIMNEFEAASTHFDMPNSVLKTFPVWVDVDDPR
                     NPHHHYKKRDRPIGPPVEAVFSLVKNALEDAGVLDKTIAIELQAMSNGGKGVLDKVAP
                     GLKLVDSTALFNEIRMIKSPWEIEHLRKSAEITEYGIASAAKKIRVGCTAAELTAAFK
                     AAVMSFPETNFSRFNLISVGDNFSPKIIADTTPAKVGDLIKFDCGIDVAGYGADLART
                     FVLGEPDKLTQQIYDTIRTGHEHMLSMVAPGVKLKAVFDSTMAVIKTSGLPHYNRGHL
                     GHGDGVFLGLEEVPFVSTQATETFCPGMVLSLETPYYGIGVGSIMLEDMILITDSGFE
                     FLSKLDRDLRRYF"
     gene            1498441..1500909
                     /locus_tag="YPA_1334"
     CDS             1498441..1500909
                     /locus_tag="YPA_1334"
                     /codon_start=1
                     /transl_table=11
                     /product="haemin storage system, HmsH protein"
                     /protein_id="ABG13301.1"
                     /db_xref="InterPro:IPR001440"
                     /translation="MYNAFTTLLRPLHWHRMTLLALFISGFVVNPAMADTQYDSLIIR
                     ARAGDTAPVLDYLQEESKAGPLQSGQVDDWLQIAGWAGRDQEVIDVYERYQSSMNISS
                     RGLASAARAYRNEKRWDQALALWQSSLKKDPTNPDLISGMIMTQADAGRGGVVLKQAT
                     ELAERDPTVQNYMTLSYLNRATDRNYDALQASSEAVRLAPTSEEVLKNHLEILQRNRI
                     VEPALRLAKENPNLVSAEHYRQLERDAAAEQVRMAVLPTRSETERFDIADKALADYQN
                     LLTRWGKDPEAQADYQRARIDRLGALLVRHQTADLIKEYEAMEAEGYKMPDYARRWAA
                     SAYIDRRLPEKAAPILSSLYYSDGKTFRNSDDLLDADDLYYSLNESEQLDKAYQFAVN
                     YSEQTPYQVGVYGLPGKEPNDDWIEGQTLLVQSLVALNDLPTAQKKLEDLSSTAPANQ
                     NLRIALASIYLARDLPRKAEQELKAVESLAPRSLILERAQAETAMALQEWHQMELLTD
                     DVISRSPEDIPSQELDRQRKVHNMYELRVSGNRVISSNSPVSGNKDYGVETLLYSPPI
                     AENWRVFGGGSYNNGQFEEGTGISRILRLGGEWTSRDHWVEGEISNQNYGNGNKVGAR
                     LSTWYDLNDHWRVGGQVERLAKDTPLRALKNKVTANSASAYVFWKADDKRDAELSVTP
                     SRFSDGNNRWEYEFNGRQRIWTGPYLTADFNLGLAASQNSKEDVIYYNPKRDFAYVPA
                     VTLNHIMYRRYKTIWSQQVQLGVGGYWEKNYGNGLVTTAGYGQRVQWNDVIDTGVAVV
                     YDKRPYDGKREHDVTLSFDLNYRF"
     sig_peptide     1498441..1498545
                     /locus_tag="YPA_1334"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 35"
     gene            1500922..1502943
                     /locus_tag="YPA_1335"
     CDS             1500922..1502943
                     /locus_tag="YPA_1335"
                     /codon_start=1
                     /transl_table=11
                     /product="haemin storage system, HmsF protein"
                     /protein_id="ABG13302.1"
                     /translation="MAKLLIFIKSLIVGMMIVSTMGCAEKPTFVPPAQRALPQSERPW
                     QKNTFVVIAYHDVEDDSADQRYLSVRSSALNEQFVWLRDNGYHVVSVDQILAARNGGP
                     TLPDKAVLLTFDDGYSSFYRRVYPLLKAYKWSAVLAPVGTWIDTATDKKVDFGGLSTD
                     RDRFATWKQITEMSKSGLVEIGAHTYASHYGVIANPQGNTEPAAANLQYDPKTKQYET
                     VEAFKQRMEKDVALITQRIVQATGKQPRVWVWPYGAPNGTVLNILRQHGYQLAMTLDP
                     GVANINDLMNIPRILISNNPSLKDFALTVTSVQEKNIMRVAHVDLDYLYDPDPAQEKE
                     NLDKLVQRISDLRVTHVFLQAFSDPKGDGNIRQVYFPNRWIPMRQDLFNRVVWQLASR
                     PDVEVYAWMPVLAFDMDPSLPRITRIDPKTGKTSIDPDQYRRLSPFNPEVRQRIIDIY
                     RDMAYSAPIDGIIYHDDAVMSDFEDASPDAIRAYEKAGFPGSITTIRQDPEMMQRWTR
                     YKSKYLIDFTNELTREVRDIRGPQVKSARNIFAMPILEPESEAWFAQNLDDFLANYDW
                     VAPMAMPLMEKVPLSESNEWLAELVNKVAQRPGALEKTVFELQSKDWTQPEGNNAISG
                     PILAGWMRQLQLSGAQSFGYYPDNFITGEPPLKDVRPVLSSAWYPLYDR"
     sig_peptide     1500922..1500996
                     /locus_tag="YPA_1335"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.923) with cleavage site probability 0.894 at
                     residue 25"
     gene            1502894..1504267
                     /locus_tag="YPA_1336"
     CDS             1502894..1504267
                     /locus_tag="YPA_1336"
                     /codon_start=1
                     /transl_table=11
                     /product="haemin storage system, HmsR protein"
                     /protein_id="ABG13303.1"
                     /db_xref="InterPro:IPR001173"
                     /translation="MSALCCLLPGTLYMIDRIIALLILCLVLSIPAGMILLFTGDVLL
                     NFVFFYPLFMSGIWITGGGYFWLRRERHWPWGDDVPAPELKGHPLVSILVPCFNEGLN
                     ARETIHAALAQTYTNIEVIAINDGSSDDTAQVLDALLAEDPRLRVIHLAHNQGKAIAL
                     RMGAAAARSEYLVCIDGDALLDKNAVPYLVAPLIANPRTGAVTGNPRIRTRSTLIGRV
                     QVGEFSSIIGLIKRTQRVYGQVFTVSGVVAAFRRRALADVGYWSPDMITEDIDISWKL
                     QLKHWSVFFEPRGLCWILMPETLRGLWKQRLRWAQGGAEVFLKNMFKLWRWRNRRMWL
                     LFLEYSLSITWAFTYLFSITLYLLGLVITLPPGIHVQSVFPPAFTGMVLALTCLLQFA
                     ISLVIERRYEPKLGHSLFWIIWYPMVYWMLNLFTTVVSFPKVMLITKRKRARWVSPDR
                     GIGRVKS"
     gene            1504264..1504731
                     /locus_tag="YPA_1337"
     CDS             1504264..1504731
                     /locus_tag="YPA_1337"
                     /codon_start=1
                     /transl_table=11
                     /product="haemin storage system, HmsS protein"
                     /protein_id="ABG13304.1"
                     /translation="MSTPLIFTEQRLLPRWIDIIITALAWFGFVFLLVRGFLEMISRA
                     PHMGPIPLRIYILSGLTTIALYLAIAAFNAVVLIIWAKYNQVRFQVERRGHRPDLDDD
                     ELASSMALSPELIAQLKSGSCLTLYNDEHGHLLDVKEGLQLPEVAPVIHLRQG"
     gene            1505253..1505963
                     /locus_tag="YPA_1338"
     CDS             1505253..1505963
                     /locus_tag="YPA_1338"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase"
                     /protein_id="ABG13305.1"
                     /translation="MKQNPFGQTIGAELPYWHLARPPQREIIPGHFCSLEPVSADKHE
                     ASLYQAYHAVSDGQDWTYFYCERPENKDDFHHYLQTLIHANDAVHYTAVDPQLGHALG
                     TVGLQRIDEKNGVIEIGSVNWSPRLKRNTAGTEAIYLLLHYAFDKLGYRRCEWKCDSL
                     NESSNAAAARFGFQYEGQFRQAIVTKGRNRDTNWYAIIDKDWPLIKQAFKDWLMAENF
                     DSQGKQKVRLQDLRGRHS"
     gene            1506402..1506680
                     /locus_tag="YPA_1339"
     CDS             1506402..1506680
                     /locus_tag="YPA_1339"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13306.1"
                     /translation="MVESVIGLLKQNQRLTQATRCYEGFLSGTQFPTVRLLSPFDILW
                     LFSALMARNTPLAILFSSKPIPGFGVYCYAHFSLAIIGCKGSQNLIRM"
     gene            1506740..1507528
                     /locus_tag="YPA_1340"
     CDS             1506740..1507528
                     /locus_tag="YPA_1340"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphate starvation-inducible protein"
                     /protein_id="ABG13307.1"
                     /translation="MGRQKAVIKARREAKRVIRRDSRSHRQREEESVTSLVQMGGVES
                     IGMARDSRDTSVIQARTEAQGHYLSAIESKQLIFATGEAGCGKTYISAAKAAEALIHK
                     EVDRIIVTRPVLQADEDLGFLPGDISEKFAPYFRPVYDILLRRLGSSFMQYCLRPEIG
                     KVEIAPFAYMRGRTFENAVVILDEAQNVTASQMKMFLTRLGENVTVIVNGDITQCDLP
                     RGVKSGLSDALERFTEDEMIGIIRFDKQDCVRSVLCQRTLNAYS"
     gene            complement(1507631..1508731)
                     /locus_tag="YPA_1341"
     CDS             complement(1507631..1508731)
                     /locus_tag="YPA_1341"
                     /codon_start=1
                     /transl_table=11
                     /product="calcium/proton antiporter"
                     /protein_id="ABG13308.1"
                     /db_xref="InterPro:IPR004713"
                     /translation="MKSQHDPGRSKSRHQEYSLILPILALVILNFWGNTSNFAAIIII
                     NLIALVGILSSAFSVVRHADVLAHRLGEPYGSLILSLSVVVLEVSLISAMMATGDAAP
                     ALMRDTLYSIIMIVIGGLVGVSLLLGGRKFATQHVNLVGIKQYLMAIFPLAIIVLVLP
                     STLPGGNFTVAQSLVVAAISAAMYGVFLTIQTKTHQSLFVYEHEDEGDDPHHGKPSSH
                     SSLWHTVWLLIHLIAVIAVTKFDANPLEALLTELNAPAKFTGFLIALLILSPEGLGAL
                     KAVLANQVQRAMNLFFGSVLATISLTVPAVTLIAVLTGQELNFGLEAPHIVVMVSVLI
                     LSKISFSTGRTNVLNGTAHLALFAAYMMTIML"
     gene            complement(1509280..1511061)
                     /locus_tag="YPA_1342"
     CDS             complement(1509280..1511061)
                     /locus_tag="YPA_1342"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrate/nitrite sensor protein"
                     /protein_id="ABG13309.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR005467"
                     /translation="MKRYLTPLVNQIALLMILLGMLGLAGMVISSWMAQSIQGNAHAI
                     NQAGSLRMQSYRLLSMIPLDSNELSYLVALEQDKTSHDLQQALLREGLMGQYQQIERY
                     WQDTLKPQLQQAKHPDEVAASVADFVHQLDALVLAIDHKTEQRLLQVTLIPLVFSLLT
                     LSLLLAMIYYLRRRLLRPWLKLISMANAIGRGDFSQRYTLDYQRDEMGMLGTALNRMS
                     QELSLIYGDLEQRVVNKTADLQQKNQVLAFLYHSSRQLHTHQPLSERLAPVIEQLQAL
                     TTLENVQICLYENHLYRDHVNHNADAEYLMPKNRPASLTISGPVRPISHPELWQSLSW
                     SLSDKLGQYGLLLAKQPLDNPLNSDQQQLVDMLVEQLTSTLALESQAKHQQQLLLMEE
                     RSAIARELHDSIAQSLSCLKIQISCLQMQTPDLPENSNLLIKQMRDELNIAYRQLREL
                     LTTFRLKLNEATLEAALQALVNEFSERAGLSITFKYQLPPDQVPNHQAIHMVNIVREA
                     LNNIYKHARASEATVNVHLEQGDVVMSITDNGCGIGQASEQPNHYGLMIMQDRANSLH
                     GHCSINQKEGGGTEVRVQFTPENNDLD"
     sig_peptide     complement(1510930..1511061)
                     /locus_tag="YPA_1342"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.429 at
                     residue 44"
     gene            1511371..1512792
                     /locus_tag="YPA_1343"
     CDS             1511371..1512792
                     /locus_tag="YPA_1343"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG13310.1"
                     /db_xref="InterPro:IPR000524"
                     /translation="MTRYEQLAQQIRAQIQSKVWQAGDKLPSLRESCKQSGLSLMTVV
                     QSYQLLESQGWIVARPQSGYYVASRPTQLPQPQRGNKLHLDEQVDINTFIFNVLQAGK
                     DPAIMPFGSAFPDPSLLLQPRLSRALASVARKISPQSSVTNLPPGNESLRRNIAQRYA
                     ACGMNVSPEEIVITAGAMESLSLSLQAVTQPGDWVVIESPAFYGALQAIERLRLKAIA
                     ITTDPQQGVDLEALEQVISQYPIKACWLMPHFQNPMGATMPWSQKQRLVTLLQQKAIS
                     LIEDDVYGELYFGAERLLPAKALDQHRQILHCSSFSKCLAPGFRVGWVAAGEHAQRIQ
                     HLQLMSTVSASVPTQLAIADYLSQGGYDTHLRRLRRVMEQRMSTLHQAVVEHFPKNIK
                     ISHPAGGYFLWLELEPPFNASELYRRALEQGVSIAPGRMFTTGSQFDHCFRLNASFAW
                     SEQSAKAIRILAKLIGQLTNERR"
     gene            1513429..1514673
                     /locus_tag="YPA_1344"
     CDS             1513429..1514673
                     /locus_tag="YPA_1344"
                     /EC_number="2.6.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="succinylornithine aminotransferase"
                     /protein_id="ABG13311.1"
                     /db_xref="InterPro:IPR004636"
                     /db_xref="InterPro:IPR005814"
                     /translation="MEQPSPVTRQSFDEWIVPTYAPADFIVVRGEGSTLWDQQGKSYI
                     DFAGGIAVNALGHGHPAVRAALIEQADKVWHLGNGYTNEPVLRLAKQLIDATFAEKVF
                     FCNSGAEANEAALKLARKYALDNFANKAGQQGEKNQIVAFRNAFHGRTLFTVSAGGQP
                     KYSQDFAPLPGGIHHGIFNDLASAEHLITDQTCAVIVEPIQGEGGVLPADKEFLHGLR
                     ALCDRHNALLIFDEIQTGVGRTGELYAYMHYGVSPDVLTSAKALGGGFPIGAMLTTTK
                     YASALSVGSHGTTFGGNPLACAVAGTVLSLINQPTLLAGVKARHQWFIDELAEINARH
                     NVFAEIRGRGLLIGCVLNAQYAGKSKEIVQAAAQYGLIALIAGPDVVRFAPSLIISPK
                     EIKEGLARLAMGIEQVCQKVTS"
     gene            1514703..1515755
                     /locus_tag="YPA_1345"
     CDS             1514703..1515755
                     /locus_tag="YPA_1345"
                     /EC_number="2.3.1.109"
                     /codon_start=1
                     /transl_table=11
                     /product="arginine succinyltransferase"
                     /protein_id="ABG13312.1"
                     /translation="MMKVRPVERRDLADIFELAGKTGVGMTSLPQNEQHLAARIERAL
                     NTWQGSLDPGEQGYLFVLEDSEQQKVVGVSAIEVAVGLNDPWYNFRVGTLVHASKALN
                     VYKSVPTLFLSNDHTGYSELCTLFLDPDYRKDKNGPFLSKVRFLFIAAFRQYFSRKVI
                     AEMRGYTDEQGRSPFWESVGRHFFSIEFAKADYLSGTGQKAFIAELMPKHPLYVDFLA
                     EEARAVIGQVHPHTAPARAVLETEGLQYQGYVDIFDGGPTLEANTDDVRVVRDSSKRT
                     VVIKDYDIEDYDIDPNGRLYLVANDHYHHFRAILMNTHLSDERLRLTPESAEALGVAA
                     GDSVRIVSLFAPETKR"
     gene            1515752..1517269
                     /locus_tag="YPA_1346"
     CDS             1515752..1517269
                     /locus_tag="YPA_1346"
                     /EC_number="1.2.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="succinylglutamic semialdehyde dehydrogenase"
                     /protein_id="ABG13313.1"
                     /db_xref="InterPro:IPR002086"
                     /translation="MSQHVMFNAVLSSHPALFIQGEWRIGNGVSFEKQDPMSQQRLWQ
                     ARAADHTDVTLACHAARAAFPAWARASLEQRATVIQQFAALLEQHKQSLARTISLETS
                     KPYWETLTEVQAMIGKVAISLQAYQTRTGHSQTPMGDSMSVLRHRPHGVLAVFGPYNF
                     PGHLPNGHIVPALLAGNTVVFKPSELTPWTAEETVKLWQQAGIPDGVLNLVQGGRETG
                     EALAAQPDIDGLLFTGSAHTGYHLHRQLAGQPEKMLALEMGGNNALIVEQVKDRDAVV
                     NLAIQSAFISAGQRCTCSRRLLVKTGAEGDAFLLRFTAVAQALRIGRWDEQPAPFMGA
                     VISSQAAERMLAAQQHLLLLGGESLLNMTRPDSQSALLTPGIIDITNISEVPDEEYFG
                     PLVSVIRYTDFTEALKIANQTRFGLAVGLVSEDRQQFEQLLLEARAGIVNWNKPLTGA
                     SSAAPFGGVGASGNHRPSAFYAADYCAWPMASLECEHLTLPATLSPGISFDLPKV"
     gene            1517293..1518636
                     /locus_tag="YPA_1347"
     CDS             1517293..1518636
                     /locus_tag="YPA_1347"
                     /EC_number="3.-.-.-"
                     /codon_start=1
                     /transl_table=11
                     /product="succinylarginine dihydrolase"
                     /protein_id="ABG13314.1"
                     /translation="MAGYEVNFDGLVGLTHHYAGLSFGNEASTTHQNRTSNPRLAAKQ
                     GLLKMKALADLGYKQGVLPPQERPAIGVLRKLGFSGSDEQVLSDVARNAPRLLSAVSS
                     ASSMWTANAATVSPSADSADGRVHFTVANLHNKFHRAIEAETTAVLLPAVFNNHRHFV
                     HHDALPSVTLLGDEGAANHNRLGGEYDSPAIQMFVYGRQGMESGAVPGRYPARQTREA
                     SQAVARLHQLDPKRTVFVQQNPAVIDQGVFHNDVIAVSNRNVLFHHELAFLSSTQVMD
                     DIRCKMAGLEQQLVNIEVPEAEVSVADAVSTYLFNSQLLHKANGKMLLVIPQESQDNP
                     SVWRYLSELVSGDGPIDELRVFDLRESMRNGGGPACLRLRVVLNDAELQAVNSRVMLT
                     PALFVTLNNWVDQHYRDHLQFKDLADPHLLQEGRQALDELTRILNLGPVYPFQRN"
     gene            1518697..1519689
                     /locus_tag="YPA_1348"
     CDS             1518697..1519689
                     /locus_tag="YPA_1348"
                     /EC_number="3.5.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="succinylglutamate desuccinylase"
                     /protein_id="ABG13315.1"
                     /translation="MLDFLAITLSGKPPQVIQGETVNLKWQWLGEGILTLVPHRSYTQ
                     SVVISAGIHGNETAPIEILNQLVTDLLAGQLPLSVRLLVLLGNPPAIRKGKRYLSNDI
                     NRMFGGRYQHYTPSDETRRASTLEQRVMAFFQASHTSERLHYDLHTAIRGSYHPRFGL
                     LPYQQTPYSAAMFRWLRDIELDALVMHTSAGGTFAHFSSERCQAASCTLELGKALPFG
                     ENQLSQFSAITQGLRSLVSDSALPARKTENMKYYRVVKSLLRQHPDFKLRVAEDTVNF
                     TRFAQGTLLTEQPNDNYRVEHPYEWILFPNPHVALGLRAGMMLVKMCESELPIT"
     gene            1520418..1521365
                     /locus_tag="YPA_1349"
     CDS             1520418..1521365
                     /locus_tag="YPA_1349"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13316.1"
                     /db_xref="InterPro:IPR001702"
                     /db_xref="InterPro:IPR001897"
                     /translation="MKNIAMALAATLGIIPALSSAAEIYNKDGNKLDFYGRVAAKYLF
                     KKQSNEDATYVRIGFKGETKINSQLTGFGQWEYNIAANNTESQGDKGNKTRLGFAGLK
                     LADYGSFDYGRNYGVVYDVLSYTDMLPEFGGDSMAATDNYMTARSTGLATYRNDNFFG
                     LVEGLKVAAQYQGRNEDGDVTRNERSIQKANGDGFGLSFNYQNIQGSGVSFAGAYSSS
                     NRTEGQKELVNSAAGDKAQAWATGLKYDANQAYIAAMYGETLNMTPYKRLIANKTQNV
                     ELVAQYQFENGIRPSLVTNGAIVIHTQRLKSDPGGNLLS"
     sig_peptide     1520418..1520483
                     /locus_tag="YPA_1349"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.834 at
                     residue 22"
     gene            1521379..1522401
                     /locus_tag="YPA_1350"
     CDS             1521379..1522401
                     /locus_tag="YPA_1350"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13317.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1522401..1523180
                     /locus_tag="YPA_1351"
     CDS             1522401..1523180
                     /locus_tag="YPA_1351"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13318.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            1523308..1523460
                     /locus_tag="YPA_1352"
     CDS             1523308..1523460
                     /locus_tag="YPA_1352"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane protein C2, porin"
                     /protein_id="ABG13319.1"
                     /translation="MKYAEIGVTYHFNKNMYTYVDYKINLLDNDKNPLGLNTDDVVAV
                     NLTYRF"
     gene            complement(1523725..1524531)
                     /locus_tag="YPA_1353"
     CDS             complement(1523725..1524531)
                     /locus_tag="YPA_1353"
                     /codon_start=1
                     /transl_table=11
                     /product="putative N-formylglutamate amidohydrolase"
                     /protein_id="ABG13320.1"
                     /db_xref="InterPro:IPR010247"
                     /translation="MNLTDSYYFQGGKIPLLISIPHAGTRLTPAVEAGLTAAAQPLSD
                     TDWHIHRLYDFAREMGASVLIGQYSRLVVDLNRPQDDQPLYATATTGLFPETLFDGRA
                     CFEAGKTPSPNERQSYLTHIWQPYHQRLQQELARLSAQFGYALLLDAHSIASVIPRLF
                     DGQLPDLNIGTNDNASCLLSLTEQLIACCQRQTAFSHVLNGRFKGGYITRTYGLPQNH
                     HHAVQLELAQLNYMSETEPYAYRPDRAIHLQQLLQQFITTMLTWGEQTYR"
     gene            complement(1524528..1525748)
                     /locus_tag="YPA_1354"
     CDS             complement(1524528..1525748)
                     /locus_tag="YPA_1354"
                     /EC_number="3.5.2.7"
                     /codon_start=1
                     /transl_table=11
                     /product="imidazolonepropionase"
                     /protein_id="ABG13321.1"
                     /db_xref="InterPro:IPR005920"
                     /db_xref="InterPro:IPR011550"
                     /translation="MVSVTHCDSLWFGADIITMRGGNYQLIPQGAIAVTGDKIVWIGP
                     HAELPPIHAARQVVYEGGLITPGLIDCHTHLVFGDDRSNEFEQRLNGVSYAEIAANGG
                     GIISTVRATRQASEQQLLEQALFRLKPLLAEGVTTIEIKSGYGLNLESEIKMLRVARR
                     LGELLPIDVKTTCLAAHALPPEFIGQPDDYIDVVCNSIIPQVAVENLADAVDAFCEHL
                     AFSPAQVERVFLAAQKAGLPVKLHAEQLSALRGATLAAKFHAISADHLEYATESDVQA
                     MANAGTVAVLLPGAYYLLRETQCPPIDLFRQYKVPMALASDANPGTSPVLSLRLMLNM
                     ACTLFRMTPEEALAGVTCHAAQALGVQQTQGTLETGKLANWVHWPLSHPAELAYWLGG
                     QLPATVVFRGEVRP"
     gene            complement(1525952..1526719)
                     /locus_tag="YPA_1355"
     CDS             complement(1525952..1526719)
                     /locus_tag="YPA_1355"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG13322.1"
                     /db_xref="InterPro:IPR000524"
                     /db_xref="InterPro:IPR010248"
                     /translation="MAEQSTVLQLSAAMDDIPAPIYQRVKLAIIRQIRTGTWQPHQRV
                     PSESELVTELGVSRMTINRALRELTNEGFLIRMQGVGTFVAEAKAHSALLEVHNIADE
                     IAARGHRHSSQVLHLEARPASPEEAIALGIQPGQQLFYSQIVHYENDFPVQVENRCVN
                     PSTAPDYMKQDFNQITPYSYLTQAAPLTEGEHIVEAVMPSPIERQLLELSEHEPCLLI
                     RRRTWYGKAIVTAAQLLYPGPRYQLYGRFTPQGTVTS"
     gene            1526867..1528237
                     /locus_tag="YPA_1356"
     CDS             1526867..1528237
                     /locus_tag="YPA_1356"
                     /EC_number="3.5.3.13"
                     /codon_start=1
                     /transl_table=11
                     /product="formimidoylglutamate deiminase"
                     /protein_id="ABG13323.1"
                     /db_xref="InterPro:IPR010252"
                     /translation="MPVYFTKRAFLPDGWAADVQIAVDELGDIQRISTGSSSSGCQVL
                     SGPVLPGMPNLHSHAFQRMMSGLAEVAGDPQDSFWTWRDLMYRLVQQLTPEQVGVIAR
                     QLYIEMLKGGYTQVAEFHYLHHSPDGSPYNDIGEMTAQLSQAAQDAGIGMTLLPVLYS
                     YAGFGAQPAQQGQSRFIQDTESYLRQQQVIRRQLANQPLQNQGLCFHSLRAVELSQMQ
                     QILHVSDKQLPVHIHIAEQQKEVNDCLAWCGQRPVAWLYGHLPVDSRWCLVHATHLDT
                     SELVMLANSQAVAGLCPTTEANLGDGIFPGVDYIHHQGRWGIGSDSHVSLDVVEELRW
                     LEYGQRLRDQRRNRLTCERQPAVADLLYSQALAGGRQACGRQISQLAVGYRADWLVLD
                     GDDPYIAGTRSASLLNRWLFAGGKSQIRDVYVAGKAVIVDRYHPLQQQTAQAFLAVLK
                     ACQQEV"
     gene            1528237..1528809
                     /locus_tag="YPA_1357"
     CDS             1528237..1528809
                     /locus_tag="YPA_1357"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13324.1"
                     /translation="MSFTVFDFAGLPVSRWRNGGGETREIACWPVGGDDFAWRASIAT
                     IEQDGPFSLYPDIDRSITLLTGDGIVLSSPGLGVHKLSNPLQTFAFPGDVPVNGRLLG
                     GSSQGFNIMTRRGCWQATVSSVSSGQQLPASYGGLIYIVKGEWLICHTETHQLKAQQG
                     CWWLPTIKAGQLQPLAADSHLLWVTLVPGR"
     gene            complement(1528987..1530591)
                     /locus_tag="YPA_1358"
     CDS             complement(1528987..1530591)
                     /locus_tag="YPA_1358"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13325.1"
                     /db_xref="InterPro:IPR005801"
                     /translation="MPCSGEPLYYAQCQQTICAPPLTMATKLVQRYQEGARNISHSKS
                     GSEGYSSLTDNEEWQPYAIYEKDGEFSVGIGLAALITAYPNYVHIRYQQQNAHGDSFS
                     GEQFQERVWLSSDIVGNISSALASIPIKEWRAYGLSQLELVHLFHNPASHAAPGTALL
                     QIFLPLHEYRLNRGSAIIRSLLPSHLPQLLTMLQQCDSDQYDNAPSINKSSIYKSSSC
                     EPSIYEPSIYEQPGDEYDENNQRAHKQDSHLQTQVERSAIEMQIRQTDPTIFCDRVAK
                     TVNEIRQGKYQKAILSRQIPLPNNINLLASYQRGRINNTSARSYAFRMQGFELMGFSS
                     KTAVTVSANGCLITQLLTDTHALSSDQTQSVPLHHELRINTKDITEHTSSILSVVATL
                     TPICVPGSVAIVPYMKVLTCGKVQNLASCLQGQLQKGISHWQAMQSLYPVAADIPKDH
                     LMQATLHELGSWEAYSSSVLMVDSNGALDATLISESLSRKNKRFGLRAGTEITHQADP
                     LLKLEETHETLIAIARYLVLQTAMTD"
     gene            1531600..1532109
                     /locus_tag="YPA_1359"
     CDS             1531600..1532109
                     /locus_tag="YPA_1359"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13326.1"
                     /translation="MSTLLISAPHLAFKIIATGVSLPPDRVESSTLDRKLNKPVGYVE
                     QRSGVRHRYHATADANQAELAAAALHDALERHGINPSSIDLLISASAIAYQALPCTAV
                     HILKIAGLAPRIAGFDINSSCVSFISALQVAAGLLNAGTYQRIAIVSADLASRGIDWN
                     DEEIFTDLR"
     gene            1532078..1532608
                     /locus_tag="YPA_1360"
     CDS             1532078..1532608
                     /locus_tag="YPA_1360"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-(acyl-carrier-protein) synthase III"
                     /protein_id="ABG13327.1"
                     /translation="MMRRSSLIFGDGAACAIVERGDGRSGILASLVEMYPTGSELCEI
                     RAGGTRCNPRSGMDNDDFLFHMQGKRLFRQASGIIEDYFQRLLEKSGLTLADIATVIP
                     HQASHLSLAHMRKRLHVPTDVLVDIYRDHGNQVAASIPTALHAAVMSGRFSPGKPVML
                     IGTAAGLTLAGMVLLP"
     gene            1532622..1533638
                     /locus_tag="YPA_1361"
     CDS             1532622..1533638
                     /locus_tag="YPA_1361"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dehydrogenase"
                     /protein_id="ABG13328.1"
                     /db_xref="InterPro:IPR000169"
                     /translation="MKVLVTGATSGLGRNAAQWLLEAGHEVYAIGRDQLAGEELRKLG
                     ATFIPLDLTMTTMEVCQQWLKTCDVVWHCAAKSAPWGNPQDFHQTNVVVTHKLAQAAG
                     REGVKRFIHISSPAVYFDFRHHHDLPETYRASRFSSHYASSKYAAEQVLHECIAHYPD
                     TTYVILRPRGLFGPHDRVIVPRLLQQLSRDRNVLRLPGGGQAQLDLTFVLNVVHAMML
                     ATDNDGLRSGAIYNITNQEPQRLVTMLDSLLNQQLHINYTLQPVPYSLLSVVAAGMEL
                     VASMTQKEPLLTRYSVGAVYFDMTLNSERAINELGYRPRYSMAEGIVLAGEWLSAQRS
                     GQHG"
     gene            1533631..1534437
                     /locus_tag="YPA_1362"
     CDS             1533631..1534437
                     /locus_tag="YPA_1362"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13329.1"
                     /translation="MAKITTFEVGYCTHLACMALKGAPFRVCKFPARACLIEVDGHRW
                     LWDTGYATWFEQYTQSGVFRLYRQVTPVYFDPAQSLVTQLREQGYVNRDIHGLILSHF
                     HADHIAGLRDFSDLTFICSGDGWHKTRELRGVAALRQAFIPGLIPESFESSLQFIESF
                     PQQMLPSELAPFESGFALPGSKGQVILVPLPGHAVGHIGAFILTDNGWVLLASDAAWS
                     PLSYQQLRGPSRIANLLMADSRAYYQTLQRLNHLWRTGKTDIRLCHEGDL"
     gene            1534434..1535720
                     /locus_tag="YPA_1363"
     CDS             1534434..1535720
                     /locus_tag="YPA_1363"
                     /codon_start=1
                     /transl_table=11
                     /product="putative coenzyme synthetase"
                     /protein_id="ABG13330.1"
                     /translation="MIPFMTLWHYFRIRRLHFANRKTLEAYQVKKLQQFSQQVLANSP
                     WFRRYASQPITAWPLMDKQLMMEHFDVMNTQGLHRDVLMACALGSEQDRDFSRQTGKF
                     SVGLSSGTSGQRGLFVVSPQEQQLWAGGILAKMLPDGVFAGERVALFLRADNNLYQSV
                     NNRWLSLAFYDLFQPFQSHAGLLEQQSPTIIVAPAQVLRALALAVMRGELHLTVKKVI
                     SVAEVLDEQDRQLLQQVFGHVGEVYQATEGFLAASCSHGTLHLNEEFLHIEPQWIDER
                     RFTPVITDFTRQTQPIVRYKLDDVLVVSDKPCPCGNPARAISHIEGRWDDQLLLPDPQ
                     GILQVIFADLCSRVLATALPLTADYRLIQRGDHHLHLMADCTASELECCRRAMVLMLQ
                     QQGIETERLCWQLEAVAVIPQFDRKRRRIIRQGVAG"
     gene            1535905..1536816
                     /locus_tag="YPA_1364"
     CDS             1535905..1536816
                     /locus_tag="YPA_1364"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dehydrogenase"
                     /protein_id="ABG13331.1"
                     /translation="MRRFACHDGIRLCGIGRRSVEGFPTSVRYQALDLARLATLDFTP
                     DVVIHAAGRAGPWGTRREYYRDNVVTTEQVIKFCQSRGNPRLIYLSTAAVYYRYCHQL
                     ALTEQSEIGPEFANDYALTKHQGEALIEAYQGEKTILRPCAVFGPGDQLLFPPLLDAA
                     SRHGLPLLISEVPARGELMHIDVLCDYLLKAAIKPELRLFYNLSNAEPIEINEFLIDV
                     LSKLGLPAPKREVRVATAMLIAGIIEGTYRLLRIKSEPSITRFGVGVLGYSKTLDVSA
                     AIHDFGSPSRSLSQGLDAFIRWYKEQK"
     gene            1536816..1537970
                     /locus_tag="YPA_1365"
     CDS             1536816..1537970
                     /locus_tag="YPA_1365"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosyl transferase"
                     /protein_id="ABG13332.1"
                     /translation="MIYLAAIWLGILLFKLIFTLRMMKRGTQAGCGVPQATATILQPV
                     LSGDPQLATVLEANVVALKQARFFWLIDDDDTVAREIAISIQSRYPDREIKASYFPPA
                     PEGVNPKVFKLEQAWREVASDILLVLDDDAFLSAESFGTLLNQIEEGALVTALPYYCA
                     DSNGYSRLLAQFVNDNSGFTYLPLLPFSPPLTINGMCYAISVNTLAQVGGFAAILHDL
                     ADDLALATLLRQHHIRLIQSTAPVRVQTSLSSGKKYIQQMHRWFLFATLLLREKTVLI
                     KLIIFLLQGLHPLLMWAMLLTVGWEWVTAAHGITGINLGIIAACLLIRHAALRHVQQA
                     IAPDIRSNPIFSLLSELMQPLHLLHALCNRTIYWRTRRYRVLSNKKFNSL"
     gene            1537967..1538551
                     /locus_tag="YPA_1366"
     CDS             1537967..1538551
                     /locus_tag="YPA_1366"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13333.1"
                     /translation="MNKITLQIAYITGRSSPESGSLSPVQLAFIKKLAQPGRELATLN
                     FPYRAGENEKKGYLAPGLIKASYHNCREYLSSRHPEFQTHYRPALLALLARAPHTVLL
                     SGSCGLELFNNLNLPKAMMSHVSIFAYGPVARQRPLCHHTLVQGQRDLISRFWCRQVD
                     SKVSGGHLNYLSNPALLTLCERFIAAVESTQGLR"
     gene            1538548..1539735
                     /locus_tag="YPA_1367"
     CDS             1538548..1539735
                     /locus_tag="YPA_1367"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosyl transferase"
                     /protein_id="ABG13334.1"
                     /translation="MKTLDDLIPPATRCIDLLAPPFSGHLHPILALGRMLAKNYEVRI
                     ISTQDALARITAAGLKGIALPGEYDPLLQAIANPDYAVKSSPLKLYRQFKSAVGLLVE
                     FASALEKLYQHDGAPDLVIADFTLPVVGTVSKKLGIPWWTSLPSPCVLETLDGPPAYC
                     GGLYPAKTAMDNVSQFIARKKVRWFKKTLFWLFRRTISTTGITALYRADGTESAYSAD
                     CILALGDVAFEFTRTWPESVHFIGPALYTPPNLQPAPHFEAGRRHVLVTLGTHLAWHK
                     DEVVKAVERLARTMPESVFHFTEGDPNAACHQQTDNFIRLPWIDYETCLGHYDVVIHH
                     GGAGILYYCLKHNIPALVYPVDFDQFDHAARLDASGKGLWLKGGLSALANAKTQIEQL
                     TAR"
     gene            complement(1539896..1540360)
                     /locus_tag="YPA_1368"
     CDS             complement(1539896..1540360)
                     /locus_tag="YPA_1368"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13335.1"
                     /translation="MKKYFILIAMVAVSVSAADKNNASDEYYTCHMSKQLDRTSKSLG
                     GNHFPEETETAKIKWDGSRFTVYGMNGGNYISPLLHRATEAEVENLARKAGVEFTDED
                     RKDLDYVMMDAEEKTFNLFEKSDSGISFSVMNKEENSKLFQLFSECTLTSSL"
     sig_peptide     complement(1540307..1540360)
                     /locus_tag="YPA_1368"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.939 at
                     residue 18"
     gene            complement(1540530..1542188)
                     /locus_tag="YPA_1369"
     CDS             complement(1540530..1542188)
                     /locus_tag="YPA_1369"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13336.1"
                     /translation="MSFAHAQTLPDVYSVVERKLENALPLAEHPHYDAQAPYFELHRE
                     ILMFSSPERANTLLKKLDFSSKEAMLSLNISADWIAGTGNPDKAMVFLSQIGLEKPSS
                     FSAYKNYVDAWIEKKQPESALKLLMLDNSARNYYLPAVLDAYRDTPDQAVTIYKDIYG
                     DNIIEPTNQLRMLLAIAENYRVNGAPKNTLIYTDKAQVMFIDVLKKKKNNEIHFYKDY
                     LNLINLYSFAGNKQQALILSEQLLRAAGDKGTYYDLALSGIMAFYHANGFTEEYNALI
                     ATSIATTDKSFSFAPKPIEEIKLIRLLNATNETGLIKERIDKLMISPEYACYDDRYCY
                     EYKIDSLNFLYLSKSDALADKYLNIIIEESQNQKFNPWETVTKSIVKKLVDIGRIAEA
                     KKLAADAEVIYLSQLKDSPPKEVERNYRDLAEMYGFAGDVVSAERILNKHVTTAQNYF
                     ITDLFIKNKQWDEARARVVKDTGLSGQNLTLLQNICATNTPECMQHITFTLKSMLTRE
                     SITAEDASGNQQLYQLGIIYHSLGIKPTEEQQLLIQKLYDNAAA"
     gene            1542307..1543515
                     /locus_tag="YPA_1370"
     CDS             1542307..1543515
                     /locus_tag="YPA_1370"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG13337.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(1543635..1545797)
                     /locus_tag="YPA_1371"
     CDS             complement(1543635..1545797)
                     /locus_tag="YPA_1371"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13338.1"
                     /db_xref="InterPro:IPR006597"
                     /translation="MKKKLVALLILSYPSVAYLKQPPPAVPKPITFVAKIDNIDFNKT
                     AIDSDMKLLLADRFHFKTKTPCNKNTLSGRPESFGLTSEVYAAKIKSLLVEILSERYL
                     FLTIDQCDRGGTPMLTNIEVCTEALCGAEFMKKESYLWLNQDLKATVKRQATSVIPMP
                     LTFDKEKQLWKVAGWFIESSEETEELIPSKLLAFEGYTDDETFKTQKFVSTFKSYYSS
                     GNIQHILTYNKEGKEDGKYDSYYDEKGKLAETLVFKNGLVNGEYIIYHENGAIESKRH
                     FIDSKIADGECPHYYDNGKIKENHSYLNNKLEGKYFEYFPDGKIKDERTYHAGKVVGK
                     YTVYFESGKIRAIYNKNNKDQYHGTNEEYSPEGQLVSKSTYKEGKQLSSQTWYKNGKM
                     RQEEIYDNEGRKNGVSREWFDNGQLNTSTSYKNDILDGDSQKWNEQGEIVSLSPYKDG
                     KLQGEHKYYDSGKLLYTTMYKNDKKDGPDRRWSINTGKLIEEMPYVEGIRSGIKKEFN
                     DRTGRLLTTTPYVNNEIQVTGETYNADGVSIIHCYINNKSIDSLYNPIEIREKASQSD
                     DNAQYELGKYHYTCQDYDRGLKWLEKSADHKNIKALFLLAQMYNEGDGVKEDQTKYFS
                     YLLKAAQLGLSDAQVEIGYLYLVGEGVEKNLPEAYQWHIKAAEQGNVHAHYNLGWIYQ
                     NGDGTEKNLDKAKFHFTVAAKSGMREAYEELKKLESNK"
     sig_peptide     complement(1545738..1545797)
                     /locus_tag="YPA_1371"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.989) with cleavage site probability 0.727 at
                     residue 20"
     gene            1546375..1548486
                     /locus_tag="YPA_1372"
     CDS             1546375..1548486
                     /locus_tag="YPA_1372"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13339.1"
                     /db_xref="InterPro:IPR001440"
                     /db_xref="InterPro:IPR006597"
                     /translation="MQGRDYIPCDIAEYHLLDVAELPPKDKNRALCDMRSFLREGRYG
                     ELDKQLESALTASFLSRDAEQRYYRGWMDMENTPDLRSVISMGPEGLAQIKAWQHDCP
                     ESNHAWLAETLYWHHCAWRYRSYGWAKKTTAAMWVCAAACNEMMVLAALQALTLEPRQ
                     WMAAALIIPAITAFGVPAWLAVIIANEKADSLPVLGELRDYQQCYPEEMAALMSYSGL
                     NAYAQILAPDALPPGLLRNQTEKALIGPHYWLFASLHIHPTQFYIFTDYIPFQMPRWR
                     GLPQDMLDLIVSPACEHLSLQEKDHLRHLIWWDDFCDDLGHKVADLVEREWQFTEVKR
                     EAEQALNANDRAQALRWLAASYYVMEDEPSAWHYLQQAVAQEPSLGGYLHHAALRLAG
                     KFAPESRWLHNQICHNAQLMHSPQAMVLQGYCLLTGLFGFTQNEALGREWLDYALQHD
                     PKDAWDQTGFILNELNYPDDATRLFTLGAEYGARGTASSLGSFYLYAPSETRDILRAI
                     SYYRQVVEQNSTLLSQKVIAKYPLIDNTDPFSYEDELKRAYYSLARCYQLLSYEETDT
                     VKTAELEGKLVASLKASVDWGNDVALPELLALLSELHTLSVTHQYLDFLLEHGNKGSI
                     LAMTSLAKIYFNRKDKHIYNYKLSARWMYFALALAPDDEKVNEVFFSRHARNRWVTHR
                     YVWSTSRIAVHEIPGQEHPIC"
     gene            1548733..1549371
                     /locus_tag="YPA_1373"
     CDS             1548733..1549371
                     /locus_tag="YPA_1373"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar-phosphate isomerase"
                     /protein_id="ABG13340.1"
                     /translation="MKIALMMENSQAGKNAIILKELNAVASEKAYPVFNVGMSDEQDH
                     HLTYIHLGIMASILLNAKAVDFVVTGCGTGQGAMMSLNIHPGVVCGYCIDPADAFLFA
                     QINNGNALSLPFAKGFGWGAELNVRYIFEKAFTGVKGEGYPLDRKEPQVRNAGILNQV
                     KAAVVKENYLDTLRAIDPELVKTAVSGARFQQCFFENCQDKEIEAFVKQILA"
     gene            complement(1549506..1550165)
                     /locus_tag="YPA_1374"
     CDS             complement(1549506..1550165)
                     /locus_tag="YPA_1374"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13341.1"
                     /db_xref="InterPro:IPR000051"
                     /translation="MNKSTKIGSQIYTPFTLKLYDWWVLKMSNHFAWKCPTHDVLVPH
                     FTEYAGNEHLDIGVGTGFYLTHLPETTHISLMDINTNSLAVASNRIGSTRVKECIQHD
                     VFEPFPAQYHGYFDSISMFYLLHCLPGALKDKVQVIANTAMGLKTGGTLYGATILGND
                     AGHNRLGKKLMKVYNSKGIFSNKDDTEDGLHAMLSSQFRDVAITRVGMVVLFTATGRR
                     E"
     gene            complement(1550270..1550950)
                     /locus_tag="YPA_1375"
     CDS             complement(1550270..1550950)
                     /locus_tag="YPA_1375"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dehydrogenase"
                     /protein_id="ABG13342.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /translation="MSCNFKIILTGASGLIGSAIADALYKSGMNLVLACKRSQKLQDR
                     YLSDDKSKRAYFWYGDLTNEKACRELVEYAVQQMGGVDVLINCAGVFNFSALEEMTYS
                     RITDTISTNLLAPIYLTHLVLPYIKTSACPIIVNISSIAGFSSLPEGACYAASKWGLN
                     GFIHSIREELRKKSIHICNISPCQVKTLSHHSDTAIRTIAPENIANAVILVLSYVQKT
                     SSSIDVVL"
     sig_peptide     complement(1550885..1550950)
                     /locus_tag="YPA_1375"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.978 at
                     residue 22"
     gene            complement(1551404..1552240)
                     /locus_tag="YPA_1376"
     CDS             complement(1551404..1552240)
                     /locus_tag="YPA_1376"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13343.1"
                     /translation="MLLNNITPVNKSLTLQDLLGILSHSSAISNVANGIYVESEILEV
                     GSWLSAYAANKDEIFSQIITELENPYQFQLENDIQAPSFILYSNERITIRLVMWLPLQ
                     GKLDRTPYSYEEAHDHNFDFWTVNFFGGGYRTRLYDYDYDKVSGVNNEVVELNCYGDK
                     ILSPNTVMFYFRSKDVHTQYPPDELSVSLNLIVRPIKSKHQYEFQIDSDALEGKIEAR
                     IKKGRYERYAFQNVLYNGLLSLENEKSRQLVHKVSLCNHREEIRLIAYEALLKHAQKK
                     VM"
     gene            complement(1552227..1553159)
                     /locus_tag="YPA_1377"
     CDS             complement(1552227..1553159)
                     /locus_tag="YPA_1377"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13344.1"
                     /translation="MAVKVDVKENTLITLNEFVSFLETSGTIEKLRNSIYSSEVMSCV
                     ATQLRALAANKAHIFSIIIEELEKTDHFQSQNYGQAQGFVLYTTPWYTIRLMLWIPPG
                     HQASAIPFSYKVAHDHAFDLMTVGFFGPGYRTSLYEFDYNEPIQRTDGLTQLSYKGEM
                     YLRENEVIYYFANKDVHIQHEPESLSVSLNLIINKPDASARQTVFDIESTDEGSNLCW
                     GKPHFNSIEKIASQRSIFSALSTHGNMRSKKAIEKIAHNHKADEVRALSWVAMLRAND
                     TVLSDVLTLEKSHYVRRVLAEINMAQGETSNAPK"
     gene            complement(1553165..1554070)
                     /locus_tag="YPA_1378"
     CDS             complement(1553165..1554070)
                     /locus_tag="YPA_1378"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13345.1"
                     /translation="MSKVTSPDSINRIKHTEVIAASPNSEESIRSLSVLKEKASEILE
                     KENAQFFDILPILESLKKDDIIEILNDLLERKDITSNYQLLSEDHVYLSRQHNFHLLM
                     RLIGRSPSTTLYANEFDILVINPMNTPVSIPLYQCQVCEDLSQRPSALIRLEDTVLMP
                     GKVYGFEAYKYILDFDTEAAQDAFILIAHSEPKGWLSWVYDKNSLEPIESICTSLQAS
                     RIQMYVRMLGAMNATQAVPVLEKLAKSTYANFVRWEAVESLSLIDPQSTLELLDYLVK
                     NDSDAQIIEAAEQSLAINKAEESEV"
     gene            complement(1554861..1555934)
                     /locus_tag="YPA_1379"
     CDS             complement(1554861..1555934)
                     /locus_tag="YPA_1379"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13346.1"
                     /translation="MKALLKTFTTCMLVGGLISQSTFAEPTKPLVIQSQGSFAAGGAV
                     ITTPGQFDPKKPLDPTGQTYHGDHASVFYQIPENPHKYPIVMLHGAGQSSRTWESTPD
                     GREGFQNIFLRRGFSTYLVDQPRRGNAGRSMVEGTVKPLADEQLWFNQFRLGIWPDFF
                     DGVQFSHDKETLNQYYRQMTPNTGPFDIDVISDAMSAVVDKSGPAILFTHSQGGGPGW
                     FTAMKNANVKGIVAFEPGSSFVFPEGDVPPPTKNAFDTVKGESVPLEKFMALTKIPVL
                     IIYGDNIPDKPTALPAQDSWRARLAVARQWRDVVNKHGGDVTVIHLPEIGIKGNTHFP
                     FSDLNNVEIADQVSKFLKDKNLQ"
     sig_peptide     complement(1555860..1555934)
                     /locus_tag="YPA_1379"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 25"
     gene            complement(1556147..1556617)
                     /locus_tag="YPA_1380"
     CDS             complement(1556147..1556617)
                     /locus_tag="YPA_1380"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13347.1"
                     /db_xref="InterPro:IPR007113"
                     /translation="MKVFLITLAALLLPGTQALAAAQAAVTVSPAGSQPTTIGAPESF
                     TGTAKVDSRFKGTAPARISGGTVSFEAGARTAWHTHPLGQTLIVSSGTGWVQEWEGAA
                     QQIKTGDVVWIPPGVKHWHGASAKESMVHIAVSESLDGNTVTWMEKVTDGQYPQ"
     sig_peptide     complement(1556555..1556617)
                     /locus_tag="YPA_1380"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.909 at
                     residue 21"
     gene            complement(1556672..1557094)
                     /locus_tag="YPA_1381"
     CDS             complement(1556672..1557094)
                     /locus_tag="YPA_1381"
                     /codon_start=1
                     /transl_table=11
                     /product="putative decarboxylase"
                     /protein_id="ABG13348.1"
                     /translation="MMKKKIQQYLLCTALTFAGSMASIAHAQDAAKNNTKQPSRAQQL
                     MGDIAPKMAQLTDDVLYADIWERPQLSKRDRSLVTVSALVAMDRPDQLRSHLRLARQN
                     GVTEEELVEAITQLAFYSGWPTAVTAISIAKEVFKEGK"
     sig_peptide     complement(1557011..1557094)
                     /locus_tag="YPA_1381"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 28"
     gene            complement(1557371..1558756)
                     /locus_tag="YPA_1382"
     CDS             complement(1557371..1558756)
                     /locus_tag="YPA_1382"
                     /codon_start=1
                     /transl_table=11
                     /product="putative two-component system sensor protein"
                     /protein_id="ABG13349.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /db_xref="InterPro:IPR006290"
                     /translation="MIKRSISGRLALMFALASILIVSALGIVLRSSLHNSLQKQMHNE
                     LQFRESLMAPWILSRTTLDGWQTLATKFTDLAAAEGGRVQYWVLSDDPQLQVGGPAPR
                     GVTWASLSKGFSKVPGATDESCSLFLLMSEIPAQGERPALRYVVAIDSTPYMGTLNEF
                     TRTLIVITAIGVLFVALLGFVIARIGMRPVNKLSEQAQHLAPGNHGQRLDTLTLPDEL
                     QKLAVAFNGVLERQEIAWRQLESFNADVAHELRTPLTNLMGQTQLGLSRKRETHELED
                     LLESNLEELERMTSIVNDMLFLSHAQAGEHATQLTDVSLREETYKTTEYVEPSFAEKN
                     LSIHVEGDITARIDRRLFHRSLANLLENSARHAVTGTTVKVTISRENNLASIAVANIG
                     APIAAEHLNRLFERFYRVDSSRARSDTHHGLGLSIVRAVAIMHRGDVFASSQNGINTF
                     GLTLAITDPYI"
     sig_peptide     complement(1558676..1558756)
                     /locus_tag="YPA_1382"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.432 at
                     residue 27"
     gene            complement(1558768..1559460)
                     /locus_tag="YPA_1383"
     CDS             complement(1558768..1559460)
                     /locus_tag="YPA_1383"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional activator"
                     /protein_id="ABG13350.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /db_xref="InterPro:IPR006291"
                     /translation="MRLLLVEDEEKTSSYINRALSELGFTVDVAATGIDGLYLALEYD
                     YDTIVLDVMLPGMDGYSVLEGLRASKQTPVLMLSARGSVDERVKGLRHGADDYLPKPF
                     SLIELVARIQALLRRRPSDGVDVSQLHINDLHLDLLARRVTRAGERLELTAKEFALLS
                     LLARHQGEILSKMMIAEQVWDMNFDSDANVVEVAIKRLRAKIDTPYPVKLLHTVRGMG
                     YVLETRPDRQTK"
     gene            1559725..1560816
                     /locus_tag="YPA_1384"
     CDS             1559725..1560816
                     /locus_tag="YPA_1384"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13351.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MKHNAFKMTSVFKTTSVFKSTLLAAVISLSSGGAMSADYKLNPF
                     TLTYDGAITENVKGKVNIHPVTYKLNGLEISANVYTPANYDPAKKYPAVVVAHPNGGV
                     KEQVAGLYAQRLAEQGYITITADAAYQGASGGLPRNVDKPAYRIEDIHGMADFITQYP
                     GVDTVRLGLLGICGGGGYSLKAGQTDKRFSAIATLSMFDSGLVRRNGYQDSQLSTIQE
                     RLKQASDARAQEAAGGEVTYVGDAKLTDEQIAKLPFDLYRQGFEYYGKTHAHPNSTFR
                     YTASSLLDLMRFDAASNMDLIDKPLLMMAGSKADSLYMSETAFKGASNAKDKELFLID
                     GATHIETYWQPEYVNQAIGKLAQFYGKNL"
     sig_peptide     1559725..1559835
                     /locus_tag="YPA_1384"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 37"
     gene            1561007..1561672
                     /locus_tag="YPA_1385"
     CDS             1561007..1561672
                     /locus_tag="YPA_1385"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13352.1"
                     /translation="MNKLRFTSLTKHLILFLAVAVSSLSLIAEAADRNARRVLIVYFS
                     QPEDVKLEGVDGVSGASILQKNGEVLGSTQYVAQIIQEETGGDLFRIETVKPYPRQHD
                     PLLKYAEQEVKEGGRPEMREKIQNLADYDQIFIGYPIWWYKMPMVMYSFFEQHDFSGK
                     TLIPFTTHGGSRFSDSLREIKRLQPNAQLVTQGLAISRNDVTDDDTPKEIINWLNTLP
                     NMP"
     sig_peptide     1561007..1561099
                     /locus_tag="YPA_1385"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.915 at
                     residue 31"
     gene            1561687..1562382
                     /locus_tag="YPA_1386"
     CDS             1561687..1562382
                     /locus_tag="YPA_1386"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13353.1"
                     /translation="MKAKYIFQVVQDMVMMIILLSLMGFHLWGESIHEWLGIAFLLIV
                     LLHNGLNIHWIRKLAQGEYSAFRIVQVTVNIILALLFLFAIISGLMLSKHVLPDLPIH
                     RSSDFVRKIHMTSVHWGQIFIAVHLGMHWKMLANFFCKIWRISPFSLLATRLMPAIFF
                     SIVVYGVSVFMGRDLLPYLLIQVDFAFFDFEESTAFFYFDFFAITIFFAYLTRVLLWL
                     FLLWGEKGKLRAC"
     gene            complement(1562591..1563433)
                     /locus_tag="YPA_1387"
     CDS             complement(1562591..1563433)
                     /locus_tag="YPA_1387"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13354.1"
                     /translation="MRFFFLFTLAGVISVSAVTNSHAANSAERRCGWFENPTPANATL
                     TDRDGMWEIGTQGGYQAKGDWPGFSPAQWVRTGNGNYGYGCACITADTDPTTQRMNNL
                     TKATARPLSACRTDKSLKEPENPLAEMRQIALYQGNGFSFSYPSTWSVKKEKQCVSLN
                     QPERVTEEEYTLNICVQHGTLEQATDSMIFYNDNGVWMREAGMDAPSPVDIIKGPGWK
                     GMQTTQTCGVSDEETGFHAAGGTCFMAIVYDAKTQLLFDTVGFYQNFDVINMIVQSVK
                     FTEK"
     sig_peptide     complement(1563362..1563433)
                     /locus_tag="YPA_1387"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.978 at
                     residue 24"
     gene            1564064..1564720
                     /locus_tag="YPA_1388"
     CDS             1564064..1564720
                     /locus_tag="YPA_1388"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13355.1"
                     /translation="MLAATAKHLTTYPTTWRLCDNDEDYVIWLLPLLTSHGQDAVAIE
                     HDCSVHGKSVAHQLSASIKPAEDPQQAATTFFAGSFSYALERAANWAHDSPGGARLIL
                     ADDAFSAELVPALLARGIDLGSRQIYVAAIAPQPIGEKASTLASAWHQRWGGTPGGYF
                     WETMAALQVASQYPDFPAQTLLGALNFDAQHESHPASFSLWLATHRGLQIVLTPEVSI
                     "
     gene            1564717..1565547
                     /locus_tag="YPA_1389"
     CDS             1564717..1565547
                     /locus_tag="YPA_1389"
                     /codon_start=1
                     /transl_table=11
                     /product="putative esterase"
                     /protein_id="ABG13356.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MNINTVPLATDFANLLAARRLFFGKGAQHETDYGRQRVARWIAN
                     VSAPLSGKIEVTGHVRRFIPEKLRSAEPIFYLHGGGLVYYSTEVFSAFLSTLAHISGR
                     EIRAFDYPKAPETPMAELVGHLEQQLSTELNHVDAAPCLMGDSVGGLLTLWFAGSAFS
                     QAFSQIHLLDAAILRWFAEHWFPWCRQQQFDPLASDYAFSKLPPVVLHTTEYDVLTDE
                     GLAFAALARQAGASLQHHHHPALPHDFCLYAGKLASSRQAVEQIAAALDIEHKFPCKK
                     "
     gene            1565555..1565953
                     /locus_tag="YPA_1390"
     CDS             1565555..1565953
                     /locus_tag="YPA_1390"
                     /codon_start=1
                     /transl_table=11
                     /product="putative rhodanese-like protein"
                     /protein_id="ABG13357.1"
                     /db_xref="InterPro:IPR001763"
                     /translation="MSAIEQLSYYQKKLAYETDSWDLYLALKNSENVVVVDGRSKEVY
                     QREHIPGAINQPHKEICFNNTEKLDKTKIYICYCDGIGCNASTKTAMKLMTLGFQVKE
                     LLGGLDWWKRDGYSTEGIEGKEGTPISCGC"
     gene            complement(1566001..1566510)
                     /locus_tag="YPA_1391"
     CDS             complement(1566001..1566510)
                     /locus_tag="YPA_1391"
                     /codon_start=1
                     /transl_table=11
                     /product="putative integrase core domain protein"
                     /protein_id="ABG13358.1"
                     /translation="MGISRQAWYQSLQRERGREIQAQSIVEQGTAYVSLVTDAWSRKI
                     VGYHVHESLHTRHVAAALKMALVSRRTTSALIHHSDWGIQYCSQEYQALYQRYGVTCS
                     MTDGYDCYQNALAEQVNGILKMEYLLVKPEDIVQARQMVRESVEIYNTRRPHLSLKYK
                     TPDEVHQAF"
     gene            complement(1566528..1566842)
                     /locus_tag="YPA_1392"
     CDS             complement(1566528..1566842)
                     /locus_tag="YPA_1392"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13359.1"
                     /translation="MTYRQAQDRYGIQGCSTVLKWLRKYGQLDWSSPSSTRTCRANMP
                     KMPLTPEQRIKELEQQLAESEVKAHFFEAVVKVMNTEFGATLTKKQLATLSRKHKRKD
                     SQ"
     gene            complement(1567139..1568230)
                     /locus_tag="YPA_1393"
     CDS             complement(1567139..1568230)
                     /locus_tag="YPA_1393"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13360.1"
                     /db_xref="InterPro:IPR000583"
                     /db_xref="InterPro:IPR004396"
                     /db_xref="InterPro:IPR006073"
                     /translation="MGFKCGIVGLPNVGKSTLFNALTQAGIEAANFPFCTIEPNTGVV
                     PMPDPRLDQLAEIVKPQRILPTTMEFVDIAGLVKGASKGEGLGNQFLTNIRETEAIGH
                     VVRCFENDNIIHVAGKVDPADDIETINTELALSDLETCERAIHRVQKKAKGGDKDAKA
                     ELEALEKCLPHLENAGMLRALDLTAEDKAAIRYLSFLTLKPTMYIANVNEDGFENNPY
                     LDQVRAIAAAEGSVVVAVCAAVESDIAEMEDEDRAEFMAELGIEEPGLNRVIRAGYEL
                     LNLQTYFTAGVKEVRAWTIPVGATAPQAAGKIHTDFEKGFIRAQTIAFDDFITYKGEQ
                     GAKEAGKMRSEGKEYIVKDGDVMNFLFNV"
     gene            complement(1568394..1569014)
                     /locus_tag="YPA_1394"
     CDS             complement(1568394..1569014)
                     /locus_tag="YPA_1394"
                     /EC_number="3.1.1.29"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidyl-tRNA hydrolase"
                     /protein_id="ABG13361.1"
                     /db_xref="InterPro:IPR001328"
                     /translation="MIPLVIAKDNVSSIKLIVGLANPGAEYAQTRHNAGAWYVDLLAE
                     RHNQSLKEESKFFGYTARLNLAGQDIRLLVPATFMNLSGKAVAAMASFYRILPEEILV
                     AHDELDILPGMAKLKLGGGNGGHNGLKDIQNKLGNNPNFYRLRIGIGHPGDKSKVTGF
                     VLGKPPASEQTLIDDAIDESIRCTEVLLNEGMTKAMNRLHAFKASA"
     gene            1569346..1569618
                     /locus_tag="YPA_1395"
     CDS             1569346..1569618
                     /locus_tag="YPA_1395"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13362.1"
                     /translation="MKRKSATVLGNMLMGLGLATMVVGVGYSILTEISELGLPQFFAH
                     GAIMSIFVGALLWLAGARIGGREAVADRYWWVKHFDKRCTKNQRHS"
     sig_peptide     1569346..1569420
                     /locus_tag="YPA_1395"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.962) with cleavage site probability 0.663 at
                     residue 25"
     gene            complement(1569820..1570767)
                     /locus_tag="YPA_1396"
     CDS             complement(1569820..1570767)
                     /locus_tag="YPA_1396"
                     /EC_number="2.7.6.1"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose-phosphate pyrophosphokinase"
                     /protein_id="ABG13363.1"
                     /db_xref="InterPro:IPR000842"
                     /db_xref="InterPro:IPR002375"
                     /db_xref="InterPro:IPR005946"
                     /translation="MPDMKLFAGNATPELAQRIANRLYTSLGDAAVGRFSDGEVSVQI
                     NENVRGGDIFIIQSTCAPTNDNLMELVVMVDALRRASAGRITAVIPYFGYARQDRRVR
                     SARVPITAKVVADFLSSVGVDRVLTVDLHAEQIQGFFDVPVDNVFGSPILLEDMLQQN
                     LENPIVVSPDIGGVVRARAIAKLLNDTDMAIIDKRRPRANVSQVMHIIGDVAGRDCVL
                     VDDMIDTGGTLCKAAEALKERGAKRVFAYATHPIFSGNAVDNIRNSVIDEVIVCDTIP
                     LSAEIKALKNVRTLTLSGMLAEAIRRISNEESISAMFEH"
     gene            1571037..1571861
                     /locus_tag="YPA_1397"
     CDS             1571037..1571861
                     /locus_tag="YPA_1397"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13364.1"
                     /translation="MRQVFSEPKVSEAITSTLHNAVNRYLRSLLSIFPERTRCNGETF
                     TPRATKPCNHSGAILNTCRADDSVSNSANTQAPVPVRRDGAYSNSHERACSTSRKRFL
                     AIGSQSFAYGVLKSAASGRIGVFLFNSGSEKIIGVGMFTPGCMTKYHFSTGSAGCNFS
                     PIPSAKAAWPRTNTGTSAPNVSPRSANCSSVKPHCHSRLSATKTVAALDEPPPNPPPI
                     GKHLSMLISAPRGTGVLPGCFCSIFAARTIRFCSFSTPAMGVNKRIWLSSRGSIVS"
     gene            complement(1571108..1572007)
                     /locus_tag="YPA_1398"
     CDS             complement(1571108..1572007)
                     /locus_tag="YPA_1398"
                     /EC_number="2.7.1.148"
                     /codon_start=1
                     /transl_table=11
                     /product="4-diphosphocytidyl-2-C-methyl-D-erythritol
                     kinase"
                     /protein_id="ABG13365.1"
                     /db_xref="InterPro:IPR004424"
                     /translation="MTTANQPICPSPAKWPSPAKLNLFLYITGQRADGYHQLQTLFQF
                     LDYGDQLTIEPRDDNQIRLLTPIAGVENEQNLIVRAAKMLQKHPGNTPVPRGADISID
                     KCLPMGGGLGGGSSNAATVLVALNLLWQCGLTDEQLADLGLTLGADVPVFVRGHAAFA
                     EGIGEKLQPAEPVEKWYLVIHPGVNIPTPIIFSDPELKRNTPIRPLAALLSTPYANDC
                     EPIARKRFREVEQALSWLLEYAPSRLTGTGACVFAEFDTESSARQVLSIAPEWLHGFV
                     ARGVNVSPLHRVRSGKIESSERR"
     gene            complement(1572009..1572632)
                     /locus_tag="YPA_1399"
     CDS             complement(1572009..1572632)
                     /locus_tag="YPA_1399"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13366.1"
                     /db_xref="InterPro:IPR004565"
                     /translation="MPMRKRHFYRLLPLASLLLAACTIPVSKGPATSPTSPQWRQHEQ
                     QLQQLGQFETRGAFAYLSDKQKVYARFFWQQTSPERYRLLLTNPLGSTELELVVQPGV
                     TQLTDNQGKRYVSDDPQEMIQKLTGMSIPLESLRQWILGLPGDTSDFTLDDKYRLKKL
                     TYQQNGVTWVVDYQEYNTQVTPSLPSRLELNQDGQRIKLKMDSWTIK"
     sig_peptide     complement(1572546..1572632)
                     /locus_tag="YPA_1399"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.997) with cleavage site probability 0.735 at
                     residue 29"
     gene            1572884..1574200
                     /locus_tag="YPA_1400"
     CDS             1572884..1574200
                     /locus_tag="YPA_1400"
                     /EC_number="1.2.1.70"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamyl-tRNA reductase"
                     /protein_id="ABG13367.1"
                     /db_xref="InterPro:IPR000343"
                     /translation="MRFRRESILTPVLLEAVPMTLLALGINHKTAPVSLRERVTFSPE
                     SMDQALNSLLQQPLVQGGVVLSTCNRTELYLSVEQQENLHEQLTAWLCNYHKLSPDDV
                     RQSLYWHHGNDAVRHLMRVASGLDSQVLGEPQILGQVKKAFAESQRGQSLSSELERLF
                     QKSFSVAKRVRTETEIGASAVSVAFAACSLARQIFESLSELHVLLVGAGETIELVARH
                     LREHQVKHMIIANRTRERAQSLASEVGAEVITLPEIDARLADADIIISSTASPLPIIG
                     KGMVERALKTRRNQPMLFIDIAVPRDIEPEVGKLSNAYLYSVDDLQAIIQHNMAQRQA
                     AAVQAESIVQQESMNFMTWLRAQGAVETIRDYRSQAEQVRSEMTAKALVAIEQGANVE
                     QVINELAYKLTNRLIHAPTKSLQQAASDGDMERLQLLRDSLGLDQH"
     gene            1574233..1575315
                     /locus_tag="YPA_1401"
     CDS             1574233..1575315
                     /locus_tag="YPA_1401"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial peptide chain release factor 1
                     (bRF-1)"
                     /protein_id="ABG13368.1"
                     /db_xref="InterPro:IPR000352"
                     /db_xref="InterPro:IPR004373"
                     /translation="MKSSIVAKLEALQERHEEVLAYLGDASVIADQDRFRALSREYAQ
                     LTDVTRCFKEWRSAQDDIEAAEMMLDDLEMREMAQEELKIAKARSEELEQQLQVLLLP
                     KDPDDERDCFLEIRAGTGGDEAAIFAGDMFRMYSRYAETRRWKVEIMSASEGEHGGYK
                     EIIAKISGDGVFGQLKFESGGHRVQRVPETESQGRIHTSACTVAVMPAIPEAELPEIN
                     AGDLRIDTFRSSGAGGQHVNTTDSAIRITHIPTGIVVECQDERSQHKNKAKAMSVLGA
                     RIRAAEMQKRQLAEASERRNLLGTGDRSDRNRTYNFPQGRVTDHRINLTLYRLDEVME
                     GKLDMLIQPIVQEYQADQLSALSEQD"
     gene            1575315..1576145
                     /locus_tag="YPA_1402"
     CDS             1575315..1576145
                     /locus_tag="YPA_1402"
                     /codon_start=1
                     /transl_table=11
                     /product="putative protoporphyrinogen oxidase"
                     /protein_id="ABG13369.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR002052"
                     /db_xref="InterPro:IPR004556"
                     /translation="MNYQHWLSLAAARFTHSDSPKRDAEILLSFVTGKARTYLLAFGE
                     TEITAEQLLWLETLANRREQGEPIAYLVGEREFWSLPLSVSSATLIPRPDTECLVEQA
                     LARLPAMPCRILDLGTGTGAIALALATERRDCAVIAVDINADAVALARHNAEKLTIDN
                     VCFLQGSWFEPVSGRFALIASNPPYIDANDPHLNEGDVRYEPHSALVAAAEGMADLAA
                     IVSQAPGYLDPGGWLMLEHGWQQANAVQELLKNSGFSAVMTCKDYGNNDRVTLGQWAV
                     "
     gene            1576209..1576610
                     /locus_tag="YPA_1403"
     CDS             1576209..1576610
                     /locus_tag="YPA_1403"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13370.1"
                     /translation="MWVDYIAMKYLHLLTVVISITLFVLRFFWKCRGSAMLEKRWVKI
                     TPHINDTLLFISGIVLILITGFYPFSPQGTWLTEKLFGVIIYILLGYVALGKRTRSQN
                     IRWFAFILALGCLYLIVKLATTKLPLLMGYL"
     gene            1576607..1577416
                     /locus_tag="YPA_1404"
     CDS             1576607..1577416
                     /locus_tag="YPA_1404"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13371.1"
                     /translation="MSSIADFEFNNASLCDGVLLVTQEIRQTFPLADVRNKLQQLVDD
                     ARAAMPAELNQDQQLEVLIDLFYRQWKFGGASGVYRLSDAIWLDKVLDKRQGTPVSLG
                     VIFLYIAHQLGLPLMPVIFPTQLILRADWLDEEMWLINPLNGETLNEHVLEVWIKGNL
                     GLSAELEDEDLEEAENTLIVRKMLDTLKAALMEEKQMELALRASEAVLAFDPDDPYEI
                     RDRGLIYAQLDCNHIAISDLSYFVEQCPEDPIAEMIKMQIHSIEQQRVTLH"
     gene            1577512..1578366
                     /locus_tag="YPA_1405"
     CDS             1577512..1578366
                     /locus_tag="YPA_1405"
                     /codon_start=1
                     /transl_table=11
                     /product="2-dehydro-3-deoxyphosphooctonate aldolase"
                     /protein_id="ABG13372.1"
                     /db_xref="InterPro:IPR006269"
                     /translation="MKQKVVSIGDINVANDLPFVLFGGMNVLESRDLAMRICEHYVTV
                     TQKLGIPYVFKASFDKANRSSIHSYRGPGLEEGMKIFQELKQQFGVKVITDVHEASQA
                     QPVSEVVDVIQLPAFLARQTDLVEAMARTGAVINVKKPQFVSPGQMGNIVEKFKEAGN
                     DQVILCDRGSNFGYDNLVVDMLGINVMVQATGGHPVIFDVTHALQCRDPFGAASGGRR
                     AQVAELARAGMAVGLAGLFIEAHPEPNSAKCDGPSALPLDKLEPFLVQMKAIDDLVKS
                     FPALDTSK"
     gene            complement(1578720..1579049)
                     /locus_tag="YPA_1406"
     CDS             complement(1578720..1579049)
                     /locus_tag="YPA_1406"
                     /codon_start=1
                     /transl_table=11
                     /product="SulP family sulfate permease"
                     /protein_id="ABG13373.1"
                     /db_xref="InterPro:IPR002645"
                     /translation="MGRWWRYKWITFHPSLTAAAERIFSELLTRCDNYDTIILQWDAV
                     PVLDAGGLNAFLRFTEALTEQQLLVITDIPFQPLKTLARARVKPISGKLNFYASLPEA
                     LAALQNN"
     gene            complement(1579065..1579844)
                     /locus_tag="YPA_1407"
     CDS             complement(1579065..1579844)
                     /locus_tag="YPA_1407"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13374.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1579844..1580866)
                     /locus_tag="YPA_1408"
     CDS             complement(1579844..1580866)
                     /locus_tag="YPA_1408"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13375.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(1580880..1582376)
                     /locus_tag="YPA_1409"
     CDS             complement(1580880..1582376)
                     /locus_tag="YPA_1409"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13376.1"
                     /db_xref="InterPro:IPR001902"
                     /translation="MKTHGINGIRPFSAIIDACWRETYTLQRLFKDIIAGVTVGIIAI
                     PLAMALAIASGVPPQYGLYTSAIAGIVIAVSGGSRYSVSGPTAAFVVILYPVSQQFGL
                     AGLLLATILSGLFLLCMGFARLGRLIEYIPLSVTLGFTSGIAITIATMQVKDFFGLHL
                     VAVPENYVGKVTALAQAMPTINVSDTLIATVTLLVLILWPRLKLKLPGHLPALVAGTA
                     VMGVLSLFDQQVATIGSRFGYLLADGTQGQGIPPILPQFVLPWQLPAANGQEFVLNWA
                     TLSALLPAAFSMAMLGAIESLLCAVVLDGMTGQKHHSNSELVGQGLGNIVAPFFGGIT
                     ATAAIARSAANVRAGATSPVSAIIHAVLVLLALLVLAPMLSYLPLAAMASLLLIVAWN
                     MSEAHKVIDLLRRAPKDDIIIMLLCMSLTVLFDMVIAITVGIVLASLLFMRRIAQMTR
                     LSEIPAAVNDKTLVLRVNGPLFFAAVTNGAIVIHTQRLKSDPGGNLLS"
     gene            complement(1583212..1583301)
                     /locus_tag="YPA_r049"
                     /note="tRNA-Ser4"
     tRNA            complement(1583212..1583301)
                     /locus_tag="YPA_r049"
                     /product="tRNA-Ser"
     gene            complement(1583443..1584318)
                     /locus_tag="YPA_1410"
     CDS             complement(1583443..1584318)
                     /locus_tag="YPA_1410"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13377.1"
                     /translation="MKNKKNYLISLLFTVYFTSATASPLIVAHRAGTADYPENTVHAI
                     SMAIKNQADVIWLSIQLTRDGIPVLYRPSDLKSLTNSEGLISEHSLLEIKMLDAAHFF
                     KTEGQYFYRGRGMKIPSLQDVFTRFPKNHFILDIKSPDADPVIMANILSTLITSNNLL
                     DKVTLYSTDRKYLDALPDSINKFENRHVTRKILTNAVMANDCKISAKRDKTQYHAFEL
                     RREVKVVEKFTLGKGASRAQLVWNQQAMDCFKKNSNSKILLIGINSAEDYQLAKDLGA
                     DYVMTDSPATAKNWR"
     sig_peptide     complement(1584250..1584318)
                     /locus_tag="YPA_1410"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.980 at
                     residue 23"
     gene            complement(1584619..1585701)
                     /locus_tag="YPA_1411"
     CDS             complement(1584619..1585701)
                     /locus_tag="YPA_1411"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13378.1"
                     /translation="MKKTLITLMSGLLFSSLTLAAQTSDWDSVVAQAKKEGSVTFNVW
                     YLQPQWRSFVKNFEQKYDIKVRIPEGSIDGNMNKLLAETRREQGKIDVIALSIAQLPI
                     TMGAKSLAKVDDLPGYQDAYHQLQNVDTQGYAVAFWGNQTGFAYDPQQMGDRPLPQTM
                     EELQRFIDANPKRFGYNDPNNGGAGEAFIQRIVTTLSGDFSSESDTVDPTVIKNWQKG
                     WQWFASNNNNITRTASGADSLTRLNDGELMLTPAWEDHLSGLQKTGAITSRLKFYVPE
                     FGMPGGGNIASIAANSPHPAASRVFLNWLIQADTQKALNEAFGSTPMNKQLNADVKQP
                     DTPVQFYGKAYSMQMKKEFARQVMTR"
     sig_peptide     complement(1585639..1585701)
                     /locus_tag="YPA_1411"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.810 at
                     residue 21"
     gene            complement(1585721..1586557)
                     /locus_tag="YPA_1412"
     CDS             complement(1585721..1586557)
                     /locus_tag="YPA_1412"
                     /codon_start=1
                     /transl_table=11
                     /product="putative binding-protein-dependent transport
                     system membrane protein"
                     /protein_id="ABG13379.1"
                     /translation="MSRTTNGRLVVTISLVFFAIANLLWLGLPFGMAILWSLVDPQYP
                     WSYPDIFPQVLSFNRWLLVWEKTSLSEALINSYTIAPVVAATSLLLSLPTAYAFGRMR
                     FRGKAVAEMLTLIPLVMPGMIIGIFFSAMLMNLNISNPFFSIVLGHTVLTLPYSIRIM
                     SAGFKAVPQDLIDASRDLGAGIWGTFCNAYLPLLKPSFLAALIFCLVKSLEEFSIAYV
                     LGAPDFITVPTILYSFLGYSFVRPDAAVVSMILVIPNVILMIIIEKLLKGNYLSQSTG
                     KA"
     sig_peptide     complement(1586492..1586557)
                     /locus_tag="YPA_1412"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.766) with cleavage site probability 0.620 at
                     residue 22"
     gene            complement(1586554..1587420)
                     /locus_tag="YPA_1413"
     CDS             complement(1586554..1587420)
                     /locus_tag="YPA_1413"
                     /codon_start=1
                     /transl_table=11
                     /product="putative binding-protein-dependent transport
                     system membrane protein"
                     /protein_id="ABG13380.1"
                     /translation="MKSWRNDLLAWSLMLSGLGTILLLMGSTFYVVVVQSLGYFNLEG
                     ESHFSLEFWRNMLQDEVLHSALFYSVKVSVLGAFGSVIFAYPLALWLRKPLIAKEGII
                     AVLRAPMFIPGMVAAFLFVNIIAYHGVINELLMALGVINEPLRMQNDDFGWGVVILQV
                     WKNLPFALILVGGAVNAIRNDVLDAASNLGANRLRSFTGIVVPLTLPAVQVTLILVFI
                     GALGDFAFFSVAGPRNTYSLARLMQATAMEYGEWNNAAVIAVIIMTTAAIFTLLIATL
                     ITPFATRKGDVK"
     sig_peptide     complement(1587340..1587420)
                     /locus_tag="YPA_1413"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.976) with cleavage site probability 0.416 at
                     residue 27"
     gene            complement(1587417..1588322)
                     /locus_tag="YPA_1414"
     CDS             complement(1587417..1588322)
                     /locus_tag="YPA_1414"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13381.1"
                     /db_xref="InterPro:IPR003439"
                     /translation="MGPPFDFLLNICSCQTANCFNKSKGVFITDPKLKALLNPQPSWG
                     FSGHKKVAINEQLARLAEALKQVGLESQRLKMPAQLSGGQQQRVALARAMITRPDVIL
                     FDEPLSNLDAKLRESVRFEIKELQRQYHLTSIYVTHDQAEALAMSDKIVVLNAGNVEQ
                     IGAPEEIYYRPTSRFVADFIGAANIDTAHITAAEQPGSWRVRCAMGEFYVHSTTPPRA
                     EHCYICWRPEDVQFVGPHQSGDNHFTLTLEKMAFMGNLTEAWGHNDAGLSVRLQLIKK
                     PPVVLGGRACFRLPENAIHFLEPVS"
     gene            1588322..1588780
                     /locus_tag="YPA_1415"
     CDS             1588322..1588780
                     /locus_tag="YPA_1415"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG13382.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1588868..1589209)
                     /locus_tag="YPA_1416"
     CDS             complement(1588868..1589209)
                     /locus_tag="YPA_1416"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter, ATP-binding subunit"
                     /protein_id="ABG13383.1"
                     /db_xref="InterPro:IPR001687"
                     /translation="MEKKHMSKLVLEQVTKTFGDFYAAREISFCAEEGEFVTLLGPSG
                     CGKTTLLKMIGGFHQPDSGQILIGGKSVNSLPPDKRNTAMCFQSYALFPHLNVSHNIC
                     FGLKQNKYPPA"
     gene            1589409..1590239
                     /locus_tag="YPA_1417"
     CDS             1589409..1590239
                     /locus_tag="YPA_1417"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13384.1"
                     /translation="MAFNFHQAEKGIVLANSHRGYSSCRPENTFPAFEAARLAGTHCI
                     EIDIHLTADNQLVVTHDHRVDRVSTGQGFVEQLTYPQLLEFDFGMKYHPDFAGTRIPL
                     LADVLRWAVKNGMGLIVEAKQRRRHDEFVAAMVAMLRELPEAISHIQMLGFNHALINR
                     VKAHIPELALQVVTLERYNNQLAVVQQSNASCVCFEYEFAHIDDLRAYKKAGLGVRMY
                     LHEVKNGLDPLTQYQYKFGYDSRPEILSWLREGLIDMLSHDDIPYLQALIEEAGLRWD
                     "
     gene            1590253..1591365
                     /locus_tag="YPA_1418"
     CDS             1590253..1591365
                     /locus_tag="YPA_1418"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulatory protein"
                     /protein_id="ABG13385.1"
                     /translation="MNIRPERLELRGSQRLLLELIRRHAPVTRAELARLSNLTAGAIT
                     QQCRELIFAGLVVEGERNTGQRGQPSLPLRLNPGGGCAIGLSFSPGFIDMTVVDLSGR
                     QLLSVAEPHQENQPLTATLCQIKTLVEQTLKKRQLQHARIIGIGYAVPGFLKADGHKR
                     HCVPWLHTWREADLQQVFADNLPWPTRVENNANASAIGELYSGEWNNYSDLTFIDLGY
                     GIGAGVISGHKLLRGGFFNAGEVGMAFPSGTPRPSYKDLLATLEREGFSETQLPVLSA
                     GRHPVLEKWFERCCDQVQQTVFGCVQWVDPQLIVLGGAMPKPIISRLVQEISQRLNTC
                     LDPERPKVTLAASSMGAESASRGAAMIPLYQVINED"
     gene            complement(1591622..1591711)
                     /locus_tag="YPA_r050"
                     /note="tRNA-Ser3"
     tRNA            complement(1591622..1591711)
                     /locus_tag="YPA_r050"
                     /product="tRNA-Ser"
     gene            1592000..1592737
                     /locus_tag="YPA_1419"
     CDS             1592000..1592737
                     /locus_tag="YPA_1419"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13386.1"
                     /db_xref="InterPro:IPR003141"
                     /translation="MYPVDLHMHTVASTHAYSTLHDYIAEAKLKNIKLFAITDHGPDM
                     ADAPHYWHFMNMRVWPRLVDGVGILRGIEANIKNLDGDIDCTGPMLDAVDLLIAGFHE
                     PVFPPQDKAANTQAMIATMAQGNVHIISHPGNPKYPVDIPAIAQAAAKYNVALELNNS
                     SFAHSRKGSEANCRAIAAAVRDAGGWLALGSDSHIAYALGIFEHCERIIAEVNFPQER
                     ILNVSPRRLLDYLEQRGRPAIPELAEL"
     gene            1592774..1593334
                     /locus_tag="YPA_1420"
     CDS             1592774..1593334
                     /locus_tag="YPA_1420"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13387.1"
                     /translation="MNDFSLMCRILGSLFYRQPQDPLLAPLFTLIEQGKLEQHWPLEQ
                     GELLARLQQDYQPDALVADYTALFVGPECSVSPYASDYDDAMPEAELRAFLQQRGMPL
                     GDGPADHFGGLLLAASWLEDQAAEDEIAAQITLFTDYLLPWCGRFLGKVEAHATTGFY
                     RTLAQLSREALQAMWDELSEENPLRP"
     gene            complement(1593788..1594351)
                     /locus_tag="YPA_1421"
     CDS             complement(1593788..1594351)
                     /locus_tag="YPA_1421"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13388.1"
                     /translation="MKKLMWGAAALVVTATLVGCNQLTQYTLSEQELNEYLQKHNNYE
                     KQIGIPGLVDANITLTQLQSQIGRAEPGKVTLTGNAKVDISSILGPQTADMTLTLKAQ
                     PTFDREKGAIYLKDMELTDYTVKPEKMDSVMKALTPYLNQSLKSYFNQQPAYVLDGEK
                     SKAEAMAKKLAKGLEVKPGQLVIPLTD"
     sig_peptide     complement(1594292..1594351)
                     /locus_tag="YPA_1421"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.967) with cleavage site probability 0.527 at
                     residue 20"
     gene            complement(1594746..1595951)
                     /locus_tag="YPA_1422"
     CDS             complement(1594746..1595951)
                     /locus_tag="YPA_1422"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13389.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MALVSQARSLGKYFLLFDNLLVVLGFFVVFPLISIRFVDQLGWA
                     ALVVGLALGLRQLVQQGLGIFGGAIADRFGAKPMIVTGMLMRAAGFALMAMADEPWIL
                     WLACALSGLGGTLFDPPRTALVIKLTRPHERGRFYSLLMMQDSAGAVIGALIGSWLLQ
                     YDFHFVCWTGAAIFVLAAGWNAWLLPAYRISTVRAPMKEGLMRVLRDRRFVTYVLTLT
                     GYYMLAVQVMLMLPIVVNELAGSPAAVKWMYAIEAALSLTLLYPLARWSEKRFSLEQR
                     LMAGLLIMTLSLFPIGMITHLQTLFMFICFFYMGSILAEPARETLGASLADSRARGSY
                     MGFSRLGLALGGALGYTGGGWMYDTGKTLDMPELPWFLLGIIGLITLAGLYWQFNRRR
                     IESAMLSSS"
     gene            1596245..1596829
                     /locus_tag="YPA_1423"
     CDS             1596245..1596829
                     /locus_tag="YPA_1423"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal-protein-alanine acetyltransferase"
                     /protein_id="ABG13390.1"
                     /translation="MFGYHTATPKVHLTTDRMSLRLVHERDAYRLAEYYAENQVFLKP
                     WEPVRDQSHCMPSGWQARLGMIMELQKQGSAYYFILLDPEEKEVRGVANFSNVLRGSF
                     HACFLGYSLGERWQGQGLMFEALQPLIRYMQRQERMHRIMANYMPHNHRSGNLLARLG
                     FEREGYAKDYLMIDGQWRDHVLTALTNKEWASTR"
     gene            1596837..1598447
                     /locus_tag="YPA_1424"
     CDS             1596837..1598447
                     /locus_tag="YPA_1424"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG13391.1"
                     /translation="MKHNLNAHEARVIGCLLEKQVTTPEQYPMSLNGLTLACNQKTSR
                     DPVMELSESQVQQTLDFLLKKHLIRSQSGNRVMKYEHRFCNSEFGDLKFSPAEVAVIT
                     LLLLRGAQTPGELRTRTNRMYEFADVAETEETLKTLSLREDGPFVVRLAREPGKRESR
                     FMPLFSGDVASSLLAAGEAEENNHTLEANPRETHSFENIALEKTALEARVAQLEQQVI
                     QLSRRLDDVLIQLDDMKKLRVGIVGLGGIAQKAYLPILTQAQGWQLVGAFSPNQAKAQ
                     PLCDSYRMRYFSRLDTLAAASDAVFVHSSTASHFQVVHDLLQAGVHVYVDKPLAETRE
                     QSEQLIELADKQHLALMVGFNRRFAPLYQQLKQQASSPVSLRMEKHRLSSIGPHDLGF
                     TLLDDYLHVVDTALWLGGEGARLTGGAVQTNAQGQMLYAEHHFQQGGCLITTSMHRQA
                     GTQRESVQVISDGACYHITDMRQWQQASAGQVISQPAPGWQTTLEQRGFTGAVHHFIE
                     AVSNQTRPQVSGEDAIVAQRMIERILQQ"
     gene            1598714..1600249
                     /locus_tag="YPA_1425"
     CDS             1598714..1600249
                     /locus_tag="YPA_1425"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13392.1"
                     /db_xref="InterPro:IPR004268"
                     /translation="MNLLKSLAAVSSMTMFSRVLGFARDAIVARVFGAGMATDAFFVA
                     FKLPNLLRRIFAEGAFSQAFVPILAEYKSQQGEEATRTLVAYVSGLLTLILAVVTVAG
                     MLAAPWVIFISAPGFTDTPDKFALTSALLRVTFPYILLISLASLVGAILNTWNRFSIP
                     AFAPTLLNVSMIGFALFAAPHFNPPVMALAWAVVVGGVLQLGYQLPHLKKIGMLVLPR
                     LSLRDTGVWRVMRQMGPAILGVSVSQISLIINTIFASFLVSGSVSWMYYADRLMEFPS
                     GVLGGALGTILLPSLAKSFSSANHDEYSRLMDWGLRLCFLLALPSAVALGILAKPLIV
                     SLFQYGKFSAFDTLMTQRALVAYSVGLMGLIVVKVLAPGFYSRQNIKTPVKIAIITLI
                     LTQVMNLIFIGPFKHAGLSLSIGLGACLNASLLYWQLRKQKIFQPQPGWAIFLTKLVI
                     GVIAMSAVLLGLLWVMPDWDVGGMAYRLLRLSAVVVAGAFAYFAMLALLGFKVRDFAR
                     RTG"
     sig_peptide     1598714..1598785
                     /locus_tag="YPA_1425"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.987) with cleavage site probability 0.687 at
                     residue 24"
     gene            1600745..1602406
                     /locus_tag="YPA_1426"
     CDS             1600745..1602406
                     /locus_tag="YPA_1426"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hemolysin activator protein"
                     /protein_id="ABG13393.1"
                     /translation="MNIFFRKKYMIILLLSNAVLATENNKNRLNDNVVSHADIDVRNE
                     YNEEGNRVGKRFFSTNHHSVASQKKISPEKICLPITGVFLQGNTLLSSQDLNQIDHIL
                     GECISEDDINILAKEVTRLYLSKGYLAARVNFIPLNNAGELGLNVTEGIVEKIEGGGR
                     RVNPYFIFPNFIDKPLRLSELDQAIDQANRLRSNKVNVDILPGSQAGKSIIRINNVNN
                     KPWSLSTVIDNYGYKNSDEWQARVSLALDSPFGLSDSINFNANRTLENAKNRYKNDFT
                     VSYSVPYGALTFSALANYLEYRRYEKLKNGTVNFNGNSQQYNFRTDYMFHRTQKQINS
                     LSMQVEHKQINNYVDEAKVGVYSYRFTNLELGVNQFRILPHGSVNVNAAIKRGVPWFG
                     THQKNKINAVQFTTGKLMVNFNHNFSLLNSPYQFDHALVGQYSKNYAPSPEWISLTER
                     NAIRGFSRSSQSADHGWYMKNTLSKHFFMGNILFTPRMGVDGGRALKHGSQQGWQSNA
                     GVSAGISMRYHQALFDVEASRGWWLSDSNKQNEPVQVLGRIAYTF"
     sig_peptide     1600745..1600810
                     /locus_tag="YPA_1426"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.996) with cleavage site probability 0.992 at
                     residue 22"
     gene            1602556..1607331
                     /locus_tag="YPA_1427"
     CDS             1602556..1607331
                     /locus_tag="YPA_1427"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hemolysin"
                     /protein_id="ABG13394.1"
                     /translation="MRGNEHIPSVYNNPDGVSVINIAPPSEHGLSHNQYMEFHVNEHG
                     VVFNNSLERVVKNGLTYDANLNLRGSPARVILNEVVGPNASVLAGHQDIVGIPADYIL
                     ANANGISCQGCSFAPEFKNVTLAVGKVVTVRGDLRSIDTIGNANLLNVSNDRDDNNMA
                     DALTLIAPVISTNGHIKVKGDADFVVGQNMYHFMKDKTPEVEAGNSKIKTIDGYYLGS
                     ISANRINLVDTREDNNINLFGDVTAEETKVVTSGTLRLRAAEDGRQDITIKNGMNISA
                     NKIDTTREFTADEVKLFDIKENKVNKTIINAGRIDFVAVEDVKLAGTTILSNDDLSIT
                     AKSLHVDSHLIKHSQDTGVVVTHVNILDAPTKKVEIKNNDHVSQASAIMSRKNVKLHG
                     QDGLELKNANIQAYGNIKLSSEGDIHLNGSTETNTTINNITYINYDEDLKRGHNNVET
                     VTERFAPLDMKARGNIDIQSKNTHIHGAKIASEGELSIDAKGDVYIGLASMLTSEFKD
                     IDYNMWGGAHGSEKDKIEEYVYTGNKSDLVGGRVKITAGNDARILGGKINGVDSGEIS
                     AQNYLSIDGVLGTRSFKRDQKTGGIMHTNESASTSQNHYEKFIDSEISSDGDFRIFSQ
                     KDLYIDGSRINVNGKLDINANEKLTVQAARQQQKIDEEKTRLSIEWFAKESSDKQYRA
                     GILINHQKDTENTLRDEHQIATLSAEQINITAGDDIKFFGTGISTSKGDVIIKTPKNV
                     GFFTAKNRALINKNQVNNSGGFYFTSGMDKTGNGLQYTHIDKESYSDIENNLVVKTHI
                     KGDLNINAGGDLNQQGTQHDVAKNYSVEASNINNMASNNLAFSKTDTLQVDVSIGNNI
                     DHSGMTRPIEKVIKDPANTLDYIGGRGSQKGVSDPTIGLDVDVSGSRTKTSDNDALAL
                     VTSIKAQDIKQVAKKDVLDEGTQYHATEGGMSLQGARHFSRAAVNSKANTTEQEKGEV
                     SLRGGMTATQEIKGHLGVKAETSQGDSYAEEMLVGNINAKSGVSIKTTGDAYYYATNI
                     EGGNGDITIDAGNNLYFDQVQDSQRSSNIKFSGHGKLSLGGSSGSKEFRLEGGGGYQQ
                     GRSQRTDAIVSKINTQGNVTLKAGADLTTKGMQIGKQGTRASDVSLLAAGEVKLLAAV
                     SGSADINDSALADFRLGGKRATGGASKEGFVGAGVQADKVNQSVSDRQGGHIYSKNTV
                     SIKSDSDSNQAIHLEGLKIDAPKVDLSAQQGGVFIESALSELPKDNWNFGFNLDMVLK
                     NTSPKKEDGTIDKDKASESHYKGAGIKVMVDKQDMFKHQNAHINTAYFSLNTKKDAVM
                     KGARIESTRADVNVGRDLTIESLKSKEDSVKVDVELSLSHTNDKSSSVTSKLSKVTLK
                     KFEKRTQEKLDSGIKDIGLMYNNKVKPKDTMGGVGFSKESQGVYLPTLSSETKSRNFA
                     DKTARYLGGQLKGIASGPEGLDGRAKLDVQIVNNDAVAEQSGIFGIDETNISVKGTTK
                     LHGAEISSGSGQLTLETENRELSNIKNSTHKGGGGFNVSPSVLGNLTGAGKDVSEGKT
                     PFIHHPHNSSDESESVGKIKGEKATGLAFDELPFSPKPR"
     gene            complement(1607398..1609128)
                     /locus_tag="YPA_1428"
     CDS             complement(1607398..1609128)
                     /locus_tag="YPA_1428"
                     /EC_number="6.1.1.19"
                     /codon_start=1
                     /transl_table=11
                     /product="arginyl-tRNA synthetase"
                     /protein_id="ABG13395.1"
                     /db_xref="InterPro:IPR001278"
                     /db_xref="InterPro:IPR001412"
                     /translation="MNIQALLSDKVSQALIAAGAPADCEAQVRQSAKAQFGDYQANGV
                     MAVAKKLGMQPRQLAERVVELLDLTGIASKIEIAGPGFINIFLDRQWVAEKVEYALTA
                     PKLGVAPVEPQTIVVDYSAPNVAKQMHVGHLRSTIIGDAAVRTLAFLGHNVIRANHVG
                     DWGTQFGMLIAYLEKMQNENASDMGLSDLELFYQQAKKTYDEDEEFALRARAYVVKLQ
                     SGDEYCRQMWRKLVDITMAQNQVAYDRLNVTLTKDDVMGESLYNAMLPEIVADLKAKG
                     LAVESEGATVVYLDEYKNKDGEPMGVIIQKKDGGYLYTTTDIACAKYRYETLGADRIL
                     YYIDSRQHQHLMQAWTIVRKAGYVPESVPLEHHMFGMMLGKDGKPFKTRSGGTVKLSD
                     LLDEAVERAGKLIAEKNPDMPADELKQVINAVGIGAVKYADLSKSRTTDYIFDWDNML
                     ALDGNTAPYMQYAYTRVVSVFRRAGVDETSLTLPLVVTEDREATLATRLLQFEEIITT
                     VAREGTPHVMCSYLYDLAGLFSSFYEHCQILNAESEEIRQSRLKLAMLTAKTLKQGLD
                     TLGIQTVERM"
     gene            1609759..1610334
                     /locus_tag="YPA_1429"
     CDS             1609759..1610334
                     /locus_tag="YPA_1429"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13396.1"
                     /translation="MHGLEEIIELQDLLADLPRFEQQLVAFATQLNLDLTQFCADHIS
                     LRCHQAETAERWRLGLQQCGHLMSETLINGRPICLFDMTQPLNVGPWLIDCIELPYPG
                     KKHYPHEGWEHIELVLPGDPQTLMHRARTLLPAVLPAGVSVKCSSPHGEHERLSNPTL
                     AVSDGEITIKFHPYTLRQIILRQIVDSEHGR"
     gene            1610566..1611330
                     /locus_tag="YPA_1430"
     CDS             1610566..1611330
                     /locus_tag="YPA_1430"
                     /codon_start=1
                     /transl_table=11
                     /product="putative copper homeostasis protein"
                     /protein_id="ABG13397.1"
                     /translation="MTKLEVCCYSVDCAQIAEKAGADRVELCCGQSEGGVTPSVGALM
                     QARETVTIPVHPIVRPRGGDFCYSSNDFTIMKNDIARIRDLGFAGVVVGVLDTDGHID
                     MPRMREIMSVSGSLAVTFHRAFDMCQNPMIALKQLAELNVARILTSGQQQNAELGLAL
                     LKDLVAATKDQGPIIMAGAGVRLTNMQKFIDAGIRELHSSAGRTVPSTMRYRKAGVTM
                     CADSDVDEFSHYCVDGEVVEAMKSLLVMGSPLAKHT"
     gene            complement(1611523..1612494)
                     /locus_tag="YPA_1431"
     CDS             complement(1611523..1612494)
                     /locus_tag="YPA_1431"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13398.1"
                     /db_xref="InterPro:IPR010017"
                     /translation="MIEFGDFYRLIAKGPLSPWLDTLPAQLSAWQRESLHGKFKTWFN
                     AVEHLPQLTPTTLDLHSGVRAEMSPPISAGQREGMENMLRALMPWRKGPFSLYGLDID
                     TEWRSDWKWQRVLPHISPLAGRTILDVGCGSGYHLWRMIGEGAHLAVGIDPMQLFLCQ
                     FEAIRKLLGGDQRAHVLPLGIEQLPELAAFDTVFSMGVLYHRRSPLDHLYQLKNQLVT
                     DGELVLETLVVEGDSQQVLVPGDRYAQMRNVYFIPSAPALKAWLEKCGFVDVRIADMA
                     VTTTEEQRRTDWMTSESLAEFLDPHDHSKTVEGYPAPLRAVLIARKP"
     gene            complement(1612491..1613294)
                     /locus_tag="YPA_1432"
     CDS             complement(1612491..1613294)
                     /locus_tag="YPA_1432"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13399.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR001601"
                     /db_xref="InterPro:IPR005271"
                     /translation="MPNRDTQSQNDTPRHSPEAAEPQRDSLFAAPIAKLGDWTFDEKV
                     AEVFPDMIQRSVPGYSNIISMIGMLAERFVQPNSQIYDLGCSLGAATLSMRRNIKAEG
                     CKIIAVDNSPAMVERCRRHIDAFRAETPVDVVEADILDIKLENASMVVLNFTLQFLEP
                     ANRQRLLNQVYQGLRPGGALVLSEKFSFADHNVGELLFNMHHDFKRANGYSELEISQK
                     RSMLENVMLTDSVETHKNRLHQAGFEHAEVWFQCFNFGSLIALKAGEAQ"
     gene            complement(1613485..1613880)
                     /locus_tag="YPA_1433"
     CDS             complement(1613485..1613880)
                     /locus_tag="YPA_1433"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13400.1"
                     /translation="MVSSLYVVLGALLLIKLSFDVVKLRNQYRVAYGDGGFYELQTAI
                     RVHGNAVEYIPIAVILLIMMEMNGALTWMIHICGLMLIVGRLLHYYGLRHREIRWRRS
                     GMSATYVSLVLMIIANIYYLPWDQIFSFT"
     gene            complement(1614060..1614875)
                     /locus_tag="YPA_1434"
     CDS             complement(1614060..1614875)
                     /locus_tag="YPA_1434"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13401.1"
                     /db_xref="InterPro:IPR002763"
                     /translation="MYIGLPQWQHPAWGRLGLRDLADYSRYFNCVEGNTTFYALPRPE
                     IVLRWRDMTPDSFRFCFKFPATISHQAALRDCDKELQAFYHCLAPLNDRIGQLWLQLP
                     AAFGPNELDRLWQFIDKLPAGFQYGVEVRHPEFFAKGAAELALNQGLHQRSINRVMLD
                     SRPIHAAKPLTAAVRDAQSKKPRLPVHAVVTGGQPLVRFIGGDQLDDNLALFAPWLQK
                     LPLWEQHHQPYVFIHTPDNGDSPQQAQKIWQKLAEAIPTLPTAPDWPEQETLF"
     gene            1615933..1617729
                     /locus_tag="YPA_1435"
     CDS             1615933..1617729
                     /locus_tag="YPA_1435"
                     /EC_number="6.1.1.12"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartyl-tRNA synthetase"
                     /protein_id="ABG13402.1"
                     /db_xref="InterPro:IPR002312"
                     /db_xref="InterPro:IPR004524"
                     /db_xref="InterPro:IPR006195"
                     /translation="MRTEYCGQLNLSHVGQSVTLCGWVNRRRDLGGLIFIDMRDREGI
                     VQVFFDPDHKAAFEQASELRNEFCIQITGTVRARPDSQINKDMSTGEVEIFANTLNII
                     NRSEPLPLDSNQINSEEQRLKYRYLDLRRPEMADRLKSRAKITSFVRRFMDDHGFLDI
                     ETPMLTKATPEGARDYLVPSRVHKGKFYALPQSPQLFKQLLMMSGFDRYYQIVKCFRD
                     EDLRADRQPEFTQIDVETSFMSADQVREVMEKLVRELWQETKGVDLGDFPVMTFAEAM
                     RRYGSDKPDLRNPLELVDVASLVKDVEFKVFSGPANDAKGRVAALRVPGGAQLSRKQI
                     DEYGQFVGIYGAKGLAWLKVNDRAAGLEGVQSPIAKFLSAEVLDAILVATQAESGDIL
                     FFGADSYKIVTDAMGALRLKVGRDLELTRLGTWAPLWVVDFPMFEDDSEGGLTAMHHP
                     FTAPKDMSPEQLAAAPTTAIANAYDMVINGYEVGGGSVRIHRTEMQQTVFGILGITED
                     EQREKFGFLLDALKFGTPPHAGLAFGLDRLVMLLTGTDNIRDVIAFPKTTAAACLMTD
                     APSFANPASLQELSISVVAKKGTTDAGAEENQ"
     gene            1617729..1618172
                     /locus_tag="YPA_1436"
     CDS             1617729..1618172
                     /locus_tag="YPA_1436"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dATP pyrophosphohydrolase"
                     /protein_id="ABG13403.1"
                     /db_xref="InterPro:IPR000086"
                     /db_xref="InterPro:IPR002667"
                     /db_xref="InterPro:IPR003564"
                     /translation="MNYKRPESVLVVIYAKSSGRVLMLQRRDDPDFWQSVTGSLEEGE
                     APLQTAQREVKEEVGIDILGENLVLLDCQRCVEFELFAHLRRRYAPGITRNKEHWFCL
                     ALPEERDIVITEHLAYQWLDAAEAAVLTKSWSNQQAIEEYVLYSV"
     gene            1618230..1618973
                     /locus_tag="YPA_1437"
     CDS             1618230..1618973
                     /locus_tag="YPA_1437"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13404.1"
                     /db_xref="InterPro:IPR002876"
                     /translation="MAGHSKWANTKHRKAAQDAKRGKIFTKIIRELVTAARLGGGDPG
                     ANPRLRAAIDKALSNNMTRDTLNRAIARGVGGDEDNNMETIIYEGYGPGGTAVMVECL
                     SDNRNRTVSEVRHAFTKTGGNLGTDGSVSYLFTKKGVISYAPGLEEDTVMDAALEAGA
                     DDIVVYDDGAIDVFTAWESLGAVKDALDATGLVAEGAEVSLIPSTKAELDAETAPKLL
                     RLIDMLEDSDDVQEVYHNGEISDEVAATL"
     gene            1619182..1619703
                     /locus_tag="YPA_1438"
     CDS             1619182..1619703
                     /locus_tag="YPA_1438"
                     /EC_number="3.1.22.4"
                     /codon_start=1
                     /transl_table=11
                     /product="Holliday junction endonuclease RuvC"
                     /protein_id="ABG13405.1"
                     /db_xref="InterPro:IPR002176"
                     /translation="MAIVLGIDPGSRVTGYGVIRQQGRQLTYLGSGCIRTVVDDMPTR
                     LKLIYAGVTEIITQFQPDFFAIEQVFMAKNPDSALKLGQARGAAIVAAVNLNLPVSEY
                     AARQVKQTVVGTGAAEKSQVQHMVRSLLKLPANPQADAADALAIAITHCHLSQNTLRL
                     GNDQMTLSRGRIR"
     gene            1619911..1620369
                     /locus_tag="YPA_1439"
     CDS             1619911..1620369
                     /locus_tag="YPA_1439"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG13406.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1620631..1621311
                     /locus_tag="YPA_1440"
     CDS             1620631..1621311
                     /locus_tag="YPA_1440"
                     /codon_start=1
                     /transl_table=11
                     /product="Holliday junction DNA helicase subunit RuvA"
                     /protein_id="ABG13407.1"
                     /db_xref="InterPro:IPR000085"
                     /db_xref="InterPro:IPR003583"
                     /translation="MNAANHAVASILKGIVGKERINVIGRLRGIILEKQPPLVLLETN
                     GVGYEVQLPMTCFYELPELGQEAIIFTQFVVREDAQLLYGFNNKQERALFRELIKVNG
                     VGPKLALAILSGMSAQQFVGAVEREDITTLVKLPGVGKKTAERLVVEMKDRFKGLNGD
                     LFNNTGDISLPTASPQTSDADIEAEAASALVALGYKPQEASRLVSKIAKPGADCETLI
                     RDALRAAL"
     gene            1621473..1622477
                     /locus_tag="YPA_1441"
     CDS             1621473..1622477
                     /locus_tag="YPA_1441"
                     /codon_start=1
                     /transl_table=11
                     /product="Holliday junction DNA helicase subunit RuvB"
                     /protein_id="ABG13408.1"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR004605"
                     /translation="MIEADRLISAAVINDEESIDRAIRPKLLTEYVGQPHVREQMEIF
                     IQAAKQRGDALDHVLIFGPPGLGKTTLANIIANEMGVNLRTTSGPVLEKAGDLAAMLT
                     NLEPHDVLFIDEIHRLSPVVEEILYPAMEDYQLDIMIGEGPAARSIKLDLPPFTLIGA
                     TTRAGSLTSPLRDRFGIVQRLEFYQVADLEHIVSRSAKCLGLELTPEGAHQLARRSRG
                     TPRITNRLLRRVRDFAEVRADGAINGEVAMKALDMLNVDAEGFDFMDRKLLLAVIDKF
                     MGGPVGLDNLAAAIGEERETIEDVLEPYLIQQGFIQRTPRGRIATNHAYKHFGITREE
                     "
     gene            complement(1622532..1623317)
                     /locus_tag="YPA_1442"
     CDS             complement(1622532..1623317)
                     /locus_tag="YPA_1442"
                     /codon_start=1
                     /transl_table=11
                     /product="high-affinity zinc uptake system membrane
                     protein"
                     /protein_id="ABG13409.1"
                     /translation="MIELLLPGWLAGVLLATAAGPLGSFVVWRRMSYFGDTLAHASLL
                     GVAFGLLLNVNPFYAVIAMTMVLALILVWLERRPQLAVDTLLGIMAHSALSLGLVVVS
                     LMSNVRVDLMAYLFGDLLSVTLSDIWLIAAGVVVVLAVLFWQWRALLSMTISPELAHV
                     DGVNLERVRMLLMLVTALTIGLSMKFVGALIITSLLIIPAAAARRFARTPEQMAGIAV
                     GIGILAVTGGLTFSAFYDTPAGPSVVLCAAAMFVLSLSQKARG"
     sig_peptide     complement(1623261..1623317)
                     /locus_tag="YPA_1442"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.830) with cleavage site probability 0.647 at
                     residue 19"
     gene            complement(1623314..1624075)
                     /locus_tag="YPA_1443"
     CDS             complement(1623314..1624075)
                     /locus_tag="YPA_1443"
                     /codon_start=1
                     /transl_table=11
                     /product="high-affinity zinc uptake system ATP-binding
                     protein"
                     /protein_id="ABG13410.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMPILVTLNKISVTFGSRRVLNDISLSLRPGKILTLLGPNGAGK
                     STLVRVVLGLIPPSSGSLVREPGLRIGYVPQKLHLDATLPLTVSRFMRLKPGVKKADI
                     LPALTRVQAAHLLDQPMQKLSGGENQRVLLARALLNRPQLLVLDEPTQGVDVNGQLAL
                     YDLIEQLRKELGCAVLMVSHDLHLVMAKTDEVLCLNQHICCSGAPEVVSTHPEFIAMF
                     GNRGAEQLAVYRHNHNHRHDLHGKIILKNSGSRGA"
     gene            1624148..1625104
                     /locus_tag="YPA_1444"
     CDS             1624148..1625104
                     /locus_tag="YPA_1444"
                     /codon_start=1
                     /transl_table=11
                     /product="exported high-affinity zinc uptake system
                     protein"
                     /protein_id="ABG13411.1"
                     /translation="MLHKNKWLKQAMLASALLLANPFNLASAAVVTSIRPLGFIAAAI
                     ADGVLPTEVLLPDGASPHDYALRPSDVQRLRSAELVIWVGPEMEAFLSKPLTQVAENK
                     QIALSQLPSVTPLLMKSDEHDEAEEGESGHHHDHAKDNPTDDHHHGEYNMHIWLSPAI
                     AKQAAIAIHDRLLELTPQNKDKLDANLRRFEYQLAQNEKNIVTMLKPVQGKGYFVFHD
                     AYGYFENHFGLSPLGHFTVNPEIQPGAQRLHQIRTQLVEHKAVCVFAEPQFRPAVINA
                     VAKGTNVRSGTLDPLGSGIVLDKDSYVNFLSQLSNQYVSCLK"
     sig_peptide     1624148..1624234
                     /locus_tag="YPA_1444"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.792 at
                     residue 29"
     gene            1625125..1626441
                     /locus_tag="YPA_1445"
     CDS             1625125..1626441
                     /locus_tag="YPA_1445"
                     /codon_start=1
                     /transl_table=11
                     /product="putative M23/M37 peptidase-family protein"
                     /protein_id="ABG13412.1"
                     /db_xref="InterPro:IPR002482"
                     /translation="MQQIVRTITLAYNNLPRPHRIMLGSLTVMTLAVAVWRPFIYHPE
                     HEPVAKSVVLDTSQSRILLPEASEPLDQPTPDDAIPQDELDTKDANDTGVHEYVVSTG
                     DTLSSILTQYGIDISDVSLLANQNRDLRNLKIGQQISWTVNDTGDLQSLTWEVSRRET
                     RTYNRVGNNFKETKELQKGEWKNSVLTGRLDGSFVGSAKKAGLTAAEIRAVTKALQWQ
                     LDFSKLRKGDQFAVLMSREMLDGRSEQSQLVGVRMRSGGKDYYAIRAEDGKFYDRQGS
                     GLARGFLRFPTLKQFRVSSNFNPRRLNPVTGRIAPHKGVDFAMPVGTPVLAVGDGEVL
                     ISKFSGAAGNYVVIRHGRQYTTHYMHLKKLLVKPGQKVKRGDRIALSGNTGRSTGPHL
                     HYEFWMNQQAVNPLTAKLPRSEGLSGKDRSEYLAIVKQVIPQLQLD"
     gene            1626708..1627670
                     /locus_tag="YPA_1446"
     CDS             1626708..1627670
                     /locus_tag="YPA_1446"
                     /codon_start=1
                     /transl_table=11
                     /product="lipid A biosynthesis acyltransferase"
                     /protein_id="ABG13413.1"
                     /translation="MHKEKNDATGFIPVFQKTFLHPRFWGVWLGAGAIAALAYIPPKF
                     RDPLLAGIGRLAGKFAKSARRRARINLLYCMPELPESEREHIIDQMFATAAQPLMMMA
                     ELCFRDPKKVLTRVHWHGQEILDELQQQERNVILLVPHAWSIDIPAMLLAEQGKPVAG
                     MFHHQRNPLVDYLWNSARLHFGGRIHARESGIKPFISSVRQGFWGYYLPDEDYGPEQS
                     EFVDFFATYKATLPAIGRLMKVCRAAIVPMFPVYNYREHRLDIYIRPPMDDLADADDA
                     YIARRMNEEVELLVKPNPEQYTWILKLLKTRKEGETEPYVRKDL"
     gene            complement(1628015..1629457)
                     /locus_tag="YPA_1447"
     CDS             complement(1628015..1629457)
                     /locus_tag="YPA_1447"
                     /EC_number="2.7.1.40"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate kinase"
                     /protein_id="ABG13414.1"
                     /db_xref="InterPro:IPR001697"
                     /translation="MSRRLRRTKIVTTLGPATDRDNNLEKIIAAGANVVRLNFSHGSA
                     EDHELRANKVREIAARLGRHVAILGDLQGPKIRVSTFKEGKVFLNINDKFLLDANMAK
                     GEGDKNKVGIDYKGLPADVVPGDILLLDDGRVQLKVVEVQGMKVFTEVTVGGPLSNNK
                     GINKLGGGLSAEALTEKDKADIVTAAKIGVDFLAVSFPRTGEDLHYARRLARDAGCNA
                     QIVAKVERAEAVATDEAMDDIILASDVVMVARGDLGVEIGDPELVGIQKKLIRRARQL
                     NRAVITATQMMESMITNPMPTRAEVMDVANAVLDGTDAVMLSAETAAGQYPAETVAAM
                     ARVCLGAEKIPSINVSKHRLDVQFDNVEEAIAMSTMYAANHLKGITAIIAMTESGRTA
                     LMMSRISSGLPIFAMSRHDHTLNLTAIYRGVTPVYCDPHTDGVLAATEAVKRLQDKGF
                     LVSGDLVIVTQGDVMGTIGTTNTSRIIRVE"
     gene            complement(1629787..1630812)
                     /locus_tag="YPA_1448"
     CDS             complement(1629787..1630812)
                     /locus_tag="YPA_1448"
                     /codon_start=1
                     /transl_table=11
                     /product="hex regulon repressor"
                     /protein_id="ABG13415.1"
                     /translation="MKIRHRSYYGEKGLLLTLCHCQRVPARSIFSLNRHRFLLYMKSV
                     KPMGGSRYMNTLENIQNSMDLLSKSERKVAEVILASPQTAIHSSIATLAKMANVSEPT
                     VNRFCRRLETKGFPDFKLHLAQSLANGTPYVNRNVEEDDSVAAYTGKIFESTMASLDR
                     VKNNLDIAAINRAVDLLTQAKKISFFGLGSSAAVAHDAMNKFFRFNIPVIYFDDIVMQ
                     RMSCMNSSEGDVVVLISHTGRTKSLVELAQLARENDAAVIAITSCDTPLANEATLSLL
                     LDVPEDTDMYMPMVSRIAQLTLIDVLATGFTLRRGAKFRDNLKRVKEALKESRFDKDS
                     LPVNNGD"
     gene            1631009..1632493
                     /locus_tag="YPA_1449"
     CDS             1631009..1632493
                     /locus_tag="YPA_1449"
                     /EC_number="1.1.1.49"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-6-phosphate 1-dehydrogenase"
                     /protein_id="ABG13416.1"
                     /db_xref="InterPro:IPR001282"
                     /translation="MAVMNTVQVAQACDLVIFGAKGDLARRKLLPSLYQLEKAGHIHP
                     DTRIIGVGRAEWDKDAYTAVVKEALDTFMKEPLDDELWQKLSSRLDFCNLDVNDSKHF
                     TKLGKMLDQKHRTTINYFAMPPSTFGAICKGLGEAGLNKEPSRVVMEKPLGTDLAPSR
                     VINDQVAEYFNECQVYRIDHYLGKETVLNLLALRFANSLFASNWDNRTIDHVQITVAE
                     EVGIEGRWGYFDQAGQMRDMIQNHLLQILTMIAMSPPADLSTDRIRDEKVKVLRSLRR
                     IDHTNVRETTVRGQYTAGFVQGNKVPGYLEEEGANKNSNTETFVSIRVDIDDWRWAGV
                     PFYLRTGKRLPSKCSEVVVYFKNPALNLFRESYQQLPQNKLTIRLQPDEGIEIEVLNK
                     VPGLEHKHRLQTTKLDLSFSKTFNEQHIADAYERLLLETMRGIQALFVRRDEVEEAWK
                     WVDSIMNAWAADNEAPKPYQSGTWGPVASVAMITRDGRSWNEFE"
     gene            1632735..1633376
                     /locus_tag="YPA_1450"
     CDS             1632735..1633376
                     /locus_tag="YPA_1450"
                     /EC_number="4.1.2.14"
                     /codon_start=1
                     /transl_table=11
                     /product="2-keto-3-deoxy-phosphogluconate aldolase"
                     /protein_id="ABG13417.1"
                     /db_xref="InterPro:IPR000887"
                     /translation="MKSWKTSAEQIMTAGPVVPVIVINKLEQAVPLAKALVAGGVRVL
                     EVTLRTPCAVEAIRAIAKEVPEAIIGAGTVLNPQQLAEVVEAGAQFAISPGLTDELLK
                     AACEGSIPLIPGISTVSELMLGMSYGLREFKFFPAEANGGVKALQAIGGPFSQVRFCP
                     TGGITPNNYRDYLALKSVLCIGGSWLVPADALESGDYARITELAKQAVEGAAA"
     gene            1634091..1634534
                     /locus_tag="YPA_1451"
     CDS             1634091..1634534
                     /locus_tag="YPA_1451"
                     /codon_start=1
                     /transl_table=11
                     /product="putative integral membrane protein"
                     /protein_id="ABG13418.1"
                     /translation="MIYWIFLGLAIIAEIIGTLSMKYASVSGEMTGHIVMYFMITGSY
                     VMLSLAVKKVALGVAYALWEGIGILIITIFSVMWFGETLSPLKIAGLVTLIGGILLVK
                     SGTRKPKQPNCHRGNRPPSVQELKTQTTGHHKGVAVESGEHHAAA"
     gene            1634521..1634850
                     /locus_tag="YPA_1452"
     CDS             1634521..1634850
                     /locus_tag="YPA_1452"
                     /codon_start=1
                     /transl_table=11
                     /product="putative integral membrane protein"
                     /protein_id="ABG13419.1"
                     /translation="MQQLEFYPIAFLILAVMLEIVANILLKMSDGFRRKWLGILSLLS
                     VLGAFSALAQAVKGIELSVAYALWGGFGIAATVAAGWILFNQRLNYKGWIGLILLLAG
                     MVMIKLS"
     sig_peptide     1634521..1634682
                     /locus_tag="YPA_1452"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.683) with cleavage site probability 0.584 at
                     residue 54"
     gene            complement(1634982..1635326)
                     /locus_tag="YPA_1453"
     CDS             complement(1634982..1635326)
                     /locus_tag="YPA_1453"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13420.1"
                     /db_xref="InterPro:IPR006056"
                     /translation="MSIERINPEKRWSDAVIHNDTIYYTSVPENLDADITAQTANTLA
                     AIDMMLHQLGSDKSRVLDATIFLADKADFAGMNAAWDAWVVDGNAPVRCTVEAKLMNP
                     DYKVEIKIIAAI"
     gene            1635457..1637361
                     /locus_tag="YPA_1454"
     CDS             1635457..1637361
                     /locus_tag="YPA_1454"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DEAD box family helicase"
                     /protein_id="ABG13421.1"
                     /db_xref="InterPro:IPR006555"
                     /db_xref="InterPro:IPR011545"
                     /translation="MIDDFATDGALAQAIKGFNPRESQRQMAAAISEAIDAKQQLVVE
                     AGTGTGKTFAYLAPALRADCKVIISTGSKALQDQLYSRDLPMMVTALKYKGKLALLKG
                     RSNYLCLERLEQQSLAGGDLASETLVDLVRLRGWSAETVDGDISTCGQVAEDSFVWPL
                     VTSTNDNCLGSDCPLYKDCFVVKARRRAMDADVVVVNHHLFLADMVVKESGFAELIPT
                     ADVMIFDEAHQIPDIASQYFGQQLTSRQLMDLAKDIIIAYRTEVRDSAQLQKSADRLT
                     QSTQDFRLVLGDPGYRGNLRDVMEQPTVQRALLLLDDALELCYDVMKLSLGRSAMLDA
                     ALERATVYRNRLKRLKDVRTPGYSYWYECNSRHFVLALTPLSVSDRFRELIEEKPGTW
                     IFTSATLSVNDQLSHFTLRLGLTHAKTLLLPSPFDYANQALLCVPRNLPSANEPGAAR
                     KLAVLLKPLIDANQGRCFFLCTSHQMMRGLAEEFRASMTLPVLVQGETSKGQLLAQFV
                     AAGNALLVATSSFWEGVDVRGDALSCVIIDKLPFTSPDDPLLKARIEDCRLRGGDPFN
                     DVQLPDAVITLKQGVGRLIRDIDDRGVLVICDNRLVMRPYGAMFLNSLPPAPRTRDLA
                     KAIAFLKQRD"
     gene            1637433..1638131
                     /locus_tag="YPA_1455"
     CDS             1637433..1638131
                     /locus_tag="YPA_1455"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13422.1"
                     /translation="MSTRILAIDTATEACSVALWNNGEVQALFELCPREHTQRILPMV
                     QQILASSGLSLQQLDALAFGRGPGSFTGVRIGIGIGQGLALGANLPMIGVSTLQTMAQ
                     GAFRLTGATRVLAAIDARMGEVYWGEFERNAEGHWLGEHTEAVMTPAQTLVRAEALSG
                     HWATVGTGWQTYPDLVSGSDIALVDGQMSLPQAEDMLPLALSSWARGDAVKVEQAEPV
                     YLRNEVTWKKLPGR"
     gene            1638268..1638873
                     /locus_tag="YPA_1456"
     CDS             1638268..1638873
                     /locus_tag="YPA_1456"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13423.1"
                     /db_xref="InterPro:IPR004658"
                     /translation="MAMNTSMTQSKKFRNHKWMYGWLGLGALLLSGCVTIPPAIQGTT
                     ATPLQDLNLIRSAPKLFIGQEARFGGTVVNVKNEPNRTRLEIASVPLDSGARPILGEP
                     SQGRVIAYVDGFLEPVDFRGHLVTVVGPIVGVEAGKIGMTPYNFVVIKATGYKRWHIA
                     QQVIIPPTFGPWGYRPADMWGPGWPGWYNPGPAEIQTIVTD"
     sig_peptide     1638268..1638393
                     /locus_tag="YPA_1456"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.993) with cleavage site probability 0.556 at
                     residue 42"
     gene            1639483..1641204
                     /locus_tag="YPA_1457"
     CDS             1639483..1641204
                     /locus_tag="YPA_1457"
                     /codon_start=1
                     /transl_table=11
                     /product="long-chain-fatty-acid-CoA ligase"
                     /protein_id="ABG13424.1"
                     /db_xref="InterPro:IPR000873"
                     /translation="MATNNNFRSVTLEKVWLKRYPADVPAEIDPDRYSSLIEMFENAA
                     LRYADQPAFINMGEVMTFRKLEERSRAFAAYLQQGLGLQKGDRVALMMPNLLQYPIAL
                     FGVLRAGMIVVNVNPLYTPRELEHQLSDSGAVAIVIVSNFAHTLEKVVFKTQVRHVIL
                     TRMGDQLSAAKGTLVNFVVKYIKRLVPKYYLPDAISFRTVLQKGRRMQYVKPDVINTD
                     TAFLQYTGGTTGVAKGAILTHRNMQSNLEQAKAAYAPLLQPGRDLVVTALPLYHIFAL
                     TVNCLLFIELGGRSLLITNPRDIPGMVKELSRYPFTAITGVNTLFNALLNNEEFTHLD
                     FSTLRLSVGGGMPVQKAVAEKWETLTGKHLLEGYGLTECSPLVTGNPYDLKHYSGSIG
                     LPVPSTDVRLRDDDGNDVELGKPGELWVRGPQVMLGYWQRPDATDDVLKDGWLATGDI
                     ATMDEDGFLRIVDRKKDMILVSGFNVYPNEIEEVVALHAKVLESAVIGVPNEVSGEAV
                     KVFVVKKDASLTPEELLTHCRRYLTGYKVPKIVEFRDELPKSNVGKILRRELRDEEVK
                     VGTTDAA"
     gene            1641325..1642485
                     /locus_tag="YPA_1458"
     CDS             1641325..1642485
                     /locus_tag="YPA_1458"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease D"
                     /protein_id="ABG13425.1"
                     /db_xref="InterPro:IPR002121"
                     /db_xref="InterPro:IPR002562"
                     /db_xref="InterPro:IPR006292"
                     /translation="MKDNGYNDQENDVLNYQLITTNNALQQVCEQARTHAHIALDTEF
                     VRTRTYYPQLGLIQLYDGEQLSLIDPLPITEWQPFRALLQDLNVVKYLHAGSEDLEVF
                     LNAFDQMPTPMIDTQVLAAFSGRSLSCGFAMLVAEFEGVELDKSESRTDWIARPLSEK
                     QCDYAAADVFYLLPLAAKLVEATEAAGRMDAAKDECLLLCRRRSETLDPELAYREITN
                     AWQLRGHQLACLQKLAEWRLRQARERDLAVNFVVREEHLWQVARYQPTSLGELDSLGL
                     SGQEIRYHGRTLLALVAEGNAVPEDQLPPPIANLIDQPGYKKVFKDIKALIQSVSERS
                     GLSSELLASRRQINQLLNWHWKLKLSDAQPELLTGWRGDLLSSELLEILQHY"
     gene            complement(1642722..1642991)
                     /locus_tag="YPA_1459"
     CDS             complement(1642722..1642991)
                     /locus_tag="YPA_1459"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division topological specificity factor
                     MinE"
                     /protein_id="ABG13426.1"
                     /db_xref="InterPro:IPR005527"
                     /translation="MALLDFFLSRKKPTANIAKERLQIIVAERRRGDSEPHYLPDLKR
                     DILAVICKYIQIDPEMLHVQFEQKGDDISVLELNVTLPETEETPK"
     gene            complement(1642995..1643807)
                     /locus_tag="YPA_1460"
     CDS             complement(1642995..1643807)
                     /locus_tag="YPA_1460"
                     /codon_start=1
                     /transl_table=11
                     /product="septum site-determining protein MinD"
                     /protein_id="ABG13427.1"
                     /db_xref="InterPro:IPR010223"
                     /translation="MARIIVVTSGKGGVGKTTSSAAIATGLAQKGKKTVVIDFDIGLR
                     NLDLIMGCERRVVYDFVNVIQGDATLNQALIKDKRTDNLYILPASQTRDKDALTKEGV
                     EKVLNDLGEMNFEFVVCDSPAGIESGALMALYFADEAVITTNPEVSSVRDSDRILGIL
                     SSKSRRAENSQEPIKEHLLLTRYNPGRVNRGDMLSMEDVLDILRIPLVGVIPEDQSVL
                     RASNQGEPVILDKESDAGKAYEDTVDRLLGEERPFRFVEEEKKGFLKRLFGG"
     gene            complement(1643832..1644518)
                     /locus_tag="YPA_1461"
     CDS             complement(1643832..1644518)
                     /locus_tag="YPA_1461"
                     /codon_start=1
                     /transl_table=11
                     /product="septum site-determining protein MinC"
                     /protein_id="ABG13428.1"
                     /db_xref="InterPro:IPR005526"
                     /translation="MSQSPIELKGSSFTLSVVHLHDSRPEVIRQALQEKVDQAPAFLK
                     NAPVVINVATLPNGANWKDLQQAVTSAGLRIVGISGCQDERQKRAIARAGLPLLSEGK
                     GQKLAPEPVISPPENVPTQTRIINTPVRSGQQIYARNCDLIVISSVSAGAELIADGNI
                     HIYGMMRGRALAGASGDAKCQIFCTHLGAELVSIAGQYWLSDQIPLEYFGQAARLYLQ
                     DNTLTIQPLN"
     gene            1645239..1645511
                     /locus_tag="YPA_1462"
     CDS             1645239..1645511
                     /locus_tag="YPA_1462"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13429.1"
                     /translation="MLCAIYRSPKRDQTYLYIEKKDDFSRVPAELLASFGKPQFAMLL
                     ALNERKTLATADVEKVKNALIEQGFYLQVPPPPESLLKMHLGETKA"
     gene            1645652..1646737
                     /locus_tag="YPA_1463"
     CDS             1645652..1646737
                     /locus_tag="YPA_1463"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13430.1"
                     /db_xref="InterPro:IPR011970"
                     /translation="MKGSVTAVILATAISFGCVSKNAKALVAGGTSPRSTSKSMLTPG
                     ATASSTPTMLSQQGRDPSQFPAYVEQLKAQARAKGYTTETLDTAFANIHFVDRVIKSD
                     RNQLEKKITLDDYLTRVLPRKRIEQGRALYQRYQPQLSQVNAQYGVPGRYIVALWGME
                     SAFGQIQGKEDVISALSTLAFEGRREAFFTKELMAALEIIHQGKVDDPQLRGSWAGAM
                     GQSQFMPSSFLTYGADGDSDGKIDIWNNIDDVFASTANYLSTQGWKSEQGWGQEVTLP
                     QDFNVKLAGLDDGQAKSIAQWQKLGITPVQNAHFAESAARVWVIIPDDLKGRAFLVYD
                     NFRTIMHWNRSYYFAISIGMMADSIGQ"
     sig_peptide     1645652..1645714
                     /locus_tag="YPA_1463"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.938) with cleavage site probability 0.540 at
                     residue 21"
     gene            1646808..1647464
                     /locus_tag="YPA_1464"
     CDS             1646808..1647464
                     /locus_tag="YPA_1464"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fumarylacetoacetate hydrolase family
                     protein"
                     /protein_id="ABG13431.1"
                     /translation="MYQHRDWQGALLDFPVNKVVCVGSNYAEHIKEMGSTASVEPVLF
                     IKPETALCDIRQPVSIPKDFGSVHHEIELAVLIGTPLKQASEDRVARAIAGYGVALDL
                     TLRELQAGFKKAGQPWEKAKAFDGSCPISGFIPVAEFGDAQQADLSLTINGEIRQQGN
                     TRDMITPIIPLISYMSRFFTLRAGDIVLTGTPQGVGPMQSGDMLKIMLNGKTVNTRII
                     "
     gene            1647567..1648013
                     /locus_tag="YPA_1465"
     CDS             1647567..1648013
                     /locus_tag="YPA_1465"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13432.1"
                     /db_xref="InterPro:IPR008228"
                     /translation="MSQPPFWQQKTLAEMSDSEWESLCDGCGQCCLNKLIDEDTDEIY
                     FTNVACDQLNIKTCQCSNYERRFELEEDCIKLTRENLVTFAWLPPTCAYRLIGEGHDL
                     PRWHPLLTGSKAAMHGERISVRHIAVRESEVVDWQDHILNKPSWAK"
     gene            complement(1648040..1649278)
                     /locus_tag="YPA_1466"
     CDS             complement(1648040..1649278)
                     /locus_tag="YPA_1466"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13433.1"
                     /translation="MHRSLHQGQRVRENLGVPDTAKNRRMAGELRESVRYTIKIGNFN
                     YAAQFPNSKQLHKFGVAQLNVTVSQLAEKWLALKVMEITKNGISRYRSYIKICAGIIG
                     EERLVSSITNEMVLSLRKELLTGFQIAGVHQKTRQLKKGRSVRTVNVYLSCFAAMMEF
                     AVANGYIERSPFVGISPLKKSKSEPDPLTRDEYARLMEVAPSLQVKNIWKLAVSTGMR
                     HGEICALAWEDIDLKEWTITISRNMAVVHHFTPPKTESGNRTIKLTNSAIEALKEQMA
                     LTKMGKKIKVDVHLREFGKIRKDDCTFVFSPRLSARNGKGGDWYSPGVFSGTWNFALK
                     KAGIRHRKAYETRHTFACWALSAGANPNFVANQMGHTSSQMVYSVYGKWMSENNSNQM
                     DILNARFTGDAPYMPRAISQ"
     gene            1649348..1650370
                     /locus_tag="YPA_1467"
     CDS             1649348..1650370
                     /locus_tag="YPA_1467"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13434.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1650370..1651149
                     /locus_tag="YPA_1468"
     CDS             1650370..1651149
                     /locus_tag="YPA_1468"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13435.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            1651165..1651263
                     /locus_tag="YPA_1469"
     CDS             1651165..1651263
                     /locus_tag="YPA_1469"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13436.1"
                     /translation="MGRWWRYKWITFHPSLTVLDELKNQSPSLTGG"
     gene            1651264..1652376
                     /locus_tag="YPA_1470"
     CDS             1651264..1652376
                     /locus_tag="YPA_1470"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13437.1"
                     /translation="MATINERLRDEVIAHSLFQSRYGAGVARKMVKVLNESDAELSAR
                     LIVALDELNPNSVTVKRLESLLASVRQVNKQAVDAMYTSLSDELLDFAKHEVSYQLSL
                     FDSLLPGPVLNHFPLASITKEQVYAAAMAQPFQGRLLRDWAENIEADRMTRIINTVKN
                     GYLAGDTVEQMARKVRGTRARNYQDGAIEAGRKNVTAVVKTAVTHMAAVARDKFADNN
                     SNIIDAKQWLSTLDNKTSHDCIIRDRLKYTLEGKPIGHKIPYLQGPGRIHFCCRSMET
                     LITKSWRELGIDIDEMDEGTRASMDGQVPAGTTYSEWLQRQSYRRQVQVLGETRARLM
                     QDGGMRTDEFFTDKGEWITLQQLRDIDGRAFSDAGL"
     gene            1652498..1653271
                     /locus_tag="YPA_1471"
     CDS             1652498..1653271
                     /locus_tag="YPA_1471"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13438.1"
                     /translation="MLFRNIARKYYAEAGEGGEGGGGAAAAITPEIQALIDARVNESV
                     TGLKTKNSELLGKLKEQGENLKRYDGIDPDAVKTILQRFSDDEEAKLIAAGKIDEVLD
                     KRTERLRADVDKKLKVANERAEKAENFSKKFSDRVLGDAIRSAALKTGALPGAADDII
                     LRAKGVFTLNDEGEAVAVDKDGSALLGKDGKTPLTPHEWAESLKDVAPHLWPQAEGTN
                     AGGHKPNSGALKRSTMTSAQKADFIRANGSQAFLKLPKE"
     gene            1653285..1654490
                     /locus_tag="YPA_1472"
     CDS             1653285..1654490
                     /locus_tag="YPA_1472"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13439.1"
                     /db_xref="InterPro:IPR003343"
                     /translation="MTTTVNSDLIIYNDLAQTSYLERRQDNLDVFNASSNGAIVLDNA
                     LIEGDFRKRAFYQLGGSIEHRDVDSTGKVTGKKIGAGESVGVKAPWKYGPYQTTEEAF
                     KRRGRDVSEFSEIVGVDVADASLEGFIKYGIQALSASIGANPDMVVTANIEVDGKKTL
                     TKGMRKYGDRFGRIALFVMHSSTYFDIIDQAIAAKIYEEAGVVVYGGQPGTLGKPVLV
                     TDTAPIDAIFGLLPNAVVITESQAPGFRSYPINDEENLGVGYRAEGTINIDLLGYSWD
                     ETNGGKNPSLTEIGATNSWKKHATSNKVTAGVMIKLVAEDVVAAGVILNKSTTSLVVG
                     AEETLVATVAPSDAANKAVTWASSAAAKATVDANGKVTAVAAGSATITAKCVDGNFTA
                     TCVVTVTAA"
     gene            1654490..1655020
                     /locus_tag="YPA_1473"
     CDS             1654490..1655020
                     /locus_tag="YPA_1473"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13440.1"
                     /translation="MVMTMGAVAPFLLEERMLVTDPTSPDFNSYASAENLTAFALARA
                     MHLPTETEPLLIKAMDYLNGLNWYGSRAKLTQPLPWPRSDIIFDGFSYPSTNIPPQLI
                     TAQCMLAVEAIDGELLGSNREAAIKSEAVSGAVSITYAVSDTESFTPNYPAVMAILRG
                     FVAGSGFAINAIARRE"
     gene            1655083..1655271
                     /locus_tag="YPA_1474"
     CDS             1655083..1655271
                     /locus_tag="YPA_1474"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13441.1"
                     /translation="MIRLLKEALEFAENGNPQSIAIIMISNGDVMDCYHHGGAPYVMV
                     GAIESLKTDYIHSQIERR"
     gene            1655273..1655623
                     /locus_tag="YPA_1475"
     CDS             1655273..1655623
                     /locus_tag="YPA_1475"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13442.1"
                     /translation="MAINYPRMRATATRLFTENGATYQLTRGGGVEFVGGVEVDIPLE
                     SFPVIGVISSYSPGEIDGTLIQNGDVKMSATADVEIRIGDLIMVDGKKHRVIKPNPVK
                     PAALLICYKPQLRA"
     gene            1655625..1656209
                     /locus_tag="YPA_1476"
     CDS             1655625..1656209
                     /locus_tag="YPA_1476"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13443.1"
                     /translation="MADNSSFMASINAFIEKGKRNQELVVQKGAIKILNRLVTMSPVG
                     NPDLWAINNTAVSYNDAVFEHNEELKKDSANLTKTGRLKKRARVTDSMDVKAPAGYTG
                     GRFRGNWQVSLDVQQEGETGRKDPNGNITIAVGNYMIEQFKVGTKAIYFTNNVPYAYP
                     LEFGHSSQAPSGMIRITAEDAVKYFTEAANEVNK"
     gene            1656206..1656613
                     /locus_tag="YPA_1477"
     CDS             1656206..1656613
                     /locus_tag="YPA_1477"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13444.1"
                     /translation="MSTQRITALLEKRLGEWAAIKGIPLAAENVSFDDTGTMYLQSHV
                     MPATTDAIDLAQVSRVFRGVYQININVKAGGGKSKSHIIAAELIELFNLNTELTDGVV
                     TCYINSVPSQFPSITNGISYTTPISMSYRADVI"
     gene            1656679..1657599
                     /locus_tag="YPA_1478"
     CDS             1656679..1657599
                     /locus_tag="YPA_1478"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13445.1"
                     /db_xref="InterPro:IPR003343"
                     /translation="MGFALPNGAGIYLAKTYETEVAVTAVSNAVDAVLTVATGHDIAE
                     GDIVQLTSSWGALNDLAAKVTASTTTSLTLGSIDTSNTDRFAVGGGVGTVKKIASWIE
                     IPQITEVANSGGDQQMIQIQFLSDTRQRNLNTFKAAQSQTLTLAHDYSQPVYPVLRAA
                     DESEQTLATYMYVPKAKENRYSTVKVSFNDIPTTAINAIETVAVVFNLQSQAMTFYKA
                     GIAVPVTGVTLNKTTTILAVAATETLTATVAPANATNKSGAWSSSAPTKATVDPVTGV
                     VTGVAAGSVNIIYTTADGAKTATCAVTVTA"
     gene            1657612..1657923
                     /locus_tag="YPA_1479"
     CDS             1657612..1657923
                     /locus_tag="YPA_1479"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13446.1"
                     /translation="MAVKFTLVPSPTFKVDVTIPRAGLDDGILTFTFRHMPVNEVINM
                     EKVEGQSGLDFAEKFIEGWALPEVFSRENLEVLANNYPKAIEAIVGAFYRELLGNREK
                     N"
     gene            1658232..1661735
                     /locus_tag="YPA_1480"
     CDS             1658232..1661735
                     /locus_tag="YPA_1480"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phage tail protein"
                     /protein_id="ABG13447.1"
                     /db_xref="InterPro:IPR006431"
                     /translation="MADIATISLKVNTSEVERGSNELDKFQVAAAGAAKSADGFGDSG
                     KDVSKITAEVAKEVEETHRRVAEYTEALNKNQVNTRAATQATSEQQQQLRTLLTQINP
                     VTAAFEKLDDMEQRLRDFNAKGMIDPESFHAAADAIQRTRDELGRVAEARTEEGAAAA
                     SAAAADKKATDAKEAFLTKLRDQSALYKASASDSAAYRAAQLGITTEAAPLIAAIKQQ
                     EEATRRDAEQKRLAAISARGLKDAIKQLGAEERAAAQATKAQENADLSAATAKENFIQ
                     RLKAQADLQGKTASEIQAYKAAQLGVTEQAAPFIAKLKEQESAWQNGALSAKQYRLAL
                     RQLPSQFTNIATSIAGGMPLWMVVTQQGGRITDSFGGLPGIFAAIKKELFGVSESADE
                     SSDSLSENANNLAENADNAKKLIGPLGFVKFGIIGVVAALGASSIAYYKAYQEQEKLN
                     KSVIMTGEYSGLTARQLSGMAYEVSKSSGTISQASAVLSQLAGAGLSSAVDFKSATQA
                     IVDFSDASGESIDNLVKQFSQLSDDPAGGSLALTKNMHYLTAAQYENIAALQAQGDKA
                     GAITAATDALSGAMTRRSQEIKESMGTLPKFFDDVADSAKKMWDGIMGLGRETSDAET
                     RAKLVTQIKSAEEYQRRLALQGKVAVMPKNYDEWKKQIAAIDSENIKKVNGAKLDQDA
                     IDAQVGINNLAQKGLTQAEKRVKAEQELNRWIESNKKAAAAGKATLFTAQDIENARSG
                     IDNEYKDRSTPKIKAYQDDIATRELLDSQARVAALKEQSNLIDTMTDQENRLLKFTQK
                     IADLKSKTILTADQKSLLSRSSEIIASIKLEAQLSRENVERKKATEALKKMEEYTASI
                     VAKNKQNQDRFGLTSKQAGRVDQETQLDNTFRKDTKGINDAEQLAKITAEYNKAKAEL
                     HAGFEQEDLNEGNWLAGMTQGLEQYGETANNVFSATAQLAQTTMGSMTSMANQMMTTG
                     SANVKQFATNFMSSIVDIINKLLLAQMIQTAMGWIGGAVSGGNDPGAVPMGLYNGGYV
                     PEFAGGGYTGEGGKFEPKGVVHGGEFVFTKEATNRIGIDNLYKMMRGYADGGVVSNAV
                     TATAPMLGMQGGETAISVDLSGMTITTQGNQQQDTGANNGELVSKAARNEVIAIVTQQ
                     LDRAMGQSGRITNFVTNRAGR"
     gene            1661738..1662079
                     /locus_tag="YPA_1481"
     CDS             1661738..1662079
                     /locus_tag="YPA_1481"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13448.1"
                     /translation="MAIETFLWRTQGVPEGSFNQRVRTAQFGDGYKQVTGDGINPETQ
                     SWPLTFQGLEKEMMPILAFVRRHTTKSCQWTAPYGVVGLWRVSVDSIKAVPVGGNVMS
                     VSFTFEQAFAP"
     gene            1662385..1662843
                     /locus_tag="YPA_1482"
     CDS             1662385..1662843
                     /locus_tag="YPA_1482"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG13449.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1662964..1663716
                     /locus_tag="YPA_1483"
     CDS             1662964..1663716
                     /locus_tag="YPA_1483"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13450.1"
                     /db_xref="InterPro:IPR006487"
                     /translation="MTINTDLQRLEPGNRVRLYEVDGSKFDGPLLRFHADTLPHTPEE
                     IAAANGDESKLPAKSIWWQGEEYSAWPVQVEGIEMSSDGQSAQPKLSVANLDGTITAL
                     CLAFDDMVQAKVIVHDTFKHYLDAVNFPEGNSDADPEQEKVQVYYIDSKSTETNEIVE
                     FTLSSPADLQGLLIPTRQIHSLCTWCMRGDYRSGNGCDYAGTLYFDEKGNPTDDPSKD
                     KCSGLLVDCKKRFGADNPLPFGGFPGAALIKR"
     gene            1663719..1664429
                     /locus_tag="YPA_1484"
     CDS             1663719..1664429
                     /locus_tag="YPA_1484"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phage minor tail protein"
                     /protein_id="ABG13451.1"
                     /db_xref="InterPro:IPR000555"
                     /translation="MRDKTLKAILAHAEAEHPKECCGVVAQKSRVEKYFPCENLATNP
                     TEQFHLDPTGYVEAEDWGTITAIVHSHPDATTQPSELDMAQCDNNELPWHIVSWPEGD
                     LRTIQPRGDLPLVGREFVLGHTDCWGLIMSYFRQTHDIELKDYRVDRHWWESGTENFY
                     MDNWYECGFREFSGPAQPGDLIIMQVSAPVANHGGILLEDGMLLHHPYGQLSQRVPYG
                     GYWQERTMKVVRYEISQL"
     gene            1664690..1665322
                     /locus_tag="YPA_1485"
     CDS             1664690..1665322
                     /locus_tag="YPA_1485"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13452.1"
                     /translation="MNKYIANEKMPLLIPAAGFDAKLSMTEKNIEHTEAFMASGVKEF
                     SLPGFVTPHGYRLLVSVNGEHYRLVTDAAIPETVYAVKLAFLEHIVPTRKTCTQILVW
                     RTVQPQHDSAVHGLPQEFFRHFLTQYSIVVSDSEQTNEGRRFWERMIAWAIQAEGHYV
                     YVSNGSEEDRPLTFMTNWDDFYGTWADFCWGDDRDCHCHRLFVISTEQLH"
     gene            complement(1665401..1665940)
                     /locus_tag="YPA_1486"
     CDS             complement(1665401..1665940)
                     /locus_tag="YPA_1486"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phage regulatory protein"
                     /protein_id="ABG13453.1"
                     /translation="MPHGEVNLLSHRASLKSTPRWGIISSVITIIKIGIAMSREDPQL
                     RIRLPVELKEKIEGSAKENNRSMNAEIVQRLDASYLSEFPEDGVLSAKDALQIANNAK
                     ESLSNLIFTRTFAEISKKVRIGHKSFCIDLDDLELEVLSDDDFNYVLKRTFSRLTELG
                     YILSEKSLDSGGFMIEIPE"
     gene            1666197..1667204
                     /locus_tag="YPA_1487"
     CDS             1666197..1667204
                     /locus_tag="YPA_1487"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13454.1"
                     /translation="MNSLAKSNANNTQTSAISQFHFDTHAVRVLSIHNEPWFVAADLC
                     RVLELSNPTKSIMNLDDDEKALTSIQGLSRGNEEANIVSESGMYTLILRCRDAVKPGT
                     IPHRVRKWVTAEVLPAIRKTGSYDSPRKATKKALPGKITIEQQEAVKQLVMNRGKALP
                     KENQAKAMITMWSALKTHFGCSYKEISEDQFTEALSLAARVTIEGEFLGKQEALPVPK
                     LEVSLPIQWWFDNNPAVKYGNRENITKMKQNHFCFTPSLNVTIDMLCGDSDTSAAIQL
                     INIMEMAGYDVSAPKAEIVAMRKHIANVEYGMKAISDACIRAKNKKVIFRGKKADITI
                     N"
     gene            1667303..1667854
                     /locus_tag="YPA_1488"
     CDS             1667303..1667854
                     /locus_tag="YPA_1488"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phage-related membrane protein"
                     /protein_id="ABG13455.1"
                     /translation="MEGERLEIIIAAIFLGLIPAIIANSKGRSFGLWWLYGALLFIVA
                     LVHSIVMSSDNKTIEQKQIDNGMRKCPFCAELIKPEAIKCKHCGSDVKPADEVISSNL
                     EYGFNPSDLPFDSFFIRRKVGFDINDHAVMEMVNKLKRINPGMHPMNIQTRYANDFDK
                     LKNKLPSSIRDEFDARYKYWMDK"
     gene            1668268..1668888
                     /locus_tag="YPA_1489"
     CDS             1668268..1668888
                     /locus_tag="YPA_1489"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phage tail assembly protein"
                     /protein_id="ABG13456.1"
                     /db_xref="InterPro:IPR002173"
                     /translation="MTLFAQEVMTPIKLSGSLAKMFGRDHQRLVGSSGEVIKALCVTI
                     PGFEQYLMTAKQRGLTFAVFKNKRNVGKDELELASGGQEIRIVPVIIGSKRGGLFQTI
                     LGVALIGMATFMSGGLAVAFGAGGVWGGAMAMMGASMALGGVIQMLSPQQSGLAMRQS
                     PDNKPSYAFGGPVNSTAQGNPVGVLYGKRRIGGAVISAGIYAEDQM"
     gene            1669460..1672663
                     /locus_tag="YPA_1490"
     CDS             1669460..1672663
                     /locus_tag="YPA_1490"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phage host specificity protein"
                     /protein_id="ABG13457.1"
                     /db_xref="InterPro:IPR003961"
                     /translation="MARKPIKGRKGGGSNATTPVESPDSIQSTARAKILIALGEGEFA
                     GGLDGTNIYLDGTPIKNSDGTSNFTGVTWEYRPGTQAQDYIQGMPNVENEITVNTELK
                     SDTPWVRSITNTQLSATRVRLGWPSLQRQADNGDVGGYRIEYAVDVATDGGAYQTLLD
                     TAIDGKTTTLYERSHRINLPKATAGWQVRTRRKTANANSGRIADKMNVEAISEVIDAK
                     LRYPNTALLYIEFDATQFQNIPIISCEPKGRIIRVPTTYDPVTRTYSGVWDGSFKWAH
                     TNNPAWVFYNIVLADRFGLGHRIEVSQVDKWELYRIGQYCDQLIPDGRGGSGTEPRFT
                     CDVYIQSQAEAFTVLRDLAAIFRGMTYWGNNQLCTLADMPRDVDYIFTRASVIDGRFT
                     YGGGSEKKRYTTAMVSWSDPANNCQDAIEAVSDNDLVRRYGVNQLDMTAIGCIRQTEA
                     NRRGRWALLTNSKDRTVNFNVGLDGAIPLPGHIIGVADDMLSGRKMGGRISSVSGRNI
                     TLDRVADVKAGDRLLVNLPNGVAQGRTVQVVNGKVITVTTAYSEVPAAESGWSVDADD
                     LAIQQYRVTGISDNDDNTYSISSVQHDPDKYERIDTGARIDERPISVIPPGVQPPPTN
                     VVIDSFSALSQGLAITTLRVTWEPAASAIAYEAEWRRDNGNWISAPRTSAQGFQVEGI
                     YAGQYQARVRAINPSEISSIWANAQETTLNGKEGNPPMPVGFTATGILFGITLNWGYP
                     EGAEDALKTEIEYSLSADGTDAMLLSDVPHPQRNYTMQGLRAGQVFWFRARIVDKSGN
                     QSPWIDWVRGMSSTDTSAILEAIGDDFINNTVAGQQLINDDFMNAEGILETAKANNAS
                     IWQQWAQHGENKAGVIHLTTTVADAERAFAEFETLVTATFEDQTAAIDQKMTAVVDAN
                     GASATYSLRAGLNYNGQFVSAGMVIGAEFINGVAKSSIGFTADQFILLSGPTGNLFSP
                     FAVVNGQVFMNDAFIAKASIGRGKITDTLDSDNYVQGISGLKLDFKNGNAEFNNVNLR
                     GNITMDNTINGIRTIVDYRGQRTYHANGQPAIICGYF"
     gene            1672648..1673661
                     /locus_tag="YPA_1491"
     CDS             1672648..1673661
                     /locus_tag="YPA_1491"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13458.1"
                     /translation="MRVLLMAEPILYISPSDGGKGINMTSGTRLLKFLGYYDTNGTGN
                     PPSAVLNGYTGGALYLVPSDFGGVIQPLGSSAVWAWWVTGYSMSGNRITFTTSESNKG
                     WVRFSAFEIPQSPAVGTYGLLLQDSANFMAITESSELGFCTWRGNVNISGVWSIPAGI
                     QNRDNAIVFANWDNPNVSLYYDSANKTINCYQINSTGSTSSGSVNANICVFTTGFFPE
                     PPSPGTAGLAIFNTSGQCTYSSRYAPLIIGGNMALSNQPNVWVNTGITRPMIPLPSAG
                     GLPAGNINNGNYRGWYKSAMRMSGSSITAGQGAYVNSSNTLDYPYGISPISIPVLNAD
                     IYF"
     gene            1673678..1674595
                     /locus_tag="YPA_1492"
     CDS             1673678..1674595
                     /locus_tag="YPA_1492"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13459.1"
                     /translation="MAWYRSGTVTSEAAQNIVTGTGTQWANNVMGVAPGMALFIPDSA
                     GNTLIYEILAVDSNTQIRINGNIKESVADSSYAIMTTVSNSYSALARETSAQLAMYQQ
                     LLKNWQQITTGTGDVNIIAPDGSVVIIPSLNSLMPKSGGAFTGPVSMFHDATDPLEPV
                     TFQQFKQTGGELATQMTQLASRTTTLEADAFTASRIANTPWIPLTLQNGWLPLQGYHN
                     AIYRKINGVVYMEGVITGGTHADGTVIAILPDGYRPALDQVSVQPISGSTLGGITAQS
                     RIALWTDGALRIYGITGNGDIGIKSSWVI"
     gene            1674606..1675025
                     /locus_tag="YPA_1493"
     CDS             1674606..1675025
                     /locus_tag="YPA_1493"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phage tail fiber assembly protein"
                     /protein_id="ABG13460.1"
                     /translation="MKKLNKLDSDGFYIEDYIDGYLPKNWTADLVGDGYYKAQYQNAD
                     IDPDTGEWTGGVWAETSGPSTIDISAQKAEFVTQAKLKKSKLISDASDRIEILKDRIE
                     LGQDRAAELKLWKSYRIALDDIDVSAAPDIEWPLKPE"
     gene            1675022..1675177
                     /locus_tag="YPA_1494"
     CDS             1675022..1675177
                     /locus_tag="YPA_1494"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13461.1"
                     /translation="MIWNIWQGRRGGTDLGFAVVHCGESGLDRSGQEKDIMKFDDSLD
                     DFRLKGE"
     gene            complement(1675246..1676454)
                     /locus_tag="YPA_1495"
     CDS             complement(1675246..1676454)
                     /locus_tag="YPA_1495"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG13462.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(1676759..1676995)
                     /locus_tag="YPA_1496"
     CDS             complement(1676759..1676995)
                     /locus_tag="YPA_1496"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13463.1"
                     /translation="MIQTWAVNESAPENRHAALTWFVVAYFVGIFGFPPFGGWVLVTV
                     GKVWFIWVLATLATLELVTAIVKWPQTTHRPLSS"
     gene            complement(1676970..1677932)
                     /locus_tag="YPA_1497"
     CDS             complement(1676970..1677932)
                     /locus_tag="YPA_1497"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13464.1"
                     /translation="MRKTSSLFLLFGTLFSAGGYGATFLISAWFHSQGGNDIDAGATL
                     GMALFGTLIGVPLVGWFAGKLDASRLAALAALIQSCGYFLLGSLSGGSGYLPHVAALL
                     IGLGWGMFYIGGPMALSERLTDTERGPGFTRFSAFQMTGICGSPILLTIAVVQGGIPI
                     QAAFLLVGVMGVFASILLMIFGTREPLIRHENSLRPWVKKITVLAKSGVIRPIVMVCL
                     GGAVFSGMMSFQDSLTDGSLAIASTFFAVHAHYRRGFTPVTCTQTIKLAPYPTRSGTL
                     VLPNDRPCVPVRNTDACEFPDRCRHANRRWLRSVIPRDSNLGGQ"
     sig_peptide     complement(1677867..1677932)
                     /locus_tag="YPA_1497"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.944 at
                     residue 22"
     gene            complement(1677936..1679135)
                     /locus_tag="YPA_1498"
     CDS             complement(1677936..1679135)
                     /locus_tag="YPA_1498"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aminotransferase"
                     /protein_id="ABG13465.1"
                     /translation="MYSQNPPIYLDNNATTALDPAVLQAMMPYLTHAYGNAASKSHPF
                     GWEASQAVQRARTLIATAINAVSPADIIFTSGATESINLAILGLQYQGNWGHIITSMI
                     EHKSVLDCCAKLADSGVSVTYLQPQRDGIVSLDTLFQAIRPDTRLVSIMTANNETGTL
                     QKVAEIGALCRDKGILFHTDATQAFGKIALDMQRMNISMATFSAHKVYGPMGVGALYV
                     NTADPHLMLSPLIVGGGHERGLRSGTLNVPGIVGFGRAAELAMENMSVESARLCDLRN
                     RLRQHILDTVPNVQVNGHLTECLPGVLNVSFEGIDADSLLLELSDVALSSGSACTSDQ
                     QIPSHVLQALGASDEQIRGSVRFGLGRFNNESEIDYVCQRLENTVKTLRSMAPLSSAT
                     TTNETGV"
     gene            complement(1679152..1679892)
                     /locus_tag="YPA_1499"
     CDS             complement(1679152..1679892)
                     /locus_tag="YPA_1499"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13466.1"
                     /translation="MDQQNTHIGILAGNSRVYLDNNGMVAIEAQLNAFDAALRLARQS
                     LDSGNLLPKLSVAFDHLGIFRLQFLTENLSNAQKRRPRLSHLHPLIQQVFLPIAEKYQ
                     IDLSDIRAIHEDSARQHLVHILATQDIPERLTRRMLTGAASRPNGDTHNETPTQKLTC
                     AAITKEYFERAASDHQDPQAVLEVFFENSPWSRSLAYVRGLQLSHLLGVPAAIRLNLV
                     NEAGEVSRGEKIIAQFTSAPKKPLSSRS"
     gene            1680984..1681340
                     /locus_tag="YPA_1500"
     CDS             1680984..1681340
                     /locus_tag="YPA_1500"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13467.1"
                     /translation="MKYSTLAAVIFGISATLSSATNPVQAAEASLINLVCQLKDGNDL
                     LAILDGPNQQLIIDKSVFQFIKVNPEGQGEALIFQKANSEEQVIASLNISALPIRLAV
                     VDEVQASQYTCTHTQA"
     sig_peptide     1680984..1681064
                     /locus_tag="YPA_1500"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.991 at
                     residue 27"
     gene            complement(1681757..1682302)
                     /locus_tag="YPA_1501"
     CDS             complement(1681757..1682302)
                     /locus_tag="YPA_1501"
                     /codon_start=1
                     /transl_table=11
                     /product="disulfide bond formation protein B"
                     /protein_id="ABG13468.1"
                     /translation="MENKDMLQFLNRCSRGRGAWLLMALTAFLLELTALYFQHIMLLQ
                     PCVMCIYERVALFGILGASLLGAIAPRSPLRYLAIAVWIYSAWKGVQLAWAHTMLQLN
                     PSPFNTCDFFVNFPSWLPLDKWLPAVFAASGDCSERQWQFMSLEMPQWLVGIFAAYLV
                     IAVLVLISQFVKPKRRDLFGR"
     gene            complement(1682523..1684097)
                     /locus_tag="YPA_1502"
     CDS             complement(1682523..1684097)
                     /locus_tag="YPA_1502"
                     /codon_start=1
                     /transl_table=11
                     /product="Na+/H+ antiporter"
                     /protein_id="ABG13469.1"
                     /db_xref="InterPro:IPR004671"
                     /translation="MDITNRQAVLKNFLGNSPDWYKLAIMGFLIINPLVFFFVSPFVA
                     GWMLVIEFIFTLAMALKCYPLQPGGLLAIQAVAIGMTSPHQVAEEIANNLEVLLLLVF
                     MVAGIYFMKQLLLFVFTKLLLNIRSKTILSLAFCLASAFLSAFLDALTVIAVVISVSV
                     GFYTIYHNVTSNHSDKDITDDSGIDNQDSHETLEQFRAFLRSLMMHAGVGTALGGVMT
                     MVGEPQNLIIAKSAGWNFADFFIRMLPVTLPVFIFGLLVCLLVEKFKLFGYGAQLPER
                     VRQVLTEYDQQANAKRTKQEKMKLIVQAIIGVWLVLALALHLAEVGLVGLSVIILATS
                     FCGITNEHSLGKAFQEALPFTALLTVFFAVVAVIIEQSLFTPIIQFVLQASPSAQLSL
                     FYLFNGLLSSVSDNVFVGTVYINEARSAFEHGIVSLQQFELLAVAINTGTNLPSVATP
                     NGQAAFLFLLTSALAPLIRLSYGRMVYMALPYTLVMTIVGLLGVEFLLVPMTEWLTQA
                     GWISLPHITNGVAIPH"
     gene            1684341..1685060
                     /locus_tag="YPA_1503"
     CDS             1684341..1685060
                     /locus_tag="YPA_1503"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG13470.1"
                     /db_xref="InterPro:IPR000524"
                     /translation="MVIKAQSPAGFAEEYIIESIWNNRFPPGSILPAERELSELIGVT
                     RTTLREVLQRLARDGWLTIQHGKPTKVNNFWETSGLNILETLARLDHDSVPQLIDNLL
                     AVRTNIATIFVRTAIRHHPEKAQEILARAKTVDDNAEAFTALDYGIFRGLAFASGNPI
                     YGLILNGLKGLYTRVGRYYFSNPEARKLALTFYNKLSTLCDTESYDQVLECLRTYGKE
                     SGAIWHSMQGTMPSDLAEARR"
     gene            complement(1685278..1686813)
                     /locus_tag="YPA_1504"
     CDS             complement(1685278..1686813)
                     /locus_tag="YPA_1504"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13471.1"
                     /translation="MTTSTSKQTTQDKRLTDGPDWTFELLQVYLDQIDRVAKHYRLDT
                     YPHQIEVITSEQMMDAYSSIGMPINYTHWSFGKKFIETEQKYKYGQQGLAYEIVINSN
                     PCIAYLMEENTITMQALVMAHACYGHNSFFKNNYLFRAWTDASSIVDYLLFARHYINE
                     CEERYGVEEVERLLDSCHALMNYGVDRYKRPQKISLVEETARQKSREEYLQSQVNSLW
                     KTLPRKDREEAPVQAQRYPNEPQENILYFMEKNAPLLESWQREILRIVRKVSQYFYPQ
                     KQTQVMNEGWATFWHYTILNHLYDEGRVTDRFMMEFLHSHTNVVYQPPYNSPYYNGIN
                     PYALGFAMFQDIKQICQSPTEEDYYWFPDIAGKDWLDTLHFAMRDFKDESFISQFLSP
                     KIMRDFRLFTVLDDDKNNYLEISAIHNEEGYRTIRNQLSAQYNLSNHEPNIQVWNVDL
                     RGDRSLTLRYIPHDRAPLDKSRQQVMKHIHRLWGFDVHMEQLNDDGSIDLLDSIPQKT
                     SKI"
     gene            1687278..1688582
                     /locus_tag="YPA_1505"
     CDS             1687278..1688582
                     /locus_tag="YPA_1505"
                     /EC_number="1.4.99.1"
                     /codon_start=1
                     /transl_table=11
                     /product="D-amino acid dehydrogenase small subunit"
                     /protein_id="ABG13472.1"
                     /db_xref="InterPro:IPR000205"
                     /translation="MRVVILGSGVVGVTSAWYLAKEGHDVTVIDRQDGPAQETSAGNA
                     GQISPGYAAPWAAPGVPLKAIKWMFQRHAPLAIRLDGSSLQLRWMWQMLRNCDTSHYM
                     VNKSRMVRLAEYSRDCLKDLRAATGIQYEGRQGGTLQLFRTEQQFDNAAKDIAVLDDA
                     GVPYSLLTAEQLATVEPALAKVAHKLTGGLRLPNDETGDCKLFTERLAKMAEQAGVKF
                     IFNRSVDKLLVEGDQIAGVLCGDDIIKADAYVVAFGAYSTALLAGLVSIPVYPLKGYS
                     LTIPITDPASAPFSTVLDETYKIAITRFDDRIRVGGMAEIVGFNTQLAPARRETLEMV
                     VRDLYPHGGDISQAVFWSGLRPMTPDGTPIVGRTPLKNLYLNTGHGTLGWTMACGSGQ
                     LLADIIQGRRPAIVADDLSVARYRAGFQPLNIAPLHDIHPIR"
     gene            complement(1688598..1689800)
                     /locus_tag="YPA_1506"
     CDS             complement(1688598..1689800)
                     /locus_tag="YPA_1506"
                     /codon_start=1
                     /transl_table=11
                     /product="putative multidrug resistance protein"
                     /protein_id="ABG13473.1"
                     /db_xref="InterPro:IPR001958"
                     /db_xref="InterPro:IPR004812"
                     /db_xref="InterPro:IPR005829"
                     /db_xref="InterPro:IPR007114"
                     /translation="MQKFLFLLLSLILLGPLGIDLYLPTIPAIAKGLNSSESLIQSTI
                     ALFILVLGIGQLIAGPLVDKYGRKPIAIIGIVLYMLGAAMAALAVDPVMFVSSRLLQG
                     VSVCCTAVVAFSGVRDRLSGNEAARAFGFLNGTLNIVPALAPLLGGLLAEAFGWRAPF
                     WFLALYGLLVLVLIIMFLPETRPANTQPINGLPIKNYLRILRDSRFLVFALVNAGAMG
                     MALTYVSLAPNVLMVDAGLSPLQFSLAFGANGFWIMAVSFFANRIIQKVGRPTCLMIG
                     SLLMALGCFGLLFGLTQLSVDVQHHWLVYMLPVASACAGLAFMMGPATSYALEPYANE
                     AGVASALVGFVQMAGGAALGLLAMALPIEPKLSLAIVMLAVYWRGKRAEPVNMSAASW
                     KKYTNNGK"
     sig_peptide     complement(1689708..1689800)
                     /locus_tag="YPA_1506"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.691) with cleavage site probability 0.375 at
                     residue 31"
     gene            complement(1690065..1690934)
                     /locus_tag="YPA_1507"
     CDS             complement(1690065..1690934)
                     /locus_tag="YPA_1507"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13474.1"
                     /translation="MKKVQGIYRAPRQHWVGDGFPVRSMFSYQSHGKQLSPFLLLDYA
                     GPMDFTPTTQRRGVGQHPHRGFETVTIVYHGEVEHRDSTGNGGIIGPGDVQWMTAGAG
                     ILHEEFHSDAFAQKGGPFEMVQLWVNLPAKDKMTAPGYQAIRREAIPQVNLPDDAGNL
                     RVIAGEYAGNIGPAKTFSPLNVWDIRLTQGKSCEFSLPAGWNTALIVLHGTLLVNGDA
                     IAREAEMVLLDPTGTHLSIEANNDTVLLLLSGEPIDEPIVGYGPFVMNTQAQIAEAIA
                     DFNGGRFGNMDVA"
     gene            1691132..1692037
                     /locus_tag="YPA_1508"
     CDS             1691132..1692037
                     /locus_tag="YPA_1508"
                     /codon_start=1
                     /transl_table=11
                     /product="LysR-family transcriptional regulatory protein"
                     /protein_id="ABG13475.1"
                     /db_xref="InterPro:IPR000847"
                     /db_xref="InterPro:IPR006025"
                     /translation="MHDLNDLYYYAEVVEHGGFSAAARVLGLPKSKLSRRLALLEERL
                     GVRLIQRSTRRFAVTDVGRTYYEHCKAMIEEARAAQESIDLTRAEPRGVVRITCPVAL
                     LQATVSTMLADFMASCPLVTIHLEATNRQVDPVAEAIDIAIRVRPPPLQNSDLVLRVL
                     GNRCQCLVASPELIGRQGEVNTPVDLTGWPSLGLGQPQQTFIWNLEGPEKAHAAVYHQ
                     PRLVTADMNTLRSAALAGVGVVQLPLMMVTEQLAEGTLVRLLPDWSVRHEIIHAVYPS
                     RRGLLPSVRSVLDYLVQRFSQLDER"
     gene            complement(1692072..1693190)
                     /locus_tag="YPA_1509"
     CDS             complement(1692072..1693190)
                     /locus_tag="YPA_1509"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13476.1"
                     /translation="MKWYDGLRHPGVLAALSAAILFGAGTPLAKQLLNTVSPWLLAGL
                     LYLGSGIGLTLYRLITRPAAVSLPRNELLWFIGAILSGGIIAPVLLMVGLTGMPASGA
                     SLLLNAEGVFTALLAWFAFKENVDRRIALGMVIIIAGAVVLSWPEEVLNWWPKEAQFA
                     GLWPTLAILGACFAWGIDNNLTRKVSLNDATWIAAVKGGVAGVVNLALAFALGATLPP
                     LANLAGALLVGFLAYGVSLALFVIGLRHLGTARTGAYFSIAPFLGAVLAVALGDTVTI
                     PLLIAGLLMAIGIGLHLTEQHEHQHTHDEMIHEHEHIHDEHHQHRHDFPVDAGTAHKH
                     RHQHLPMAHSHSHFPDSHHQHKHPRHKHNQHKYHQHKH"
     sig_peptide     complement(1693101..1693190)
                     /locus_tag="YPA_1509"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.986 at
                     residue 30"
     gene            complement(1693298..1694572)
                     /locus_tag="YPA_1510"
     CDS             complement(1693298..1694572)
                     /locus_tag="YPA_1510"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13477.1"
                     /translation="MGYFIDRRLNGKNKSMVNRQRFLRRYKSQIKQSIADAINKRSVT
                     DIESGESVSIPIDDINEPMFHQGNGGLRHRVHPGNDHFITNDRVDRPQGGGGGGSGQG
                     NAGKDGEGEDEFVFQISKDEYLDLLFEDLALPNLKRNQYKQLAEFKTHRAGYTSNGVP
                     ANISVVRSLQNSLARRTAMTASKRRELRELEAALTVLENSEPAQLLEEERLRKAITEL
                     KQKIARVPFIDTFDLRYKNYERRPEPSSQAVMFCLMDVSGSMDQATKDMAKRFYILLY
                     LFLSRTYKNVDVVYIRHHTQAKEVDEQEFFYSQETGGTIVSSALKLMDEVVQERYNPA
                     QWNIYAAQASDGDNWADDSPLCHELLAKKILPVVRYYSYIEITRRAHQTLWREYEDLE
                     EKFDNFAIQHIREPEDIYPVFRELFHKQTVDN"
     gene            complement(1694722..1696656)
                     /locus_tag="YPA_1511"
     CDS             complement(1694722..1696656)
                     /locus_tag="YPA_1511"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13478.1"
                     /translation="MNIFDHYRQRYEAAKDEEFTLQEFLAICQQDRSAYANAAERLLM
                     AIGEPVMVDTALESRMSRLFSNRVIARYPAFEEFYGMEEAIEQIVSYLKHAAQGLEEK
                     KQILYLLGPVGGGKSSLAERLKALMQRVPIYILSANGERSPVNDHPLCLFNPQEDAAI
                     LAKEYNIPNRYLGTIMSPWAAKRLHEFGGDITKFKVIKVWPSILEQIAIAKTEPGDEN
                     NQDISALVGKVDIRKLEHHAQNDPDAYGYSGALCRANQGIMEFVEMFKAPIKVLHPLL
                     TATQEGNYNGTEGISALPFSGIILAHSNESEWVTFRNNKNNEAFLDRVYIVKVPYCLR
                     VSEEIKIYDKLLQNSELTHAPCAPGTLETLARFSILSRMKEPANSSIYSKMRVYDGES
                     LKDTDPKAKSYQEYRDYAGVDEGMSGLSTRFAFKILSRVFNFDHAEVAANPVHLFYVL
                     EQQIEREQFQQDIAEKYLEHLKGYLIPKYAEFIGKEIQTAYLESYSEYGQNIFDRYVI
                     YADFWIQDQEYRDPDTGQLFDRESLNAELEKIEKPAGISNPKDFRNEIVNFVLRARAN
                     NNGRNPNWTSYEKLRTVIEKKMFSNTEELLPVISFNAKTSTDEQKKHDDFVDRMMEKG
                     YTRKQVRLLCEWYLRVRKSS"
     gene            1697079..1697849
                     /locus_tag="YPA_1512"
     CDS             1697079..1697849
                     /locus_tag="YPA_1512"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13479.1"
                     /translation="MKKDRKEMNQIKTLAALTVALAVCMPTANAGNWSLGASALVSPD
                     PYRGKNDRVYPVPVVSYESDNFYFRTLAAGYYLWNDSSNRLSIDAFYSPLHFKPGDSD
                     DQQMKQLNRRRSTMMAGMSYSHIEDWGTLRAMFAGDILDNSDGFVGDLAYLYRFSIDS
                     WTLTPGVGVSWSSKDQNSYYYGVSRGESARSGLAEYNPSDSWSPYLELSANYNINPNW
                     NAFFTGRYIRLANEVKNSPMVDQSYTGVLWTGVTYTFR"
     sig_peptide     1697079..1697171
                     /locus_tag="YPA_1512"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.992 at
                     residue 31"
     gene            complement(1697922..1698797)
                     /locus_tag="YPA_1513"
     CDS             complement(1697922..1698797)
                     /locus_tag="YPA_1513"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13480.1"
                     /translation="MNEKVFTLPVVEQISPYISQRQLDELPVVVVSHPKVRAAISLQG
                     AHLLAYQPSGEQPIIWLSNNTPFKEGIAIRGGVPICWPWFGPTAQPAHGFARILPWTL
                     SAHDENENGVILTFTLEDNDMTRQYWPHAFTLIARFKLGDECEVELESHGDYQAAAAL
                     HTYFQIGDISQIKVSGLGEKYLDKVLKVADVTQQGDLVFNGQTDRVYTQPEAYSLIKD
                     AALKRTIEVHHHHQSDVVAWNPGAELSCSMVDMPNDGYKTMVCVETARVNKPLVAAPD
                     APARLAMTIRSRKNT"
     gene            complement(1699111..1700106)
                     /locus_tag="YPA_1514"
     CDS             complement(1699111..1700106)
                     /locus_tag="YPA_1514"
                     /EC_number="1.2.1.12"
                     /codon_start=1
                     /transl_table=11
                     /product="glyceraldehyde-3-phosphate dehydrogenase"
                     /protein_id="ABG13481.1"
                     /db_xref="InterPro:IPR000173"
                     /db_xref="InterPro:IPR006424"
                     /db_xref="InterPro:IPR011596"
                     /translation="MTIKVGINGFGRIGRIVFRAAQERSDIEIVAINDLLDADYMAYM
                     LKYDSTHGRFDGTVEVKDGHLVVNGKTIRVTAERDPANLKWNEVNVDVVAEATGLFLT
                     DETARKHIAAGAKKVVLTGPSKDDTPMFVMGVNHKAYAGQEIVSNASCTTNCLAPLAK
                     VINDKFGIVEALMTTVHATTATQKTVDGPSHKDWRGGRGASQNIIPSSTGAAKAVGKV
                     IPELNGKLTGMAFRVPTPNVSVVDLTARLEKPASYKEICAAIKAASEGELKGVLGYTE
                     DDVVSTDFNGEKLTSVFDAKAGIALNDNFVKLVSWYDNETGYSNKVLDLISHISK"
     gene            1700454..1700867
                     /locus_tag="YPA_1515"
     CDS             1700454..1700867
                     /locus_tag="YPA_1515"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13482.1"
                     /db_xref="InterPro:IPR002579"
                     /translation="MAKELNPTENIEKLSDIQRYVTQERGTEAPFTGKLLHNKRDGVY
                     QCLCCHQPLFISESKFDSGCGWPSFYQPIDADSIRYIDDYSHNMHRIEIRCGNCDAHL
                     GHVFPDGPQPTGERYCINSASLNFVDDQNGEQTAG"
     gene            1700836..1701210
                     /locus_tag="YPA_1516"
     CDS             1700836..1701210
                     /locus_tag="YPA_1516"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13483.1"
                     /translation="MTKMVSKLQAEEKHRNYIYEESIQLIIRLSEDALMELEDLISVM
                     TPEIYQRLVQAVELGKWPDGVALTSEQKENSLQMVMLWQARHNRDAQHMSIGTDGQIV
                     MKTKQELKQQFSQSTLVKLKPE"
     gene            complement(1701344..1701991)
                     /locus_tag="YPA_1517"
     CDS             complement(1701344..1701991)
                     /locus_tag="YPA_1517"
                     /EC_number="3.5.1.19"
                     /codon_start=1
                     /transl_table=11
                     /product="putative pyrazinamidase/nicotinamidase"
                     /protein_id="ABG13484.1"
                     /translation="MKAALLLIDLQNDFCPGGALAVSEGDEVISVANRMIEACLAKNI
                     PVIASQDWHPIEHRSFAVNAKAEPGTVGELEGLVQVWWPVHCVQEQPGAALHPQLKQG
                     AITAIFRKGQNPDIDSYSTFFDNGRRAKTALDSWLQQHSIDHLYVMGLATDYCVKYSV
                     LDALALGYQTTVISDGCRGVNLQPQDSQLAFDAMSDAGANLLALEQCLAEVVSAD"
     gene            complement(1702006..1703022)
                     /locus_tag="YPA_1518"
     CDS             complement(1702006..1703022)
                     /locus_tag="YPA_1518"
                     /EC_number="3.5.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="asparaginase"
                     /protein_id="ABG13485.1"
                     /db_xref="InterPro:IPR006033"
                     /db_xref="InterPro:IPR006034"
                     /translation="MQKKSIYVAYTGGTIGMQRSDNGYIPVSGHLQRQLALMPEFHRP
                     EMPDFTIHEYAPLIDSSDMTPEDWQHIANDIQQNYDLYDGFVILHGTDTMAFTASALS
                     FMLENLAKPVIITGSQIPLAELRSDGQTNLLNALYLAANHPVNEVSLFFNNQLFRGNR
                     TTKAHADGFDAFASPNLSVLLEAGIHIRRQSSVVSPTSNGPLIVHRITPQPIGVVTIY
                     PGISGAVVRNFLLQPVKALILRSYGVGNAPQKAELLDELKNASDRGIVVVNLTQCISG
                     SVNMGGYATGNALAQAGVISGFDMTVEAALTKLHYLLSQSLSPNEIRQLMQQNLRGEL
                     TDTQ"
     gene            complement(1703139..1704989)
                     /locus_tag="YPA_1519"
     CDS             complement(1703139..1704989)
                     /locus_tag="YPA_1519"
                     /codon_start=1
                     /transl_table=11
                     /product="protease IV"
                     /protein_id="ABG13486.1"
                     /db_xref="InterPro:IPR002142"
                     /db_xref="InterPro:IPR004634"
                     /db_xref="InterPro:IPR004635"
                     /translation="MRTLWRIIAGFFKWTWRLLNFTRELILNLFLALLILIGVGIYFQ
                     FQSKPVEPVKGALLVNLSGVIVDQPAINNKLRQWGRELLGASSNRLQENSLFDIVETI
                     RLAKDDDNINGLVLSLSDLTGADQSSLQYIGKALREFRDTGKKIYAVGDSYNQTQYYL
                     ASFANKIYLSPQGAVDLHGFASNNLYYKSLLENLKVTTNIFRVGTYKSAVEPMIRNDM
                     SAAAREADSRWVGGLWQNYLTTVSANRRLTPEQLFPGAAGVISGLQVAGGSQAKYALD
                     SKLVDQLAARPEVESALVEAFGWNKKTNDFNYISIYDYQPTPAPQQGEQIAVLFANGA
                     IIDGPQPPGNVGGDTLAAQIRQARLDPKIKAVILRVNSPGGSVSASELIRAELAALRA
                     AHKPLVVSMGGMAASGGYWISTPANYIVASPSTLTGSIGIFGVINTFQNSLASIGVHT
                     DGVATSPLADVSLTKALPPEFSQMMQINIENGYKTFIDLVATSRHKTPEQVDQIAQGH
                     VWIGLDAKSNGLVDQLGDFDDAVKKAAELAKLKTWQLNWFVDEPSLSDLILGQMSASV
                     HAMLPAAIQTWLPAPLSAMALAVKDQHGLFNTLNDPQNRYALCLTCGDVR"
     gene            1705152..1705703
                     /locus_tag="YPA_1520"
     CDS             1705152..1705703
                     /locus_tag="YPA_1520"
                     /codon_start=1
                     /transl_table=11
                     /product="putative nitroreductase"
                     /protein_id="ABG13487.1"
                     /translation="MDALELLLNRRSASRLTAPAPAGEVLDHIIHAGMRAPDHGALQP
                     WRFVLIENEGLVRFSQLLQKAVQQDGADETVLEKAKQAPFRAPLIITVIAHVTENAKV
                     PNWEQVVSAGCAVQAMQMAALAQGFNGIWRTGSWTHHPVVRQGFACREQDEIVGFLYL
                     GTPQLKSATKIMPPDHSAFVRYF"
     gene            1705928..1706974
                     /locus_tag="YPA_1521"
     CDS             1705928..1706974
                     /locus_tag="YPA_1521"
                     /EC_number="2.7.9.3"
                     /codon_start=1
                     /transl_table=11
                     /product="selenophosphate synthase"
                     /protein_id="ABG13488.1"
                     /db_xref="InterPro:IPR004536"
                     /translation="MASPAIRLTQYSHGAGCGCKISPKVLDKILHTEQQKFFDPRLLV
                     GNETRDDAAVYDIGNGVGIISTTDFFMPIVDDPFDFGRIAATNAISDVYAMGGKPIMA
                     IAILGWPIDKLAPEIAQQVIEGGRYVCQQAGISLAGGHSIDAPEPILGLAVTGIVSTE
                     QVKKNSAAKPGCKLFLTKPLGIGILTTAEKKSKLRPEHRGLATETMCQLNKPGADFAH
                     IPGVTAMTDVTGFGLLGHLSEICQGSGVQAILHYSAIPRLPAVEDYIAEGCVPGGTGR
                     NFDSYGHLIGNMSDLQKQLLCDPQTSGGLLLAVLPDAEADVQAIAAQHGMTLSPIGEL
                     TSADSRRALIEIVV"
     gene            1707033..1708961
                     /locus_tag="YPA_1522"
     CDS             1707033..1708961
                     /locus_tag="YPA_1522"
                     /EC_number="5.99.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase III"
                     /protein_id="ABG13489.1"
                     /db_xref="InterPro:IPR000380"
                     /db_xref="InterPro:IPR003601"
                     /db_xref="InterPro:IPR003602"
                     /db_xref="InterPro:IPR005738"
                     /db_xref="InterPro:IPR006154"
                     /translation="MMRLFIAEKPSLARAIADILPKPHRRGDGFIACGNDQMVTWCVG
                     HLLEQAQPDAYDSRYARWSLADLPIIPEKWQLQPRPSVSKQLNVIKQLLQQADEVVHA
                     GDPDREGQLLVDEVLDYLGLAAEKRQNVRRCLINDLNPQAVERAVERLRYNREFIPLC
                     VSALARARADWLYGINMTRAYTILGRNAGYDGVLSVGRVQTPVLGLVVRRDEEIESFI
                     PKDFFEVKAHIVTPADERFIALWQPSDSCESYQDEEGRLLHRPLAEHVVNRITGQPAL
                     VTSYNDKRESETAPLPFSLSTLQIEAAKRFGLSAQQVLDICQRLYETHKLITYPRSDC
                     RYLPEEHFAGRHSVLNAISLHQSDLLPLEVMDSDRRNRCWDDKKVDAHHAIIPTARAS
                     KVNLTTDEGKVYRLVAQQYLMQFCPDAQFRKCVIELDIAGGKFIAKARFLAEAGWRTL
                     LGSKERDEENEGAPLPVVAKGAELLCERGEVVERQTQPPRPFTDASLLSAMTGIARFV
                     QDKELKKVLRATDGLGTEATRAGIIELLFKRTFLFKKGRYIHASPAGRALIHALPDIA
                     ARPDMTAHWESTLTQISEKNCRYQDFMQPLVMTLQDLISQAKQNRSPQVFRGLPVGPS
                     GAPKKRKKISSKAKESKS"
     gene            1708958..1709248
                     /locus_tag="YPA_1523"
     CDS             1708958..1709248
                     /locus_tag="YPA_1523"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13490.1"
                     /translation="MKTRLLLSCIGFATLISGAALANRSNVDVIVPLPPEVWNNSSNR
                     NTNNNPCTRCCVYQNQNYSEGAVLRIEGEILQCVRDAGVIGTNPLIWKRLTR"
     sig_peptide     1708958..1709026
                     /locus_tag="YPA_1523"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.991 at
                     residue 23"
     gene            complement(1709261..1709647)
                     /locus_tag="YPA_1524"
     CDS             complement(1709261..1709647)
                     /locus_tag="YPA_1524"
                     /codon_start=1
                     /transl_table=11
                     /product="putative pyrophosphohydrolase"
                     /protein_id="ABG13491.1"
                     /db_xref="InterPro:IPR000086"
                     /translation="MIDVVAAIIERDGKILLAQRDGQSDQAGLWEFPGGKVEAGETQP
                     QALIRELAEELGIEATVAGYIATNQWVAANNRIRLHAWYVNHFSGEPVRHCHAAFIWL
                     TPLEAYRYSLAPADIPLLDAFIAQRQ"
     gene            complement(1709745..1710551)
                     /locus_tag="YPA_1525"
     CDS             complement(1709745..1710551)
                     /locus_tag="YPA_1525"
                     /EC_number="3.1.11.2"
                     /codon_start=1
                     /transl_table=11
                     /product="Exodeoxyribonuclease III"
                     /protein_id="ABG13492.1"
                     /db_xref="InterPro:IPR000097"
                     /db_xref="InterPro:IPR004808"
                     /translation="MKFVSFNINGLRARPHQLAAIIEQHQPDVIGLQETKVHDDMFPL
                     EDVSQHGYHVFYHGQKGHYGVALLTKEQPLAVRRGFPSDEEDAQRRIIMADLATPQGT
                     LTVINGYFPQGESRDHPIKFPAKARFYADLQRYLEEQLSPEAQVLIMGDLNISPTDLD
                     IGIGEDNRKRWLRTGKCSFLPEEREWLERLQNWGLVDTFRAANPDCNDHFSWFDYRSR
                     GFDENRGLRIDLLLASQPLAARCIATGIDYAIRGMEKPSDHAPVWSEFSL"
     gene            1711361..1712221
                     /locus_tag="YPA_1526"
     CDS             1711361..1712221
                     /locus_tag="YPA_1526"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG13493.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MFLSRKLEAFMAVVENGSLSKAARVMNRTTPPVAKSIKDFESII
                     GKKLFKREKFGMSLTRDGEVLYNDLKDLYQQEKEITKKHLTGHVSNVINIYYDWGKSE
                     NLTQLYKIAEKNNIQANIIKFYYENIDEIGDYDGNSLILSSEKIASERFMLLNEVQDI
                     GFGIYGRKDIINESEDIINILHSNVWLCNPTLYKSKFVKSLEESVKKQYDKVSVRQVD
                     NLACCLNFIYSGRYICITDSIMDDFNGDSKLDFVNLTNFKDENKLYFYKSRSHSSVLN
                     RLIDYIHTLE"
     gene            complement(1712729..1712813)
                     /locus_tag="YPA_r051"
                     /note="tRNA-Tyr2"
     tRNA            complement(1712729..1712813)
                     /locus_tag="YPA_r051"
                     /product="tRNA-Tyr"
     gene            1713093..1714301
                     /locus_tag="YPA_1528"
     CDS             1713093..1714301
                     /locus_tag="YPA_1528"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG13494.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(1714264..1715133)
                     /locus_tag="YPA_1529"
     CDS             complement(1714264..1715133)
                     /locus_tag="YPA_1529"
                     /EC_number="3.5.1.10"
                     /codon_start=1
                     /transl_table=11
                     /product="formyltetrahydrofolate deformylase"
                     /protein_id="ABG13495.1"
                     /db_xref="InterPro:IPR004810"
                     /translation="MPHQNVQKKVLRTICPDAKGLIAKITNICYKHQLNIVQNNEFVD
                     HLTGRFFMRTELEGIFNDTTLLADLDDALPEGTNRELHVAGRRRIIIMVTKEAHCLGD
                     LLMKSAYGGLDVEIAAVIGNHDALQNLVERFDIPFHLVSHEGLTREQHDQQLIEKIEQ
                     YQPDYVVLAKYMRVLTPAFVQRFPYQIINIHHSFLPAFIGARPYHQAYERGVKIIGAT
                     AHYVNDSLDEGPIIMQDVINVDHSYTAEDMMRAGRDVEKNVLSSALYRSLSIILCNCH
                     RIKGDRSGGHRTR"
     gene            complement(1715217..1715681)
                     /locus_tag="YPA_1530"
     CDS             complement(1715217..1715681)
                     /locus_tag="YPA_1530"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13496.1"
                     /translation="MSELCPCGSILNYHECCGPYILGTQVAAKPAILMRSRYCAYVEK
                     NVDYLIATWHPDCHAQEWRESIIQGFTKTVWHGLTVIAETPGRHPDEAFVEFIARFTD
                     ADNAQITAMHERSRFLRIKEHWYYIDGIRPSLGRNDTCLCGSGKKHKKCCGR"
     gene            1717015..1718031
                     /locus_tag="YPA_1531"
     CDS             1717015..1718031
                     /locus_tag="YPA_1531"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator"
                     /protein_id="ABG13497.1"
                     /db_xref="InterPro:IPR001789"
                     /translation="MEKPLAGKNILVVEDEVVFRTVLAEYLGSLGATIHQAENGLAAL
                     YQLKGHSPDLILCDLAMPKMGGIEFVEQLLLKGIKIPVLVISATDKMADIAQVLRLGV
                     KDVLLKPIVDLNRLREAVLACLYPTLFTSHAIEETELIQDWEALRKNPSGALQLLKQL
                     QPPAQQTLAHCRINYRQLTMVEKPGLVLDIAALSDKDLAFYCLDVTRAGDNGVLAALL
                     LRVLFNGILQEHLTHQQQRLPQMSSLLKQVNLLLRRTHLDGQFPLLVGYYHVEYQNLI
                     LVSAGLHANISAGKNQIQLNNGVPLGTLKTAHLNQVSQRCEAWQCQVWGGGSRLRLML
                     AAEE"
     gene            1718338..1719684
                     /locus_tag="YPA_1532"
     CDS             1718338..1719684
                     /locus_tag="YPA_1532"
                     /EC_number="1.1.1.22"
                     /codon_start=1
                     /transl_table=11
                     /product="putative nucleotide sugar dehydrogenase"
                     /protein_id="ABG13498.1"
                     /db_xref="InterPro:IPR000205"
                     /translation="MKVTVFGIGYVGLVQATVLAEVGHDVLCIDIDANKVADLKKGRI
                     AIFEPGLAPLVKENYEAGRLQFSTDAQAGVAHGVIQFIAVGTPPDEDGAADLKYVLDV
                     ASTIGTYMDSPKVIIDKSTVPVGTADKVHQVIQAILEQRGEKIDFSVVSNPEFLKEGA
                     AVADCKRPERIVIGIDTDDSGALELISELYEPFNRNHDRMLVMDIRSAELTKYAANGM
                     LATKISFMNEIANIAERLGADIEKVRQGIGSDSRIGYHFIYSGCGYGGSCFPKDIQAL
                     IRTAEDKGYKPQLLQAVEQINNQQKYKLTEFIKSHFNSQLAGKTFAVWGLAFKPNTDD
                     MREAPSRVVMESLWEAGATIQAYDPEAMDETQRIYGARDDLRLMGTKESALQGADALI
                     ICTEWQSFRAPDFDMIKSRLKHPVIFDGRNLYDPERLNSRGFTYYGIGRGVSINLS"
     gene            complement(1720119..1720517)
                     /locus_tag="YPA_1533"
     CDS             complement(1720119..1720517)
                     /locus_tag="YPA_1533"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoid protein H-NS"
                     /protein_id="ABG13499.1"
                     /db_xref="InterPro:IPR001801"
                     /translation="MSEALKILNNIRTLRAQARECTLETLEEMLEKLEVVVNERREEE
                     SQSQAEIEERARKLQQYREMLIADGIDPNELLQASAAAKAAGKAKRPAKYQYKDENGE
                     LKTWTGQGRTPAVIKKAIEEQGKSLDDFLL"
     gene            1721267..1721857
                     /locus_tag="YPA_1534"
     CDS             1721267..1721857
                     /locus_tag="YPA_1534"
                     /EC_number="2.7.1.21"
                     /codon_start=1
                     /transl_table=11
                     /product="thymidine kinase"
                     /protein_id="ABG13500.1"
                     /db_xref="InterPro:IPR001267"
                     /translation="MAQLYFYYSAMNAGKSTALLQSSYNYQERGMRTLVFTAEIDNRF
                     GVGTVSSRIGLSSQAQLYNSGTSLLSIIAAEHQDTPIHCILLDECQFLTKEQVQELCQ
                     VVDELHLPVLCYGLRTDFLGELFPGSKYLLAWADKLVELKTICHCGRKANMVLRLDEQ
                     GRAVHNGEQVVIGGNESYVSVCRRHYKEAIKAACCS"
     gene            complement(1722226..1723005)
                     /locus_tag="YPA_1535"
     CDS             complement(1722226..1723005)
                     /locus_tag="YPA_1535"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13501.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1723005..1724027)
                     /locus_tag="YPA_1536"
     CDS             complement(1723005..1724027)
                     /locus_tag="YPA_1536"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13502.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(1724567..1727242)
                     /locus_tag="YPA_1537"
     CDS             complement(1724567..1727242)
                     /locus_tag="YPA_1537"
                     /codon_start=1
                     /transl_table=11
                     /product="aldehyde-alcohol dehydrogenase"
                     /protein_id="ABG13503.1"
                     /db_xref="InterPro:IPR001670"
                     /translation="MAVTNVAELNELVARVKKAQREYANFSQEQVDKIFRAAALAAAD
                     ARIPLAKLAVTESGMGIVEDKVIKNHFASEYIYNAYKDEKTCGILCEDKTFGTITIAE
                     PIGLICGIVPTTNPTSTAIFKALISLKTRNGIIFSPHPRAKDATNKAADIVLQAAIAA
                     GAPADIIGWIDAPTVELSNQLMHHPDINLILATGGPGMVKAAYSSGKPAIGVGAGNTP
                     VVVDETADIKRVVASILMSKTFDNGVICASEQSIIVVDSVYDAVRERFASHGGYLLQG
                     KELKAVQDIILKNGGLNAAIVGQPATKIAEMAGIKVPSNTKILIGEVKVVDESEPFAH
                     EKLSPTLAMYRAKNFEEAVEKAEKLVEMGGIGHTSCLYTDQDNQTARVKYFGDKMKTA
                     RILINTPASQGGIGDLYNFKLAPSLTLGCGSWGGNSISENVGPKHLINKKTVAKRAEN
                     MLWHKLPKSIYFRRGSLPIALEEVATDGAKRAFIVTDRYLFNNGYADQVTSVLKSHGI
                     ETEVFFEVEADPTLSIVRKGAEQMNSFKPDVIIALGGGSPMDAAKIMWVMYEHPETHF
                     EELALRFMDIRKRIYKFPKMGVKAKLVAITTTSGTGSEVTPFAVVTDDATGQKYPLAD
                     YALTPDMAIVDANLVMNMPKSLCAFGGLDAVTHALEAYVSVLANEYSDGQALQALKLL
                     KEFLPASYNEGAKNPVARERVHNAATIAGIAFANAFLGVCHSMAHKLGSEFHIPHGLA
                     NAMLISNVIRYNANDNPTKQTAFSQYDRPQARRRYAEIADHLGLSAPGDRTAQKIQKL
                     LAWLDEIKAELGIPASIREAGVQEADFLAKVDKLSEDAFDDQCTGANPRYPLISELKQ
                     ILMDTYYGREYVEEFDREEEVAAATAPKAEKKTKK"
     gene            1728049..1728693
                     /locus_tag="YPA_1538"
     CDS             1728049..1728693
                     /locus_tag="YPA_1538"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13504.1"
                     /db_xref="InterPro:IPR002771"
                     /translation="MSQSLLDLSGYIKFFVGLFALVNPVGILPVFISMTSYQAAAGRD
                     KTNLTANLSVAIILWISLFLGDAILTIFGISIDSFRIAGGILVVSIAMSMISGKLGED
                     KQNKQEKTETAVRESIGVVPLALPLMAGPGAISSTIVWSSRYHSWQNLLGLTVAIALF
                     AFCCWLLFRAAPLLVRLLGQTGINVITRIMGLLLMALGIEFIVTGIKAIFPGLL"
     gene            1729531..1731168
                     /locus_tag="YPA_1539"
     CDS             1729531..1731168
                     /locus_tag="YPA_1539"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic oligopeptide-binding protein
                     precursor"
                     /protein_id="ABG13505.1"
                     /db_xref="InterPro:IPR000914"
                     /translation="MTNITKKNLITAAVAVAMSMMAAGNTFAANVPTGVQLAEKQVLV
                     RNNGSEPQSLDPHKIEGVPESNISRDLLEGLVINDPNGNIVPGAAESWDNKDFKVWTF
                     NIRKDAKWSNGDPVTAQDFVYSWQRLADPKTVSPYASYLQYAHLTNIDDIITGKAAPD
                     TLGVKALDDHTLEVTLSEPVPYLDKLLAHPSMSPVNKTVVEKFGEKWTQPQNFVGNGA
                     YKLKDWIVNERIVLERSPTYWDNAKTVINQVTYLPISSEVTDVNRYRSGEIDMTYNNM
                     PIELFQKLKKEIPDQVHVDPYLCTYYYEINNQKAPFTDARVREALKLGMDRDIIVNKV
                     KNQGDLPAYGFTPPYTSGAELTPPEWFSWTQEKRNEVAKKLLAEAGYTKDNPLKFSLL
                     YNTSDLHKKLAIAAASIWKKNLGVDVKLENQEWKTFLDTRHQGTYDVARAAWCADYNE
                     PSSFLNMMLSNSSNNTTHYKSSVFDKLIEDTLKVKSEKERADLYQQAEIQLDKDSAIV
                     PVFYYVSARLVKPYVGGYTGKDPLDNMHVKDLYIIKQ"
     sig_peptide     1729531..1729617
                     /locus_tag="YPA_1539"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 29"
     gene            1731255..1732175
                     /locus_tag="YPA_1540"
     CDS             1731255..1732175
                     /locus_tag="YPA_1540"
                     /codon_start=1
                     /transl_table=11
                     /product="oligopeptide transport system permease protein"
                     /protein_id="ABG13506.1"
                     /translation="MLKFILRRCLEAIPTLFILITISFFMMRLAPGSPFTGERNLPPE
                     VMANIEAKYHLNDPIYKQYFNYLGQLAKGDLGPSFKYKDYTVNDLVSSSFPVSAKLGF
                     AAFMLAVILGVSAGVIAALNQNTKWDYTVMGFAMTGVVIPSFVVAPLLVLVFAIILKW
                     LPGGGWNGGAPKYIILPMVALSLAYIASIARITRGSMIEVLHSNFIRTARAKGLPLRT
                     IVLRHALKPALLPVLSYMGPAFVGIITGSMVIETIFGLPGIGQLFVNGALNRDYSLVL
                     SLTILVGALTILFNAIVDVLYAVIDPKIRY"
     gene            1732194..1733099
                     /locus_tag="YPA_1541"
     CDS             1732194..1733099
                     /locus_tag="YPA_1541"
                     /codon_start=1
                     /transl_table=11
                     /product="oligopeptide transport system permease protein"
                     /protein_id="ABG13507.1"
                     /translation="MLSKKNSEALDVFSEKLEVEGRSLWQDARRRFVHNRAAITSLVI
                     LMLITLFVILAPMLAQFTYEDTDWGMMSAAPDIESGHYFGTDSSGRDLLVRVAIGGRI
                     SLMVGVAAALVAVVVGTLYGSLSGYLGGKIDSLMMRLLEILNSFPFMFFVILLVTFFG
                     QNILLIFVAIGMVSWLDMARIVRGQTLSLKRKEFIEAALVGGVSTRNIVLRHIVPNVL
                     GVVVVYASLLVPSMILFESFLSFLGLGTQEPLSSWGALLSDGANSMEVSPWLLMFPAG
                     FLVVTLFCFNFIGDGLRDALDPKDR"
     gene            1733111..1734112
                     /locus_tag="YPA_1542"
     CDS             1733111..1734112
                     /locus_tag="YPA_1542"
                     /codon_start=1
                     /transl_table=11
                     /product="oligopeptide transport ATP-binding protein"
                     /protein_id="ABG13508.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR010066"
                     /translation="MTTINNHSTVQSSVLLEVKDLTVTFGTSDGDVTAVNALNFALRA
                     GETLGIVGESGSGKSQTAFALMGLLASNGRIGGSAKFNGREILNLPEKQLNRLRAEEI
                     AMIFQDPMTSLNPYMRVGEQLMEVLQLHKKMSKSEAFEESIRMLDAVKMPEARKRMRM
                     YPHEFSGGMRQRVMIAMALLCRPKLLIADEPTTALDVTVQAQIMTLLNELKREFNTAI
                     IMITHDLGVVAGICDKVLVMYAGRTMEYGQARDIFYHPSHPYSIGLLNAVPRLDAEGE
                     SLITIPGNPPNLLRLPKGCPFQPRCQYAMDRCSTAPVLEHFGEGRLRACYKPVGELV"
     gene            1734109..1735110
                     /locus_tag="YPA_1543"
     CDS             1734109..1735110
                     /locus_tag="YPA_1543"
                     /codon_start=1
                     /transl_table=11
                     /product="oligopeptide transport ATP-binding protein"
                     /protein_id="ABG13509.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR010066"
                     /translation="MNAMTEKKVLLEVADLKVYFNIQDGKQWFWQPSKTLKAVDGVTL
                     RLYEGETLGVVGESGCGKSTFARAIIGLVKATGGSVAWLGKDLLNMSDADWRATRSDI
                     QMIFQDPLASLNPRMTIGEIIAEPLRTYHPKISRQEVKDKVKAMMLKVGLLPNLINRY
                     PHEFSGGQCQRIGIARALILEPKLVICDEPVSALDVSIQAQVVNLLQQLQREMGLSLI
                     FIAHDLAVVKHISDRVLVMYLGHAVELGTYDEVYHNPQHPYTKALMSAVPIPDPDKER
                     VKVIQLLEGELPSPIDPPSGCVFRTRCPIAGTECAKTRPLLEGSFRHAVSCLKVDPL"
     gene            1735671..1735886
                     /locus_tag="YPA_1544"
     CDS             1735671..1735886
                     /locus_tag="YPA_1544"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13510.1"
                     /translation="MKKLILLSSLFLLSSSAFAINERGEYEEEDFKKHCDKTAATIVK
                     YATPGFNIFSIFKDLIEHGELKDGCGN"
     sig_peptide     1735671..1735730
                     /locus_tag="YPA_1544"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.799 at
                     residue 20"
     gene            complement(1736185..1736538)
                     /locus_tag="YPA_1545"
     CDS             complement(1736185..1736538)
                     /locus_tag="YPA_1545"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13511.1"
                     /db_xref="InterPro:IPR007376"
                     /translation="MDQNTQEPSSMDLNNRLTEDETLEQAYDIFLELAGDNLDPADIL
                     LFNLQFEERGGAELFDPAEDWQEHVDFDINPDFFAEVVIGLADSDGEEINDIFARVLL
                     CREKDHKLCHILWKE"
     gene            complement(1736673..1738133)
                     /locus_tag="YPA_1546"
     CDS             complement(1736673..1738133)
                     /locus_tag="YPA_1546"
                     /EC_number="2.7.8.-"
                     /codon_start=1
                     /transl_table=11
                     /product="cardiolipin synthetase 2"
                     /protein_id="ABG13512.1"
                     /db_xref="InterPro:IPR001736"
                     /translation="MTTFYTVISWLSVFGYWLLIAGVTLRILMKRRAVPSAMAWLLII
                     YILPLVGIIAYLSFGELHLGKRRAERAKAMWPSTARWLSELKECQHIFANSNSEVASP
                     LFQLCERRQGINGVKGNQLQLLTTTDDTLKALVRDIELARHNIEMVFYIWQPGGLVDQ
                     VAESLMAAARRGVHCRLLLDSAGSKQFFRSPYPAMMRNAGIEVVEALKVNVFRMFLRR
                     MDLRQHRKIVLIDNYVAYTGSMNMVDPRFFKQDAGVGQWIDMMARMEGPVATTLGIVY
                     ACDWEIETGKRILPPPPDANIMPFEEETGHTIQVIASGPGFPEEMIHQALLTAVYAAR
                     EQLIMTTPYFVPSDDLLHAICTAAQRGVDVSIIVPRENDSMMVRWASRAFFTELLNAG
                     VKIYQFEGGLLHSKSVLVDGQLSLVGTVNLDMRSLWLNFEITLVIDDDGFGADLAQVQ
                     DDYIARSALLDGERWNKRPLWHRVTERLFYFFSPLL"
     gene            1739180..1739719
                     /locus_tag="YPA_1547"
     CDS             1739180..1739719
                     /locus_tag="YPA_1547"
                     /codon_start=1
                     /transl_table=11
                     /product="attachment invasion locus protein precursor"
                     /protein_id="ABG13513.1"
                     /db_xref="InterPro:IPR000758"
                     /translation="MKWITTLAPLSLALSLGISVANAASDASNTVSFGYAQSTLKIDG
                     EKIGKDNKGFNLKYRHELDSVLGIVASFTHTKQNYGMPGDSDGKRKVEYYSLMVGPSW
                     RFNEFVSAYALIGATQGKSTHTKPRMVSNTVSKTSMGYGAGLQFNPVKHVAIDTAYEY
                     AKIEDVKIGTWIVGVGYRF"
     sig_peptide     1739180..1739251
                     /locus_tag="YPA_1547"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.982 at
                     residue 24"
     gene            1739694..1739822
                     /locus_tag="YPA_1548"
     CDS             1739694..1739822
                     /locus_tag="YPA_1548"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13514.1"
                     /translation="MWGLVTASNILLINADNQNDLLVIITFMPPYKLGGFYIRITK"
     gene            1739940..1740203
                     /locus_tag="YPA_1549"
     CDS             1739940..1740203
                     /locus_tag="YPA_1549"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13515.1"
                     /translation="MSQYKLAKTVFFGDLKVSAALYKYEIYCEESELIYHAAIYSEQV
                     IAAGKHTYPVWVRKDHMILKSPAHILEKAVEACEEHWLKHYKG"
     gene            complement(1740319..1740564)
                     /locus_tag="YPA_1550"
     CDS             complement(1740319..1740564)
                     /locus_tag="YPA_1550"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13516.1"
                     /translation="MECPVCNNTQLVMTERKSIEIDYCPNCRGVWLDRGKLDKLIEKS
                     VENSPATSFSDEREHGNHGYSKSKHYRKKGFLSRFFD"
     gene            complement(1740787..1741083)
                     /locus_tag="YPA_1551"
     CDS             complement(1740787..1741083)
                     /locus_tag="YPA_1551"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13517.1"
                     /translation="MFYVIFATDVPNSLEKRMSVRPAHLARLQALQDQGRLLTAGPNP
                     AIDSADPGNAGFTGSTVIADFSSLQEAEIWAEQDPYVAAGVYQSVIIKPFKRVF"
     gene            1741384..1742142
                     /locus_tag="YPA_1552"
     CDS             1741384..1742142
                     /locus_tag="YPA_1552"
                     /codon_start=1
                     /transl_table=11
                     /product="TonB protein"
                     /protein_id="ABG13518.1"
                     /db_xref="InterPro:IPR003538"
                     /db_xref="InterPro:IPR006260"
                     /translation="MQLIKFFSDRRLTWSLIFSIGLHGSVVAALLYVSVEQMKIQPEI
                     EDTPLAVTMVNIAEFAAPQPAAAAPEPVQETPAVPEETPPVLEETPPEPEELPEPVPV
                     PVPEPVKPKPKPVKKEVKKPEVKKTQAPPDDKPFKSDEAALVANNAPVKSAPVASTPG
                     LSTSAGPKALSKAKPSYPARALALGIEGQVKVQYDIDESGRVTNVRVLEATPRNTFER
                     EVKQVMRKWRFEAVAAKNYVTTIVFKLDGKMEMN"
     sig_peptide     1741384..1741470
                     /locus_tag="YPA_1552"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.950) with cleavage site probability 0.905 at
                     residue 29"
     gene            complement(1742178..1743386)
                     /locus_tag="YPA_1553"
     CDS             complement(1742178..1743386)
                     /locus_tag="YPA_1553"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG13519.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(1743534..1743983)
                     /locus_tag="YPA_1554"
     CDS             complement(1743534..1743983)
                     /locus_tag="YPA_1554"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acyl-CoA thioester hydrolase"
                     /protein_id="ABG13520.1"
                     /translation="MTQEQQLSGGELSLPNGELVLRTLAMPADTNANGDIFGGWLMSQ
                     MDIGGAIQAKEIAQGRVVTVRVDGMTFLKPVAVGDVVCCYARCIKTGHSSITINIEVW
                     VKKVSSEPIGQRYRATEAVFTYVAVDDAGKPRGLPSGKGNFEVGATQ"
     gene            complement(1744063..1744605)
                     /locus_tag="YPA_1555"
     CDS             complement(1744063..1744605)
                     /locus_tag="YPA_1555"
                     /codon_start=1
                     /transl_table=11
                     /product="putative intracellular septation protein"
                     /protein_id="ABG13521.1"
                     /db_xref="InterPro:IPR006008"
                     /translation="MKQLLDFLPLVVFFIFYKMYDIFVASGALIVATLVALAFTWLKY
                     RKVEKMTLVTAAMVLVFGTLTLAFHSDLFIKWKVTVLYVLFALALLVSQWVMKKPLIQ
                     RMLGKELTLPDKVWSTLNLSWAIFFLVCGLLNIYVAFWLPQDIWVNFKVFGLTALTLI
                     FTLISGVYIYRHMPEEQKKS"
     gene            1744836..1745918
                     /locus_tag="YPA_1556"
     CDS             1744836..1745918
                     /locus_tag="YPA_1556"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13522.1"
                     /translation="MQKKSLRYWMPGLTQLMAYERDWIKPDLRAGLSVAAVALPIAIA
                     YAELTGVSAAVGLYSCILPMIAYAFFGSSRQLIVGPDAATCAVIAAVVAPLAAGNSEV
                     HWQLTIMMTLMMGSWCLVASRFKLGALADLLSRPILTGLLNGVAITIIVDQLGKVFGF
                     MTRPPQLIERVLALPYNMFNSHLPTVAISLLTFVVLYGVKWLRPNWPAPLLAIVIATF
                     VSWAANMQQFGVDVVGGFEGGLPIVHWPDFQPGLLRDMVIPALNLAVVSFVSMMLTAR
                     SFAAKNGYDVDVELRALGITNIVSALSQGFAISGASTRTAVNDANNGKSQLVSIIAAL
                     VIAMVLLFLTRPLQFIPIAALGVVLI"
     gene            1745950..1746570
                     /locus_tag="YPA_1557"
     CDS             1745950..1746570
                     /locus_tag="YPA_1557"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate permease family protein"
                     /protein_id="ABG13523.1"
                     /db_xref="InterPro:IPR002645"
                     /translation="MWQLRKRNTQAFYLAIFTFVSVVLVGVISGIGLAVLLGLLQFLR
                     TVFRPTEQLLGVNADGMIHSMGNGNGIKAVPGVMIYRFNSPLTYFNVAYFKRRILNLV
                     DSTPHPADWVVIDAVASFTYADISVLAAIDELKRDLKQRNIKLILAGRRTELTRWFRI
                     NRLKSHDDDLVLVPDLYLALKLIQSKRRVAEKQEHESETGLEPEIG"
     sig_peptide     1745950..1746054
                     /locus_tag="YPA_1557"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.860) with cleavage site probability 0.732 at
                     residue 35"
     gene            complement(1746691..1747461)
                     /locus_tag="YPA_1558"
     CDS             complement(1746691..1747461)
                     /locus_tag="YPA_1558"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13524.1"
                     /translation="MPITANTLYRDSFNFLRNQIAAILLLALLTAFITVMLNQTFMPA
                     SEQLSILSIPENDITSSGNLSISEIVSQMTPEQQMVLLRVSAVATFSALVGNVLLVGG
                     LLTLIAMVSQGRRVSALQAIGLSLPILPRLLVLMFISTLVIQLGLTFFIVPGVAIAIA
                     LSLSPIIVTNERMGIFAAMKASAQLAFANVRLIVPAMMLWIAVKLLLLFLISRFTVLP
                     PTIATIVLSTLSNLASALLLVYLFRLYMLLRPVSLDKQ"
     sig_peptide     complement(1747348..1747461)
                     /locus_tag="YPA_1558"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.701) with cleavage site probability 0.449 at
                     residue 38"
     gene            1747623..1747838
                     /locus_tag="YPA_1559"
     CDS             1747623..1747838
                     /locus_tag="YPA_1559"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13525.1"
                     /translation="MHMLILLFISNRPVARQSKPPVYRTMSQTPVLMLMGVVQCSDNG
                     SIGMINGNLAFMIQINFNIINKLNNHT"
     gene            1747935..1748582
                     /locus_tag="YPA_1560"
     CDS             1747935..1748582
                     /locus_tag="YPA_1560"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13526.1"
                     /db_xref="InterPro:IPR000758"
                     /translation="MEWIMKKITLALLAVASLVPTAASAHEAGDYIFRAGTATVRPNA
                     GSDDVLGNGSFKVDNNTQLGLTFSYLITDNIGVELLAATPFNHKVGLAGVGTIADVKQ
                     LPPTLMAQYYFRDKQDKLRPYLGIGLNYTKFFDEKFNATGSDIGLTNLSVKDSWGVAG
                     QAGMDYMVSENWMLNMSVWWMNIESDVKFNLAGEEHSINTRLAPWVFMFGAGYRF"
     sig_peptide     1747935..1748012
                     /locus_tag="YPA_1560"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.984 at
                     residue 26"
     gene            complement(1748729..1749043)
                     /locus_tag="YPA_1561"
     CDS             complement(1748729..1749043)
                     /locus_tag="YPA_1561"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13527.1"
                     /db_xref="InterPro:IPR007055"
                     /translation="MKFFKTFSALCIAIIMAMAVSACAPTAKSEGTGGYLDDTVVTTK
                     VKAALLGEKNLKSTEINVETFKGRVQLSGFVSSSQDANRAVQVTRSVPGVKSVSNQML
                     IK"
     sig_peptide     complement(1748975..1749043)
                     /locus_tag="YPA_1561"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.940 at
                     residue 23"
     gene            complement(1749223..1749372)
                     /locus_tag="YPA_1562"
     CDS             complement(1749223..1749372)
                     /locus_tag="YPA_1562"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13528.1"
                     /translation="MVTIESELPFRINYYLPLTAVITALQRLFVYMKQALFSAISWAI
                     SVINL"
     gene            complement(1749386..1750192)
                     /locus_tag="YPA_1563"
     CDS             complement(1749386..1750192)
                     /locus_tag="YPA_1563"
                     /EC_number="4.2.1.20"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan synthase, alpha chain"
                     /protein_id="ABG13529.1"
                     /db_xref="InterPro:IPR002028"
                     /db_xref="InterPro:IPR003009"
                     /translation="MERYQQLFKQLAAKKEGAFVPFVQLGDPSPAMSLNIIDTLIAAG
                     ADALELGIPFSDPLADGPTIQNAALRAFAAGVTPGICFEILAEIRQKHPTIPIGLLMY
                     ANLVFHNGIDHFYQRCAEVGVDSVLIADVPFEESAPFRAAALRHGIAPIFICPPNADD
                     DLLREIASHGRGYTYLLSRAGVTGAENHGQLPLNHLVDKLREYNAAPALQGFGISEPA
                     QVKASLAAGAAGAISGSAIVKIIEKNVAQPVEMLVQLTRFVTEMKAATRS"
     gene            complement(1750192..1751382)
                     /locus_tag="YPA_1564"
     CDS             complement(1750192..1751382)
                     /locus_tag="YPA_1564"
                     /EC_number="4.2.1.20"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophan synthase, beta chain"
                     /protein_id="ABG13530.1"
                     /db_xref="InterPro:IPR001926"
                     /db_xref="InterPro:IPR006653"
                     /db_xref="InterPro:IPR006654"
                     /translation="MTTLNPYFGEFGGMYVPQILVPALKQLEDAFVSAQLDPEFQAAF
                     QDLLKNYAGRPTALTLCQNLTKGTKTKLYLKREDLLHGGAHKTNQVLGQALLAKRMGK
                     TEIIAETGAGQHGVASALACALLGLKCRIYMGAKDIERQSPNVFRMRLMGAEVIPVHS
                     GSSTLKDACNEALRDWSGTYETAHYMLGTAAGPHPYPTIVREFQRMIGEETKAQILEK
                     EGRLPDAVLACVGGGSNAIGMFADFIDEPDVGLIGVEPAGLGIETGQHGAPLKHGKVG
                     IYFGMKSPMMQTSDGQIEESYSISAGLDFPSVGPQHAYLNSIGRADYVSITDDEALDA
                     FKTLSCKEGIIPALESSHALAHALKMIKADPDKEQILVVNLSGRGDKDIFTVHDILKA
                     RGEI"
     gene            complement(1751539..1752966)
                     /locus_tag="YPA_1565"
     CDS             complement(1751539..1752966)
                     /locus_tag="YPA_1565"
                     /EC_number="5.3.1.24"
                     /EC_number="4.1.1.48"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylanthranilate isomerase /
                     indole-3-glycerol phosphate synthase"
                     /protein_id="ABG13531.1"
                     /db_xref="InterPro:IPR001468"
                     /translation="MQETGGYKTEGYNVGSDKVDSDKTKTVLHQIVHDKEIWVAARKL
                     QQPLTRFQNEITQSQRDFYHALQGDKTVFILECKKASPSKGVIRDNFNPAEIAGVYKH
                     YASAISVLTDEKYFQGSFDFLPQVSAAVTQPVLCKDFIIDAYQIQLARFYHADAILLM
                     LSVLDDEAYRQLAAVAHSLNMGVLTEASNAEELERAITLGAKVVGINNRDLRDLSIDL
                     NRTRELAPRLPEGVTIISESGISHYRQVRELSQFANGFLIGSALMSEPDLNAAVRRVL
                     LGENKVCGLTRAQDAATAYHAGAVYGGLIFVDSSPRYVDIASARTVISGAPLKYVGVF
                     RHAEIETVRQTAEQLSLAAVQLHGHEDQQYINQLRKVLPADCQIWKALSVGDTMPERN
                     LQQVERYVLDHGTGGTGQRFDWSLLADQALDNVLLAGGLGPDNCDVAAQLGCAGLDVN
                     SGVESAPGIKDPQRIAAVFQALRVY"
     gene            complement(1752970..1753968)
                     /locus_tag="YPA_1566"
     CDS             complement(1752970..1753968)
                     /locus_tag="YPA_1566"
                     /EC_number="2.4.2.18"
                     /codon_start=1
                     /transl_table=11
                     /product="anthranilate phosphoribosyltransferase"
                     /protein_id="ABG13532.1"
                     /db_xref="InterPro:IPR000312"
                     /db_xref="InterPro:IPR005940"
                     /translation="MQHLFEKLFRAESMSQEESQQLFAAIVRGELEPSQLAAVLISMK
                     VRGETPAEIAGAAQALLADAQHFPRPDYLFADIVGTGGDGTNSINISTASAFVAASCG
                     VKVAKHGNRSVSSRSGSSDLLAAFGIRLDMSAEQSRLALDDLGVCFLFAPQYHTGFRH
                     AMPVRQQLKTRTLFNVLGPLINPARPPLALIGVYSPELVLPIAQTLKVLGYQRAAVVH
                     GGGMDEVAIHAPTQVAELNNGSIESYQLTPEDFGLNRYPLAALQGGMPEENRDILARL
                     LQGKGETAHAAAVAANVALLLKLYGQENLRHNAQQALEMIHSGQAFDRVTALAARG"
     gene            complement(1753983..1754561)
                     /locus_tag="YPA_1567"
     CDS             complement(1753983..1754561)
                     /locus_tag="YPA_1567"
                     /EC_number="4.1.3.27"
                     /codon_start=1
                     /transl_table=11
                     /product="anthranilate synthase, component II"
                     /protein_id="ABG13533.1"
                     /db_xref="InterPro:IPR000991"
                     /db_xref="InterPro:IPR001317"
                     /db_xref="InterPro:IPR006220"
                     /db_xref="InterPro:IPR006221"
                     /db_xref="InterPro:IPR011702"
                     /translation="MADILLLDNIDSFTYNLVDQLRSSGHRVVIYRNHIAADNIIERL
                     QQLEQPVLMLSPGPGTPAQAGCMPELLQRLQGQLPMIGICLGHQAIIEAYGGHVGQAG
                     EILHGKASAIEHDGQGMFAGMPNPLPVARYHSLVGSNLPAELTVNARFGEMVMAVRHD
                     AHRVCGYQFHPESILTTHGARLLEQTLAWALA"
     gene            complement(1754561..1756126)
                     /locus_tag="YPA_1568"
     CDS             complement(1754561..1756126)
                     /locus_tag="YPA_1568"
                     /EC_number="4.1.3.27"
                     /codon_start=1
                     /transl_table=11
                     /product="anthranilate synthase, component I"
                     /protein_id="ABG13534.1"
                     /db_xref="InterPro:IPR005257"
                     /db_xref="InterPro:IPR005801"
                     /translation="MMQTSRPTLQLLTASACYRDDPTALFHQLCGARPATLLLESAEV
                     DNKQNLKSLLVIDSALRITALGQTVTLEALTRNGASLLPLLDASLPTEVDIQVRPNGR
                     ELTFPLINEVQDEDSRLQSLSVFDALRQLLTLVNTPLAEREALFLGGLFAYDLVAGFE
                     NLPPLRQDQRCPDFCFYLAETLLVLDHQHRSTRLQASLFTPDSSEYQRLATRLEQLSH
                     QLQQAPHPIPATSVPEMALQCNQSDEEYCNVVSELQVAIREGEIFQVVPSRRFTLPCP
                     SPLAAYQTLKDHNPSPYMFFMQDNDFSLFGASPESALKYDASNRQIEIYPIAGTRPRG
                     RRPNGELDRDLDSRIELEMRTDHKEMAEHLMLVDLARNDLARICEPGSRYVADLTKVD
                     RYSFVMHLVSRVIGTLRQDLDVLHAYQACMNMGTLSGAPKVRAMQLIASNEGSRRGSY
                     GGAVGYFTAHGDLDTCIVIRSAYVEDGIATVQAGAGVVLDSVPQAEADETRNKARAVL
                     RAIATAHHAKEIF"
     gene            1756542..1757477
                     /locus_tag="YPA_1569"
     CDS             1756542..1757477
                     /locus_tag="YPA_1569"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13535.1"
                     /db_xref="InterPro:IPR003141"
                     /translation="MIVLSAEPALPDMKELTDATTLSTAFTLYDLHSHTTASDGTLTP
                     SELVIRAAQMRVGVLAITDHDTTAGLAEAAAAIEQHQLALRLIPGVEISTLWENHEIH
                     IVGLGIDVQHVSLRTLLEAQSEHRYQRAQEISTRLEKARIVGAWEGANRLANGGQVTR
                     GHFARYLVELGLASNVGQVFKKYLAKGKTGYVPAQWCTIEQAIDAIKQSGGQAVLAHP
                     GRYDLTAKWLKRLLAHFAEHGGDAMEVAQCQQAPHERALLGQYARDYHLLASQGSDFH
                     QPCSWIELGRKLWLPAGVEPVWRDWPTEPAMPLVR"
     gene            1757494..1758114
                     /locus_tag="YPA_1570"
     CDS             1757494..1758114
                     /locus_tag="YPA_1570"
                     /codon_start=1
                     /transl_table=11
                     /product="translation factor SUA5"
                     /protein_id="ABG13536.1"
                     /db_xref="InterPro:IPR004388"
                     /translation="MSQFFYIHPDNPQPRLINQCVDVLRKGGVVVYPTDSGYALGCRL
                     EDKTAMERICRIRQLDGNHNFTLVCRDLSELSTYAYVDNSAFRLIKNNTPGNYTFILK
                     ATKEVPRRLMNDKRKTIGLRVPSNPIALALLDALGEPLMSTTLMLPGNDFAESDPEEI
                     KENLGKQVDLIIHGGSLGQQPTTVIDLTDSAPEVIREGAGDVTPFR"
     gene            1758444..1759478
                     /locus_tag="YPA_1571"
     CDS             1758444..1759478
                     /locus_tag="YPA_1571"
                     /EC_number="5.4.99.-"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal large subunit pseudouridine synthase
                     B"
                     /protein_id="ABG13537.1"
                     /db_xref="InterPro:IPR000748"
                     /db_xref="InterPro:IPR002942"
                     /db_xref="InterPro:IPR006145"
                     /translation="MSEKSEKQKLPTPNPHTPAKPQGAKIVGEKLQKILARAGHGSRR
                     EIEAIIQQGRVSVDGKVSKLGDRVEVTQSTKIRLDGHLLSIKESEENVCRVLAYYKPE
                     GELCTRNDPEGRPTVFDRLPKLRGSRWVAVGRLDVNTSGLLLFTTDGELANRLMHPSR
                     EVEREYAVRVFGQIDDDKIKQLSRGVQLEDGPAAFRTISYQGGEGINQWYNVTLTEGR
                     NREVRRLWEAVGVQVSRLIRVRYGDINLPKGLPRGGWTELDLKATNYLRELVELDVET
                     VSKLPVEKDRRRVKANQIRRAVKRHTEVSGRQVAGRQGSARKGSTRQNVGNAAPAATA
                     SRRSGPKKRG"
     gene            complement(1759601..1760245)
                     /locus_tag="YPA_1572"
     CDS             complement(1759601..1760245)
                     /locus_tag="YPA_1572"
                     /EC_number="2.5.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="cob(I)yrinic acid a,c-diamide
                     adenosyltransferase"
                     /protein_id="ABG13538.1"
                     /db_xref="InterPro:IPR003724"
                     /translation="MHSPAVNLVQLNKRNVIIMSEDRHQQRQQRLKEKVDSRIAAAQE
                     VRGILIVFTGNGKGKTTAAFGTVTRAVGHGLKAGVIQFIKGEWPNGEKNLLQQHGVEF
                     QVMATGFTWNTQDRETDTVACLGVWQHALRMLADPTLDLVVLDELTYMIAYDYLPLDE
                     VINALNQRPAHQTVIITGRGCHRDLLEMADTVSELRPVKHAFDAGIKAQQGIDW"
     gene            complement(1760208..1760969)
                     /locus_tag="YPA_1573"
     CDS             complement(1760208..1760969)
                     /locus_tag="YPA_1573"
                     /codon_start=1
                     /transl_table=11
                     /product="putative short chain dehydrogenase"
                     /protein_id="ABG13539.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /translation="MHYQPKHDLLNQRIILVTGAGDGIGREAALTYARFGARLILVGR
                     TESKLLAVKKQIADAGGLPALVLSLDLLHATAADCQQLADTVSAQVPRLDGVLHNAGL
                     LGEVAPMSEQSIAVWQDVMQVNVNATFMLTQALLPLLLKSPSASLVFTSSSVGRQGRA
                     GWGAYSVSKFATEGMMQVLAEEYKQSNLRVNCINPGGTRTQMRATAFPDEDASKLKTP
                     ADIMPLYLYLMGDDSRRKTGISFDAQPGRKPGPAE"
     gene            1761156..1762187
                     /locus_tag="YPA_1574"
     CDS             1761156..1762187
                     /locus_tag="YPA_1574"
                     /codon_start=1
                     /transl_table=11
                     /product="sohB peptidase. Serine peptidase. MEROPS family
                     S49"
                     /protein_id="ABG13540.1"
                     /db_xref="InterPro:IPR002142"
                     /translation="MYGLFLAKVVTIVVAIGAVVLLVVSQGMRRQGQRGELNLVDLGE
                     QYKETQREMRLARMSHAEQKAWVKEFKKQEKADQKLKKQRAKSGAVAAVKPCLYVIDF
                     KGSIGAQEVSSLREEISAILAVATAQDEVLLRLESPGGVVHGYGLAASQLARLRQRGI
                     RLTVAVDKVAASGGYMMACVADRIICAPFAIIGSIGVVAQIPNFHRLLKKNDIDVELH
                     TAGEFKRTLTLFGENTEQGREKFREDLNETHLLFKQFVQQQRPSLDIDAVATGEHWFG
                     TQAKEKGLVDAIGTSDDLLIAEMDNHEVIGVRYSHRKRLIERFMGSATESVDSLLLRW
                     WQRGEKPLL"
     gene            complement(1762306..1762557)
                     /locus_tag="YPA_1575"
     CDS             complement(1762306..1762557)
                     /locus_tag="YPA_1575"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13541.1"
                     /translation="MHVNTTPIERSKLLAEANEIIRQHEDYLHGMHATDVEQKGPVLV
                     FRGEYFLDAEGLPTAKTTAVFNMFKHLAHVLSAKYHLID"
     gene            1762542..1762949
                     /locus_tag="YPA_1576"
     CDS             1762542..1762949
                     /locus_tag="YPA_1576"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13542.1"
                     /translation="MCLRALLFLTTVQFCRLLYFGLAFVRKPTKVYSSIWMLYNDYWI
                     NSYSELIRLRGVFYQVQCGILYYQVEGFVDAIRQNHSLNFEHRQEVAGFSSKTRNVQF
                     CVPIKKQVDILKKYRNIKKRFRMLRHSKIKTFF"
     gene            1762976..1765591
                     /locus_tag="YPA_1577"
     CDS             1762976..1765591
                     /locus_tag="YPA_1577"
                     /EC_number="5.99.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase I"
                     /protein_id="ABG13543.1"
                     /db_xref="InterPro:IPR000380"
                     /db_xref="InterPro:IPR003601"
                     /db_xref="InterPro:IPR003602"
                     /db_xref="InterPro:IPR005733"
                     /db_xref="InterPro:IPR006154"
                     /translation="MGKALVIVESPAKAKTINKYLGNDYVVKSSVGHIRDLPTSGSAS
                     KKSANSAEEKAKKDDKPKKKVKKDEKVALVNRMGVDPYHGWKAQYEILSGKEKVVAEL
                     KALAENADHIYLATDLDREGEAIAWHLREVIGGDDKRFSRVVFNEITKNAIQQAFNQP
                     GELNISRVNAQQARRFMDRVVGYMVSPLLWKKIARGLSAGRVQSVAVRLVVEREKEIK
                     AFVPEEYWELHADLVAKGDIPIQMEVTHAHGKPFKPVNREQTHAALTLLENARYKVLD
                     REDKPTSSKPSAPFITSTLQQAASTRLSFGVKKTMMMAQRLYEAGHITYMRTDSTNLS
                     QDALTMVRGYIGDNFGDKYLPATPNQYSSKENSQEAHEAIRPSDVNVLAEQLKDMEAD
                     AQRLYQLIWRQFVACQMPPAKYDSTTLTVQAGDFQLRAKGRTLRFDGWTKVMPALRKG
                     DEDRTLPVIEVGSDLDLQKLIPSQHFTKPPARYSEASLVKELEKRGIGRPSTYASIIS
                     TIQDRGYVRVENRRFYAEKMGEIVTDRLEENFRELMNYDFTARMESGLDQVANDQAEW
                     KAVLDGFFAEFSEQLEKAEKDPEEGGMRPNQMVMTSIDCPTCGRQMGIRTASTGVFLG
                     CSGYALPPKERCKTTINLVPDAEILNILEGDDAETNALRARRRCQKCGTAMDSYLIDN
                     QRKLHVCGNNPACDGYEIEAGEFRIKGYEGPIVECEKCGSEMHLKMGRFGKYMGCTND
                     ECKNTRKILRSGEVAPPKEDPVPLLELPCEKSDAYFVLRDGAAGVFLAANTFPKSRET
                     RAPLVEELVRFKDRLPEKLRYLADAPVVDKEGNKTLVRFSRKTKQQYVSSEKDGKATG
                     WSAFYIDGKWVEAKK"
     gene            1765988..1766962
                     /locus_tag="YPA_1578"
     CDS             1765988..1766962
                     /locus_tag="YPA_1578"
                     /codon_start=1
                     /transl_table=11
                     /product="cys regulon transcriptional activator"
                     /protein_id="ABG13544.1"
                     /db_xref="InterPro:IPR000634"
                     /db_xref="InterPro:IPR000847"
                     /translation="MKLQQLRYIVEVVNHNLNVSSTAEGLYTSQPGISKQVRMLEDEL
                     GIQIFARSGKHLTQVTPAGLEIIRIAREVLSKVDAIKAVAGEHTYPDKGSLYVATTHT
                     QARYALPNVIKGFIERYPRVSLHMHQGSPTQIAEAVSKGNADFAIATEALHLYDDLIM
                     LPCYHWNRAVVVKPDHPLAGKTHVSIEELAAYPIVTYTFGFTGRSELDTAFNRAGLTP
                     RIVFTATDADVIKTYVRLGLGVGVIASMAVDPVQDPDLVTVDARDIFTYSTTKIGFRR
                     STFLRSYMYDFILRFAPHLTRDVVDKAVALRSNEDIEAMFNDIKLPVK"
     gene            1767298..1768155
                     /locus_tag="YPA_1579"
     CDS             1767298..1768155
                     /locus_tag="YPA_1579"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13545.1"
                     /translation="MFPHLTDFVSLSILTPIKNDAKETPVEPNDIIIIVNNADKEENN
                     PQYVVLDNGIRQAMIDKTTNHYDKESLTHLASTYPLVEIGVRDRLQEIKSPLQFPYSV
                     DINVEDKSENGVVIHQHIVYAYSSGGHGSTSSPAQNCTQVNKPLIDIYCQIDVPGDNN
                     LLHNLDIKLSIKLNEEIGFSLNKIFNPYDILRNIWGNVIKLYEENKIDNNITDSDMNF
                     DDDEWVSDEDIALLEEFSKQKNNIEEPHKKLELVYPENQELEWDDDFDLLPIDYFKSD
                     AEEYDLSLH"
     gene            1768519..1771191
                     /locus_tag="YPA_1580"
     CDS             1768519..1771191
                     /locus_tag="YPA_1580"
                     /EC_number="4.2.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="aconitase"
                     /protein_id="ABG13546.1"
                     /db_xref="InterPro:IPR001030"
                     /db_xref="InterPro:IPR006249"
                     /translation="MSLDLCKTSMAKLVALNHEYYYYSLPQLAAVLGDINRLPKSLKV
                     LLENLLRHLDGVQVQEADLKAIVAWQQTGHADREIAYRPARVLMQDFTGVPAVVDLAA
                     MREAVQRLGGDVAQVNPLSPVDLVIDHSVTVDEFGDKSAFGENVRLEMERNHERYIFL
                     RWGQKAFSRFRVVPPGTGICHQVNLEYLGQTVWHEQQGDKQVAYPDTLVGTDSHTTMI
                     NGLGILGWGVGGIEAEAAMLGQPISMLIPDVVGFKMTGKMREGITATDLVLTVTQMLR
                     KHGVVGKFVEFYGDGLADLPLADRATIANMSPEFGATCGFFPVDEVTLNYMRLSGRSN
                     EQIALVETYSKAQGLWRYPGDEPVFTSQLSLDLSSVEPSLAGPKRPQDRVALPKVPSA
                     FKAFEELEFNNKRDKADLVAFSLNGKTHELASGAVVIAAITSCTNTSNPSVLMAAGLL
                     AKKATEKGLKTKPWVKTSLAPGSKVVTEYLNSAGLTRYLDNLGFNLVGYGCTTCIGNS
                     GPLPEPIENAIKAGDLTVSAVLSGNRNFEGRIHPLVKTNWLASPPLVVAYALAGNMNI
                     DLTQDALGHDPSGKPVFLKDIWPTGLEIAKAVEEVKTEMFRKEYAEVFNGDENWQAIQ
                     IESTPTYAWQKDSTYIRLPPFFTDMKAVPDPVQDIHDARILAILADSVTTDHISPAGN
                     IKLDSPAGRYLRDHGVEIKEFNSYGSRRGNHKVMMRGTFANIRIRNEMVPGIEGGITR
                     HIPSQNEMPIYDAAMRYQQENVPLAVIAGKEYGSGSSRDWAAKGPRLLGVRVVITESF
                     ERIHRSNLIGMGILPLEFPQGVDRKTLRLTGDESISVSGLQNLAPGQMVPVTITYADG
                     HQQVVNTRCRIDTGNELIYFENGGILHYVIRKML"
     gene            complement(1771355..1771957)
                     /locus_tag="YPA_1581"
     CDS             complement(1771355..1771957)
                     /locus_tag="YPA_1581"
                     /EC_number="3.5.4.25"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP cyclohydrolase II"
                     /protein_id="ABG13547.1"
                     /db_xref="InterPro:IPR000408"
                     /db_xref="InterPro:IPR000926"
                     /translation="MNNDMQLKRVAEAKLPTPWGDFLMVGFEELATGHDHLALIFGDI
                     SGDKPVLSRVHSECLTGDALFSLRCDCGFQLEVALTRIAEEGRGVLIYHRQEGRNIGL
                     LNKIRAYALQDLGADTVEANHQLGFAADERDFTLCSDMYKLLGIKAVRLLTNNPKKVE
                     ILTQAGINIVERVPLIVGENPKNEHYLATKAAKMGHLLTK"
     gene            1772165..1772320
                     /locus_tag="YPA_1582"
     CDS             1772165..1772320
                     /locus_tag="YPA_1582"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13548.1"
                     /translation="MITISYIAISFSRLLFNKAAIDKEGNTLYAYILLTRKIYVSYQL
                     TSITYII"
     gene            1772451..1773212
                     /locus_tag="YPA_1583"
     CDS             1772451..1773212
                     /locus_tag="YPA_1583"
                     /EC_number="3.1.3.27"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatidylglycerophosphatase"
                     /protein_id="ABG13549.1"
                     /db_xref="InterPro:IPR000326"
                     /translation="MYNMAKRVTIGTVILLLPTLAIWLSDWQWQPGGNNTWLKGFFWV
                     TETVTAPWGILTSVLLCSWFLWCLRVRFKPAVGLFVVLGAVIVLGQGVKSLIKEQVQE
                     PRPFVAWLEAEHHINNRLFYSLPRAERSELVRQQLQDQLIIPVWLSRHWQFETGFSFP
                     SGHTVFAATWALLAVGLLWPRRHYKTVVLLMLWAQGVMASRLFLGMHWPQDLIAATLI
                     SGVLAAVACGLLQHGFGLLDIPQSEQKESEKRGHE"
     gene            1773381..1773692
                     /locus_tag="YPA_1584"
     CDS             1773381..1773692
                     /locus_tag="YPA_1584"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13550.1"
                     /db_xref="InterPro:IPR002355"
                     /translation="MKYLLIFLLVLVVFVISVTLGANNDQLVAFNYLLAQGEYQLSTL
                     LATLFAAGLVLGWVICGLFYLRVRISLGRAERKIKRIETQLEQPVEQSTLVSTAAVNK
                     E"
     sig_peptide     1773381..1773449
                     /locus_tag="YPA_1584"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.529 at
                     residue 23"
     gene            1773699..1774868
                     /locus_tag="YPA_1585"
     CDS             1773699..1774868
                     /locus_tag="YPA_1585"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13551.1"
                     /db_xref="InterPro:IPR001440"
                     /translation="MLEMLFLLLPVAAAYGWYMGRRSAQQDKQQDANRLSREYVAGVN
                     FLLSNQQDKAVDLFLEMLKEDSSTVEAHLTLGNLFRSRGEVDRAIRIHQALMESASLT
                     FEQRLLAVQQLGRDYMAAGLYDRAEDMFNQLVEEQDFRLGALQQLLIIHQATSDWHNA
                     IEVAEKLVKMGKDNQRLEIAHFYCELALQAMGSDDLDKAMGLLKKAATADKQCARVSI
                     MRGRVHLAKGEYAKGVEALERVLEQDKEVVSEALPMLSECYQHLQQPQAWANFLKRCV
                     EDNTGAAAELMLAEVLEQQEGHDVAQTYINRQLQRHPTMRGFYRLMDYHLADAEEGSA
                     KESLLLLRDMVGEQIRTKPRYRCHKCGFTAHSLYWHCPSCRAWASVKPIRGLDGQ"
     gene            complement(1774990..1775289)
                     /locus_tag="YPA_1586"
     CDS             complement(1774990..1775289)
                     /locus_tag="YPA_1586"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13552.1"
                     /translation="MSEISTLTIKIPLELKEKIKAAALEKQFSLSTEVCERLAQSFEA
                     DIKGSISSSKNAKLHHDEIDNQGVEEISEQPLSQKELKKLRQLLKDSAKTAQKKK"
     gene            1775758..1776495
                     /locus_tag="YPA_1587"
     CDS             1775758..1776495
                     /locus_tag="YPA_1587"
                     /EC_number="4.1.1.23"
                     /codon_start=1
                     /transl_table=11
                     /product="orotidine-5'-phosphate decarboxylase"
                     /protein_id="ABG13553.1"
                     /db_xref="InterPro:IPR001754"
                     /translation="MTSATKTNNSGSISSPIVVALDYANKDAALAFADQVSPQDCRLK
                     VGKEMFTLYGPELIRDLHQRGFDVFLDLKFHDIPNTTARAVAAAAELGVWMVNVHASG
                     GARMMSAAKEALLPYGAQAPLLIAVTVLTSMDGEDLRDIGITISPAEQAERLAKLTWD
                     CGLDGVVCSAHEAVRLKQVCGEDFSLVTPGIRPQGSEAGDQRRIMTPEQAVAVGVDYM
                     VIGRPITQSPDPEKTLREILASLTKVA"
     gene            1776495..1776821
                     /locus_tag="YPA_1588"
     CDS             1776495..1776821
                     /locus_tag="YPA_1588"
                     /codon_start=1
                     /transl_table=11
                     /product="translation initiation factor 1 (eIF-1/SUI1)"
                     /protein_id="ABG13554.1"
                     /db_xref="InterPro:IPR001950"
                     /db_xref="InterPro:IPR005872"
                     /translation="MSNDNSRLVYSTDSGRISEPESKVERPKGDGIVRIQRQTSGRKG
                     KGVSLITGIDGSDEDLDKLAAELKKKCGCGGSVKDGVIEIQGDKRDLLKQLLDAKGMK
                     VKLAGG"
     gene            complement(1777059..1777274)
                     /locus_tag="YPA_1589"
     CDS             complement(1777059..1777274)
                     /locus_tag="YPA_1589"
                     /codon_start=1
                     /transl_table=11
                     /product="osmotically inducible lipoprotein B precursor"
                     /protein_id="ABG13555.1"
                     /translation="MMIINKRFATAALALTLALSLSACSNMSKRDRNTAIGAGAGAVG
                     GAVLTGSTLGTLGGAAIGGVIGHQVGK"
     sig_peptide     complement(1777203..1777274)
                     /locus_tag="YPA_1589"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.532 at
                     residue 24"
     gene            1777754..1778449
                     /locus_tag="YPA_1590"
     CDS             1777754..1778449
                     /locus_tag="YPA_1590"
                     /EC_number="5.1.3.4"
                     /codon_start=1
                     /transl_table=11
                     /product="L-ribulose-5-phosphate 4-epimerase"
                     /protein_id="ABG13556.1"
                     /db_xref="InterPro:IPR004661"
                     /translation="MLNELKQQVLAANLALPRHNLVTFTWGNVSAIDRQKGLLVIKPS
                     GVEYASMTLDDMVVVELESGNVVEGSKKPSSDTDTHRVLYLNFPQIGGIVHTHSRHAT
                     IWAQAGLDLPAWGTTHADYFYGSIPCTRLMTHEEIAGRYEWETGNVIVDTFHERGITP
                     DAVPAVLVNSHGPFAWGSSAENAVHNAVVLEELAYMGIFSRQLNPQLGDMQPQLLDKH
                     YLRKHGKDAYYGQ"
     gene            complement(1778478..1778726)
                     /locus_tag="YPA_1591"
     CDS             complement(1778478..1778726)
                     /locus_tag="YPA_1591"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13557.1"
                     /translation="MADITFTREQTQRMVHKIQRYLEQEHNIELEDFDAEFFVEFISR
                     ELGAHYYNQGINDAIAQIEAKMLDVTDSLLWLEKPVQD"
     gene            1778937..1779725
                     /locus_tag="YPA_1592"
     CDS             1778937..1779725
                     /locus_tag="YPA_1592"
                     /EC_number="2.2.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transaldolase"
                     /protein_id="ABG13558.1"
                     /db_xref="InterPro:IPR001585"
                     /db_xref="InterPro:IPR004731"
                     /translation="MLFSNKNILIRITLSILYSSMIAAYGFSSIRSLNYPDPEAFMEL
                     YLDTADVAAVKRLARVLPLQGVTTNPSILAKAGKSLWEVLPALRDALGGTGKLFAQVL
                     ASDSERMVSEAVQLSEQIPGLVIKIPVTAEGLAAIKKLKTMSIPTLGTAVYGAGQGLL
                     SVLAGAEYVAPYVNRLDAQGSDGIAMVRELQQLLTLHAPNAKVLAASFRTPRQVLDCL
                     LAGCQSVTIPVDVAEQFISTPAVKAAIEQFEQDWQGAFGTTMLS"
     sig_peptide     1778937..1779017
                     /locus_tag="YPA_1592"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.872) with cleavage site probability 0.303 at
                     residue 27"
     gene            complement(1779842..1780171)
                     /locus_tag="YPA_1593"
     CDS             complement(1779842..1780171)
                     /locus_tag="YPA_1593"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13559.1"
                     /translation="MYTVRRSPVVNSGIPYRSRPITGGKITRCVPLTQVEAAPTTLWA
                     WVRLITHRLAQSFRLMVGVQDYSNYVNHMRHKHPDTPPMTEREFHRYCLDARFPSEGG
                     KLGKCPC"
     gene            complement(1780140..1782206)
                     /locus_tag="YPA_1594"
     CDS             complement(1780140..1782206)
                     /locus_tag="YPA_1594"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbon starvation protein A"
                     /protein_id="ABG13560.1"
                     /translation="MNNIRTVVIWLTVALIGAFAFAMLALSRGEHVNAIWLVIASVAC
                     YSIAYRFYSRFIAKNVFELDDRRLTPAERRNDGLDYVPTNKWVLFGHHFAAIAGAGPL
                     VGPILAAQMGFLPGTIWILVGVMMAGAVQDFLILFISTRRDGRSLGEMAKQELGAFAG
                     VITMLGALGVMIIILSALALVVVKALADSPWGLFTIAATIPIALFMGVYMRFIRPGKI
                     AEVSLIGFVLMMSAIIYGGNIAVHPYWGPFFTLHGTTLTWILVIYGFIASVLPVWLLL
                     APRDYLSTFLKIGVIIGLAVGIVFAMPEMKMPAVSRFIDGSGPVFSGSLFPFLFITIA
                     CGAISGFHALVSSGTTPKLIERESHTRFIGYGAMLMESFVAIMALICASVIDPGVYFA
                     MNSPAALIGTTVESASLAISSWGFVVTPETLAMVAKDVGENSILSRAGGAPTFAVGMA
                     HIISEIFNSRNMMAFWYHFAILFEAMFILTAVDAGTRACRFMVQDLVGVVVPRLANNR
                     SWFGNLSGTTVAVAGWGFFVYQGVIDPLGGINTLWPLFGIGNQMLASMALILGTVVLF
                     KMKKQRYAWVTILPTIWLFITSMTAGWQKIFHEKPSIGFLAQAKKFSNGIEQGVLIAP
                     AKSFKDMETIVFSNQINAALCAFFMLVAVTMLVSAFFVIRRALKSSKPTTHETEIVYR
                     EEVARG"
     sig_peptide     complement(1782138..1782206)
                     /locus_tag="YPA_1594"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.719 at
                     residue 23"
     gene            complement(1782556..1784490)
                     /locus_tag="YPA_1595"
     CDS             complement(1782556..1784490)
                     /locus_tag="YPA_1595"
                     /EC_number="3.1.13.1"
                     /codon_start=1
                     /transl_table=11
                     /product="exoribonuclease II"
                     /protein_id="ABG13561.1"
                     /db_xref="InterPro:IPR001900"
                     /db_xref="InterPro:IPR004476"
                     /db_xref="InterPro:IPR011129"
                     /db_xref="InterPro:IPR011804"
                     /translation="MFQDNPLLAQLKQQLHTQTPRVEGVVKGTEKGFGFLEVDGQKSY
                     FIPPPQMKKVMHGDRIIATLHTDKDREIAEPETLVEPFLSRFVGRVQRKDDRLSIVPD
                     HPLLRDAIQCRPVRELTHSFQNGDWAVAEMCRHPLKGDRAFQADLTAFITNGEDHFVP
                     WWVTLARHNLEREAPAMVESALNDAELEREDLTALNFVTIDSASTEDMDDALFVQDNG
                     DGSWLLTIAIADPTAYVVENSELDLTARKRAFTNYLPGFNIPMLPRDLSDNLCSLRPN
                     ERRPVLVCRVTITEEGTLSNDIRFSAAWVESKAKLVYDDVSDWLEGNNRWQPQDTAIA
                     EQITLLKRICDARSNWRQQHALVFKDRPDYRFLLGEKGEVLDIIVEHRRIANRIVEEC
                     MIAANVCAALALREHLGFGIYNVHTGFDPALVEQAASVLKANGVGADPQALLTLPGFC
                     ELRRHLDALPTQFLDSRIRRFQTFAEISTVPGPHFGLGLEAYATWTSPIRKYGDMVNH
                     RLLKAMITGQQAEKPQEEITVQLAERRRLNRMAERDVGDWLYARYLQPQAGTDTRFTA
                     EIIDITRGGLRVRLLDNGAVAFIPAPFIHAVRDEVVCSQETGTVQIKGETVYSQSDKI
                     EVRIAEVRMETRNVIARPVA"
     gene            1785149..1786459
                     /locus_tag="YPA_1596"
     CDS             1785149..1786459
                     /locus_tag="YPA_1596"
                     /codon_start=1
                     /transl_table=11
                     /product="putative integral membrane protein"
                     /protein_id="ABG13562.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MSESSTESLSQPTQLQEENNAYRKTVWHLLPLLMLCYVLNYLDR
                     VNVGFAKLQMADDLQFSDTVYGLGAGMFFIGYFFLEIPSNLILHRVGARLWIARIMIT
                     WGIISACMAFVTTPMSFYVMRFLLGVAEAGFFPGIILYISYWFPSHRRGRVYGLFVIS
                     VPLSGIIGAPLSGWIMQYFNGFQGYAGWQWMFILEGIPSVLVGILIIYKLKDRITHAT
                     WLTDKEKDILQTNIENEAAHYAHSRLRDAFLQPRVWLLTLIYFCLISGFYTIGFWLPT
                     LIRDSGVKDILSIGFLTAIPSAAAAVTMIVVSRSADRLRERRWHLALTAVLGAVGIIL
                     STYFSDNIVVAMVCLTIGAMGALSTIPLFWSLPTAFLGGSAAAAGIAFINSWGNLGGF
                     VAPYMMGYLKDLTQSTTTGMLIISTTLFIGAALVFLIPAKAVNH"
     gene            1786497..1787495
                     /locus_tag="YPA_1597"
     CDS             1786497..1787495
                     /locus_tag="YPA_1597"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13563.1"
                     /translation="MNIMITGAAGFLGRRLIDGLLQQDYLTDQQGEPRNINKIIAYDV
                     LPLMEVEDPRVQVVCGDIADQNGLSAVWDRQIDTIFHLAAVVSSQAEDDFDLGMRINV
                     DATRSLLELARQSGQCPKVIITSSVAVFGGALPKVVPDNQVWSPQSSYGTQKALNDLL
                     LSDYSRRGFIDGRSLRMPTIVVRPGKPNRAASSFASGIIREPLQGHDAICPVSMQTPL
                     WLLSPKMAIDNLIHGHELDASQLRLGRVINLPGLSVSVQQMIDALRRLAGDEVVERIQ
                     VQRDPSIERIVNSWPGDFEASYGKVLGFRRDPDFDSIIQDFIIENLPELAAEKHFI"
     gene            complement(1787678..1788319)
                     /locus_tag="YPA_1598"
     CDS             complement(1787678..1788319)
                     /locus_tag="YPA_1598"
                     /EC_number="4.2.99.18"
                     /EC_number="3.2.2.-"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-(apurinic or apyrimidinic site) lyase /
                     endonuclease III"
                     /protein_id="ABG13564.1"
                     /db_xref="InterPro:IPR003265"
                     /db_xref="InterPro:IPR003651"
                     /db_xref="InterPro:IPR004035"
                     /db_xref="InterPro:IPR004036"
                     /db_xref="InterPro:IPR005759"
                     /translation="MNKEKRVTILTRLRDNNPHPTTELVYSTPFELLISVLLSAQATD
                     VSVNKATARLYPVANTPQAILDLGVDGLKEYIKTIGLYNTKAENVIKTCRILLEKHQG
                     EVPEDRAALEALPGVGRKTANVVLNTAFGWPTIAVDTHIFRVCNRTGFAPGSNVDQVE
                     EKLLKVVPAEFKLDCHHWLILHGRYTCIARKPRCGSCIIEDLCEFKEKVYPEH"
     gene            complement(1788316..1789017)
                     /locus_tag="YPA_1599"
     CDS             complement(1788316..1789017)
                     /locus_tag="YPA_1599"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13565.1"
                     /db_xref="InterPro:IPR010968"
                     /translation="MSEAKNLLAQGLWKNNSALVQLLGLCPLLAVSSTATNALGLGLA
                     TTLVLVCTNTAVSALRRWVPSEIRIPIYVMIIASVVSTVQMLINAYAFGLYQSLGIFI
                     PLIVTNCIVIGRAEAYAAKNPVGLSALDGFAMGMGATCALFVLGALREILGNGTLFDG
                     ADMLLGSWATVLRIDILHLDTPFLLAMLPPGAFIGLGLLLAGKYVIDEKMKARKANTR
                     VSVPQLQDGDAEKAL"
     sig_peptide     complement(1788901..1789017)
                     /locus_tag="YPA_1599"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.878) with cleavage site probability 0.374 at
                     residue 39"
     gene            complement(1789014..1789643)
                     /locus_tag="YPA_1600"
     CDS             complement(1789014..1789643)
                     /locus_tag="YPA_1600"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13566.1"
                     /db_xref="InterPro:IPR010209"
                     /translation="MLKTMRRHGITLALFAAGATGLTAVVNSLTENTIAHQAALQQKA
                     LLDQVVPAENYDNDMQAECYVVTDSALGNMAPHRLYLARKGNQPVAAAIETTAPDGYS
                     GAIQLLVGADFHGNVLGSRVIEHHETPGLGDKIDIRISDWINHFSGQHVTGDDDKRWA
                     VKKDGGSFDQFTGATITPRAVVRAVKNAALYLQTLPPQLSRLPSCGEDQ"
     sig_peptide     complement(1789569..1789643)
                     /locus_tag="YPA_1600"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.531 at
                     residue 25"
     gene            complement(1789653..1790747)
                     /locus_tag="YPA_1601"
     CDS             complement(1789653..1790747)
                     /locus_tag="YPA_1601"
                     /codon_start=1
                     /transl_table=11
                     /product="putative integral membrane protein"
                     /protein_id="ABG13567.1"
                     /db_xref="InterPro:IPR011303"
                     /translation="MKFRPVTPTQNKGLQIASSPFTHNQRSTRRIMLLVILACIPGII
                     AQTYFFGYGSLIQVMLAMITALLAEGAVLQLRKQPVMARLQDNSALLTALLLGISLPP
                     LAPWWMIVLGTLFAIVIAKQLYGGLGQNPFNPAMVGYVVLLISFPVQMTSWLPPLPLQ
                     GTSVGFYDSLLTIFTGYTHSGENIHQLQVGYDGISQATPLDTFKTSLRSQPADQILQQ
                     PIFGGVLAGLGWQWVNTGFLVGGLLLLWRKAIHWHIPVSFLLALGGCAAVSWMIAPQS
                     FASPMLHLFSGATMLGAFFIATDPVSASTTPRGRLIFGALIGILVWLIRVYGGYPDSV
                     AFAVLLANITVPLIDHYTQPRVYGHKSGHK"
     gene            1791236..1792129
                     /locus_tag="YPA_1602"
     CDS             1791236..1792129
                     /locus_tag="YPA_1602"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG13568.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MMSEDILFIEELIEWIEINLEKRPTLDDVAKISGYSKWHLQRKF
                     KSIVGLQLASYIRGRVLTRAAVALRISRKPIITISDELGFDSQQTFTRTFKKRFGVTP
                     NSFRQMNHWDVQGMIPRFGFYENYTPEIKQVTLPGKELVGFTRRLDFEEYNGCAVQRS
                     SCMAMKDEILLDFFKEVNFACQRIYSLFSVKDVDGQQGQKSVYYSTAIDKERKHEIQG
                     SREIDHIAIPEGEFLSISHQGSAKECVKFATYLFNNVLPKLRDEVGRGIEMEVIEIDH
                     CHAESKLRDISVVYRYLMAVN"
     gene            complement(1792234..1794096)
                     /locus_tag="YPA_1603"
     CDS             complement(1792234..1794096)
                     /locus_tag="YPA_1603"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-sulfur binding NADH dehydrogenase"
                     /protein_id="ABG13569.1"
                     /db_xref="InterPro:IPR001450"
                     /db_xref="InterPro:IPR010208"
                     /translation="MFKLFTARQHDKIWDFDGGIHPPEMKLQSSTVPMRIAPLPDQLI
                     IPLQQHLGPEGELRVRAGEQVLKGQPLTVGRGRTVPVHAPTSGMITAIAPHTTAHPSG
                     LAELCVHITPDGEDRWREQQPWADYRQRDKMALLDRIHQAGIAGLGGAGFPTASKLQG
                     GLNGIITLIINAAECEPYITADDRLMQEHADEVITGIHILRHLLQPQQVLIGIEDNKP
                     EAIAALQRALRGQDDIHLRVVPTKYPSGGAKQLTKILTGKEVPFGKHSSSIGVLMQNV
                     GTVVAIKRAVIDDEPLIERVVTLTGDALSSPGNFWARIGTPVLYLLKLAGFKPQNPPM
                     VIMGGPLMGFTLPSLDVPIVKISNCILAPAETEMGLSEPEQSCIRCGLCVDACPAGLL
                     PQQLYWFSRGEEHEKARNHNLFDCIECGACAYVCPSNIPLVQYYRQEKAEIRALDQES
                     ARAAEAKARFEAKQARLAREKLARELRHKQAAVKLTDADQQTVDAAVSRLTRQSDGSE
                     SVINIPAGQMPDNSAVIAAREARKAQARARQAEKQQARSTEETTDVVDPRQAAVAAAI
                     ARVKAKKAVQAQHVTTDVAEAGSEAMAEDPRKAAVAAAIARVKAKKAAQAINPD"
     gene            complement(1794146..1794712)
                     /locus_tag="YPA_1604"
     CDS             complement(1794146..1794712)
                     /locus_tag="YPA_1604"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-sulfur protein"
                     /protein_id="ABG13570.1"
                     /db_xref="InterPro:IPR001450"
                     /db_xref="InterPro:IPR010207"
                     /translation="MMSLWIAIGALSTLALVSGVVLGFAARRFQVDEDPVVEQVDAIL
                     PQSQCGQCGYPGCRPYAEAVSTGGEKINKCAPGGEQVMLKLAELLAVEPQPLDGDESA
                     AHPQRKVAFIDEANCIGCTKCIQACPVDAIIGATRAMHTVLSDLCTGCDLCVAPCPTD
                     CIEMIPVATTTANWKWDLNTIPVKNLPN"
     sig_peptide     complement(1794641..1794712)
                     /locus_tag="YPA_1604"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.902 at
                     residue 24"
     gene            complement(1794712..1795293)
                     /locus_tag="YPA_1605"
     CDS             complement(1794712..1795293)
                     /locus_tag="YPA_1605"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13571.1"
                     /db_xref="InterPro:IPR011293"
                     /translation="MTEYLLLFVGTVLVNNFVLVKFLGLCPFMGVSKKLETAIGMGLA
                     TTFVLTLASVCAWMVNSFILLPLGLIYLRTLAFILVIAVVVQFTELVVRKTSPTLYRL
                     LGIFLPLITTNCAVLGVALLNVNQSHNFMQSAVYGFSAAAGFSLVMVLFAAIRERLAV
                     ADVPAPFRGSSIALITAGLMSLAFMGFTGLVKF"
     gene            complement(1795421..1795864)
                     /locus_tag="YPA_1606"
     CDS             complement(1795421..1795864)
                     /locus_tag="YPA_1606"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13572.1"
                     /translation="MSQPQEYQRIGGWLLAPLAYLIVTLLSASLMLVLYAMAITTPAS
                     REYLVTNTQAFTLQWYFSVVTTLVMWLYTLWIIWLFCSRSRRFPKLFILWLLLTVLLA
                     LKAFAFSPISDEIALKTLGWPLLAAAIFVPYIKRSQRVKHTFTER"
     sig_peptide     complement(1795748..1795864)
                     /locus_tag="YPA_1606"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.708) with cleavage site probability 0.666 at
                     residue 39"
     gene            complement(1795969..1796121)
                     /locus_tag="YPA_1607"
     CDS             complement(1795969..1796121)
                     /locus_tag="YPA_1607"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13573.1"
                     /translation="MFKDYRLRANHWGGQSFEFYSLVVVSLLLPDLSVLTLATPWPSQ
                     RCLWPY"
     gene            1796339..1798123
                     /locus_tag="YPA_1608"
     CDS             1796339..1798123
                     /locus_tag="YPA_1608"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13574.1"
                     /db_xref="InterPro:IPR001687"
                     /translation="MENHVHSALICASRLIRLAGLNPMDIETFSQKVAIDTSVKTTLA
                     SLQRYIVQFSQTASVRFKIRKQALEKIRQEQLPLAFRDRQGNFILLARMNEQQVLLQY
                     ADDKKPQMLSYQSLADMWGGMILCCSHSRFDIRWFIPPLRRHRKPLMQVLLLSLLLQF
                     LALISPLFFQVIMDKVLVHHALTTLEVLIFILVIVGVYEVILKGLREYIFTHTTTRVD
                     ILLGGKLFQHLIRLPLSYFKQRHVGNIVARVRELDNIRDFITGSALTLCVDVVFTLVL
                     FIVMWCISPLLTLIILSTLPFYLLLAVMTTRPLQKKVEALCGFAAQNGAFLTETVSGV
                     ETVKSLALEPRMRQRWESQTRDFAQANFQVQNLQNLSSQAAQLLQKVAGALVIVIGAY
                     HVMSVQLSIGQLIAFNMLALQALMPMSKLVDLWQQSIRAQVGLKLISDILSLPVEPEA
                     DPAAPHPAISGNILLKNVAFRYRPDLDPVLHDLNLSIRAGEHIGLVGPSGSGKSTVAR
                     LLQRLYNTEQGVITIDGYPINHLSPEYLRRQVGVVMQESYLFNRTVRENIAHSRPTAT
                     LTEVVNAASLAGANAFILALRESPDLNF"
     gene            1798071..1798397
                     /locus_tag="YPA_1609"
     CDS             1798071..1798397
                     /locus_tag="YPA_1609"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC RTX toxin transporter, fused ATP
                     binding/permease domains"
                     /protein_id="ABG13575.1"
                     /db_xref="InterPro:IPR003439"
                     /translation="MLTPLFWRYANPRILIFDEATSALDDESQSEIQKNMARIIANRT
                     VITIAHRLSTVRHCHRIAVITQGRVTELASHDELLQLNGSYARLWQQQVHFNQNKSTL
                     TKTSPL"
     gene            1798422..1799423
                     /locus_tag="YPA_1610"
     CDS             1798422..1799423
                     /locus_tag="YPA_1610"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13576.1"
                     /db_xref="InterPro:IPR003997"
                     /db_xref="InterPro:IPR006025"
                     /translation="MSAFIQHIKNRWTRCFTPARTRDEYDFLPAYLEIVERPIAPLAR
                     RTAWLLILTLLLVLIWAIIGKLDIHASASGKVIVAEHSKIIQPAEPGVVTEINVRDGD
                     TVDAGQVLIALNPIGIDAEVRNINQQLQYRQLEAARLVALLADEPLKNFKPPYNSPES
                     LVVASRALLTKEYAEVTAELSRQDSELAVNQAHLQAGIEHNSHQKALLKNIHRRLQAS
                     RTLAKSKSIAEVELLVQEREWLTATAEANRLQSEQDILRAKAHSLAQTRMHYLAKIDR
                     DNRERLNKTHEIIHQLQQEQIKMMDKQRQQTLRAPVAGVIQQLAVHTLGGWLPRRNR"
     gene            1799399..1799791
                     /locus_tag="YPA_1611"
     CDS             1799399..1799791
                     /locus_tag="YPA_1611"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC associated RTX toxin transporter,
                     HlyD/MFP family"
                     /protein_id="ABG13577.1"
                     /db_xref="InterPro:IPR003997"
                     /db_xref="InterPro:IPR006144"
                     /translation="MVTTAQPLMVLVPEDYQLELDVMILNKDVGFVLPGQAVEVKVDS
                     FPYTRFGTLSGEVKHVSRDAMEDQQRGLVFPARIRLLSDTLMVEGKPVRLSAGMAINA
                     EIKTGRRRVIDYLLSPLQQYQSEAMRER"
     gene            1799793..1801931
                     /locus_tag="YPA_1612"
     CDS             1799793..1801931
                     /locus_tag="YPA_1612"
                     /codon_start=1
                     /transl_table=11
                     /product="putative toxin transport protein"
                     /protein_id="ABG13578.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR010132"
                     /translation="MTESYSTLAAEGTKVIQPLEALACAATCFDLTIEASQLAHQLGL
                     APDEIDSIALCRCAAWIGLRARKVNQSFERVGKLVLPVLFSDGAQWYVLLSLTAQEAT
                     VYFAGSDQTRKISPEVLAKLWRNEVILLAKAEPITAKKQFFGFSWFIPVVMKSRHQLR
                     NIILISLLLQAILLVTPMLFETVIDKVLVSRGVDSLVVLGGAMVALAITEPGYTLLRS
                     WLFAHLSSRVGAELNTQLYRHLLGLPLGYFTGQQTGQTIAKMREMEQIRSFLTGSALT
                     MVLDLFFVVTFIAVMFRYSGQLTGIVLISLLCYLLFWSAVGGRLRKRVAQQYETSAQA
                     TSFLTEAVSGGETIKTSATESQFNRRWRQVLARYVRASFGSSQAGNLAGQGISLINKI
                     TSAILLWFGVTLVLAGKLSPGELVAFNMFAGYVTQPILRLAQAWQDFQHTQIALERIG
                     TILDSPTEPGSAGLVANCKRAGSLSFKQVRFRYRPDTAEVLQNLNLEIAGGEFIGITG
                     PSGCGKSTLTKLMQRLYTPQHGQILVDGQDLAITDPTTLRRQMSVVLQESVLFSGSIR
                     DNICQCRPNADEAHVIHIARLAGAHDFIIALPQGYQTQVGEKGGLLSGGQCQRIALAR
                     ALMADPKILILDEATSALDYESEAAIMRQLPEITRNRTVICIAHRLNTLRQCHRILLL
                     KDGQIAEQGSHEVLVASGGNYARLWQQQTE"
     gene            complement(1802121..1803623)
                     /locus_tag="YPA_1613"
     CDS             complement(1802121..1803623)
                     /locus_tag="YPA_1613"
                     /EC_number="5.3.1.4"
                     /codon_start=1
                     /transl_table=11
                     /product="L-arabinose isomerase"
                     /protein_id="ABG13579.1"
                     /db_xref="InterPro:IPR003762"
                     /translation="MDVFKQSEVWFVIGSQNLYGPKTLQQVMDNAHQVVNSLNNEAGL
                     PVKLVLKPLVTTPDEITALCREANYDTACIGIMTWLHTFSPAKMWIGGLSILNKPLLQ
                     FHTQFNAQIPWKTMDMDFMNLNQTAHGGREFGFIGARMRQQHSVITGHWQDKEAHQRI
                     GQWMRVAAAKQESQQLKVARFGDNMREVAVTEGDKVAAQIQFGYSVNAYGIGDLVAVV
                     DAVSKGDIDTLVEEYEATYRFTDAVKLNGDKRENLLDAARIELGMTRFLEQGGFKAFT
                     TNFENLYGLKQLPGLAVQRLMQQGYGFGGEGDWKTAALLRILKVMGTGLKGGTSFMED
                     YTYNFQPGNDLVVGSHMLEVCPSIAKEEKPLLDVQHLGIGGKADPARLIFSTPAGPAL
                     NASLIDMGNRFRLLVNVVDTVEQPHPLPKLPVARAIWQAQPSLATAAEAWIIAGGAHH
                     TVFSQAVGVDELRLYAEMHGIEFLLIDNDTTLPAFKNEIRWNEVYYQLNR"
     gene            complement(1803707..1805410)
                     /locus_tag="YPA_1614"
     CDS             complement(1803707..1805410)
                     /locus_tag="YPA_1614"
                     /EC_number="2.7.1.16"
                     /codon_start=1
                     /transl_table=11
                     /product="L-ribulokinase"
                     /protein_id="ABG13580.1"
                     /db_xref="InterPro:IPR005929"
                     /translation="MTGNVISADGAIALGLDFGSDSVRVLAVDCQHGTEIDTEVVYYP
                     RWKKGLYCQAAQNQFRHHPLDYIEAMEQAIRQMVKRLSEEQRQHIVGIGVDSTGSTPA
                     PIDEQGQVLALRPDFADNPNAMFVLWKDHTAIEEAEEINRLCRSGEFADYSRYIGGVY
                     SSEWFWAKILHVTRADVAVREAAVSWIELCDWVPALLSGTTAPQDIQRGRCSAGHKSL
                     WHPSWGGLPPRAFLAALDTSLVNDLDYPMFTDTYTAERPVGQITAEWAERLGLPTTVI
                     LSGGAFDCHMGAVGAGAQPYTLVKVIGTSTCDILIADDQRVGDRAIAGICGQVEGSVL
                     PGWIGMEAGQSAFGDMYAWFSNLLSWPLHQAALTQPEWQPQLKQIESNLLASLTRAWA
                     QNPSLDHLPVVLDWFNGRRTPNANQRLKGVITDLNLGTDAPTLFGGFIAATAFGARAI
                     MECFEQQDIPIDNVLALGGIARKSPVIMQVCADVMNRPLQIVASDQCCALGAAIFAAV
                     AAGAHDDVPTAQRHMACNIERTLIPDPVQVVRYQQLYQRYQQWCHTAEPHYAPVTKVI
                     H"
     gene            1805817..1806800
                     /locus_tag="YPA_1615"
     CDS             1805817..1806800
                     /locus_tag="YPA_1615"
                     /codon_start=1
                     /transl_table=11
                     /product="L-arabinose-binding periplasmic protein
                     precursor"
                     /protein_id="ABG13581.1"
                     /translation="MHKLTKALAVVGLAAVMSHSAIAESMKLGFLVKQPEEPWFQTEW
                     KFADKAGKDLGFEVIKIAVPDGEKTLNAIDSLAASGAQGFVICTPDPKLGPAIEAKAR
                     SYNLKVIAVDDQFVNAKGKPMESVPLVMMAATKIGERQGQELWKEMNKRGWQPAETAV
                     MAITSDELDTARRRTGGSMAALQASGFPEKQIYKVPTKSNDIPGAFDAANSMLVQHPE
                     VKNWLIVGMNDNTVLGGVRATEGQGFKAPNVIGIGINGVDAVSELSKGQATGFYGSLL
                     PSPDIHGYKSIQMLHDWVTKDVEPAKFTEVTDVVLITRDNFKAELEKKGLL"
     sig_peptide     1805817..1805888
                     /locus_tag="YPA_1615"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.997 at
                     residue 24"
     gene            1806898..1808469
                     /locus_tag="YPA_1616"
     CDS             1806898..1808469
                     /locus_tag="YPA_1616"
                     /codon_start=1
                     /transl_table=11
                     /product="L-arabinose transport ATP-binding protein"
                     /protein_id="ABG13582.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSAPHSALQAELDAAQSPYLAFRGIGKSFPGVLALDDISFTCQA
                     GQIHALMGENGAGKSTLLKILSGNYTPTQGEIHIKGKAVNFTNTTDALDAGVAIIYQE
                     LHLVPEMTVAENIYLGQLPTKMGMVDRKLLRYESRIQLSHLGLDIDPDTPLKYLSIGQ
                     WQMVEIAKALARNAKIIAFDEPTSSLSAREIEQLFRVIRELRAEGRVILYVSHRMEEI
                     FALSDAITVFKDGRYVRTFDDMTQVNNASLVQAMVGRNLGDIYGYQPREIGSERLTLQ
                     AVKAIGVASPISLTVHQGEIVGLFGLVGAGRSELLKGLFGDTKLTSGKLLLDGQPLTI
                     RSPIDAISAGIMLCPEDRKADGIIPVHSVQDNINISARRKTLTAGCLINNRWEADNAL
                     LRIQSLNIKTPGPQQLIMNLSGGNQQKAILGRWLSEDMKVILLDEPTRGIDVGAKHEI
                     YNVIYQLAKQGIAVLFASSDLPEVLGLADRIVVMREGAISGELDHEYATEEQALSLAM
                     LRTPNIATNTASAVA"
     gene            1808487..1809536
                     /locus_tag="YPA_1617"
     CDS             1808487..1809536
                     /locus_tag="YPA_1617"
                     /codon_start=1
                     /transl_table=11
                     /product="L-arabinose transport system permease protein"
                     /protein_id="ABG13583.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MSSVTLSSDKKNPVSTESNGGIPQPQQPQNAPTKSGLGLSRIWD
                     SYGMLVVFAVVFIGCVIFVPNFGSFINMKGLGLAISMSGMVACGMLFCLASGDFDLSV
                     ASVIACAGVTTAVVINMTESLWIGVGAGLLLGAACGLINGFVIARLKINALITTLATM
                     QIVRGLAYIISDGKAVGIEDERFFALGYTNWFGLPAPIWITVACLVLFGFLLNKTTFG
                     RNTLAIGGNEDAARLAGVPVVRTKIIIFVLSGLVSAAAGIILASRMTSGQPMTSIGYE
                     LIVISACILGGVSLKGGIGKISYVIAGILILGTVENAMNLLNISPFSQYVVRGLILLA
                     AVIFDRYKQLAKRTI"
     gene            1809757..1810689
                     /locus_tag="YPA_1618"
     CDS             1809757..1810689
                     /locus_tag="YPA_1618"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG13584.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MYQRMVQEPQPNPLLPGYTFNAYLVAGLTPILADGPLDFFIDRP
                     GGMKGYILNLTIKGQGKIFDGENTIYSNPGDLLLFSPKSPHHYGRSPNSDCWYHRWVY
                     FRPRAYWADWLEWHSKTHEVGRLSLPNNNLMLEFDRLFANIEQTQKSGRRFGEELGMN
                     LLERLLLRAMEEDPLSPQRIMDPRIIEACQFITGNLAGELRIDEVARHVCLSPSRLAH
                     LFREQVGINILRWREDQRVIRAKLLLQTTQEPIATIGRVVGYDDQLYFSRVFRKRVGV
                     SPSDFRRRSIETNYPQRTFRPADWQDNQGALVRV"
     gene            1810817..1811866
                     /locus_tag="YPA_1619"
     CDS             1810817..1811866
                     /locus_tag="YPA_1619"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG13585.1"
                     /translation="MADKIKVGLLGYGYASKTFHAPLIMGTPGLELAGVSSSDASKVH
                     ADWPAIPVVSDPQMLFNDPSIDLIVIPTPNDTHFPLAQSALAAGKHVVVDKPFTVTLS
                     QANALKEHADDAGLLLSVFHNRRWDSDFLTLKTLLAEGSLGNVVYFESHFDRYRPEIR
                     QRWREQAGAGGGIWYDLGPHLLDQALQLFGLPETLNVDLGMLRPGSQSVDYFHAVLSY
                     PGQRVVLHSTVLAAAETARYIVHGTQGSYIKFGVDPQEDRLKAGERLPQADWGYDMRD
                     GIVTLSHDNVLTEKPLLTLPGNYPAYYAGIRDAIWGTAPNPVPATEAIKVMELIELGI
                     ASDQQKKALPIIAKN"
     gene            1812060..1813088
                     /locus_tag="YPA_1620"
     CDS             1812060..1813088
                     /locus_tag="YPA_1620"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13586.1"
                     /db_xref="InterPro:IPR002088"
                     /translation="MSWLQRLQIDKFLLVLILVVIIASIFPCEGETKVWFERLTTAAI
                     ALLFFMHGAKLSRAAIMTGMGHWKLHLVVFLSTFALFPLLGVGMNVLVPNVLTPTLYL
                     GFLYLCALPATVQSAIAYTSVAGGNVAAAICSASASSILGVFLSPILVGMLMQTQGGD
                     TDTLHAIGSIIMQLMVPFVVGHLSRPLIAKWVERHKKLVNITDRSSILLVVYVAFSEA
                     VVQGIWSQIDGWSLLAISVCSMVLLTVVLVVNTLAARWLGFNTADEITIVFCGSKKSL
                     ANGIPMANVLFPASVVGVMVLPLMIFHQIQLMVCAVLAQHYAKRMAREQAEKGLDVMP
                     TVNDSKTQ"
     sig_peptide     1812060..1812152
                     /locus_tag="YPA_1620"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.814) with cleavage site probability 0.802 at
                     residue 31"
     gene            1813294..1813893
                     /locus_tag="YPA_1621"
     CDS             1813294..1813893
                     /locus_tag="YPA_1621"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13587.1"
                     /translation="MMEIGTFSLSNVDTDHLIADPTGIKSIKTVCDLHIVELAQVDNE
                     KKLHIAEIDKGISAVLPGIDSCIGIIIKTDLGKIIASHVGIYDCGVDKGFDANKFDES
                     VYANIESENMRSSIALITDDLKKMIGKNKISEIMIIGQDAGSEWPHQQLNDLAKELGF
                     SGELIICGHKEGVNTTCSVIIDSAGDISILNRDGKRIEI"
     gene            complement(1813942..1815486)
                     /locus_tag="YPA_1622"
     CDS             complement(1813942..1815486)
                     /locus_tag="YPA_1622"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13588.1"
                     /translation="MKKSLVAVSVIVVLGAAWTGASWYTGKLIEQRMTELVDNANGQI
                     KTAFPNVGVKFAYKDYQRGLFSSKVRYILQSDNTFTGEKVLSDGDEIAFIEVIDHGPF
                     PLAQLKKLNLIPSMASVHTELANTPVLKKLFDVTNGQSPFTADSRISYGGDTSSAITF
                     IPINYKQNSTNVKFSGATINADVSRDMHNVSMSGSSDSFIYSKKNYLDQTEQVSVQGL
                     TLKSDSKAGKFDISIGDQQIGVKQIDISHEGKNMATLLGFNLKTQLSETDKDLNGKLS
                     YTLDALKIQDNNFGSAQLTIAFDRFNGEGLKQFISAYNKRVQLAESVDQLASQQQMRE
                     VVMANLPALLKGNPAVSIAPLSWKNTKGESTFTLNIELTDPTQAKSTEKPLIAPAVKK
                     LDANLSIPMAMATELVTQAARLQGYSEEEAKSSAQQQVQSLAAMGQMFRLTTTKDDVI
                     SSKLQFADNQVELNGQKMSPEEFAGLFNLLGAQGEEEEDIDSGPESQETPEFDLVVPA
                     EPAPAQ"
     sig_peptide     complement(1815427..1815486)
                     /locus_tag="YPA_1622"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.988) with cleavage site probability 0.875 at
                     residue 20"
     gene            complement(1815726..1816997)
                     /locus_tag="YPA_1623"
     CDS             complement(1815726..1816997)
                     /locus_tag="YPA_1623"
                     /EC_number="5.3.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="mannose-6-phosphate isomerase"
                     /protein_id="ABG13589.1"
                     /db_xref="InterPro:IPR001250"
                     /translation="MAYFFRVCYPEPVNHWLTRSLILVLCKRQIINMLKMNNAVQNYA
                     WGSTDALTQLYGIPNPQGMPMAELWMGAHPKSSSQVLDANGQWHSLRDVIDQDPDNTL
                     GSDIFKRFGELPFLFKVLCAAQPLSIQVHPSKAAAEVGFAKENQAGIPLDAAERNYKD
                     ANHKPELVYALTPFQAMNGFRTLEDIQALLQPLAAAHPDIAAFLRQPDTEHLASLFAS
                     LLSMSGETKTRALGILKAALNSQLGEPWDTIRSISCFYPDDSGLFSPLLLNAVTLQPG
                     EAMFLYAETPHAYLNGVALEVMANSDNVLRAGLTPKFIDIPELMSNLQFIPKPANALL
                     TTPKQQGNELIFPIPVEDFAFSLHTLVVEPHVLAQHSAAIIFCVEGCAVLKKQEQEIT
                     LHPGESCFISAKESPVTVQGVGSIARVYNAV"
     gene            1817185..1818582
                     /locus_tag="YPA_1624"
     CDS             1817185..1818582
                     /locus_tag="YPA_1624"
                     /EC_number="4.2.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarase"
                     /protein_id="ABG13590.1"
                     /db_xref="InterPro:IPR000362"
                     /db_xref="InterPro:IPR003031"
                     /db_xref="InterPro:IPR005677"
                     /translation="MATTRSEKDSMGSIDVPANQLWGAQTQRSLAHFRISQEKMPTEL
                     IHALALTKRAAAQVNMDLGLLPAERAKAIMRAADEVLDGAHPTEFPLAIWQTGSGTQT
                     NMNMNEVLANRASELLGGARGNNRLVHPNDDVNKSQSSNDVFPTAMHVAAVMGVSEHL
                     LPELKVLQKTLADKAEAYRDIVKIGRTHLQDATPLTLGQEISGWAAMLSHSVRHIEAT
                     LPHLCELALGGTAVGTGLNTHPEYAVRVANEIATLTRQPFITAPNKFESLGTCDALVH
                     GHGALKGLAASLMKIANDVRWLSSGPRCGIGEISIPENEPGSSIMPGKVNPTQCEAMT
                     MLCAQVMGNDVAINIGGASGNFELNVFRPLVIHNFLQSVRLLADGMRGFNEHCALGIE
                     PNRDRITQLLNESLMLVTALNTHIGYDKAAEIAKKAHKEGLTLKAAAMALGYLTDAEF
                     DEWVRPEDMVGSMKK"
     gene            complement(1818662..1819636)
                     /locus_tag="YPA_1625"
     CDS             complement(1818662..1819636)
                     /locus_tag="YPA_1625"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA replication terminus site binding protein"
                     /protein_id="ABG13591.1"
                     /translation="MYVVTKPPYLEKNMNKYDLIERMNTRFAELEVTLHQLHQQLDDL
                     PLIAARVFSLPEIEKGTEHQPIEQITVNITEGEHAKKLGLQHFQRLFLHHQGQHVSSK
                     AALRLPGVLCFSVTDKELIECQDIIKKTNQLKAELEHIITVESGLPSEQRFEFVHTHL
                     HGLITLNTYRTITPLINPSSVRFGWANKHIIKNVTREDILLQLEKSLNAGRAVPPFTR
                     EQWRELISLEINDVQRLPEKTRLKIKRPVKVQPIARVWYQEQQKQVQHPCPMPLIAFC
                     QHQLGAELPKLGELTDYDVKHIKHKYKPDAKPLRLLVPRLHLYVELEP"
     gene            complement(1819982..1821100)
                     /locus_tag="YPA_1626"
     CDS             complement(1819982..1821100)
                     /locus_tag="YPA_1626"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13592.1"
                     /db_xref="InterPro:IPR005829"
                     /db_xref="InterPro:IPR007114"
                     /translation="MTTSLHTTNTVAPASTKNDDDTVFTTIPKLPPLNKRPYIQQGTP
                     EFIRVALALFSAGLATFALLYCVQPILPMLSQDFSTSPASSSLSLSIATGMLALGLMF
                     TGPLSDAIGRKSVMVVALLLAAVCTIVCSFMTSWHGILLMRALTGLSLSGVAAVAMTY
                     LSEEIHPNFIALSMGLYISGSSIGGMSGRLVAGVLSDLFSWRVSLLVLGLFALAAACL
                     FWFILPASKHFRASSLRPRTLLINFKLHWRDSGLPLLFAEGFLIMGGVVTLFNYIGYR
                     LLDGPYYLSPTIVGLLSIVYLTGSYSSPKAGSLSNRYGRGLILLASIGMMLVGVVITS
                     FPSVIMIFIGMMFVAAGFFAAHSVVSSWVGCRARRAKA"
     gene            1821313..1822191
                     /locus_tag="YPA_1627"
     CDS             1821313..1822191
                     /locus_tag="YPA_1627"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulator LYSR-type"
                     /protein_id="ABG13593.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MSIELRHLRYFIAVAEELHFGRAAERLHISQPPLSQQIQILEEQ
                     IGARLLARNKRNISLTQAGKLFLKESYQILAQVNSATEKAACLHRGESGVLTIGFTSS
                     APLINVVSKNLRTFRQIYPQVHIKMQEVSTKQQIEALLDGRLDLGIMRNTRLPEALQY
                     RLLLREPLVAVVHEDHPLASLPNGSVKFSSLDKQPFVFFSREVGTALYDEFFTLLTRA
                     GITPYITQEVGEAMTIIGLVSSGLGVSILPASFRRVNVDGVKYLSLDEADATTEMWLV
                     NHKHRPMPPLQKHCSV"
     gene            1822405..1823622
                     /locus_tag="YPA_1628"
     CDS             1822405..1823622
                     /locus_tag="YPA_1628"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ROK family transcriptional regulatory
                     protein"
                     /protein_id="ABG13594.1"
                     /translation="MIMDGQPGHIDQIKQTNVGAVYRLIDLLGPISRIELSKRAQLAP
                     ASITKIVRELVEVHLVKETEYQDVGSRGRPAIGLVLDTEAWHYVSGRISRGTITLALR
                     DLSSKLVVEEQIPLPDRHPEPLLSRILNEVDQFFIRHQKKLERLTAIAITMPGIIDAP
                     AGIVHKMPFYDVNEMSLGPALEQRTGLPVYLQHDICAWTMAESLYGASRGCQNIIQVV
                     IDHNVGAGVITSGRVLHAGSRSVVNIGHTQVDPYGKRCYCGNHGCLETVASIDNMLAI
                     AQQRLNSSMSSLLHHTPLSVESLCDAALAGDQLAKDIILGVGHSVGRIIAIMVNLFNP
                     EKILVGSPLNKASSILHPAIASCIRQQALPAYSENILVESTEFFNQGTMPGAALVKEA
                     LYNGSLLVKLLQG"
     gene            1823846..1824514
                     /locus_tag="YPA_1629"
     CDS             1823846..1824514
                     /locus_tag="YPA_1629"
                     /EC_number="6.3.3.3"
                     /codon_start=1
                     /transl_table=11
                     /product="dethiobiotin synthase"
                     /protein_id="ABG13595.1"
                     /db_xref="InterPro:IPR004472"
                     /translation="MLTRLFVTGTDTAVGKTVVSRALLQALSQNGRTAVGYKPVATES
                     KETSEGLRNQDALILQASSSIELNYQEVNPYPLQGDVIHACTDTLINYEKMTEGLQCL
                     SAKADTVIVEGCGGWKVMMNDQRFYSDWVVQEQLPVILVVGIKLGCINHALLTAQAII
                     NDGLPLLGWVANRINPGLAHYAETIAMLRDRLAAPQLGQLPYLPRPEEKPLAKYLDLT
                     AISG"
     gene            complement(1825265..1826287)
                     /locus_tag="YPA_1630"
     CDS             complement(1825265..1826287)
                     /locus_tag="YPA_1630"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG13596.1"
                     /translation="MRFRLANSIQITRLKSLIKIGISHINNLNIFSWPIRPCQPIFIQ
                     LCQKKKFLSTTTGNPHFFTFKISNGFNTAPFFSRLARGVEEVARKKGAKLMVCSGGHQ
                     EELEKAGLDFLINQGCEAIVAHITRMSEAEILRYAAHTPGLVLINRYLPAIANRCVWL
                     DNTRAAEASTHYLLQNGHTRIACVTAKLSIDDKKQRLEGYRAAMASAGITVPADWIIS
                     VPFDEEGGELAAEKLLASDQNFTAVVTFNDVMAAGMMRSLHQRNISLPEQLSIVGFDD
                     VVLARYLYPSLTTVHYPIERMARRAANIALLLHAQGEVSPQINMFSADLVIRDSVAQV
                     GKNRGK"
     gene            1826108..1826320
                     /locus_tag="YPA_1631"
     CDS             1826108..1826320
                     /locus_tag="YPA_1631"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter, perplasmic taurine/sulfonate
                     binding protein"
                     /protein_id="ABG13597.1"
                     /translation="MGVARGGAQELLLLAELDKYGLTWSDRPGKDVQIIYMAYADLNQ
                     ALQSGNLDAISQSEPHASQVSTTDEK"
     gene            complement(1826364..1827143)
                     /locus_tag="YPA_1632"
     CDS             complement(1826364..1827143)
                     /locus_tag="YPA_1632"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13598.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1827143..1828165)
                     /locus_tag="YPA_1633"
     CDS             complement(1827143..1828165)
                     /locus_tag="YPA_1633"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13599.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1828235..1828672
                     /locus_tag="YPA_1634"
     CDS             1828235..1828672
                     /locus_tag="YPA_1634"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13600.1"
                     /translation="MHRSLHQAINIGYGVELLKPYDTPVGVPIRALIMTEAMYKEKPE
                     VAARVLKLFVDATNTFIQQPEIAEEYVRKEMFKNQITSQDYQDAIGNSPFSYDITVEH
                     VQVTTDLMRKYGIGRMNNPPVAADWVKNDLLEAAKKSIGVNGS"
     gene            1828676..1829497
                     /locus_tag="YPA_1635"
     CDS             1828676..1829497
                     /locus_tag="YPA_1635"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transport system permease"
                     /protein_id="ABG13601.1"
                     /translation="MKNIKVYQYIKWVIMPTIVLLMWQMLAISGWIQPTILPSPVAVV
                     VRWFDYFLPYEAYNPETSNWLMWSLSGELLHDAWASIYRVIIGFLIGALLALPLGLWV
                     GSSKIGNDLMNPLIQFLRPIPPIAYIPLAMLWFGLGNPPAFFLISIGAFFPILINTIA
                     GVRNVDGIYILAARNLGAGQATMFRRIILPAATPYILTGMRVGIGTAFICVIVAEMIA
                     VNSGVGYRILEAREYMWSDKVIAGMFTIGFLGLVIDLCMDRLNRRLLRWHRGIGN"
     gene            1829507..1830061
                     /locus_tag="YPA_1636"
     CDS             1829507..1830061
                     /locus_tag="YPA_1636"
                     /codon_start=1
                     /transl_table=11
                     /product="taurine ATP-binding component of a transport
                     system"
                     /protein_id="ABG13602.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /translation="MKISDNIIEQVETCEISINHVDKSFGSGESLVIALKEINLHISH
                     GEFVCLLGPSGCGKSTLLNAIAGFSLPTQGEIIVKGHVVTEPGTDRGMVFQEYALFPW
                     MNVEKNIAFGMDIKGESKEKCQSVVEDLLNTLGLSEFRTRYPKDLSGGMRQRVAIARI
                     LALDPPIKSIARIPICKCSEIAPS"
     gene            complement(1829788..1831446)
                     /locus_tag="YPA_1637"
     CDS             complement(1829788..1831446)
                     /locus_tag="YPA_1637"
                     /EC_number="3.2.2.4"
                     /codon_start=1
                     /transl_table=11
                     /product="putative AMP nucleosidase"
                     /protein_id="ABG13603.1"
                     /db_xref="InterPro:IPR011271"
                     /translation="MFKGGTLNKLQDTGSLAVVEAIDKLEMLYDAALAALRDAISAFI
                     RDGSLPNAAERSKGLFSYPQLSVRWDGKFSDHHRTRAYGRFSRAGQYSTTITRPALFR
                     EYLTEQMTLLESEYGAVFEVTPSQQEMPYPFVIDGSDLILDRSMTAGLAQHFPTTDLA
                     KIGDGITDGIETIALGTASLGSAVSDLPLSHFDALRTDFSLARLKHYTGTPAEDIQPY
                     ILFTNYSRYVDEFVRWAGEQILDPNSPYKALSCAGGSYITAENADPEKTLSDLAWKKH
                     QMPAYHLIAKNGQGITLVNIGVGPSNAKTICDHLAVLRPHVWLMIGHCGGLRESQSIG
                     DYVLAHAYLRDDHVLDAVLPPDIPIPSIAEIQRALYDATKAVSGMPGVEVKQRLRTGT
                     VVTSDDRNWELRFSASSLRFSLSRAVAVDMESATIAAQGYRFRVPYGTLLCVSDKPLH
                     GEIKLPGQANHFYEGAISEHLQIGIRAIDLIGGSSAKIRAMATRCRIPPDKSFGYRVR
                     NSLKPSVFSKSSTTDWHFSFDSPLMSMPNAIFFSTFIHGNSAYS"
     gene            1831634..1833067
                     /locus_tag="YPA_1638"
     CDS             1831634..1833067
                     /locus_tag="YPA_1638"
                     /codon_start=1
                     /transl_table=11
                     /product="putative virulence factor"
                     /protein_id="ABG13604.1"
                     /translation="MAKSFLRSGSLDDILALGENGQPIYTSALQIREALRLKKQQHIV
                     DCLAIPQINEQGNRIDWYAPFEGKVTSWIAASSTERKAAVKQLAICLASASDISLRAK
                     KSEKAAQQLFGALLAKALQFPDQNHVYLVSGKPVITFWGFVSQDKKMRSDPLDCLRQS
                     TDVVESAIKVESIVKAESTVVPPEIRAKTVVTPAAVELSPQADIIPTPQLVAEPEVTV
                     GSEPIKTPVRWLRIGGVLSIAALIGALVAQFSGNLPGSTAPTAETQSSTAEHMTEQLE
                     PSASHKPQVTADALAPVEPITASVPPPIMQPLLPLDHAPVPPDAKVAAESIVAEPMAV
                     EPIAAEPVTPPVTRANNNALILPANAVKIGSTAFLNGNWRAIPEIKSSLTGKPPSLRY
                     QIKQGKGSVKITHGDNVTCRANVTAGLMKSGNLVINSRYRAQCSDGSKYQIPEIVCKQ
                     GTTDIADCKGRYDANTTLSMTMTRESK"
     gene            1833072..1836143
                     /locus_tag="YPA_1639"
     CDS             1833072..1836143
                     /locus_tag="YPA_1639"
                     /codon_start=1
                     /transl_table=11
                     /product="putative virulence factor"
                     /protein_id="ABG13605.1"
                     /translation="MLATITDYKQKITLIQDSGIQFLDFALTPESDTELPNKFVRKSA
                     NGPLLRLNYHEHNGKYSLMLPGAAPEIVKPEFSIPLEQSLKLLNQIWLPLPFLRFTPP
                     HTFIRGPDNWARVQILTLDTPDQDGNTLRVTLAFDTKVYPESHDNDYLAPTENDIKTG
                     LSFALAYHNEDLAEFLDLTWVDGWLRDVFTQQAAEQEERTARHISASLREFEYQAHYL
                     NVLALLGSQLRIPEIKITTNTLQEPAVNVDLILDVGNSHTCGILVEDHADESYGLNQT
                     YELQLRDLSKPHYLYNALFESRVEFAQAKFGQQSFSVESGREDAFIWPSITRVGHEAC
                     RMALQRLGTEGSTGISSPRRYLWDEESYAAGWRFSGTPTAPHEELATALPLTLLLNDD
                     GEPLYRLPAEERLPVFSPHYSRSSLMTFMLSELLAQALMQINSAAQRLKMIHVTAPRQ
                     LRSIILTLPSAMPKPEREIFRQRMNEAIALVWKSMGWHPADDDFVTPADHAKSKVPVP
                     DVQMEWDEATCGQMVYLYNETQVNFGGRTAAFFASMARPDKQLDAGETAGKTLRIASI
                     DIGGGTTDLAITQYGLDEGIGNNVKISPRLLFREGFKVAGDDILLDIIQLYILPALQA
                     TLKKMAVVNSDGVMDKLFGNDGRMDGQSVLRQQATLQIFMPVGRAILEAYENVDPLDT
                     RAEIEASFGELLTLQSSQRQRSPQRQSSSQPQSLSQRQPSSQPQQPTLKVLEYINSEI
                     QRELPPDAGVFDILQVPLVLKLSQLHGEFLSNRMSITQNLRALSEVVSLYACDVLLLT
                     GRPSRFPGIQALFRHLQPLPNNRILSLDGYHTNDWYPFNKLGRIDNPKSTAAVGAMLC
                     LLALNLRLAGFYFKAGDFQPYSTICYLGMLSSSHTLTTENVYYRDIDLDSADYKLPSD
                     VHFQLRGSLSLGFRQLDNDRWPASPLYTLSIVEQELARKIAGNSVLSVKLKLAKSDKQ
                     TGLERFELAEAKLQDGSRVPLHHLRLKLNTLASNGSGSPHYWIDSGSVFRK"
     gene            1836140..1838680
                     /locus_tag="YPA_1640"
     CDS             1836140..1838680
                     /locus_tag="YPA_1640"
                     /codon_start=1
                     /transl_table=11
                     /product="putative virulence factor"
                     /protein_id="ABG13606.1"
                     /db_xref="InterPro:IPR001005"
                     /translation="MKSLTPQLLNGQQLHDQLQQVTQGIDQAIDWVKSTRQHAVRLDR
                     EAEHLTIKLRRMRNKAHPLSETALTAMTIGFVGQSQAGKKHLISALAANEHGRLENTL
                     GGKKLDFWQQIRPEYQTTGLVTRFSYQTEGHQTHGHESRATNEAYPVQLTLLSEVDIA
                     KIIARAFLLDCPQENPAYSLDEQQITEHLRQLMMHRRPIINAGINSDDVIALWDSLAH
                     HDTQRQKELATHFWPTAIELAPYLSIDDRAKLFSLLWGENDPLTDAYRHFSYILQHLS
                     GTQKLLAPLSVLVDDTLLPANGVMNIATLGDLNTPADNPIQVLPLINGHTAKCVTLSQ
                     AELTLLAVELKIPLDKPARESAFESVELLNFPDARGSQTIPALMENAAYPLASLLSQA
                     KNAYLLERYTNQQQINLLLVCTATDQRSEIKSTSKALDYWVKQTQGESVQIRSRRNPG
                     LIWALTPHDQRITANLPLSTPTDAQTHDANIKNYDEAVQRYVGNPGDSWGTLLALDAR
                     GVERMISYLSKEILRDIKSERLTEQLHELQRELTNNLFTGWYQPSVTDERQQKQRIVE
                     ILLKALQTRTGVHGELLEQLLPSRDELRRLYLQQHLYLSPRLYQQEKKGVADFFIPLA
                     STEPFSIGIDIDLFSDLPTPTEPSLTPQARHDNDEAEYAAHVHYYWINHLRQLPDNTA
                     LLELLGVTKPTIELLVAEFITASIRLDIARNLRQALADNEPADLHRAAKADRQVSRAL
                     TVLGDFIAWLGFLQISEDKRPDSRINRGYKIFAQPPKSVSTLGVSHRLTQLALTPTNS
                     TAFYIYDWLVGLGEMIIQNVGYSASNEISPAQRQQLAAILSVIKPAND"
     gene            complement(1838849..1839643)
                     /locus_tag="YPA_1641"
     CDS             complement(1838849..1839643)
                     /locus_tag="YPA_1641"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13607.1"
                     /translation="MNKSLPLILMAILAGCGAKKNTHNPVDIDIYTSNRINSIIETQV
                     KTADQSNTGEIIAKVSAEFLGTPYKANMLIGSSTEPEKLVIDFRGLDCFTYLDYVESL
                     RKSKNKNDFIKQLVGVRYIDGDISYQHRKHFFTDWSSRPPLNAKDITAEISAHTLTVT
                     KYLNQKSDGGEFIPTLGVFKRDVSYIPAEFINDSVIDKLRTGDYIGIYTHIAGLDVTH
                     TGIFIMTKNGPVLRNASSLKVNEKVVDSPFIEYVKKTPGIIVLRAL"
     sig_peptide     complement(1839587..1839643)
                     /locus_tag="YPA_1641"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.733) with cleavage site probability 0.380 at
                     residue 19"
     gene            1840280..1841947
                     /locus_tag="YPA_1642"
     CDS             1840280..1841947
                     /locus_tag="YPA_1642"
                     /EC_number="2.2.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, large subunit"
                     /protein_id="ABG13608.1"
                     /db_xref="InterPro:IPR000399"
                     /db_xref="InterPro:IPR004407"
                     /translation="MRYTGAQLIVRLLEQQGITLVSGIPGGAALPLYDALGQSRIIRH
                     VLARHEQGAGFMAQGMARATGETAVCLASSGPGATNLVTAIADAKLDSIPLVCITGQV
                     PSSMIGTDAFQEVDTYGISIPITKHNYLVRDISELAQVIPQAFRIAQSGRPGPVWIDI
                     PKDVQTAEIDLATLPPPGIADTPGPVDLSAIAQVAKMINQSVRPVLYLGGGIVSSGAH
                     QQAIQLAELASLPTTMTLMALGTMPVDHPLSLGMLGMHAARSTNLIMQQADLLIVLGA
                     RFDDRAIGKAEQFCPHANIIHIDIDPAELGKIRCPHLAMNADIAQVLTHLLPMIDAQL
                     RSDWRSTVADMQREFPFNQPNSENPLCHYGLIRAAAEALDDETIITTDVGQHQMWVAQ
                     AYPLHRPRQWLTSGGLGTMGFGLPAAIGAALAKPESKVVCFSGDGSLMMNIQEMATAA
                     EEQLNIKIILMNNQSLGLVHQQQDLFFGKRIFAADYAYRTNFIHIAEGFGFSTCDLNT
                     ASDPYTALHEALNRPGPVLIHALINVDEKVYPMVPPGAANIDMIGGE"
     gene            1841949..1842251
                     /locus_tag="YPA_1643"
     CDS             1841949..1842251
                     /locus_tag="YPA_1643"
                     /EC_number="2.2.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, small subunit"
                     /protein_id="ABG13609.1"
                     /db_xref="InterPro:IPR004789"
                     /translation="MINQPIPTRVTLLLTVRNHPGVMSHICGLFARRAFNVEGILCMP
                     LPSGEESRIWLQVLDDQRLLQMISQLEKLVDVLQVRRFGPEMPIFDQVEDLVANQR"
     gene            complement(1842318..1842992)
                     /locus_tag="YPA_1644"
     CDS             complement(1842318..1842992)
                     /locus_tag="YPA_1644"
                     /codon_start=1
                     /transl_table=11
                     /product="haloacid dehalogenase-like hydrolase family
                     protein"
                     /protein_id="ABG13610.1"
                     /db_xref="InterPro:IPR000223"
                     /db_xref="InterPro:IPR005833"
                     /db_xref="InterPro:IPR006402"
                     /db_xref="InterPro:IPR006439"
                     /translation="MKYQWILFDADETLFHFDAYQGLKLMFSRFNVEFSAQDFDHYQL
                     VNKPLWVDYQDGKISATQLQNTRFEMWAEKLGVTATRLNSEFLLAMADICSLLPGARE
                     LVDALSGKVNMGIITNGFTELQTIRLERTGFKDIFSPLIISEQVGVAKPDVAIFEYAF
                     NVMDNPPKEHILMVGDNLHSDIQGGINAGIDTCWLNTQGVAGDDNIAPRYQVSSLAEL
                     QALLFA"
     gene            complement(1843123..1844508)
                     /locus_tag="YPA_1645"
     CDS             complement(1843123..1844508)
                     /locus_tag="YPA_1645"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13611.1"
                     /translation="MHCPDAFSQLFQQRYRDKYGDGFILPVNKTKLHVFYRPASAGLM
                     GQEFIQQMGELPNVAVCKANRDKLRPLIEACQNDLEAYNRFVSLNPKKKAALEGLLLL
                     PMPLWPEALNAELESIKSRVGYGLLLITLDELFAQLSHACASNPPERLSRNVVIALTQ
                     ALASLQVGIEPDVRADNRTPTLQDTVALFPIESATAESATFAVYRITMLAVELACAAV
                     MVDGRVGEPESMILTRHIDAWSYLSPGQRMRLKAYLQPGVRKNNTLLALKNNLEPLSL
                     EHRRAIARFLAHLIQVEGTITPQDVKFLERVYKRFALDSKLVYTDLDSRATPMTLSLP
                     PPGSVALNSVDRITLLKNESQELVALLENLFLTKVVATEDKEEIDPQSMAAIMADMQE
                     GTVTLLRLLISRNAWERDKLTDIALDMEIRLDDILIEINRKILAVFDVPLITGDAVIS
                     INRDVSAALLA"
     gene            complement(1844508..1845518)
                     /locus_tag="YPA_1646"
     CDS             complement(1844508..1845518)
                     /locus_tag="YPA_1646"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13612.1"
                     /translation="MAKRKSTGTGWVILLIVALGLMTDIPREAWVALSFAILCLFFVW
                     KNIRWAKIGSGPSINSDVPEASAIPDLGGYQLDSLALHPELVIDDELTDHLDQSASAK
                     PSSGDKPSASTKQSEISRGSLARASWLRPGELAVVAGITLADGMIYIGNKHKSNRTGA
                     EPAFINPSMQVAEEEVDISLALIDNAPDYSTCSPEARKAYLQWLSEGRKSPIAHISYV
                     FLFFYGLEHRVLIDASIDPIAKRELPIIEAEINRLLNIYGKNNTFNHYAQNLLVYIAR
                     VDIEETLYLLPPPLSRNASTELPLALLVGLGQLAVDQRPLPAEWACAWGGRIQPLTKT
                     DH"
     sig_peptide     complement(1845447..1845518)
                     /locus_tag="YPA_1646"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.682) with cleavage site probability 0.641 at
                     residue 24"
     gene            complement(1846064..1847509)
                     /locus_tag="YPA_1647"
     CDS             complement(1846064..1847509)
                     /locus_tag="YPA_1647"
                     /EC_number="3.1.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="alkaline phosphatase precursor"
                     /protein_id="ABG13613.1"
                     /db_xref="InterPro:IPR001952"
                     /translation="MNRVPTLSGIALSSGIALSTLLLSSALLTPNAIAAATGLYDRAA
                     HGDVTQFGGARRLTEDQTQALRDSLSNKTVKNVILLIGDGMGDSEITSARNYAMGAGG
                     FFKGIDALPLTGQYTHYALDKKTQKPNYVTDSAASATAWSSGVKTYNGALGVDVFGKD
                     HVTLLELAKKAGKATGNVSTAELQDATPAAQFAHVTGRKCYGPEETSEKCSTNALEKG
                     GRGSITEQMIEGRADVTLGGGAASFSQVAKAGEWKDQSLRDQALARGYVIVENLDDLN
                     AIKHANQQKPLLGLFSPGNMPVRWQGPKASYHGNLDKPPVVCENNAERTSDIPTLAVM
                     TEKAIDLLKTNENGFFLQVEGASIDKQDHSANPCGQFGETVDLDEAVQKALEFARADG
                     NTLVIVTADHAHSSQIIEPEAKAPGLTQALTTKDGAVMAISYGNSEDDSQGHTGSQLR
                     IAAYGPHAANVVGLTDQTDLFFTMRDAMALK"
     sig_peptide     complement(1847405..1847509)
                     /locus_tag="YPA_1647"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.933 at
                     residue 35"
     gene            1847750..1848268
                     /locus_tag="YPA_1648"
     CDS             1847750..1848268
                     /locus_tag="YPA_1648"
                     /EC_number="2.1.1.63"
                     /codon_start=1
                     /transl_table=11
                     /product="putative methylated-DNA--protein-cysteine
                     methyltransferase"
                     /protein_id="ABG13614.1"
                     /db_xref="InterPro:IPR001497"
                     /translation="MKTFFIDRMATPQGELLLIADEENQLRAIDWTDHHDRLMKLLRN
                     HYGADTFTLVEKRNPGGLSESMQRYFAGELSIIDTLPVKTAGTDFQRQVWQELRKIPC
                     GETISYGELAKRINRPTASRAVGMANGLNPISIVVPCHRVIGSQGALTGYAGGVDRKR
                     WLLVHEGYLLGC"
     gene            1848341..1849093
                     /locus_tag="YPA_1649"
     CDS             1848341..1849093
                     /locus_tag="YPA_1649"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarate and nitrate reduction regulatory
                     protein"
                     /protein_id="ABG13615.1"
                     /db_xref="InterPro:IPR000595"
                     /db_xref="InterPro:IPR001808"
                     /translation="MIPEKRVIRRIQSGGYAIHCQDCSISQLCIPFTLNEHELDQLDN
                     IIERKKPIQKGQALFKAGDELKSLYAIRSGTIKSYTITEEGDEQITGFHLAGDLVGFD
                     AISNLQHPSFAQALETSMVCEIPFDTLDDLSGKMPNLRQQIMRLMSGEIKGDQDMILL
                     LSKKNAEERLAAFIYNLSHRFAQRGFSPREFRLTMTRGDIGNYLGLTVETISRLLGRF
                     QKSNILSVKGKYITIENNEALAQLAGNPKPRL"
     gene            1849228..1850184
                     /locus_tag="YPA_1650"
     CDS             1849228..1850184
                     /locus_tag="YPA_1650"
                     /codon_start=1
                     /transl_table=11
                     /product="putative stress protein"
                     /protein_id="ABG13616.1"
                     /translation="MGKYQNILVAIDPNQDDQPALRRAVYLVQRNGGTIKAFLAIYDL
                     SYDMTTLLSPDERTAMRKGVISQRSAWISEQCRFYIDSGIPIDIKVVWHNRPYEAIIQ
                     EVLKAKHDLLLKMAHQHDRLESIIFTPTDWHLLRKCPCPVWMVKDQPWPEEGTALVAV
                     NLSSEDPLHDPLNLRLVKETLELAEHVNQTPVHLISAYPVTPINIAIELPDFDPSVYN
                     DAIRGQHLVAMKALRQQFGIDEKFTHVEKGLPEEVIPDLAEHLNAGVVVLGTLGRTGL
                     SAAFIGNTTEHVIDNLKCDLLAIKPEGFTCPIEGNEDQEDAE"
     gene            complement(1850459..1851853)
                     /locus_tag="YPA_1651"
     CDS             complement(1850459..1851853)
                     /locus_tag="YPA_1651"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD(P) transhydrogenase subunit beta"
                     /protein_id="ABG13617.1"
                     /translation="MSSGLVTAAYIVAAILFIFSLAGLSRHETSRQGNSFGVAGMAIA
                     LIATILGPDSSNVAWIIIAMVIGGAIGIYLAKKVEMTEMPELVAILHSFVGLAAVLVG
                     FNSYLDHGSMMDAVMENIHLTEVFLGIFIGAVTFTGSIVAFGKLRGVISSKPLMLPQR
                     HKLNLVALVVSFLLMVTFVRTESITLQVVALLLMTLIALGFGWHLVASIGGADMPVVV
                     SMLNSYSGWAAAAAGFMLSNDLLIVTGALVGSSGAILSYIMCKAMNRSFISVIAGGFG
                     TDGSSTGNAEEMGEYREATAEDVAEQLRNASSVIITPGYGMAVAQAQYPVAEITAKLQ
                     ARGIKVRFGIHPVAGRLPGHMNVLLAEAKVPYDVVLEMDEINDDFSSTDVVLVIGAND
                     TVNPAALEDPRSPIAGMPVLEVWKAHSVIAFKRSMNTGYAGVQNPLFFKENTQMLFGD
                     AKDSVEAILRALNN"
     sig_peptide     complement(1851785..1851853)
                     /locus_tag="YPA_1651"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.661) with cleavage site probability 0.507 at
                     residue 23"
     gene            complement(1851926..1853452)
                     /locus_tag="YPA_1652"
     CDS             complement(1851926..1853452)
                     /locus_tag="YPA_1652"
                     /EC_number="1.6.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD(P) transhydrogenase alpha subunit"
                     /protein_id="ABG13618.1"
                     /db_xref="InterPro:IPR004571"
                     /db_xref="InterPro:IPR008142"
                     /db_xref="InterPro:IPR008143"
                     /translation="MRIGVPRERLANEARVAATPKTVEQLLKLGFTVAIESGAGHLAS
                     FDDAAYQEAGAIITDTTDVWQSDLILKVNAPFEDEIALMREGSTLVSFIWPAQNPELL
                     QKLAERQVTALAMDSVPRISRAQSMDALSSMANIAGYRAIVEAAHEFGRFFTGQITAA
                     GKVPPAKVMVIGAGVAGLAAIGAAGSLGAIVRAFDTRPEVKEQVQSMGAEFLELDFEE
                     EAGSGDGYAKVMSEAFIKAEMELFAAQAAEVDIIVTTALIPGRPAPRLITKEMVASMK
                     SGSVIVDLAAQTGGNCELTVADEVTITENGVKIIGYTDLPSRLPTQSSQLYGTNLVNL
                     LKLLCKEKNGEIDIDFDDTVIRGVTVVKTGEVTWPAPPIQVSAQPQAAKAAPIAKEET
                     KPSSPWTKYIIMAVAIVLFGWLANVAPPEFLSHFTVFALACVVGYYVVWNVSHALHTP
                     LMSVTNAISGIIVVGALLQIGHGGWVSFFSFIAVLIASINIFGGFTVTQRMLKMFRKN
                     "
     gene            1853982..1854935
                     /locus_tag="YPA_1653"
     CDS             1853982..1854935
                     /locus_tag="YPA_1653"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13619.1"
                     /translation="MKLKYTIIASALLSLTAFSAAHAAKELAPEQAAAIKPFDRITIT
                     GRFNAINEAADAVSRRADKLGANSFYIQDINSSNNGGNWRVTADLYHNDAEEVSKETQ
                     YRVFNGVRELPKTEAYTLQPYDTVSVSGFFRSQPDINDAISKAAKEKGAYSFFIVRQV
                     DANQGGNQFITAYVYKADAAKRLVQSPDVIPADSDAGRAALAAGGAAAANVEIPGVAS
                     SGTPSSDVGRFFETQSSTGKRYTVTLPDGTQIQELNNTTAAQMVPFDSVSFTGHFNSM
                     TDVSHEVAKRAAAKGAKYYHVTRQWQNKSGGNLSVSADLFK"
     sig_peptide     1853982..1854053
                     /locus_tag="YPA_1653"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.992 at
                     residue 24"
     gene            1855205..1856596
                     /locus_tag="YPA_1654"
     CDS             1855205..1856596
                     /locus_tag="YPA_1654"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino acid antiporter"
                     /protein_id="ABG13620.1"
                     /db_xref="InterPro:IPR002293"
                     /db_xref="InterPro:IPR004754"
                     /translation="MEKKLGLTALTALVLSSMLGAGVFSLPQNMAEVASPAALLIGWS
                     ITGIGIIFLAFAMLLLTRLRPDLDGGIFTYAKEGFGDLIGFFSAWGYWLCAVIANVSY
                     LVIVFAALSFFTDKSGSIIFGEGNTWQALLGASFLLWLVHALVLRGVQTAASINLAAT
                     LAKLLPIGGFIILAGIAFSLDTFSIDFTGLALHTPVWQQVKDTMLITLWVFIGVEGAV
                     VVSARARNKKDVGRATMLAVISALSVYLLITLLSLGVVPRAELAGMRNPSMAGIMVEM
                     IGPWGEIIIATGLIISVCGAYLSWTIMAAEVPMVAAKHGAFPKIFRHQNKNNAPAQSL
                     WLTNSAVQVALVLIWLTGSNYNTLLTIASEMILVPYFLVGAFLFKVALKRQDWRLIVA
                     ASGACLYGLWLIYAAGLVYLLLSVLLYAPGLLVFIYARKGHEGLRLLNTVERAAIFLV
                     LLATIPATWLMMH"
     sig_peptide     1855205..1855270
                     /locus_tag="YPA_1654"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.465 at
                     residue 22"
     gene            complement(1856620..1857036)
                     /locus_tag="YPA_1655"
     CDS             complement(1856620..1857036)
                     /locus_tag="YPA_1655"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13621.1"
                     /translation="MSGERVSAPQCSGKVCFDYTEFLAASCKKHWSFVDAIYGVMPIF
                     GMVVKSQTELERTPQAQLTALALQVLSTQLNDETNIIRLIKLAKQRGITVLDIQLPYP
                     LEAAQLRTIKQKFPAEMALSQKDECLSVNLSQMPND"
     gene            1857333..1858079
                     /locus_tag="YPA_1656"
     CDS             1857333..1858079
                     /locus_tag="YPA_1656"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component regulatory system, response
                     regulator protein"
                     /protein_id="ABG13622.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MSKIVFVEDDPEVGKLIAAYLGKHDIDVFVEPRGDTAQAVIEQQ
                     QPDLVLLDIMLPGKDGMTLCRDLRPHYDGPIVLLTSLDSDMNHILSLEMGANDYILKT
                     TPPAVLLARLRLHLRQHNQRLRQQTPLQAKETISSPPTGYNAIHFGLLCIDPVNRQVN
                     LDDEEISLSTSDFDLLWELATHAGIIMAREALLKNLRGISYDGMDRSIDVAISRLRRK
                     LYDNALDPFRIKTVRNKGYLFAPNAWESKQ"
     gene            1858107..1859384
                     /locus_tag="YPA_1657"
     CDS             1858107..1859384
                     /locus_tag="YPA_1657"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component regulatory system, sensor kinase
                     protein"
                     /protein_id="ABG13623.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MLLFVCFMVMAMLVGLVYKVTAERAGRQSLDDLMKSSLSLMRSE
                     LREIPLKDWNKTIATLDLNLSFQLHIEPLDKRDLGAQLNKRLRAGEIIALDDEYTFLQ
                     RIPRSHYVLAVGPVPYLFYLHQMRLLDLALLILIGLSLALPVFLWMRPHWKDLLKLEN
                     AAQRLGSGHLDERTHFDPTSSLSRLGVAFNQMADNINTLIVSKKLLIDGIAHELRTPL
                     VRLRYRLAMSDNLTESEQQALHHDIGQLEALIDELLTYARLDRPQVSLNLEPIDLPAW
                     LTTKIMDIRSIHQEREIELDIPHRGDFGAVDLRLMERVLDNLVNNALRYSHQRLRIGL
                     WFDGDNACLQVEDDGPGIPPEERTRIFEPFVRLDPSRDRATGGCGLGLAIVHSIALAY
                     QGSISVNTSPLGGASFRFSWPIKTHLPLSADQN"
     sig_peptide     1858107..1858166
                     /locus_tag="YPA_1657"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.643) with cleavage site probability 0.543 at
                     residue 20"
     gene            1859478..1860977
                     /locus_tag="YPA_1658"
     CDS             1859478..1860977
                     /locus_tag="YPA_1658"
                     /EC_number="3.4.17.19"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carboxypeptidase"
                     /protein_id="ABG13624.1"
                     /db_xref="InterPro:IPR001333"
                     /translation="MTTAYNHLCTAFTRLSRFEHLSAIAGWDMQTMMPAKGNLARSEA
                     MAELNVLQHQILTAPQIGEWLKQAEQELLDEQSIDELKLANLREMHRHYHNAVLLPES
                     LVEAKSLAGARCEHAWRQQRIANDWAGFAENLREVVKLSREEAKIRAEAAGTSGYDAL
                     LNLYEPGTNSADIDRIFGDLKQWLPALLQKVTTKQQSSEPCLIPQGPFDLEKQRQLGL
                     SVMKVLGFDFNGGRVDVSVHPFCGGVPQDVRITTRYNNQEFLSALMGIVHETGHARYE
                     QNLPREWLGQPIAHARSTAIHESQSLLFEMQLARSNEFLQVIHPLVIQQFGEQPAFAE
                     HNFIALNQRVKTGLIRVDADEVSYPAHVILRYEIEKALIGGEIDVEDIPALWNEKMQQ
                     YLGINTEGDYRNGCMQDIHWTDGAFGYFPTYTLGAMYAAQLFHAARSAIPALDSHIAN
                     GNLAPLLNWLQQNIWQHGSRYPTAELITKATGEPLNPRYFRQHLERRYL"
     gene            complement(1861099..1861557)
                     /locus_tag="YPA_1659"
     CDS             complement(1861099..1861557)
                     /locus_tag="YPA_1659"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG13625.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1862527..1865151
                     /locus_tag="YPA_1660"
     CDS             1862527..1865151
                     /locus_tag="YPA_1660"
                     /codon_start=1
                     /transl_table=11
                     /product="putative insecticidal toxin complex"
                     /protein_id="ABG13626.1"
                     /db_xref="InterPro:IPR006530"
                     /translation="MRTSLFSKTPSVTVLDNRGLTVRDIAYHRHPDSPDVISERITHH
                     QYDARGFLTQSADPRLHGAGLMNFSYLTDLTGRILRTQGADNGTTVSLNDAAGRPFIS
                     ASNISTSDDGTEDRGQAMTRTWQYEEASLPGRLVSVTEQVTGKATRITERFVYAANTD
                     AEKSLNLAGACVSHYDTAGLVQPDSIALTGVPLSVTRRLMKSADNPDAVADWQGADAS
                     AWNDQLDGETHTSLTTADATGAVLTTTDAKGNLQRMAYDVAGLLSGSWLTLKDGTEQV
                     IVKSLTYSAAGQKLREEHGNGVVTTYEYEPETQRLVGIKTERPAGHASGAKVLQDLRY
                     EYDPVGNVLKVTNDAEETRFWRNQKVVPENTYTYDSLYQLVSATGREMANAGQQSCSL
                     PSTTVPLPADSSAYTRYSRTYTYDEAGNLTQIRHNAPATNNSYTTKITVSDRSNRGVL
                     STLTENAADVDALFTAGGQQTKLQPGQHLIWTARNELLKVTPVVRDGSTDDSESYRYD
                     AASQRILKVSRQKTNTSMQTQRVLYLPGLELRSKKSGDTETEGLQVITVGEAGRAQVR
                     VLHWESGRPDEITDDQIRYSYDNLAGSCSLELGGDGNIISAEEYYPYGGTAVWAVRRA
                     VEADYKTVRYSGKERDATGLYYYGYRYYQPWAGRWLSADPAGMVDGLNLFRMARNNPV
                     AFIDRNGLNSELLYSQAFKRTANKYNVIIGVRAPNPLGETLLKEGFPSKNFHMKAKSS
                     PTGPTAGFIAEDPIYSKVSPSAYKKQRASIDKAKALGSESIDLFISKSRINELIDTGN
                     LNSLGENRYSAKYPYGTQEFEIGNNGRVLNSEGKPVKVMTNPPEIGERKSNSSPITAD
                     YDLFAIIQVLISQLMKDP"
     gene            1865154..1865510
                     /locus_tag="YPA_1661"
     CDS             1865154..1865510
                     /locus_tag="YPA_1661"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13627.1"
                     /translation="MPHKLLRGDFSLPFTSPKGKNGMSEDVNMGNLHHFGKTIVNSLN
                     KEINAEGYAGGKLVWHNDEAGNPFSPGFDENDKPIFFLPSGGMFQAKNKSELLGFYSR
                     LRRSGYTPEHSPIFGF"
     gene            complement(1865614..1865772)
                     /locus_tag="YPA_1662"
     CDS             complement(1865614..1865772)
                     /locus_tag="YPA_1662"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="putative invertase protein"
                     /protein_id="ABG13628.1"
                     /translation="MLADGLDGKRKTKSLPNGISSAEAVINWLVMQKRDPKQARLVME
                     ATGIYHED"
     gene            complement(1866294..1866800)
                     /locus_tag="YPA_1663"
     CDS             complement(1866294..1866800)
                     /locus_tag="YPA_1663"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13629.1"
                     /translation="MINKTLLGLSLGALMFTAGSAVAADYKIDKEGQHAFIEFRIKHL
                     GYSWLYGSFNDFDGSFTFDDKNPAADKVNVVINTNSVDTNHAERDKHLRGKSFLNVAK
                     FPQATFESTEVKKNGDGYSVIGNLTLNGVTKPVTLESKLTGQGNDPWGGYRAGFEANG
                     NKKELWLL"
     sig_peptide     complement(1866729..1866800)
                     /locus_tag="YPA_1663"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 24"
     gene            complement(1866826..1867380)
                     /locus_tag="YPA_1664"
     CDS             complement(1866826..1867380)
                     /locus_tag="YPA_1664"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13630.1"
                     /translation="MLLKNTREQFGYITIAIHWLVALTVYALFALGLWMVTLGYYDGW
                     YHQAPEIHKSVGCILFAVMLFRVIWRFISPPPKPLSSYNRLTRVSAVLAHLMLYSILF
                     CLMLSGYLISTADGQPINVFGWFAIPVTLAGLPDQADTAGTIHLYLAWAVVVLSLLHG
                     LAALKHHFIDGDITLKRMLGRSID"
     gene            1867984..1868268
                     /locus_tag="YPA_1665"
     CDS             1867984..1868268
                     /locus_tag="YPA_1665"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acid shock protein"
                     /protein_id="ABG13631.1"
                     /translation="MKTVLTLIVAATLSLFSVAFAADTVVPQTTPTATAPAPAVHNAS
                     AKTMHHKKAQKPNTIKNTHKTAPEQKAQAAQKHHKAAHSHKAPTVAPAAK"
     sig_peptide     1867984..1868049
                     /locus_tag="YPA_1665"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 22"
     gene            1868602..1869438
                     /locus_tag="YPA_1666"
     CDS             1868602..1869438
                     /locus_tag="YPA_1666"
                     /codon_start=1
                     /transl_table=11
                     /product="B1598 peptidase. Serine peptidase. MEROPS family
                     S01B"
                     /protein_id="ABG13632.1"
                     /db_xref="InterPro:IPR001254"
                     /db_xref="InterPro:IPR001314"
                     /db_xref="InterPro:IPR008256"
                     /translation="MRLFLLLLSLLLISITTAFALDKPDGSNSIEDQTALFFGKDDRT
                     AVTNSRQWPWEAIGQVETASGNPCTATLISPRLVLTAGHCVLTPPGNIDQAVALRFIS
                     DKGHWKYQITDLKTRVDAKLGQKLKADGDGWIVPPAAAAYDFALIQLTNAAPIPIKPL
                     PLWEGTANELTKALKLVNRKVTQAGYPLDNLNTLYKHEDCLVTGWAQQGVLAHQCDTL
                     PGDSGSPLLLKNGNSWSLIAIQSSAPAAKERYLADNRALSVTAINNRLKKLVNKIADT
                     TQ"
     sig_peptide     1868602..1868664
                     /locus_tag="YPA_1666"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 21"
     gene            complement(1869494..1869817)
                     /locus_tag="YPA_1667"
     CDS             complement(1869494..1869817)
                     /locus_tag="YPA_1667"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA-binding phage-related protein"
                     /protein_id="ABG13633.1"
                     /db_xref="InterPro:IPR001387"
                     /translation="MKKTDDFDIIPFAVVKAAALSHPQVNDAYTDLQIRQAMMTELKA
                     ARQQCNLTQEEVALRAGLKKQNISRMEKGIISPNLTTLSRYAAALGGTFVFQFNPNSS
                     YATKE"
     gene            complement(1870482..1872485)
                     /locus_tag="YPA_1668"
     CDS             complement(1870482..1872485)
                     /locus_tag="YPA_1668"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent helicase"
                     /protein_id="ABG13634.1"
                     /db_xref="InterPro:IPR010222"
                     /translation="MWITIAPFVTFTGARNARFAIFPGSGLFKKPPKWVMVAELVETS
                     RLWGRIAARIEPEWIEPLAQHLVKHHYSDPHWEKAQGAVMASEKVTLFGLPIVTERKI
                     NYGPIDPLLCRELFIRHGLVEGDWQTRHAFFRMNLKLLAEVEELEHKSRRRDILVDDE
                     TLFNFYDQRIGRDVISALHFDSWWKQASQTKPELLNFEKTMLIKEGANKVNPLDYPNF
                     WYQGELKLRLFYQFEPGTDADGVTVHIPLPILNQIHEQGFDWQIPGIRRELVIALIKS
                     LPKPVRRNFVPAPNYADAFLARVTPLETGLLEALERELRRMTGVTVSRDSWQLDQVPD
                     HLKITFRVLDDKNRILREGKDLAALKLQLQEKVQETLSAVADDGIEQNNLHIWSFGDL
                     PICYEQRRGGYEVKAYPALVDEKDSVAIRLFDTESQQQQAMWQGTRRLLLLNIPSPIK
                     YLHEKLPNKSKLGLYFNTYGNVMDLIDDCIACGVDKLVAQHGGPVWQEADFARLQEKV
                     RAELNDTVVDIAKQVEQILTLVFSINKRLKGRIDISLVLALSDIKAQLAGLIYRGFVT
                     SNGWKRLPDTLRYLKAIERRLEKLAVDPHRDRAQMLRIEHVQQVWQQWLNKLPPKRQQ
                     DEEVKEVRWMIEELRVSLFAQQLGTPYPVSDKRILQTIEQLSV"
     gene            1872542..1873564
                     /locus_tag="YPA_1669"
     CDS             1872542..1873564
                     /locus_tag="YPA_1669"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13635.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1873564..1874343
                     /locus_tag="YPA_1670"
     CDS             1873564..1874343
                     /locus_tag="YPA_1670"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13636.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(1874394..1876328)
                     /locus_tag="YPA_1671"
     CDS             complement(1874394..1876328)
                     /locus_tag="YPA_1671"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent helicase HrpA"
                     /protein_id="ABG13637.1"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR010222"
                     /db_xref="InterPro:IPR011545"
                     /translation="MKSSLTALSTQLGELMLRDQQRIQRRLHSARKINNPDAIQAITH
                     EIEAEIAIAMQRVTRRRAACPAISYPDNLPVSQKKQDIYNAIRDHQVIIVAGETGSGK
                     TTQLPKICLELGRGVKGVIGHTQPRRLAARTVANRIADELDTSLGGCVGYKVRFNDQV
                     GENTLVKLMTDGILLAEIQQDRLLMQYDTLIIDEAHERSLNIDFILGYLRELLPKRPD
                     LKVIITSATIDPQRFSQHFNNAPIIEVSGRTYPVEVRYRPIVDDADDVDRDQLQAIFD
                     AVDELGRESAGDILIFMSGEREIRDTADALIKQNLPHTEVLPLYARLSNSEQNRVFQS
                     HHGRRIVLATNVAETSLTVPGIKYVIDPGTARISRYSFRTKVQRLPIEPISQASANQR
                     KGRCGRVSDGICIRLYSEQDFLSRPEFTDPEILRTNLASVILQMTSLGLGDIAAFPFV
                     EAPDKRNIQDGVRLLEELGAIQTASNGHQQLTPLGRQLAQLPVDPRLARMVLQAQKSG
                     CVRELMIITSALSIQDPRERPVDKQQASDEKHRRFADKDSDFLAFVNLWDYLKEQQKA
                     LSSAQFRKLCRSDYLNYLRVREWQDIYTQLRQVVKELGIPVNSVAADYRSVHTAILTG
                     LLSHIGQKDVEKQEFTVNDG"
     gene            1876729..1877334
                     /locus_tag="YPA_1672"
     CDS             1876729..1877334
                     /locus_tag="YPA_1672"
                     /EC_number="3.1.4.14"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl carrier protein phosphodiesterase"
                     /protein_id="ABG13638.1"
                     /translation="MSKVLVLKSSILATSSQSNQLADFFVEQWQAAHAGDQITVRDLA
                     AQPIPVLDGELVGALRPSGTALTPRQQEALALSDELIAELQANDVIVIAAPMYNFNIP
                     TQLKNYFDMIARAGVTFRYTEKGPEGLVTGKRAIILTSRGGIHKDTPTDLVVPYLRLF
                     LGFIGITDVEFVFAEGIAYGPEVATKAQADAKTLLAQVVAA"
     gene            complement(1877455..1878411)
                     /locus_tag="YPA_1673"
     CDS             complement(1877455..1878411)
                     /locus_tag="YPA_1673"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulatory protein"
                     /protein_id="ABG13639.1"
                     /translation="MHKSDKKLDQAARAAWMYYVAGQTQHEIAEALGVSRQVAQRLVA
                     CAIDNGLVSVNITHPVARCMALAEQLQQRYGLHRCQVVPSQGMDNAGVQRAIAVAGAE
                     VMAQFLRQEQPLVIGVGSGRSLKAAIDELPDVERPQHSCVSLIGAIAADGSCTRYDVP
                     LWMAEKTQGRYFILPAPLFADSAADRDLWCNHRIYRTVTEKAAQADVTFIGIGSIGYH
                     CPLHKDGFISAQDVDALLASHVVAEMLGNFIDADGQPVPYALDQCLTSVKLRIQPEKP
                     VIAIAGGKEKHQAIKAALKGQWLNGLVTDEESAMVLLAEEKA"
     gene            1878621..1880012
                     /locus_tag="YPA_1674"
     CDS             1878621..1880012
                     /locus_tag="YPA_1674"
                     /codon_start=1
                     /transl_table=11
                     /product="putative mannitol dehydrogenase"
                     /protein_id="ABG13640.1"
                     /db_xref="InterPro:IPR000669"
                     /translation="MNTDLKSPPAVWLHIGAGSFHRAHQAWYLHRLLASGDDRWTIAL
                     ANIRDDAIPLLDTLRAQHGEYVLETVTPSGERQYEKITSLRNIIPWDKALDHLVAQGS
                     KPETRVISFTVTEGGYYLDNQFNLQQDNSDIQADLRGDCRTIYGAISRILQQRQQDKS
                     GPVTLLNCDNLRHNGERFRHGLLEFLALRGQQSLLNWVTSQTRSPNTMVDRITPRPSA
                     DIAQRVLEKTGIVDNAPVMGESFIQWVIEDDFIAGRPALENVGAEMVTSVLPYEEAKI
                     RILNASHSCIAWAGSLIGQCYIHESTQTDAIRQMAYDYVTQDVIPSLTPSPLDLAHYR
                     DVVLERFSNPYIRDTNQRVAADGFSKIPGFITPTLIECYQRGGVPTATAMLPALFFVF
                     MESWHQGTLPYEYQDGILDPAAVHAMFQSSDPAGLFARDSALFGPLANDDQFEQLLRQ
                     SINRVSAWVSTNR"
     gene            complement(1880231..1880602)
                     /locus_tag="YPA_1675"
     CDS             complement(1880231..1880602)
                     /locus_tag="YPA_1675"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13641.1"
                     /db_xref="InterPro:IPR008309"
                     /translation="MKKHTLGWIDGRQSLIRLALGCLVLTSSLLYSPHSFALTLEQAK
                     QQGRVGETLSGYLAPVKKDAETLALVEQINLARAEKYQEVAQKNHISTENVAKLAGQK
                     LVNRAAEGEYVRGINGQWMKR"
     sig_peptide     complement(1880489..1880602)
                     /locus_tag="YPA_1675"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.981) with cleavage site probability 0.963 at
                     residue 38"
     gene            complement(1880612..1880806)
                     /locus_tag="YPA_1676"
     CDS             complement(1880612..1880806)
                     /locus_tag="YPA_1676"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13642.1"
                     /translation="MKILTGERVAMALGILLLSGCVRLEVATPEKPITINMNVKIEHE
                     IQIRVDKDVEALLKNQSNLF"
     sig_peptide     complement(1880732..1880806)
                     /locus_tag="YPA_1676"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.864) with cleavage site probability 0.585 at
                     residue 25"
     gene            complement(1880803..1883499)
                     /locus_tag="YPA_1677"
     CDS             complement(1880803..1883499)
                     /locus_tag="YPA_1677"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13643.1"
                     /db_xref="InterPro:IPR002086"
                     /translation="MAKCAKIVVGLLLISALSLLVLWKTLPTWLPRVAGYWLPAGSQL
                     QLPVLPVWRNGALRVEQLRYLAQDCTLANISQLSIGYHQGRWQLGAGDVVLETACLSQ
                     LPSGGDSSPLDLAQWQQQLSRFDLTINHLLVTPWQQYAGKLTLTSPDNNKSLQTLGYQ
                     GQQLSFAVTLNEQQQLSLNQFSMAIPGMPQLFQLSGKIKIPLSLDEWPEQGALDGLLT
                     TGYLSKPLLLNLSWQQQQGVLTLTERGDNQPLARLPWQASANLIQIVNGQWQWPYGQQ
                     PLKGGVNLTLHDWDQGLEQTSIDARINVITSGKNGKGNAVLTLGPGNLGLINSELKFQ
                     LSGQVNLETMVFNATIPGLLSGSVLNPTWILSPGALLRTYGNLTPELRIKDARWPLAG
                     IRVTAAGVTGRLQAIVDAQDSYWGSVNLHLDGQAQAFWPDKGNWQWRYWGSGNLPPLA
                     ARWDVGGTGSWRDTLITVDTLSTGFDRLQYGLVKVDAPRLILTKPLTWQRDNHHPAFI
                     AGLKLSAKKVEFSDGGGYLPPSVLSLQFNGRDLDSFLWQGQLQAQSIGPIPLRGRWDG
                     ERLRGEGWWPKQSLMVFQPLISKDLGIKLRDGTFYAQAAFSAAREQGFTAGGHWVVNN
                     GGMWLQDGELSGLDFVMSYRLQNHHWQLGAKEPVMLRIASLNNLFDMQNITADLQGTY
                     PYSETAPLTLSNVGMDILNGHLSLSALRLPQHDAAVLKLSQIDLSALFTVLQPKQFAM
                     SGKVNGELPLYLNNPQWLVRNGWIANDGMLTLRLDKDLTDSISESNTVAGAAIDWLRY
                     MEISQSYTKVDLDNLGQLTLTSKVHGVNSQKNSTRAVVLNYQHQENLFQLWRSLRFGD
                     NLQEWLQQTISLPSASSLPSASSLPQGISSQPTAPIPTRAKE"
     gene            1883765..1884757
                     /locus_tag="YPA_1678"
     CDS             1883765..1884757
                     /locus_tag="YPA_1678"
                     /codon_start=1
                     /transl_table=11
                     /product="D-lactate dehydrogenase"
                     /protein_id="ABG13644.1"
                     /db_xref="InterPro:IPR006140"
                     /translation="MKLAVYSTKQYDRKYLELVNKDFGFELEFFDFLLTPKTAKMAEG
                     CQAVCLFVNDDGCREILTELATIGVKILALRCAGFNNVDLEAAKELGIQVVRVPAYSP
                     EAVAEHTVGMMLSLNRRIHRAYQRTRDANFSLEGLIGFNMHNRTAGIIGTGKIGVATM
                     RILKGFGMRLLAFDPYPSEQALELGAEYVDLKTLYAESDVISLHCPMTPENHHLLNKQ
                     SFDQMKDGVMIINTSRGGLIDSTAAIDALKQQKIGSLGMDVYENERDLFFEDKSNDVI
                     QDDVFRRLSSCHNVLFTGHQAFLTEEALTSISVTTLQNIAQLDKGEPCPNIITL"
     gene            1884827..1885279
                     /locus_tag="YPA_1679"
     CDS             1884827..1885279
                     /locus_tag="YPA_1679"
                     /codon_start=1
                     /transl_table=11
                     /product="putative heat shock protein"
                     /protein_id="ABG13645.1"
                     /translation="MRKFVPVAIIGVLLAGCSGMNQSGNNMNPVTNSSHVTESDLLHH
                     NFVLVSVDGKPPVKTPEPNIEFGENMHISGAMCNRFMGQGELKDGILTAKGLASTRML
                     CADEQLNQWDALIGDILHSGVKVTLNKGQLTMSNSTHTLVYQQKDWVN"
     sig_peptide     1884827..1884898
                     /locus_tag="YPA_1679"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.844) with cleavage site probability 0.495 at
                     residue 24"
     gene            complement(1885337..1885678)
                     /locus_tag="YPA_1680"
     CDS             complement(1885337..1885678)
                     /locus_tag="YPA_1680"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13646.1"
                     /translation="MRIFQGVVCGMALFLAACSSNDSNINTLNNSNTLNNSETYEPEQ
                     QATNAIAYRNVNMSNDVNMSNSAAANCANAGGILANTRQLHGGSVGMCQLPDGKRCDE
                     EALLRGACPVR"
     gene            1885963..1886622
                     /locus_tag="YPA_1681"
     CDS             1885963..1886622
                     /locus_tag="YPA_1681"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13647.1"
                     /db_xref="InterPro:IPR003416"
                     /translation="MITDLLLRITLAGILGGLIGLERQLRAKEAGLRTHILVGIGSAM
                     FMIVSKYGFEDLLVLEHVSFDPSRVAAQVVSGMGFLGAGTIMIQKQMVKGLTTAAGMW
                     VTAAIGLVIGSGLYEIGIYGTLMTLVVLEVFRQLSQRLLGQHYYIVVKLLPESVPLVL
                     VALQKLHLQPMNLSVTQNHKSDNTSSELTMEVTLSPKKTVNQVYEQLLAIEGIHQLDI
                     K"
     gene            complement(1886682..1887014)
                     /locus_tag="YPA_1682"
     CDS             complement(1886682..1887014)
                     /locus_tag="YPA_1682"
                     /codon_start=1
                     /transl_table=11
                     /product="quaternary ammonium compound-resistance protein"
                     /protein_id="ABG13648.1"
                     /translation="MSSFVYLFMAIIAEVVATTMLKASDGFSRLVPSVVVVIGYGIAF
                     WGLSQVVKTMPLGIAYAIWSGLGIVLVSIAATFMYQQKLDWAAVVGMALIISGVMVIN
                     LLSKTPMH"
     gene            1887493..1891026
                     /locus_tag="YPA_1683"
     CDS             1887493..1891026
                     /locus_tag="YPA_1683"
                     /codon_start=1
                     /transl_table=11
                     /product="putative pyruvate-flavodoxin oxidoreductase"
                     /protein_id="ABG13649.1"
                     /db_xref="InterPro:IPR000585"
                     /db_xref="InterPro:IPR001450"
                     /db_xref="InterPro:IPR011895"
                     /translation="MITTDGNSAVASVAYRASEVIAIYPITPSSTMAEQADAWSGDGK
                     VNIWGDVPRVVEMQSEGGAIATVHGALQTGALSTSFTSSQGLLLMIPTLYKLAGELTP
                     FVLHVAARTIATHALSIFGDHSDVMAVRQTGCAMLCASSVQEAQDFALISQIATLNSR
                     IPFIHFFDGFRTSHEINKIEPLSDETLRQLLPQAGINAHRSRALSPDHPVVRGTSANP
                     DTYFQSREATNPWYNNTYQHVADAMQAFAEATGREYKPFEYYGHPQADRVIILMGSAI
                     GTCEEVIDTLLTRGEKVGVLKVRLFRPFSAQHLLALLPASVGKIAVLDRTKEPGALAE
                     PLYLDVMTALAEAYSRGDRDTLPKVIGGRYGLSSKEFGPHCVLAIFRELSLDLPRPRF
                     TVGIFDDVTGLSLPLSDEKIESRATLEALFYGLGSDGSVSATKNNIKIIGNSTALYAQ
                     GYFVYDSKKAGGLTVSHLRVSQTPINSAYLVSHADFVGCHQLQFIDIYQMAERLKPGG
                     IFLLNTPFSADEMWPRLPQDVQAVLHQRHARLFVINAAKIARECKLGARINTVMQMAF
                     FHLTQILPTAMAQEQLRAAIERSYSNKGAEIVTRNWQALDATLEALIEIPLQPIDENS
                     PVRPPIVSDQAPDFVKTVTATMLAGLGDTLPVSAFPPDGTWPVGTTQWEKRNIAENIP
                     IWQPDLCTQCNHCVAACPHSAIRAKVVQPEAMAGAPDSLQSLDVKARDMRGQKYILQV
                     APEDCTGCNLCYEVCPAKDRQNPEIKAINMRPRLEHRAVEKAHYDFFLKLPEIDKTQM
                     ERIDIRTSQLISPLFEYSGACSGCGETPYIKLLTQLYGDRLLIANATGCSSIYGGNLP
                     TTPYTTNADGRGPAWANSLFEDNAEFGLGFRLTVDQHQKRVTRLIQQLAPQLPDELVN
                     QLINQEYTPEERRKQVSQLRQLLREIPGNDAQQLAADADYLVDKSIWLIGGDGWAYDI
                     GFGGLDHVLSLTENVNVLVLDTQCYSNTGGQQSKATPLGAVTKFGEHGKRKARKDLGV
                     SMMMYGHVYVAQISIGAQLNQTVKAIQEAEAYPGPSLIIAYSPCEEHGYDLAYSHDQM
                     KQLTATGFWPLYRFDPRRADEGKTALALDSRPPSSDLTTTLLNEQRFRRLNTQEPAVA
                     AQLYAEAEKDLKKRYDFLSLLAGKTEKTPSE"
     gene            1891301..1892242
                     /locus_tag="YPA_1684"
     CDS             1891301..1892242
                     /locus_tag="YPA_1684"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13650.1"
                     /translation="MLEKQSVNQKEQYNFNKLQKRLRRNVGQAIADFNMIEEGDRVMV
                     CLSGGKDSYTMLDILQSLQKSAPINFSLIAVNLDQKQPGFPEDILPAYLDKQGVEYKI
                     VEENTYGIVKEIIPEGKTTCSLCSRLRRGILYRTATELGATKIALGHHRDDILQTLFL
                     NMFYGGKLKGMPPKLMSDDGKHIVIRPLAYCREKDIERFAVAREYPIIPCNLCGSQPN
                     LQRQVIKDMLRDWDKQYPGRIETMFSAMQNVVPSHLNDHKLFDFKSITHDSDIIDGGD
                     LAFDREALPLNPVGWQPEDDEDTEKRPPVRLDVLEIK"
     gene            1892513..1893517
                     /locus_tag="YPA_1685"
     CDS             1892513..1893517
                     /locus_tag="YPA_1685"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13651.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MKVSITLPSALLMAVFTFNAEANVPKMPADWHGGEISGPPQAPN
                     ACGEAPDISRIKNKYLDVSYANASPSEKMDIFLPEQWKLRYPVIINVHGGAFFGCDKM
                     DNQLTPALYGLSKGYAVVNINYRLSPEAAWPAQINDLKAAIKFVRANAIKYNFDPDNI
                     ILMGGSAGGNLVALAGVSGDVKSLEDPKLGYPDVSTKVQAVIAWYPPIDFLTMDEQWK
                     KIGIDGQKHSTENSFESFLMREKITQVDKSRMSTTNPMNYITADAPPFLIQHGYQDST
                     IPRLQSQLFAAKLASAIGSDNVEYNLLMGAEHADDKYFHSNNNLERNYQFLARHIHSQ
                     "
     sig_peptide     1892513..1892581
                     /locus_tag="YPA_1685"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.982 at
                     residue 23"
     gene            1893829..1894668
                     /locus_tag="YPA_1686"
     CDS             1893829..1894668
                     /locus_tag="YPA_1686"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulatory protein"
                     /protein_id="ABG13652.1"
                     /db_xref="InterPro:IPR000551"
                     /translation="MYKIKKFSQITGISEFNLRYFDQIGLLPAERDNSRYRLYHPRQI
                     AMAHLILSLQKAHVSNEKIKSILMDYSSQNSQSALCYAQHAIDETLHQLTCARHFLTT
                     QIERQMLINDAKRRLNNPFIEERNIEPLGIFSINTPNIIDFFKYVSEVSGNPDWYLRH
                     RYGFIVERESIQKNNYKLMNFFCNEPNIINKHGGDFPAGSYFSGFYKGSLENNPAVSK
                     HLSQADDNGMNHSSKVIIEHISGPATVKCKSEFLIKVMYPCHHQLDGSHETPTVLTPS
                     STN"
     gene            complement(1895033..1896046)
                     /locus_tag="YPA_1687"
     CDS             complement(1895033..1896046)
                     /locus_tag="YPA_1687"
                     /codon_start=1
                     /transl_table=11
                     /product="CorA-like Mg2+ transporter protein"
                     /protein_id="ABG13653.1"
                     /translation="MMNVKQEDAVVDVVEGKALQVSDAVYAYQLDGKGGMTAISVDAV
                     ASATQPCWLHLDYTYPESAEWLQNTPLLPEVVRDGLAGESMRPKITRLGDGTMITLRG
                     INFNNDARPDQLVTIRVYMTDKLIVSTRHRKVYSIDNVLNDLQSGTGPTGSGHWLVDI
                     ADGLTDHTSEFIEDLHDKIIDLEDDLMEQKVPPRGQMALLRKQLIVLRRYMAPQRDVF
                     SRLASERLPWMNDDDRRRMQEISERLGRGLEDLDGSIARTAVLSDEISSLMADAMNRR
                     TYTMSLLAMVFLPTTFLTGLFGVNLGGIPGNTDAFGFTIFCMMLVVLVLSVAWWLKRS
                     KWL"
     gene            complement(1896259..1897875)
                     /locus_tag="YPA_1688"
     CDS             complement(1896259..1897875)
                     /locus_tag="YPA_1688"
                     /codon_start=1
                     /transl_table=11
                     /product="putative periplasmic murein peptide-binding
                     protein"
                     /protein_id="ABG13654.1"
                     /db_xref="InterPro:IPR000914"
                     /translation="MHYFRYALCAVVVGSVLGAANAAEVPPGTVLAEKQEIVRHIKDE
                     PASLDPMKAVGLIEAQVVRDLFEGLVNQDAHGQPIPGVALSWKTADNQTYIFTLRKDA
                     KWSNGEPVTAQDFVYSWRRLVDPKSLSPFAWFAELAGMENAQQIISGQMPPEALGVSA
                     IDHYTLKVKLSKPVPYFPSLTANFSLFPVPQSVIEKYGNNWTKVGNLVGNGAFKLQDR
                     VVNEKLVFVPNEYYWDHGRTVLTKVTFVPISQEANATKRYLAGDIDITESFPKNLYQK
                     LLKDIPDQVYTPDQLGTYYYAFNTQRAPTNDVRVRKALSYAIDRKIIAEKVLGTGEKP
                     AYHFTPDVTAGYEPAASLLQQQSQEELNAQAKSLLHAAGYGPDKPLTLTLLYNTSDNN
                     QKLAIAIASMWKKTLGIDVKMVNQEWKTYIDSRNTGNFDVVRASWIGDYNEPSTFLSL
                     LTSRHSGNIAKFNNADYDRLLADAGKQTNAKALSADYNKAEQIIAEQVPIAPIYQFTN
                     GRLIKSWVKGYPITNPEDVAYSQNLYIIKH"
     sig_peptide     complement(1897807..1897875)
                     /locus_tag="YPA_1688"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.997 at
                     residue 23"
     gene            1898253..1899023
                     /locus_tag="YPA_1689"
     CDS             1898253..1899023
                     /locus_tag="YPA_1689"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13655.1"
                     /translation="MMINEVIISYLLNLNSGTINTMNALRPRTARGNFIVSGQQYGQS
                     LLGSPLLYFPASTPSVNIGLIIAGTHGDETAAVVALSCALRSLSPQQQRHHVVLAVNP
                     DGCQLGLRANANGVDLNRNFPAQNWQSGDTVYRWNSAANARDVVLSTGEQAGSEPETQ
                     ALCALIAQLSPSWVVSFHEPLACIEDPQCSALGTRLAEQFELPLVTSVGYATPGSFGS
                     WCADRDLPCITAELPPISSDSASEYYLAAFIELLTLAD"
     gene            complement(1899065..1900039)
                     /locus_tag="YPA_1690"
     CDS             complement(1899065..1900039)
                     /locus_tag="YPA_1690"
                     /codon_start=1
                     /transl_table=11
                     /product="putative mandelate racemase / muconate
                     lactonizing protein"
                     /protein_id="ABG13656.1"
                     /db_xref="InterPro:IPR001354"
                     /translation="MRTVRFYPEAWPLHSAFVISRGSRTEAKVIVVEIEENDIHAFGE
                     CTPYPHYGESESSVMAQLALVANAIENGVSREALQPLLPAGAARNAVDSALWQLECLQ
                     HQQSLWQRSQITAVETVAMAQTVSIGTPEAMACSAKALVQLGAHLLKVKLDEHLIAER
                     LVAIRSAVPEVTLIVDANEAWQPEGLAARCQLLADLGVVMLEQPLPAGEDSSLQNFIH
                     PLPLCADESCHTRADLAGLVGRYDMVNIKLDKSGGLTEALLLAEQAKSMGFAIMLGCM
                     LCTSRAIRAALPLAPGARFIDLDGPTWLANDVEGGLHFSTGTIDLRVR"
     gene            1900202..1900705
                     /locus_tag="YPA_1691"
     CDS             1900202..1900705
                     /locus_tag="YPA_1691"
                     /EC_number="1.11.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="thiol peroxidase (atypical 2-Cys peroxiredoxin)"
                     /protein_id="ABG13657.1"
                     /db_xref="InterPro:IPR002065"
                     /translation="MTQTVHFQGNPVSVAGKLPQIGDKAKDFTLVAKDLSDVALSSFA
                     GKRKVLNIFPSIDTGVCAASVRKFNQLAGELENTVVLCISSDLPFAQSRFCGAEGLSN
                     VITLSTLRGADFKQAYGVAITEGPLAGLTARAVVVLDGQDNVIYSELVNEITTEPNYD
                     AALAALK"
     gene            1900958..1901416
                     /locus_tag="YPA_1692"
     CDS             1900958..1901416
                     /locus_tag="YPA_1692"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG13658.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(1901563..1903140)
                     /locus_tag="YPA_1693"
     CDS             complement(1901563..1903140)
                     /locus_tag="YPA_1693"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulatory protein"
                     /protein_id="ABG13659.1"
                     /db_xref="InterPro:IPR000014"
                     /db_xref="InterPro:IPR002078"
                     /db_xref="InterPro:IPR002197"
                     /db_xref="InterPro:IPR003593"
                     /translation="MRLEVFCEDRLGLTRELLDLLVLRSIDLRGIEIDPIGRIYLNFS
                     SLDFSIFSALMMEIRHIDGVTDVRTVSFMPSEREHRSLRALLESMPEPVFSIDLKGNL
                     ELSNPAARALFSLSEEKIRHKTAGSLLGGYNFSRWFEGGDTAPHTERVLINNQDYLME
                     ITPINLEDENQKKQTVGAVVMLKSTARMGQQLQTLSVNDDTEFRQIVAASTKMRQVLA
                     QARKLAMLDAPLLLVGDTGTGKDLLARACHLRSPRGKMPFLGLNCASLPDEVVESELF
                     GYAAGAYPNAIEGKKGFFEQANGGSVLLDEIGEMSPRMQIKLLRFLNDGTFRRVGEEH
                     EVHVDVRVICATQKNLVELVQRGEFREDLYYRLNVLTITLPPLRERQTDIMPLTELFV
                     ARFSDEQGVPRPKLSPELASFLTHYGWPGNVRQLKNAIYRALTQLEGAELRPQDIILP
                     EFEIEATLGDEVLDGSLDDISKRFERSVLTRLYRNYPSTRKLAKRLGVSHTAIANKLR
                     EYGLSSKRPASDENEEE"
     gene            1903475..1903921
                     /locus_tag="YPA_1694"
     CDS             1903475..1903921
                     /locus_tag="YPA_1694"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13660.1"
                     /translation="MRAYRPNPATKMGTLWSEIGLPASRGTILVDSIKMGFSVDVIDS
                     IHLWASMPKAEILRATGIPSRSLTRRRTHDGRFTPEESERIARFVRVMDAAVDLFGGD
                     KGKAITWMSTPIKGLGYRSPDSLLETETGALEVCDLIGRLEHGVFT"
     gene            1903983..1904441
                     /locus_tag="YPA_1695"
     CDS             1903983..1904441
                     /locus_tag="YPA_1695"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13661.1"
                     /translation="MTLYRIVMRRYLASAWTGYGAEIYGGRWNHKGHAAIYLASSISL
                     AMLETLAHIQDSSTLSEFELFQIEISDSSIMLLQPQDWPTDWRSDPAPVATMDVGTEW
                     LESESSVGLLVPSTLVPSENNLLVNPHHKDFPACLASVKPLSFVFDPRLK"
     gene            complement(1904451..1905512)
                     /locus_tag="YPA_1696"
     CDS             complement(1904451..1905512)
                     /locus_tag="YPA_1696"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13662.1"
                     /db_xref="InterPro:IPR006507"
                     /translation="MSEPLKPRIDFEQPLQSLDEPVLKSAQAFDEQAAEKFYPAAPEL
                     DAEDEEGRVEGLVNAALKPKRSLWRKMVTAGMVILGASVIAQSVQWVNQAWQQQDWIA
                     LGATTAGGLIILAGVGSVVTEWRRLYHLRQRAEERDIARALLVSHGVGQGRVFCEKLA
                     RQAGLDQGHPALQRWQASLHETHNDREVVELYAKLVQPALDNQARAEISRYAAESALM
                     IAVSPLALVDMAFIAWRNIRLINRIAALYGIELGYFSRIRLFRLVLLNIAFAGASELV
                     REVGMDWLSQDLAARLSARAAQGIGAGLLTARLGIKAMELCRPLPWLEGDKPKLGDFR
                     RQLMNQLKNTLPKKDKTAH"
     gene            complement(1905509..1906906)
                     /locus_tag="YPA_1697"
     CDS             complement(1905509..1906906)
                     /locus_tag="YPA_1697"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13663.1"
                     /translation="MKRLQNELTSLVNRGMDRHLRLAVTGLSRSGKTAFITSLVNQLL
                     HVHSGARLPLFSAVRDERLLGVKRVPQRDLGIQRFTYDEGLASLYGTPPNWPTPTRGV
                     SEIRLALRFRSSDSLLRHFKETSTLYLEIVDYPGEWLLDLPMLEQDYLSWSRQMEGLL
                     QGDRAEWAKPWLALCQQCDPLAPANENQLAAIAQAYTDYLVRCKNEGLHFIQPGRFVL
                     PGDMAGAPALQFFPWLDVNGIGESRLAQADKHSNLGMLRTRFNYYCNTIVKGFYKEHF
                     VRFDRQIVLVDCLQPLNRGPQAFNDMRLALTQLMQSFHYGKRTLFRRLFSPCIDKLMF
                     AATKADHVTADQHANLVSLLQQLVQEAWQNAAFEGISMDCVGLASVQATESGMVDHQG
                     QKIPALRGHRLEDGAPLTVFPGDVPARLPGPAFWQQQGFHFDQFRPQAVHIDSPLPHI
                     RLDAVMEFLLGDKLR"
     gene            complement(1906887..1907129)
                     /locus_tag="YPA_1698"
     CDS             complement(1906887..1907129)
                     /locus_tag="YPA_1698"
                     /codon_start=1
                     /transl_table=11
                     /product="phage shock protein"
                     /protein_id="ABG13664.1"
                     /translation="MMNNNPAPTRAGVILTKLIKIMFTAALMYGPAGAASVIMKSVSY
                     KPLRWLLLIILEPMLKRAMAAVASQFAKEKHETTAK"
     sig_peptide     complement(1907025..1907129)
                     /locus_tag="YPA_1698"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.840) with cleavage site probability 0.810 at
                     residue 35"
     gene            complement(1907214..1907573)
                     /locus_tag="YPA_1699"
     CDS             complement(1907214..1907573)
                     /locus_tag="YPA_1699"
                     /codon_start=1
                     /transl_table=11
                     /product="phage shock protein C"
                     /protein_id="ABG13665.1"
                     /translation="MANVLGSKKLYRVPEEGMIKGVCAGLAHYFDIPVRLVRVIMVLS
                     LFFGLFVFTVAAYIILAFMLEPVSAASVTNDNDVTPRQLLDQLQHELAQGEQQLRQVE
                     RYVTSDTFGVRSRFRQL"
     gene            complement(1907573..1907800)
                     /locus_tag="YPA_1700"
     CDS             complement(1907573..1907800)
                     /locus_tag="YPA_1700"
                     /codon_start=1
                     /transl_table=11
                     /product="phage shock protein B"
                     /protein_id="ABG13666.1"
                     /translation="MSILFLAIPLTIFVLFVAPIWLWLHYNGRQQNGVQLSHQDMQRL
                     SLLTEDARRMRERIQALEEILDTEHPNWRQS"
     gene            complement(1907962..1908627)
                     /locus_tag="YPA_1701"
     CDS             complement(1907962..1908627)
                     /locus_tag="YPA_1701"
                     /codon_start=1
                     /transl_table=11
                     /product="phage shock protein A"
                     /protein_id="ABG13667.1"
                     /translation="MGIFSRFADIVNANINTLLDKAEDPQKLVRLMIQEMEDTLVEIR
                     STSARALAEKKQLLRRIDHSESQQQEWQEKAELALRKDKEDLARAALIEKQKVMTLVE
                     TLKREVATVDETLSRMKHEITELENKLTETRARQQALTLRHQAASSSRDVRRQLDSGK
                     LDEAMARFEQFERRIDHMEAEAETVGVGKQKSLDQQFAELRADDEISSQLAALKAKMK
                     SVE"
     gene            1908872..1909900
                     /locus_tag="YPA_1702"
     CDS             1908872..1909900
                     /locus_tag="YPA_1702"
                     /codon_start=1
                     /transl_table=11
                     /product="psp operon transcriptional activator"
                     /protein_id="ABG13668.1"
                     /db_xref="InterPro:IPR002078"
                     /db_xref="InterPro:IPR002197"
                     /db_xref="InterPro:IPR003593"
                     /translation="MNEQLDNLLGEANAFVDVLEQVSGLAKLNKPVLVIGERGTGKEL
                     IAHRLHYLSERWQGPFISLNCAALNENLLDSELFGHEAGAFTGAQKRHLGRFERADGG
                     TLFLDELATAPMLVQEKLLRVIEYGHLERVGGSQPLQVDVRLVCATNDNLPALAAAGK
                     FRADLLDRLAFDVVQLPPLRERQQDIMLLAEHFAILMCRELGLPLFSGFTATAKEQLL
                     EYRWPGNVRELKNVVERSVYRHSDSSLPLNNIIINPFASNQKGEIEGVDTPNEGGAVL
                     PALPVDLKHWLHTSEHQMLTRALKQARFNQRKAAHLLGLTYHQLRGLLKKHTILSGEL
                     PQVSDSGE"
     gene            complement(1910065..1910523)
                     /locus_tag="YPA_1703"
     CDS             complement(1910065..1910523)
                     /locus_tag="YPA_1703"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG13669.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1911181..1912827
                     /locus_tag="YPA_1704"
     CDS             1911181..1912827
                     /locus_tag="YPA_1704"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide transport periplasmic protein precursor"
                     /protein_id="ABG13670.1"
                     /db_xref="InterPro:IPR000914"
                     /db_xref="InterPro:IPR001356"
                     /translation="MRGLLILLLSLICLATPVLAQPVAAEQPLPDIRQRGFVYCVSGI
                     LNTFNPQMASSGLTVDTLAAQLYDRLLDVDPYTYRLIPELAESWQVLDNGATYRFHLR
                     KDVPFQTTDWFTPTRMMNADDVVFSFQRVFDSKHPYHKVNGGEYPYFDSLQFASAVKS
                     VKKLDDYTVEFKLKAPDASFLWHLATHYAPVLSSEYADVLTQKGKEEQIDREPVGTGP
                     FLLDEYRSGQYIRLFRNSHYWKGVPRMPQVVIDLGVGGTGRLSKLLTGECDVLAYPAA
                     SQLSILRDDPPRLRLTLRPGMNVAYLAFNTRKPPLSDQRVRQAIALSINNQRLMQSIY
                     YGTAETAASILPRASWAYDNQAQVTEYNPEKAKEILKDLGITQLQLNLWVPTASQSYN
                     PSPLKTAELIQADLAQVGISVTIVPVEGRFQEARLMEMNHDLTLSGWSTDSNDPDSFF
                     RPLLSCAAIRSQTNYAHWCDPAFDELLQKALRSQQLSERIEYYQQAQRILEQQLPLLP
                     LASSLRLQAYRYDIKGLVLSPFGNSSFAGVYRESDEGKTP"
     sig_peptide     1911181..1911243
                     /locus_tag="YPA_1704"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.947 at
                     residue 21"
     gene            1912824..1913789
                     /locus_tag="YPA_1705"
     CDS             1912824..1913789
                     /locus_tag="YPA_1705"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide transport system permease protein"
                     /protein_id="ABG13671.1"
                     /translation="MIIFTLRRLLLLVITLFMLSLVSFSLSYFTPYAPLHGAGLLDAY
                     RFYFSSLLQWDFGISSINGQPISEQLREAFPATMELCVLAFGLALFIGIPLGIIAGVM
                     RGKWADIAISTVALIGFSIPVFWLALLLMLFFSLHLGWLPVSGRFDLLYQVKPVTGLA
                     LVDAWLSPSPYRNEMMLSALQHMILPITALAVAPTTEVIRLMRTSTDDVIGQNYIKAA
                     ATRGLSRFTIIRRHVLHNALPPIIPKLGLQFSTMLTLAMITEVVFNWPGLGRWLINAI
                     RQQDYAAISAGVMVVGSLVIVINVLSDILGAMMTPLKHKEWYALR"
     sig_peptide     1912824..1912937
                     /locus_tag="YPA_1705"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.402 at
                     residue 38"
     gene            1913776..1914666
                     /locus_tag="YPA_1706"
     CDS             1913776..1914666
                     /locus_tag="YPA_1706"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide transport system permease protein"
                     /protein_id="ABG13672.1"
                     /translation="MPFDNVYREKKMPSPLLYTWRLFSSDGLAMVGFYGVLGLLLLCL
                     LGSTLAPYTLDQQFLGYQLLPPSWSRYGNVSFFLGTDDLGRDVLSRLLTGTASTYGSA
                     LLVTVAAALCAIVLGVFAGITRGLRSAILNHVLDTLLSIPSLLLAIIVVAFVGPSLEH
                     AMFAVWLALLPRMVRTIYSAVHDELDKEYVIAARLDGASTPHILAYAILPNIASVLVT
                     EFTRALSMAILDIAALGFLDLGAQLPSPEWGAMLGDSLDLVYVAPWTVMLPGGAILVS
                     VLLVNLLGDGMRRAINAGVE"
     gene            1914666..1915658
                     /locus_tag="YPA_1707"
     CDS             1914666..1915658
                     /locus_tag="YPA_1707"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide transport system ATP-binding protein"
                     /protein_id="ABG13673.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR010066"
                     /translation="MPLLDIRNLTIEFMTSEGPVKAVDRISMTLTEGEVRGLVGESGS
                     GKSLIAKAICGVSKDNWRITADRFRFNDIDLLQLTPRQRRKVIGHNISMIFQEPQSCL
                     DPSESIGLQLIQAIPGWTYKGRWWQRFHWRKRRAIELLHRVGIKDHKDIMHSYPYELT
                     EGECQKVMIAIALANQPRLLIADEPTNAMEPTTQAQIFRLLARLNQNNNTTILLISHD
                     LQMMSKWATRVNVLYCGQTVESAVCEDLLSTPHHPYTQALIRAMPDFGRSLPHKSRLN
                     TLPGAIPSLEHLPVGCRLGPRCPYAQKTCIETPRLRLVKNHAFACHFPLNLEEQ"
     gene            1915658..1916473
                     /locus_tag="YPA_1708"
     CDS             1915658..1916473
                     /locus_tag="YPA_1708"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide transport system ATP-binding protein"
                     /protein_id="ABG13674.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MAETLLEVRNLSKTFRYRTGLFRRQHVEAVKSVSFTLREGQTLA
                     VIGENGSGKSTLAKMLSGMIEPTAGELLIDDHHLAYGDYAYRSQRIRMIFQDPSTSLN
                     PRQRIGQLLDAPLKLNTELDAPAREQRIYQTLRQVGLLPDHANYYPHMLASGQKQRVA
                     LARALILQPKVIIADEALAALDMSMRSQIINLMLELQEKHGISYIYVTQHLGMMKHIS
                     DQVIVMHEGEVVERGSTAEVLAAPLHDLTKRLISSHFGEALTADAWRRDTSNF"
     gene            1916863..1918143
                     /locus_tag="YPA_1709"
     CDS             1916863..1918143
                     /locus_tag="YPA_1709"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13675.1"
                     /translation="MVQFRRRNNAHWYHETQCSGSLEHCSGSPVNISTTVNVPTTVNN
                     ENPPVDIRPRDPSESDNMSTGSNITEQSIITEQGIFLLGVTENIAPTLQDTLYHEQPI
                     LTASDAMYQALFPTIIEINHTNTFSLYDRLSTALTVAQVTGIQRLCSHYALRLAPLPS
                     PDASRESNIRLTQITQYARQLASQPTLIDRHALAQLHDVGLTDSDIIILSQIIGYVGY
                     QARVVAGISALAGYPTVMLPGFPRMEDAAPSPLPDVMPNWQGWLPSHAANDDQPDKEP
                     DETASTLTELLGHHQQSLLAYHAITTHQPNSPQLQRDWLELVALVSARINGSLYCQAR
                     HRQHLQQLTEPPLLVTELLKGIDHALFLLPEQQIPHQLISVTAELTRAPERFNHQHVK
                     RLQTLGVSDTQVMRIIFSIAITGWTNRLRHTLGK"
     gene            1918787..1920292
                     /locus_tag="YPA_1710"
     CDS             1918787..1920292
                     /locus_tag="YPA_1710"
                     /codon_start=1
                     /transl_table=11
                     /product="putative proton dependent peptide transporter"
                     /protein_id="ABG13676.1"
                     /db_xref="InterPro:IPR000109"
                     /db_xref="InterPro:IPR005279"
                     /translation="MSTANNNQPESISMNAFKQPKAFYLIFSIELWERFGYYGLQGIM
                     AVYLVKMLGMSEADSITLFSSFSALVYGFVAIGGWLGDKVLGAKRVIVLGALTLAVGY
                     SMIAYSGHEIFWVYLGMATIAVGNGLFKANPSSLLSTCYSKDDPRLDGAFTMYYMSIN
                     IGSFFSMLATPWLAAKYGWSVAFSLSVVGMLITLVNFWFCRKWVKNQGSKPDFLPLQF
                     KKLLMVLVGIIALITLSNWLLHNQIIARWALALVSLGIIFIFTKETLFLQGIARRRMI
                     VAFLLMLEAVIFFVLYSQMPTSLNFFAIHNVEHSIFGIGFEPEQFQALNPFWIMLASP
                     ILAAIYNKMGDRLPMPHKFAFGMMLCSAAFLVLPWGASFANEHGIVSVNWLILSYALQ
                     SIGELMISGLGLAMVAQLVPQRLMGFIMGSWFLTTAAAALIAGKVAALTAVPSDAITD
                     AHASLAIYSHVFMQIGIVTAIIAVLMMLTAPKLYRMTLAPSDHNDVKIMTQ"
     gene            1920547..1921137
                     /locus_tag="YPA_1711"
     CDS             1920547..1921137
                     /locus_tag="YPA_1711"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13677.1"
                     /translation="MVNHVWGLLTHPRQELQQIKREGESIPHLYTHHVLLLAAIPVIC
                     AFIGTTQVGWRFGNGQAIKLDTLTALYSAVIFYTLILAAVALMGQVIYRLARRYASRP
                     SWQRCTLFAGYAATPMFLSGIVALYPLVWLCLFAGIIALCYSAYLMYLGIPTFLDIDR
                     QEGFIFSSSTLAIGVLVLELLLGLTVLLWGYGSRLI"
     gene            1921383..1921646
                     /locus_tag="YPA_1712"
     CDS             1921383..1921646
                     /locus_tag="YPA_1712"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13678.1"
                     /translation="MKKLTLKEMTESEQRDVKTQLDRARINLGRALTNSEQNKVKDEA
                     IEKIMHAREQIAKLTRVERKTKKTAPSTTTFSWSASISTRPPR"
     gene            1921764..1921913
                     /locus_tag="YPA_1713"
     CDS             1921764..1921913
                     /locus_tag="YPA_1713"
                     /codon_start=1
                     /transl_table=11
                     /product="glutathione S-transferase"
                     /protein_id="ABG13679.1"
                     /translation="MADAYLFTVSRWANALNLQIKERSHLDQYMARVAERPAVKAALA
                     AEDIK"
     gene            complement(1921973..1922833)
                     /locus_tag="YPA_1714"
     CDS             complement(1921973..1922833)
                     /locus_tag="YPA_1714"
                     /EC_number="2.7.1.35"
                     /codon_start=1
                     /transl_table=11
                     /product="Pyridoxal kinase"
                     /protein_id="ABG13680.1"
                     /db_xref="InterPro:IPR004625"
                     /translation="MKNILSIQSHVVFGHAGNSAAEFPMRRMGVNVWPLNTVQFSNHT
                     QYGHWTGCVMPASHLTDIVQGIADIDRLKDCDAVLSGYIGSPEQGSHILAAVAQVKQA
                     NPDAWYFCDPVMGHPEKGCIVAPGVAEFFCNEALPASDMIAPNLLELEQLSGERVENV
                     EQAVQVARSLCARGPKVVLVKHLSRAGYHADCFEMLLVTADDAWHICRPLVDFGKRQP
                     VGVGDLTSGLLLVNLLKGEPLDKALEHVTAAVYEVMLKTQEMGEYELQVVAAQETIVT
                     PICQFTAVRL"
     gene            complement(1922988..1924262)
                     /locus_tag="YPA_1715"
     CDS             complement(1922988..1924262)
                     /locus_tag="YPA_1715"
                     /EC_number="6.1.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="tyrosyl-tRNA synthetase"
                     /protein_id="ABG13681.1"
                     /db_xref="InterPro:IPR001412"
                     /db_xref="InterPro:IPR002307"
                     /db_xref="InterPro:IPR002942"
                     /translation="MTSSNLIKQLQERGLVAQVTDEDALAERLAQGPISLYCGFDPTA
                     DSLHLGHLVPLLCLKRFQLAGHRPVALVGGATGMIGDPSFKASERKLNTEDTVNEWVE
                     KIRHQVSPFLDFDCGENSAIAANNYDWFGGMNVLTFLRDIGKHFSVNQMINKEAVKQR
                     LNRDDSGISFTEFSYNLLQAYDFACLNKNHGVALQIGGSDQWGNITSGIDLTRRLHQQ
                     QVYGLTVPLITKADGTKFGKTEGGAVWLDPKKTSPYKFYQFWINTADADVYRFLKFFT
                     FMSLEEINALEEEDKNSGKAPRAQYVLAENVTGMVHGPEGLAAAKRITDSLFSGDLHD
                     MTEADFAQLAQDGMPTVELNRDADLQQALVNAELVPSRGQARTMIGSNAVAINGEKQA
                     DPEYVFTDADRLFGRYTLLRRGKKHYCLISWL"
     gene            complement(1924444..1925166)
                     /locus_tag="YPA_1716"
     CDS             complement(1924444..1925166)
                     /locus_tag="YPA_1716"
                     /EC_number="1.4.3.5"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxamine 5'-phosphate oxidase"
                     /protein_id="ABG13682.1"
                     /db_xref="InterPro:IPR000659"
                     /translation="MIVILWRRGQNDNHSFPARYRVYMTENNEFDVADLRREYIRGGL
                     RRSDLTENPLELFERWLKQACEARLPDPTAMCVATVDTNGQPYQRIVLLKHYDDQGLV
                     FYTNLGSRKAQQLAENPHISLLFPWHMLDRQVIFLGKAERLSTLEVLKYFHSRPKDSQ
                     IGAWVSQQSSRISARGVLESKFLELKQKFQQGDVPLPSFWGGFRVKFDSVEFWQGGEH
                     RLHDRFIYQREADAWKIDRLAP"
     gene            complement(1925188..1925505)
                     /locus_tag="YPA_1717"
     CDS             complement(1925188..1925505)
                     /locus_tag="YPA_1717"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13683.1"
                     /translation="MMKYLFAATVPLLLAGCSLLQSMNGTSVNETLHYQCGTTKLTVT
                     QNNKQDNVSFIMDGKQLTLPQVRAASGAKYSDGHYTFWSKGDSAFIEREEKVIINDCV
                     LIK"
     sig_peptide     complement(1925437..1925505)
                     /locus_tag="YPA_1717"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.995) with cleavage site probability 0.691 at
                     residue 23"
     gene            complement(1925560..1926672)
                     /locus_tag="YPA_1718"
     CDS             complement(1925560..1926672)
                     /locus_tag="YPA_1718"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13684.1"
                     /translation="MKSGRFIGVMSGTSLDGVDVVLAAIDERMVAQQASYTHPIPLQL
                     KKDILGMCQGQSTTLSAVGKLDAQLGILFAEAVLALLAKEGLSAQDITAIGCHGQTVW
                     HEPLGEPAFTMQLGDNNRIAAMTQIATVGDFRRRDMAYGGQGAPLVPAFHHALLAHAT
                     EKRMVLNIGGIANLSVLLPDSPIRGFDTGPGNMLMDAWIWRNCSLPYDKDACWALSGH
                     VNQPLLEQMFNDPYFRLPAPKSTGREYFNAAWLDKQLARIPGVTAEDIQATLAELTAV
                     SITEQVRLAGGCDRLLVCGGGARNPLVMARISALLSGTEVCTTDDAGIRGDDMEALAF
                     AWLAFRTLSGKPGNLPSVTGASRETILGAVHPVSSW"
     gene            1927228..1927695
                     /locus_tag="YPA_1719"
     CDS             1927228..1927695
                     /locus_tag="YPA_1719"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13685.1"
                     /translation="MIKPFVAVAIAVVTLTGCANNNTLSGDVFTASQAKQVQTVSYGT
                     LISVRPVTIQGGDDNNVVGAIGGAVLGGFLGNAVGGGTGRSLATAAGAVAGGIAGQGV
                     QGALNRTDGVQLEIRKDDGQTILVVQKQGPTQFSVGQRVMLANSGSTITVSPR"
     sig_peptide     1927228..1927293
                     /locus_tag="YPA_1719"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.974) with cleavage site probability 0.538 at
                     residue 22"
     gene            complement(1927839..1928270)
                     /locus_tag="YPA_1720"
     CDS             complement(1927839..1928270)
                     /locus_tag="YPA_1720"
                     /codon_start=1
                     /transl_table=11
                     /product="MarR-family transcriptional regulatory protein"
                     /protein_id="ABG13686.1"
                     /db_xref="InterPro:IPR000835"
                     /translation="MESTLGSDLARLVRVWRALIDPRLKPLELTQTHWVTLYNINRLP
                     PEQSQIQLAKAIGIEQPSLVRTLDQLEEKGLITRHTCANDRRAKRIKLTEQSSPIIEQ
                     VDGVICSTRKEILGGISSDEIAVLSGLIDKLEKNIIQLQTK"
     gene            complement(1929068..1929964)
                     /locus_tag="YPA_1721"
     CDS             complement(1929068..1929964)
                     /locus_tag="YPA_1721"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aldo/keto reductase"
                     /protein_id="ABG13687.1"
                     /db_xref="InterPro:IPR001395"
                     /translation="MDTRSQLASLGPEFSRMICGYWRLMEWGMTPEQLLVFMEQHIEL
                     GITTVDHADIYGGYQCEQAFGQALRLKPSLRDQMELVSKCGIATTAKPEHALGHYITD
                     CSHIVHSAEQSLTHLHTDYLDLLLIHRPDPLMDADEVAEAFIQLHKSGKVKYFGVSNF
                     TPTQFSLLQSRLPFSLVTNQVEISPLHQPAIMDGTLDACQQLRIKPMAWSCLGGGRLF
                     SDPTFQVLRDELQTVADEMGAESIEQVVYAWVLRLPSAPLPIIGSGKIERVKAAWASL
                     SLTMTRQQWFRIRRAALGYDVP"
     gene            complement(1930096..1930461)
                     /locus_tag="YPA_1722"
     CDS             complement(1930096..1930461)
                     /locus_tag="YPA_1722"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13688.1"
                     /translation="MKLKITLAVAGRDCACINISENSDLPAAMNQSSIKVLVVGGSVA
                     QQLEFFDIPSPCRGICQTDDRGFCRGCFRSRDERFNWIKMDDGQKREVLRLCHQRLLR
                     LKRANKQPDEPLPEQPSLF"
     gene            1930509..1932146
                     /locus_tag="YPA_1723"
     CDS             1930509..1932146
                     /locus_tag="YPA_1723"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13689.1"
                     /translation="MNARYKLQCNGLTFILACALFFTFFQNALFIYKAWSLIRFDNSD
                     SYFFAATIPVVIFCALNIIFSLLTLPLLRKPIIILFLLGSAVANYFMFSYGAVIDANM
                     MQNAFETNSQEATALFTPRMALWLITLGILPAMIVCFVRIRATRPWWYMLGLRVANIL
                     MSMVIIFLIAVLFYKDYASLIRNNKNIVKMLTPSNFVSGSFQFAKHKYFISNMPLVKI
                     GEDAHKGPVINAQQNKTLVILVVGETARSENFSLGGYARETNPRLQQQDIIYFKHASS
                     CGTETAVSVPCMFSNMPRKSYDASLASHQEGLMDIIARAGLSVLWRENDGGCKGACDR
                     IPHQDVTQLQLNADCQDGVCLDNALLYKLDNYINGLQNDGVIVLHQMGSHGPAYYRRT
                     SPELTKFTPTCNSNQIQDCTAQELVNTYDNSILYTDAMLDDTIALLKQHSDRFNTALV
                     YLSDHGESLGENGLYLHGTPYVFAPSQQTHIPFLMWLSPEYTKSYGIDRQCLSHSAQQ
                     DEVSQDNLFHTLLGMVNIQTNEYLSGMDLLQKCRSLQ"
     sig_peptide     1930509..1930595
                     /locus_tag="YPA_1723"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.713) with cleavage site probability 0.587 at
                     residue 29"
     gene            1932369..1932968
                     /locus_tag="YPA_1724"
     CDS             1932369..1932968
                     /locus_tag="YPA_1724"
                     /codon_start=1
                     /transl_table=11
                     /product="TetR-family transcriptional regulatory protein"
                     /protein_id="ABG13690.1"
                     /translation="MNKIQHTHVDTREHLLATGERLSLRLGFNGMGLSLLLTTAGIPK
                     GSFYHYFRSKEVFGEAMLQRYFDRYDAEMESLLAGSQGDKRHHLLHYFAQSIANYCGS
                     ECHNACLAVKLSAEVSDLSEPMRHALDIGTARVIGRLQDAIEAGIDEGSLRTVLSPAA
                     TAETLYALWLGASLRAKVKHSVAPLTCALGSIELILQPA"
     gene            1933056..1934153
                     /locus_tag="YPA_1725"
     CDS             1933056..1934153
                     /locus_tag="YPA_1725"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH:flavin oxidoreductase"
                     /protein_id="ABG13691.1"
                     /translation="MKTAKLFSPLKVGALTLPNRVFMAPLTRLRSIEPGDIPTPLMAE
                     YYRQRASAGLIITEATQISFQAKGYAGAPGLHTQEQLNAWKKVTQGVHNEGGHIAVQL
                     WHVGRISHNSLQPGQQAPVAPSAIAADTRTTVRDETGAWVRVPCSTPRALETEEIPGI
                     INDFRQATANAREAGFDYIELHAAHGYLLHQFMSPASNQRTDQYGGSIENRTRLTLEV
                     VDATAAEWGADRIGIRISPLGPFNGLDNGEDQEEAALYLIDQLNKRNIAYLHISEPDW
                     AGGKPYSDTFRAAVRAHFNGVIVGAGAYSAEKAECLIQKGFIDAVAFGRSYISNPDLV
                     TRLQQHAPLNEPDSNTFYGGGAKGYTDYPTL"
     gene            complement(1934374..1937328)
                     /locus_tag="YPA_1726"
     CDS             complement(1934374..1937328)
                     /locus_tag="YPA_1726"
                     /codon_start=1
                     /transl_table=11
                     /product="insecticial toxin"
                     /protein_id="ABG13692.1"
                     /db_xref="InterPro:IPR006530"
                     /translation="MNTSLFSKTPAVTVLDNRGLSVRSIAYHRHPDSPDDTGERITHH
                     QYDARGFLTQSADPRLHDTGRANVKYLSDLVGNALCTVSADVGTTVALNDAAGRLFMT
                     VSNIDTADDDLEDRSQVVNRTWQYEGASLPGRLLSITEQVTGEAARVTERFTYAANTD
                     EKKALNLVGQCVSHYDTAGLRQMDSIALTGVPLSVTRRLLKDADNPDTVANWQGEDSS
                     AWNDQLAADRLTTLTTADAIGAVLTTTDTKGNVQRVVYNVAGLLSGSWLRVKGGAEQV
                     IVQSLTYSAAGQKLREEHGNGVVTTYTYEPETQRLTGIRTERSAGHASGTKVLQDLRY
                     EYDPVGNVQSIRNDAEETRFWRNQKVVPENTYVYDSLYQLVSATGRVMVNAGQQGRSL
                     PSATLPIESSAYTNYTHTYTYDTAGNLTQIRHTPATGSGHTTDITVSDRSNQGVLSTL
                     TTNPAEVDALFTAGGQQKQLQPGQHLIWTARNELLKVTPVVRDGDSDDRESYRYDGNS
                     QRILKVSVQKTGGSTQTQRVMYLPRLELRSTASGVTETESLQIITVGEAGRAQVQVQV
                     LHWEKGKPDAIDNDQLRYSYDNLIGSSTLEVDGDGNVISMEEYYPYGGTAVWTAHSQT
                     EADYKTIRYSGKERDATGLYYYGWRYYQPWVGRWLSADPVGTVDGLNLYLMVGNNPTS
                     FHDSNGLIREGQSARKLVGEAFVHPLHMSVFERISIEENMAMSVREAGIYTILALGEG
                     AAAKGHNILEKTIKPGSLKAVYENKAGAALELAKNSGFIGRVGRWNASGVQGVYAYNR
                     PSGEDLVYPASLQDTSDNELVNAWIKHKIITPYTGDYDMHDIIKFNRGKGYVPTAESA
                     EETGVKDLINKGVAEVDPARPFEYTAMNVIRHGPQVNFVPYMWEYEHDKVVSDNGYLG
                     VVARPGPFPIAMVHQGQWTVFDDSKELFNFYKSSNTPLPEHWQQNFIARGPGIVATPR
                     HADVLDKRRIMH"
     gene            1937601..1938008
                     /locus_tag="YPA_1727"
     CDS             1937601..1938008
                     /locus_tag="YPA_1727"
                     /EC_number="4.4.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="lactoylglutathione lyase"
                     /protein_id="ABG13693.1"
                     /db_xref="InterPro:IPR004361"
                     /db_xref="InterPro:IPR011588"
                     /translation="MRLLHTMLRVGDLQRSIDFYTKVLGMRLLRTSENTEYKYSLAFV
                     GYSDESKGSVIELTYNWGVDQYDMGTAFGHLALGVDDVAATCDQIRQAGGKVTREAGP
                     VKGGNTIIAFVEDPDGYKIELIENKSAGDCLGN"
     gene            1938087..1938767
                     /locus_tag="YPA_1728"
     CDS             1938087..1938767
                     /locus_tag="YPA_1728"
                     /EC_number="3.1.13.-"
                     /codon_start=1
                     /transl_table=11
                     /product="RNAse T"
                     /protein_id="ABG13694.1"
                     /db_xref="InterPro:IPR005987"
                     /db_xref="InterPro:IPR006055"
                     /translation="MHAEFDKDKKLMADKSDLNALSGRFRGYYPVVIDVETAGFNAQS
                     DALLEIAAVTLQMNKEGWLLPDETLHFHVEPFEGANLQPEALAFNGIDPTNPLRGAVS
                     EHDALHAIFKAVRKGIKDKGCNRAIIVAHNANFDHSFVMAAAERASLKRNPFHPFATF
                     DTAALSGLVLGQTVLAKACLAAGIPFDSSQAHSALYDTLQTAKLFCELVNRWKKLGGW
                     PLPAAESG"
     gene            complement(1939076..1939426)
                     /locus_tag="YPA_1729"
     CDS             complement(1939076..1939426)
                     /locus_tag="YPA_1729"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13695.1"
                     /db_xref="InterPro:IPR004480"
                     /translation="MTTIDKIQRQITENPILLYMKGSPKLPNCGFSAQAVQALSACGE
                     RFAYVDILQNPDIRAELPKYANWPTFPQLWVDGELVGGCDILMEMYQRGELQTLLKET
                     ADKYRSQEDQPAAE"
     gene            1939866..1940954
                     /locus_tag="YPA_1730"
     CDS             1939866..1940954
                     /locus_tag="YPA_1730"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13696.1"
                     /translation="MRLMLTLFVLLFTQLFLNLAHASPQAHSSVEQKKGHVSQASPDD
                     RKKRKADKSTKRSKIATTKGPVSKKTTEPRKTGNNKTSTNKVVRNKINSSRTTESKTA
                     ANKKRTSSIRTAKTPYGRQRNKAQGKASTELAANNKLKLSPAHKKRYQKAKQTAMSKL
                     MKQVGKPYRWGGSSPNTGFDCSGLIYYAYKDVVKIKMPRTANEMQGKASTELAANNKL
                     KLSPAHKKRYQKAKQTAMSKLMKQVGKPYRWGGSSPNTGFDCSGLIYYAYKDVVKIKM
                     PRTANEMYHLRDAAPVKRTELESGDLVFFKIANRGVADHVGVYLGNGKFIQSPRTGEE
                     IRISMLNNDYWQEHYVGARRVVTPKTIR"
     sig_peptide     1939866..1939934
                     /locus_tag="YPA_1730"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.975 at
                     residue 23"
     gene            1941332..1941910
                     /locus_tag="YPA_1731"
     CDS             1941332..1941910
                     /locus_tag="YPA_1731"
                     /EC_number="1.15.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="superoxide dismutase (Fe)"
                     /protein_id="ABG13697.1"
                     /db_xref="InterPro:IPR001189"
                     /translation="MSFELPALPYAQNALEPHISAETLEYHYGKHHNTYVINLNNLIK
                     DTEFAGKSLEEIVKTANGGVFNNAAQVWNHTFYWHCLSPNGGGEPTGKIAEAINKSFG
                     SFAEFKAQFTDAAVKNFGAGWTWLVKKADGTLAIVSTSNAGTPLTTTDKPLLTVDVWE
                     HAYYIDYRNARPKYLENFWAVVNWSFAEKNLD"
     gene            1942437..1943462
                     /locus_tag="YPA_1732"
     CDS             1942437..1943462
                     /locus_tag="YPA_1732"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG13698.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MATIKDVAKHAGVSTTTVSHVINKTRFVAENTKAAVWAAIKELH
                     YSPSAVARSLKVNHTKSIGLLATSSEAPYFAEVIEAVENSCYSKGYTLILCNSHNNLD
                     KQKAYLAMLAQKRVDGLLVMCSEYPDQLLGMLEDYRNIPMVVMDWGTARGDFTDSIID
                     NAFEGGYLAGRYLIERGHRDIGAIPGQLARNTGGGRHQGFLKALEEANIPVREEWIVQ
                     GDSEPESGYKAMHQILTQKHRPTAVFCGGDIMAMGAICAADELGLRVPQDISVIGYDN
                     VRNARYFSPALTTIHQPKERLGETAFAMLLDRIVSKREDPQTIEVHPKLVERRSVADG
                     PFRDYRR"
     gene            complement(1943551..1944483)
                     /locus_tag="YPA_1733"
     CDS             complement(1943551..1944483)
                     /locus_tag="YPA_1733"
                     /codon_start=1
                     /transl_table=11
                     /product="LysR-family transcriptional regulatory protein"
                     /protein_id="ABG13699.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MWSEYSLDVVDAVARTGSFSAAAQELHRVPSAVSYTVRQLEDWL
                     AVPLFERRHRDVELTEAGVVFLKEARDVIKKMNDTRRQCQQVANGWRGQLNIVVDKIV
                     KPQRSRRLVLDFYRHFPDVELRVRYEVFNGVWDALSDGRADIAIGATRAIPVGGRFVF
                     RDMGFLSWLCVVSVDHPLALLSGPLSDEQLRPYPSLCLEDTALNLPKRDTWTLDNQQR
                     LVAPDWSTGIDCLCAGLCMGMVPAHMVSPLIAQGKLAAITLAEPLPDSPCCLTWEQNN
                     HSPALAWLLDYLGDSVTLNTEWLRDDSQQLIANN"
     gene            1944773..1945975
                     /locus_tag="YPA_1734"
     CDS             1944773..1945975
                     /locus_tag="YPA_1734"
                     /codon_start=1
                     /transl_table=11
                     /product="putative drug resistance protein"
                     /protein_id="ABG13700.1"
                     /db_xref="InterPro:IPR004812"
                     /db_xref="InterPro:IPR007114"
                     /translation="MKTSSSFMFYLAGLSMLGYLATDMYLPAFGAMQRELQTTAGAIS
                     ASLSIFLAGFAIAQLIWGPLSDKLGRKPVLLAGLGLFAIGCLGMLWVENATQLLVLRF
                     IQAVGVCSAAVSWQALVVDRYRDGKANRVFATIMPLVALSPALAPLLGAWLLNHFSWR
                     SIFVVLLAITLLLLIPTMVLQERKKARADNSDQPKNTVSFWQLLQSPTFSGNVMIFAA
                     CSAGFFAWLTGSPFILENMGYSPNVIGLSYVPQTLAFLLGGFGCRSALAHIKGNTLLP
                     WLLVGYAGSMIALYLIATLTTPSLLTLLIPFCLMALVNGACYPIIVANALMPFPDNTG
                     KAAALQNTLQLGLCFVASMLVSAYISQPLLATVTVMLLTVVLAALGYGIHCYALRKDK
                     TRLMTRTP"
     sig_peptide     1944773..1944838
                     /locus_tag="YPA_1734"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.953) with cleavage site probability 0.646 at
                     residue 22"
     gene            1946455..1947606
                     /locus_tag="YPA_1735"
     CDS             1946455..1947606
                     /locus_tag="YPA_1735"
                     /EC_number="2.1.1.79"
                     /codon_start=1
                     /transl_table=11
                     /product="cyclopropane-fatty-acyl-phospholipid synthase"
                     /protein_id="ABG13701.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR001601"
                     /translation="MSSSCIEDQSVQESPWFRIVQDMLNQADIEINGSRPFDIRVNNP
                     DFFKRVLQGGSLALGESYMDGWWECDRLDIFFQRVLQAGLEHKLPRHFKDTLRIAAAR
                     VINLQSKRRAWIVGKEHYDLGNDLFTQILDPNMQYSCAYWKEATSLEQAQEHKLQMIC
                     EKLQLAPGMKLLDIGCGWGGLAAYAARHFGVSVSGVTISVEQQKLAQQRCEGLDVSIL
                     LQDYRDLNEQFDRIVSVGMFEHVGPKNYSTYFKVVNRNLKPDGLFLLHTIGANRTNMN
                     VDPWINKYIFPNGCLPSVQHIAQASEPYFVMEDWHNFGADYDRTLMAWYERFQAAWPN
                     LSANYSQRFERMFSYYLNACAGAFRARDIQLWQVLFSPNGVNGGIRVPR"
     gene            complement(1947657..1948313)
                     /locus_tag="YPA_1736"
     CDS             complement(1947657..1948313)
                     /locus_tag="YPA_1736"
                     /EC_number="2.5.1.9"
                     /codon_start=1
                     /transl_table=11
                     /product="riboflavin synthase alpha chain"
                     /protein_id="ABG13702.1"
                     /db_xref="InterPro:IPR001783"
                     /translation="MFTGIVQGTGLVVAIEEKSNFRTHVVELPIDMLPELALGASVAH
                     NGCCLTVTHIEGNRVSFDLMKETLRLTNLGDINVGDKVNLERAAKFSDEIGGHLMSGH
                     IICTAEIAKIYTSENNRQIWFRMPSEDLMKYVLHKGFIGIDGISLTIGEVVGNRFCVH
                     LIPETLSRTTLGKKRLGHRVNIEIDPQTQAVVDTVERVLAQRNIANAALVDEKFVRVS
                     "
     gene            1948562..1949935
                     /locus_tag="YPA_1737"
     CDS             1948562..1949935
                     /locus_tag="YPA_1737"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transport protein"
                     /protein_id="ABG13703.1"
                     /db_xref="InterPro:IPR002528"
                     /translation="MQKYIVEARSLLALAIPVVIAQLSQTAMGVVDTIMAGSVSATDM
                     AAVAVGTSIWLPAILFGHGLLLALTPTVAQLNGSGRRSQIAHQVRQGFWLALCVSVLI
                     MLVLYNSDHVIKQMDNIDPVLAQKAVGFLHAIMWGVPGYLFFQVLRNQCEGLSKTKPG
                     MVIGFVGLLVNIPINYIFIYGKFGAPALGGVGCGVATASVYWVMFLMMRWYVTRARSQ
                     QDIKLEKGFAAPDWQVMKRLSGLGLPVALALFFEVTLFAVVALLVSPLGIVAVAGHQI
                     ALNFSSLMFMLPMSLSVAATIRVGFRLGQGAVEQAQVAAYTSMAVGLLLASVTAVFTI
                     VFREHIALLYNKTPEVVTMASHLMLLAALYQLSDAVQVIGSGVLRGYKDTRSIFFITF
                     TAYWLLGLPSGYLLGLTDYILPAMGPAGFWIGFIIGLTAAAILMVLRIRWLQKQPTAF
                     ILQRAAH"
     sig_peptide     1948562..1948651
                     /locus_tag="YPA_1737"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.769) with cleavage site probability 0.545 at
                     residue 30"
     gene            1950178..1950254
                     /locus_tag="YPA_r052"
                     /note="tRNA-Val1"
     tRNA            1950178..1950254
                     /locus_tag="YPA_r052"
                     /product="tRNA-Val"
     gene            1950314..1950390
                     /locus_tag="YPA_r053"
                     /note="tRNA-Val2"
     tRNA            1950314..1950390
                     /locus_tag="YPA_r053"
                     /product="tRNA-Val"
     gene            1950966..1952378
                     /locus_tag="YPA_1738"
     CDS             1950966..1952378
                     /locus_tag="YPA_1738"
                     /EC_number="2.7.1.40"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate kinase"
                     /protein_id="ABG13704.1"
                     /db_xref="InterPro:IPR001697"
                     /translation="MKKTKIVCTIGPKTESEEMLTNLLNAGMNVMRLNFSHGDYAEHG
                     QRIKNLRAVMAKTGKKAAILLDTKGPEIRTMKLEGGKDAALVAGQTFTFTTDQSVVGN
                     DKIVAVTYPGFAADLKIGNTVLVDDGLIGMEVIEVTEHTVVCKVLNSGDLGENKGVNL
                     PGVSIQLPALAEKDKGDLIFGCEQGVDFVAASFIRKRSDVLEIREHLKAHGGEHIQII
                     SKIENQEGLNNFDEILEASDGIMVARGDLGVEIPVEEVIFAQKMMIEKCNRARKVVIT
                     ATQMLDSMIKNPRPTRAEAGDVANAILDGTDAVMLSGESAKGKYPLESVTIMATICER
                     TDRVMPSRIESLNDNRKMRITEAVCRGAVETAEKLEAKVIVVATGGGKSAKSVRKYFP
                     TATILALTTNEMTAHQLILTKGVITQLVDEIASTDDFYRLGKEAALASGLAQKGDVVI
                     MVSGALVPSGTTNTSSVHVL"
     gene            1952699..1952935
                     /locus_tag="YPA_1739"
     CDS             1952699..1952935
                     /locus_tag="YPA_1739"
                     /codon_start=1
                     /transl_table=11
                     /product="major outer membrane lipoprotein"
                     /protein_id="ABG13705.1"
                     /translation="MNRTKLVLGAVILASTMLAGCSSNAKIDQLSSDVQTLNAKVDQL
                     SNDVNAVRADVQAAKDDAARANQRLDNQAQAYKK"
     sig_peptide     1952699..1952776
                     /locus_tag="YPA_1739"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.960 at
                     residue 26"
     gene            1953184..1953585
                     /locus_tag="YPA_1740"
     CDS             1953184..1953585
                     /locus_tag="YPA_1740"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG13706.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRRSTEGRCSTGKNARAIGSILRKLCEWKNVNILEAEYCVDHIH
                     MLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRNREFWCRGYYVDTVGKNTAR
                     IQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            1954167..1955189
                     /locus_tag="YPA_1741"
     CDS             1954167..1955189
                     /locus_tag="YPA_1741"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13707.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            1955189..1955968
                     /locus_tag="YPA_1742"
     CDS             1955189..1955968
                     /locus_tag="YPA_1742"
                     /codon_start=1
                     /transl_table=11
                     /product="ATPase"
                     /protein_id="ABG13708.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGKSYRLRQKRKAGVIAEANPE"
     gene            complement(1956012..1957031)
                     /locus_tag="YPA_1743"
     CDS             complement(1956012..1957031)
                     /locus_tag="YPA_1743"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13709.1"
                     /translation="MKRALTLIGMLFATCLAGSLTAANANEYPLPPANSRLIGENTTF
                     TVPNDGRPLEAIAADYKIGLLGMLEANPGTDPYLPLPGSVLTIPNQMLLPDTPREGIV
                     INLAELRLYYYPKGQNKVIVYPIGIGQLGRDTPTMVTSISQKIPNPTWTPTANIRKNY
                     LAEGITLPSVVPAGPDNPMGQFALRLSAGRGEYLIHGTNADFGIGLRVSSGCIRLRPD
                     DIEALFNSVPKGTRVQIINEPVKYAVEPDGKRYVEVHQPLSRVDSDDPQTMPIAIGSG
                     LQKFINDSQTDAKAVQDAIVRRSGMPTIVTVGEASTQQAPTPVASQDEQQAQAEALLS
                     TTDEK"
     sig_peptide     complement(1956954..1957031)
                     /locus_tag="YPA_1743"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.641 at
                     residue 26"
     gene            complement(1957302..1957724)
                     /locus_tag="YPA_1744"
     CDS             complement(1957302..1957724)
                     /locus_tag="YPA_1744"
                     /codon_start=1
                     /transl_table=11
                     /product="Cysteine desulfuration protein SufE"
                     /protein_id="ABG13710.1"
                     /translation="MAGLPDRDKLIRNFSRCLNWEEKYLYIIELGGQLAPLTEQQRHP
                     ENLISGCQSQVWIAMTLSAEGHVIFAGDSDAAIVKGLVAVVFILYHDLTPQQIISLDV
                     RPFFADLALSQHLTPSRSQGLEAMIRAIRTKVANLSAH"
     gene            complement(1957813..1959033)
                     /locus_tag="YPA_1745"
     CDS             complement(1957813..1959033)
                     /locus_tag="YPA_1745"
                     /EC_number="2.8.1.7"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine desulfurase"
                     /protein_id="ABG13711.1"
                     /db_xref="InterPro:IPR000192"
                     /db_xref="InterPro:IPR010970"
                     /translation="MNFPIERVRADFPLLSRQVNGQPLVYLDSAASAQKPQAVIDKEL
                     HFYRDGYAAVHRGIHSLSAEATQQMEAVRTQVADFIHAASAEEIIFVRGTTEAINLVA
                     NSYGRHFLAAGDSIIITEMEHHANIVPWQMLAQDLGVEIRVWPLTATGELEITALAAL
                     IDDTTRLLAVTQVSNVLGTVNPIKDIVAQAKAAGLVVLVDGAQAVMHQPVDVQALGCD
                     FYVFSGHKLYGPSGIGILYGKSALLQQMPPWEGGGAMIKTVSLTQGTTFADAPWRFEA
                     GSPNTAGIMGLGAAIDYVTELGLLPIQQYEQSLMHYALAQLSQIKSLTLYGPTERAGV
                     IAFNLGQHHAYDVGSFLDQYGIAIRTGHHCAMPLMAFYQVPSMCRASLALYNTREDVD
                     RLVAGLQRIEKLLG"
     gene            complement(1959030..1960355)
                     /locus_tag="YPA_1746"
     CDS             complement(1959030..1960355)
                     /locus_tag="YPA_1746"
                     /codon_start=1
                     /transl_table=11
                     /product="Iron-regulated ABC transporter permease protein
                     SufD"
                     /protein_id="ABG13712.1"
                     /db_xref="InterPro:IPR011542"
                     /translation="MAGLPTNSNVLERQRLEQQRQEQQRIDALKHFGQLFKQRQIEPS
                     ADARAHWQQVLQLGFPGSKHEDWKYTPLERLFAHEFSFPHAPDVTTAQCDALSLVPNA
                     HRLVFINGQFSPTLSDRECGPYQLTHAAENVPFPTAIQSEVFLHLTESLAQERLHIRL
                     PVGQHSDKSLYLLHISSGNDSDMVNTSHSRHHLVVEANAQAEVIEHFVSLNEQPHFTG
                     ARLTIAVGDNAELNHYKLAFETPKSYHFAHNDLVLGRDARARSHSFLLGAGLTRHNTS
                     SQLNGEGSSLSMNSLLLPVGREICDTRTYLEHNKGHCESRQLHKVMVRERGKAIFNGM
                     IKVAKHALKTDGQMTNNNLLLSHLAEVDTKPQLEIYADDVKCSHGATVGRIDAEQLFY
                     LQSRGINQADAQQMIIFAFAAEVTEAIHNEAIRKQVLARIAERLAWESV"
     gene            complement(1960330..1961076)
                     /locus_tag="YPA_1747"
     CDS             complement(1960330..1961076)
                     /locus_tag="YPA_1747"
                     /codon_start=1
                     /transl_table=11
                     /product="Iron-regulated ABC transporter ATPase subunit
                     SufC"
                     /protein_id="ABG13713.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR010230"
                     /translation="MLSIKNLKVSVEGNEILKGLDLEIKPGEVHAIMGPNGSGKSTLS
                     AALAGREEYEVTEGEVTFKGKDLLELAPEDRAGEGVFLAFQYPVEIPGVSNHFLLQTS
                     VNAVRKYRQQAPLDRFDFSDFIEEKIALLKMPADLLTRSVNVGFSGGEKKRNDILQMA
                     ALEPSLCILDETDSGLDIDALKIVANGVNSLRNENRSFIIVTHYQRILDYVKPDFVHV
                     LYQGRIIKSGDFTLVKQLEEQGYGWLTDQQ"
     gene            complement(1961262..1962773)
                     /locus_tag="YPA_1748"
     CDS             complement(1961262..1962773)
                     /locus_tag="YPA_1748"
                     /codon_start=1
                     /transl_table=11
                     /product="Iron-regulated ABC transporter membrane
                     component SufB"
                     /protein_id="ABG13714.1"
                     /db_xref="InterPro:IPR010231"
                     /translation="MTRSNVEIPDDVQAWVSDGRYKEGFFTHLATDELAKGINEEVVR
                     AISAKRNEPEWMLEFRLGAYRSWLEMEEPHWLKAHYQGLDYQDYSYYSAPSCGSCDDN
                     CDSQPGAVQQSSADGSAPSNANEYLTAEVESAFAQLGIPVREGAEVAVDAIFDSVSVA
                     TTYREKLAGQGILFCSFGEAIQEYPDLVQKYLGSVVPAKDNFFAALNAAVASDGTFVY
                     VPKGVRCPMELSTYFRINAAKTGQFERTILIADEGSYVSYIEGCSAPVRDSYQLHAAV
                     VEVILHKNAEVKYSTVQNWFAGSDSTGGILNFVTKRALCEGEGSKMSWTQSETGSAIT
                     WKYPSVILQGDNSVGEFFSVALTNGYQQADTGTKMIHIGKNTKSTIIAKGISAGHSQN
                     TYRGLVKILPGADNARNFTQCDSMLIGPDSGAHTFPYVEVRNNTAQLEHEATTSKIGD
                     DQLFYCLQRGISEDDAISMIVNGFCKDVFSELPLEFAVEAQKLLAISLEHSVG"
     gene            complement(1962788..1963159)
                     /locus_tag="YPA_1749"
     CDS             complement(1962788..1963159)
                     /locus_tag="YPA_1749"
                     /codon_start=1
                     /transl_table=11
                     /product="FeS assembly scaffold SufA"
                     /protein_id="ABG13715.1"
                     /db_xref="InterPro:IPR000361"
                     /db_xref="InterPro:IPR011298"
                     /translation="MQQESVGTFSLDDNDWQGVTITDSAAAQITRLMQQDPQIKGLQL
                     GVKQSGCAGFAYVMDMAKEPASDDLVFEQGSARLYVPLKAMPFIDGTEVDYVREGLNQ
                     IFKFNNPKAQHSCGCGESFGV"
     gene            complement(1963754..1964170)
                     /locus_tag="YPA_1750"
     CDS             complement(1963754..1964170)
                     /locus_tag="YPA_1750"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13716.1"
                     /db_xref="InterPro:IPR003736"
                     /translation="MLWKRAATLEQLNQQSQGCMVGHLGIEFTRLSDDELEATMPVDS
                     RTTQPFGLLHGGASVVLAESLGSMAGYLCTVEGQQVVGLEINANHLKSVRSGNVRGCC
                     RAIHVGRSHQVWQIEIFDEQGHLCCTSRLTIAVLTR"
     gene            complement(1964292..1967348)
                     /locus_tag="YPA_1751"
     CDS             complement(1964292..1967348)
                     /locus_tag="YPA_1751"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13717.1"
                     /db_xref="InterPro:IPR001450"
                     /translation="MIPQISQAPGVIQSVLDFLDALKQNGFTGDTATNYADRLTMATD
                     NSIYQLLPDAVVFPRSTADVALVGRLAGLESFKSLVFTPRGGGTGTNGQALNRGIVVD
                     MSRHMNRILEINPEQGWVRVEAGVIKDQLNQYLQPFGFFFSPELSTSNRATLGGMINT
                     DASGQGSLVYGKTSDHVLGLRAIVLGGEMLDTQAMPTSLAETIAQEDSVVGRIYHTVL
                     NRCREQRALILEKFPKLNRFLTGYDLRHVFSDDLQTFDLTRILTGSEGTLAFITEATL
                     DITPLPKVRRLVNVKYDSFDSALRNAPFMVEAKALSVETVDSKVLNLAKEDIVWHSVK
                     ELITDVPDKEMLGLNIVEFAGDDAALIDTQMAALCQRLDELMSTRQGGVIGYQICSEL
                     AGIERIYGMRKKAVGLLGNSKGRAKPIPFAEDTCVPPHHLADYIVEFRQLLDSHNLSY
                     GMFGHVDAGVLHVRPALDMCDPQQERLMKQLSDQIVALTARYGGLLWGEHGKGFRAEY
                     SPDFFGDVLYRELRRIKSAFDPDNRLNPGKICSPLGSDAPMMKIDSADKRGTLDRRIP
                     LEVRTSFRGAMECNGNGLCFNFDAHSPMCPSMKITGDRIHSPKGRATLVREWLRLLSE
                     QGVDPVALEKGLASKRPSLRGLIEKTRNSWQASQGVYDFSHEVKESMSGCLACKACST
                     QCPIKIDVPGFRSRFLQLYHTRYHRPLRDYVVAGVESYAPLMAKAPKVFNFFLKQLWV
                     RSLSQKSIGMVDLPMLSSPTLKQALSGHYASTMTLEQLEKLSEQERRQHVLIVQDPFT
                     SYYDAQVVADFVRLVEKLGFNPVLLPFSPNGKAQHIKGFLQRFAKTARKTADFLNRIA
                     LLAMPMVGVDPALVLCYRDEYKEILGDARGDFTVQLVHEWLQTALADQPEQQISGEPW
                     YLFGHCTETTALPGSSQHWATIFSRYGARLENVSVGCCGMAGTYGHEAKNVENSLGIY
                     ALSWQQALQTLPGKRCLATGYSCRSQVKRIEGNGLRHPLQALLELV"
     gene            1968032..1969072
                     /locus_tag="YPA_1752"
     CDS             1968032..1969072
                     /locus_tag="YPA_1752"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13718.1"
                     /translation="MGMIIASFWVIQPFVMGFAWAGMVVIATWPLLIRLEKLLWGRRS
                     LAVVVMTILLILLFVIPIALLVSSLVENSAPLIQWASSPSNLRMPNVDWMKSIPLIGD
                     KLYSSWNTLISGGANALMAKVQPYIGATATWFVAQAAHVGYFLIHLALMVLFSVLLYI
                     HGEQVALGIRHFAMRAADKRGDAVVVMAAKAIRAVALGVVVTALVQAILGGIGLAIAG
                     IQYATLLTVLMFICCVAQLGPLLVLVPAVIWVYWTGDTTWGTILLVWSCIVGTLDNFL
                     RPYLIRMEADMPMILILSGVIGGLLSFGMIGLFIGPVVLAISYRLISAWVHETPEPEE
                     SVTDAAKHLEEL"
     gene            complement(1969671..1972055)
                     /locus_tag="YPA_1753"
     CDS             complement(1969671..1972055)
                     /locus_tag="YPA_1753"
                     /EC_number="2.7.9.2"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate synthase"
                     /protein_id="ABG13719.1"
                     /db_xref="InterPro:IPR000121"
                     /db_xref="InterPro:IPR006319"
                     /db_xref="InterPro:IPR008279"
                     /translation="MSNNGHTRCNVLWYNQLGMHDVDRVGGKNASLGEMITHLSELGV
                     SVPNGFATTAQAFNDFLEQSGVNQRIYQLLDNTNIDDIAELSKAGAQIRQWVIETPFH
                     PEFEQSIYDAYKQLADGEPEASFAVRSSATAEDMPDASFAGQQETFLNVQGIDAIMVA
                     IKHVFASLFNDRAISYRVHQGYDHRGVALSAGVQRMVRSDLASSGVMFTIDTESGFDQ
                     VVFITAAHGLGEMVVQGAVNPDEFYVHKPTLRNGKPAIVRRNMGSKKIRMIYAENQEH
                     GKQVCIEDVPEIQRNRFALSDDEVEALAHQALLIEEHYGRPMDIEWAKDGHTGQLFIV
                     QARPETVRSNEQVMERYQLNNQSNVLVEGRAIGHRIGAGPVKVIHDISEMDRIQAGDV
                     LVTDMTDPDWEPIMKKASAIVTNRGGRTCHAAIIARELGIPAVVGCGNATELLKEGQN
                     VTVSCAEGDTGYVYHELLDFSVQSSQVTELPDLPLKIMMNVGNPDRAFDFARLPNEGV
                     GLARLEFIINRMIGVHPKALLEFDQQEPALQAEIKALMHGYDDPVEFYIGRLTEGIAT
                     LGAAFWPKPVIVRLSDFKSNEYANLVGGAGYEPHEENPMLGFRGAGRYVSDHFRDCFA
                     LECEAMKRVRNVMGLTNVEVMVPFVRTVAQAEAVVAELARQGLKRGENGLKIIMMCEI
                     PSNALLAEQFLEHFDGFSIGSNDMTQLTLGLDRDSGVVSALFDERNEAVKALLSMAIQ
                     AAKRHGKYVGICGQGPSDHEDFALWLMEQGIDSLSLNPDTVVKTWLSLAQHTKH"
     gene            1972373..1973194
                     /locus_tag="YPA_1754"
     CDS             1972373..1973194
                     /locus_tag="YPA_1754"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13720.1"
                     /translation="MERCVFYISDGTAITAEVLGHAVLSQFPINVTTFTLPFVENAAR
                     AQSVCKQINEIYQDTGVRPLVFYSIISLEVREIIQRSEGFCQDIVQALVAPLQGELGV
                     PPQPVLNRTHGLTESNLDKYDARIAAIDYALAHDDGISLRNLDQAQVILLGVSRCGKT
                     PTSLYLAMQFGIRAANYPFIADDMDNLQLPAALKPFQHKLFGLTINPERLAAIREERR
                     ENSRYASLRQCRMEVGEVEALFRKNQIRYLNSTNYSVEEISTKILDILGMSRRMF"
     gene            1973351..1974397
                     /locus_tag="YPA_1755"
     CDS             1973351..1974397
                     /locus_tag="YPA_1755"
                     /EC_number="2.5.1.54"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-D-arabinoheptulosonate-7-phosphate
                     synthase"
                     /protein_id="ABG13721.1"
                     /db_xref="InterPro:IPR006219"
                     /translation="MYKIDELRTARIDSLITPQQLAEKLPISEVIADNVTASRKRIEK
                     ILIGEDPRLLVVIGPCSIHDLDAAVDYATRLKVLRERYQDRLEIVMRTYFEKPRTVVG
                     WKGLISDPALDGSCQVNLGIELARKLLLAVNELGLPTATEFLNMVTGQYIADLISWGA
                     IGARTTESQIHREMASALSCPVGFKNGTDGNVRIAIDAIRAAQASHMFLSPDKTGQMT
                     IYQTSGNPYGHIIMRGGKQPNYDASDIAAACDSLREFDLPEHLVVDFSHGNCQKMHRR
                     QLDVAENIGLQIRAGSTAIVGVMAESFLIEGTQKIVAGQPLTYGQSITDPCLNWDDTE
                     QLLSLLADAVDSRF"
     gene            complement(1974566..1975285)
                     /locus_tag="YPA_1756"
     CDS             complement(1974566..1975285)
                     /locus_tag="YPA_1756"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13722.1"
                     /translation="MMNTDNMSILGITMDYGPFGFLDDYVPGYICNHSDHQGRYAYDN
                     QPAVALWNLHRLGHALSGLMSADQLQLALEAYEPALMVAYGEQMRAKLGFLERDSQDN
                     DLLTGLLSLMIKEGRDYTRTFRLLSEVEVHSAQSPLRDDFIDRAAFDDWYRRYRSRLQ
                     QESIDDDQRQQSMKAANPKYILRNYLAQQAITQAEKDDIQPLQRLHQALQQPFTDQPE
                     FDDLAALPPDWGKHLEISCSS"
     gene            complement(1975307..1976029)
                     /locus_tag="YPA_1757"
     CDS             complement(1975307..1976029)
                     /locus_tag="YPA_1757"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13723.1"
                     /translation="MKPRMEYAPEFDNSYARQLSGFYTRLQPTPLKGARLLYHSKPLA
                     QELGLDAHWFTEPKTAVWAGEALLPGMEPLAQVYSGHQFGMWAGQLGDGRGILLGEQR
                     LNDGRYMDWHLKGAGLTPYSRMGDGRAVLRSVIREFLASEALHHLGIPTSRALTIVTS
                     DHPIYREQTERGAMLLRVAESHIRFGHFEHFYYRQQPKQVQQLADYVIARHWPQWVGH
                     QECYRLWFTDVVERTARLMAHW"
     gene            complement(1976081..1977097)
                     /locus_tag="YPA_1758"
     CDS             complement(1976081..1977097)
                     /locus_tag="YPA_1758"
                     /EC_number="6.-.-.-"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoate-protein ligase"
                     /protein_id="ABG13724.1"
                     /db_xref="InterPro:IPR004562"
                     /translation="MSSLRLLISDSYDPWFNLAVEECIFRQMSPNQRVLFLWRNADTV
                     VIGRAQNPWKECNTRRMEQDGVKLARRSSGGGAVFHDLGNTCFTFMAGKPGYDKTIST
                     QIILNALASLGIQATASGRNDLVVINGEDERKVSGSAYKETKDRGFHHGTLLLNADLS
                     RLADYLNPDPKKLQAKGITSVRSRVTNLVELLPGIDHGKIRTAIEQAFFAYYDEQVSA
                     EVISPQSLPNLPGFTEQFAKQSSWEWNFGQAPAFSHVVDTRFIWGGIELHFDVLHGAI
                     DRCQIFTDSLNPTPLEALAQRLQGAAYRPDAIDKICQHWIDDFPELQTELQQACHWLV
                     EVLR"
     gene            complement(1977222..1977686)
                     /locus_tag="YPA_1759"
     CDS             complement(1977222..1977686)
                     /locus_tag="YPA_1759"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13725.1"
                     /db_xref="InterPro:IPR010916"
                     /translation="MRTRFWIFLISMVLAGCSSHTPTPSGYLSDSIVVVAKLNEQLRQ
                     WEGTPYRNGGLDQRGVDCSGFVYRTFRDRFDMQLPRTTLAQTTLGTKVSRDELMPGDL
                     VFFKTGSGQNGLHVGIYDTNDEFIHASTSKGVIRSSLENVYWKRVYWQARRI"
     sig_peptide     complement(1977627..1977686)
                     /locus_tag="YPA_1759"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.931) with cleavage site probability 0.303 at
                     residue 20"
     gene            complement(1977966..1978352)
                     /locus_tag="YPA_1760"
     CDS             complement(1977966..1978352)
                     /locus_tag="YPA_1760"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13726.1"
                     /translation="MKGYLWGGASVVLVTVAQLVLKWGMMNIPLLSLADINVQFLTMY
                     FVQLASVMCGLMGYALSMLCWFFALRYLPLNRAYPLLSLSYALVYLGAVLLPWFNEPA
                     TLLKTLGAGFILLGIWLINIKPIKAS"
     gene            complement(1978349..1978693)
                     /locus_tag="YPA_1761"
     CDS             complement(1978349..1978693)
                     /locus_tag="YPA_1761"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13727.1"
                     /translation="MNSYLLLLMVSLLTCIGQLCQKQAAQCWEQPQARRLNLTLRWLA
                     IAVVSLGLGMLLWLRLLQQLPLSVAYPMLSFNFVLVTLAAQLFYGEKATLRHWLGVAA
                     IMFGILLMSWHL"
     sig_peptide     complement(1978625..1978693)
                     /locus_tag="YPA_1761"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.923) with cleavage site probability 0.681 at
                     residue 23"
     gene            complement(1978690..1980354)
                     /locus_tag="YPA_1762"
     CDS             complement(1978690..1980354)
                     /locus_tag="YPA_1762"
                     /codon_start=1
                     /transl_table=11
                     /product="dolichyl-phosphate-mannose-protein
                     mannosyltransferase-family protein"
                     /protein_id="ABG13728.1"
                     /translation="MKLLKDSGAALLALFFVLVYLLPVNSRLLWQPDETRYAEISREM
                     LQRGDWVVPYFMDIRYFEKPVAGYWFNNISQWIFGDSNFAVRFGSIFSTALSAVLVYW
                     LATLLWRNRSTSVLATLIYLSFLLVFGIGTYAVLDPMISLWLTAAMVSFYLTLKAENW
                     QQKVGAYALLGVACGMGFMTKGFLALAVPVIAVLPIVIQQKRIKDLVVFGPIAIVCAV
                     LLSLPWALAIAQREPDFWNYFFWVEHIQRFAEASAQHKSPIWYYLPILCIGVLPWLGL
                     LPGALFKGWRERATKPELFFLLSWVVMPLLFFSVAKGKLPTYILPCMAPLSLLMAAYA
                     TDCANNIRMRALKINGVINLLFGVACALVIVVIGLGLVKDIVAYGPQENQKVWLGVLA
                     FAGWGVTGFITLRNNARNWRWAAACPLLFILLVGYLIPQQVVDSKQPQNFIKNNFSEL
                     SSSRYVLTDSVGVAAGLAWELKRSDILMFSEKGELTYGLAYPDSQDNYISNDDFPTWL
                     AQARKEGDVSLVVQLAKNEALPAHLPPADKVNLMNRLALLWYQKTP"
     sig_peptide     complement(1980274..1980354)
                     /locus_tag="YPA_1762"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.930) with cleavage site probability 0.787 at
                     residue 27"
     gene            complement(1980351..1981256)
                     /locus_tag="YPA_1763"
     CDS             complement(1980351..1981256)
                     /locus_tag="YPA_1763"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13729.1"
                     /translation="MKQVGLRIDVDTYRGTQYGVPSLLTVLEKHDIRASFFFSVGPDN
                     MGRHLWRLFRPRFLWKMLRSNAASLYGWDILLAGTAWPGKKIAKDFGPLMKAAAMAGH
                     EVGLHAWDHQGWQANVASWSQQQLTEQVQRGVDTLQQSIGQPISCSAAAGWRADERVL
                     AVKQQFDFSYNSDCRGTHPFRPLLPNGSLGSVQIPVTLPTYDEVVGGEVQAENFNDFI
                     IDAILRDSGVSVYTIHAEVEGMSQAAMFEQLLMRAKQQDIEFCPLSKLLPSDLQLLPV
                     GKVIRAAFPGREGWLGCQSDIKDAE"
     gene            complement(1981253..1983256)
                     /locus_tag="YPA_1764"
     CDS             complement(1981253..1983256)
                     /locus_tag="YPA_1764"
                     /codon_start=1
                     /transl_table=11
                     /product="formyl transferase"
                     /protein_id="ABG13730.1"
                     /translation="MKAIVFAYHDIGCVGLNALAEAGYDIQAVFTHTDNPGENRFFSS
                     VARVAADLALPVFAPEDVNHPLWVERIRELQPDIIFSFYYRNMLSDEILSLAPQGGFN
                     LHGSLLPQYRGRAPINWVLVNGETETGVTLHQMVKKADAGPIAGQYKVAISDVDTALT
                     LHAKMRDAAQELLRNLLPRMKEGPLPLTPQKEADASYFGRRTAADGEIHWQKSAFTIN
                     NLVRAVTEPYPGAFSYLGQRKLTIWRSRPLDLVHNKLPGTVLSTAPLTVACGEGALEI
                     ITGQGEAGLYVQGDRLAQEMGIVTDVRLGNKPSNTLKRRTRVLILGVNGFIGNHLTER
                     LLQDDRYEVYGLDIGSDAISRFLGNPAFHFVEGDISIHSEWIEYHIKKCDVILPLVAI
                     ATPIEYTRNPLRVFELDFEENLKIVRDCVKYNKRIVFPSTSEVYGMCDDKEFDEDTSR
                     LIVGPINKQRWIYSVSKQLLDRVIWAYGVKEGLKFTLFRPFNWMGPRLDNLDAARIGS
                     SRAITQLILNLVEGSPIKLVDGGAQKRCFTDIHDGIEALFRIIENRDGCCDGRIINIG
                     NPTNEASIRELAEMLLTSFENHELRDHFPPFAGFKDIESSAYYGKGYQDVEYRTPSIK
                     NARRILHWQPEIAMQQTVTETLDFFLRAAVIEKTAAPKDELNA"
     gene            complement(1983253..1984236)
                     /locus_tag="YPA_1765"
     CDS             complement(1983253..1984236)
                     /locus_tag="YPA_1765"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyl transferase"
                     /protein_id="ABG13731.1"
                     /db_xref="InterPro:IPR001173"
                     /translation="MSLNEPIKKVSIVIPVYNEQESLPALIDRTTAACKLLTQAYEII
                     LVDDGSSDNSTELLTAAANDPDSHIIAILLNRNYGQHSAIMAGFNQVSGDLIITLDAD
                     LQNPPEETPRLVHVAEEGYDVVGTVRANRQDSLFRKTASRMINMMIQRATGKSMGDYG
                     CMLRAYRRHIVEAMLHCHERSTFIPILANTFARRTTEITVHHAEREFGNSKYSLMRLI
                     NLMYDLITCLTTTPLRLLSLVGSAIALLGFTFSVLLVALRLIFGPEWAGGGVFTLFAV
                     LFMFIGAQFVGMGLLGEYIGRIYNDVRARPRYFVQKVVGAEQTENNQDVEK"
     gene            complement(1984223..1985377)
                     /locus_tag="YPA_1766"
     CDS             complement(1984223..1985377)
                     /locus_tag="YPA_1766"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13732.1"
                     /translation="MQSFLPFSRPAIGSEEINAVANVLGSGWITTGPQNHQLETDFCQ
                     IFGCKHAIAVCSATAGMHITLLALGIGPGDEVITPSQTWVSTINMIVLLGAEPVMVDV
                     DRDTLMVNAAAIEAAITPNTKAIIPVHYAGAPCDLDALRQISQRHGIPLIEDAAHAVG
                     TRYRDQWIGEQGTAIFSFHAIKNITCAEGGLVATDDDELAARVRRLKFHGLGVDAFDR
                     QIQGRSPQAEVVEPGYKYNLSDIHAAIAVVQLRRLPEINARRQALVASYHKALAHLPL
                     QPLALPHYSHQHAWHLFMVRVDEERCGISRDQLMACLKDMGIGSGLHFRAVHSQKYYR
                     ERYPHLCLPNTEWNSARLCTLPLFPDMLDSDIERVANALTTIIGSHRVTK"
     gene            complement(1985727..1986485)
                     /locus_tag="YPA_1767"
     CDS             complement(1985727..1986485)
                     /locus_tag="YPA_1767"
                     /codon_start=1
                     /transl_table=11
                     /product="putative vitamin B12 transport ATP-binding
                     protein"
                     /protein_id="ABG13733.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MLLQLNNVSVGTRLASFSSQVTTGLQIHLIGPNGAGKSTLLASL
                     AGLLPASGEIVLAGKSLQHYEGHELARQRAYLSQQQSALSLMPVFQYLSLYQPAGANS
                     QAVATAISYICNKLRLTDKLPRMLSHLSGGEWQRVRLAAVFLQVWPDINPDSKLLLLD
                     EPYSGLDVAQKVALDALLVEFCRSGRSVIISGHDLNHTLQQADEVWLLAQGQVLVQGE
                     TQQVMRADVLSQVFEVDFQIHNFNKQQWITTRSV"
     gene            complement(1986510..1987064)
                     /locus_tag="YPA_1768"
     CDS             complement(1986510..1987064)
                     /locus_tag="YPA_1768"
                     /EC_number="1.11.1.9"
                     /codon_start=1
                     /transl_table=11
                     /product="putative vitamin B12 transport protein"
                     /protein_id="ABG13734.1"
                     /db_xref="InterPro:IPR000889"
                     /translation="MSHPIYAISVQTIDHQLVKLAKYKGSVLLVVNVASQCGLTQQYE
                     GLESLYKTYQKQGFEVLGFPSNEFAGQEPGSDEEIHAFCRGTFGVDFPMFSKIEVNGP
                     HRHPLYQHLVTAKPVAVKPEGSEFYQRLASKGREPKQPGDILWNFEKFLISRDGTVLA
                     RFAPDMAPEAPILINAINQALASH"
     gene            complement(1987134..1988156)
                     /locus_tag="YPA_1769"
     CDS             complement(1987134..1988156)
                     /locus_tag="YPA_1769"
                     /codon_start=1
                     /transl_table=11
                     /product="puative vitamin B12 transport system permease
                     protein"
                     /protein_id="ABG13735.1"
                     /translation="MAEGVMQTSQLFTALQQRQRQRDYRYLTGLVVMLLFALLISLCA
                     GDVWIWPEHWFSESGKLFVWQLRLPRSMAVIMVGASLAVSGAVMQALFENPLAEPGLL
                     GVANGAGVALVTAVLLGHGLLPIWVLSTCAIIGALLMTSILLSFTRRRLLTNAQLLLV
                     GVALGIICSAMMTWAVYFSTSLDLRQLMYWMMGGFSGVDWRQQSLVLALLPTVIWLCC
                     QGRVLNFMSLGEQQARQLGVSLHLWRNLLVLAIGLLVGISVALAGVISFIGLVIPHIL
                     RLTGLTDQRRLLAGCAFAGGGVLLLADVVARTVLSSAELPIGVVTATLGSPLFIWLLI
                     RVKGVK"
     gene            complement(1988368..1988787)
                     /locus_tag="YPA_1770"
     CDS             complement(1988368..1988787)
                     /locus_tag="YPA_1770"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13736.1"
                     /translation="MPLIAQSDVSLDINMPGINLHLGDQDKRGYYWDGYDWQPPQWWK
                     DHRGAHIGERNERGYSWDGGRWQKPQIQQGRNPFREQDRGNGMNNNPQPPRGEGPQKH
                     SDNNNKGGNGQGQRTISNNAGPGTQQVYPQQDNHGHR"
     gene            complement(1989160..1989456)
                     /locus_tag="YPA_1771"
     CDS             complement(1989160..1989456)
                     /locus_tag="YPA_1771"
                     /codon_start=1
                     /transl_table=11
                     /product="integration host factor alpha-subunit"
                     /protein_id="ABG13737.1"
                     /db_xref="InterPro:IPR000119"
                     /db_xref="InterPro:IPR005684"
                     /translation="MALTKAEMSEHLFEKLGLSKRDAKDLVELFFEEVRRALENGEQV
                     KLSGFGNFDLRDKNQRPGRNPKTGEDIPITARRVVTFRPGQKLKSRVESATPKE"
     gene            complement(1989461..1991848)
                     /locus_tag="YPA_1772"
     CDS             complement(1989461..1991848)
                     /locus_tag="YPA_1772"
                     /EC_number="6.1.1.20"
                     /codon_start=1
                     /transl_table=11
                     /product="phenylalanyl-tRNA synthetase beta subunit"
                     /protein_id="ABG13738.1"
                     /db_xref="InterPro:IPR002547"
                     /db_xref="InterPro:IPR004532"
                     /translation="MKFSELWLREWVNPAISSDDLAHQITMAGLEVDGVDAVAGEFNG
                     VVVGHVVECGQHPNADKLRVTKIDVGGDRLLDIVCGAPNCRQGLKVAVATVGAVLPGD
                     FKIKAAKLRGESSEGMLCSFSELAISDDHDGIIELPADAPIGVDVREYLHLDDKTIEI
                     SVTPNRADCLGIIGVARDVAVVNQLPLTEPDMAEVVASINDTLPIRVDAPQACPRYLG
                     RVVKGINVKAATPLWMREKLRRCGIRSIDPVVDVTNFVLLELGQPMHAFDLDRISGGV
                     IVRLATDGEELTLLDGTKAKLNADTLVIADHQKPLAMAGIFGGEHSGVNEETRNVLLE
                     SAFFNPLSITGRARRHGLHTDASHRYERGVDPALQHKAIERATRLLIDICGGEAGPVV
                     DVTTASELPKQATITLRREKLDRLIGHHIPSEQVSDILRRLGCKVTECGSDWQAVAPS
                     WRFDMAIEEDLVEEVARIYGYNNIPDVPVRADLVMTKHREASLSLKRVKTALVDRGYQ
                     EAITYSFVDPKVQALLHPQQEALILPNPISVDMSAMRLSLLTGLLSAVVYNQNRQQSR
                     LRLFESGLRFVPDNTADLGIRQDVMLAGVIAGHRYDEHWDLARQPIDFYDLKGDLEAI
                     LELTGKLSDVQFRAEAHSALHPGQSAAIYLAGEHIGFIGVVHPELERKLDLNGRTVVF
                     EVQWNKLADRAVPQAREISRFPANRRDIAVVVAENVPAEDILAECKKVGANQVVGVNL
                     FDVYSGKGVAEGYKSLAISLVLQDTARTLEEEEIAATVAKCVEALKQRFQASLRD"
     gene            complement(1991862..1992845)
                     /locus_tag="YPA_1773"
     CDS             complement(1991862..1992845)
                     /locus_tag="YPA_1773"
                     /EC_number="6.1.1.20"
                     /codon_start=1
                     /transl_table=11
                     /product="phenylalanyl-tRNA synthetase, alpha subunit"
                     /protein_id="ABG13739.1"
                     /db_xref="InterPro:IPR004529"
                     /db_xref="InterPro:IPR006195"
                     /translation="MPHLAELVAKAKAAVEGAQDIAALDLVRVEYLGKKGHLTLQMTS
                     LRELPAEERPAAGAVINQAKQEIQEALNARKEKLESAVLNARLAAETIDVSLPGRRME
                     NGGLHPVTRTIERIETFFGELGFSVESGPEIEDDYHNFDALNIPAHHPARADHDTFWF
                     DATRLLRTQTSGVQIRTMQEQQPPIRIIVPGRVYRNDYDQTHTPMFHQMEGLIVDRDI
                     SFTNLKGTLHDFLRNFFEEDLQIRFRPSYFPFTEPSAEVDVMGKNGKWLEVLGCGMVH
                     PNVLRNVGIDPEIYSGFAFGMGMERLTMLRYGVTDLRAFFENDLRFLKQFK"
     gene            1993038..1993217
                     /locus_tag="YPA_1774"
     CDS             1993038..1993217
                     /locus_tag="YPA_1774"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13740.1"
                     /translation="MTEINFLRKISKISHSRPPHFSHHLCRKVKNKKASTMGGFGAIF
                     RFYSYAQASCNQALK"
     sig_peptide     1993038..1993190
                     /locus_tag="YPA_1774"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.978) with cleavage site probability 0.907 at
                     residue 51"
     gene            complement(1993344..1993700)
                     /locus_tag="YPA_1775"
     CDS             complement(1993344..1993700)
                     /locus_tag="YPA_1775"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L20P"
                     /protein_id="ABG13741.1"
                     /db_xref="InterPro:IPR005812"
                     /db_xref="InterPro:IPR005813"
                     /translation="MARVKRGVIARARHKKILKQAKGYYGARSRVYRVAFQAVIKAGQ
                     YAYRDRRQRKRQFRQLWIARINAAARQNGLSYSRFINGLKKASVEIDRKILADIAVFD
                     KVAFSALVEKAKAALA"
     gene            complement(1993738..1993935)
                     /locus_tag="YPA_1776"
     CDS             complement(1993738..1993935)
                     /locus_tag="YPA_1776"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L35P"
                     /protein_id="ABG13742.1"
                     /db_xref="InterPro:IPR001706"
                     /translation="MPKIKTVRGAAKRFKKTANGGFKRKHANLRHILTKKATKRKRHL
                     RPKGLVSKNDLGLVVACLPYA"
     gene            complement(1994032..1994382)
                     /locus_tag="YPA_1777"
     CDS             complement(1994032..1994382)
                     /locus_tag="YPA_1777"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial translation initiation factor 3
                     (bIF-3)"
                     /protein_id="ABG13743.1"
                     /db_xref="InterPro:IPR001288"
                     /translation="MDYGKFLYEKSKSTKEQKKKQKVIQVKEIKFRPGTDDGDYQVKL
                     RNLIRFLEDGDKAKITLRFRGREMAHQQIGMEVLNRVRKDLCEDSDLAVVESFPTRIE
                     GRQMIMVLAPKKRQ"
     gene            complement(1994587..1996515)
                     /locus_tag="YPA_1778"
     CDS             complement(1994587..1996515)
                     /locus_tag="YPA_1778"
                     /EC_number="3.1.1.-"
                     /EC_number="6.1.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="Ser-tRNA(Thr) hydrolase / threonyl-tRNA
                     synthetase"
                     /protein_id="ABG13744.1"
                     /db_xref="InterPro:IPR002320"
                     /db_xref="InterPro:IPR006195"
                     /translation="MPVITLPDGSQRHYDHAVSVLDVALDIGPGLAKACIAGRVNGEL
                     VDASDLIESDAQLAIITAKDAEGLEILRHSCAHLLGHAIKQLWPDTKMAIGPVIDNGF
                     YYDVDIEHTLTQEDLALLEKRMHELADKDYDVIKKKVSWQEARDTFAARGEDYKVAIL
                     DENISRDDRPGLYHHEEYVDMCRGPHVPNMRFCHHFKLQKTSGAYWRGDSKNKMLQRI
                     YGTAWGDKKQLNAYLQRLEEAAKRDHRKIGKQLDLYHMQEEAPGMVFWHNDGWTIFRE
                     LETFVRMKLKEYQYQEVKGPFMMDRVLWEKTGHWENYAEHMFTTSSENREYCIKPMNC
                     PGHVQIFNQGLKSYRDLPLRMAEFGSCHRNEPSGALHGLMRVRGFTQDDAHVFCTEEQ
                     VRDEVNSCIKMVYDMYSTFGFEKIVVKLSTRPEKRIGSDELWTRAEDDLAAALTENGI
                     PFDYQPGEGAFYGPKIEFTLHDCLDRAWQCGTVQLDFSLPGRLSASYIGENNDRQVPV
                     MIHRAILGSMERFIGILTEEYAGFFPTWLAPVQVVVMNITDSQSDYVQQVTKKLQDAG
                     IRAKADLRNEKIGFKIREHTLRRVPYMLVCGDKEVESGKIAVRTRRGKDLGSLDVNVV
                     VDQLLAEIRSRSLHQLEE"
     gene            1996906..1997118
                     /locus_tag="YPA_1779"
     CDS             1996906..1997118
                     /locus_tag="YPA_1779"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13745.1"
                     /translation="MQRQPVSSSRILSIGYDPDNRMLEIQFREQGTYQYLGVPERAHQ
                     NFMSAVSKGRFFDGVIKGKFLCRKIG"
     gene            complement(1997877..1998209)
                     /locus_tag="YPA_1780"
     CDS             complement(1997877..1998209)
                     /locus_tag="YPA_1780"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13746.1"
                     /translation="MSGGQWLVQRPLSRIIMSASVFSRSRILCICDISVEDEYVRQPL
                     SASVAWVLDMQAARVRGRLRFLKPKREARPRWRLTPLKDSYEIRFYPKRLPELWFFSA
                     ENAARKRL"
     gene            1998446..1999129
                     /locus_tag="YPA_1781"
     CDS             1998446..1999129
                     /locus_tag="YPA_1781"
                     /codon_start=1
                     /transl_table=11
                     /product="multiple antibiotic resistance protein"
                     /protein_id="ABG13747.1"
                     /db_xref="InterPro:IPR002771"
                     /translation="MLSIFELFKAVGLGLVLLLPLANPLTTVALLLGLSGNMTREERN
                     NQSLMAAIYVFFIMTIAFYAGQIVMSTFGISIPGLRIAGGLIVAFIGFRMLFPQQSAE
                     DTQLEAKSQDLKKRKSINIAFVPLAMPSTAGPGTIAMIISSAATMKDQTMFAPWVLAI
                     APVITFLCVSLILWGSLLSSGAIMRWVGKSGIEAISRLMGFLLVCMGVQFIINGVLEL
                     ISTYQPVMA"
     sig_peptide     1998446..1998529
                     /locus_tag="YPA_1781"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.657) with cleavage site probability 0.234 at
                     residue 28"
     gene            complement(1999251..1999913)
                     /locus_tag="YPA_1782"
     CDS             complement(1999251..1999913)
                     /locus_tag="YPA_1782"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane-bound lytic murein
                     transglycosylase"
                     /protein_id="ABG13748.1"
                     /db_xref="InterPro:IPR000189"
                     /translation="MNSKVGCLMAILLLAGCAKQTPPPQANNGWLKKTPQGNSLNVAK
                     SSAGSTTVAYSDVIKQAASHYGVDETLIKAIIQVESGYNPDVVSRSNAVGLMQIKAST
                     AGRDAYRMKGRNGQPSSRELKDPVKNIDIGAAYINILQNQQLAGINDPQTLRYATIVS
                     YANGAGAMLRTFSSDKRLAVNKINSLSPNEFYQHIQKKHPAAQAPRYLWKVDTAYRAM
                     SE"
     sig_peptide     complement(1999851..1999913)
                     /locus_tag="YPA_1782"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.991) with cleavage site probability 0.562 at
                     residue 21"
     gene            2000125..2001093
                     /locus_tag="YPA_1783"
     CDS             2000125..2001093
                     /locus_tag="YPA_1783"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic-binding protein"
                     /protein_id="ABG13749.1"
                     /db_xref="InterPro:IPR006128"
                     /db_xref="InterPro:IPR006129"
                     /translation="MLIKKKSPYLKMIERLNSPFLRAAALFTIVAFSSLISTAALAEN
                     NPSDTAKKFKVVTTFTIIQDIAQNIAGDVAVVESITKPGAEIHDYQPTPRDIVKAQSA
                     DLILWNGMNLERWFEKFFESIKDVPSAVVTAGITPLPIREGPYSGIANPHAWMSPSNA
                     LIYIENIRKALVEHDPAHAETYNRNAQAYAEKIKALDAPLRERLSRIPAEQRWLVTSE
                     GAFSYLAKDYGFKEVYLWPINAEQQGIPQQVRHVIDIIRENKIPVVFSESTISDKPAK
                     QVSKETGAQYGGVLYVDSLSGEKGPVPTYISLINMTVDTIAKGFGQ"
     sig_peptide     2000125..2000253
                     /locus_tag="YPA_1783"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.983 at
                     residue 43"
     gene            2001090..2001980
                     /locus_tag="YPA_1784"
     CDS             2001090..2001980
                     /locus_tag="YPA_1784"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-binding transport protein"
                     /protein_id="ABG13750.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSHPVFVRPELVVDNVTVTYNNGHTAIYDASFSLTGGTICALVG
                     VNGSGKSTLFKSIMGLVKPSVGKVELSHKPISHALKQNTIAYVPQTEDVDWNFPVLVE
                     DVVMMGRYGKMNFLRIPSREDKAIVNKSIERVGLTALRSRQIGELSGGQKKRVFLARA
                     LAQQGTLLLLDEPFTGVDVKTENAIIELLQSLRDEGHLILVSTHNLGSVPEFCDHVIL
                     INQTVLAAGPIETTFTQKNLEMTFGGVLRHINLSGTALHDDNDPRTVTVITDDERPAV
                     FYGHTKNDPPAQSQSKEQNS"
     gene            2001980..2002864
                     /locus_tag="YPA_1785"
     CDS             2001980..2002864
                     /locus_tag="YPA_1785"
                     /codon_start=1
                     /transl_table=11
                     /product="chelated iron transport system membrane protein"
                     /protein_id="ABG13751.1"
                     /translation="MLELLLQPFNYNYMVKAIWVSAIVGAVCAFLSAYLMLKGWSLMG
                     DALSHSVVPGVAGAYALGFPYAAGAFFTGMLAALAMTLVRHITRLREDAIIGFIFSTF
                     FAVGLLIVSLNPTSVNVQSIIFGNILGIADEDVLQVEIIILVSFVILCLIWKDLLAVF
                     FDESHAMSIGLSPLRLKILFFTLLSACTVAALQTVGAILVIAMVVTPGATAYLLTDRF
                     GRLLIIAIAIGAITSAFGAYLSFYLDGATGGVIVTLQTLVFLPAFFFAPKHGLLATRY
                     RTRLKRRHPPVHLPEDNL"
     gene            2002861..2003754
                     /locus_tag="YPA_1786"
     CDS             2002861..2003754
                     /locus_tag="YPA_1786"
                     /codon_start=1
                     /transl_table=11
                     /product="chelated iron transport system membrane protein"
                     /protein_id="ABG13752.1"
                     /translation="MNMLFSLISEPFAYPFMQRAIVAAIVTGVVCAILSCYLVLKGWS
                     LMGDAISHAVLPGIVLAFWLGIPLVIGAFVSGIFCAVATGYLKENSRVKEDTVMGIVF
                     SGMFAFGLVLFSRIDTDQHLSHILFGNMLGISLTELKQTLWIAGFTLLVVLLKRKDFM
                     LYCFDPNHARVIGLPVKFLHYGLLCLLALTIVASLQAVGVILVIAMLIAPGIIAFMIC
                     RSFDQMLVVATLVSVVACVLGTLISFHIDGATGPCIVIIQALFFVVALIYNHIKPIKD
                     RKMAPLTKAVNPENTAPSNLP"
     gene            2003822..2004034
                     /locus_tag="YPA_1787"
     CDS             2003822..2004034
                     /locus_tag="YPA_1787"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13753.1"
                     /translation="MAVSINACVFSTVIFCRDTDITYQQRYSPLFYLMPFHAYVGFIL
                     VQFYLARLSLCASSYFSHHKDVNLTM"
     gene            2004059..2004934
                     /locus_tag="YPA_1788"
     CDS             2004059..2004934
                     /locus_tag="YPA_1788"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13754.1"
                     /translation="MWQAVNRLLSECLGPAEIRERTELPGGDIHEAWRLSYGEKEVFV
                     KCNTREMLPIFTAESDQLSLLARSKTVQVPEVYGVGSDRDYSFLLLEYIPLKPLDAHN
                     AYCLGQQLAHLHQWSEQLQFGLDFDNDLATTPQPNSWQRRWAQFFAEKRIGWQLQLAA
                     EKGMSFGDIDDITNAVQERLQSHQPQPSLLHGDLWPANCAASSNGPVIFDPACYWGDR
                     ECDLSMLPLYPTLPAQIYDGYQSVWPLPIGFIERQSIYQLYYLLNRSNLFGGKHLINA
                     QKAVDNLLHPEQFSL"
     gene            complement(2005063..2005617)
                     /locus_tag="YPA_1789"
     CDS             complement(2005063..2005617)
                     /locus_tag="YPA_1789"
                     /codon_start=1
                     /transl_table=11
                     /product="putative yfeABCD locus regulator"
                     /protein_id="ABG13755.1"
                     /translation="MTYQQAGRVAVIKRIAGWLVFIPALLSTLISIINFVYLYSQKGT
                     GVNAVMLDFIHVMTDMARFNTPFLNIFWYNSPVPNLEQGLSAGNIMFFIIYMLIFVGL
                     SLQASGARMSRQVRHIREGIEDQMILERAKGNEGHSREQLEEKIVLPHHTIFLQFFTL
                     YILPSVIGVLGYFVIKLLGIMIQG"
     gene            2006028..2006693
                     /locus_tag="YPA_1790"
     CDS             2006028..2006693
                     /locus_tag="YPA_1790"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13756.1"
                     /db_xref="InterPro:IPR005833"
                     /db_xref="InterPro:IPR006402"
                     /translation="MATAHPIKAAIFDMDGLLIDSEPLWLQAELDIFTALGLDTSSRD
                     SLPDTLGLRIDLVVKLWYQTMPWQGPSQEEVCNRIIARAIDLVEDTRPVLPGVEYALA
                     LCRQQGLKIGLASASPLHMQERVLAMLGVEKYFDCLVSAEYLPYSKPHPEVYLNAAAQ
                     LDVDPLQCVTLEDSVNGMIATKAARMRSIVIPSVEYRADPRWALADIQLESLDQLRKD
                     DIS"
     gene            complement(2006944..2008152)
                     /locus_tag="YPA_1791"
     CDS             complement(2006944..2008152)
                     /locus_tag="YPA_1791"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG13757.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(2008200..2008550)
                     /locus_tag="YPA_1792"
     CDS             complement(2008200..2008550)
                     /locus_tag="YPA_1792"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13758.1"
                     /translation="MKMFFINDETPWEELGNGIKRKVMTWSDELMMVCVHFEKGAIGV
                     AHKHDIHDQIAYVAAGSFEVEIEGQKRILKAGDAYRAVKNEMHGAVSLEDNSILIDTF
                     TPKRDDFETVNNIV"
     gene            2008886..2009722
                     /locus_tag="YPA_1793"
     CDS             2008886..2009722
                     /locus_tag="YPA_1793"
                     /EC_number="5.3.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="4-deoxy-L-threo-5-hexosulose-uronate
                     ketol-isomerase"
                     /protein_id="ABG13759.1"
                     /translation="MQVRQSIHSDHAKQLDTAGLRREFLIEKIFAADDYTMTYSHIDR
                     IIVGGILPVSKAVSIGNEVGKQLGVSYFLERRELGAINIGGPGLIVVDGQTYDIGNEE
                     ALYVGKGAKEVKFSSIDRANPAKFYYNSAPAHTTYPNKKITLAEASPQTLGDDATSNR
                     RTINKYIVPDVLPTCQLSMGLTKLAPGSLWNTMPCHTHERRMEVYFYFDMDEETAVFH
                     MMGQPQETRHLLVHNEQAVISPSWSIHSGVGTKRYTFIWGMVGENQVFGDMDHIAVSE
                     LR"
     gene            2009769..2010575
                     /locus_tag="YPA_1794"
     CDS             2009769..2010575
                     /locus_tag="YPA_1794"
                     /codon_start=1
                     /transl_table=11
                     /product="2-deoxy-D-gluconate 3-dehydrogenase"
                     /protein_id="ABG13760.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /db_xref="InterPro:IPR011286"
                     /translation="MKSRSSLTALREILAMILDSFELKGKVALVTGCDTGLGQGMAIG
                     LAEAGCDIIGVNIVEPRETIEQVTALGRRFFSLTADLSNIECIPSLLERAVAEFGHID
                     ILVNNAGIIRREDAINFSEKDWDDVMNVNIKSVFFMSQAVAKQFIKQGNGGKIINVAS
                     MLSYQGGIRVPSYTASKSAVMGVTRLLANEWAKHGINVNAVAPGYMATNNTQQLRKDE
                     ERSKEILDRIPAGRWGLPDDLKGPVVFLASKASDYISGYTIAVDGGWLAR"
     gene            2010911..2011450
                     /locus_tag="YPA_1795"
     CDS             2010911..2011450
                     /locus_tag="YPA_1795"
                     /codon_start=1
                     /transl_table=11
                     /product="exopolygalacturonate lyase"
                     /protein_id="ABG13761.1"
                     /translation="MGFTGNIKGSDAMMINWLSAIRSYVDLVQSVGHSQLNPSPLLAD
                     GFDVLTHQPVVWEFPDGHHTPISNFASQQNWLRTLDALSLVTQDPQYHQQARIQSGYF
                     MQHGVHNESGLFYWGGHRFLNLDTLKTEGPASKDQVHELKHHLPYYDLLVTIDRERTL
                     NCQRRMKSDPLISPPTAQY"
     gene            complement(2011460..2012239)
                     /locus_tag="YPA_1796"
     CDS             complement(2011460..2012239)
                     /locus_tag="YPA_1796"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13762.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2012239..2013261)
                     /locus_tag="YPA_1797"
     CDS             complement(2012239..2013261)
                     /locus_tag="YPA_1797"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13763.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2013320..2014537
                     /locus_tag="YPA_1798"
     CDS             2013320..2014537
                     /locus_tag="YPA_1798"
                     /EC_number="4.2.2.9"
                     /codon_start=1
                     /transl_table=11
                     /product="exopolygalacturonate lyase"
                     /protein_id="ABG13764.1"
                     /translation="MDHYCTVRYINFLQGFWHAHVEDWKTLDLGRHGNYSKQRDPQVF
                     THPRYDVVNPAELPKLPETKGLTFVNAGTDLIYAAYKYAEYTGDAAAAAWGKHLYRQY
                     VLARNPETGLPVYQFSSPQQRQPIPADDNQTQSWYGDRAKRQFGPEFGEIAREANVLF
                     RDMRPLLIDNPLAMLDILRQQPDAEVLQWVIDGLKNYYRFAYDVESNTLRPLWNDGQD
                     MSGYVLPRDGYYGVKGTVISPFPLDVDYLLPLVRAWRLSEDEELLDLIGVLLLRWQLA
                     ELNKTQRRATLMAAQRPIASPYLLLALVELAEHCQCPTLFTLAWQIGDDLFKRHYHRG
                     LFVESAQHRYFRIDNPIALALLTLIAAKQDKLAAIPQFITNGGYIHGDYRVNGESRTL
                     YDIDFIYPTLLNQ"
     gene            2014578..2015468
                     /locus_tag="YPA_1799"
     CDS             2014578..2015468
                     /locus_tag="YPA_1799"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC sugar transporter (permease)"
                     /protein_id="ABG13765.1"
                     /translation="MNENRMLGLAYISPYIIGLIIFTAFPFVSSFFLSFTEYDLMSPP
                     VYNGIENYRYMLTEDDLFWKSMGVTFAYVFLTIPLKLAFALGIAFVLNFKLRGIGFFR
                     TAFYIPSILGSSVAIAVLWRALFAIDGLLNSFIGVFGFEAINWLGEPSLALTSVTLLR
                     VWQFGSAMVIFLAALQNVPQSQYEAAMIDGASKWQMFMKVTVPLITPVIFFNFIMQTT
                     QAFQEFTAPYVITGGGPTHYTYLFSLYIYDTAFKYFDMGYGAALAWVLFLVVALFASI
                     AFKSSKYWVFYSADKGGKND"
     gene            2015461..2016381
                     /locus_tag="YPA_1800"
     CDS             2015461..2016381
                     /locus_tag="YPA_1800"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter (permease)"
                     /protein_id="ABG13766.1"
                     /translation="MTDVQQTSNQKKSDLAQDIADAEISRTLRKAKVSAAFRYIVLII
                     VGLLMLYPLLWMFSAAFKPNNEIFTTLGLWPEHPTSDGFINGWKTGTEYNFGHYMLNT
                     FKYVIPKVILTIISSTIVAYGFARFEIPWKKFWFTTLITTMLLPSTVLLIPQYIMFRE
                     MGMLNSYLPLYLPLAFATQGFFVFMLIQFLRGVPRDMEEAAQIDGCNSFQVLWYVVVP
                     ILKPAIISVALFQFMWSMNDFIGPLIYVYSVDKYPIALALKMSIDVTEGAPWNEILAM
                     ASISILPSIIVFFLAQRYFVQGVTSSGIKG"
     gene            2016395..2017522
                     /locus_tag="YPA_1801"
     CDS             2016395..2017522
                     /locus_tag="YPA_1801"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter"
                     /protein_id="ABG13767.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MAEVIFNKLGKVYSNGFRAVHGIDLKINDGEFMVIVGPSGCAKS
                     TTLRMLAGLETISDGEVRIGDRVVNNLAPKSRGIAMVFQNYALYPHMTVKENLAFGLK
                     LSKLPKDQIEAQVAEAAKILELEDLLDRLPRQLSGGQAQRVAVGRAIVKKPDVFLFDE
                     PLSNLDAKLRASMRIRISDLHKQLKKSGKAATTVYVTHDQTEAMTMGDRICVMKLGHI
                     MQVDTPDNLYHYPTNMFVAGFIGAPEMNIKPSTLVEKEGQIGLTVGQYTLVLNERQQA
                     KVATHTGEKVFFGVRPEFISMSLQPFVGNHSQGELVRVENMGHEFFMYIKVENFELTC
                     RLPSDEARPIIENGLHRTVYFQFDMDKCHIFDAKTEKNISL"
     gene            2017538..2018830
                     /locus_tag="YPA_1802"
     CDS             2017538..2018830
                     /locus_tag="YPA_1802"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar-binding protein"
                     /protein_id="ABG13768.1"
                     /translation="MKKAILHTLIASTLALLSHQAFAAQDDVNLRMSWWGGNGRHQVT
                     LKALEEFHKQHPNINVKAEYTGWDGHLSRLTTQIAGGTEPDVMQTNWNWLPIFSKDGT
                     GFFDLNNVKEQLDLAQFDPIELQQTTVNGKLNGIPISVTARIFYFNDATWAKAGLEYP
                     KTWDELLNAGQVFKEKLGDQYYPVVLEHQDTLALIRSYMTQKYNIPTVDEANKKFAYT
                     PEQWVEFFTMYKKMVDSHVMPSSKYYASFGKSNMYEMKPWINGEWAGTYMWNSTITKY
                     SDNLTKPAKLDLGPYPMLPDAKDAGLFFKPAQMLSIGKSTKHPKESAMLINFLLNSKE
                     GVDALGLERGVPLSAAAVAQLRANGVIKDEDPSVAGLNMALELPHEMKTSPYFDDPQI
                     VSLFGDAIQYIDYGQKSVEETAEYFNKQGDRILKRAMR"
     sig_peptide     2017538..2017609
                     /locus_tag="YPA_1802"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 24"
     gene            2019128..2019838
                     /locus_tag="YPA_1803"
     CDS             2019128..2019838
                     /locus_tag="YPA_1803"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13769.1"
                     /translation="MKLKLITLAVAAAAVSVISFSSVATTIDYRHEMKDTSKSDHKDR
                     LLISNRFANGFGLSLEGKWGQHSSDTTPNKPFNEQVSNGTEMVASYVYKFNNTFQIEP
                     GFSLDSTSDSNNYRPYIRGKVAFTDDFSTSLRYRPYYKRNQPAQTKSTEKGHEFTMLF
                     AYNFLKDYSAEYELNYKKSEDEILANKEKYEWAHDVKIAYKWDKNWKPYMAIGNVPGS
                     KVTDERQTRYRVGIQYSF"
     sig_peptide     2019128..2019202
                     /locus_tag="YPA_1803"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.943 at
                     residue 25"
     gene            2020318..2020866
                     /locus_tag="YPA_1804"
     CDS             2020318..2020866
                     /locus_tag="YPA_1804"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13770.1"
                     /translation="MTGEGHLIFSVACVILAKKVGLTPELAHGDWWHIIPGALLTSLL
                     PDIDHPKSILGQRLKWVSVPIARVFGHRGFTHSLLAVIAGIALFQVDAPLNGVLPPDV
                     FHAMIIGYFSHLLADMITPAGVPLLWPCRWRFSIPLLRPQKGNQLERVLCVLLVCFSV
                     YWQTDTTIPLLYYMEQLKSFRL"
     gene            2021070..2022461
                     /locus_tag="YPA_1805"
     CDS             2021070..2022461
                     /locus_tag="YPA_1805"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transport protein"
                     /protein_id="ABG13771.1"
                     /db_xref="InterPro:IPR001991"
                     /translation="MNLPLVVNVLVFATLLLLLAQTRHKQWSLAKKVLIGLVLGVLFG
                     SGLQWVYGADNPILKESITWFNIIGNGYVQLLQMIVMPLVFASILSAVAKLHNASSLG
                     KISILTIGTLLFTTLIAALVGVFVTNLFGLTAEGLIQGTQETARLSAIESNYLGKVAD
                     LTVPQLILSFIPKNPFADLTGASPTSIISIVIFATFLGIAALQLLKDDVTKGQRVLAA
                     IDTLQAWVMKLVRLVMKLTPYGVLALMTKVVAGSNIQDIMKLGSFVVASYLGLAIMFV
                     VHAVLLSLTGINPLKFFKKVWPVLTFAFTSRSSAASIPLNVEAQTRRLGVPESIASFS
                     ASFGATIGQNGCAGLYPAMLAVMVAPTVGINPLDPVWIATLVGIVTISSAGVAGVGGG
                     ATFAALIVLPALGLPVTLVALLISVEPLIDMGRTALNVNGSMTAGTITSQLMKQTDKN
                     ILNNEDDDVLTHQ"
     sig_peptide     2021070..2021147
                     /locus_tag="YPA_1805"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.846) with cleavage site probability 0.546 at
                     residue 26"
     gene            complement(2022676..2023527)
                     /locus_tag="YPA_1806"
     CDS             complement(2022676..2023527)
                     /locus_tag="YPA_1806"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase"
                     /protein_id="ABG13772.1"
                     /db_xref="InterPro:IPR002502"
                     /translation="MRKLLSGGLLLLLAGCSSSDHRNSNELIDRGTYQIDTHYPSVAK
                     NERVRFLVLHYTAVGDAESLRLLTQGEVSAHYLIPTHPKKAGGKAIALQLVPEAQRAW
                     HAGVSSWQGRNNLNDTSIGIEIVNLGFTEKMLGRTWYPYNESQIELIEQLTKDIVQRY
                     NISPSDVVAHSDIAPLRKSDPGPLFPWKRLAEKGVGAWPDDATVAKYIGGRDKKGAAS
                     VAVIQQALAAYGYKIPQNGQLDTETRQVIKAFQMHFRPQDFSGVPDVETEAIALALVE
                     KYRTLST"
     sig_peptide     complement(2023468..2023527)
                     /locus_tag="YPA_1806"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.980) with cleavage site probability 0.919 at
                     residue 20"
     gene            complement(2023912..2024703)
                     /locus_tag="YPA_1807"
     CDS             complement(2023912..2024703)
                     /locus_tag="YPA_1807"
                     /codon_start=1
                     /transl_table=11
                     /product="IclR-family transcriptional regulatory protein"
                     /protein_id="ABG13773.1"
                     /db_xref="InterPro:IPR005471"
                     /translation="MAIADLDKQPDSVSSVLKVFGILQALGEEREIGITELSQRVMMP
                     KSTVYRFLQTMKSLGYVAQEGESEKYSLTLKLFELGAKALQNVDLIRSADIQMRELSN
                     ETRETIHLGALDEDSIVYIHKIDSMYNLRMHSRIGRRNPLHSTAIGKVLLAWRDRGEV
                     EEILSHIEFTRSTKYTLDSTAALLPVLDKVREQGFGEDIEEQEEGLRCIAVPVFDRFG
                     VVIAGLSISFPTLRFAEDRKSDYVKSLHCAARNISEQMGYRDYPF"
     gene            complement(2024890..2026056)
                     /locus_tag="YPA_1808"
     CDS             complement(2024890..2026056)
                     /locus_tag="YPA_1808"
                     /EC_number="4.2.2.6"
                     /codon_start=1
                     /transl_table=11
                     /product="oligogalacturonate lyase"
                     /protein_id="ABG13774.1"
                     /translation="MAKGKQIPLTYHTYQDASTGAQVTRLTPPDVTCHRNYFYQKCFT
                     RDGSKLLFGGAFDGPWNYYLLDLNSRVATQLTEGRGDNTFGGFLSPEDDALFYVKDGR
                     NLMRVDLATLEENVVYQVPEEWVGYGTWVANSDCTKLVGIEIKREDWQPLTDWKKFHE
                     FYFTKPCCRLMRVDLKTGESAVILQENQWLGHPIYRPYDDSTVAFCHEGPHDLVDARM
                     WLINEDGSNMRKVKTHAEGESCTHEVWVPDGSALVYVSYLKGSSDRFIYSADPVTLKN
                     RQLTSMPACSHLMSNYDGTLMVGDGSDAPVDVQDNSGYKIENDPFLYVFNIKNGTQHR
                     IARHDTSWQVFEGDRQVTHPHPSFTPDDKQVLFTSDVHGKPALYMVTLPESVWQ"
     gene            2026383..2027750
                     /locus_tag="YPA_1809"
     CDS             2026383..2027750
                     /locus_tag="YPA_1809"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transport protein"
                     /protein_id="ABG13775.1"
                     /db_xref="InterPro:IPR001411"
                     /db_xref="InterPro:IPR007114"
                     /translation="MNPSTSDGLPVPQRYAAILVIALGIMMAVLDGTIANVALPTIAR
                     DLNTSPATSIWVVNAYQLAITISLLSMASLGDIIGYRRVYQAGLLIFSVTSLFCALSD
                     SLWTLTFARVLQGFGAAALMSVNTALIRIIYPRAQLGRGIGINTLIVAVSSAAGPSIA
                     AAVLSVASWQWLFALNVPIGLLAWCLGIKFLPANNTKSNGNRFDITSCVLNALTFGLL
                     ITAISGFSQGQSPAVIAAQVVALLLIGFFFVRRQLTQSFPLLPVDLLRIPIFALSIGT
                     SIFSFAAQMLAMVSLPFFLQTVLGRDEVATGLLLTPWPLATMVIAPIAGRLVERYHAG
                     LLGGIGLAVFASGLFLLAVLPANPSDVDIIWRMILCGAGFGLFQTPNNHTIISAAPQH
                     RSGGASGMLGTARLLGQTSGAALVALMFNMFSTNGTHASLILAGCFASIAALVSLLRV
                     TQKSH"
     gene            complement(2027804..2028607)
                     /locus_tag="YPA_1810"
     CDS             complement(2027804..2028607)
                     /locus_tag="YPA_1810"
                     /codon_start=1
                     /transl_table=11
                     /product="putative chaperone protein"
                     /protein_id="ABG13776.1"
                     /db_xref="InterPro:IPR001829"
                     /translation="MKTLWLILRPRARKVNNLRTLLITAILSSLVLSATVQAGVAIGL
                     TRVIVTGADKSGSVQILNDGLHPALLQLWVDNNIAEMDKPIEQINVPFVVDSPVFRLN
                     AKTNKSIRIYYTGGANQLPSDRESMFWLNVLEVPPKASANQSSQNAVQIAFRSRIKLF
                     YRPAGIPISSEGVATKLSFTLVPKGEGRVLRVANPTPFNVTFQTLAIAQSHTAQGVTI
                     KLGADDMVGPKSSVDSAPVGNNALAKNMSVFFTIIDDFGSPIEGQQPLQ"
     sig_peptide     complement(2028491..2028607)
                     /locus_tag="YPA_1810"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.991 at
                     residue 39"
     gene            complement(2028732..2029766)
                     /locus_tag="YPA_1811"
     CDS             complement(2028732..2029766)
                     /locus_tag="YPA_1811"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fimbrial protein"
                     /protein_id="ABG13777.1"
                     /translation="MSAYFYRVKTVIRHINMYLRVYAHVRSVATLLILVVVAGGPSSK
                     VWAEGLGINCDYTGSIYINPPTSIIRVKPNAAIGDPIGSWMTISAPEVWSCALLPAYQ
                     SRDVRAGILVFSPYNPLLTTNIDGGNYKVFRTGDTNPGLGIAVRFRAIGAGFSSDWTQ
                     LEGFGLVDGTVSAPLIGPIPYNDGIKFPLGMEMQIHYVKASEELRSGGVRIFDFAYLY
                     HRRSIDGVPDNSGARYRIVQVPANSIDIQIMTQTCTTPDVVVNLPEVNSRQFTGIGTV
                     KALKAFNLNFNHCPGGLDGINYKFGATTSILDSANGVVALDANSTAEGWGYYCAANQM
                     RRLNWIRNTR"
     sig_peptide     complement(2029623..2029766)
                     /locus_tag="YPA_1811"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.939) with cleavage site probability 0.933 at
                     residue 48"
     gene            complement(2029763..2032375)
                     /locus_tag="YPA_1812"
     CDS             complement(2029763..2032375)
                     /locus_tag="YPA_1812"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane usher protein"
                     /protein_id="ABG13778.1"
                     /db_xref="InterPro:IPR000015"
                     /translation="MLSAFIFFQKNECLKYLPAFSFAICGIGGMLYIPSSAAENSEYV
                     EFSDAFLRFPVDATRYSEGNPVSPGERQVDIYLNDQWIGRQEMRFALPSPESKVATPC
                     FDVKLFDELGVDTAKLSSDTVKLLESRGACSPLSRLLEGGNAIFDDNQQRLDIQVPQA
                     YLIRQARGYVHPKYWDDGVTAATLKYDYTGYRSNQNDIGSQTYQYLGLLGGLNWQSWR
                     LYYRSALNRSDSQGFDYQNLATYVERAVPSLYSKMTIGDSNTDGQVFDSLSYRGIELT
                     SDDRMYADSQRGYAPVVRGVARTNARVVVRQQGRPIYETTVPPGPFVIDDLYPTGQGG
                     NLNVTITEADGSEQTFIVPFASIAELLRPGTTRYSLMAGEYRDNSMVDKPVLFMGTVR
                     HGLSNLLTGNGGMVAAEGYLSASAGLAFNTPVGAVAFNVTQAQTRLPNKDNQRGQSIG
                     MTYAKSLPETNTNLTIASYHYSSNGFYTPAEAMRMRDYLQHGEVNNTQIDSSWPNGSD
                     RYDDSFKYRRRNQAQVSIAQGLPDGYGSFYANANVQDYWDGRNRDMNFQFGYTNSYKS
                     LSYNVALNRLRDIPSGDWDNQLSVSLSIPLGTHAGAPRLSSSYSNTRGSSAIQTGVSG
                     SAGEDNQFSYGVSAANNRSDENGSYNTLGANGSWQAPYATVGGSYSKSNSYDQASASL
                     SGGVVAYRGGVILAPALGDTVGIIEAPDAAGARVGSYSSMYLDRRGRAILPYLSPYRQ
                     NEVELDPKGLSADVEFKSTSQKVAPTAGAVALVTFETSTGYSVLVRGHLADNTPLPFG
                     AEVKDGGGTRVGFIAQGGQAMVRVNQQAGNLRVIWGDGIGESCSFDYKLPEGNLVKGH
                     LVKGDYRRLEVICK"
     sig_peptide     complement(2032262..2032375)
                     /locus_tag="YPA_1812"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.813) with cleavage site probability 0.492 at
                     residue 38"
     gene            complement(2032457..2033236)
                     /locus_tag="YPA_1813"
     CDS             complement(2032457..2033236)
                     /locus_tag="YPA_1813"
                     /codon_start=1
                     /transl_table=11
                     /product="putative chaperone protein"
                     /protein_id="ABG13779.1"
                     /db_xref="InterPro:IPR001829"
                     /translation="MRRTLLTILSFLRTVRLLTTLTLLILSVVATVARAEVMISGTRV
                     IYEEKQREGVVKVSNTGDMPVLLQAWIDKGDANARPEAIKVPFSVTPPVVRLDPKRDQ
                     TIRLFRTDGGLAADRETLFWFNLLEVPPKPIQSAAGGENKMQLAFRTRIKMFYRPEGL
                     TVLPAQAAKSLAFSMKGNQIVIKNASPYYITLRKLELRTSEKGPVLANFTKINNKMVA
                     PFSELSLPTSAKASINNSAQVFYSVINDQGGETQGTQKLTQ"
     sig_peptide     complement(2033129..2033236)
                     /locus_tag="YPA_1813"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.984 at
                     residue 36"
     gene            complement(2033389..2033931)
                     /locus_tag="YPA_1814"
     CDS             complement(2033389..2033931)
                     /locus_tag="YPA_1814"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fimbrial protein"
                     /protein_id="ABG13780.1"
                     /translation="MKIKSSNVLIAAFAGLFIAQSAFAADGTITINGKITDTTCGISV
                     NNGTKDGTVTLPVVSASALDGINSVAGTTPFNIVLTGCTGATMGNAYAHFEQGTTVEA
                     STGRLNNSDIDGATGVQVRLLDKNSAPIVVGSGNQGNVVEDISGDGATLSYYAQYYAN
                     EANVEAGLVATNVDYTIVYD"
     sig_peptide     complement(2033857..2033931)
                     /locus_tag="YPA_1814"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 25"
     gene            complement(2034589..2035470)
                     /locus_tag="YPA_1815"
     CDS             complement(2034589..2035470)
                     /locus_tag="YPA_1815"
                     /codon_start=1
                     /transl_table=11
                     /product="putative heat shock protein"
                     /protein_id="ABG13781.1"
                     /translation="MMRIALFLLTNLAVMLVFGLVLSLTGIQSSSVQGLMIMAGLFGF
                     GGAFVSLLMSKWMALRSVGGEVIERPRNETEYWLLETVRRQSQQVGIAMPQVAIYQAP
                     DINAFATGARRDASLVAVSTGLLQNMSRDEAEAVIAHEISHVANGDMVTMTLIQGVVN
                     TFVIFISRLIAQIAAGFLSGDRDGESNSPGNPMVYFAVSMVLELVFGILASIITMWFS
                     RHREFHADAGSAKLVGREKMIAALQRLKTSYEPQEAGSMMAFCINGKSKTFSELFMSH
                     PPLDKRIEALRSGQYLK"
     sig_peptide     complement(2035372..2035470)
                     /locus_tag="YPA_1815"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.980) with cleavage site probability 0.219 at
                     residue 33"
     gene            complement(2035944..2038016)
                     /locus_tag="YPA_1816"
     CDS             complement(2035944..2038016)
                     /locus_tag="YPA_1816"
                     /codon_start=1
                     /transl_table=11
                     /product="C-terminal processing peptidase-1. Serine
                     peptidase. MEROPS family S41A"
                     /protein_id="ABG13782.1"
                     /db_xref="InterPro:IPR001478"
                     /db_xref="InterPro:IPR004447"
                     /db_xref="InterPro:IPR005151"
                     /translation="MNKFVRLAAIAGLLLAGASYATDTTYRIDQLPQLRQEPEHATVS
                     ERVTSRFTRSHYRQFALDDQFSAKIFDRYLNMLDYSHNVLLASDVAQFADKKYSLDKE
                     LKSGQLDTPFALFNLAQKRRFERYQYALSVLDRPMVFTGNDTIDIDRAKAPWPSSEAE
                     LNALWDAKVKYDQLNLKLAGKTDKEIKETLTKRYQSAIKRLTQSNSEDVFQLIMNAFA
                     REIDPHTNYLSPRNTEQFNTEMSLSLEGIGAVLQMDDDYTLINSMVPGGPAAKSKTIA
                     VGDRVIGVGQAGKPMVDVIGWRLDDVVALIKGPKGSKVRLEILPAGKGTKPRTVTLTR
                     ERIRLEDRAVKMSVKTIGKERVGVLDIPGFYVGLTEDVKVQLQKLEKQNVSSIIIDLR
                     SNGGGALTEAVSLSGLFIPSGPVVQVRDNNGKVREDSDTDGVVYYKGPLVVLVDRYSA
                     SASEIFAAAMQDYGRALIVGEPTFGKGTVQQYRSLNRIYDQMLRPEWPALGSLQYTIQ
                     KFYRVDGGSTQRKGVTPDIVMPTGVDPAETGENFEDNALPWDRINAASYTKTGDLKPW
                     EPELLKNHAERIAANPEFQYIQKDIERYKALKDKRNIVSLNYAQREKENRDDDMTRLT
                     RLNERFIREGKKPLKSLDDLPKDYQEPDPYLDETVNIALDLAHKEKAQPQIASRPVAA
                     ATAGATVK"
     sig_peptide     complement(2037951..2038016)
                     /locus_tag="YPA_1816"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 22"
     gene            complement(2038036..2038749)
                     /locus_tag="YPA_1817"
     CDS             complement(2038036..2038749)
                     /locus_tag="YPA_1817"
                     /codon_start=1
                     /transl_table=11
                     /product="activator of osmoprotectant transporter ProP"
                     /protein_id="ABG13783.1"
                     /translation="MENQPKLNSSKEVIAFLAERFPLCFTAEGEARPLKIGIFQDLVE
                     RVQGEENLSKTQLRSALRLYTSSWRYLYGVKVGAERVDLDGNPCGVLEEQHVEHARKQ
                     LEEAKARVQAQRAEQQAKKREAAIAAGETPEPRRPRPAGKKPAPRREAGAAPENRKPR
                     QSPRPQQVRPPRPQVEENQPRPVPVTDISKLQIGQEIKVRAGKSAMDATVLEIAKDGV
                     RVQLSSGLAMIVRAEHLQF"
     gene            complement(2038845..2039342)
                     /locus_tag="YPA_1818"
     CDS             complement(2038845..2039342)
                     /locus_tag="YPA_1818"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13784.1"
                     /db_xref="InterPro:IPR003018"
                     /translation="MKKTEFYAELKRDLCALVAGETNFIATLANASALLYERLDGLNW
                     AGFYLVDGKQLVLGPFQGKIACVRIPVGKGVCGTAVAENRVQRVGNVHAFPGHIACDA
                     ASNAEIVLPITVKGKVIGILDIDSIVYDRFDEDDELGLISVVAGLCEHLEFCDSAKYV
                     TETAS"
     gene            2039469..2040812
                     /locus_tag="YPA_1819"
     CDS             2039469..2040812
                     /locus_tag="YPA_1819"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13785.1"
                     /db_xref="InterPro:IPR005219"
                     /translation="MNSPVSPDYAIMNRAIFYKTIRYTDDILCRATLYPMKIHAIQRP
                     LSTARAQRCCECDALFTLPPLGGNQTAYCPRCNAQITSGRDWSLTRLTAMACAMLLLI
                     PFAFTEPLISIRLLGTRIDASLLAGIWQMSRQGDPITASMVAFCVLAAPVTLTFSILY
                     LRIGSRIGINLRPILLILERLKEWVMLDIYLIGMAVACIKVKEYADIMPGTGLIAYLT
                     LTLLSILTLVHLNLEQLWERFYPQEQPPGPQETLRVCLSCHYTGHPDSHGRCPRCHTP
                     LRHRRRHSLQKTWAALIAAIVLLLPANLLPISIVYANGARIEDTIFSGVVSLASSGNF
                     PIAAVVFIASVLVPFTKVIVLITLLLSIHLKTQHSLKTRMRLLRLITWIGRWSMLDLF
                     VIALMMSLINRDQLFSFTMGPAAFYFGSAVILTILAVEWLDSRLIWDAYATGNTD"
     gene            2040790..2043432
                     /locus_tag="YPA_1820"
     CDS             2040790..2043432
                     /locus_tag="YPA_1820"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13786.1"
                     /translation="MQQETPTEAHVKHKRRFSPFWLLPFIALLITGWLIYNNWQERGT
                     EITIDFQSTAGIVAGRTPIRYQGVDVGLVQSIRLDDNLRNIKVTASIKNDMEDSLREG
                     TQFWLVTPKASLAGVSGLDALVGGNYIGMMPGEGKPQSHFTALDTQPKFRLNTGELMI
                     HLSAPDLGSLNNGSLVYYRKIPVGKVYDYTIAPDNNGVIIDVLIDRRFANLVKKDSRF
                     WNVSGFKADFSLSGASVQMESLAALVNGAIAFDSPQNSQDAAPDQPFQLYSDLAHSQR
                     GVAITLDLPGGSHLSEGRTPLIYQGLQVGTLTKMTLQPDQKVTGELTIDPSVVNLMRS
                     GTRIEMNSPRISLSNANVSELLTGNTLELIPGDGDPQQHFTVLPSSKSLLQQPNVLEL
                     QLTAPQSYGIDVGQPISLRGIKIGQVLTRELSADGVTFTAAIEAKYRHLVHKDSKFVA
                     NSRLDVNVGIDGVNVQGASAQEWIDGGILLLSGSKGEVSGSKGEALKQYPLYSSVAKA
                     TDGILGSSPATTLTLTASSLPDIQAGSVVLYRKFQVGEITHVRPKANAFEVDVYIQPE
                     YRNLLTEKSIFWSEGGAKVQLSGSGLTVQASPLNRALKGAISFDNLEGVTLDKGAKRT
                     LYSNETAARAVGSQIILRTFDASKLSAGMPIRYLGIDIGQVESLKLAPERNEVLAKAV
                     LYPEYVQNFTRAGTRFSIVSPEISAAGVNNLETLFQPYINVEPGKGGPLRNFELQTAT
                     ITDSRYLDGLSIILDTAEAGSLQVGTPVLFRGLEVGTVTGFNLGAMSDRVQVSLRISQ
                     KFQHLVRQNTVFWLASGYNFEFGLIGGVVKSGTFQQFIRGGIAFATPPTIPLAPRANV
                     NQHFLLAPEEPKDWRKWGTAIPRS"
     gene            2043911..2044465
                     /locus_tag="YPA_1821"
     CDS             2043911..2044465
                     /locus_tag="YPA_1821"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13787.1"
                     /translation="MRKTLFTLSVIAILQTAPHITYAAATTGTLSSTLTIISGCYIND
                     GTGSGSLSNLGTINFGSVVALSSVINVAFSGTLSGTLSLYCSANTAYTIAIDNGLYST
                     SGQRRLRGGAAAPTTFEYVNYNLFKDSSYNQPWNATPTTGVQSGTGTGIATPIPLTIY
                     AQVPIQTTPSVSTYIDTVIVTVTW"
     sig_peptide     2043911..2043982
                     /locus_tag="YPA_1821"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.931 at
                     residue 24"
     gene            2044471..2045001
                     /locus_tag="YPA_1822"
     CDS             2044471..2045001
                     /locus_tag="YPA_1822"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13788.1"
                     /translation="MKNHTLVVFSLSLVCGLLLFQAYPVNAVSKTANITVTATLLPTC
                     LARFLVSGSTSFGTLDFGSTVALTQPISVAGQTNSGAITVQCSNGTSFNVLLSSGQSG
                     NTNNRYLSGGPSAQQVSYNLYTNATYSVIWDDVVGVSQVATGQVVTIPVYGLVPAQST
                     PAVGTYTDTVQVTVSW"
     sig_peptide     2044471..2044554
                     /locus_tag="YPA_1822"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.675 at
                     residue 28"
     gene            2045022..2045579
                     /locus_tag="YPA_1823"
     CDS             2045022..2045579
                     /locus_tag="YPA_1823"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13789.1"
                     /db_xref="InterPro:IPR000425"
                     /translation="MISLFSPCHLSAALLISALSIVPTNAAPSPVSSPFTVNATVLTG
                     CVLGGGATDSSNFGSINFGNITSLATAINATSGLNAGTITIQCNGNPSVTLALNSGAN
                     MTGNISAGRHLLNSSTGEYLLYQIYQNSPRTLIWGDGSNGGATQVIATDGTLQQVILY
                     AQLFASNTQPTAGVYLDTLLVTVTY"
     sig_peptide     2045022..2045102
                     /locus_tag="YPA_1823"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 27"
     gene            2045610..2046362
                     /locus_tag="YPA_1824"
     CDS             2045610..2046362
                     /locus_tag="YPA_1824"
                     /codon_start=1
                     /transl_table=11
                     /product="putative chaperone protein"
                     /protein_id="ABG13790.1"
                     /db_xref="InterPro:IPR001829"
                     /translation="MIKYHLLSKLILSFILLPIAPLHAAVSVLIWPIDPVINDDENAT
                     ALWLENKDSQPTYMQIRVLSWRQVNGLDDYNAQTAIIASPPVANIQPGKRQLIRLVKN
                     AQVPAGKELAYRILIDEIPRQEPNDKNNPSSTQLGLTFQMRYSVPLFVYGNGMQIAPE
                     ATQPTDIAQPTLSYILNRQQGKQWLTIRNQSEIHARISQVTLNGQTVNNGLLGYVLAR
                     SQMSFPISLAARKGELAAIINSNTKPVTIPYQ"
     sig_peptide     2045610..2045684
                     /locus_tag="YPA_1824"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.997 at
                     residue 25"
     gene            2046533..2048980
                     /locus_tag="YPA_1825"
     CDS             2046533..2048980
                     /locus_tag="YPA_1825"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane usher protein"
                     /protein_id="ABG13791.1"
                     /translation="MIIRFRLPPLSVLIYGSILLPSLIPLTILGGSLPPPSTSTTMPD
                     TTLYLELVVNDRNFGSTVPISYRNNRYYLSQSQLRTIGLPISEPLAPEIAIDNMAGVN
                     VKYDGENQRLLINVPSEWLPKQQIEVTEQDDFNLAQSSLGALFNYDIYATQGYPYSSL
                     THFSAWTEQRIFDRFGLLSNTGVYRTHFPSNNNTDDAKGYIRFDTQWQKNDEEHLLRY
                     STGDLITGALPWSSAIRLGGIQIARHFAIRPDLITYPLPQFSGQAAVPSTVDLYIDNF
                     RTQSANINPGPFVINNAPRINGAGQATIVTTDALGRQISTSVPFYVASTLLKPGVWDF
                     SLSGGALRRNYAIRSADYGEMVASGVVRYGTTPWLTLEGRGDIAKEMHVIGGGVNFRM
                     GLLGVLNSAYSISNTSNGAFNNVAEPLNTNNATPNRLPSPAASRRGRGNQRSLGYSYS
                     NAFFNLNAQHIISSDEYSDLANYKTPSLLSRRMTQLTGSLSLGSYGTVGSGYFDVRDA
                     LGEQTRLINISYSTSLLRNSNFYSALNRELGRKGYNVQLVWSIPLGPRGSSSISATRT
                     NDNQWIQQLNYSRSAPSNGGLGWNLAYANSTNNNNQYQQADIVWRTSMMESRMGLYGN
                     SNNYNYWGGLTGSLVVMNRSVYASNMINDAFALVSTNGFSNIPVSYENQLIGTTNAKG
                     YLLIPTVASYYQAKFQIDPMNLPADVMLPNVERRLAIGERSGYLINFPIKRISAVNIR
                     ITDASGQDLPKGSAIYTTGNIPISYVGWDGMVYIEQVAQLNNLRIIRADNGTQCYSQF
                     KLKTTEGIQDAGTTVCR"
     gene            2049186..2050175
                     /locus_tag="YPA_1826"
     CDS             2049186..2050175
                     /locus_tag="YPA_1826"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13792.1"
                     /translation="MLSITREITTITNTPKYWLSWRTLPILWLFYVGNTLACTFSSPT
                     VTLPPNSSFNVNTLTESGSGTIAMLCTGTGVSLLASPVLNATVASTTNTLKLKNSAGD
                     VIPYTIYSDAGYNNAIAIGNVINYAGNSSLLIVTLFQISANLPIYIRTGSNNAINVNV
                     SAGTYTDVINLNWNYDLCAISLFSLCLGGRFSGTATSTVTVKLTVSNDCVINSAPNVN
                     FGSYALITQFAPVNQNISATCTKNATFTTYITNGNNFVAPWPRMKLTSGTDYLQYQLY
                     QGAGVIPWNVTNKRTSTATGTQQLIPYNAVINPQQAQKTVGTYQDNVSVVLEY"
     gene            2050383..2050622
                     /locus_tag="YPA_1827"
     CDS             2050383..2050622
                     /locus_tag="YPA_1827"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13793.1"
                     /translation="MGKSIVKIRQFEVDDAELSSQTKGEHTLSIPCKSDPDLCMQLDG
                     WDENTSIPAILDGKDTLLYKQHYDQHQDAWVMKVT"
     gene            complement(2050773..2051120)
                     /locus_tag="YPA_1828"
     CDS             complement(2050773..2051120)
                     /locus_tag="YPA_1828"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13794.1"
                     /db_xref="InterPro:IPR008314"
                     /translation="MATLPQKYEDVERWAFGDTEQVADELLALVLNGTKTATCAALDD
                     EGVPQAGDIFVVVNGRNQPACAVELTEVELKTFDQVDEAHALAEGEGDSTLAYWRKLN
                     NAFSRSMICSPQI"
     gene            2051388..2051513
                     /locus_tag="YPA_1829"
     CDS             2051388..2051513
                     /locus_tag="YPA_1829"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13795.1"
                     /translation="MENVFGVTVHLCCIDAITVTNGAIVIHTQRLKSDPGGSLLS"
     gene            2051527..2052549
                     /locus_tag="YPA_1830"
     CDS             2051527..2052549
                     /locus_tag="YPA_1830"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG13796.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLHPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSMYDS
                     FCRGVA"
     gene            2052549..2053328
                     /locus_tag="YPA_1831"
     CDS             2052549..2053328
                     /locus_tag="YPA_1831"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13797.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2053867..2054100)
                     /locus_tag="YPA_1832"
     CDS             complement(2053867..2054100)
                     /locus_tag="YPA_1832"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13798.1"
                     /translation="MKKVSIIAQCLINAKNFSEMSEAESSIKKVFSDSYSEHSFDEWN
                     TDVSTLSANRIISLVAGASKVRVRGLIQELWNH"
     gene            complement(2054255..2055511)
                     /locus_tag="YPA_1833"
     CDS             complement(2054255..2055511)
                     /locus_tag="YPA_1833"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13799.1"
                     /translation="MITRWKLIRSIALLLGISFLAACSQLPRNPVPVALMPAAEIPGM
                     PNIRAGAGHISAVFEADLLQSYKDESKEMFRQADGTRVYPHLALSGGGPNGAFGAGFL
                     NGWTETGKRPVFKVVSGVSTGALIAPFAFLGSDHDKALHDFYTTTTTRDIFHINNLLF
                     RLFFRESLADTSPLSQLIDGHITPQLLSEIAKAHKGGRRLYMGTVDLDSQRFIVWNMG
                     LIASKGTPEALMLFRKVMLASSSVPVAFSPVFFDVVANGKHYDEMHVDGGVAARVFYN
                     GGVYSSKVVRARAGLADSKEDIYIIHNGQLGPQPEPTPRLVRNIALRTLDSTSKAALV
                     GDLYRIYAFSLAEQSGFHWITIPPDVDINGAEIFDPVKMERLYQAGYAEGLRGPEWSL
                     RPPGSIEMEVLLKEAATIQTNQMPAD"
     sig_peptide     complement(2055437..2055511)
                     /locus_tag="YPA_1833"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.996) with cleavage site probability 0.639 at
                     residue 25"
     gene            complement(2055904..2056152)
                     /locus_tag="YPA_1834"
     CDS             complement(2055904..2056152)
                     /locus_tag="YPA_1834"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13800.1"
                     /translation="MKQFPFDKRYEIEDAHGSVEYYIDGDEYIRNQDGIPGYRIDGYE
                     VYEQGIESKLAGFLEGKHITTPDADTLLTILDEQSPVD"
     gene            2057313..2058542
                     /locus_tag="YPA_1835"
     CDS             2057313..2058542
                     /locus_tag="YPA_1835"
                     /EC_number="5.1.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="putative alanine racemase"
                     /protein_id="ABG13801.1"
                     /db_xref="InterPro:IPR000821"
                     /translation="MHVRFRHLFLLPLITLVACSQPVSKNHLSLTSLSANAQQPVVNN
                     AWLEISQGALDFNTKKMLTLLDNKSTLCAILKGDAYGHDLTLVTPVMLKNNVQCIGVA
                     SNQELKTVRDLGFTGQLIRVRSATLKEMQQAMAYDVEELIGDKTVAEQLNNIAKLNGK
                     VLRIHLALNSAGMSRNGLEVSKARGLNDAKTIAGLKNLTIVGIMSHYPVEDASEIKAD
                     LARFQQQAKDVIAVTGLKREKIKLHVANTFATLAVPDSWLDMVRVGGVFYGDTIASTE
                     YKRVMTFKSNIASLNNYPKGGTVGYDRTYTLKRDSLLANIPVGYADGYRRVFSNAGHV
                     IIQGQRLPVLGKTSMNTVIVDVTDMKKVSLGDEVVLFGKQGNAEIQAEEIEDLSGALF
                     TEMSILWGATNKRILVD"
     sig_peptide     2057313..2057390
                     /locus_tag="YPA_1835"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.819) with cleavage site probability 0.494 at
                     residue 26"
     gene            complement(2059161..2060114)
                     /locus_tag="YPA_1836"
     CDS             complement(2059161..2060114)
                     /locus_tag="YPA_1836"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13802.1"
                     /translation="MLSLKTTGLIISSLLLFFSLLLLTGLLLLTKYDATYKHSVNNTP
                     KIEPHRVELPALPLIQQAVAGLVPAVDGPHKELIMSQVCALARGERSQEQVAQTLVKF
                     GIDISNIPQQGHPLSLLVETDKSSRIIGCAAYVANSVMVVPKPTEFMTSTDKPSGVSS
                     GKKNEVGTKEKTLSIDAKKLAQYLRVQLSVARADADIFVIIAVELQKKSGLTADQYTV
                     QAKKIFSEYALAYLQRVKALHAESGGTHYKLIIYSDEYFKFISSDGYLFEYGYDGLSL
                     YFNKIPWYEGGKLLGKDYFLSTSYSEPVLAKRIQGEALSHK"
     sig_peptide     complement(2060040..2060114)
                     /locus_tag="YPA_1836"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.984) with cleavage site probability 0.619 at
                     residue 25"
     gene            complement(2060214..2060759)
                     /locus_tag="YPA_1837"
     CDS             complement(2060214..2060759)
                     /locus_tag="YPA_1837"
                     /codon_start=1
                     /transl_table=11
                     /product="putative surface protein"
                     /protein_id="ABG13803.1"
                     /translation="MRWRGGAGSVASGSHSTAMGTGSKATAANSTALGANSVADRENS
                     VSVGSVGNERQLTNIAVGTQGTDAVNLDQLNHSMSNVTNDANAYTDQRYSALKEDLKK
                     QDSTLSAGIAGAMAMASLTQPYTPGASMATIGAASYRGQSALSVGVSSISDSGRWVSK
                     LQASSNTQGDMGVGVGVGYQW"
     sig_peptide     complement(2060676..2060759)
                     /locus_tag="YPA_1837"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.986) with cleavage site probability 0.794 at
                     residue 28"
     gene            complement(2060635..2062845)
                     /locus_tag="YPA_1838"
     CDS             complement(2060635..2062845)
                     /locus_tag="YPA_1838"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13804.1"
                     /translation="MKSIQKCDCNYLVRFAVSDSFIRDNSFRSLLAIFMVTIFVPNTA
                     FSQLYVNNANDPGCYVIADGGFTGVTNSDQNCYTLSLNNINTNGGQLFVGGKGGIAGK
                     PSFIATPWTGTFTTAVGTSNVATAYGFVVQSNGAFINGDTYVKGGLFLNGRKATNLAP
                     ATISSTSTDAVVGSQLYTVIQDGTRYFHANSVNPQDSVPAGQDAIAVGPATVVNGNNG
                     IGIGSSAVVGPSAVGGIAIGPNTQATGIASTALGAGSQAHGSQSLALGAGATASQANS
                     IALGASSVTTVGAESDYSAYGLTAPQTSVGEVGMGTAQGNRKITGVAAGSADYDVVNV
                     AQLTAVGDKVEQNTADITSLGGRVTNVEGGMTRITNGGGIKYFHTHSTEPDSVASGSD
                     SVAIGPNAQASGTTSIAMGAGSTAQGAQSLALGAGAAASQANSIALGASSVTTVGAES
                     DYSAYGLTAPQTSVGEVGVGTAQGNRKITGVAAGSADYDAVNVAQLTAVGDKVDQNTA
                     DITSLDGRVTNVEGEMASITNGGGVKYFHTHSTESDSVASGSDSVAIGPNAQASGTAS
                     VASGKGTLASGNGAVAIGDAASVSAEGSVALGQGSADNGRGAESYTGKYSTTDNTTSG
                     TVSVGNAATGETRTVSNVADGREAMDAVNLRQLDGAMAAVGDTVSGLQNGTDGMFQVN
                     NNSGQAKPSVTGTDAMAGGGRLRGVWQPQYRDGYGQQGDGGKQHRAGGQLSGGS"
     gene            complement(2063202..2063966)
                     /locus_tag="YPA_1839"
     CDS             complement(2063202..2063966)
                     /locus_tag="YPA_1839"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmuramoyl-L-alanine amidase"
                     /protein_id="ABG13805.1"
                     /db_xref="InterPro:IPR002502"
                     /translation="MYNIDYNSFRSVKGFNRRVRFLVMHYTAFNFKDSIDALTGPSVS
                     AHYLVPDPTEQTYIDAGFKDMRIFNLVDENERAWHAGVSYWDGRNNLNDTAIGIETVN
                     LATDNDGVFTFPPYNVTQIAAIKALASNILYRFPDITPVNVVGHSDIAPGRKSDPGAA
                     FPWKALYDAGIGAWYDDETKQRYLDQFLCSLPSKNDIISKLKRYGYDTSGAVSEVGYN
                     QLIRAFQLHFRPCNYDGIPDAETVAILYALVDKYKP"
     gene            2064098..2064217
                     /locus_tag="YPA_1840"
     CDS             2064098..2064217
                     /locus_tag="YPA_1840"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13806.1"
                     /translation="MDDTPRHDDPDNRKLLLADGIKSTVNTNKSVYIAVTTLI"
     gene            complement(2064537..2065181)
                     /locus_tag="YPA_1841"
     CDS             complement(2064537..2065181)
                     /locus_tag="YPA_1841"
                     /codon_start=1
                     /transl_table=11
                     /product="chemotaxis protein CheZ"
                     /protein_id="ABG13807.1"
                     /translation="MNNHPMPATDAASASDIISRIGSLTRMLRDSLRELGLDQAIAQA
                     AEAIPDARDRLDYVVHMTAQAAERALNCVEAAQPRQNELESSAKALKIRWDEWFANPI
                     ELSDARSLVTDTREYLAVVPQHTSFTNAQLLEIMMAQDFQDLTGQVIKRMMDVVQEIE
                     KQLLMVLMENIPDIPSKPQKPTDSLLNGPQMDKNVAGVIASQDQVDDLLDSLGF"
     gene            complement(2065191..2065580)
                     /locus_tag="YPA_1842"
     CDS             complement(2065191..2065580)
                     /locus_tag="YPA_1842"
                     /codon_start=1
                     /transl_table=11
                     /product="chemotaxis protein CheY"
                     /protein_id="ABG13808.1"
                     /db_xref="InterPro:IPR001789"
                     /translation="MADKNLRFLVVDDFSTMRRIVRNLLKELGFHNVEEAEDGVDALN
                     KLRAGGFDFVVSDWNMPNMDGLDLLKTIRTDGALATLPVLMVTAEAKKENIIAAAQAG
                     ASGYVVKPFTAATLEEKLNKIFEKLGM"
     gene            complement(2065681..2066730)
                     /locus_tag="YPA_1843"
     CDS             complement(2065681..2066730)
                     /locus_tag="YPA_1843"
                     /EC_number="3.1.1.61"
                     /codon_start=1
                     /transl_table=11
                     /product="protein-glutamate methylesterase"
                     /protein_id="ABG13809.1"
                     /db_xref="InterPro:IPR000673"
                     /db_xref="InterPro:IPR001789"
                     /translation="MSKIRVLCVDDSALMRQLMTEIINSHPDMEMVAAAQDPLVARDL
                     IKKFNPQVLTLDVEMPRMDGLDFLEKLMRLRPMPVVMVSSLTGKNSEITMRALELGAI
                     DFVTKPQLGIREGMLAYSELIADKIRTAAKARLPQRVLENKPAMLSHTPLLSSEKLIA
                     IGASTGGTEAIRAVLQPLPPTSPALLITQHMPPGFTRSFAERLNKLCQITVKEAEDGE
                     RVLPGHAYIAPGDRHLELARSGANYQVRIHDGPAVNRHRPSVDVLFRSVAQYAGRNAV
                     GVILTGMGNDGAAGLLEMHRAGAYTLAQNEASCVVFGMPREAIAMGGVNDVVELNQIS
                     QRMLAQISSGQALRI"
     gene            complement(2066730..2067617)
                     /locus_tag="YPA_1844"
     CDS             complement(2066730..2067617)
                     /locus_tag="YPA_1844"
                     /EC_number="2.1.1.80"
                     /codon_start=1
                     /transl_table=11
                     /product="chemotaxis protein methyltransferase"
                     /protein_id="ABG13810.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR000780"
                     /db_xref="InterPro:IPR001601"
                     /translation="MKRSSMKSAPQSLPQESGSILTQMIQRLPLSDIHFRRICQLIYQ
                     RAGIVLAEHKREMVYNRLVRRLRLLNISDFGQYLALLESDPNSAEWQAFVNALTTNLT
                     AFFREAHHFPLLAEHARQRAGGYSVWSTAASTGEEPYSIAMTLCDVLGNRAGACQILA
                     SDIDTQVLEKATSGVYRQDELRSLSTQQMQRYFLRGTGPHQGMVRVRPELTNLVQFQQ
                     LNLLAPEWALPGQFDAIFCRNVMIYFDKETQERILRRFVPLLKPGGLMFAGHSENFSQ
                     ISREFYLRGQTVYGLTKER"
     gene            complement(2067775..2069385)
                     /locus_tag="YPA_1845"
     CDS             complement(2067775..2069385)
                     /locus_tag="YPA_1845"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13811.1"
                     /db_xref="InterPro:IPR003122"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR004089"
                     /db_xref="InterPro:IPR004090"
                     /db_xref="InterPro:IPR004091"
                     /translation="MFGQIRISTSFFLLLMFLCAIQLISSGLSFTAFRSDYQNLNRVE
                     LSSQQRDALSLSWVSLLQARNTLNRAATRSALNVPQEQVNALMGSARSALQKAELYFN
                     QFQAVPRLDESESSGQLLDATKNSYQNLRSALRELIDFLEAGDLQAFMDQPTQKTQDL
                     FEADFIQYLQYANEVIADAGQQNQQAYQLSIWIFSGAILMVITMAISSLIWLRNMFVR
                     PLATMREHFGRIAQGDLSGQISVTGRNEISQMFASLRTMQQSLISTVSNVREGTESML
                     TGIQEISAGNNDLSARTEQQAASLEQTAASMEQLTATVKQNADNAHQATVLAQEASGT
                     AAKGGELTASVVTTMHAIATSSQKIGAITSVIDGIAFQTNILALNAAVEAARAGEQGR
                     GFAVVAGEVRNLAQRSAQAAKEIKGLIDESVSRVRQGSTLVESAGTTMEEIVRSVARV
                     TDIMGEIESASDEQSRGIEQISLAVTQMDQVTQQNASLVEEAAAAANALEEQASMLSD
                     AVSVFRLGQGHDEQSVAGNSQQSLATHY"
     sig_peptide     complement(2069290..2069385)
                     /locus_tag="YPA_1845"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.944) with cleavage site probability 0.576 at
                     residue 32"
     gene            complement(2069569..2071242)
                     /locus_tag="YPA_1846"
     CDS             complement(2069569..2071242)
                     /locus_tag="YPA_1846"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis protein"
                     /protein_id="ABG13812.1"
                     /db_xref="InterPro:IPR003122"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR004089"
                     /db_xref="InterPro:IPR004090"
                     /db_xref="InterPro:IPR004091"
                     /translation="MFKRMKVVTSLLLVLVLFGALQLVSGGLFFKSLQNDQENFNVLQ
                     VIRQQQSVLNESWVYLLQTRNTLNRAGVRYMMDINHTGSGPTVKDLISSAKGTLSVAE
                     DRFKRYEKIPQNSSQDPEGAKKLKQSYEEYFSALTELINLMETNKINEFFNHPTTSFQ
                     NEFEQNYNNYLTQNDGLYDSAVEDSNQSFSFAMGVVITVLVVVLVMMLLVWLGMQQIL
                     IHPLNHLIAHIKHIANGDLTQNIEVHGRNEVGTLAASLKHMQSELVTIVGEVRVGADA
                     IYSGASEIAVGNNDLSARTEQQAASLEETAASMEQLTATVKQNAENARQASQLALSAS
                     ETAQKGGKVVADVVQTMHEIAGSSQKIADITSVIDGIAFQTNILALNAAVEAARAGEQ
                     GRGFAVVAGEVRNLAQRSAQAAKEIKGLIDDSVNRVDLGSVLVESAGETMGDIVNAVT
                     RVTDIMGEIASASDEQSRGIDQIGQAVAEMDRVTQQNASLVEESASAAASLEEQASML
                     TQAMSVFVLSVDNSNSTSDVRKVKQPTQEMNSTAKKALGNNLQDNWETF"
     sig_peptide     complement(2071165..2071242)
                     /locus_tag="YPA_1846"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.742 at
                     residue 26"
     gene            complement(2071483..2072121)
                     /locus_tag="YPA_1847"
     CDS             complement(2071483..2072121)
                     /locus_tag="YPA_1847"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13813.1"
                     /translation="MSPFFLSACVTNQLSDDIRGHEKGYTHYNDDIIVGVSLAKQGDN
                     KNWAFVGTHFDYVLSSGADEFLTLLVTGQIDKKKIEVVRDGSFNLNKKKDGFTGKIAL
                     KYRYQTAEERGKIEPLIKGADWNCPSLTETTGICNINLNNLVGTIHRKGATPADIFRF
                     EHPLQVKFYSKNTTSAKRALYPVAVAADVVMLPVYLLSAAAVAAFYGVVSLN"
     gene            complement(2072253..2075288)
                     /locus_tag="YPA_1848"
     CDS             complement(2072253..2075288)
                     /locus_tag="YPA_1848"
                     /codon_start=1
                     /transl_table=11
                     /product="putative integral membrane protein"
                     /protein_id="ABG13814.1"
                     /translation="MEYWLLIFLLIFLFVIYMQISALSNSVKYIREEIGRLRNELAPR
                     LPEPTVATVVATVKEEITPTNLADDVAASEVWTPDYATYQNYLLTKQQSQIKEMALAY
                     AAKKEPARPIEYRIADRQVVLEPQDGAPQESPKMDAGPASGHPQKPDVWTKLENVLFS
                     LKSPESFWKRIEQEFAARWMVWIGGMIMALGVIFLLKAGSEQGLFGPNLRIGTAIVLS
                     VLMVVGGEWLRRSRFQLPLVNAGYIPAALSGAGILGLFASMLAAKYLYDMFPMPVLML
                     LLSLISLLAMVLALWQGPFMAALGLLGAYTVPLFVSTGSGNVTGLLAYLFLVSLASIG
                     LMSRVYRHWLWLGAMVGNYLWLLVSLFIATSEHQLARSLFLLATTYGFLAWPHLGWAL
                     KSKIRFRHNDWKNWPPALLDPLLTGLIAGLSLLALTLSANHSILAWPHLGWALKSKIR
                     FRHNDWKNWPPALLDPLLTGLIAGLSLLALTLSANHSILVWSTLVFSCISLLLIARRS
                     PSLDLFVPLAAILAISPFINAGTLFEPETVWTSLLALSTLALFCGIYGSYQVTRPVYR
                     KLWWALLSVLVPMYLVASTYYACRDNFELAPVKYTLLAVCLAMYIAWNAFSDGYRRGS
                     ALLRTIYQVAAQLTLTFALFMAFSQVTLTLLLAGQLLVLVLWQRWRQVSLLSWILKLH
                     AIILLVRLSMNPYILGYSSPLHIGSVVIPWTLYGFGIPILCLWLSSRWLPARRGEQTA
                     NWLAANAIYLLALWINVELRHLLHGSYHLSLDFASLTDCALHGVTFGLMALAYGYREQ
                     FADSLQRIYRLAAKTSAILMLTLTLLCLVVFNPIWSAQQVGGLPLLNMVTVAYAIPMV
                     FMVVALRYWPDHWLDIRLKPYVIGAIALLGMVFITLTVRQLWHGDRLDNDIVYSGEQY
                     SYSLAWMLTAIGMMYSAIHWPNYKVRRASLGLLALTIVKLFLWDMSGLEGLYRSVSFL
                     GLGLCLVAIGWFYQKFVVMKEVIEQNKDQPTADVVQSGQ"
     gene            complement(2075816..2079622)
                     /locus_tag="YPA_1849"
     CDS             complement(2075816..2079622)
                     /locus_tag="YPA_1849"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13815.1"
                     /db_xref="InterPro:IPR006162"
                     /db_xref="InterPro:IPR006315"
                     /translation="MLKHFRLGLFTANVQADTGSQHSFSRVPAAAINPITLAIVVAFS
                     TIALPPMALAACTSPGVGTYVCEGENTDGIILSGTDIAVETQPGFSIIVPENGDPALS
                     LVGSGTISYLDTNSSALDTTGADSLYIQNDTHTTGQSSSINVQTNGSMGSGINISNHS
                     GADSTVQVDVSGTLFGDLNGSPALLIYSSAENNSTILMNINTIFGDVGIRSDNTSFNG
                     TAITNVDIANDINATYSGATINNSGSGGTSVVNFNSKSIITELDALNIYNTNYSGAVI
                     TNVDIDGDVISTTSQATSFYNDAYNGSANFTFRANNVTGEYSGISINNSSHNSANNNH
                     DNAVITDILLTGDLTSTSGSGLQINSYMDDGDIKVSAQLENIYSYYEALSVRADTLTG
                     NLQFNIDVSGNIVAENGLGFMVMGGASEGNSTMIINANNISSGSQALNIYNYSGLGSA
                     FTAVTATGHLVSEQGIGAMFSTYVSQGDATAVINLNDITTAGSGVKIDTIANGGNSTT
                     YLTVVGQINSSLYDGIDLRATATEGNTLVSIDVNNIASEYDAIHLDNKNYTTGADNGT
                     STIDLITRGALVSQQGYGINIETNTADTYVTVGGLVHGGNGTAIGIHRLDNIQTSATL
                     ELQSGYALEGVTQALVFNGSYAEINDAALDLANSHLVLGGAGDAAFDLTRIDNREEAI
                     LDGDPNRITGFGTLTKTNNSIWTLTGANMADGDANAFLSANIAGGILVLDNATLGLTP
                     DAGALTGATVNRLSAADIAADPTLVATETGALTLAEGGALSSLGDSVLSGNLISAGGI
                     LLSNHYTGGNGAATDDRLTVTGTYFGENNGSGEGAWLALDTVLGDDDSATDRLVINGD
                     ATGTTSVRVNNAGGLGDKTLNGINLITVDGLAQDDTFLLAGDYVTTDGYQAVVGGAYA
                     YTLQADGEAATAGRNWYLSSELMLTEGVRYQAGVPLYEQYPQVLAALNTLPTLQQRVG
                     NRYGAPGALADLDFDNNQWAWGRIEGSHQVTDPARSTSGSQREIDVWKLQTGIDVPLY
                     QSQDGSLLTGGVNFSYGKAKADIHSFFGDGRINSAGYGLGTSLTWYGNNGVYVDGQLQ
                     TMWFDSDLSSRTAGHAVASGNNGRGYTSAIEAGKGYALGNGLSLTPQMQVTYSRVDFD
                     TFRDPFDSEVSLQEGDSLRGRIGVSLDKETTWSAKDGTTRRSHIYSHLDLHNEFLNGS
                     KVQVSGVEFATRDERQSVGLGAGGTYEWQNGRYAVYGNVNLLGATRNVSDNYAVGGTI
                     GARVSW"
     gene            complement(2080078..2080743)
                     /locus_tag="YPA_1850"
     CDS             complement(2080078..2080743)
                     /locus_tag="YPA_1850"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA-binding protein"
                     /protein_id="ABG13816.1"
                     /db_xref="InterPro:IPR002453"
                     /translation="MRDILNKAFTDDDRRLLQSYIPFIECLGQFFGEYCEIVLHSFED
                     LHRSVIHIVNGHVTGRELGAPVTNIALEKLTEFKSSKEMWDVYFSNKDTRPFKSSSTL
                     IVNKQGDPIGMICMNMAMDMPMNAFIDIFMKANNSCRNESFTQDVNNLVQSHLEPVKS
                     MVYANKDIPSKNKNFEIIKELNETGLFELPVTNKIVSASLGISPVTIYKHLRTLNAQK
                     VSE"
     gene            2080933..2081919
                     /locus_tag="YPA_1851"
     CDS             2080933..2081919
                     /locus_tag="YPA_1851"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13817.1"
                     /translation="MKIGLETESYHLFFQQGKMDIFDFIDKAWSLGLDGVEINIIPDE
                     GLHPEFGVLSSDDPTYLARVRHAIEQRNLYCEIDTRFTSVKAISKAVQFASALGADVI
                     RTYMFRRGQYEPLEYPRIIHELKSLVPLLQANRIRLAVENHEDETADEIIQIVKAVDS
                     LWVGAHCDIGNGMMAWEEPVVTVSQLAPFTYSTHFKDHIVTQHDEQLVVCGVPIGEGS
                     IDIDNCFRILVEKSGITRVNIETCFPYASAFSRPCNPNEVSTLKGTFEVKTPPFDSSR
                     IKPLEYYYPDKISPELLQELMQAQDHCVYTSVQVLKALRDKYCPNTTTGIVE"
     gene            2081916..2082293
                     /locus_tag="YPA_1852"
     CDS             2081916..2082293
                     /locus_tag="YPA_1852"
                     /codon_start=1
                     /transl_table=11
                     /product="YjgF-family lipoprotein"
                     /protein_id="ABG13818.1"
                     /db_xref="InterPro:IPR006056"
                     /translation="MIIKTQNAPAAIGPYSQGVVAGNLLFISGCCPFSEKDGSVVGID
                     ITEQTIQAMKNLKAIVEATGSYMNDVVKTTCFISDMNNFQSFNTIYAGYFPSGTFPAR
                     SCVEVARLPKDVLIEVEAIVSLK"
     gene            2082306..2083541
                     /locus_tag="YPA_1853"
     CDS             2082306..2083541
                     /locus_tag="YPA_1853"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13819.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MNKWTKLCFLILGGGTIFKLSSMKDVFYIPMQQDWGLTNTQIGF
                     GFTVYAIIQTVGLFSSLYIADRFSKKILLPVGLIGVGLCGAYLATLPPFTGYLIAFGA
                     MAFFGEVVYWPVLLKAVRLLGTKEEQGRMFGFLEAGRGVIDVLIASGALFVFVQFGEG
                     KAGMQAGLIYYTIATILVGVITWFIVDSDDKIKVDNADKVNKHVLAGIKDVIKSPNLW
                     LASFCIFFVYSAYCGLTYFIPFLKDIYGLPVALIGAYGIINQYGLKMVGGPVGGFLAD
                     KVAKSPTVYLKWTFLISAIAMILFIQLPHDSMNVYLGMMATLGFGAIIFSQRAIFFAP
                     MDEIGTSREHAGSAMAFGCIIGYMPSMFAYALYGSLLDNFEGIQGYNYIFSLMVAFSL
                     LGFICATILTKRMRAVAVA"
     gene            complement(2083833..2084330)
                     /locus_tag="YPA_1854"
     CDS             complement(2083833..2084330)
                     /locus_tag="YPA_1854"
                     /codon_start=1
                     /transl_table=11
                     /product="chemotaxis protein CheW"
                     /protein_id="ABG13820.1"
                     /db_xref="InterPro:IPR002545"
                     /translation="MAGLATVTKLAGETVGQEFLIFTLGDEEYGIDILKVQEIRGYDQ
                     VTRIANTPAFIKGVTNLRGVIVPIIDLRVKFAQQGVTYNENTVVIVLNFGQRVVGIVV
                     DGVSDVLSLTNEQIRPAPEFAVTLATEYLTGLGSLGERMLILVDIEKLLSSEEMSLID
                     SVSKA"
     gene            complement(2084493..2086658)
                     /locus_tag="YPA_1855"
     CDS             complement(2084493..2086658)
                     /locus_tag="YPA_1855"
                     /codon_start=1
                     /transl_table=11
                     /product="chemotaxis protein CheA"
                     /protein_id="ABG13821.1"
                     /db_xref="InterPro:IPR000629"
                     /db_xref="InterPro:IPR002545"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /db_xref="InterPro:IPR008207"
                     /db_xref="InterPro:IPR008208"
                     /translation="MDITAFYQTFFDEADELLADMEQHLLLLDPLTPDNEQLNAIFRA
                     AHSIKGGAATFGFTVLQETTHLLENLLDGARRDEMRLSTEIINLFLETKDIMQEQLDA
                     YKTSQEPHSESFEYICQALRQLALDALDQPTTEDQPTTENQSATDQHSTAANTQATAS
                     TRVSSSLAGNTSPALLQGGMRIRLSGLKAPEISLMLEELGNLGEVQDPHQGADSLEAT
                     LITSVSEEDISAVLCFVLEPEQISFVSAGDTEQIYAEQTVESEQSSEPERLFEPAITE
                     ASVIAESVQPVATPAATPAVEVQSTLKADVHAAPANAEQVRPKAKASESTSIRVAVEK
                     VDQLINLVGELVITQSMLAQRSSSLDPVINGDLLNSMGQLERNARDLQESVMSIRMMP
                     MEYVFSRFPRLVRDLASKLNKQVELTLLGSSTELDKSLIERIIDPLTHLVRNSLDHGI
                     EEPATRIAAGKSPVGNLTLSAEHQGGNICIEVIDDGAGLNRQRILAKAQSQGLAVNEN
                     MSDEDVGMLIFAQGFSTAEQVTDVSGRGVGMDVVKRNIQEMGGHVQVSFQAGLGTSIR
                     ILLPLTLAILDGMSVKVSNEVFILPLNAVMESLQPLAEDLHPLAGGERVLQVRGEFLP
                     LVELYRVFDVKNAKTEATQGIVVILQSAGRRYALLVDQLIGQHQVVVKNLESNYRKVP
                     GISAATILGDGSVALIVDVSALQALNREKRVAADEVVTA"
     gene            complement(2086675..2087958)
                     /locus_tag="YPA_1856"
     CDS             complement(2086675..2087958)
                     /locus_tag="YPA_1856"
                     /codon_start=1
                     /transl_table=11
                     /product="chemotaxis MotB protein"
                     /protein_id="ABG13822.1"
                     /db_xref="InterPro:IPR006665"
                     /translation="MKHQNHPVILVKKRKTKHGAAHYGGSWKIAYADFMTAMMAFFLV
                     MWLLAVSSPQELTQIAEYFRTPLKVALTSGDKSSSSTSPIPGGGDDPTQQVGEVRKQI
                     NSEESRQEIHRLNKLREKLDQLIESDPRLKALRPHLLINMMDEGLRIQIIDSQNRPMF
                     KMGSAQVEPYMRDILRAIAPILNDIPNKLSLSGHTDDLPYARGERGYSNWELSADRAN
                     ASRRELLAGGLDEGKILRVVGMASTMRLKEQASDDPVNRRISILVLNKQSQHDIEHEN
                     LDNRALDIEKATGLKQIDTHGTVPVAAVTPSSAVTQSSAITQSSAITPSSAAIPSPAV
                     IPSSVTTQSATTTQASAVALSSAGVLPSDVTLPGTVALPAAEPVNMQPQPMSTTETQQ
                     SSTGNITSTANGPTTSLPAAPASNIPVSPTSRDAQ"
     gene            complement(2087955..2088842)
                     /locus_tag="YPA_1857"
     CDS             complement(2087955..2088842)
                     /locus_tag="YPA_1857"
                     /codon_start=1
                     /transl_table=11
                     /product="chemotaxis MotA protein"
                     /protein_id="ABG13823.1"
                     /db_xref="InterPro:IPR000540"
                     /translation="MLVILGYLVVLGAVFGGYTLVGGHLGALYQPAEFLIIAGAGIGA
                     FIVGNNGKAIKATMRAMPKLMRRSKYNKALYMDLMALLYRLLAKSRQQGMLSLERDIE
                     NPLESEIFSNYPRIMADKTLVEFITDYLRLIVSGNMNAFEIEALMDEEIETHEQESEV
                     PAGSLAMVGDSLPAFGIVAAVMGVVHALASADRPAAELGALIAHAMVGTFLGILLAYG
                     FISPLATLLRQQSAETTKMMQCIKVTLLSSLNGYAPQIAVEFGRKTLYTTERPSFIEL
                     EEHVRRVKAPASQATEEDA"
     gene            complement(2089047..2089628)
                     /locus_tag="YPA_1858"
     CDS             complement(2089047..2089628)
                     /locus_tag="YPA_1858"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellum biosynthesis transcription activator"
                     /protein_id="ABG13824.1"
                     /translation="MVEKSIVQEAKDIHLAMELITLGARLQMLESETQLSRGRLIKLY
                     KELRGSPPPKGMLPFSTDWFMTWEQNIHSSMFYNAYSFLLKSGYCTGVEAVIRAYRLY
                     LEQCPDLPEVPPLLALTRAWTLVRFVDSGMLQLSRCNCCGGTFITHAHQPLNSFVCSL
                     CQPPSRAVKKRKLSPQSADITSQLLDEQVRRAV"
     gene            complement(2089726..2089983)
                     /locus_tag="YPA_1859"
     CDS             complement(2089726..2089983)
                     /locus_tag="YPA_1859"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13825.1"
                     /db_xref="InterPro:IPR007911"
                     /translation="MSTSELLKHIYDINLSYLLLAQRLINDEKASAMFRLGITDTMAD
                     ALSQLTLPQMVKLAETNQLVCHFRFSDHNTIHHLTNRVSRG"
     gene            complement(2091171..2093870)
                     /locus_tag="YPA_1860"
     CDS             complement(2091171..2093870)
                     /locus_tag="YPA_1860"
                     /EC_number="3.6.3.2"
                     /codon_start=1
                     /transl_table=11
                     /product="Mg(2+) transport ATPase protein B"
                     /protein_id="ABG13826.1"
                     /db_xref="InterPro:IPR000695"
                     /db_xref="InterPro:IPR001757"
                     /db_xref="InterPro:IPR006415"
                     /translation="MRKLEKTDANRSNNKKPFAIALEAKNSLEQTLFKLNTHLNGLTE
                     EDARERLELYGINQVAHEKAPPAFLQLLAAFNNPFIFVLIILASISFFTDYWLPLQEG
                     GETDLIGVSIIVTMVLISGLLRFWQEYRTNKAAEALKSMVRTTATVLRRGHYGAKPTQ
                     QEIPINQLVPGDIILLSAGDMIPADLRLINSRDLFVSQAILTGEAIPVEKYDAMGCVS
                     SKSVDAGAGSEGELLELSNICLMGTNVASGTAMGVVVATGGHTYFGSLAKSIVGTRAQ
                     TAFDRGVNSVSWLLIRFMLVMVPIVLLINGFTKGDWTEAALFALAVAVGLTPEMLPMI
                     VSSNLAKGAIAMARRKVVVKRLNAIQNFGAMDVLCTDKTGTLTQDRIILEHHLDVSGC
                     NDNKVLQLAWLNSFHQSGMRNLMDQAVIKFSRGKPEIEALRNFNKVDELPFDFIRRRL
                     SIVVKDAQQQQHLICKGAVEEMLSICTHVREGDDIFPLDAARRATLQALATQYNEDGF
                     RVLLLATRELGAQVSPVPLNIDDERDLVVQGLLTFLDPPKESAAAAIAALRENGVAVK
                     VLTGDNPIITAKICRDVGLEPGEPLNGRDIEAMDEATLAREVELRTVFTKLTPLQKSR
                     VLKMLQSNGHTVGFLGDGINDAPALRDADVGISVDTGTDIAKESADIILLEKDLMVLE
                     AGVIKGRETFGNIIKYLNMTASSNFGNVFSVLVASAFIPFLPMLAIHLLLQNLMYDIS
                     QLSLPWDKMDKEFLRKPRKWDAKNIGRFMLWVGPTSSIFDITTYALMWFVFAANSVEH
                     QALFQSGWFIEGLLSQTLVVHMLRTQKIPFIQSTAALPVLLTTGLIMAIGIYIPFSPL
                     GTLVGLEPLPWQYFPWLAGTLICYCVVAQLMKRFYIRRFGEWL"
     gene            complement(2094271..2094969)
                     /locus_tag="YPA_1861"
     CDS             complement(2094271..2094969)
                     /locus_tag="YPA_1861"
                     /codon_start=1
                     /transl_table=11
                     /product="Mg(2+) transport ATPase protein C"
                     /protein_id="ABG13827.1"
                     /db_xref="InterPro:IPR003416"
                     /translation="MSLTPFVMNLLLAMCLGALIGAERQWRQRMAGLRTNALVATGAA
                     VFILSSYATSPDSPGRIAAQIVSGIGFLGAGVIMREGMNIRGLNTAATLWCSAGIGVL
                     CGLGLYWNAAFATAVILCANILLREAAQRINLQPQQQAIDLDVRYRILITCGAEDEIL
                     VRTLILQALNGMALHLQSLCSADIARSGQLEVCAEIVASPAAQKEIENIVCRVSLERS
                     VSAIRWRIASELPA"
     sig_peptide     complement(2094904..2094969)
                     /locus_tag="YPA_1861"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.720) with cleavage site probability 0.552 at
                     residue 22"
     gene            2096095..2097414
                     /locus_tag="YPA_1862"
     CDS             2096095..2097414
                     /locus_tag="YPA_1862"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13828.1"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR004089"
                     /db_xref="InterPro:IPR004090"
                     /db_xref="InterPro:IPR004091"
                     /translation="MKRGSAHKPLDMKIAPEPNKDTKVSFINNMRLVTLFIVILAGIL
                     LLFAAAIGTSGYFLKQSNQSLAQATQEIDIRQGLSNSSNHLRTARLILIQAASSARIG
                     DATGYQQGLKNAEGRIAQSQQMFDLYYNRPTKSETDMALDVPLKKAYEQYRDDGMKPM
                     LAATKEGHFEEVISLDAEKISLLDDGYNEPLLKAVKYRTEQANQINQSAHQEARLGYI
                     LMAGAFVLVILLTMIAFLVISKVIINPINWLVTRIQWIAQGDLTQSPVSFGRNEIGVL
                     GSNIQQMQDALAITVEAVRSSAESIYQGSSEIALGNTDLSARTEQQAASLEQTAASME
                     QLTATVKQNAENAHHASQLAANASGKAAQGGDIVSDVVSTMDKISLSSMKIAEITNVI
                     NSIAFQTNILALNAAVEAARAGEQGRGFAVVASEVRHLAQRRCRKRN"
     sig_peptide     2096095..2096241
                     /locus_tag="YPA_1862"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.672) with cleavage site probability 0.450 at
                     residue 49"
     gene            2097368..2097829
                     /locus_tag="YPA_1863"
     CDS             2097368..2097829
                     /locus_tag="YPA_1863"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis protein III
                     (MCP-III)"
                     /protein_id="ABG13829.1"
                     /db_xref="InterPro:IPR004089"
                     /translation="MKYATWRSADAAKEIESLIEASVDLIGDGSILVSNAGKTMNEIV
                     TAVTHVTDIMGEIASASDEQSRGISQVAQAVSEMDNVTQQNASLVQEASAAAASLEQQ
                     AEILTQAVAVFQLAGHSSIKEFKSPVSPPTGQNGSGINKKPTDGSLNWETF"
     gene            complement(2098012..2098203)
                     /locus_tag="YPA_1864"
     CDS             complement(2098012..2098203)
                     /locus_tag="YPA_1864"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13830.1"
                     /translation="MKVNDRVTVKTDGGPRREGVVLEVEEFSEGVMYLVSLADYPAGV
                     WFFNEVDSQDGTFVEPLSQ"
     gene            complement(2098418..2098630)
                     /locus_tag="YPA_1865"
     CDS             complement(2098418..2098630)
                     /locus_tag="YPA_1865"
                     /codon_start=1
                     /transl_table=11
                     /product="cold-shock DNA-binding protein family"
                     /protein_id="ABG13831.1"
                     /db_xref="InterPro:IPR002059"
                     /db_xref="InterPro:IPR011129"
                     /translation="MSNMMKGQVKWFNESKGFGFITPADGSKDVFVHFSAIQDQGFKT
                     LAEGQNVQFSIENGAKGPSAANVTAI"
     gene            complement(2099067..2099846)
                     /locus_tag="YPA_1866"
     CDS             complement(2099067..2099846)
                     /locus_tag="YPA_1866"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13832.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2099846..2100868)
                     /locus_tag="YPA_1867"
     CDS             complement(2099846..2100868)
                     /locus_tag="YPA_1867"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13833.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2101130..2104312
                     /locus_tag="YPA_1868"
     CDS             2101130..2104312
                     /locus_tag="YPA_1868"
                     /EC_number="3.2.1.23"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-galactosidase. Glycosyl Hydrolase family 2"
                     /protein_id="ABG13834.1"
                     /db_xref="InterPro:IPR006101"
                     /translation="MTSQEKVPLQVQLSLPQILSRRDWENPQITQYHRLEAHPPFHSW
                     RDVESAQKDRPSPQQQTLNGLWSFSYFTQPEAVPEHWVRCDLAEAKPLPVPANWQLHG
                     YDAPIYTNIQYPIPVNPPRVPDLNPTGCYSRDFTLEPSWLASGKTRIIFDGVSSAFYL
                     WCNGQWVGYSQDSRLPAEFDLTPYLQAGSNRIAVLVLRWSDGSYLEDQDMWRMSGIFR
                     DVKLLHKPEIHLRDIHIMTHLSPEFTSANLEVMAAVNIPSLQLNDPQVTGSYQLRVQL
                     WLADKLVASLQQPLGTQAIDERGPYTDRTQLVLRIDQPLLWSAEQPTLYRAVVSLLNH
                     QQELIEAEAYDVGFRQVAIHQGLLKINGKAVLIRGVNRHEHHPQTGQAIDEESLLQDI
                     LLMKQHNFNAVRCSHYPNHPLWYRLCDRYGLYVVDEANIETHGMQPMSRLSDDPSWFS
                     AFSERVTRMVQRDRNHPCIIIWSLGNESGHGATHDALYRWIKTNDPTRPVQYEGGGAN
                     TLATDILCPMYARVDEDQPFPAVPKWSIKKWIGLPNESRPLILCEYAHAMGNSFGGFA
                     RYWQAFRQYPRLQGGFIWDWVDQSLTHHNDHGQPYWAYGGDFGDTPNDRQFCMNGLVF
                     PDRSPHPSLYEAQCAQQFFQFSLLSTTPLVINITSEYLFRESDNEQLYWRIMLEGESV
                     LEGSQPLNLSPESSQCYRLAEKLPTLNKPGQLWLNVEIRQPKETPWSPAQHRSAWHQW
                     RLPQPLFSPSSDLTNATAHYAPQLQHNLQLQHDLQLQQDEQHIKVTYQQQCWQFSRQT
                     GRLAQWWVADKPMLLRPLQDQFVRAPLDNDIGISEATHIDPNAWVERWKKAGMYQLQQ
                     RCLSLHVDHLSHSVQISAEYGYEFEQEPLLHSHWVYRFDRHGRMTIDVNVRIATSLPA
                     PARIGMCCQLADISPTVEWLGLGPHENYPDRQLAAQYGHWSLPLEQMHTAYIFPSENG
                     LRCNTHTLNYGRWTLTGDFHFGISRYSTQQLMVTSHQHLLEPEEGTWLNIDGFHMGVG
                     GDDSWSPSVHIDDILTRETYQYQICWQYKV"
     gene            2104719..2105729
                     /locus_tag="YPA_1869"
     CDS             2104719..2105729
                     /locus_tag="YPA_1869"
                     /codon_start=1
                     /transl_table=11
                     /product="Zinc-binding dehydrogenase"
                     /protein_id="ABG13835.1"
                     /db_xref="InterPro:IPR001865"
                     /translation="MTLLTHLPANMVAIEITQFGGPEVLVPAKRPTPMPAAGEILVKV
                     SAAGVNRPDVMQRRGQYAPPPGASDIPGLEVAGEVVATAADVTRFKIGDNVCGLIAGG
                     GYAQYCVIHETNALPIPQGLSAIEAAALPETFFTVWTNLFQRGHFTAGETVLIHGGSS
                     GIGTTAILLSKAFGAATVIVTVGSEEKRQACLNLGADIAINYHTQDFVAETKRATAGK
                     GADVIVDLIAGDYVARNYDAAAMNGRIVQIGTQNGHAKDLNLMLMLIKRLTHTGSTLR
                     SRTVAEKALIANELEQHVWPLLSEGKMKPQIFSTFPLEAAAKAHELMESSTHIGKIVL
                     TA"
     gene            2106012..2106545
                     /locus_tag="YPA_1870"
     CDS             2106012..2106545
                     /locus_tag="YPA_1870"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13836.1"
                     /translation="MDIIKKILIDDIARINKKEKRDGRLKFNSDFVHKHPYLCLAMLV
                     SYVFVLVLMYLTPYFGTGYMIAFTVFFVVMSAILMMEIKPVFKFEDIGVLDLRVCYNG
                     EWFFSRALSTQAIDEILNNKNISDDFKLRFKHIISNKGEIDFYDVYDLAYMQKKPIQL
                     NDLKTTPSLVSNTIISP"
     gene            2106627..2106773
                     /locus_tag="YPA_1871"
     CDS             2106627..2106773
                     /locus_tag="YPA_1871"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13837.1"
                     /translation="MPMFNMPMDNMPMDNAPMRQWSVRFVPPGSLTLLSMLYPLLITS
                     FDGM"
     gene            2107036..2107485
                     /locus_tag="YPA_1872"
     CDS             2107036..2107485
                     /locus_tag="YPA_1872"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AsnC family"
                     /protein_id="ABG13838.1"
                     /db_xref="InterPro:IPR000485"
                     /translation="MDKIDEQLIAILVENARTSLKDLSQKVNLSSPSTSERLRRLEEQ
                     NIILNYTLGLDQKAFGYNLQAIVRVKPVANMLDAVEKMIKDTPECIECDKITGDDCFL
                     SRLSIRSMGQLDTIVDRWSEQAETYTSIVKTTPITRRFPPLVRPIKI"
     gene            2107577..2108476
                     /locus_tag="YPA_1873"
     CDS             2107577..2108476
                     /locus_tag="YPA_1873"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13839.1"
                     /translation="MCIDKPESDPLILTLPNTRWDQNAEDNTGAIEALEQGKVLFLPH
                     LTFELSEQEKQLLDPTLVDVKRKNISFKPLEGVLTGVTDASKIALTRQLLDRYYQSCL
                     SLVQQLLPVYTHALHSPTNSLRLHPVAAWRDSTSWRKDDSRLHVDAFPSRPNYGERII
                     RIFTNINPHGEARSWRVGEDFTQLASRYLPQLDSYSSLSSWLQHKIGITKRPRSHYDH
                     LMLQLHDKMKADLAYQKDGLQQAIEFPPGSSWICFSDQTPHAAMGGQFMLEQTLLLPV
                     EGMKSSQRSPLKILEALTQKTLI"
     gene            2108779..2108982
                     /locus_tag="YPA_1874"
     CDS             2108779..2108982
                     /locus_tag="YPA_1874"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13840.1"
                     /translation="MVKVYDRNRNQIVPGQRVMIAQSGVIDVAKAIHADGMSAVQAER
                     EKVVELLHTGERHVPFDLVRLGL"
     gene            complement(2109284..2110609)
                     /locus_tag="YPA_1875"
     CDS             complement(2109284..2110609)
                     /locus_tag="YPA_1875"
                     /EC_number="3.1.3.26"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine acid phosphatase"
                     /protein_id="ABG13841.1"
                     /db_xref="InterPro:IPR000560"
                     /translation="MSVLENRVRLSGLVLMLSGLAAITAPVAAEPSGYTLERVVILSR
                     HGVRSPTKQTQLMNDVTPDKWPQWPVKAGYLTPRGAELVTLMGGFYGDYFRSLGLLAA
                     GCPAEGGVYAQADIDQRTRLTGQAFLDGVAPGCGLTVHNQADLKKTDPLFHPVEAGVC
                     KLDAAQTDKAIEEQLGGPLDTVSQRYAKPFAQMGDVLNFAASPYCKSLQQQGKTCDFA
                     HFAANEVNVNKEGTKVTLSGPLALSSTLGEIFLLQNAQAMPEVAWQRLKGAENWVSLL
                     SLHNAQFNLMAKTPYIARHKGTPLLQQIDTALTLQLDAQGQKLPISAQNRVLFLGGHD
                     TNIANIAGMLGADWQLPEQPDNTPPGGGLVFELWQNPDNHQRYVAVKMFYQTMDQLRN
                     AEKLDLKNNPAGIISVAVAGCENNGDDKLCELDTFQKKVAKVIEPACHI"
     sig_peptide     complement(2110520..2110609)
                     /locus_tag="YPA_1875"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.796 at
                     residue 30"
     gene            2110821..2110913
                     /locus_tag="YPA_1876"
     CDS             2110821..2110913
                     /locus_tag="YPA_1876"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13842.1"
                     /translation="MSFTEWVILGVVLGCVIGALLKIFGKKKDR"
     gene            complement(2110910..2111104)
                     /locus_tag="YPA_1877"
     CDS             complement(2110910..2111104)
                     /locus_tag="YPA_1877"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13843.1"
                     /translation="MCQRQQKMANLFYSAVLEGGTAPDTVLPTIGQARFGGLRHWYLK
                     STAPTAGFPFICIYLSAARG"
     gene            complement(2111141..2111548)
                     /locus_tag="YPA_1878"
     CDS             complement(2111141..2111548)
                     /locus_tag="YPA_1878"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13844.1"
                     /db_xref="InterPro:IPR002577"
                     /translation="MRVTKLQNMNGNISFPEQLRRGELLNVDCPSREILKRVTSRWGV
                     LVLIALSNETLRFSALRRKIGGVSEKMLAQTLQHLEEDGFIDRTAYPVVPPHVEYSLT
                     PLGKEIQEQVEGLTVWLETNLHRIMEQRQQRSV"
     gene            2111684..2112541
                     /locus_tag="YPA_1879"
     CDS             2111684..2112541
                     /locus_tag="YPA_1879"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13845.1"
                     /translation="MIAVTGATGQLGRLVINVLLKKVPAHDIIAAVRSPDKAKDLMAL
                     GVQVRQADYNQPTTLDSAFKGVDKLLLISSSEVGQRVAQHTAVINAAKRAGVKLLAYT
                     SLLHADKSPLGLGEEHRATEGLLRDSGLPVVLLRNGWYTENYAASIAPALAHGAFIGA
                     AGNGRIASASREDYAEAAATVLVQENQAGKIYVLAGDDAYTLSEFSAEITRQSGKAVA
                     YQDLSEADFKHALISAGLPDGLAGMLADSDAGAAQGGLFDDSHTLSKLIGRPTTPYAK
                     VITATLATR"
     gene            2113461..2115041
                     /locus_tag="YPA_1880"
     CDS             2113461..2115041
                     /locus_tag="YPA_1880"
                     /codon_start=1
                     /transl_table=11
                     /product="putative methyl-accepting chemotaxis protein"
                     /protein_id="ABG13846.1"
                     /db_xref="InterPro:IPR000014"
                     /db_xref="InterPro:IPR001610"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR004089"
                     /db_xref="InterPro:IPR004090"
                     /translation="MRVNKPVSRQEYPIERDITLQSTTDIHGNIAYANAAFVRASGFE
                     YQELQGQPHNMVRHPDMPPAAFADMWQTLNAGLSWSSLVKNRRKNGDYYWVRANATPL
                     RHNGRLTGYISVRIAPTRDEVKQAEALYTDFNTGKAKRRHIALYRGLIVRTGWLSPLS
                     LFQTLPLRWRLRSALLSSAIIPTAAASVMEVAGQPLLILGSVALTWSVLASLWLERQI
                     ARPIAAILQQAQDVSSGEAGDYVQLNRVDEIGYLMRSVNQLGLNLRSLTDDVSGQVDG
                     INTASNEIAAGNRELKVRTEQATDNLQHIVSATEQLAATVQNSANSANETTSLAEMSS
                     HAAEKGSELMHQVIETMGTINDSSHRIVDIISVIEGIAFQTNILALNAAVEAARAGEQ
                     GRGFAVVASEVRHLAQRSSTAAKEIKHLIETSVERVRDGSTLVQSAGATMDNIVKQAS
                     QVSTLISEISTSTHEQTQALGQIRQSISRLDQMTYQNAAMVEQYAGAAEELAHRTLRL
                     TAAVRIYRPLNNVGKLRD"
     gene            2115161..2115421
                     /locus_tag="YPA_1881"
     CDS             2115161..2115421
                     /locus_tag="YPA_1881"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13847.1"
                     /translation="MSSINQTSVRAHTGETGANLPGEDHLIAHEALLVALMVECANES
                     DNDQFLLSIRETLNGILSSSRYLDANAIANGLIDEADDKANR"
     gene            2115713..2116756
                     /locus_tag="YPA_1882"
     CDS             2115713..2116756
                     /locus_tag="YPA_1882"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG13848.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MVSLKEVANLASVSLMTASRAINSPEQLRPETYQRVMQAIESLN
                     YVPDFAARKMRGHATKTSTLAVLAWDTATTPFSVEILLSIELTAREFGWNSFLVNLTS
                     REDSQRALNQLLAQRPDGIIFTAMGLRQVTIPERFRDKNIVLANCVSESHSIPSYIPD
                     DFDGQYQAMKLLLQRGYQRPLCLYLPECTLAGKARRAGVEKAWQESALPTEQLNQCHI
                     AWGDEHYQDVIPLLERHCPKGKPNFDVLICGDDRIAFLAYQVLLAKGVVIPQQVAVIG
                     YGDMVGMGELYLPPLTTVQLPYYDIGRQAALHLIRGRESRAIHRLPCPLLERGSIRDS
                     MPNNCVPLFSKQR"
     gene            complement(2116902..2118155)
                     /locus_tag="YPA_1883"
     CDS             complement(2116902..2118155)
                     /locus_tag="YPA_1883"
                     /EC_number="1.1.1.42"
                     /codon_start=1
                     /transl_table=11
                     /product="isocitrate dehydrogenase (NADP)"
                     /protein_id="ABG13849.1"
                     /db_xref="InterPro:IPR001804"
                     /db_xref="InterPro:IPR004439"
                     /translation="MESKVVVPAEGKKITVDAQGKLVVPHNPIIPFIEGDGIGVDVTP
                     AMINVVDAAVKKAYNGERKISWMEIYTGEKSTHVYGKDVWLPEETLDLIRDYRVAIKG
                     PLTTPVGGGIRSLNVALRQQLDLYVCLRPVRYYEGTPSPVKHPELTNMVIFRENAEDI
                     YAGIEWKAGSPEAEKVIKFLREEMGVKKIRFPEQCGIGVKPCSEEGTKRLVRAAIEYA
                     ITNDRESVTLVHKGNIMKFTEGAFKDWGYQLAREEFGGELIDGGPWVKIKNPNNGKEI
                     IVKDVIADAFLQQILLRPAEYDVIACMNLNGDYISDALAAQVGGIGIAPGANIGDDCA
                     LFEATHGTAPKYAGQDKVNPGSIILSAEMMLRHMGWFEAADLIIKGTEGAIQAKTVTY
                     DFERLMEGAKLLKCSEFGDAIIKHM"
     gene            2118378..2118911
                     /locus_tag="YPA_1884"
     CDS             2118378..2118911
                     /locus_tag="YPA_1884"
                     /EC_number="5.4.99.-"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal large subunit pseudouridine synthase
                     E"
                     /protein_id="ABG13850.1"
                     /db_xref="InterPro:IPR000748"
                     /db_xref="InterPro:IPR006145"
                     /translation="MLFNKPFDVLPQFTDESGRTTLQGFIPFKDVYAAGRLDRDSEGL
                     LVLTNDGKLQARLTQPAQKTGKVYFVQVEGVPDNDALTQLKRGVTLKDGLTLPAGAEL
                     VAEPEWLWPRHPPIRERKTIPTSWLKITLYEGRNRQVRRMTAHVGFPTLRLIRFSMGN
                     LSLGNLQPGEWKEITDV"
     gene            2118904..2119350
                     /locus_tag="YPA_1885"
     CDS             2118904..2119350
                     /locus_tag="YPA_1885"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13851.1"
                     /db_xref="InterPro:IPR000086"
                     /translation="MFKPHVTVACVVHTQGKFLIVEETINNEKRWNQPAGHLEADETL
                     IQAAERELWEETGIRATPQHFLRMHQWLAPDNTPFLRFAFVIELPAQLPTQPHDSDID
                     RCLWLSADEILQSTHLRSPLVAESIRCYLQPERYSLDLIGTFNWPL"
     gene            2119537..2120652
                     /locus_tag="YPA_1886"
     CDS             2119537..2120652
                     /locus_tag="YPA_1886"
                     /EC_number="2.1.1.61"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA
                     (5-methylaminomethyl-2-thiouridylate)-methyltransferase"
                     /protein_id="ABG13852.1"
                     /db_xref="InterPro:IPR002086"
                     /db_xref="InterPro:IPR004506"
                     /translation="MSDNSQKKVIVGMSGGVDSSVSAYLLQQQGYQVAGLFMKNWEED
                     DDEEYCSAATDLADAQAVCDKLGMELHTVNFAAEYWDNVFELFLAEYKAGRTPNPDIL
                     CNKEIKFKAFLEFAAEDLGADYIATGHYVRRQDVDGKSRLLRGLDGNKDQSYFLYTLS
                     HEQIAQSLFPVGELEKPEVRRIAEQLDLVTAKKKDSTGICFIGERKFRDFLGRYLPAQ
                     PGPIMTVDGQLVGKHQGLMYHTLGQRKGLGIGGTKEGGDDPWYVVDKDLDSNTLLVAQ
                     GHEHPRLMSVGLVAQQLHWVDRQPVTAPFRCVVKTRYRQQDIPCTVTPLDDERVDVRF
                     DDPVAAVTPGQSAVFYQGEICLGGGIIEQRYPLTNPA"
     gene            2120710..2121336
                     /locus_tag="YPA_1887"
     CDS             2120710..2121336
                     /locus_tag="YPA_1887"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13853.1"
                     /translation="MAKNYYDITLALAGICQSARLVQQLAHEGQCDNDALNTVLRGLL
                     QTNPSSTLAVYGDTEQVLKMGLETLQSVLNANRQGEAAELTRYTLSLMVLERKLSASK
                     SAMNTLGERISQLDRQLAHFDLESETMMSSLASIYVDVVSPLGPRIQVTGSPAILQSP
                     LVQAKVRATLLAGIRSAVLWQQVGGSRLQLMFSRNRLFKQAQSILAHT"
     gene            2121397..2122767
                     /locus_tag="YPA_1888"
     CDS             2121397..2122767
                     /locus_tag="YPA_1888"
                     /EC_number="4.3.2.2"
                     /codon_start=1
                     /transl_table=11
                     /product="Adenylosuccinate lyase"
                     /protein_id="ABG13854.1"
                     /db_xref="InterPro:IPR000362"
                     /db_xref="InterPro:IPR004769"
                     /translation="MELSSLTAVSPIDGRYGDKVSALRPIFSEFGLLKFRVQVEVRWL
                     QKLAACAEIKEVPAFDANANAYLDKIVQEFNEQDAQRIKTIERTTNHDVKAVEYFLKE
                     KVENLPALHAVSEFIHFACTSEDINNLSHALMLQTARQDVLLPAWRQIIDSIKALAHQ
                     YRDLPLLSRTHGQPATPSTIGKELANVAYRMERQFRQLTQVEILGKINGAVGNYNAHI
                     VAYPEVDWHQFSESFVTSLGINWNPYTTQIEPHDYIAELFDCVARFNTILIDFDRDIW
                     GYIALNHFKQKTIAGEIGSSTMPHKVNPIDFENSEGNLGLSNAVLGHMASKLPVSRWQ
                     RDLTDSTVLRNLGVGLGYALIAYQATMKGISKLEVNEAHLLQELDHNWEVLAEPIQTI
                     MRRYGIEKPYEKLKELTRGKRVDAAGMQAFIDGLDLPEEEKNRLKAMTPANYIGRATT
                     MVDELK"
     gene            2122955..2123578
                     /locus_tag="YPA_1889"
     CDS             2122955..2123578
                     /locus_tag="YPA_1889"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13855.1"
                     /translation="MLKQSLLSLALMGSCSVAMADNYTYVAGGLQFGSINSNSRFDQQ
                     FDRQNYSHIGNKNMGGIYLNGGYSFDNSLFIDGRLSSLANDNRGSADAVLGLGYYFAF
                     TPDIDFYTVVGASRHALVFDASKDGKKTNTYNSASGEIGVKTKLSPDIGVNIAYRLAN
                     YDKRAFHEARIMADYALTQKLAAEVGYTYHNWRVSDQAMQVGLRYNF"
     sig_peptide     2122955..2123017
                     /locus_tag="YPA_1889"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 21"
     gene            2123789..2124460
                     /locus_tag="YPA_1890"
     CDS             2123789..2124460
                     /locus_tag="YPA_1890"
                     /codon_start=1
                     /transl_table=11
                     /product="response regulator protein"
                     /protein_id="ABG13856.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MRVLVVEDNALLRHHLTVQMREMGHQVDAAEDAKEADYFLQEHA
                     PDIAIIDLGLPGEDGLSLIRRWRSHQENLPILVLTARESWQDKVAVLEAGADDYVTKP
                     FHLEEVIARMQALMRRNIGLASQIIELPPFQIDLSRRELCVNQQQIKLTAFEYTIIET
                     LIRNAGKVVSKDTLMLQLYPDAELRESHTIDVLMGRLRKKLLAEHQGEVITTIRSQGY
                     RFDVN"
     gene            2124466..2125920
                     /locus_tag="YPA_1891"
     CDS             2124466..2125920
                     /locus_tag="YPA_1891"
                     /codon_start=1
                     /transl_table=11
                     /product="sensor protein kinase"
                     /protein_id="ABG13857.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MLRKNNKPFSLRARFLMATAGVILALSLSYGMVAVVGYIVSFDK
                     STFRAHRGESNLFFSLAQWHNNKLSISVPPELELNVPSLVLIYDKDGNILWRQRHVPE
                     LESHIEKSWLQKPGFYELDTGTHISRMMMGDNPKAQDQLKKYDDTDDSALTHSVSVNT
                     YAATSRLPQLTIVVVDTIPQELQRTDLVWNWFSYVLLANLLLVIPLLWLAAYWSLRPI
                     KALASQISQLEKGEREQLDENPPRELQSLVRNLNILLMNERQRYTKYRTTLADLTHSL
                     KTPLAVLQTTLRSLRTGKQTTIEEVEPIMLEQISRISQQIGYYLHRASMRSEHNVLGR
                     EIHSVPALLDSLYSALNKVYQRKGIALTLDISPEVTFLGEKNDFMEVMGNVLENACKY
                     CLEFVEVTTLHSEKQLTIVVDDDGPGIPENKRQLIFQRGQRVDTLRPGQGLGLSIAAE
                     IIEQYQGKISITESPLGGARMMVTFGQQQDCHDD"
     sig_peptide     2124466..2124567
                     /locus_tag="YPA_1891"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.403 at
                     residue 34"
     gene            2125950..2127125
                     /locus_tag="YPA_1892"
     CDS             2125950..2127125
                     /locus_tag="YPA_1892"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13858.1"
                     /db_xref="InterPro:IPR003347"
                     /db_xref="InterPro:IPR007113"
                     /translation="MAGIRYNLRQFHLYPGINMDYQLDLDWPDFLQRYWQKRPVILKR
                     GFKNFIDPLSPDELAGLAMENEVDSRLVSHEDGRWHVSHGPFESFDHLGENNWSLLVQ
                     AVDHWHEPAAALMRPFRPLSDWRMDDLMISFSVPGGGVGPHFDQYDVFIIQGSGRRRW
                     RVGEKTEMKQHCPHPDLLQVGPFDAIIDEEMEPGDILYIPPGFPHEGYSLENALNYSV
                     GFRAPSGRELVSGFADYVLARELGSYRYSDPDLQLREHPAEVLPSEVDKLRTMMLDLV
                     QQPEHFQNWFGEFISQSRHELDIAPPEPPYQTGDIYELLKQGDELQRLSGLRVLRVGD
                     RCFANGELIDTPHLQAANALCQHFSVNAEMLGDALEDPSFLAMLAALVNSGYWYFND"
     gene            complement(2127358..2128593)
                     /locus_tag="YPA_1893"
     CDS             complement(2127358..2128593)
                     /locus_tag="YPA_1893"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase T. Metallo peptidase. MEROPS family
                     M20B"
                     /protein_id="ABG13859.1"
                     /db_xref="InterPro:IPR001261"
                     /db_xref="InterPro:IPR010161"
                     /translation="MDKLLDRFFNYVSFDTQAKANVKSVPSTQGQRKLAQALQQELLT
                     LGFSHVTLSDHGCVMATLPANVSWPVPTIGFIAHLDTSPDFSGKNVNPQIVENYRGGD
                     IALGIGDEVLSPVMFPVLHQLLGHTLITTDGKTLLGADDKAGIAEIITAMVRLKHRNV
                     PHGDIRIAFTPDEEVGKGAQFFNVAEFDAQWAYTVDGGGIGELEFENFNAASVAIKIV
                     GNNVHPGSAKGVMVNALSLATRYHQELPVDETPECTEGYDGFYHLQSIKGTVERAEMH
                     YIVRDFNRDSFEARKKNMVDIAKRVGKGLHRDCYIEIVIDDSYYNMREQIIKHPHIIE
                     LAQQAMLDCDITPIMKPIRGGTDGAQLSFKGLPCPNIFTGGYNYHGKHEFITLEGMEK
                     AVAVIMRISELTAKRAKES"
     gene            complement(2128923..2129759)
                     /locus_tag="YPA_1894"
     CDS             complement(2128923..2129759)
                     /locus_tag="YPA_1894"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Sir2 family protein"
                     /protein_id="ABG13860.1"
                     /db_xref="InterPro:IPR003000"
                     /translation="MRIRHRLCRFRKSKHVRHQRFRSRIFHRDSAVAKEMKKPFVVVL
                     TGAGISAESGIRTFRADDGLWEDHRVEDVATPEGYRRDPELVQRFYNERRRQLQQPDI
                     APNAAHFALADLEAVLGDNLVLITQNIDNLHERAGSKRVIHMHGELLKVRCTQSGQVL
                     DWQGDLSADERCHCCQFPSPLRPHIVWFGEMPMGMDDIYQALAEADFFISIGTSGHVY
                     PAAGFVHESHLHGAHTVELNLEPSQVESQFDEKHYGLASKVVPEYIREFLTTCGENRQ
                     GD"
     gene            complement(2129808..2129975)
                     /locus_tag="YPA_1895"
     CDS             complement(2129808..2129975)
                     /locus_tag="YPA_1895"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13861.1"
                     /translation="MVGGGLSNFEKIYQELPKRLPAHLLRVARLPRIEKARYGDSGGV
                     RGAAFLHLAEK"
     gene            complement(2129953..2130723)
                     /locus_tag="YPA_1896"
     CDS             complement(2129953..2130723)
                     /locus_tag="YPA_1896"
                     /EC_number="2.7.1.59"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylglucosamine kinase"
                     /protein_id="ABG13862.1"
                     /db_xref="InterPro:IPR000600"
                     /translation="MYYGFDMGGTKIELGVFDENLQRIWHKRVPTPREDYPQLLQILR
                     DLTEEADTYCGVQGSVGIGIPGLPNADDGTVFTANVPSAMGQPLQADLSRLIQREVRI
                     DNDANCFALSEAWDPEFRTYPTVLGLILGTGVGGGLIVNGSIVSGRNHITGEFGHFRL
                     PVDALDILGADIPRVPCGCGHRGCIENYISGRGFEWMYSHFYQHTLPATDIIAHYAAG
                     EPKAVAHVERFMDVLAVCLGNLLTMLGSPFGRGGWGVV"
     gene            complement(2130742..2131989)
                     /locus_tag="YPA_1897"
     CDS             complement(2130742..2131989)
                     /locus_tag="YPA_1897"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoprotein releasing system, transmembrane
                     protein"
                     /protein_id="ABG13863.1"
                     /db_xref="InterPro:IPR011925"
                     /db_xref="InterPro:IPR011926"
                     /translation="MGVSPLSLLIGLRFSRGRRRGGMVSLISVISTLGIALGVAVLIV
                     GLSAMNGFERELKNRILAVVPHGEIAVVNQPFSGWPQTLQRIEKVPGIVAAAPYINFT
                     GLIENSTQLRAVQVKGVDPEAEQHLSALPSFVLDNAWSHFKAGQQQIILGKGLADTLG
                     VKQGDWLTVMIPNSDPEMKLLQPKRIRLQVAGIFQLSGQLDHSLALVPLIDAQQYLDM
                     GDSVTGIAIKVNDVYNANQLVRNAGEVSNAYVYISSWIGTYGYMYRDIQMIRTIMYLA
                     MVLVIGVASFNIVSTLVMAVKDKSSDIAVLRTLGAKDGLIRAIFIWYGLLAGLIGSIS
                     GAVIGVIVSLQLTTIIRGLEKMVGHQFLSSDIYFIDFLPSELRWFDVACVLATALVLS
                     LIASWYPARRASRIDPARVLSGQ"
     gene            complement(2131989..2132693)
                     /locus_tag="YPA_1898"
     CDS             complement(2131989..2132693)
                     /locus_tag="YPA_1898"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoprotein releasing system, ATP-binding
                     protein"
                     /protein_id="ABG13864.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR011924"
                     /translation="MSNHPLLQCINLCKRYQEGQLHTDVLRNVSFAIEPGELMAIVGS
                     SGSGKSTLLHLLGGLDSPTSGEVIYQGRSLNQLSSTAKAELRNRELGFIYQFHHLLPD
                     FTALENVAMPLLIGGSKPAEAQEKAHEMLAAVGLEKRSKHRPSELSGGERQRVAIARS
                     LVNNPSLVLADEPTGNLDQRNADSIFNLLGELNVRQGTAFLVVTHDLQLAKRMSRQLE
                     MRDGQLQHHLTLVGAE"
     gene            complement(2132686..2133888)
                     /locus_tag="YPA_1899"
     CDS             complement(2132686..2133888)
                     /locus_tag="YPA_1899"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoprotein releasing system, transmembrane
                     protein"
                     /protein_id="ABG13865.1"
                     /db_xref="InterPro:IPR011925"
                     /translation="MYQPVALFIGLRYMRGRASDRFGRFVSWLSTIGITLGVMALITV
                     LSVMNGFERNLQDTILGLMPQALITTPQGSLDPNKISASTLKSLSGVSDIVPLTTADV
                     VLQSARNLAAGVMLGVDPQQHEPLANYLVNVDIKALAPGSYNIILGEKLAGQLGVKRG
                     ETLRLMVPSASQFTPMGRIPSQRVFNIIGTFAANSEVDGYQILVNQQDASRLMRYPLG
                     NITGWRLFLSQPLSVDSLSQQSLPEGTVWKDWRDRKGELFQAVRMEKNMMGLLLSLII
                     AVAAFNIITSLGLLVMEKQGEVAILQTQGLSRRQIMLVFMVQGATAGVIGALLGAGLG
                     VLLASQLNTLIPILGVLIDGATLPVEIDPLQVTVIALLAMVIALLSTLYPSWRAAAAQ
                     PAEALRYE"
     gene            2134158..2137604
                     /locus_tag="YPA_1900"
     CDS             2134158..2137604
                     /locus_tag="YPA_1900"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription-repair coupling factor"
                     /protein_id="ABG13866.1"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR004576"
                     /db_xref="InterPro:IPR011545"
                     /translation="MSQQYRYSLPERRGDTRQLGQLTGSACAVECAEIIERHDGPVML
                     ITPDMQTALRLRDEIQQFSPQPVSTLSDWETLPYDSFSPHQDIISARLSCLYHLPAMK
                     RGVIILPINTLMQRVCPHEFLHGHALVMKKGQHLSRDKLRAQLEQAGYRSVEQVMEHG
                     EFATRGALLDLYPMGSNEPYRIDFFDDDIDSLRVFDVDSQRTLVEVEQINLLPAHEFP
                     IDKAAIELFRSQWREQFEVRRDNEHIYQQVSKGIWPAGIEYWQPLFFSQQLPTLFSYL
                     PENTLLVNTGDLESSAERFWQDVNQRFESRRVDPMRPLLAPESLWLRVDALFNELKEW
                     PRVQLKTEAQPAKAANTNLCYQPLPDLSVQAQQKAPLDNLRRFIESFHGSVVFSVESE
                     GRRETLQDLLARIKLSPTLITTLSQAANPGHYLMVGASERGFLDTDKQLALICESDLL
                     GERVSRRRQDNRRTINTDTLIRNLAELRPGQPVVHLEHGVGRYLGLTTLEAGGIKAEY
                     LILTYAGEDKLYVPVSSLHLISRYSGGADDNAPLHRLGSDVWSRARQKAAEKVRDVAA
                     ELLDIYAQRAVKSGFKFKHDREQYQLFCQSFPFETTPDQEQAINAVLSDMCQPLAMDR
                     LVCGDVGFGKTEVAMRAAFLAVTNNKQVAVLVPTTLLAQQHFDNFRDRFATWPVRIEM
                     LSRFRSAKEQQVILEQAAEGKIDILIGTHKLLQSDLHWHDLGLLIVDEEHRFGVRHKE
                     RIKAMRADVDILTLTATPIPRTLNMAMSGMRDLSIIATPPARRLAVKTFVREYDSLVI
                     REAILREILRGGQVYYLYNDVENIEKVTQKLAELVPEARITIGHGQMRERDLERVMND
                     FHHQRFNVLVCTTIIETGIDIPSANTIIIERADHLGLAQLHQLRGRVGRSHHQAYAYL
                     LTPNPKAMSTDAKKRLEAIASLEDLGAGFALATHDLEIRGAGELLGEDQSGQMTTIGF
                     SLYMELLESAVDALKEGREPSLEDLTSNQTEIEMRMPVLLPEDFISDVNIRLSFYKRI
                     ASARNETELDELKVELIDRFGKLPDPARYLLHTAELRQQAQKLGIKRIEGNERGGFIE
                     FGENNKVDPVYLIGLLQRQPQIYRLEGPTKLKLVQDLSDRAQRLKFITELLAAFAQHR
                     IA"
     gene            complement(2137843..2138382)
                     /locus_tag="YPA_1901"
     CDS             complement(2137843..2138382)
                     /locus_tag="YPA_1901"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13867.1"
                     /translation="MNKSMLAGVGIGIAAALGIAAVANIDVFSSAPQYAKVLTATPIK
                     ETIKTPRQECRNVTVTHRKPVQDENKIAGSVLGAVAGGVLGHQVGGGRGKDIATVAGA
                     LAGGYAGNRVQNNMQENDTYTTTQQRCQTVYDKSQKTLGYDVTYKIGDQQGKIRMDRD
                     PGMQIPIDKNGQLVLNNRA"
     sig_peptide     complement(2138311..2138382)
                     /locus_tag="YPA_1901"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.730 at
                     residue 24"
     gene            complement(2138712..2139920)
                     /locus_tag="YPA_1902"
     CDS             complement(2138712..2139920)
                     /locus_tag="YPA_1902"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG13868.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(2140016..2140429)
                     /locus_tag="YPA_1903"
     CDS             complement(2140016..2140429)
                     /locus_tag="YPA_1903"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13869.1"
                     /translation="MKKVAIIFIVLILIVALPMIYFWPTIKVLTGGNSRYTEQDKKHY
                     QLLTDEIIKNCPRISSNYEFGYATVDGPGIEVSAVTFHGSNDIEKIHNYLYSIGFTLD
                     RTEDSGEYWKSERSDKTVHIGVINSPKTTIVEVMK"
     gene            complement(2140437..2140925)
                     /locus_tag="YPA_1904"
     CDS             complement(2140437..2140925)
                     /locus_tag="YPA_1904"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13870.1"
                     /translation="MKRKVSISRMIKWRIKRGRHLHERYSIALAMMMRVARQFESMQA
                     SFPFNLVTDSGFSGEDLVSDLLGFYRVFSIPSPFEILRPVSKEEALKRWDYYGPIGSY
                     KNENFLSLLFPDPEKFRNSKPRLGYLPSFMQTVIPYNNFKSGNVGIASQDGVEVDTHF
                     LG"
     gene            complement(2141544..2142848)
                     /locus_tag="YPA_1905"
     CDS             complement(2141544..2142848)
                     /locus_tag="YPA_1905"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase"
                     /protein_id="ABG13871.1"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR002110"
                     /translation="MTTLKKKIVIIGGGAGGLELATSLGHKLGRSKKADIVLVDRNHS
                     HLWKPLLHEVATGSLDDGVDALSYLAHARNHYFNFQLGSLTGINRENKTISLAEICDE
                     HGDVLVTQRELSYDILVMALGSVSNDFGTPGVKDNCIFLDNPHQAHRFHNEMLNLFLK
                     YSAQPGEKGKVDIAIVGGGATGVELSAELHNAVKQLHSYGFEGLDNHALNVTLVEAGE
                     RILPALPPRISSAAHQELTKLGVRVLTKTMVTSADENGLNTKEGEFIHADLMVWAAGI
                     KAPDFMKDIAGLETNRINQLVVEPTLQTTRDPNIFAIGDCASCPQPSGGFVPPRAQSA
                     HQMASRCYSNILALLNGQSLKPYIYKDHGSLVSLSKFSTVGSLMGNLMRGSMMVEGRV
                     ARVVYISLYRMHQVALHGYTKTGLMMLVGGINRVIRPRLKLH"
     gene            complement(2143223..2143765)
                     /locus_tag="YPA_1906"
     CDS             complement(2143223..2143765)
                     /locus_tag="YPA_1906"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13872.1"
                     /translation="MIVYLHGFDSNSPGNHEKVLQLQFIDPDVRFISYSTLHPRHDMQ
                     YLLKEVDKAIQQGGDEKSLICGVGLGGFWAERIGFLCGIRQVAFNPNLYPQENMSGKI
                     DRPEEYIDIASKCIDGFREKNRDRCLVVLSRHDEMLDSQRTAGDLHPYYEIVWDDKQN
                     HKFKDLSPHLQRIKAFKTLG"
     gene            complement(2143893..2144912)
                     /locus_tag="YPA_1907"
     CDS             complement(2143893..2144912)
                     /locus_tag="YPA_1907"
                     /EC_number="3.2.1.52"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-N-acetylhexosaminidase. Glycosyl Hydrolase
                     family 3"
                     /protein_id="ABG13873.1"
                     /db_xref="InterPro:IPR001764"
                     /translation="MLDVASYELDAEEREILKHPLVGGLILFSRNFHDAEQLRELVRQ
                     IRAASHERLVVAVDQEGGRVQRFRDGFTRLPAAQYFAAINDAATAAQLAQEAGWLMAA
                     EMMAMDIDISFAPVLDIGHVSAAIGERSFHSDPQQARIMAECFIRGMHSAGMKTTGKH
                     FPGHGAVTADSHKETPHDNRPLAEIRTHDMVIFRELIQRKLLDAIMPAHVIYTEADAR
                     PASGSAYWLQEILRQELGFEGIIFSDDLSMEGAAIMGSYAERGQASLDAGCDMILVCN
                     NRQGAVSVLDNLSPIKADQLTRLYHSGQFDRQTLMASSRWQQANKALTALSERWDAHK
                     QTLGQ"
     gene            complement(2144995..2145861)
                     /locus_tag="YPA_1908"
     CDS             complement(2144995..2145861)
                     /locus_tag="YPA_1908"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13874.1"
                     /translation="MRLSNIDSSLSALIANINPAVKTADCHISPVSGLTGESWRITGP
                     GIDWLAREQSPHKSQLGVNRRRERKFLQHIAGNGLSPAVIAANQRWLVVNWLEGDVVT
                     NEQFIPLVNHGQLARLLARLHHLPASGYRLDLRAQIARYGALIDPTRRSPGGVRLQHD
                     FLRRPLPAITKIAPLHMDIHPGNLLTTPVGLKLIDWEYAADGDIALEIAALFRGNHWS
                     MLQQQAFLQDYCNNEHGYHDIARLSRQIQQWLPWVDYLMLMWFEVRWQQTADPIFLAW
                     AAPLRQRFNLSF"
     gene            complement(2145842..2146417)
                     /locus_tag="YPA_1909"
     CDS             complement(2145842..2146417)
                     /locus_tag="YPA_1909"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13875.1"
                     /translation="MKRYLSLALAALVLTGCVPPDSVTPTPPVTIEPVTPPDVEVPPP
                     VDTVPQPPKVQSIDWAVSVEPLVAQMVNSDEVATGSILLVDSVKNNTNGALQTAKATA
                     ALHQVLSSNKKFVLISPQQLGVAKQTLGLSEEDSFGSRSKAIGLARYVGAQYVLYSDV
                     SGDVKSPTIEMQLMQTQTGEIIWSGNAPVQY"
     sig_peptide     complement(2146349..2146417)
                     /locus_tag="YPA_1909"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.997) with cleavage site probability 0.827 at
                     residue 23"
     gene            complement(2146458..2146847)
                     /locus_tag="YPA_1910"
     CDS             complement(2146458..2146847)
                     /locus_tag="YPA_1910"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13876.1"
                     /db_xref="InterPro:IPR002453"
                     /translation="MRDLKTLLLPVILFACVTTLLGCSSPQGIAVNPQQTVVMDPSVL
                     TAGILASQPVISASSGKNVARSVLSNSRNIPAKIHYRFYWYDAQGLDVRPLEATRSIV
                     IAPGDDVAIQSINNNFNARSARLYLFL"
     sig_peptide     complement(2146755..2146847)
                     /locus_tag="YPA_1910"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.993) with cleavage site probability 0.697 at
                     residue 31"
     gene            complement(2146882..2147235)
                     /locus_tag="YPA_1911"
     CDS             complement(2146882..2147235)
                     /locus_tag="YPA_1911"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13877.1"
                     /db_xref="InterPro:IPR001310"
                     /translation="MAEETIFSKIIRREIPADVVYQDELVTAFRDIAPQAPTHILIIP
                     NVLIPTVNDVTAEHEAALGRMVTVAAKLAEQEGIAEDGYRLIINCNHHAGQVVYHIHM
                     HLVGGRELGPLLPHK"
     gene            complement(2147409..2148227)
                     /locus_tag="YPA_1912"
     CDS             complement(2147409..2148227)
                     /locus_tag="YPA_1912"
                     /EC_number="1.1.1.25"
                     /codon_start=1
                     /transl_table=11
                     /product="shikimate dehydrogenase"
                     /protein_id="ABG13878.1"
                     /translation="MTRYLNKDTTVCISLAARPSNFGTRFHNFLYDALDLDYLYKAFT
                     TNDLAAAIGGVRALGFRGCAISMPFKEAVIPMVDEMDPSAKAINSVNTLVNTGGYLKA
                     YNTDYIAIAKLLQEYQVPVDNVFALRGSGGMAKAVAFALKNAGFKQGYIIATNEKTGK
                     QLAEQSGYIYRPDMQNIQADMLINATPVGMAGGADADKLAFTETEVDRAKIVFDVVAL
                     PAVTPLIRYAQTQGKTVITGAEVFAIQAVEQFVLYTGIRPSQALFEQAAAYARG"
     gene            complement(2148670..2148834)
                     /locus_tag="YPA_1913"
     CDS             complement(2148670..2148834)
                     /locus_tag="YPA_1913"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13879.1"
                     /translation="MGRWWRYKWITFHPSLTGKNTARIQEYIKHQLEEDKMGEQLSIP
                     YPGSPFTGRK"
     gene            complement(2148850..2149629)
                     /locus_tag="YPA_1914"
     CDS             complement(2148850..2149629)
                     /locus_tag="YPA_1914"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13880.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2149629..2150651)
                     /locus_tag="YPA_1915"
     CDS             complement(2149629..2150651)
                     /locus_tag="YPA_1915"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13881.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(2150665..2151087)
                     /locus_tag="YPA_1916"
     CDS             complement(2150665..2151087)
                     /locus_tag="YPA_1916"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG13882.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGNVTNGAIVIHTQRLKSDPGGNLLS"
     gene            complement(2151277..2152710)
                     /locus_tag="YPA_1917"
     CDS             complement(2151277..2152710)
                     /locus_tag="YPA_1917"
                     /EC_number="2.7.1.69"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, glucose-specific IIBC component"
                     /protein_id="ABG13883.1"
                     /db_xref="InterPro:IPR001996"
                     /db_xref="InterPro:IPR004719"
                     /db_xref="InterPro:IPR011299"
                     /db_xref="InterPro:IPR011535"
                     /translation="MFKNAFANLQKVGKSLMLPVSVLPIAGILLGVGSANFSWLPSVV
                     SHVMAEAGGSVFANMPLIFAIGVALGFTNNDGVSALAAVVAYGIMVKTMAVVAPLVLH
                     LPAEEIATKHLADTGVLGGIIAGSVAAYMFNRFYRIQLPEYLGFFAGKRFVPIISGFT
                     AIFLGILLSFIWPPIGKAIQIFSEWAAYQNSVVAFGIYGVVERSLVPFGLHHIWNVPF
                     QMQIGEYTNAAGQVFNGDIPRYMVGDPTAGKLSGGFLFKMYGLPAAAIAIWHSAKPEN
                     RAKVGGIMISAALTSFLTGITEPIEFSFMFVAPILYFIHAILAGLAFPICILLGMRDG
                     TSFSHGLIDFVVLSGNSSRIWLFPLVGICYGLVYYTIFRVLITKLNLKTPGREDSSTE
                     QSVQGGTEMSAALVEAFGGKDNITNLDACITRLRVSVADVSKVDQAGLKKLGAAGVVV
                     AGSGVQAIFGTKSDNLKTDMDEYIRNH"
     gene            complement(2153016..2153825)
                     /locus_tag="YPA_1918"
     CDS             complement(2153016..2153825)
                     /locus_tag="YPA_1918"
                     /codon_start=1
                     /transl_table=11
                     /product="putative deoxyribonuclease"
                     /protein_id="ABG13884.1"
                     /db_xref="InterPro:IPR001130"
                     /translation="MLLVDSHCHLDSLDYQTLHSSVDDVLAKANARDVGFILAVATTL
                     PGFTAMTALIGERKNVAFSCGVHPLNLDGGYDFQQLRELAAGTHVVAMGETGLDYFYQ
                     QDNIPLQQASFREHIRIGRELNKPVIVHTRDAREDTLSILREEQAQDCGGVLHCFTED
                     KATAATLLDLGFYISFSGIVTFRNAEQLRDVARYVPLDRLLVETDSPYLAPVPHRGKE
                     NQPAYVRDVAEYMAVLKGVSLESLAEATTANFCRLFHLDPSTLSSEKRPLP"
     gene            complement(2153840..2154862)
                     /locus_tag="YPA_1919"
     CDS             complement(2153840..2154862)
                     /locus_tag="YPA_1919"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, delta prime subunit"
                     /protein_id="ABG13885.1"
                     /db_xref="InterPro:IPR000862"
                     /db_xref="InterPro:IPR004622"
                     /translation="MNWYPWLNAPYRQLVGQHSTGRGHHALLLHSLPGNGEDALIYAL
                     SRWLMCQQRQGEKSCGECHSCRLMLAGNHPDWYVLTPEKGKSSIGVELVRQLIDKLYS
                     HAQQGGAKVVWLPHAEVLTDAAANALLKTLEEPPEKTYFLLDCHQPASLLATLRSRCF
                     YWYLACPDTAICLQWLNLQWRKRQIPVEPVAMLAALKLSEGAPLAAERLLQPERWSIR
                     SALCSGLREALNRSDLLSLLPQLNHDDAAERLQWLSSLLLDALKWQQGAGEFAVNQDQ
                     LPLVQQLAHIAATPVLLQLAKQLAHCRHQLLSVVGVNRELLLTEQLLSWETALSTGTY
                     STLPSL"
     gene            complement(2154862..2155500)
                     /locus_tag="YPA_1920"
     CDS             complement(2154862..2155500)
                     /locus_tag="YPA_1920"
                     /EC_number="2.7.4.9"
                     /codon_start=1
                     /transl_table=11
                     /product="thymidylate kinase"
                     /protein_id="ABG13886.1"
                     /db_xref="InterPro:IPR000062"
                     /translation="MNSKFIVIEGLEGAGKTTTRDTVVAVLRAQGINDIVFTREPGGT
                     PLAEKLRDLIKQGIDGEVLTDKAEVLMLYAARVQLVENVIKPALARGSWVVGDRHDLS
                     SQAYQGGGRGIDSQLMASLRDTVLGEFRPDLTLYLDLPPAVGLARARARGELDRIEQE
                     SLAFFERTRARYLELAASDASIKTIDASQPIEQVSASISQALAQWLTNQEPV"
     gene            complement(2155490..2156515)
                     /locus_tag="YPA_1921"
     CDS             complement(2155490..2156515)
                     /locus_tag="YPA_1921"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13887.1"
                     /db_xref="InterPro:IPR003770"
                     /translation="MKRKSTKALILFVVICLGLLLLGYQKVQDFARQPLAIKQETYFT
                     LPAGTGRVALENLLLRDHVIANTGLFPWLLRIEPELANFKAGTYRFTPGMTVREMLEL
                     LVSGKEAQFTVRFIEGKRLRDWLDELQQSKYIKHVLEGKTDAEIAQLLGLKESEHPEG
                     WLYPDTYSYTAGTTDLTLLKRAHQRMEETVAEIWQGRDDGLPYKTPSDLVTMASIIEK
                     ETAVNEERDKVASVFINRLRLGMRLQTDPTVIYGMGEKYNGNITRKDLDTPTPYNTYV
                     ISGLPPTPIAMPGLASLTAAAHPAQTPYLYFVADGKGGHTFTTNLASHNQAVRVYRQS
                     LKDKNEQ"
     sig_peptide     complement(2156444..2156515)
                     /locus_tag="YPA_1921"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.991) with cleavage site probability 0.598 at
                     residue 24"
     gene            complement(2156784..2157590)
                     /locus_tag="YPA_1922"
     CDS             complement(2156784..2157590)
                     /locus_tag="YPA_1922"
                     /EC_number="4.1.3.38"
                     /codon_start=1
                     /transl_table=11
                     /product="aminodeoxychorismate lyase apoprotein"
                     /protein_id="ABG13888.1"
                     /db_xref="InterPro:IPR001544"
                     /translation="MFWINGVEQNLISASDRSVQFGDGCFTTARVSDGRVVWLDQHVL
                     RLQRATERLLLPTVNWKILTKEMVEAASHTESGVLKVIISRGSGGRGYSGTACQHPTR
                     IISLSDYPAHYSTWRDRGISLALSPVPLARNPLLAGIKHLNRLEQVLIRAHLEQTEAD
                     EAVVLDTAGQLVECCAANLFWRKGNQVCTPDLSHSGVDGIMRQRIIACLAAHNMPVEI
                     VVQPLNVLADADEVIVCNALMPVLPVNKVGKWVYKSRVLFDLLNLHCCDI"
     gene            complement(2158006..2158464)
                     /locus_tag="YPA_1923"
     CDS             complement(2158006..2158464)
                     /locus_tag="YPA_1923"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG13889.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2158664..2159905)
                     /locus_tag="YPA_1924"
     CDS             complement(2158664..2159905)
                     /locus_tag="YPA_1924"
                     /EC_number="2.3.1.41"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-protein] synthase II"
                     /protein_id="ABG13890.1"
                     /db_xref="InterPro:IPR000794"
                     /translation="MSKRRVVVTGLGMLSPVGNTVESTWKAVLAGQSGISLIDHFDTS
                     AYATRFAGLVKDFNCEDYISRKDARKMDAFIQYGVAAGMQAMQDAGLDITEANASRIG
                     AAIGSGIGGLGLIEENHTALVNGGPRKISPFFVPSTIVNMIAGHLTIMYGLRGPSISI
                     ATACTSGVHNIGHAARIIAYNDADVMVAGGAEKASTPLGVGGFGAARALSTRNDNPQA
                     ASRPWDKDRDGFVLGDGAGMMVLEEYEHAKKRGAKIYAEVVGFGMSSDAYHMTSPPED
                     GSGAALAMVNALRDAGITTSQIGYINAHGTSTPAGDKAETQAVKSVFGEDAYKVMVSS
                     TKSMTGHLLGAAGAVESIFTVLALRDQAIPATINLDNPDEGCDLDYVPHDARQVKDME
                     YTLCNSFGFGGTNGSLVFRKV"
     sig_peptide     complement(2159843..2159905)
                     /locus_tag="YPA_1924"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.876) with cleavage site probability 0.785 at
                     residue 21"
     gene            complement(2160000..2160236)
                     /locus_tag="YPA_1925"
     CDS             complement(2160000..2160236)
                     /locus_tag="YPA_1925"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl carrier protein"
                     /protein_id="ABG13891.1"
                     /db_xref="InterPro:IPR003231"
                     /db_xref="InterPro:IPR006162"
                     /db_xref="InterPro:IPR006163"
                     /translation="MSTIEERVKKIIVEQLGVKEDEVKNSASFVEDLGADSLDTVELV
                     MALEEEFDTEIPDEEAEKITTVQAAIDFINANQQ"
     gene            complement(2160390..2161124)
                     /locus_tag="YPA_1926"
     CDS             complement(2160390..2161124)
                     /locus_tag="YPA_1926"
                     /EC_number="1.1.1.100"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-protein] reductase"
                     /protein_id="ABG13892.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /db_xref="InterPro:IPR011284"
                     /translation="MSFEGKIALVTGASRGIGRAIAELLVERGACVIGTATSEKGAEA
                     ISAYLGENGKGLMLNVVDPTSIDTVLATIRAEFGEVDILVNNAGITRDNLLMRMKDDE
                     WQDIIDTNLTSVFRLSKAVMRAMMKKRFGRIITIGSVVGTMGNAGQVNYAAAKAGVIG
                     FSKSLAREVASRGITVNVVAPGFIETDMTRTLTDDQRAGILAQVPANRLGDAKEIASA
                     VAFLASDEASYISGETLHVNGGMYMI"
     gene            complement(2161138..2162067)
                     /locus_tag="YPA_1927"
     CDS             complement(2161138..2162067)
                     /locus_tag="YPA_1927"
                     /EC_number="2.3.1.39"
                     /codon_start=1
                     /transl_table=11
                     /product="[Acyl-carrier-protein] S-malonyltransferase"
                     /protein_id="ABG13893.1"
                     /db_xref="InterPro:IPR004410"
                     /translation="MSKFAMVFPGQGSQSLGMLADLAAQFPIVEATFSEASSVLGYDL
                     WQLVQQGPAEELNKTWQTQPALLTASVAIWRIWQHQGGKLPSLMAGHSLGEYSALVCA
                     GVLDFKQAVSLVELRGKLMQEAVPEGTGAMYAIIGLDNESIAKACEESAQGQVVSPVN
                     FNSPGQVVIAGNKDAVERAGAACKAAGAKRALPLPVSVPSHCALMKPAADKLAVALEK
                     IDFQEPLFPVVNNVDVKAEVSPVAIRSALVRQLYNPVRWTESVEFIAAEGVELLLEIG
                     PGKVLTGLTKRIVDSLAAAAVNDVVTLNSALEH"
     gene            complement(2162105..2163055)
                     /locus_tag="YPA_1928"
     CDS             complement(2162105..2163055)
                     /locus_tag="YPA_1928"
                     /EC_number="2.3.1.41"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-protein] synthase III"
                     /protein_id="ABG13894.1"
                     /db_xref="InterPro:IPR004655"
                     /translation="MYTKILGTGSYLPVQVRSNADLEKMVDTSDEWIVTRTGIRERRI
                     AGLDETVATMGFQAAEKALEMAGIDKDDIGLIIVATTSSSHAFPSSACQVQRMLGIKD
                     AASFDLAAACAGFTYALSVADQYVKSGAVKHAIVIGSDVLSRALDPEDRGTIILFGDG
                     AGAVVLGASEQPGIMSTHLHADGRYGELLALPYPDRQQDQPAYVTMAGNEVFKVAVTE
                     LAHIVDETLQANNLDRTALDWLVPHQANLRIISATAKKLGMGMDKVVITLDRHGNTSA
                     ASVPSAFDEAVRDGRIQRGQLVLLEAFGGGFTWGSALVRF"
     gene            complement(2163062..2164096)
                     /locus_tag="YPA_1929"
     CDS             complement(2163062..2164096)
                     /locus_tag="YPA_1929"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate:acyl-[acyl carrier protein]
                     acyltransferase"
                     /protein_id="ABG13895.1"
                     /db_xref="InterPro:IPR003664"
                     /translation="MACLTLALDAMGGDFGPCVTVPASLQALASNPQLKLLLVGNPDT
                     ITPLLANADSLLLERLQVIPAEHVIASDAKPSQAIRASRGTSMRVALELVKNGEAAAC
                     VSAGNTGALMGLAKMMIKPLEGIARPALMTVIPNQRRSKTVVLDLGANVECDSTMLVQ
                     FAVMGSVMAEEVVGIVEPRVALLNIGEEENKGLDNIREAAAVLKNTPAINYIGYLEGN
                     DLLTGKTDVMVCDGFVGNVTLKTMEGVIRMFLSLLKPSGEGSKQSWWLKLIGRWLQKR
                     VAKRFGHLNPDQYNGACLLGLRGIVIKSHGAANQRAFAVAIEQAVQAVQRQVPERIAA
                     RLEAVLPKSD"
     gene            complement(2164130..2164297)
                     /locus_tag="YPA_1930"
     CDS             complement(2164130..2164297)
                     /locus_tag="YPA_1930"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L32P"
                     /protein_id="ABG13896.1"
                     /db_xref="InterPro:IPR005718"
                     /translation="MAVQQNKPTRSKRGMRRSHDALTTATLSVDKTSGETHLRHHITA
                     DGFYRGRKVIG"
     gene            complement(2164310..2164834)
                     /locus_tag="YPA_1931"
     CDS             complement(2164310..2164834)
                     /locus_tag="YPA_1931"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13897.1"
                     /translation="MQKVKLPLTIDAVRTAQKRLDYAGIYSPEQVTRVADSVVSVDSD
                     VVASLSFNIDNQRLAVITGHADVDVTLMCQRCNGTFAHHVHTTYCFSPIVNDEQAEAL
                     PEAYEPIEVDEFGEVDLLAMIEDEIILSLPVVPVHDSEHCEVSEADMVFGKLPAEVEK
                     PNPFAVLASLKKSN"
     gene            2164964..2165572
                     /locus_tag="YPA_1932"
     CDS             2164964..2165572
                     /locus_tag="YPA_1932"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13898.1"
                     /db_xref="InterPro:IPR003697"
                     /translation="MENIMPQLVLASTSSYRRALLEKLQLPFITDAPETDETPHAGES
                     TEALVQRLASAKAQALAGRYPQHLIIGSDQVCVIDGKITGKPLQYSTAVKQLQQASGQ
                     CVTFYTGLTLLNTANNSINCTCETFDVYFRTLSQAEIDGYLLREQPWNCAGSFKSEGL
                     GITLFERLAGRDPNTLIGLPLIALTQMLIEQGVNPLTVKPVE"
     gene            complement(2165727..2166185)
                     /locus_tag="YPA_1933"
     CDS             complement(2165727..2166185)
                     /locus_tag="YPA_1933"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG13899.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2166405..2167367)
                     /locus_tag="YPA_1934"
     CDS             complement(2166405..2167367)
                     /locus_tag="YPA_1934"
                     /EC_number="5.4.99.-"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal large subunit pseudouridine synthase
                     C"
                     /protein_id="ABG13900.1"
                     /db_xref="InterPro:IPR002942"
                     /db_xref="InterPro:IPR006145"
                     /db_xref="InterPro:IPR006224"
                     /db_xref="InterPro:IPR006225"
                     /translation="MKTNNPVVQLITISADEAGQRIDNFLLAKLKGVPKSMIYRIVRK
                     GEVRVNKGRIKPEYKLADGDVVRVPPVRVAEREEVQVSAKLDKVAALADCILFEDDYL
                     LVLNKPSGTAVHGGSGLSFGVIEGLRALRPEARFLELVHRLDRDTSGVLLVAKKRSAL
                     RSLHEQLRLKSMQKDYLALVRGQWQSHCKAIQAPLLKNIMQSGERVVKVSSEGKPSET
                     RFKIEERFEHATLVKASPVTGRTHQIRVHALHAGHPIAFDDRYGYREFDQQLQGTGLH
                     RLFLHAAALRFEHPNTGETMRIEAPLDNQLRHCLLALRKNATVK"
     misc_feature    2167579..2167916
                     /note="YPA_r054; 5' UTR element of RNase E gene"
     gene            2167942..2171607
                     /locus_tag="YPA_1935"
     CDS             2167942..2171607
                     /locus_tag="YPA_1935"
                     /EC_number="3.1.4.-"
                     /codon_start=1
                     /transl_table=11
                     /product="RNAse E"
                     /protein_id="ABG13901.1"
                     /db_xref="InterPro:IPR003029"
                     /db_xref="InterPro:IPR004659"
                     /translation="MKRMLINATQQEELRVALVDGQRLYDLDIESPGHEQKKANIYKG
                     KITRIEPSLEAAFVDYGAERHGFLPLKEISREYFPNNYSSHGRPNIKDVLREGQEVIV
                     QVDKEERGNKGAALTTFISLAGSYLVLMPNNPRAGGISRRIEGDDRTELKEALSSLQL
                     PDGMGLIVRTAGVGKSADALQWDLSFRLKHWDAIKKAAEGRPAPFLIHQESNVIVRAF
                     RDYLRPDIGEILIDNPKVLELAKEHIAALGRPDFSSKIKLYSGEIPLFSHYQIESQIE
                     SAFQREVRLPSGGSIVIDTTEALTAIDINSARATRGGDIEETAFNTNLEAADEIARQL
                     RLRDLGGLIVIDFIDMTPVRHQREVENRLRDAVRQDRARIQIGRISRFGLLEMSRQRL
                     SPSLGESSHHVCPRCSGTGTVRDNESLSLSILRLIEEEALKENTHEVHAIVPVQIASY
                     LLNEKRESVNAIEKRQGGVRAVIVPNDQMQTPHYSVLRVRKGEEVPSLSYLLPQLHEA
                     EMAQPLEEATIERKRPEQPALATFSLPTEVPPEEAPTVAKAKPAVATPAAVSTDVEQP
                     GFFSRLFSGLKNMFGASAEAEVQPAEVVKTDTSENRRNDRRNPRRQNNGRKERNDRTP
                     REGRDNSSRDNTNRDNTNRDNTSRDNANRDGANRDNSNRDNSGRDNVSREGREDQRRN
                     NRRPAQPTTTSQGQTEVVEADKAQREEQPQRRGDRQRRRQDEKRQAPQEIKADVAEAP
                     VIEEVQPEQEERQQVMQRRQRRQLNQKVRIQSANDELNTLESPVSAPVAQVVVAEVQE
                     EVKLLPQITAQTDDDSANERTTNNENGMPRRSRRSPRHLRVSGQRRRRYRDERYPAQS
                     AMPLAGAFASPEMASGKVWVRYPVTPVVEQVVVEQIAIEQTTTVEQTAIVEQVSVANI
                     VTAQLPVEQVQNTVAEQESSATPSVMTTPTVAVATAAVTLAPQHKPGGSSSSAAAVPG
                     RAPIVAAVPVVAETTAAETVVAKTEAAIDAVAVVEPMAAVESIAAVETATVEPVVTEE
                     PNVTEPAVAEPAIETDPVEETTSVVEIAPTVEPTPMIEDTAVVVAATVVDTTPETAST
                     VQDDIVEETAVEAVNISETVAEETAITEPAAEAIATQQTTIAQETIAEPTVETAIDVV
                     AVVKQPAVAHPEGVVFKHFASAPMTKAPAPDYAPESPTKGHWERPTFDFSGKGSAGGH
                     AAATQATAPATKPQSVE"
     gene            2171702..2171935
                     /locus_tag="YPA_1936"
     CDS             2171702..2171935
                     /locus_tag="YPA_1936"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13902.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSARIPATAIRPKHCYATTAKSS"
     gene            2172007..2172909
                     /locus_tag="YPA_1937"
     CDS             2172007..2172909
                     /locus_tag="YPA_1937"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG13903.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKE
                     QVAEWQNRQLDALYPIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAE
                     NEGAKFWLSVLTELKNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSL
                     KYVSWKDYKAVTSGLKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNT
                     FFGYPPDIRKAIYTTNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSM
                     PIQNWRLAMSRFIIEFGDRLSDHL"
     gene            complement(2172976..2173092)
                     /locus_tag="YPA_1938"
     CDS             complement(2172976..2173092)
                     /locus_tag="YPA_1938"
                     /note="Yersinia enterocolitica; similar to M29945"
                     /codon_start=1
                     /transl_table=11
                     /product="ORF 2; putative"
                     /protein_id="ABG13904.1"
                     /translation="MDESIHYYNNERIKVKLNGLSPVQYRTQAMSTARESVQ"
     gene            complement(2173186..2173473)
                     /locus_tag="YPA_1939"
     CDS             complement(2173186..2173473)
                     /locus_tag="YPA_1939"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13905.1"
                     /translation="MEIRVIASIVAKTEFIEEVKAALHQIIEPSREEKGNLQYDLHTE
                     SEQKGSFVFFERWASDEALEKHNKTEHFKQLVKAIDGKLESLEIKKVKQIA"
     gene            2173708..2174754
                     /locus_tag="YPA_1940"
     CDS             2173708..2174754
                     /locus_tag="YPA_1940"
                     /EC_number="3.5.2.3"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydroorotase"
                     /protein_id="ABG13906.1"
                     /db_xref="InterPro:IPR002195"
                     /db_xref="InterPro:IPR004721"
                     /translation="MTAQPQTLKIRRPDDWHIHLRDDEMLSTVLPYTSEVFARAIVMP
                     NLAQPITTVASAIAYRERILAAVPAGHKFTPLMTCYLTNSLDAKELTTGFEQGVFTAA
                     KLYPANATTNSTHGVSDIPAIYPLFEQMQKIGMPLLIHGEVTDAAVDIFDREARFIDQ
                     ILEPIRQKFPELKIVFEHITTKDAADYVLAGNRFLGATVTPQHLMFNRNHMLVGGIRP
                     HLFCLPILKRSTHQQALRAAVASGSDRFFLGTDSAPHAKHRKESSCGCAGVFNAPAAL
                     PAYASVFEELNALQHLEAFCALNGPRFYGLPVNDDVVELVRTPFLQPEEIPLGNESVI
                     PFLAGQTLNWSVKR"
     gene            2175067..2175312
                     /locus_tag="YPA_1941"
     CDS             2175067..2175312
                     /locus_tag="YPA_1941"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-damage-inducible protein I"
                     /protein_id="ABG13907.1"
                     /translation="MRVEVSIDKKNQLPAGAIEALTQELTKRLNTKFPDTATAVQVRY
                     ASANNLSVLGGAKTDKDVISEILQEIWESADDWFDAE"
     gene            2175818..2176114
                     /locus_tag="YPA_1942"
     CDS             2175818..2176114
                     /locus_tag="YPA_1942"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13908.1"
                     /translation="MDRNNEVIQTHPVVGWDISTVDVYDAMMIRLHYLSSMDQPQEDA
                     LVDRTLWLTTDVARQLINILEAGIAKIESSESLSIILCNCHRIKGDRSGGHRTR"
     gene            complement(2176077..2176604)
                     /locus_tag="YPA_1943"
     CDS             complement(2176077..2176604)
                     /locus_tag="YPA_1943"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG13909.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MPCVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYK
                     AVTSGLKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIR
                     KAIYTTNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAM
                     SRFIIEFGDRLSDHL"
     gene            complement(2176474..2177286)
                     /locus_tag="YPA_1944"
     CDS             complement(2176474..2177286)
                     /locus_tag="YPA_1944"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG13910.1"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIALRGWPEGVPGCDKQCLSADSHPAVHHPYGTQQPEICVMEGL"
     gene            2177647..2178762
                     /locus_tag="YPA_1945"
     CDS             2177647..2178762
                     /locus_tag="YPA_1945"
                     /EC_number="1.5.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sarcosine oxidase"
                     /protein_id="ABG13911.1"
                     /db_xref="InterPro:IPR000205"
                     /translation="MDYDLIVIGSGSVGSAAGYYASQAGLNVLMIDSAMPPHQAGSHH
                     GETRIMRHAYGEGEKYVPLVLRAQALWDQLAAQTGEKLFQACGVINLGPDNSTFLQNV
                     QRSAQQYDLPVETLNSTQIREKWPVFTVPDNYIAVFEPQSGYLRSELAVKTLIKAVTE
                     AGCGILFNCPVTAIESHQAGVDVVTIDGTYSATKVVVTAGTWVKELLPTLPVTPVRKV
                     FSWHQADGRYSEANHFPAFTVEMPDNILYYGFPAQNDALKLGKHHGGQLIESAAQRKP
                     FGRYAEDGTEVFSFLRHFLPGVGVCLRGEACSYDMSPDEDFIIDTLPEDERVMVVSGL
                     SGHGFKFATALGEVAALFAQDKPSPIDISAFSLARFR"
     gene            complement(2179207..2180415)
                     /locus_tag="YPA_1946"
     CDS             complement(2179207..2180415)
                     /locus_tag="YPA_1946"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG13912.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            2180544..2180936
                     /locus_tag="YPA_1947"
     CDS             2180544..2180936
                     /locus_tag="YPA_1947"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LuxR-family regulatory protein"
                     /protein_id="ABG13913.1"
                     /db_xref="InterPro:IPR000792"
                     /translation="MLAQFIHYCTRAKVYIYLDASYPFSETPIPLTESVSILAKKHLP
                     NLLRRLPGFSLERLGIQPNQQASLFSPQEHKVMCYWMTEMPNYRIARKLNISGSTVYS
                     HKRHITEKIKVRNRLELCFIYNVFKYLY"
     gene            complement(2181508..2182566)
                     /locus_tag="YPA_1948"
     CDS             complement(2181508..2182566)
                     /locus_tag="YPA_1948"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13914.1"
                     /translation="MTTPVVSNQGLRLVAMLAMLVVIMAGIKAASPIVVPFLLAIFLA
                     IVLNPLVKLLERIKIPRTLAVILLVTIIILLMVLLFGRLGSSLNEFARSLPQYRGMML
                     EKMRDLQEFALHFNIEFSVDDIMKYVDPSMAMNFVTRLLSHLSGAMTSTFLLLMTVVF
                     MLFEVERMPYKVQLMFDNPEKGNAILKRALNGVTHYLVIKTIISIATGIVIWLFLAAM
                     GVRFAFLWGLLAFVLNYIPNIGSVLAAIPPIIQALLFNGFADAFAVTGGYILINLIGG
                     NIIDPRMMGRGLGLSTLVVFLSLIFWGWLLGPVGMLLSVPLTIIAKIVLELTPAGYRF
                     AVLLSDGKPAKVEEEQAL"
     sig_peptide     complement(2182477..2182566)
                     /locus_tag="YPA_1948"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.872) with cleavage site probability 0.843 at
                     residue 30"
     gene            complement(2182715..2183500)
                     /locus_tag="YPA_1949"
     CDS             complement(2182715..2183500)
                     /locus_tag="YPA_1949"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13915.1"
                     /db_xref="InterPro:IPR001763"
                     /translation="MNVAHEDDGKSFWVLRLKVRERIVADGIDDDSFDPANIGHYLKA
                     DQVNQMIDDPDTLFVDMRNHYEYEVGHFENAIEVPSDTFREQLPMAVDMLQHDKEKNI
                     VMYCTGGIRCEKASAYMLHNGFKNVYHVEGGIIEYARKAKEQGLPLKFIGKNFVFDER
                     MGERISDDVIAHCHQCGTPCDAHTNCKNDGCHLLFIQCPVCAAKFEGCCSQICQEELK
                     LPQEEQRSRRAGRENGIKIFNKSKGLLQATMHIPSPEKSADEK"
     gene            complement(2183579..2183782)
                     /locus_tag="YPA_1950"
     CDS             complement(2183579..2183782)
                     /locus_tag="YPA_1950"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13916.1"
                     /translation="MPVLHNRISNEELKARMLAETEPRTTVSFYKYFTLEDAKTFRDN
                     LYSQFVKLGVFGRVYVAKEGINA"
     gene            complement(2184141..2184545)
                     /locus_tag="YPA_1951"
     CDS             complement(2184141..2184545)
                     /locus_tag="YPA_1951"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13917.1"
                     /translation="MHNTLSNKAGGRDRLSWILISVCRSSAVDHPVYVVSLFQIEPLR
                     FVSSLNTLLTTRDLLFGYRHFPMYKLSSLIFIRGWTMQAAKLSAGLLATGGILGYGGA
                     YWQMASLLIVAGIALLAGLITSGFTDHDYRCK"
     gene            complement(2184635..2184796)
                     /locus_tag="YPA_1952"
     CDS             complement(2184635..2184796)
                     /locus_tag="YPA_1952"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13918.1"
                     /translation="MSGAVASGFDKKSTVAHFLCSTAGVTSPWPVRKITAQRTVLFTY
                     LRIDLRAIH"
     gene            complement(2184833..2185510)
                     /locus_tag="YPA_1953"
     CDS             complement(2184833..2185510)
                     /locus_tag="YPA_1953"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13919.1"
                     /translation="MDRSPSLFTSKKFVFFGATFCCLLWGSAYPAIKNGYQLFNISPD
                     DIPSKMVFAGYRFLLAGLVLLLFALASGKAIGRLKKGQYQQIAILGLTQTALQYVFFY
                     IGLAYTTGVKGSIMNATGTFFSVLLAHYLYKNDRLTLNKIIGCALGFVGVMVVNVGSD
                     LMDFNFSLLGEGSVVLAAFILSAASIYGKRISQTMDTTVMTGYQLAIGGLVLTLGGYL
                     FVFGLGQ"
     gene            2185941..2186585
                     /locus_tag="YPA_1954"
     CDS             2185941..2186585
                     /locus_tag="YPA_1954"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acylhomoserine lactone synthase YpeI"
                     /protein_id="ABG13920.1"
                     /db_xref="InterPro:IPR001690"
                     /translation="MLKVFNVNFDRMSENKLDEIFTLRKITFKDRLDWKVTCIDGKES
                     DQYDDENTNYLLGTIDDTLVCSVRFVEMQYPTMITGPFAPYFRDLDLPIDGFIESSRF
                     FVEKALARDKLGNNGSLSAILFLSMVNYARNRGYKGILTVVSRGMYTILKRSGWGITV
                     INQGESEKNEVIYLLHLSIDSNSQQQLIRKIQRVHNIDTHTLASWPLVVPSMTK"
     gene            complement(2186578..2187315)
                     /locus_tag="YPA_1955"
     CDS             complement(2186578..2187315)
                     /locus_tag="YPA_1955"
                     /codon_start=1
                     /transl_table=11
                     /product="quorum-sensing transcriptional activator YpeR"
                     /protein_id="ABG13921.1"
                     /db_xref="InterPro:IPR000792"
                     /translation="MIINFFDNESINEDIKNYIQRRIKAYGNIRYSYLLMNKKVPLHP
                     AIISNYPLDWVKKYKKNSYHLIDPVILTAKGKVAPFAWDDNSVINIKSTDSAVFNLAR
                     EYNIVNGYTFVLHDNNNNMATLNVSSGDDDSIFFDESIEVNKEKIQMLLIFIHDKMLG
                     LYNKSHHENNTLNKKENKREIFSPRENEILYWASVGKTYSEIAIILGIKKSTVKFHIG
                     NIVRKLGVLNAKHAIRLGIELQLIKPI"
     gene            complement(2187802..2188728)
                     /locus_tag="YPA_1956"
     CDS             complement(2187802..2188728)
                     /locus_tag="YPA_1956"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysR-family transcriptional regulator"
                     /protein_id="ABG13922.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MRKLPSLRMLRVFEEACHTLSFSKAAEALFMTQSAASRQIKQLE
                     NFLGKSLFIRGHRGLELTQDEMTMLPIVRQSLDLLEEGVKHVQLSNPLQHLRLQVAPT
                     FATRWLAPRLVTLLQRNSQLQIALISEIRQKYCDFDSAIRFGDIRRDLSNGHLLCYEQ
                     LCLVASPLVMQQGRFPPLTALPQLHILNGDSRLTNWQQWLDAAQITVAAGHNALEFST
                     QDQVISACTTGAGYAVLDILMISHELDNGLLRQVLPLTVTSTHGYWLEIPQDKGHSPR
                     VIIFQEWLQRELKRDIAKRYSKGEAKPLPAVL"
     gene            2189176..2190534
                     /locus_tag="YPA_1957"
     CDS             2189176..2190534
                     /locus_tag="YPA_1957"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transporter protein"
                     /protein_id="ABG13923.1"
                     /db_xref="InterPro:IPR005829"
                     /db_xref="InterPro:IPR007114"
                     /translation="MQTLPSEKIRMDDVPLNRFHIRIAGLTFGAHFIDGYILGLIGFA
                     LIQLKPIMALTPLWEGLLGSAALIGLFLGSLILGWISDYIGRQKIFSFSFVIITLASA
                     LQFFASTPEQLFILRVIVGIGIGGDYSVGHTLLAEFSPRKHRGVLLGAFSVIWTFGYV
                     SASFVGHYLSMVSPEAWRWLLSSAALPALLILLVRIGTPESPRWLMGKGREDDAMAIV
                     HKYFGPNVTLIDEEPATSTRRFLSLFGRKYWRRTAFNSLFFVCLVIPYFAIYTFLPSI
                     LNVMALSQNFATDLLLNGLLVVGALVGIVLTAFCSRRSFLISSFIFLATCLLLLSILP
                     SNQTFWLIALFAAFTLVMSAVSNLVGVFPAESFPTEVRSMGVGFATSMSRLGSAIGTS
                     LLPLAIVNYGMPVTTTLLAFVLIIGAIVSIAWAPETKGLTLVDASQSATTPRPPSSII
                     PN"
     gene            2190581..2191084
                     /locus_tag="YPA_1958"
     CDS             2190581..2191084
                     /locus_tag="YPA_1958"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13924.1"
                     /translation="MQMYIGEGFAGNGVNAAHINIMIGPRDGVVGQAFAASLASPSQG
                     HYPFIVVIKPNVAAKPMTLYVNKAEIRSELHGRATWGASQAAVAKAVAEALLANLFPP
                     EAEDDWCIITANWVNIDCDDIDEVYRNNYRACTTALHAAMAKTPKRDQLTHALTQLSN
                     PFFTPKA"
     gene            2191095..2192114
                     /locus_tag="YPA_1959"
     CDS             2191095..2192114
                     /locus_tag="YPA_1959"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG13925.1"
                     /db_xref="InterPro:IPR001395"
                     /translation="MDYIKLGHCGLQVSRLCLGTMNMGSKQWKPWVFDKAESTPLIKH
                     ALDCGINFIDLADFYSAGVGEEVVGRIVKNLMSRDELVLTTKVGYPIGHGPNNQGHSR
                     KHIMASIDASLKRLGTDYIDIYMLHYFDINTPVEETWSAMNDIIHSGKARYTGVSTMF
                     TWQLSKILWCCERNGFAKPINMQLQLNCAYREEEREMIPQCRDQGLGISAFSPLARGL
                     LSCDFSSVRNKTDFFTQEMYADVTSLNIAQSVERVAKNRGITPAQVAQAWVLNHPGTD
                     CMLVGADTIEQINSAVTALRISLNAEEHFELERNYTPCDVINDYTAGQRIAREARPPS
                     GIFAP"
     gene            complement(2192192..2192746)
                     /locus_tag="YPA_1960"
     CDS             complement(2192192..2192746)
                     /locus_tag="YPA_1960"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR-associated protein, Csy4 family"
                     /protein_id="ABG13926.1"
                     /translation="MDHYLDIRVLPDPEFSAQTLLEALFAKLHRALVATIPGRVGVSF
                     PTAGKTLGSQLRLHGSRGDLLELQSAGWLKGLQDYCECSEILPVPADVKHRTIRRVQV
                     KSSAQRLRRRSVSKGWLTEEQARLRIPDSHDKRCDLPFLRLKSRSSEQYFLLFIEQGT
                     LQASATTGEFSAYGLSVNATIPWF"
     gene            complement(2192757..2193761)
                     /locus_tag="YPA_1961"
     CDS             complement(2192757..2193761)
                     /locus_tag="YPA_1961"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR-associated protein, Csy3 family"
                     /protein_id="ABG13927.1"
                     /translation="MAKATIKTASVLAFERKLSNSDAMMYAGNWGQTDNWQPIIIKEK
                     AVRGTISNRLKNALASDPAKLDAEIQKANLQRVDVAALPFDTDTLKMSFTLRVLGNLA
                     TPSVCNDQEYQAELASVINGYISEQSFSVLAARYAENLANGRFLWRNRVGAEDIKVCI
                     TSQTKSYQFDSNEFSLRQFSQPSKELTALAQEIEQGLAGNGFAFFTVDAFVRLGNGQE
                     VFPSQELVLDSNSKKSKVLYQIDGIAALHSQKVGNALRTIDDWYPDATELALGPIAVE
                     PYGSVTSRGKAYRQPKQKMDFYTLLDNWVTKGTVPAVEQQHYVMATLIRGGVFGEKGE
                     "
     gene            complement(2193779..2194729)
                     /locus_tag="YPA_1962"
     CDS             complement(2193779..2194729)
                     /locus_tag="YPA_1962"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR-associated protein, Csy2 family"
                     /protein_id="ABG13928.1"
                     /translation="MSSLIVLHQVRVENANAIAGLTYGFPAITHFLGYSHALSRKLQS
                     SHGLTLRGCAVICHYQQVHAYLSGWDYVFSLTRNPLTKEAKTAAFNEEGRMHMTVSLV
                     IECDGTIANGDDGANALEKHLASLCLTQRLAGGTITNIRRVKVINYPETEVATRRLLC
                     RLLPGFALLDRSELLAEHLNRLRQTNPQAEMLDAWLDFSALKIQAIPPQSDTPVESGA
                     PAPWGYVGKPAAGYLVPIVTGYRAISPLYAPGEVDKTRDPHTPFRFVESLYGIGEWRG
                     LHRITDLRQLLWGYHQEGDNYLCRCALPASVDTYLLNDEE"
     gene            complement(2194726..2196072)
                     /locus_tag="YPA_1963"
     CDS             complement(2194726..2196072)
                     /locus_tag="YPA_1963"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR-associated protein, Csy1 family"
                     /protein_id="ABG13929.1"
                     /db_xref="InterPro:IPR001005"
                     /translation="MSDEGLAAFIVSYIKSREQPKLEAFDKEAEKRLAGLTQAEDIAL
                     AQQEIAQQRQELIARYEVRNWLTDAANRAGQIKLATHAPKYTHSDSKSSGILNIELQS
                     KKKDYFSSVDLAEQASDVIGNAAVFDLVKLLQSECEGGSLIKCLEQGDNSVLKLFSND
                     DELVEEWTTKFKSILNNEKFTSHKLAKQFYFPVGPDQYHLLSPLFSSSLAQAMHQRII
                     EARFSDQSKEAKAAHKAGRWHPTVRVLYLDTAVQHIGGTKPQNISYLNSVRGGKVWLL
                     PCGAPSWKNIQKPPIKYRSIFHDRSEFTVLARNNLWQMQLYLLGVKPLSNTMDIRAAR
                     LACCDEIIDILFNYVAEIQNLDGTNGWSDAEDCKLKRSEQLWLDPTRAMDDPVFKLER
                     EKEDWKQEVSQDFGYWLNRWLQHDELVFGYVEQREWSSLFKQRLREFEQGSLETSS"
     gene            complement(2196480..2199767)
                     /locus_tag="YPA_1964"
     CDS             complement(2196480..2199767)
                     /locus_tag="YPA_1964"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR-associated helicase, Cas3 family"
                     /protein_id="ABG13930.1"
                     /translation="MNILLISQCHKRALNETRRILDQFAERKGDRTWQTAITQEGLNT
                     LRKLLRRTARRNSAVACHWIKSNNQSELLWIVGNLRRFNAEGTVPTNTTQRDILRSQD
                     ENNWHSVETIALLAGIAGLFHDFGKANVLFQQGLQGQGKTYQPYRHEWVSLRLFQAFV
                     EQKNDIQWLTALSQINPADETTLMSNLVKDGLDDYTNPLAALPPLAKTIAWLILSHHR
                     LPVYPSKDYHRPPKVEEIDDWLHQQLMPVWNSTNMDSGDWREKDKLDVWRFPHGTPLQ
                     SAEWCKKAQKFAKRALRQPSLVNDGHLNQRFTSHMARLVLMLADHHYSSLPATPGWQD
                     KNYQVFANTHNKMRDANAHSKTIEMKQRLDEHNIGVGQNALLLGRSLPHIRKTLPAIT
                     RHKGFKQRSVQEKYRWQDKAFDLAVTLRERSLQQGFFGVNMASTGCGKTFANARIMYG
                     LSDEKQGCRFSVALGLRTLTLQTGTALQQKLTLQKDDLAVLIGSQSVLQLYQLNNDKL
                     EPRGTGSQSADKFFSEHQYVSYDGSLDDGRLSTWLSNNDRLKRLLCAPVLVCTIDHLI
                     PATESLRGGKQIAPMLRLLTSDLVLDEPDDFDRNDLPALCRLVNWAGMLGSRVLLSSA
                     TLPPALVQALFNAYRAGRADYQQASGQPDTPVNICCAWFDEHGVAQQDIQQSKDFIQH
                     HGDFITRRVGKLSTAEVLRRAELIPVSSASVKNGSVLDAMAAVMRDSMLRLHQAHHQT
                     HPSEKTVSVGVVRMANIDPLVAIAQRLYAMAAPENYRIHYCVYHSQHPLAVRSAIERR
                     LDVTLTRYQPNALWQVAEIEHALQHHPEQHHLFVVLATSVVEVGRDHDYDWALAEPSS
                     MRSFIQLAGRVQRHRQVAPQMANMHILQKNFKALTQKDPAIPVYCKPGFETTRCRLNT
                     HDLDKLLLPSQYKVINAISRIQERTKLEPRDNFVDLEHLSLRLILQGSAEPLKYYAAL
                     WWRKQATWSGEQQRCTPFRQSSPDEQHNLWIDDEADKPVFKRLDSDQIEWKVSDGFQD
                     VELTLAAGNSAWIDTDCLRIYQWLAESLNKELNEVSRQFGEVRLPKKDGERWHYHPLL
                     GVFGALD"
     gene            complement(2199764..2200744)
                     /locus_tag="YPA_1965"
     CDS             complement(2199764..2200744)
                     /locus_tag="YPA_1965"
                     /codon_start=1
                     /transl_table=11
                     /product="CRISPR-associated protein, Cas1 family"
                     /protein_id="ABG13931.1"
                     /db_xref="InterPro:IPR002729"
                     /translation="MENAIHSSDLKTILHSKRSNIYYLEYCRVLVNGGRVEYVTDEGK
                     QSLYWNIPIANTTVIMLGTGTSVTQAAMREFARAGVLVGFCGGGGTPLFAANDVEVNV
                     SWLTAQSEYRPTEYLHDWVSFWFDDEKRLAAAVAFQRIRIAQIQQHWLSSHIQRESLF
                     PVNHDQLLFILTRFEQNLANCLTSNDLMVQEAVLTKALYKLAANTVNYGDFTRAKRGG
                     GIDLANRFLDHGNYLAYGLAATATWVIGLPHGLSVLHGKTRRGGLVFDVADLIKDALV
                     LPQAFIAAMQGEEEQEFRQRCISGFQRTEALDVMIDGIKETAALCSQVPR"
     gene            2201831..2203075
                     /locus_tag="YPA_1966"
     CDS             2201831..2203075
                     /locus_tag="YPA_1966"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13932.1"
                     /translation="MQQRISQWLERLGMEFSDVMSLTMVIGLILLISVMIHLVLHRVV
                     LAALQRRGQQSQRIWQQAITKHKLFQRVALLLQGIIINLQAVLWLQNGSQTQAVIVTA
                     AQVWIMAFALLALFSLLDTLLALLRQSSVAHQLPLRGICQGLKLVAAIFIGIMIVSLL
                     MGRSPLLLLSGLGAMTAVLMLVFKDPILGLVAGIQLSANDMLKIGDWLEMPKYGADGA
                     VTDIGLTTVKVRNWDNTVTTIPTYALISDSFKNWRSMSESGGRRIKRSINIDTTSVHF
                     LSEQEQQRLTLNPLLQHYLSEKSQELNQYNQQIALDLSSPLNGRRLTNIGTLRAYLVA
                     YLRAHLGIHQSMTLMVRQLAPTPEGLPLEVYAFTNTTIWAEYEGIQADIFDHIFAVVS
                     EFDLRIHQTPSGNDMRSMLAKV"
     gene            complement(2203682..2204956)
                     /locus_tag="YPA_1967"
     CDS             complement(2203682..2204956)
                     /locus_tag="YPA_1967"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13933.1"
                     /translation="MKLLNTLVCIIGLTSFSSSAKLVNAEHLDALYQKVTVANKTELG
                     LIHIYSEFPDYRWVKDPIEGVSAIDDVARAAIFYQRQYQATGSAADLEKVKSLVEFIL
                     YQRADNGYFYNFIYPDHSINKEYKTSVAEPNWWTWRALWALTQVYPTLVKTDNALAQR
                     TRETIFATIDVIYKDFNFKQTRGEKEGVAVPEWLPHTAGDQASVLLMALSDAQALEAK
                     PEIEKMMRSLAAGIMLMQVKDTSSPVNGAFLSWQNLWHGYGNSQAYALLVAGNRLGDR
                     DMIKAAFNELDHFHPWLISNGLLNEFTVRQQGEKVTLIEQKKFSQIAYIIRPMVFANI
                     KAWEISRDAVYLERAVDLSLWFFKNNPAQAQMYYPVTGIAFDGIDSATTVNKNSGAES
                     TIEALLTLQLIESIPDAKRMLESALEKRNIKQ"
     sig_peptide     complement(2204894..2204956)
                     /locus_tag="YPA_1967"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.880 at
                     residue 21"
     gene            complement(2204995..2206116)
                     /locus_tag="YPA_1968"
     CDS             complement(2204995..2206116)
                     /locus_tag="YPA_1968"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13934.1"
                     /translation="MHMKHKKYLPLFLMAGICSVAQADNSPDVVSANNMDNRTFFAGD
                     KIRIVKDGGETIEAVVELSDDNIGIVRIPKDEKAYFHGNWLAEYKIEHFRNEGRSTNS
                     RPVHEIVFADGRVNFGDTGWNTGFLLKQVRFTSDSRNESNHKVDFRMVEMEIRPAWSK
                     SIDKHWFMFEGIYLGKTGYEKNRTTGGDNNIGGDGYGFRPYYRYQVSDRLSVNTDVKM
                     LVEDKDARGADNGRFQFYEALVNVNYRVADNVHVGIEVFRKEGQDFNHNGTKTANVLE
                     QELRPWVAWNMGKNNFLFKMEPQLRRIGGQDGYRETSKAQKYIFNYSYPIADRVYLVA
                     EYFYRVEHDKKFWDRGVRDNKSYSDTTTHFGKLGINYIF"
     sig_peptide     complement(2206045..2206116)
                     /locus_tag="YPA_1968"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 24"
     gene            complement(2206233..2207171)
                     /locus_tag="YPA_1969"
     CDS             complement(2206233..2207171)
                     /locus_tag="YPA_1969"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13935.1"
                     /translation="MMRHAPPASVAQLFADYQKRTAHNTFSTGRLEFTGVGDKDVYNI
                     TAPFTSAGQVVIAGRVEARDSEHSTIVFFSEQQGQWAPVENAPTFQLQDPFFTRIEDE
                     LILGGVEINPHPDNPRQLIWHTVFFRGRDIHSLTRFASGPPGMKDIRLCHIQQGRIGV
                     FTRPQGKIGGRGTIGYVEINNLEALTPETITSAELFEQQFNSEEWGGVNETHLLCDGT
                     IGLLSHIACFDQHGRRHYYPGVFIFNPDTKNYTPIKIIAARDNFLPGATKRPDLVDVI
                     FPGGLIVLPNNGWRLYVGASDAEAHWIDIEDPFSGF"
     gene            complement(2207198..2208253)
                     /locus_tag="YPA_1970"
     CDS             complement(2207198..2208253)
                     /locus_tag="YPA_1970"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13936.1"
                     /translation="MMRYSGNPLITPQDITPSHPGFKVECAFNAGITKLGDETIMLIR
                     IAESVIPESEGITVVPLLMEISGHWQVTTRVFKHDDPAYDFSDPRLISDIADPSTVYL
                     TSLSHLRVARSHDGVTFVVDDQPFIFPANGDEAFGCEDARITQIDGAYYINYSAVSAK
                     GICTALAVTQDFTDVKRLGLIFCPDNRDACLFPEKINGKYMTLHRPAPKHFGKPEIWL
                     ASSLDLLHWGDHRHLLGTSQDPWDALKLGGGAQMLKTEKGWLQIYHGVDATQRYSLGA
                     LLLDLEQPTKILAKSPVPLLQPQAPYELHGFFGNVVFTCGALIENDSLRVYYGAADEC
                     MCLAEMPLAQLWQHLSV"
     gene            complement(2208400..2209224)
                     /locus_tag="YPA_1971"
     CDS             complement(2208400..2209224)
                     /locus_tag="YPA_1971"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar ABC transporter, permease protein"
                     /protein_id="ABG13937.1"
                     /translation="MKKNINSLIIHLVMFSLALSWLYPYIWMVLSSFKQSADIYTTGL
                     FGSAYSLDNYRFLFENSGRVEKPFLKTLFNSLFISTVVTVAVTLSSMFIGFALAKMQF
                     KGQSLFRNLLFLQMVFPASMFIIPQFVLVRELGLLNTYSAMIVPFLMSSWGIFMISQS
                     FQGTPNDYIHAAKIDNASLWQIMIYLMMPLNKAIIAIVALFTFVGTWDNFLWPLIVIQ
                     DESKMPLSVLLATFSKSYGVYVGPVIAGAVIQTIPIVVLFILFRKYFMQGMSLSLK"
     sig_peptide     complement(2209120..2209224)
                     /locus_tag="YPA_1971"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.838) with cleavage site probability 0.469 at
                     residue 35"
     gene            complement(2209225..2210100)
                     /locus_tag="YPA_1972"
     CDS             complement(2209225..2210100)
                     /locus_tag="YPA_1972"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar ABC transporter, permease protein"
                     /protein_id="ABG13938.1"
                     /translation="MTFLKLKDKQVGSVLAASYLGYTSIFWFYPFIWLAVLSLTEWRF
                     VGIPTFNGLNNFILVMQDPLFWKSMLNVMRFLMYYLPIVFISSFLFAFGLQKLKHGRT
                     FVALSFLLANVSSGVAYSIVFSKIFSQNGPLNTFLYDWFGFTLPWLTSPDFAMLSIAL
                     VVTWKFVGYYGLILFSGLNSIPKEIYSAAELDNTRTIKRLFHITLPMINPQLIMVLVL
                     AITVSFAIFTEPYLITGGGPLNSTTTPMIVMYETAFMKMQPSWAATMSIFIALISFGI
                     ILGVRKLLERKVEIV"
     gene            complement(2210209..2211495)
                     /locus_tag="YPA_1973"
     CDS             complement(2210209..2211495)
                     /locus_tag="YPA_1973"
                     /codon_start=1
                     /transl_table=11
                     /product="putative solute-binding protein"
                     /protein_id="ABG13939.1"
                     /translation="MLEKMKNTLISLAIASSCVVFTGCDNDTASAKNEKQDITLWIAP
                     NNVQEAFWSEVVGEWNKQPDKKKVVFSTIPAAGSSEEAIMNAIASDRAPDISENIFTG
                     FGSQLADLGQVVDLSTLDGYENLISTRQMTDIMDNWRYNGKNYILPIYMNPVLFWWRG
                     DLLKEQGFSEVPKTYDEVYALSEKYTIPDKRYAIQATSGRNWWDRWFDFIALYYAQSD
                     GKPYIANQQASYDNQAGRDVLDFMHTLFSKKWTLYDFGQDDPLVTGKVLGAVRGPWDI
                     SRYQQQYPEILKHIKMGPMLVKEQQDKPHTFADGKGLVLFSHSKVKPEAWEFIQWVFS
                     QPKFDKRWMELTGMPPARADLLTNPFFAEYYQEHPYAAAYAEYVNVAIPPVSSGETVE
                     IQRSMTQMIEKTAFNTATPDEALQQSIKEVNAILKP"
     sig_peptide     complement(2211415..2211495)
                     /locus_tag="YPA_1973"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.746) with cleavage site probability 0.396 at
                     residue 27"
     gene            2211767..2212807
                     /locus_tag="YPA_1974"
     CDS             2211767..2212807
                     /locus_tag="YPA_1974"
                     /codon_start=1
                     /transl_table=11
                     /product="LacI-family transcriptional regulatory protein"
                     /protein_id="ABG13940.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MTTGKKRETLKTIAETLNVTHTTVSNVFNRPEKVSPELREKILA
                     YAESINYHGPAGAGRFLRTGKCGTLGVIFNDNLSYVFSDRHDIALMRGIAEECEKNGI
                     NIALMPLKTNNALKKRMMGALVDGYILNATYNNDEVVQAALTSGLPVITTDIKLQNFT
                     CVSIDDGAAMQAICHHLLAAGHKKFGIVSFPVKRLPGELTSLAEFSTDYDNGVAFGRI
                     SACITALSDAGIDLHTSYVAEQPHSETGGEKAAKALLAKEPGISAIICLSDRFAFGVY
                     QFCQDHNIPVPGQIAITGFDDIDIQDPPVGLTTIRQPTVLKGREAARALISGQLDNDI
                     SLDFELVVRDSA"
     gene            2212824..2214212
                     /locus_tag="YPA_1975"
     CDS             2212824..2214212
                     /locus_tag="YPA_1975"
                     /EC_number="5.4.2.8"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphomannomutase"
                     /protein_id="ABG13941.1"
                     /db_xref="InterPro:IPR005841"
                     /translation="MEKLTCFKAYDIRGKLGSELNEEIAYRIGRAYCQWLKPAKVVVG
                     GDARATSVELKNALAKGLMDGGADVIDIGMVGTEEVYFATRFYGVDGGIQVTASHNPI
                     DYNGMKLVKKDAQPISGDNGLYEIQRLAQDNHFAPPGVRGQLETQLVREHYVEHLLSY
                     IDLNALLPMKIVVNAGNGAAGPTLDALEAALAKRKVPISFIKINHQPDSSFPNGIPNP
                     MLPENQWSTRQAVCEHQADLGIAWDGDFDRCFFFDHLGNFIEGYYIVGLLAEKFLLTN
                     NMGKATHNTDKIIHDPRLTWNTIDIVQTLNGTAIESKTGHAFIKDAMRHHDAVYGGEM
                     SAHHYFREFGYCDSGMIPWLLVIELLSKKTTSLFSLIESRKAKFPVSGELNFTVSDPK
                     TKIQQIKQFYADSAIHVTGIDGLSMEFEHWRFNLRSSNTEPLVRLNIETRGDVTLLEQ
                     KTAQLTQLLYPK"
     gene            2214312..2215391
                     /locus_tag="YPA_1976"
     CDS             2214312..2215391
                     /locus_tag="YPA_1976"
                     /codon_start=1
                     /transl_table=11
                     /product="putative mannitol transport ATP-binding protein"
                     /protein_id="ABG13942.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MASVSLANVVKYYGKIKTIDNVNLEIASREFIVLVGPSGCGKST
                     LLRMIAGLEDVNSGEIKIEDKDVTQTNAGARGVSMVFQSYALYPHMTVRENLAFGLKN
                     IKIPKQEIADRIANASNILQLDNYLERLPQHLSGGQRQRVAIGRSIVSRSKVFLFDEP
                     LSNLDAALRIQMRQEIGKLHERLGKTTIYVTHDQTEAMTLADRIVILNQGRIEQIGTP
                     EEVYNHPANLFVAGFIGAPKINLFNAVYEQDGYVNINGLRFFIPRLVNLDLAMGAVLT
                     LAIRPEHFSLTNSTELSLAVKTDITEMHGDSTVVLFSSTEHGTLQMKVPYQLKLSVGE
                     DVTIGASCEHILVFDEHGQAIHGES"
     gene            complement(2215519..2215644)
                     /locus_tag="YPA_1977"
     CDS             complement(2215519..2215644)
                     /locus_tag="YPA_1977"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13943.1"
                     /translation="MTVFPNPVDDPTGGKLINSAPDQNKGTALVTPDKSGEKWCQ"
     gene            complement(2215656..2216186)
                     /locus_tag="YPA_1978"
     CDS             complement(2215656..2216186)
                     /locus_tag="YPA_1978"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13944.1"
                     /translation="MKKALKGIFSVAIGLVFSIQAQAQILMERQQIPEQGISLNIPKG
                     FLRMDETMKKYKYPSDNRPQVVFTNERGTVNLAMSVGILPLKIEQLDGYKDLLLHAMR
                     NYQPAAESVIVDKGQKAWLLNFTSKAIDTDIHNVMLITSFMDRGVIIAFNSTEELWNT
                     YSDSAKASLLSITFDR"
     sig_peptide     complement(2216115..2216186)
                     /locus_tag="YPA_1978"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.966 at
                     residue 24"
     gene            complement(2216459..2216956)
                     /locus_tag="YPA_1979"
     CDS             complement(2216459..2216956)
                     /locus_tag="YPA_1979"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13945.1"
                     /translation="MCHRKRSTRTRRYRSLPPLRSTRGKTVQGTQLDGAVIGSTATAD
                     KNTLDTGTLGFSDIDNQADFKVEHQSVGISTGGNIGSQFVGNMANGLLVGANNEGHAD
                     STTHAAVSEGMRAALLDIRVFMMSIYGVFYQSVEDIDFFIRETKEFSFPEDYQVPEHY
                     NYRRE"
     gene            complement(2217011..2217415)
                     /locus_tag="YPA_1980"
     CDS             complement(2217011..2217415)
                     /locus_tag="YPA_1980"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13946.1"
                     /translation="MNKTTVKAEFSICGDIFDPNEITTLLQIEPMEVHLKGVISGTRK
                     RPSTETSWSICTEKEESYDVDEQTRKLLSSLKCKIDALEEIKEKYSVTFIFSLLIEIE
                     NGEKPSIYWSAETNRFLGSIGAESSIDLYIYS"
     gene            complement(2217557..2217724)
                     /locus_tag="YPA_1981"
     CDS             complement(2217557..2217724)
                     /locus_tag="YPA_1981"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13947.1"
                     /translation="MLKGWLCWSRLLVFVLVFDLPDHMTSDGHDNRAEKPSNIKVADD
                     KFLKNNGVDAH"
     gene            complement(2217927..2218124)
                     /locus_tag="YPA_1982"
     CDS             complement(2217927..2218124)
                     /locus_tag="YPA_1982"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13948.1"
                     /translation="MILKKGIVNDGEYVGWEIQLIDDTKGETGGFYLILRSEGAEVFD
                     YWFEKKQFLDNQLADFNVKWY"
     gene            complement(2218134..2220167)
                     /locus_tag="YPA_1983"
     CDS             complement(2218134..2220167)
                     /locus_tag="YPA_1983"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13949.1"
                     /translation="MGRDLLLQSQQDSDNYDAKQQSSSVGGSFSPGSMTGSISINGSQ
                     DKLNSNFDSVQEQTGIFAGSGGFDITVGGHTQLDGAVIGSTVTADKNTLDTGTLGFSD
                     IDNQADFKVEHQSVGISTGGNIGSQFVGNMANGLLVGANNEGHADSTTHAAVSEGTIT
                     VRDTDNQQQNVDDLSRDVEQANNALSPIFDKEKEQNRLKEAQLIGEIGSQVGDVFRTQ
                     GQIIATQAANEKMQGVSEADREAAKANWEKANPGQVATAEDINGQVYKTAYDQAFNAS
                     GYGTGGKFQQTVQAATAALQGLAGGDIAKAIAGGSAPYLAEVIKQSTGDNEEARLAAH
                     AVVGSVLAHLQGNSAVAGGAGALTGEIAADLIMQQLYPGKMVSELSETEKQTISALST
                     LAAGLAGGLTGDSSADAVAGAQAGKNAVENNALGLALKGCGIAAPCRSLIAKQVLEIG
                     VKAGITGIVAKEIADKISEDDLDHLVTLKMMGNDEITEKYLNSLQDKYAPAHTGGDQN
                     AGSGPTDTGGNQIADNSPDHTGNDQSTGQGATNTGNTDGKPDAGGNVLVNPGADPLTK
                     KDIVYLSENPNGKIDTVINETLSGKKNFTSSTTLTSDEALAAGLKFLGTGYKEIGKSG
                     SGVYHSADGTKEFRIDSGSIDGAHAPGVPHVHFGVKNPETGKYISNNHVPYKD"
     gene            complement(2220831..2221082)
                     /locus_tag="YPA_1984"
     CDS             complement(2220831..2221082)
                     /locus_tag="YPA_1984"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13950.1"
                     /translation="MWVVLDRVTPGGHGPEDEDNARNNEDNKPSQNGSNFTNSEIDDR
                     ITSANKPINNQGVSAAARAWEKHASRPGGTFEPLKGNQA"
     gene            complement(2221327..2221836)
                     /locus_tag="YPA_1985"
     CDS             complement(2221327..2221836)
                     /locus_tag="YPA_1985"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13951.1"
                     /translation="MDMLSISYEFICSHIKLSWFDIKWAYEKKLIGWHSIVKHAEHLV
                     SLGEASQLELELSFKSKMDTHEISLILDDLSMCCIDADESATQEKWLFIILLWLFTNR
                     NNYSEPLKMVETIYEDFDYPEAIESFVAYMPVSDGYDPNAHSHRENTERLFRNWQTYL
                     DQESIKFKQ"
     gene            complement(2221838..2229385)
                     /locus_tag="YPA_1986"
     CDS             complement(2221838..2229385)
                     /locus_tag="YPA_1986"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hemolysin"
                     /protein_id="ABG13952.1"
                     /db_xref="InterPro:IPR008638"
                     /db_xref="InterPro:IPR010069"
                     /translation="MIVVADIAASGRASSSPSSGLGHTQHRRISALSTLSFSLLLALG
                     CVSLSVQAAIVADASAPGNQQPTIINSANGTPQVNIQAPSSGGVSRNVYSQFDVDGRG
                     VILNNGHGVNQTELGGFIDGNPWLARGEASIILNEVNSRDPSKLNGYIEVAGRKAQVV
                     IANSAGITCEGCGFINANRVTLTTGQAQLNNGQLTGYDVERGDIVIQGTGMDSSRQDH
                     TDLIARSVKVNAGIWANELSVTTGRNQVDAAHQNINAKAADGSPRPTVAVDVAHLGGM
                     YAGKIRLIGTESGVGVHNAGEIGASAGDITITADGMLMNSGQINSSQQLVVNTAADIE
                     NTGVLYAQGNTQLTTAGTLSNSGTLAAGGDTSVRAAEVNSTRNSVLGAGVKSDNSAIT
                     SGTLSVEASGKITAQGKNISGTAQRFTAHRLDLSGSQTQSRDITLIAQGGEIDLTGAE
                     LLASDRLSAATTALLRTDNASLIAEQITLDAQALSNVGGLIAHTGTTDFNLNLPGDVD
                     NRGGTLLSSGTLSLQAESLNSNGNSLLGAGVQSDGRLTEIGDLRVTTRQDLIAHGQTL
                     AAGAMALTGSRIDLADSYTQAREMTLTANRGDISTQRATVLALDTLSINTAQTLNNQG
                     GTLAGNTLALDLGQFDNQGGQVTASQDLTIDLQRDFSHQAGSTLQAGRDLTLTSLGAV
                     TNDGQLVAGGTLSTHSDSLLNSGNLIATQAELNATGALINHGEILTLGGLDTDSNTLF
                     NTGSIISAEATLNARERITNSGPDALIGATDENGTLALLAPVIENSDTVTHTDTAPTT
                     TILGMGTVILAGGHARDGHYASAAQVLNLSGLIESGKDMLIYATTLTNSRHILTANTD
                     FIVADTVTGTAVWTAENPDIPGGRYAEPPDGGADNSDYIGTEYTSVIAYNGIDQISPE
                     AQLLAGGNLTPQVGTLENFWSKVSAQGEIDLTGVTLQQDGWGDQQRLMEQTTSSGVWR
                     YRTYKGGLWTREWGPEVSERATSEYASSFTAKTLSGSGTTINNGANPGAIAPPADRDN
                     SGKDLAVEFNGISLTQPNGGLYQFTTDHTVGGGGYLIETHPAFANLNNWRGSDYVLQQ
                     LNNDPDVIFKRLGDNAYEQRLVRDQVLALTGQAVASDYRSAQEQFEALFAAGLEYSKA
                     FNIALGTHLSAEQMAALTHNIVLMETRDVAGQTVLVPVVYLAGVKPGDLQANGALIAA
                     ENISLTEVQGFTNAGAITATNDLKISMAQDITLNNRGGLLQAGGDMQLSTLNSDIDLT
                     SARINATNLQLDSGRDVILRTDSAQLSSDNGAVSRDQTILGPLASINVSNNATINTGR
                     DFIMQGASLNVGQDLQVTTGGDWQLETVQTRDQISTHDGRGSATSEHIRHLGSEVNVG
                     GALTANVDNLTAVGANINAATLEVQAQNISLSAATDSLHVTGESSSKRHTSSVNLYDE
                     TLLGSQLNATGDINLQAAQDITLRASAVQTDGALTLAAGGDVLLTTQTEQHDEQRNHT
                     GLSKGIASSTLTRTEDSLSQTLAVGSMLSAGSIDVSGKNIAVMGSNVVADQDISLRAQ
                     ENITVGTAQQSESESHLFEQKKSGLMSTGGIGVTVGSSSTKMTDSGQSISSVGSTVGS
                     VLGNVSMTAGEDLRVQGAEVLAGKDINLTGKNVSILAAENQLTQSHTVEQKQSGLTLA
                     LSGAVGSAVNTAVTTAKAASEESSGRLGALQGVKAALNGVQAVQAGQLVQAEGGDAAS
                     MFGISASLGSQKSSSEQHQEQTHVTGSTLTAGNNLTINATGEGNAANSGDIVVQGSQL
                     QAGGDTTLDAARDVLLLGAANTQKTDGSNSSSGGSVGVSLGISGASSGLSIFANANKG
                     QGSEHGDGTSWTETTLDSGGTLSLYSGRDTSLVGAQVSGETVKVEVGRDLLLQSQQDS
                     DNYDAKQQNSSVGGSFSPGSMTGSISINGSQDKLHSNFDSVQEQTGIFAGSGGFDITV
                     GGHTQLDGAVIGSTATADKNTLDTGTLGFSDIDNQADFKVEHQSVGISTGGNIGSQFV
                     GNMANGLLVGANNEGHADSTTHAAVSEGTITVRDTDNQQQNVDDLSRDVEQANNALSP
                     IFDKEKEQNRLKEAQLIGEIGSQVGDVFRTQGQIIATQAATEKMQEVSEADREAAKAN
                     WEKANPGQIATAEDINGQVYKTAYDQAFNASGYGTGGKFQQAVQAATAALQGLAGGDI
                     AKAIAGGSAPYLAEVIKQSTGDNEEARLAAHAVVGSVLAHLQGNSAVAGGAGALTGEI
                     AADLIMQQLYPGKMVSELSETEKQTISALSTLAAGLAGGLTGDSSADAVAGAQAGKNA
                     VENNALGSLGDIFGSQGAKYFEGAGSLERELSTDNTLTVQEKQAIRDHYLKGDLPEDV
                     VKAILENTPASDTVMALLQAESTKDYALALLSSLPLERAIAVLGKTANTLIKSSVVDK
                     ILDAQRVGSGLKPDPSHRGASYLNREQLMAGEVFNITGGDGVKRSLLQTKGTFNGKDG
                     VFEYIYDKTGNVTHQRFIEGVGITGIPNQKAPKVK"
     sig_peptide     complement(2229227..2229385)
                     /locus_tag="YPA_1986"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.903) with cleavage site probability 0.897 at
                     residue 53"
     gene            complement(2229589..2231277)
                     /locus_tag="YPA_1987"
     CDS             complement(2229589..2231277)
                     /locus_tag="YPA_1987"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hemolysin activator protein"
                     /protein_id="ABG13953.1"
                     /translation="MRYCYFILHTAILFPLLVISRAGQSAELTPIQQQTLHQQERQRA
                     LEERLAPPTPDVRLSAPSASSDRLIFPVEKPCFVIDRVTLSGTEPLPRWLPLQRIANQ
                     ALGQCLGGQGINQLMSQLQNRLVGHGYVTTRVLAPQQDLNSGTLALQVVPGKIHRVAL
                     TPESDRHVTLFSAFPARPGHLLDLRDIEQGLENLQRIPTVQASMELIPGSAPGETDIA
                     LSWKQSKMWRLAASLDDSGTRSTGRYQGGATLFLDNPFSLSDQFYVSAGGSIKNRGDK
                     GTNNLTGHYSLPFGYWTAGITASSYDYHQTVAGLNSDYNYRGESENVSLQLSRLLHRN
                     ASQKTTLTYDVLTRSSKNYINDTEVEVQRRRTSAWRIGLQHRHFISQATLDAGVSYQR
                     GTRWFGAVPAQEEYFDEGTALSKILQLNAQLDIPFSVMAQNFHYNVQYQRQSSSTPLT
                     PQDQFSIGGRWSVRGFNGERTLSADRGWTVRNDLGWYTPIQGQEIYVGLDYGEVGGRG
                     SAYLLGNHLAGAAVGIRGNVLNTRYDLFAGKPLSEPDGFQSDAVTVGFNLNWQY"
     sig_peptide     complement(2231200..2231277)
                     /locus_tag="YPA_1987"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.895) with cleavage site probability 0.857 at
                     residue 26"
     gene            complement(2231930..2232895)
                     /locus_tag="YPA_1988"
     CDS             complement(2231930..2232895)
                     /locus_tag="YPA_1988"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dioxygenase beta subunit"
                     /protein_id="ABG13954.1"
                     /db_xref="InterPro:IPR000951"
                     /db_xref="InterPro:IPR006058"
                     /translation="MASHQMFDVVVSKIEVITSDVKRFTLTAGNDRPLPIFEGGSHIL
                     VQIPLGEKNLSNAYSLMNSPFETHRYQIAVRLSEHSRGGADFMHHHVKVGDKLRVSGP
                     NNLFPLVPEAQRHLLIAGGIGITPFISQLYELERRQDHYHLHYCFRCCDDNAFQSELE
                     NSAFAKHLSCHISSQGSRLDVVRLLMDCEPETHIYTCGSVSLNNAVKTAATQRGIPQT
                     YLHFEQFTAENQRGGEFTLVLARSGVELNVGCDMTILQAIENSHAAQVECLCREGICG
                     TCETAILEGEADHRDRYLTDEEKKSQKSILICCSRAKGARLVLDL"
     gene            complement(2232991..2234115)
                     /locus_tag="YPA_1989"
     CDS             complement(2232991..2234115)
                     /locus_tag="YPA_1989"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dioxygenase alpha subunit"
                     /protein_id="ABG13955.1"
                     /db_xref="InterPro:IPR001663"
                     /translation="MSNQHPDFVLPKDFCANPREAYTIPAYFYTQQAAFEHEKERVFT
                     NSWICMAHGSEVAQPNDYITREIIGENIVIVRGRDSVLRAFYNVCPHRGHQLLSGEGK
                     AKNVITCPYHAWTFKLDGELAHARNCENVTNFDKDRATLFPVRLEEYAGFIFINMNPD
                     AESVEQQLPGLQDKVFEACPDVHELKLAARFTTRTPANWKNIVDNYMECYHCEPAHPG
                     FADSVQIDRYWHTMHGNWSLQFGYAKPSEKSFKFEEGEESSFHGFWLWPCSMFNVPPL
                     KGMMTVIYEFPVDAETTLQNYDIYFTNEELTEDQKALIEWYRNVFRPEDLRLVESVQK
                     GLKSRGYRGQGRIMADDKGSGISEHGIAHFHNLVAKVFQE"
     gene            complement(2234232..2235878)
                     /locus_tag="YPA_1990"
     CDS             complement(2234232..2235878)
                     /locus_tag="YPA_1990"
                     /codon_start=1
                     /transl_table=11
                     /product="putative BCCT-family transporter"
                     /protein_id="ABG13956.1"
                     /db_xref="InterPro:IPR000060"
                     /db_xref="InterPro:IPR000595"
                     /translation="MLNNPRKDIPLIVTSLLCIILIALAFSLFPQQSSQMAETIFSGV
                     TRLLGSTIQILVLLGLILVLYIAVSKYGNIRLGEGKPEYRTIPWLFMFICAGLGSSTL
                     YWGVMEWAYYYQTPGLNIAPKTPKALEYSVSYSFFHWGISAWATYALASLIMAYHFHV
                     RKNKGLSLSGIISAITGVNPQGFWGRLVDLIFLIATIGALTISLVITAATFTRGLTAL
                     IGVPNNFAVQAGVMLVAAVIFSFSSYIGIDHGMQRLSKMVGWGAFGFAVLVLLVGPTE
                     FIINNTINSIGLTTQNFLQMSLFTDPMGDGRFTRSWTVFYWLWWISYTPGVAMFVTRV
                     SRGRKLKEVIWALLLGSSLGCWFFFGVLESYAIQQFISGALDVPLILNTQGGETAVQM
                     LLSALPMGKLFLAAYLFIMIIFLASHMDAVAYCMAATSTRNLREGEDPNRMLRLFWCV
                     VITLIPLSILFAGASLDTMKTTVVLTALPFLLILLIEVYGFVRWIKQDYAHVPAHLIE
                     QSTPQVMLPAESLPPATASMLVVETLVVETAAPPASKHNQ"
     sig_peptide     complement(2235765..2235878)
                     /locus_tag="YPA_1990"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.992) with cleavage site probability 0.313 at
                     residue 38"
     gene            complement(2236495..2237592)
                     /locus_tag="YPA_1991"
     CDS             complement(2236495..2237592)
                     /locus_tag="YPA_1991"
                     /EC_number="1.1.1.93"
                     /codon_start=1
                     /transl_table=11
                     /product="tartrate dehydrogenase"
                     /protein_id="ABG13957.1"
                     /db_xref="InterPro:IPR001804"
                     /db_xref="InterPro:IPR011829"
                     /translation="MRLAMKKTYRIAAIPGDGIGHEVMPEGINVLQAAALRWDLDISF
                     ENIEWASCEYYQHHGQMMPNDWQRQLQCFDAIYFGAVGWPATVPDHISLWGSLLKFRR
                     DFQQYVNLRPVRLFPGIPCPLVGKQPGDIDFYVVRENTEGEYSSVGGRLFEGTEQEMV
                     LQASIFTRRGVDRILKYAFELAQMRPRKRLTSATKSNGLAFSMPYWDERFEVMAAQYP
                     QISADKQHIDILCARFVLNPERFDVVVASNLFGDILSDLGPACAGTIGIAPSANLNPE
                     RDFPSLFEPVHGSAPDIYKRNIANPIAMIWAGAMMLDFLGQGDERYHAAHNGILNAIE
                     QVIAQGPKTPDMCGDASTQQVGSAIVQVLSH"
     gene            2237683..2238624
                     /locus_tag="YPA_1992"
     CDS             2237683..2238624
                     /locus_tag="YPA_1992"
                     /codon_start=1
                     /transl_table=11
                     /product="putativeLlysR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG13958.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MNNLPILSDLRVFLLVARRAGFAAAAEEMGVSPAYVSKRVAILE
                     KTLNVALLHRTTRRVTISEDGERTYEWAQRILHDVDQMMDELSAIRQEPQGTLRVISS
                     FGFGRRFVAPALSALAREYPRLELRFDVEDRLIDLVTEGVDLDIRVGDNIGDNLIACQ
                     LAPNRRILCASPDFLQRYGTPKALSELPGFACLVIKERDHPFGIWRLHNGTEEQSIKV
                     TGPMASNHGEIVHQWCLDGQGIALRSYWDVKDNIHSGKLVHILPEYFQSANIWAVYVT
                     RLAMSAKVRVSVEFLRRYFNEHYGAENTSANGGTLKR"
     gene            2238871..2239875
                     /locus_tag="YPA_1993"
     CDS             2238871..2239875
                     /locus_tag="YPA_1993"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG13959.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MSKAYSNATIVDIARRANVTNITVSRTFNQPGLVKQETREKIHA
                     IAKELNYVPNAFAQGLKRSSSQIIGIVTSSMYNPFYSELIQTVSRIARTQCYQIMLFD
                     TDGSEEAEMEAIQALFGYKACGILLSPVRDDKNYQPAYLDLAETYRVPLILIDRDIYN
                     RQLSGVFLNNKEIGLLAGKYLSEQPERKMLIIGGPAESEITRVRIEGIINALENKKND
                     VHIINGDYDFISQEAAVRDYLSVPQNQPDYIIGLNGILTLGAIAICHELKIYNNIKFF
                     SIDEPPKAADYGLHIAGVYHDTQMLGEIAAELLFNAIKKPHNDQAVRREFFTGSLLTH
                     "
     gene            complement(2240008..2241000)
                     /locus_tag="YPA_1994"
     CDS             complement(2240008..2241000)
                     /locus_tag="YPA_1994"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transport system, permease
                     protein"
                     /protein_id="ABG13960.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MIRTEHSSSTQESGSTLHRHKRWEKLLHHPAMLPFIGFVVLFVL
                     MSGLNDSFLTVNNLTNVARQVSINAIIAVGMTCAILTGGIDLSVGPVMALSGSIAAGL
                     MLAGIPIPLAMMAALLVGALFGLANGSCIAYLRMPPIIVTLASMGIARGLALLYTGGY
                     PISGLPDMFSFFGRGTVLGIQVPILIMAGVYLFAWIMLNHLSFGRYIYAIGGNEEAAR
                     LSGIRVSRYKMLVYVVSGLTAALAGLVLTSRLMSGQPNAGEGFELDAIAAVVLGGAAI
                     SGGKGAIIGTLVGAMMLGVLNNGLNLMSVSPYIQNVVKGGIILAAIYLSSVRRK"
     gene            complement(2240997..2242487)
                     /locus_tag="YPA_1995"
     CDS             complement(2240997..2242487)
                     /locus_tag="YPA_1995"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transport system, ATP-binding
                     protein"
                     /protein_id="ABG13961.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTPLLELKQIKKSFPGVKALDGIDLTIQRGEVHALLGENGAGKS
                     TLVKIMCGIYQPDSGGIFLEGQRCRFANYRDAIDAGIGIIFQEFSLIPYMNTIDNIFL
                     NREIKNRWGLLDRREMRRKARAIFKRLTVDIDLDCPVEQLSVAQQQFVEIAKALSLDA
                     RILVLDEPTATLTPGEAEHLFSIMHDLKLLGVGMVFISHHLDEIFTICDQITVLRDGA
                     YIQTLPAAETNVEELVKLMVGRKIENTFPVKSHPVDTSVRVLEATVQHTKHVMENSFH
                     LYKGEILGFAGLVGSGRTELMSALIGARSCYQKSVSLNGQPTVLRNPAQALDHGIGLL
                     PESRKTEGLVLPFSVAQNITLNRHEKRGKIFVNAGKEHDIVQRLIRAVGVKTPDADTA
                     VSTLSGGNQQKVVIARWLNNDCDILIFDEPTRGIDVGAKSEIYQLMQQLTQKGISIIM
                     ISSELPEIIGVCDRVLVFRGGHIVAELAGDEIESNNIMLHATGSAL"
     gene            complement(2242527..2243444)
                     /locus_tag="YPA_1996"
     CDS             complement(2242527..2243444)
                     /locus_tag="YPA_1996"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar binding protein precursor"
                     /protein_id="ABG13962.1"
                     /translation="MFSFFKKALSFSIAGVMLFASQSVMAKQIVIGVSFQELNNDYFV
                     SMKEALEQAANDIGAKVYIADAGHDVSKQINDVEDMLQKKIDILLINPTDSVGVQSAV
                     MAANKAGAVVVAVDAQAEGPLDSFVGSKNYDAGFLAGEYLAKSLGGKGKVAILDGIPV
                     VPILERVRGFEDAIKKYPDIKIVTKQNGKQKRDTALTVTENMLQSVPDLAGIFSVNDV
                     GALGALAAIESNGAKVKLVSVDGQPEAIKEILKPNSPFIATSAQFPRDQIRIALGIAL
                     ARYWGANVPATIPVEVKLIDSSNAQGFSW"
     sig_peptide     complement(2243364..2243444)
                     /locus_tag="YPA_1996"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 27"
     gene            complement(2243619..2244389)
                     /locus_tag="YPA_1997"
     CDS             complement(2243619..2244389)
                     /locus_tag="YPA_1997"
                     /codon_start=1
                     /transl_table=11
                     /product="putative zinc-binding dehydrogenase"
                     /protein_id="ABG13963.1"
                     /db_xref="InterPro:IPR011597"
                     /translation="MALGDGGHILQSGSYWMCETHNIYGFQKDVAEGGMAEYMRFSEN
                     AIVHKIPESLSHEDAVLIEPMACAIHTVARGDIQLDDVVVLAGAGPLGLCMVPVARLK
                     TPKKLIVIDTIEERLALAKAFGADVVINPLKEDADKIVKSLTGGYGCDVYIEATGAPI
                     GVTQGLQMIRKLGRFVEFSVFGQETTVDWSIIGDRKELDIRGAHLAPYSYEIATDLFE
                     RGLVTSKGIVTHSYSLDDWEKAFELADSTNSIKVILVP"
     gene            complement(2244419..2244523)
                     /locus_tag="YPA_1998"
     CDS             complement(2244419..2244523)
                     /locus_tag="YPA_1998"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13964.1"
                     /translation="MLKNHQTAKKRKNKKEKKEKSNTDGGFFYPISGD"
     gene            2244589..2245476
                     /locus_tag="YPA_1999"
     CDS             2244589..2245476
                     /locus_tag="YPA_1999"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13965.1"
                     /translation="MSLSPSSKNSLPLLPILLLVIAMISIQSGASLAKSLFPLVGAQG
                     ITSLRLGIGTLILFVIFKPWRMRFAAGSRLPLLIYGVALGGMNFLFYMSLKTVPLGIA
                     VALEFTGPLAVAMFSSRRAVDFIWVGLAILGLWFLLPLGHNIGTIDLFGAACALGAGA
                     CWAIYIISGQKAGGDHGPGTVAVGSLIAALIFCPIGVAYNGMALFDPAILPIALAVAI
                     LSTALPYSLEMVALTRLPARTFGTLMSLEPALAAISGLVFLNEHLTLVQWLALASIIS
                     ASVGASLTIKPKPQLDQVT"
     sig_peptide     2244589..2244690
                     /locus_tag="YPA_1999"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.928 at
                     residue 34"
     gene            2245492..2245989
                     /locus_tag="YPA_2000"
     CDS             2245492..2245989
                     /locus_tag="YPA_2000"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13966.1"
                     /translation="MEIRTATPADFAEIWPLFQAVIRSGDTYVFTPETPEQDAYDYWF
                     GRGVRCWVAVHEQRIVGMYKLIDNQRGLGAHVANASFMVDQKVRGLGIGKALGLHCID
                     QATTLGYRAIQFNFVVSTNTLAVALWQKLGFKIIATLPEAFNHRQLGYVDAYVMHRVL
                     VPTQS"
     gene            2246012..2246788
                     /locus_tag="YPA_2001"
     CDS             2246012..2246788
                     /locus_tag="YPA_2001"
                     /EC_number="2.1.1.144"
                     /codon_start=1
                     /transl_table=11
                     /product="puative trans-aconitate methyltransferase"
                     /protein_id="ABG13967.1"
                     /db_xref="InterPro:IPR000051"
                     /translation="MQDWDPDLYRQFEAERTRPATDLLAHITITSPQFISDLGCGPGN
                     STELLHRRFPDAQLVGIDHSQAMLASAQQRLPHCTFIEADIHQWRPSQPQNLIYANAS
                     LQWLTDHPHLFPSLLSQLAPRGVLAVQMPDNLDQPSHRAMREVAENGPWQQTLQEAGA
                     TRAKVLSANHYYDLLAPHAERVDIWRTTYYHPMPSAQAIVDWLRATGLRPYLAPLTEA
                     MQLAFLQNYLAIIDKAYPARTDGRRLLAFPRLFIVAHAQR"
     gene            2247045..2247548
                     /locus_tag="YPA_2002"
     CDS             2247045..2247548
                     /locus_tag="YPA_2002"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA-binding protein"
                     /protein_id="ABG13968.1"
                     /db_xref="InterPro:IPR002177"
                     /translation="MSTAKLVKTKPSELLYTRNDVEEHVKVATIKRLNQMVIQFIDLS
                     LITKQAHWNMRGANFVAVHEMLDGFRTALTDHLDTFAERAVQLGGVALGTAQVINDKT
                     PLKSYPTNIHSVQEHLKALAERYAIVANDIRKAITEVEDENSADMFTAASRDLDKFLW
                     FIESNIE"
     gene            2247868..2248995
                     /locus_tag="YPA_2003"
     CDS             2247868..2248995
                     /locus_tag="YPA_2003"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13969.1"
                     /db_xref="InterPro:IPR001440"
                     /translation="MKKNCLKHYRAGQLLVLAIGLAFSVPSVALTDVAQPQERYENYV
                     TQRQTVDLLINQAQQAFKNPTRISGAGFTGKLPSNMEVVAQKLLQAHQLEPYRVDLLF
                     SAASAYIYNNNIEKALAIYKDILKDAPDDIDALIYLSAWSRFAGQTSESQSYFAQLKR
                     LNPLKAQQLEQFYAVIDKAAAMPISDTLSAQQLAQLKATQGENAIVTLGYALNPDGTM
                     NDVLIQRLEKTLEIAQQLPDALIIVTGGVPQNNQTEGKLMADWLIKKGIKPERIYQDN
                     YARSTVENALYSRYALAKHRIKNAIIISSGSHVRRADALFTIASWESGPHDINFLTIA
                     ALDKPLSELQKTSPADLQGIYRDGLKTLGLWSFRSYPLEER"
     sig_peptide     2247868..2247957
                     /locus_tag="YPA_2003"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.862 at
                     residue 30"
     gene            2249565..2250308
                     /locus_tag="YPA_2004"
     CDS             2249565..2250308
                     /locus_tag="YPA_2004"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glutamine-binding periplasmic protein"
                     /protein_id="ABG13970.1"
                     /db_xref="InterPro:IPR001311"
                     /db_xref="InterPro:IPR001320"
                     /db_xref="InterPro:IPR001638"
                     /db_xref="InterPro:IPR005768"
                     /translation="MKSLVKVSLAALALAFAVSAYAAEKELIVATDTAFVPFEFKQGD
                     KYVGFDIDLWDAIAKKLDLKYTLKPMDFSGIIPALQTKNVDLALAGITITDERKKAVD
                     FSDGYYNSGLLVMVKADNNDIKSEADLQGKVLAVKSGTGSVDYAKANIKTKDLRQFPN
                     IDNAYLELGTGRADAVLHDTPNILYFIKTAGNGQFKAVGESIKAQQYGVAFPQGSDLR
                     EKVNAALKSLKEDGTYAEIYKKWFGVEPK"
     sig_peptide     2249565..2249633
                     /locus_tag="YPA_2004"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 23"
     gene            2250343..2250999
                     /locus_tag="YPA_2005"
     CDS             2250343..2250999
                     /locus_tag="YPA_2005"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glutamine transport system permease"
                     /protein_id="ABG13971.1"
                     /db_xref="InterPro:IPR010065"
                     /translation="MQFEWSAIWPAIPLLLEGAKLTLWISVLGLLGGLIIGVIAGLAR
                     AYGGWLSSHIALVFIELIRGTPIVVQVMFIYFALPMMIPLRIDPFSAAVVTIIINSGA
                     YIAEITRGAVLSIHSGFREAGLALGLSQRGTLLYVIAPLALRRMLPPLGNQWIVSIKD
                     TSLFIVIGVAELTRQGQEIIAGNFRAMEIWSAVAVIYLIITLALSFVLRRLERKLKII
                     "
     gene            2250909..2251718
                     /locus_tag="YPA_2006"
     CDS             2250909..2251718
                     /locus_tag="YPA_2006"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glutamine transport ATP-binding
                     protein"
                     /protein_id="ABG13972.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MERGGGDLPDYHAGTELRSPSVRKKTENNMINFKNVSKHFGKIQ
                     VLHDINLNITQGEVVVIIGPSGSGKSTLLRCINKLEVITRGQLIVDGLDVNSPNIDER
                     QIRLEAGMVFQQFYLFPHLTALENVAFGPTKVRGTSKEEAKKQALALLSKVGLEDRAH
                     HYPAELSGGQQQRVAIARALAVKPKLMLFDEPTSALDPELRHEVLTVMKDLAEEGMTM
                     VIVTHEVGFAQKVASRLIFIDKGRIAEDGDPDSLISNPPSERLREFLQHVS"
     gene            complement(2251958..2253256)
                     /locus_tag="YPA_2007"
     CDS             complement(2251958..2253256)
                     /locus_tag="YPA_2007"
                     /codon_start=1
                     /transl_table=11
                     /product="putative chemotactic transducer"
                     /protein_id="ABG13973.1"
                     /db_xref="InterPro:IPR000014"
                     /db_xref="InterPro:IPR000700"
                     /db_xref="InterPro:IPR001610"
                     /db_xref="InterPro:IPR004089"
                     /db_xref="InterPro:IPR004090"
                     /translation="MDHYCTVRYTHAPWRAELTSIDNAVPMIIFKPDGTVVQVNKLFL
                     AAMGYQKDEVIGKHHKIFCDPQYAASDAYRRHWQLLNEGRPISDNIKRIRKDGNVIWL
                     QGTYTPVVDRQGNVIEIIKIASDVTERILQSQEHQSLLEALNRSMGMITFTPQGIILA
                     ANDNLLNVIGYSLADIQHKSHQILCLPEFAHSEEYHQHWQRLARGEFIIGRFERLNRR
                     GERVWLEASYNPIMDNEGNVLKVVKIAQDITALMLQQEQEENLIRDVHHLSLTTDRSA
                     SQGAEIVQQAVRGMQEVESIARETSDVVSDLGRCSQEIGSIVEAIRKISSQTNLLAIN
                     ASIEAAHAGEHGRGFSVVASEVRLLADQSRKAASEIEQMTKTIQNGVTAAIKGMGTCV
                     EQAGGGVILTQDAGEVINLVNVGMQDVVKLMTTFSQVKNQ"
     gene            2253315..2254337
                     /locus_tag="YPA_2008"
     CDS             2253315..2254337
                     /locus_tag="YPA_2008"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG13974.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2254337..2255116
                     /locus_tag="YPA_2009"
     CDS             2254337..2255116
                     /locus_tag="YPA_2009"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG13975.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            2255695..2255796
                     /locus_tag="YPA_2010"
     CDS             2255695..2255796
                     /locus_tag="YPA_2010"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13976.1"
                     /translation="MKEIKIMIYKNIFIKKQINADYYPVITEIKMEK"
     gene            complement(2255978..2256988)
                     /locus_tag="YPA_2011"
     CDS             complement(2255978..2256988)
                     /locus_tag="YPA_2011"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13977.1"
                     /translation="MLSYAPENAYQRASTMENKKVFPKEKSGLHPRNRHCSRYDFDAL
                     SVSCPELIPFLAPTAYGDISVDFADPLAVKMLNKALLKHFYGIEYWDIPADSLCPPIP
                     GRADYVHHLADLLASCNGEVIPKGKNIALLDIGVGANCIYPIIGQREYGWRFTGTDID
                     SHALSAAKMVVSMNPTLKNTLRLKQQKDPHAIFEGVWAVNERYDATLCNPPFHGSAEE
                     AAATTRRKLHKLGKNEVAAKPVQNFGGKNSELWCEGGEEGFVSRMVAESVAKAQNCFW
                     FTSLISKKTTLPAIYHALRYVKAVEVRTIEMAQGQKVSRFVAWTFLTPEQQAAWVAER
                     WA"
     gene            2257276..2257536
                     /locus_tag="YPA_2012"
     CDS             2257276..2257536
                     /locus_tag="YPA_2012"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13978.1"
                     /translation="MKNIKNFVAVIALSTLSFGSFAADYVNSQKAAQLEPVGVITANG
                     ATSLSSLKAQLAEKADAAGAKAFTITSTTGNNLMHGSAVIYK"
     sig_peptide     2257276..2257344
                     /locus_tag="YPA_2012"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 23"
     gene            complement(2257527..2257685)
                     /locus_tag="YPA_2013"
     CDS             complement(2257527..2257685)
                     /locus_tag="YPA_2013"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13979.1"
                     /translation="MGFCISKVLAAIYCITDMSQFIGMRSLTALLQRQSIWRQLLLMN
                     WLLLVDYL"
     gene            complement(2257918..2258877)
                     /locus_tag="YPA_2014"
     CDS             complement(2257918..2258877)
                     /locus_tag="YPA_2014"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosyl transferase"
                     /protein_id="ABG13980.1"
                     /translation="MDYSKIIKEVGRGKNHARDLDQPTAYALYKAMLAGQVPALELGG
                     ILIAFRIKGESEQEILGFYQAMQEQVMSLRAPVDRPLPVVIPSYNGARKQANLTPLLA
                     LLLSRLGLPVVVHGVTEDSSRVTSAEIFQQLNIPWSLSVQEAQQRLDNGLPVFIPVSA
                     LSMQLDQQLQQRWRMGVRNSSHTLAKLATPFTHDKALRVASVSHPEYMQKVGGFFQAI
                     SAPGLLLQGTEGEVYANPLRCPPIHYINDGEQTILLDRSSESVVPELPLSKDAVITAR
                     WIEGCLAGEQPIPDSILKQLACCLVAAGQADSVELALQQIKIV"
     gene            complement(2258943..2260358)
                     /locus_tag="YPA_2015"
     CDS             complement(2258943..2260358)
                     /locus_tag="YPA_2015"
                     /codon_start=1
                     /transl_table=11
                     /product="putative O-succinylbenzoic acid--CoA ligase"
                     /protein_id="ABG13981.1"
                     /db_xref="InterPro:IPR000873"
                     /db_xref="InterPro:IPR010192"
                     /translation="MASLGHPPWEHWPWQYWANLRPQALAIRSGGQRISWQQLASDIN
                     ALAAFFQQQGVVPGSGVALRGKNSYTLLLAYLAALQCAARVLPLNPQLPDALLAQRLP
                     TLDIHFMLNLATPLPPHFAFTPLDPRTVDSAAVTPIAWDGQRLATLTLTSGSSGLPKA
                     AVHSLGAHRANADGVLALMNFTASDSWLLSLPLFHVSGQGIVWRWLTAGATLGVPEGV
                     PLVEALAGCSHASLVPTQLWRLLANAAPPLTLKEVLLGGAMIPTELTEQAEAHGIRCW
                     CGYGLTELASTVCAKRADGRPGVGVALAGRQVKLVDDEVWIKADCLAAGYWQQGQLLP
                     LTDSDGWFHTRDRGRWQQGELCILGRLDNLFFSGGEGIQPEDIERVLLQYSGVQHAFV
                     IPVADAEFGHRPVAVIDSADEVDVVALADWLAPRLAVFQRPIAFYRLPTFLKRGGIKI
                     SRQQLADWLRGKYEGEKIGER"
     gene            complement(2260346..2261317)
                     /locus_tag="YPA_2016"
     CDS             complement(2260346..2261317)
                     /locus_tag="YPA_2016"
                     /EC_number="4.2.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="O-succinylbenzoate synthase"
                     /protein_id="ABG13982.1"
                     /translation="MRTATLYRYSVPMEAGVILRHQRLKSRDGLLVKLQQGELSGWGE
                     IAPLPEFSQETLDQAQVAAECWLQHWVSGVESDDSVLPSVAFGLSCAQAELKQTLPLS
                     ADYRKAPLCTGDPDELFAVLQALPGEKVAKVKVGLYEAVRDGMIVNVLLEALPDLTLR
                     LDANRSWSRAKADGFAKYVNPALRSRIAFLEEPCKTRAESREFAQDTGIAIAWDESVR
                     EADFQVEAEPGVAAIVIKPTLVGSLARCQQLVQQAHQAGLVAVISSSIESSLGLTQLA
                     RLAAWLTPVTVPGLDTLDLMQAQVVRPWPDSPLPLITTEQLGVVWHR"
     gene            complement(2261317..2262174)
                     /locus_tag="YPA_2017"
     CDS             complement(2261317..2262174)
                     /locus_tag="YPA_2017"
                     /EC_number="4.1.3.36"
                     /codon_start=1
                     /transl_table=11
                     /product="1,4-Dihydroxy-2-naphthoate synthase"
                     /protein_id="ABG13983.1"
                     /db_xref="InterPro:IPR001753"
                     /db_xref="InterPro:IPR010198"
                     /translation="MLYPSEEQLYAAIDWLDCSAGFEDIRYHKSNDGIAKITINRPHV
                     RNAFRPLTVKEMIQALADARYDDNIGVIILTGEGDKAFCSGGDQKVRGDYGGYQDNSG
                     VHHLNVLDFQRQIRTCPKPVVAMVAGYSIGGGHVLHMMCDLTVAADNAIFGQTGPKVG
                     SFDGGWGAAYMARIVGQKKAREIWFLCRQYDAKQALDMGLVNTVVPLADLEKETVRWC
                     REMLQNSPMALRCLKAALNADCDGQAGLQELAGNATMLFYMTDEGQEGRNAFNEKRQP
                     DFSKFKRNP"
     gene            complement(2262188..2263006)
                     /locus_tag="YPA_2018"
     CDS             complement(2262188..2263006)
                     /locus_tag="YPA_2018"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13984.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MTTLACRKLAPHPESPRHQHAGPWLVWLHGLLGSGQDWLPVAQL
                     CGDYPSLLIDLPGHGQSVSLSADGFADISRQLSQTLQANGIREYWLAGYSLGGRIAIY
                     HACYGRHHGLQGLLVEGGNLGLENAELRQARLQQDRQWAQRFRQEPLPQVLDDWYQQA
                     VFADLDPQQREQLVLLRADNHGPAVAEMLEATSLGHQPWLLPALQRLNVPYTYLCGDR
                     DHKFLQLAQQYRLPLHTLARAGHNAHRANPGAFAAQVLAFLSQSSCLPPSSLSR"
     gene            complement(2263003..2264706)
                     /locus_tag="YPA_2019"
     CDS             complement(2263003..2264706)
                     /locus_tag="YPA_2019"
                     /codon_start=1
                     /transl_table=11
                     /product="2-succinyl-6-hydroxy-2,
                     4-cyclohexadiene-1-carboxylate synthase"
                     /protein_id="ABG13985.1"
                     /db_xref="InterPro:IPR004433"
                     /translation="MSTSVFNRRWAALLLEALTRHGVRHICIAPGSRSTPLTLAAAAN
                     PSLVCHTHFDERGLGHLALGLAKASTEPVAVIVTSGTAVANLYPALIEAGLTGERLIL
                     LTADRPPELIDCGANQAIRQQGLFASHPTLSVNLPRPTPDISARWLVSTLDSAMAQLQ
                     HGALHINCPFAEPLYGGDEQQYADWSASLGDWWQDCHPWLRQTCYPPSLYQPPAQQAD
                     WFFWRQKRGVVIAGRMGAQEGRQLTAWAAMLGWPLIGDVLSQTGQPLPCADLWLAHPR
                     AQETLAQAQMVLQFGSSLTSKRLLQWQTACQPQEYWLVDSAPGRLDPANHRGRRIICP
                     VGEWLSRHPAQRRTPWATELAAYSESAQAQVIETLAGQFSEAAVAHQLAELLPDNGQL
                     FVGNSLIVRLIDALGQLPAGYPVYSNRGASGIDGLLSTAAGVQRATAKPTLAIVGDLS
                     ALYDLNALALLRQSSAPMVLLVINNNGGQIFSLLPTPEAERQRFYCMPQDVNFEHAAV
                     MFSLGYARPNSWPQLRELAHQCWLRGGTTLIEVQVPPSQGAETLQQLVQQVTLIPQVA
                     P"
     gene            complement(2264934..2266307)
                     /locus_tag="YPA_2020"
     CDS             complement(2264934..2266307)
                     /locus_tag="YPA_2020"
                     /codon_start=1
                     /transl_table=11
                     /product="menaquinone-specific isochorismate synthase"
                     /protein_id="ABG13986.1"
                     /db_xref="InterPro:IPR004561"
                     /db_xref="InterPro:IPR005801"
                     /translation="MVVKQLSGLLGELRQKLCAGFPEQAGIQQLIFPAPGLVGRQLLE
                     WLTAQTHFPQFYWRHRDNHEEAAVCGQTRSFADMKDADDFIQQNPDANGLRIWGLNAF
                     EPVMVFGQLTDNGLVSGKNAQASFLFLPRLEILRRGKKTSLTLNLSSETSLQKDALQA
                     ITFIDQLMAARALPVLNARIQHSSHTPGYPQWRNLIQQALNDIEQQKLDKVVLARTTT
                     LTLNKPLSCAAFMAASRQVNHRCYHFMLRFDDRQAFLGSSPERLYLRQQLHLETEALA
                     GTVSNLDSDPQAAVLADWLMHDEKNQRENLLVVDDICQRLQGGVTAVDVMPPEIIRLR
                     KVQHLRRRICAQLSRASDTDCLQRLQPTAAVAGLPREAARQFIAKHELFSRGWYAGSA
                     GYLSLKRTEFSVALRSARVDGQQIHLYAGAGIVAGSDAEQEWQEIDNKSAGLQSLLEH
                     EAQPVKA"
     gene            complement(2266829..2267473)
                     /locus_tag="YPA_2021"
     CDS             complement(2266829..2267473)
                     /locus_tag="YPA_2021"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13987.1"
                     /translation="MSNTLDLSAAAGTPYQVKFVNHSSSAWTVFLYQKMPNQPSDVFS
                     LAWQASPFKVAPNSFFTFKWSINYSFVWGRTGHLTDGVLFEAGAILDADPTSHNQVTF
                     DTADNTPTFSNLSTAGQAGKLTIIEGGSMPNNVYSTGIGMSGQGTFAQQVLANTTQLY
                     TPEPLYFIAAGQGVQMGQVLAQTVTNSNELKYSGNIYSLVATLDETQQWNVVPA"
     gene            complement(2268028..2268336)
                     /locus_tag="YPA_2022"
     CDS             complement(2268028..2268336)
                     /locus_tag="YPA_2022"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG13988.1"
                     /translation="MNRDNEPPTSLEDDLAMLTDTLEEVLRYSGTLADESYQEIKARA
                     EKALKEVQSRLSDHGGCHIKQIKAMACCTDDYVRQNPWCSVGIGATIGLIVGLLVARR
                     "
     gene            2268520..2268687
                     /locus_tag="YPA_2023"
     CDS             2268520..2268687
                     /locus_tag="YPA_2023"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13989.1"
                     /translation="MLTLTARIALKNPYRDGWGINTKLCNVIFTVSQYLFYFKSILFS
                     ATYRVKKAILG"
     gene            2268861..2269043
                     /locus_tag="YPA_2024"
     CDS             2268861..2269043
                     /locus_tag="YPA_2024"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG13990.1"
                     /translation="MSYKNNAYKKARKMKNELAMAFGGMIVGISLAILILCIIFGLTS
                     PETVISYADCVIKSRN"
     sig_peptide     2268861..2268959
                     /locus_tag="YPA_2024"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.843) with cleavage site probability 0.689 at
                     residue 33"
     gene            complement(2269262..2271133)
                     /locus_tag="YPA_2025"
     CDS             complement(2269262..2271133)
                     /locus_tag="YPA_2025"
                     /EC_number="4.2.1.12"
                     /codon_start=1
                     /transl_table=11
                     /product="6-phosphogluconate dehydratase"
                     /protein_id="ABG13991.1"
                     /db_xref="InterPro:IPR000581"
                     /db_xref="InterPro:IPR004786"
                     /translation="MNPIITRVTQRIIARSAATRTAYLQRISAAKEHTVHRSQLACGN
                     LAHGFAACQPEDKAALKNRVRSDIAIITSYNDMLSAHQPYEHYPQQLKDALHEVGAIG
                     QVAGGVPAMCDGVTQGQDGMELSLMSRDVIAMSAAIGLSHNMFDGALYLGVCDKIVPG
                     LLMAALSFGHLPAIFVPAGPMASGLPNKEKVRIRQLYAEGKVDRQALLEAEAASYHSA
                     GTCTFYGTANSNQMVMEVMGLHLPGASFIQPNTPLRDALTAAAARQITRLTETGINCI
                     DGNHIDVNHINSSHINSSYLPVGQLVDEKVVVNGIVALLATGGSTNHTLHLVAMARAA
                     GIIINWDDFSELSEAVPQLCRIYPNGPADINYFQASGGVALLVNMLLQGGLLHEEVHT
                     VAGFGLQRYTQEPYLAAGKLQWRPGPQQSLDATVIASLEQPFSAQGGTKVLNGNLGRA
                     VMKTSAVPREHQVIEGPARVFESQHDVEAAFESGDLDRDCVVVVRYQGPQAIGMPELH
                     KLMPPLGVLLDRGFKVALVTDGRLSGASGKVPSAIHVTPEAYCGGLLANVRNGDRIRV
                     DGVSGELSLLVDEAELATRDSPLPAISAFHVGCGRELFGALREQLSGAEQGACCIRF"
     gene            complement(2271143..2271658)
                     /locus_tag="YPA_2026"
     CDS             complement(2271143..2271658)
                     /locus_tag="YPA_2026"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13992.1"
                     /db_xref="InterPro:IPR010371"
                     /translation="MNLQQQLAYCQQHQQRLQLRHFDNETAWQLGEKIKRQAEKQGVA
                     LAIDITVNHQTLFSYAMAGTCAENQDWLRRKRNVVELLSTSSYAAGLMLQQRETSLDA
                     RYGVSLRDYAALGGAFPLQIKQAGIIGSVNVSGAPHLDDHNLLLQVLADFVGLPTGSI
                     ELLTPLTPLSA"
     gene            complement(2271688..2273004)
                     /locus_tag="YPA_2027"
     CDS             complement(2271688..2273004)
                     /locus_tag="YPA_2027"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transporter"
                     /protein_id="ABG13993.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MDSKIPNARWFRVIVPIMIACIISFMDRVNISFALPGGMESDLA
                     ITSQMAGLAGGIFFIGYLFLQVPGGRIAVHGSGRKFIAYSLAVWAIVSILTGFVTHHY
                     QLLFLRFVLGVSEGGMLPVVLTMVSNWFPEREIGRANAFVMMFAPIGGMFTAPLSGFI
                     INTLDWRWLFFLEGGLSALVLVMWWFVISDRPEEAKWLSARERDYLVTELSRERAERM
                     FNKPVTNAPLKAVFLNKGLMKLVALNFFYQTGDYGYTLWLPTILKNLTGGNMASVGIL
                     AVLPFVATTAGIYVISALADKTGKRRLLIMISLFCFAAALVASVIFRHNVLVSYLALV
                     VCGFFLKAATSPFWSIPGRIAVPEVAGGARGGINGLGNLGGFCGPYLVGVMIFFYGQS
                     AAVCMLAGSLIIAGLITLTLPKECDVEVKSTGKAIADNGLTKAKRA"
     gene            complement(2273550..2274500)
                     /locus_tag="YPA_2028"
     CDS             complement(2273550..2274500)
                     /locus_tag="YPA_2028"
                     /codon_start=1
                     /transl_table=11
                     /product="putative D-isomer specific 2-hydroxyacid
                     dehydrogenase family protein"
                     /protein_id="ABG13994.1"
                     /db_xref="InterPro:IPR006140"
                     /translation="MKHSKQAVLIIAPVMDYLTEKLEQTFTVHKLYQVTDHAEFLADQ
                     GKNIKGIVTRGDIGVTNEVLALLPEVQIISIFGVGTDAVDLDYTRERNIIVTTTPGVL
                     TDDVADTALGLIIATSRRFYQASQFLRSGEWPNGSLPLSSKVTGKRLGIFGMGRIGRA
                     IARRAVGFDMQIAYTDTVHDSSLPYQYVPDLISLAKQSDILVVAISGGKDSAGLVDKA
                     IFAAMPNHGILINIARGSMVNQDDLISALQQQQIGGAGLDVFADEPHVPQALIEMDNV
                     FLLPHIASATTDTRIQMSDIVFSNILAHFSGETAPTAITY"
     gene            complement(2274966..2275958)
                     /locus_tag="YPA_2029"
     CDS             complement(2274966..2275958)
                     /locus_tag="YPA_2029"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG13995.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MKNQRVTLQDIALLAGVTKMTVSRYLRMPEKVAPETGERIAQVM
                     AEVNYSADPESETSLNQKSPRIGILVPSFNNQIFSDLLAGIESITVANGYQTLVVNYN
                     YNKAREEEQIINLLSCQISGLILTDSEHTLRADKYLNAAEIPIAQVMELEPQENRITV
                     GFNNYQAAYDMTTTLLASGKQHIVYFGSMSDARDRKRYQGYSQAVTDAGFTPLHITPN
                     KVSSVSIGAGMLALARQMYPDVDAIFCTNDDMAVGVLQECLKLGVAIPAEMAISGFHG
                     LDIGQATTPILASVTTPRFEMGKVAAEILIKKIKKIPTIEQVDLHYRISLGGTI"
     gene            2276427..2277710
                     /locus_tag="YPA_2030"
     CDS             2276427..2277710
                     /locus_tag="YPA_2030"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG13996.1"
                     /translation="MLLHLKGSHRFISLMLCALLLAGCGHQRMPEKPVSPVGKEEPVR
                     GVWLTTVLRLDWPSLSSINASSDSIRISTQKKELTDTLDDLVKNGVNTLFFQVKPDGS
                     ALYHSAILPWSDVLTGVTGKDPGYDPLAFAVSEAHKRGLKIHAWLNPYRVSMDTRPET
                     SASLERTLSSSPASVYALHKDWIRTANGRFVLDPGLPEVRHWITNIVAELVKNYDIDG
                     IQFDDYFYYETPSSRLDDDATYQKYGQSFSDKANWRRNNTLLLIKQVSSTVRSLKPEI
                     EFGVSPAGVWRNQADDPLGSETQAGSPSYDTAYADTRLWVQDGLLDYIAPQLYWTHSQ
                     KKVKYDTLATWWADTVRHSHTKLYIGVALYKVGQPSQAESDWALEGGVPELKRQLDLN
                     DALPEISGTILFREAFLRQPQTEEAVKYLKSRWRN"
     sig_peptide     2276427..2276510
                     /locus_tag="YPA_2030"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.692) with cleavage site probability 0.553 at
                     residue 28"
     gene            2278364..2279233
                     /locus_tag="YPA_2031"
     CDS             2278364..2279233
                     /locus_tag="YPA_2031"
                     /codon_start=1
                     /transl_table=11
                     /product="gluconate 5-dehydrogenase"
                     /protein_id="ABG13997.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /translation="MDVFTASLRSACSLRRGHFVNSLIIFIYYRYQEVTMKNLFSLEN
                     RKVLITGSAQGIGFLLAKGLAEFGAEIIINDITAERAEKAVAELRASGFIAHAAAFNV
                     TNHDEVNEAIEKIESHIGAIDVLINNAGIQRRHAFTEFPEKDWDDVIAVNQKSVFLVS
                     QAVARYMVKRQRGKIINICSMQSELGRDTITPYAASKGAVKMLTRGMCVELARYNIQV
                     NGIAPGYFKTDMTKALVDDQAFTDWLCKRTPAARWGDPEELIGAAVYLSSKASDFVNG
                     HLLFVDGGMLVAV"
     gene            2279282..2279818
                     /locus_tag="YPA_2032"
     CDS             2279282..2279818
                     /locus_tag="YPA_2032"
                     /EC_number="2.7.1.12"
                     /codon_start=1
                     /transl_table=11
                     /product="gluconate kinase"
                     /protein_id="ABG13998.1"
                     /db_xref="InterPro:IPR006001"
                     /translation="MSGKCIIVMGVSGTGKSCVGQALALALGAKFIDGDDLHPRANIQ
                     KMAAGQPLNDQDRAPWLERLSDVAYSLQQKNEVGFLVCSALKKQYRDRLREGNEGIRF
                     LWLTGDYDLVLHRMQQRAGHFMPESLLKSQFATLEAPGSDEPDVIPIDISSSIADVVE
                     HCIAALSLENHVSAILSE"
     gene            2279896..2280363
                     /locus_tag="YPA_2033"
     CDS             2279896..2280363
                     /locus_tag="YPA_2033"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG13999.1"
                     /db_xref="InterPro:IPR004375"
                     /translation="MILDELKKAVNNPIYPEVIRRTLAAISQMDLAALPAGELEIEGR
                     EIYLNHMIATTKPLYEQRPELHRYYIDIHILLEGSEVIGASPSTQGQRPTMDFDSEKD
                     YGLFEGMSTETLLTLAPGDIALLFPGELHRPMGTLTDPAPIRKLVVKVANHLL"
     gene            complement(2280687..2281877)
                     /locus_tag="YPA_2034"
     CDS             complement(2280687..2281877)
                     /locus_tag="YPA_2034"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14000.1"
                     /translation="MWVLPINSNPTVLHPPMVDRVYIDRQIDELELYFCPDTGKCKKL
                     TTEMRVRNEIYKNLDYFYYFLEKSYTSVALSLLIVEQAWTNTHQPVSRGNIKPEYRLD
                     DYRRESLCEFAIREILKTVDEAIISQPSTTDSFTKKKNKKAYEDIISMVSYLVGLTKD
                     KIQGAKQRYGSDPITQVLFQEFNKRNIFHDYSGNEQDVLKDAMNGIVYSCYKFYSEKE
                     KLPSVDVIKKIMKEVPQSINYPDSETAAYRLISKAIIDPMIIDINYEKHCHLSHLNAL
                     ARTLIAKDIPITHNRKYKHYLTDNLNNKFIRLFLLDKTFDIRKSELYQRVEQHLREIN
                     ENISADDILRCCKDYYEFAREKYALKIPSLAEVEFTEQLTRSGHISAAIEHRRHGTYL
                     PRTV"
     gene            complement(2282113..2283576)
                     /locus_tag="YPA_2035"
     CDS             complement(2282113..2283576)
                     /locus_tag="YPA_2035"
                     /EC_number="1.6.99.5"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase I chain N"
                     /protein_id="ABG14001.1"
                     /db_xref="InterPro:IPR010096"
                     /translation="MTITPQQLIAMLPLLIVGLTVVVVMLSIAWRRDHFINATLTVIG
                     LNLALLSLYFVGQVGPMDVTPLMRVDGYSMFYTGLVIIASLATSTFAYPWLVGYPDNR
                     EEFYLLVLIAALGGILLASANHLASLFLGIELLTLPLFGLIGYAYRQKRSLEASIKYM
                     LLSAAASSFLLFGMALLYAESGSLSFVGLGQSLSDSMVHQPLILAGLGMMIVGLGFKL
                     SLVPFQLWTPDVYQGAPAPVSTFLATASKIAIFAVVMRLFMYAPAADSEAVRLVLSII
                     AVASILFGNLMAISQTNIKRLLGYSSIAHLGYLLIALVAVQTHELALPLETIGVYLAG
                     YLFSSLGAFGVVSLMSSPYKGPDAESLFSYRGLFWHKPILSAVMTVMMLSLAGIPMTL
                     GFIGKFFVVAMGVSANLWWLTGAVVLGSAIGLYYYLRVTVSLFLSPPQSLVRDTPSNW
                     ALTAGGVVVLISAILVLVLGIYPQPLITLVQMAQPLM"
     gene            complement(2283583..2285115)
                     /locus_tag="YPA_2036"
     CDS             complement(2283583..2285115)
                     /locus_tag="YPA_2036"
                     /EC_number="1.6.99.5"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase I chain M"
                     /protein_id="ABG14002.1"
                     /db_xref="InterPro:IPR003918"
                     /db_xref="InterPro:IPR010227"
                     /translation="MLLPWLILIPFIGGLLCWQLERFGTKVPRWIALIAMGLTLVLSL
                     YLWGQGNYSLMNPTGIPQWQTYYNVPWIPRFGIRFHLALDGLSLLMVVLTGLLGVLAI
                     LCSWREIQRYQGFFHLNLLWILGGVIGVFLAIDMFLFFFFWEMMLVPMYFLIALWGHK
                     ASDGKTRITAATKFFIYTQASGLIMLIAILGLVFVHFNATGIWTFNYEDLLNTPMSRN
                     VEYLLMLGFFIAFAVKMPVVPLHGWLPDAHSQAPTAGSVDLAGILLKTAAYGLLRFSL
                     PLFPNASHEFAPIAMWLGVIGIFYGAWMAFCQTDIKRLIAYTSVSHMGFVLIAIYTGS
                     QLAYQGAVIQMIAHGLSAAGMFIICGQLYERLHTRDMRQMGGLWGRIKYLPALSLFFA
                     VATLGMPGTGNFVGEFMILFGSFQVVPVITVIATFGLVFASVYSLIMMQRAYYGTPKS
                     EEALPGMTARELSIVLLLVVLLVLLGVYPQPILDTSHAAMSNVQQWFSAASIPAPSIT
                     RP"
     gene            complement(2285155..2286999)
                     /locus_tag="YPA_2037"
     CDS             complement(2285155..2286999)
                     /locus_tag="YPA_2037"
                     /EC_number="1.6.99.5"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase I chain L"
                     /protein_id="ABG14003.1"
                     /db_xref="InterPro:IPR003916"
                     /db_xref="InterPro:IPR003945"
                     /translation="MNLLYLTILLPLLGFLLLAFSRGRWSENTAATVGVGSIGLTALV
                     TLYVAVDFLSQKATGVQVFNQTLWNWMSVGTFNIPLTLTLDGLSLTMLSVVTGVGFLI
                     HMYASWYMRGEEGYSRFFAYTNLFIASMVVLVLADNLLLMYLGWEGVGLCSYLLIGFY
                     YKHSANGAAAMKAFIVTRVGDVFLAFALFILYQELGTLNIRELMILAPQKLEMGSTAI
                     TWATLMLLGGAVGKSAQLPLQTWLADAMAGPTPVSALIHAATMVTAGVYLIARTHGLF
                     LMAPEVLHLVGVIGAVTLVLAGFAALVQTDIKRVLAYSTMSQIGYMFLALGVQAWDAA
                     IFHLMTHAFFKALLFLSSGSVILACHHEQNIFKMGGLRKTIPLVYICFLVGGAALAAL
                     PIVTAGFYSKDEILWGALASGHINLMVAGLVGAFLTALYTFRMIFIVFHGEPKTKAHP
                     VKGITHSLPLIVLLVLSTFVGALITPPLAGVLPELHFGDEGKMPLEIFSGVLVVIGIA
                     LAAFLYLGKRQLVNSIAQSAPGRFFTVWWFHAWGFDWLYHNLFVRPYLWIAKLLQRDP
                     LNSLMNTPAVLSRWSNRGLTVSENGQVRWYAASIGLGAVIVLALLLFV"
     sig_peptide     complement(2286919..2286999)
                     /locus_tag="YPA_2037"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.962 at
                     residue 27"
     gene            complement(2286996..2287298)
                     /locus_tag="YPA_2038"
     CDS             complement(2286996..2287298)
                     /locus_tag="YPA_2038"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase i chain k"
                     /protein_id="ABG14004.1"
                     /db_xref="InterPro:IPR003214"
                     /db_xref="InterPro:IPR003215"
                     /translation="MIPLQHGLILAAILFVLGLTGLLIRRNLLFMLISLEVMINAAAL
                     AFVVAGSYWGQADGQVMYILAITLAAAEASIGLALLLQLYRRRHTLDIDTVSEMRG"
     gene            complement(2287295..2287840)
                     /locus_tag="YPA_2039"
     CDS             complement(2287295..2287840)
                     /locus_tag="YPA_2039"
                     /EC_number="1.6.99.5"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase I chain J"
                     /protein_id="ABG14005.1"
                     /translation="MEFAFYIAALVAVVATIRVITHTNPVHALLYLIISLLAISAVFF
                     SLGAYFAGALEIIVYAGAIMVLFVFVVMMLNLGNVEQQERAWLKPSMWIGPGLLALVL
                     LSVLIYAISSVSDQGISGEMVDAKAVGISLFGPYVLAVELASMLLLAGLVVAFHIGRE
                     HKPGDVMGASDSAKRKTEEQA"
     gene            complement(2287853..2288395)
                     /locus_tag="YPA_2040"
     CDS             complement(2287853..2288395)
                     /locus_tag="YPA_2040"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH Dehydrogenase I chain I"
                     /protein_id="ABG14006.1"
                     /db_xref="InterPro:IPR001450"
                     /db_xref="InterPro:IPR010226"
                     /translation="MTLKELVVGFGTQVRSLWMIGLHAFHKRETLMYPEEPVYLPPRY
                     RGRIVLTRDPDGEERCVACNLCAVACPVGCISLQKAEQKDGRWYPEFFRINFSRCIFC
                     GLCEEACPTTAIQLTPDFEMGEFKRQDLVYEKEDLLISGPGKYPEYNFYRMAGMAIDG
                     KQKGEAENEAKPIDVKGLMP"
     gene            complement(2288410..2289387)
                     /locus_tag="YPA_2041"
     CDS             complement(2288410..2289387)
                     /locus_tag="YPA_2041"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase I chain H"
                     /protein_id="ABG14007.1"
                     /db_xref="InterPro:IPR001694"
                     /translation="MSWFTPELIEILISVLKAVVILLVVVTCGAFMSFGERRLLGLFQ
                     NRYGPNRVGWGGSLQLVADMIKMFFKEDWVPRFSDRAIFTLAPVIAFTSLLLSFAIVP
                     VSPTWAVADLNIGILFFLMMAGLAVYAVLFAGWASNNKYSLLGAMRASAQTLSYEVFL
                     GLSLMGVVAQAGSFNMQDIVNSQEHVWNVIPQFFGFLTFAIAGVAVCHRHPFDQPEAE
                     QELADGYHIEYSGMKFGLFFVGEYIGIVTVSALIVTLFFGGWQGPFLPPFIWFALKTA
                     FFMVMFILIRASLPRPRYDQVMSFGWKVCLPLTLLNLLATAAVILYNAQ"
     gene            complement(2289384..2292128)
                     /locus_tag="YPA_2042"
     CDS             complement(2289384..2292128)
                     /locus_tag="YPA_2042"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase I chain G"
                     /protein_id="ABG14008.1"
                     /db_xref="InterPro:IPR000283"
                     /db_xref="InterPro:IPR010228"
                     /translation="MATIHVDGKEYDVNGADNLLQACLSLGLDIPYFCWHPALGSVGA
                     CRQCAVKQYQNADDTRGRLVMSCMTPATDGTFISIDDSEAKAFRESVVEWLMTNHPHD
                     CPVCEEGGNCHLQDMTVMTGHSFRRYRFTKRTHQNQDLGPFISHEMNRCIACYRCVRY
                     YKDYADGTDLGVYGAHDNVYFGRTESGTLESEFSGNLVEVCPTGVFTDKTHSERYNRK
                     WDMQFAPSICQQCSVGCNTSPGERYGELRRIENRYNGSVNHYFMCDRGRFGYGYVNLK
                     DRPRQPQQLRGSDWIHLNADQVMQGAADILRQAKKTIGIGSPRASLESNFALRELVGA
                     ENFYTGIAAGEQQRLQLMLKVLREGGIYTPALREIESYDAVLILGEDLTQTGARIALS
                     VRQAVKGKAREMAAAQKVADWQIAAIMNIGQHAKHPLFITNVDNTRMDDIAAWNYRAP
                     VDDQARLGFAIAHALDESAPAVADLDRSLKGKVDIIVQALAGAKKPLIITGSSAGSDA
                     IIEAAANVAKALKNRGSDVGITFVASAANSIGLSMIGGGSLDQALELLTRGEADSAIV
                     MENDLYRHAAKDKVDAALDNVANLIVVDHQRTAIMDKANLILSAASFAESDGTLVNQE
                     GRAQRFFQVYDPTYYDDPKKPESRSIMLESWRWLHSLHSTYTSRHVDWTQLDHVIAAC
                     VEALPQLQGIVEAAPDATFRIRGQRLARSPHRYSGRTAMRADISVHEPRQPQDIDTPF
                     SFSMEGNNSPLADRQQIPFAWAPGWNSPQAWNKFQAEVGGSLRFGDPGVRLIEAGEGT
                     LDYFDSIPAAFTATAGNWQIAPYYHLFGSEEMSQRSDVIQQRMPTPYVMVNPADAAAL
                     GVNLGTLVEFNCAGQTLRLPVRLSDTLAPGQVGLPLGLPGIPPILVGARVEDLREAVQ
                     "
     gene            complement(2292215..2293600)
                     /locus_tag="YPA_2043"
     CDS             complement(2292215..2293600)
                     /locus_tag="YPA_2043"
                     /EC_number="1.6.99.5"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase I chain F"
                     /protein_id="ABG14009.1"
                     /db_xref="InterPro:IPR001949"
                     /db_xref="InterPro:IPR011537"
                     /translation="MTINSGTTKEIIRTPEMHPLTWRLRDDKQPVWLDEYRSKNGYAG
                     AEKALKGMAPTDVVNVVKDAGLKGRGGAGFSTGLKWSLMPKDDSMNIRYLLCNADEME
                     PGTYKDRLLMEQLPHLLVEGMLISAFALKAYRGYIFLRGEYIEAAVHLRRAIAEATEA
                     GLLGKNIMGSGFDFELIVHTGAGRYICGEETALINSLEGRRANPRSKPPFPASSGVWG
                     KPTCVNNVETLCNVPAIIEHGVEWYQGITAGKSNDAGTKLMGFSGRVKNPGLWELPFG
                     ITAREILEDYAGGMRDGLKFKAWQPGGAGTDFLTADHLDLPMDFENIAKAGSRLGTAL
                     AMAVDHEIGMVSLVRNLEEFFSRESCGWCTPCRDGLPWSVKILRALERGEGQPGDIET
                     LEQLCRFLGPGKTFCAHAPGAVEPLQSAIKYFRDEFEAGIAVKAYESGMTSGNTRAIA
                     GIQPNLLKARW"
     gene            complement(2293597..2294160)
                     /locus_tag="YPA_2044"
     CDS             complement(2293597..2294160)
                     /locus_tag="YPA_2044"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase I chain E"
                     /protein_id="ABG14010.1"
                     /db_xref="InterPro:IPR002023"
                     /translation="MSDQKETQAHNGSLDVVNLAVNAAEPAAMPDAFELSAEERDAIE
                     HEKHHYEDARAASIEALKIVQKQRGWVPDGAIHAIADVLGIPASDVEGVATFYSQIFR
                     QPVGRHVIRYCDSVVCHITGYQGIQAALEKKLSIKPGQTTFDGRFTLLPTCCLGNCDR
                     GPTMMIDDDTHSYLKPEEIEKLLEQYP"
     gene            complement(2294163..2295959)
                     /locus_tag="YPA_2045"
     CDS             complement(2294163..2295959)
                     /locus_tag="YPA_2045"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase I chain C/D"
                     /protein_id="ABG14011.1"
                     /db_xref="InterPro:IPR001135"
                     /db_xref="InterPro:IPR001268"
                     /db_xref="InterPro:IPR010218"
                     /db_xref="InterPro:IPR010219"
                     /translation="MTDLTTSDSLQPAWQTRDHLDDPVIGELSNRFGPEAFVVQATRT
                     GMPVVWVKREQLLEVMSFLRKQPKPYVMLFDLHGVDERLRTHRQGLPDADFSVFYHLL
                     SIERNRDIMLKVALSEKDLHVSTATKIFPNANWYERETWEMFGITFDGHPHLTRIMMP
                     QSWEGHPLRKDYPARATEFDPYVLTKQKEDLEMESLTFKPEDWGMKRGTENEDFMFLN
                     LGPNHPSSHGAFRIVLQLDGEEIIDCVPDVGYHHRGAEKMGERQSWHSYIPYTDRIEY
                     LGGCVNEMPYVLAVEKLAGIVVPDRVNTIRVMLSELFRINSHLLYISTFIQDVGAMTP
                     VFFAFTDRQKVYDVIEAITGFRMHPAWFRIGGVAHDLPRGWERLLRDFLDWMPKRLDS
                     YVKAALQNSILKGRSVGVAAYNAKEALEWGVTGAGLRATGVEFDVRKWRPYSGYENFD
                     FEVPVGNNGDCYDRVMLKVEELRQSLRILEQCYKNMPEGPFKADHPLTTPPPKERTLQ
                     HIETLITHFLQVSWGPVMPANESFQMIEATKGINSYYLTSDGSTMSYRTRIRTPSYAH
                     LQQIPSVIRGSLVSDLIVYLGSIDFVMSDVDR"
     gene            complement(2296100..2296777)
                     /locus_tag="YPA_2046"
     CDS             complement(2296100..2296777)
                     /locus_tag="YPA_2046"
                     /EC_number="1.6.99.3"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase I chain B"
                     /protein_id="ABG14012.1"
                     /db_xref="InterPro:IPR006138"
                     /translation="MDYTLTRIDPNGENDRYPLQTQETVSGDPLEQHVHRSVYMGKLE
                     NAMHDMVNWGRKNSLWPYNFGLSCCYVEMVTSFTAVHDVARFGAEVLRASPRQADFMV
                     VAGTCFTKMAPVIQRLYEQMLEPKWVISMGACANSGGMYDIYSVVQGVDKFLPVDVYI
                     PGCPPRPEAYMQALLLLQESIGKERRPLSWVVGDQGVYRANMQPERERKHAERIAVTN
                     LRTPDEI"
     gene            complement(2296879..2297379)
                     /locus_tag="YPA_2047"
     CDS             complement(2296879..2297379)
                     /locus_tag="YPA_2047"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH dehydrogenase I chain A"
                     /protein_id="ABG14013.1"
                     /db_xref="InterPro:IPR006162"
                     /translation="MRMSTTTEIIAHHWAFAVFLIGAVGLCGLMLLGAYFLGGRAQAR
                     AKNVPYESGIDSVGSARMRLSAKFYLVAMFFVIFDVEALYLYAWSISIRESGWIGFIE
                     AAIFILVLLAGLFYLVRIGALDWTPTRSNRRVSKPSTVRYASSHPQDISQELSVAGSQ
                     QANESR"
     sig_peptide     complement(2297248..2297379)
                     /locus_tag="YPA_2047"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.891) with cleavage site probability 0.476 at
                     residue 44"
     gene            complement(2298057..2298998)
                     /locus_tag="YPA_2048"
     CDS             complement(2298057..2298998)
                     /locus_tag="YPA_2048"
                     /codon_start=1
                     /transl_table=11
                     /product="LysR-family transcriptional regulatory protein"
                     /protein_id="ABG14014.1"
                     /db_xref="InterPro:IPR000169"
                     /db_xref="InterPro:IPR000847"
                     /translation="MTNANRPIINLDLDLLRTFVAVADLNTFAAAAAAAAAVCRTQSA
                     VSQQMQRLEQLVGKELFARHGRNKLLTEHGLQLLGYARKILRFNDEACTSLMYSNMEG
                     SLIIGASDDTADTLLPFLLNRVATLYPRLAIDVRVKRSPFIADMLSSGEVDLAITTAK
                     VDSHPHVILRTSPTLWYCSVDYQFQPGEPVPLVVMDEPSLYREMAIEHLTQAGVPWRI
                     AYVASSLSAIRAAVRAGLGVTARPIEMMSPDLRVLGETEGLPGLPETRYVLCKDKQCD
                     NELALAIFSALQNSYQHTMSSESSLILDSDYLTGDED"
     gene            2299853..2301067
                     /locus_tag="YPA_2049"
     CDS             2299853..2301067
                     /locus_tag="YPA_2049"
                     /EC_number="2.6.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase"
                     /protein_id="ABG14015.1"
                     /db_xref="InterPro:IPR001176"
                     /translation="MSPIEKSSKLDNVCYDIRGPVLKEAKRLEEEGNKVLKLNIGNPA
                     PFGFDAPDEILVDVIRNLPTAQGYCDSKGLFSARKAIMQHYQARNIRDLTVEDIYIGN
                     GVSELIVQSMQALLNLGDEMLVPAPDYPLWTAAVSLSSGKAIHYMCDEESGWFPDLDD
                     IRSKITPRTRGIVIINPNNPTGAVYSKELLLEIVEIARQNDLIIFADEIYDKILYDDA
                     QHHSIAALAPDLLTVTFNGLSKTYRVAGFRQGWMVLNGPKKHAKGYIEGLEMLASMRL
                     CANVPMQHAIQTALGGYQSISEFIQPGGRLYEQRDRAWELINQIPGVSCVKPQGALYM
                     FPRIDQKRFNLKDDQKLVLDLLLQEKVLLVQGSAFNWPYPDHVRIVTLPRVDELEMAV
                     RKLGRFLETYHQ"
     gene            2301218..2301811
                     /locus_tag="YPA_2050"
     CDS             2301218..2301811
                     /locus_tag="YPA_2050"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14016.1"
                     /db_xref="InterPro:IPR003607"
                     /translation="MSHFFAHLSRLKLINRWPLMRNVRTENVSEHSLQVAFVAHALAI
                     IKNRKFNGNLNAERIALLAMYHDASEVITGDLPTPIKYHNPKIAHEYKKIEKVAQQKL
                     IEMLPKELQHDFRCLLDEHYYSEEEKALVKQADALCAYLKCLEELSAGNNEFIQAKAR
                     LEKTLAIRQSPEMDYFMAVFVPSFSLSLDEISLDSLD"
     gene            complement(2302154..2304046)
                     /locus_tag="YPA_2051"
     CDS             complement(2302154..2304046)
                     /locus_tag="YPA_2051"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ion transport protein"
                     /protein_id="ABG14017.1"
                     /db_xref="InterPro:IPR001898"
                     /translation="MFYCQSRIFSFTFCFANEAILNSELLWVLTLLLIAIVLFTTNKL
                     RMDVVALLVIIAFVMSGTLSLSEATSGFSDPNVILIAALFVIGEGLVRTGVAYQMGDW
                     LVKVAGHSETKMLALLMVTVAGLGAFMSSTGVVAIFIPVVLSVASRMKISPGRLMMPL
                     SFAGLISGMMTLVATPPNMVVNSELVREGIKGFGFFGVTPIGIIILFMGVAYMLVARR
                     WLGGKQEHTEKDQWKRRTFRDLIRDYKLTGRARRLAIRHGSPLIGRSLDELHLRARYG
                     ANVVGIERWRRFRRVMVSATGSSELRENDVLLIDMSDCDMDLREFCSEQMLEPLVLRG
                     EYFSEQSRNVGMAEVSLIPDSALLGKNLREVAFRSRYGLNVVGIRRNGKTLEGKLVDD
                     KLQFGDILLVIGDWKLIRQLQLKTRDFIVLNLPAEVDEVAPAISQAPHALFCLALMVA
                     MMLTDEVPNVIAALVACLLMGQFRCIDMESAYRSIHWPSLILIIGMMPFAQALQKTGG
                     VDLIVRGLMDVAGGMGPRVMLLCLFVLCATIGLFISNTATAVLMAPIAIATAREMALS
                     PYPFAMIIGIAASAAFMTPVSSPVNTLVLGPGGYKFGDFVRMGVPFTVLVMIVSVMVV
                     PLLFPF"
     gene            complement(2304278..2304934)
                     /locus_tag="YPA_2052"
     CDS             complement(2304278..2304934)
                     /locus_tag="YPA_2052"
                     /codon_start=1
                     /transl_table=11
                     /product="putative haloacid dehalogenase-like hydrolase"
                     /protein_id="ABG14018.1"
                     /db_xref="InterPro:IPR005833"
                     /db_xref="InterPro:IPR006402"
                     /translation="MECKGFLFDLDGTLVDSLPVVERAWIGWAQRRGVNPSEVLDFIH
                     GKQAITSLRHFMPGASEAEIQDEFLALEQIEANDTEGVTALPGAVALLTRLNELAIPW
                     AIVTSGSIPVASARRAAGCLPEPKVFVTAELVKQGKPAPDAYLLGAERLGLAPADCIV
                     VEDAPAGILSGLAAGCQVIAVNAPTDTPKLDQVDLVLHSLEQLVVDATSHGAVVRLLP
                     "
     gene            complement(2305099..2305593)
                     /locus_tag="YPA_2053"
     CDS             complement(2305099..2305593)
                     /locus_tag="YPA_2053"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14019.1"
                     /db_xref="InterPro:IPR005587"
                     /translation="MDMTNAQRLILSNQYKMMTMLDPENAERYRRQQTIVERGFGLQM
                     RELDRDFGEMSEDTCRTIINIMEMHHALQVSWGNLKEKQDLDERRISFLGFDAATESR
                     YLSYVRFMVNTEGRYTHFDSGTHGFNSQTPMWDKYQRMLAIWQSCPRQYHLSAVEISQ
                     IINA"
     gene            complement(2305893..2306348)
                     /locus_tag="YPA_2054"
     CDS             complement(2305893..2306348)
                     /locus_tag="YPA_2054"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14020.1"
                     /translation="MTIKPSDSVSWFQVLQRGQHYMKTWPADKRLAPVFPENRVTVVT
                     RFGIRFMPPLAIFTLTWQIALGGQLGPAIATALFACGLPLQGLWWLGKRAITPLPPTL
                     LQWFHEVRHKLFEAGQAVAPIEPIPTYQSLADLLKRAFKQLDKTFLDDL"
     gene            2306770..2307972
                     /locus_tag="YPA_2055"
     CDS             2306770..2307972
                     /locus_tag="YPA_2055"
                     /EC_number="2.7.2.1"
                     /codon_start=1
                     /transl_table=11
                     /product="acetate kinase"
                     /protein_id="ABG14021.1"
                     /db_xref="InterPro:IPR000890"
                     /db_xref="InterPro:IPR004372"
                     /translation="MSSKLVLVLNCGSSSLKFAIIDATNGEEHISGLAECFHLPEARI
                     KWKVDGGKQEAALGAGAAHSEALNFIVNTILAQKPALSAQLTAIGHRIVHGGEKFTSS
                     VIVTEDVIQGIKDSIPFAPLHNPAHLIGIAEALKSFPNLADKNVAVFDTAFHQTMPEE
                     SYLYALPYSLYKDHGIRRYGAHGTSHFYVSQEAAKILNKPLEELNVITCHLGNGGSVT
                     AVRNGKCVDTSMGLTPLEGLVMGTRSGDLDPAIIFHLHDAMGMSVDQINTLLTKESGL
                     LGLTEVTSDCRYVEDNYATKADAKRAMDVFCHRLAKYIGSYTALMDGRLDAVVFTGGI
                     GENAAMVRELTLDKLGLLGFEIDHERNMAARFGKSGTITKDSSRLALVIPTNEELVIA
                     QDAARLTA"
     gene            2308140..2310293
                     /locus_tag="YPA_2056"
     CDS             2308140..2310293
                     /locus_tag="YPA_2056"
                     /EC_number="2.3.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransacetylase"
                     /protein_id="ABG14022.1"
                     /db_xref="InterPro:IPR004614"
                     /translation="MSRTIMLIPTGTSVGLTSVSLGVIRSMEQKGVSLSVFKPIAQPR
                     AGNDAPDQTTTIIRANSSITAAEPLNMNYVETLLSSNQQDVLMEEIVARYHENTKDAE
                     VVLVEGLVPTRKHQFANALNYEIAKTLNAEIVFVIALGNDSPDQLKERIELARSSFGG
                     SKNKNITGVIINKLNAPVDEQGRTRPDLSEIFDDSTKASVANIDPSQLFANSPIPVLG
                     CVPWSFELIATRAIDMAKHLNARIINEGDIKTRRVKSVTFCARSIPHMLEHFRPGSLL
                     VTSADRPDVLVSACLAAMNGVEIGAILLTGGYAIDDRINNLCERAFQTGLPVFMVDTN
                     TWQTSLSLQSFNLEVPADDHERVEKLQNYVASHISSEWIDSLTAASERPRRLSPPAFR
                     YELTELARKAGKRIVLPEGDEPRTIKAASICAERGIATCVLLGNPEEIQRVATSQGVE
                     LGKGVEIIDPVAVREQYVPRLVELRKSKGMTEVVAREQLEDNVVLGTLMLEKGEVDGL
                     VSGAVHTTANTIRPPLQLIKTAPGSSLVSSVFFMLLPDQVLVYGDCAINPDPTAEQLS
                     EIAIQSADSAAAFGIEPRVAMISYSTGNSGAGSDVEKVREATRLAQEKRPDLIIDGPL
                     QYDAAIMADVAKSKAPNSPVAGRATVFIFPDLNTGNTTYKAVQRSADLISIGPMLQGM
                     RKPVNDLSRGALVDDIVYTVALTAIQSAQADSAAS"
     gene            complement(2310559..2311593)
                     /locus_tag="YPA_2057"
     CDS             complement(2310559..2311593)
                     /locus_tag="YPA_2057"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG14023.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MEKIRKRRNTGRVTLQEVADYAGVGSMTVSRALRTPEQVSDKLR
                     EKIEQAVEKLGYIPNRAAGALASGHSDTVAVLIPSLTDKASSRFMQALQQILNKNEFQ
                     LLLGCHEYNQRKEAEILMTLLQSHPAAVVIFGSQLADKTYQILERTNIPIVNVVGSYF
                     KGAKITLEAAFFESAYELTRHLLERGYQHIGYLGAHRDNQLQRQQLNGWHKSMLEHYK
                     NADQTVTTPDAASLQFGRYALTEILLRQPELDAVICSHEDIALGVLFECQRRLLKIPS
                     GIAVACLDGSESCDQTHPTLTSMRIDYKKMGKEAGKMLIDMLNEDDAGVKSVPLSQSF
                     NYKFEPRQST"
     gene            2311960..2312403
                     /locus_tag="YPA_2058"
     CDS             2311960..2312403
                     /locus_tag="YPA_2058"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphotransferase enzyme II, A component"
                     /protein_id="ABG14024.1"
                     /db_xref="InterPro:IPR002178"
                     /translation="MLKTLLTSDVIQVVSQAKDWRDAIAISCQPLIDNGAVEARYVEA
                     IYRSHEAIGPYYVVGPGIAMPHARPEDGVNRLSLALTVITEGVTFNAEGNDPVKLLIV
                     LAATDSNSHIEAISQLAQLFDTASDVQALLNAKTPQDILSVIARY"
     gene            2312572..2312859
                     /locus_tag="YPA_2059"
     CDS             2312572..2312859
                     /locus_tag="YPA_2059"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14025.1"
                     /translation="MKITVVCGNGLGTSLMMEISIKSILKELAVSAEVDHVDLGSAKG
                     TPSDIFIGTKDIAEQLVAQAVGGKIVALDNMIDKKAMKERLSAALTELGAL"
     gene            2312872..2314128
                     /locus_tag="YPA_2060"
     CDS             2312872..2314128
                     /locus_tag="YPA_2060"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14026.1"
                     /translation="MDFFRFLMSDVLSEPAILVGLIALIGLIAQKKPVTECIKGTVKT
                     IMGFVILGAGAGLVVSSLGDFANIFQQAFGIQGVVPNNEAIVSVAQKSFGKEMAMIMF
                     FAMVINILIARFTPWKFIFLTGHHTLFMSMMVAVILATAGLSGMMLIAIGSVVVGVAM
                     VFFPAIAHPYMKKVTGSDDVAIGHFSTLSYVLAGFIGSKFGNKEHSTEDMNVPKSLLF
                     LRDTPVAISFTMCIIFVVTCLFAGPEVVKSLSGGKNWFMFSLMQSITFAAGVYIILQG
                     VRMVIAEIVPAFKGISDKLVPNAKPALDCPVVFPYAPNAVLVGFLSSFAAGLIGMFAL
                     YLLNMTVIIPGVVPHFFVGAAAGVFGNATGGRRGAILGAFAQGLLITFLPVFLLPVLG
                     DIGFANTTFSDADFGALGILLGIIVR"
     gene            complement(2314245..2314793)
                     /locus_tag="YPA_2061"
     CDS             complement(2314245..2314793)
                     /locus_tag="YPA_2061"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14027.1"
                     /db_xref="InterPro:IPR000086"
                     /db_xref="InterPro:IPR002667"
                     /translation="MVEQNPAAVIEWVDIVDEQNNVIAQSSRQQMRAQRLRHRATYIV
                     VHDGMGKILVQRRTESKDFHPGKLDATAGGVVQSGENYLESARREAEEELGIAGVPFA
                     EHGQFYFEEECCRVWGALFSCVSHGPFALQPEEIDEVCWMVPEEITARCDEFTPDSLK
                     ALSLWLTRNNEQDYGKITPREA"
     gene            complement(2315015..2315566)
                     /locus_tag="YPA_2062"
     CDS             complement(2315015..2315566)
                     /locus_tag="YPA_2062"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14028.1"
                     /db_xref="InterPro:IPR000979"
                     /db_xref="InterPro:IPR004843"
                     /translation="MKLMFASDLHGSLPATERVLAIFDHSGAQWLVLLGDLLNHGPRN
                     ALPEGYQPAAVAESLNAYKDSIIAVRGNCDSEVDQMLLQFPIMAGWQQIIMPETRLFL
                     THGHLYHPGALPPLRHGDVLAYGHTHLPQAQWQGDIICFNPGSVSIPKGEYPASYGML
                     DKGVLQVLTLQGDEIVARLALKN"
     gene            complement(2315754..2316446)
                     /locus_tag="YPA_2063"
     CDS             complement(2315754..2316446)
                     /locus_tag="YPA_2063"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14029.1"
                     /db_xref="InterPro:IPR001633"
                     /translation="MKLNIKVNCSYICEPIRKQDGRLLAVELLSRFSATPVDLPIDVE
                     KFINELDINGKNDLFQNQLQAVKAYSDWFITNNVLLSINIDFDLASVIVTDAPTRQLL
                     DEMPFLRLEIMETFSNLSDGMNNPLLRELASLYPLWLDDLGSGGSTLNAVTANIFEYI
                     KIDKHFFWQHNKHTFPILINNIKKYCLGVIVVGVENQGESEQLAGSNIDAMQGYLFNP
                     MTLDELVSQPLR"
     gene            2316800..2317708
                     /locus_tag="YPA_2064"
     CDS             2316800..2317708
                     /locus_tag="YPA_2064"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14030.1"
                     /db_xref="InterPro:IPR010099"
                     /translation="MRILITGATGLIGRSLTPFLLSQGHQITALTRSLQRANNLLGQQ
                     VTYWPTLDDQEDLNSFDAVINLAGEPIAEKRWTSQQKEILCQSRWQITERLATLINAS
                     SQPPTVFISGSAVGFYGDQGQALVTEEEPPHDEFTHQLCERWENLALAAESSHTRVCL
                     LRTGVVLAPEGGALAKMLPLFRLGLGGPMGDGRQYLPWIHLEDMVQGIYYLLTTHNLR
                     GPFNMVAPYPVHNEQFTATLADVLDRPAAIRTPAAAIRLLMGESAILVLGGQRALPKR
                     LEEAGFGFRYYELEDALRDVLKKPKE"
     gene            complement(2317832..2318629)
                     /locus_tag="YPA_2065"
     CDS             complement(2317832..2318629)
                     /locus_tag="YPA_2065"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine transport ATP-binding protein HisP"
                     /protein_id="ABG14031.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTNTSYIKNAETKLSVTELHKHYGEHEVLKGVSLSANAGDVISI
                     IGSSGSGKSTFLRCINFLEKPSEGSISVNNQVIRLVRDSDGQLKVFDKKQLQLLRTRL
                     TMVFQHFNLWSHMTVLENVMEAPVQVLGLSKSVAKERAILYLDKVGIDERARAKYPVH
                     LSGGQQQRVSIARALAMEPDVLLFDEPTSALDPELVGEVLRIMQKLAEEGKTMVVVTH
                     EMEFARHVSSHVIFLHKGVIEEEGPPAELFGNPKSPRLQQFLSGSLK"
     gene            complement(2318643..2319359)
                     /locus_tag="YPA_2066"
     CDS             complement(2318643..2319359)
                     /locus_tag="YPA_2066"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine transport system permease protein
                     HisM"
                     /protein_id="ABG14032.1"
                     /db_xref="InterPro:IPR010065"
                     /translation="MIEILHQYWQALLWSDGYRFTGMAVTLWLLISSVVMGGLLALPL
                     AVARVSERRWIRLPVWIFTYIFRGTPLYVQLLVFYSGMYSLEIIRGNDLLNAFFRSGL
                     NCTILALTLNTCAYTTEIFAGAIRSVPHGEIEAARAYGFSRFKLYRCIILPAALRISL
                     PAYSNEVILMLHSTALAFTATVPDILKIARDINAATYQPFYAFSIAAVLYLSISFTLI
                     SLFRQAEKRWLAHIQPQASH"
     gene            complement(2319356..2320042)
                     /locus_tag="YPA_2067"
     CDS             complement(2319356..2320042)
                     /locus_tag="YPA_2067"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine transport system permease protein
                     HisQ"
                     /protein_id="ABG14033.1"
                     /db_xref="InterPro:IPR010065"
                     /translation="MLDGYSKLIFEGALVTLELALFSVLLSVVIGLMGAGGKLSSNRL
                     VSGLFECYTTLIRGVPDLVLMLLIFYGLQITLNSITESLGFVQIDIDPLSAGVITLGF
                     IYGAYFTETFRGAYMAVSKGQIEAATAFGFTSSQIFRRIMFPAMMRYALPGIGNNWQV
                     ILKATALVSILGLNDVVKATQLAGKGTYQPFFFALVAGAIYLFFTTLSNGVLWWLERR
                     YSHGVKRAEL"
     gene            complement(2320145..2320927)
                     /locus_tag="YPA_2068"
     CDS             complement(2320145..2320927)
                     /locus_tag="YPA_2068"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine-binding periplasmic protein"
                     /protein_id="ABG14034.1"
                     /db_xref="InterPro:IPR001311"
                     /db_xref="InterPro:IPR001638"
                     /db_xref="InterPro:IPR005768"
                     /translation="MNKKLRVLPLVFAFAAASSAFAAIPKEIKIGTDPTYAPFESKNS
                     SGELVGFDIDIAKELCKRIDTKCTFVESDFDALIPSLKAKKVDAIISSLSITEKRQKE
                     IAFTDKLFAANSRLIAAKGSTIEPTLVALKGKRVGVLQGSTQEAFANAEWQPKGIDVV
                     AYQNQDLIYADLASGRIDAAFQDEVAASEGFLKQPVGKDYIFAGPSVKNDQFFGVGTG
                     MGLRKADVELKEALNKAFAEMRNDGTYDQFAKKYFDFDVYGD"
     sig_peptide     complement(2320859..2320927)
                     /locus_tag="YPA_2068"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 23"
     gene            2321226..2322248
                     /locus_tag="YPA_2069"
     CDS             2321226..2322248
                     /locus_tag="YPA_2069"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14035.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2322248..2323027
                     /locus_tag="YPA_2070"
     CDS             2322248..2323027
                     /locus_tag="YPA_2070"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14036.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2323411..2323983)
                     /locus_tag="YPA_2071"
     CDS             complement(2323411..2323983)
                     /locus_tag="YPA_2071"
                     /EC_number="4.1.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="3-octaprenyl-4hydroxybenzoate decarboxylase"
                     /protein_id="ABG14037.1"
                     /db_xref="InterPro:IPR004507"
                     /translation="MKRLIIGISGASGAIYGVRLLQVLQHVEGVETHLIISNAARQTL
                     ALETDYSVKDVQEFADVVHDFRDIAACISSGSFKTDGMVILPCSIKTLSGIVHSYTDG
                     LLTRAADVILKERRRLVLCVRETPLHLGHLRLMVQAAELGAVIMPPMLAFYHQPQTIQ
                     DIIDQTVNRIIDQFDIELPKDLFTRWQGKN"
     gene            complement(2324230..2325747)
                     /locus_tag="YPA_2072"
     CDS             complement(2324230..2325747)
                     /locus_tag="YPA_2072"
                     /EC_number="2.4.2.14"
                     /codon_start=1
                     /transl_table=11
                     /product="amidophosphoribosyltransferase"
                     /protein_id="ABG14038.1"
                     /db_xref="InterPro:IPR000583"
                     /db_xref="InterPro:IPR002375"
                     /db_xref="InterPro:IPR005854"
                     /translation="MCGIVGIAGFTPVNQSIYDALMVLQHRGQDAAGIVTIDAHNGFR
                     LRKANGLVKDVFETRHMLRLQGNMGIGHVRYPTAGSSSASEAQPFYVNSPFGITLAHN
                     GNLTNAHQLRKKLFEVSRRHVNTTSDSEILLNIFASELDRFQHYPLESDNIFAAVAAT
                     HQLIRGAYACVAMIIGHGMVAFRDPNGIRPLVIGKRTLADGRNEYMVASESVALDTLD
                     FEFLRDVAPGEAVYITEKGQLFTRQCAENPKYNPCLFEYVYFARPDSFMDKISVYSAR
                     VRMGQKLGTKIAKQWEDMDIDVVIPIPETSCDIALEIARILDKPYRQGFVKNRYVGRT
                     FIMPGQQERRKSVRRKLNANRAEFRGKNVLLVDDSIVRGTTSEQIVEMAREAGAKKVY
                     FASAAPEIRFPNVYGIDMPSANELIAHGREVDEIRQLIGADALIFQDLTDLIDAVRED
                     NPDITQFECSVFNGIYVTKDVDQSYLEYLESLRNDDAQALRSHNEAENLEMHNEG"
     gene            complement(2325760..2326269)
                     /locus_tag="YPA_2073"
     CDS             complement(2325760..2326269)
                     /locus_tag="YPA_2073"
                     /codon_start=1
                     /transl_table=11
                     /product="colicin V production protein"
                     /protein_id="ABG14039.1"
                     /translation="MVWIDYVIIGIIGFSALVSLIRGFVREALSLVTWGCAFFVASHF
                     YTYLAVYFTRFEDEIVRNGIAIGILFIATLIVGAIVNYVISSLVERTGLSGTDRVLGV
                     CFGALRGVLIVSAMLFFLDTFTGFSQSVDWKQSQLIPQFSYIIRWFFDYLQSTSSFLP
                     NQLPIRSGL"
     gene            complement(2326581..2327303)
                     /locus_tag="YPA_2074"
     CDS             complement(2326581..2327303)
                     /locus_tag="YPA_2074"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14040.1"
                     /translation="MASQFQNRLVGTIILVALGVIVLPGLLDGKKKHYEDEFAAIPLV
                     PKPGDSQEIDVVPPLNQPLPITPPEGAAQAVGAELNDDSVSQAANDAGNLAVEPTIVA
                     PPPIQSKPVEVKPTVTKPVDVKPTETKPIETKPAEKKPLEVKPKPEIKPPVEEKAPVG
                     QAYVVQLGALKNAAKVNEIVAMLRLSGHRAFTVPATPVQGEITRLYVGPDASKQKLQS
                     ALPELNALSGLNGQVKPYTTSR"
     gene            complement(2327423..2328727)
                     /locus_tag="YPA_2075"
     CDS             complement(2327423..2328727)
                     /locus_tag="YPA_2075"
                     /codon_start=1
                     /transl_table=11
                     /product="putative FolC bifunctional protein"
                     /protein_id="ABG14041.1"
                     /db_xref="InterPro:IPR001645"
                     /translation="MNNHQTPQATSPLAAWLCYLEHLHSQPIELGLERVKQVAERLDL
                     LKPAPKIFTVAGTNGKGTTCCTLEAILLAAGLRVGVYSSPHLLRYTERVRIQGQELSE
                     AEHSHSFAQIEAGRGDISLTYFEFGTLSALQLFKQAKLDVVILEVGLGGRLDATNIVD
                     SDVAAITSIALDHTDWLGYDRESIGREKAGVFRGGKPAVVGEPDMPQSIADVAAELGA
                     QLYRRDVAWKFSQQEPFDQQEPVDQQINGWHWQCGERQLTGLPVPNVPLANAATALAV
                     LHYSELPLSDEAIRQGLQAASLPGRFQVVSEQPLLILDVAHNPHAARYLVNRLAQVIN
                     PVNASKQGKVRAVVGMLSDKDIAGTLACLSERVDEWYCAPLEGPRGASAGQLAEHLVS
                     ARQFSDVETAWRQAMQDADTQDVVIVCGSFHTVAHVMAALHL"
     gene            complement(2328976..2329890)
                     /locus_tag="YPA_2076"
     CDS             complement(2328976..2329890)
                     /locus_tag="YPA_2076"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-coenzyme A carboxylase carboxyl
                     transferase subunit alpha"
                     /protein_id="ABG14042.1"
                     /db_xref="InterPro:IPR000438"
                     /translation="MSWIERILNKSNITQTRKASIPEGVWTKCDSCGQVLYRAELERN
                     LEVCPKCDHHMRMSARARLHMLLDAGSEVELGSELEPKDILKFRDSKKYKDRISAAQK
                     DTGEKDALVAMKGTLQGMPIVAASFEFAFMGGSMASVVGARFVRAVEQALEDNCPLVC
                     FSSSGGARMQEALMSLMQMAKTSAALAKMQERGLPYISVLTDPTMGGVSASLAMLGDI
                     NIAEPKALIGFAGPRVIEQTVREKLPPGFQRSEFLIEKGAIDMIVRRPVMRQTLASIL
                     SKLTHQPQPSVVESKADTVAQPENQADV"
     gene            complement(2330121..2330783)
                     /locus_tag="YPA_2077"
     CDS             complement(2330121..2330783)
                     /locus_tag="YPA_2077"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14043.1"
                     /translation="MEFIRFVIDFILNIDVHLAELVAQYGIWVYAILFLILFCETGLV
                     VTPFLPGDSLLFVAGALASLPSNDLNVHTMVTLMVIAAILGDAINYTIGRIFGEKLFS
                     NPDSKIFRRSYLDKTHQFYEKHGGKAIILARFVPIIRTFAPFVAGMGKMSYRHFAAYN
                     VIGALVWVLLFTYAGYLFGNVPIVQNNLKLLIVIIIVVSILPGVFEVWRHRRAAVRQK
                     NQ"
     gene            complement(2330940..2331821)
                     /locus_tag="YPA_2078"
     CDS             complement(2330940..2331821)
                     /locus_tag="YPA_2078"
                     /EC_number="4.2.1.70"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA pseudouridine synthase A"
                     /protein_id="ABG14044.1"
                     /db_xref="InterPro:IPR001406"
                     /translation="MSGFELDQEETLVQQNTLAQQEKPAEVAGLKIALGIEYNGSRYF
                     GWQRQQEVASVQACLEAALSKVANEPIGVFCAGRTDAGVHATGQVVHFVTSAVRKDAA
                     WTMGVNSHLPADIAVRWVKTVDNDFHARFSATARRYRYIIFSHRYRPAILAQGVTHCY
                     MPLDAEKMERAAQCLLGENDFTSFRAVQCQSRTPWRNVKHVKVTRHGAYIVVDIKANA
                     FVHHMVRNIVGSLIEIGCGNQDVTWMAELLALKDRTRAAATAKADGLYLVSVDYPDHF
                     ALPKVPMGPLFLADDEG"
     gene            complement(2331821..2332831)
                     /locus_tag="YPA_2079"
     CDS             complement(2331821..2332831)
                     /locus_tag="YPA_2079"
                     /EC_number="1.2.1.11"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aspartate-semialdehyde dehydrogenase"
                     /protein_id="ABG14045.1"
                     /translation="MSDGWNIALLGATGAVGEALLELLNERQFPVGELYPLASERSAG
                     ATVRFNGKSILVENVAEFDWSQAQLAFFVAGHEASAQYAEEAGNAGCLVIDSSGLFAM
                     EPDIPLVVPSVNPQVLADYRNRNIVAVADSLTSQLLTAIKPLTEQAGLSRLHVTNLIS
                     ASAHGKAAVDDLAGQSAKLLNGIPAEPGIFPKQLAFNVLPLLADEEGSVSEERRLVDQ
                     VRKVLQDEGLPITVSCIQSPVFYGHAQVVHLEALRPIAAEEARSELENCDDIQLSEED
                     DYPTQVSDASGSDALSIGCVRNDYGIPEVLQFWSVADNIRFGGALMAIQTAERLLQEQ
                     LY"
     gene            complement(2333001..2334188)
                     /locus_tag="YPA_2080"
     CDS             complement(2333001..2334188)
                     /locus_tag="YPA_2080"
                     /codon_start=1
                     /transl_table=11
                     /product="putative D-isomer specific 2-hydroxyacid
                     dehydrogenase"
                     /protein_id="ABG14046.1"
                     /db_xref="InterPro:IPR006140"
                     /translation="MAYTKPPVFHLYGSSLSESKVKILVDENMPYAEELFRRLGDVQA
                     VPGRPIPRDALVDADALMVRSVTKVNEALLHGTSIGFVGTATAGTDHVDDTWLRQQGI
                     GFSAAPGCNAIAVVEYVFSALMMMAERDGFQLRDKTVGIIGVGNVGSRLNARLQALGV
                     RTLLCDPPRADRGDNEAFWPLEKLVREADVLTFHTPLNKTGAYQSLHMADDELLAALP
                     DGRILINACRGAVVDNAALLRALEKGKKLSVVLDVWEPEPDLSLPLLARVDIGTPHIA
                     GYTLEGKARGTTQVFEAFSQHLGQPQSVELASLLPVPEFSHLRLNGELDEGKLKRLMH
                     LVYDVRRDDAPLRHVAGLPGEFDRLRKHYQERREWSSLCVQCDDATSAGLLQQLGFTT
                     QLL"
     gene            complement(2334175..2334960)
                     /locus_tag="YPA_2081"
     CDS             complement(2334175..2334960)
                     /locus_tag="YPA_2081"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG14047.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MTGPDFPVVTSRIPQTLSFRCEAFNANTEFLPHTHPFGQLICVK
                     SGVLAMSIGGQRFLAPPEFIVWIPAGMEHSSYNRKPMHFRAIDIALDFCTELPASPGL
                     MNVSPIFNAIVEDCFTRDLLMPETQQDRRLAHVLIDQLKVSPVQRTYLPTSQDKLLSP
                     ILAALERCPADSTSLALWAKRVYTTERTLSRRCQQELGMAFSEWRQRLRFLHAISLLE
                     QGKTVNSVALDVGYSSASAFIAMFQQISGTTPERFRRGNSGLY"
     gene            2335186..2336103
                     /locus_tag="YPA_2082"
     CDS             2335186..2336103
                     /locus_tag="YPA_2082"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14048.1"
                     /translation="MNVLFPLFAVIIWSVNAVVSKISATAIDPAAISFYRWLLALLTL
                     SPFLLLGVVRNWQAIRVYWWKLMLLGMLGMVLYQSLAYYAAHSVSALFMGILSSLIPL
                     LTVLISIVLLRVAPTVGIALGSLLSLGGLVWLISAGNPVQLLQHGIGKGELMMLGASA
                     SYALYGVLTKRWAIQLPNWQSLYMQIVFGVVLLLPGFLMTPDVQLTAQNIPLVLFAGI
                     PASILAPYLWIQGVMRLGANTASIFMNLTPVFTAIIAVVFLHEQLHSYHLIGGGITLA
                     GVVLAQRLRSPLRRNLDLAGHIPNNKNSR"
     gene            2336388..2337425
                     /locus_tag="YPA_2083"
     CDS             2336388..2337425
                     /locus_tag="YPA_2083"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar assembly regulatory protein,
                     Flk"
                     /protein_id="ABG14049.1"
                     /translation="MQPLNGPGVPIGNDRHITPTKLTAQSTVEDQALTPAQRTTLEKL
                     IVRIMALSPVKSAEIWAGLRHNLSLDATGDLLARHFQPAEQLLQTRLSQAQENHASQQ
                     LRQQLTALLPQGNNRQAVSDFIRQQFGHTVLSQLSHTELQQVLVLLQSGTLNIPQPQL
                     TTLTDRPLLPAEHQNIQSLVAKLSAATGEQPTKIWQTLFDMVGVKHHDPLPARHFQLL
                     SQFLQTKVALSQQTAPTLVNLQTALKQPADAQEQQLLADYSQNRFQASPTTPLTQAQL
                     NDIINILFAARLEKANAAQYLDEEHKPLQPLINPFIASLPESLQPLLQKPSLVVVALI
                     IVIAFLLAIFL"
     gene            complement(2337767..2338297)
                     /locus_tag="YPA_2084"
     CDS             complement(2337767..2338297)
                     /locus_tag="YPA_2084"
                     /codon_start=1
                     /transl_table=11
                     /product="putative mannose-resistant/Proteus-like fimbrial
                     protein"
                     /protein_id="ABG14050.1"
                     /translation="MSNFKKSVLVAAVLSLSAFAANAADQGKGKVTFTGSIIEAPCSI
                     TSEAADQVVELGQISTTSLANMGSSEPRSFSIGLEKCDVATMKNVSVTFDGTPDGVDA
                     EMLKLIGLADGAGIVITDEAGATIKRGVASVGKTLDQGSNSLKFSAYLKGTSADEGSV
                     VPGEFSSVANFTLAYN"
     sig_peptide     complement(2338226..2338297)
                     /locus_tag="YPA_2084"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.979 at
                     residue 24"
     gene            2339085..2339780
                     /locus_tag="YPA_2085"
     CDS             2339085..2339780
                     /locus_tag="YPA_2085"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aspartate/glutamate racemase"
                     /protein_id="ABG14051.1"
                     /db_xref="InterPro:IPR001920"
                     /db_xref="InterPro:IPR004380"
                     /translation="MMKILGLIGGMSWESTIPYYRMINQHVKAQLGGLHSAKIILYSV
                     DFHEIEQLQAKGDWQTAAQLLSNAAISLKHAGAEVIVVCTNTMHKVADDIEAACGLPL
                     LHIADATAVQIKQQGIDKIGLLGTRYTMEQGFYRGRLTEKHGIEVITPDDTDREAVNR
                     IIYEELCLGIISETSRDAYRRVIKKLEAQGVQGIIFGCTEITLLVNAQDASVPVFDTT
                     AIHASAAADYALQ"
     gene            complement(2340188..2341411)
                     /locus_tag="YPA_2086"
     CDS             complement(2340188..2341411)
                     /locus_tag="YPA_2086"
                     /EC_number="2.3.1.41"
                     /codon_start=1
                     /transl_table=11
                     /product="3-oxoacyl-[acyl-carrier-protein] synthase I"
                     /protein_id="ABG14052.1"
                     /db_xref="InterPro:IPR000169"
                     /db_xref="InterPro:IPR000794"
                     /translation="MKRAVITGLGIVSSIGNNQQEVLASLQEGRSGITFAQEFKDAGM
                     RSHVWGDVKLQSEPKDLIDRKVLRFMSDASIYAYLAMQEAIADSGLSDSQVSNFRSGL
                     VVGSGGGSPRNQVAGSDAMRTPRGLKGVGPYMVTKAMASGVSACLATPFKIKGVNYSI
                     SSACATSAHCIGHALELIQLGKQDIVFAGGGEELCWEMACEFDAMGALSTKYNDTPAK
                     ASRTYDQDRDGFVIAGGGGMVVVEELEHALARGAHIYAEIVGYGATSDGADMVAPSGE
                     GAVRCMQMAMAGVDTPIDYMNVHGTSTPVGDVKELGAIREVFGNNTPAISSTKAMTGH
                     SLGAAGVHEAIFSLLMVEHGFIAPSINIDNLDEQAQGMNIITETTQRELTTVMSNSFG
                     FGGTNATLVMRKYQK"
     gene            2341583..2343652
                     /locus_tag="YPA_2087"
     CDS             2341583..2343652
                     /locus_tag="YPA_2087"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14053.1"
                     /translation="MNQRPIQTATLSWNEQGTPVSEQFGDIYFSNEDGLEETHHVFLK
                     GNGFPARFASHPQQSCIFAETGFGTGLNFLTLWRDFALFRQQSPNATLRRLHYISFEK
                     YPLHVADLASAHARWPELASFAEQLRAQWPLPLAGCHRILLADGAITLDLWFGDVNTL
                     LPTLDDSLNNQVDAWFLDGFAPAKNPDMWNEQLFNAMARMTRPGGTFSTFTAAGFVRR
                     GLQQAGFNVTKVKGFGQKREMLTGTLPQQIHAPTAPWYHRPAATRCDDIAIIGGGIVS
                     ALTALALQRRGAVVTLYCADAQPAQGASGNRQGALYPLLNGKNDALETFFTSAFTFAR
                     RQYDQLLEQGIAFDHQWCGVSQLAFDDKSRGKIEKMLHTQWPVEFAEAMSREQLSELA
                     GLDCAHDGIHYPAGGWLCPSDLTHALMMLAQQNGMTCHYQHELQRLKRIDSQWQLTFG
                     QSQAAKHHATVILATGHRLPEWEQTHHLPLSAVRGQVSHIPTTPVLSQLQQVLCYDGY
                     LTPVNPANQHHCIGASYQRGDIATDFRLTEQQENRERLLRCLPQVSWPQQVDVSDNQA
                     RCGVRCAIRDHLPMVGAVPDYAATLAQYQDLSRRIQHGGESEVNDIAVAPVWPELFMV
                     GGLGSRGLCSAPLVAEILAAQMFGEPLPLDAKTLAALNPNRFWIRKLLKGRPVQTRSP
                     ATQESSR"
     gene            complement(2343830..2344108)
                     /locus_tag="YPA_2088"
     CDS             complement(2343830..2344108)
                     /locus_tag="YPA_2088"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14054.1"
                     /translation="MIAEFETRILAQIDDMVEHASDDDLFAGGYLRGHLTLAVAEAEE
                     HGEHSAEQLHARVQTSLEKAIKAGELSPPDQVLVLGLWDRLLAHALRS"
     gene            complement(2344166..2344708)
                     /locus_tag="YPA_2089"
     CDS             complement(2344166..2344708)
                     /locus_tag="YPA_2089"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14055.1"
                     /translation="MNHHYQQLIDIFNTCFSGEYNTHLVKGDDEPIYLPADEESPHHR
                     VIFAHGYYASAMHEISHWCIAGEERCKQVDFGYWYCPDGRDALTQSQFEAVEIKPQAL
                     EWMFCVAAGFPFNVSCDNLEGDCEPDRIIFQRKVREQVLWLLDQGISTRPQGFIQALQ
                     SFYNTPPLAPELFPYPEDLI"
     gene            complement(2344808..2345614)
                     /locus_tag="YPA_2090"
     CDS             complement(2344808..2345614)
                     /locus_tag="YPA_2090"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14056.1"
                     /translation="MDWFTLGPAVLGILFAVALLAGFIDSIAGGGGLLTVPALLAVGL
                     PPAQALATNKLQSVGGSFSASLYFIRRGAVNLKQQKLTIALTLVGSMLGAILVQYMRA
                     DILRQILPLLVIGIGVYFLLTPRLGVVDQQRRLSALPFALIAGGGIGFYDGFFGPGAG
                     SFYALAFVTLCGFNLAKSTAHAKVLNFTSNLGGLIFFIIGGKVVWSIGLVMLVGQVLG
                     ARLGAHMVLTRGQKLIRPMIVVVSFVMSCKLLYDNHGAEIGSWLGQHVFA"
     sig_peptide     complement(2345549..2345614)
                     /locus_tag="YPA_2090"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.821) with cleavage site probability 0.658 at
                     residue 22"
     gene            complement(2345618..2346406)
                     /locus_tag="YPA_2091"
     CDS             complement(2345618..2346406)
                     /locus_tag="YPA_2091"
                     /codon_start=1
                     /transl_table=11
                     /product="murein endopeptidase. Metallo peptidase. MEROPS
                     family M74"
                     /protein_id="ABG14057.1"
                     /db_xref="InterPro:IPR005073"
                     /translation="MVPVMAATPWQKITHPVAGSPQSIGGFANGCVIGAQPLPLESAD
                     YQVMRSDQRRYFGHPDLLNFIHRLSAQAHQQQLGTVLIGDMAMPAGGRFSSGHASHQS
                     GLDVDIWLQLPKQRWSQQQLLKPQPIDLVAVDGKRVIPALWQPQIESLIKLAAKDNDV
                     TRIFVNPAIKKQLCLDAGADRQWLHKVRPWFAHRAHMHVRLRCPANSLECVDQDTPPP
                     GDGCGAELESWFQPPPPSAKPGKTLPPPLPPSCQALLDNHFATE"
     gene            complement(2346451..2347536)
                     /locus_tag="YPA_2092"
     CDS             complement(2346451..2347536)
                     /locus_tag="YPA_2092"
                     /EC_number="4.2.3.5"
                     /codon_start=1
                     /transl_table=11
                     /product="chorismate synthase"
                     /protein_id="ABG14058.1"
                     /db_xref="InterPro:IPR000453"
                     /translation="MAGNSIGQFFRVTTFGESHGIALGCIIDGVPPGIPITEADIQLD
                     LDRRRPGTSRYTTQRRELDQVRILSGVFEGVTTGTSIGLMIENTDQRSQDYSAIKDVF
                     RPGHADYTYEQKYGVRDYRGGGRSSARETAMRVAAGAIAKKYLAQKFGVQVRGYLAQM
                     GDVSCDLLDWDLVEQNPFFCPDASKLEPLDALMRELKKAGDSIGAKITVVAENVPVGL
                     GEPVFDRLDADLAHALMSINAVKGVEIGDGFAVVTKRGSENRDEITPQGFQSNHAGGI
                     LGGISSGQPVVAHIALKPTSSIMVPGQTINRQGEAVEMVTRGRHDPCVGIRAVPIAEA
                     MMAIVLMDHLLRQRAQCGDVASDVPRW"
     gene            complement(2347613..2348545)
                     /locus_tag="YPA_2093"
     CDS             complement(2347613..2348545)
                     /locus_tag="YPA_2093"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14059.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR002052"
                     /db_xref="InterPro:IPR004556"
                     /translation="MDKIFVDEAVNELHTIQDMLRWTVSRFNAANIFYGHGTDNPWDE
                     AVQLVFPSLFLPLDIPEDIRSSRLTSSERHRIVERVIRRVNERIPVAYLTNKAWFCGM
                     EYYVDERVLVPRSPIGELIENRFDGLIHHQPNHILDMCTGSGCIAIACAYAFPDAEVD
                     AVDISNDVLAVTEHNIQQHGMEHQVTPIRSDLFRDLPPIKYDLIVTNPPYVDAEDMAD
                     LPQEFRFEPELGLAAGSDGLKLARRILACAPDFLQDDGVLICEVGNSMVHLMDQYPDV
                     PFTWLEFEKGGDGVFMLTKQQLIDCAAHFSMYRD"
     gene            2348834..2349445
                     /locus_tag="YPA_2094"
     CDS             2348834..2349445
                     /locus_tag="YPA_2094"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14060.1"
                     /db_xref="InterPro:IPR002625"
                     /translation="MTNIDIYFDRWFAAGKLGAIELGIEQTMKKKYHLTPDELQLFKE
                     SIAGAKKLRQDTIVHHTPPKLGKKIAPERLLQEQVDASYYFSDEFQPLLDTDGPTRYV
                     RPGVDNFEVKKLRRGDYSPEMFLDLHGLTQKQAKQELGALIAACKREHVHCACVMHGH
                     GKHVLKQQTPLWMAQHPDVLAFHQAPKEWGGTAALLLLIELEE"
     gene            complement(2349863..2350354)
                     /locus_tag="YPA_2096"
     CDS             complement(2349863..2350354)
                     /locus_tag="YPA_2096"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphohistidine phosphatase"
                     /protein_id="ABG14061.1"
                     /db_xref="InterPro:IPR004449"
                     /translation="MQVFIMRHGDAALDAASDAQRPLTLCGQDESRQIASWLSEQSVD
                     IDQILVSPYLRARQTLEVVREVMALPAEPEVMPELTPGGDAAFICSYLQALAKEDCAA
                     VLVISHLPLVGYLVAELCPGQCPPMFATSAIACIDLNGKSEKGTLDWQVSPSQLLAKA
                     CHG"
     gene            complement(2350923..2353247)
                     /locus_tag="YPA_2097"
     CDS             complement(2350923..2353247)
                     /locus_tag="YPA_2097"
                     /EC_number="1.1.1.35"
                     /EC_number="4.2.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="3-hydroxyacyl-CoA dehydrogenase / short chain
                     enoyl-CoA hydratase"
                     /protein_id="ABG14062.1"
                     /db_xref="InterPro:IPR006180"
                     /translation="MSKENIVTRENTAVSENAVSEPTVNNDVGASATNSVTHPAFTLN
                     VRPDNIGIITIDVVGDKVNTLKAEFADQIATILQQAHALPKLQGLVIVSGKPDSFIAG
                     ADITMIAACRTAHDARVLAQKGQSILAQIAAFPVPVVAAIHGACLGGGLELALACHSR
                     ICSLDDKTVLGLPEVQLGLLPGSGGTQRLPRLVGVSKALDMILTGKQIRPRQALKMGL
                     VDDVVPRDILLDVAIQRAKAGWLNRRALPWQERLLSGPLGKALLFRIVRKKTLAKTRG
                     HYPAAERIIDVVRKGLDQGGPSGYEAEARAFGELAMSPQSAALRSLFFATTSLKKETG
                     SAATARAIHRVGVLGGGLMGGGIANVTATRAGLPVRIKDINPQGINQALKYTWDALGK
                     RVRSKRMRPTEQQRQMMLISGSTDYRGFERVDIVVEAVFEDLSLKQQMVADIERFGAA
                     HTIFASNTSSLPISQIAALAQRPEQVIGLHYFSPVDKMPLVEVIPHEKTSEETIATTV
                     ALARKQGKTAIVVADRAGFYVNRILAPYINEAARCLLDGEPIESVDNALVDFGFPVGP
                     MMLLDEVGIDVATKIMPILVEQLGPRFAAPPSFDVILKDGRKGRKNGRGFYLYSNPTK
                     NSSPTKNGNSPAKRNSFKWRKNKVKPVDASIYTLLGVTPKAHLGAGVITQRCTMLMLN
                     EAVRCLDESIIRNPRDGDIGAVFGIGFPPFLGGPFRYLDSLGADKVVQALRLLVQQYG
                     ERFEPCQRLVTMAEQQQQFYPVDANIDEVTDVAS"
     gene            complement(2353247..2354557)
                     /locus_tag="YPA_2098"
     CDS             complement(2353247..2354557)
                     /locus_tag="YPA_2098"
                     /EC_number="2.3.1.16"
                     /codon_start=1
                     /transl_table=11
                     /product="3-ketoacyl-CoA thiolase"
                     /protein_id="ABG14063.1"
                     /db_xref="InterPro:IPR002155"
                     /translation="MSKPLPLVTRQGDRIVIVNGLRTPFAKQATAYHGVPAVDLGKIV
                     VSELLARSGISSELIDQLVFGQVVQMPEAPNIAREIVLGTGMSVHTDAYSVSRACATS
                     FQAVANVAESIIAGSVDIAIAGGADSSSVLPIGVSKALARTLVDANKARSLSQKLKLF
                     SRLRLRDLLPVAPAVAEYSTGLRMGDTAEQMAKTYGISREDQDALALRSHQLAAEAWQ
                     QGWLHDEVMTAYIPPYREAIIEDNNIRKDSTLAQYAKLRPAFDRQHGSVTAANSTPLT
                     DGAAAVLMMSESKAKALGLPPLGYLRSFAFSAIDVWQDMLLGPSYATPLALDRAGITL
                     ADLTLIDMHEAFAAQTLANLKMFASDTFAREKLGRSQAIGEVDMSKFNVLGGSIAYGH
                     PFAATGARMITQTLNELRRRGGGLGLTTACAAGGLGAAMILEVE"
     gene            complement(2354844..2355140)
                     /locus_tag="YPA_2099"
     CDS             complement(2354844..2355140)
                     /locus_tag="YPA_2099"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14064.1"
                     /db_xref="InterPro:IPR005272"
                     /translation="MSDAINRCSAEETAACCCVDVGTVMDNTDRTASYSCVFASRHEA
                     EAMLKTLTDKARAVESDPCLIEHKLEDVEGGVRLTIDFTFACQAETMIFQLGLR"
     gene            2355554..2356819
                     /locus_tag="YPA_2100"
     CDS             2355554..2356819
                     /locus_tag="YPA_2100"
                     /codon_start=1
                     /transl_table=11
                     /product="putative long-chain fatty acid transport
                     protein"
                     /protein_id="ABG14065.1"
                     /translation="MNQKNLFTRSALAAAIALISSNVSAAGFQLNEYSAAALGRAFSG
                     EGAVADNASVGSRNPAAMTLFDRPSFSGGVIYIDPSVDITGTSPSGKSTDASNIAPSA
                     WVPNLHFIMPLDEQWAIGASATSNYGLATEFNDDYVAGMLGGQTDLKTANLNLSAAYR
                     LNDNFSFGLGFDAVYADAKIVRHLGEAGGGLLPANTEAARLEGTKWGYGWNTGILYEI
                     DKENRYSFTYRSEVNIDFDGDYSNQLPVIFGGLGGKTVPGSLTLNLPAVWEVSGYNKV
                     APQWAIHYSMAYTTWSSFKELKATASNGDVLFDKHEGFRDAYRIALGTTYYYDDNWTF
                     RTGIAFDDSPIPAGNRSISIPDQDRFWLSAGTTYAFNKNASVDVGIAYMKGQNVSITE
                     KTPAPSNTTYEFNSKGSAMLYGVNFNYTF"
     sig_peptide     2355554..2355631
                     /locus_tag="YPA_2100"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 26"
     gene            complement(2356926..2357690)
                     /locus_tag="YPA_2101"
     CDS             complement(2356926..2357690)
                     /locus_tag="YPA_2101"
                     /codon_start=1
                     /transl_table=11
                     /product="VacJ lipoprotein"
                     /protein_id="ABG14066.1"
                     /db_xref="InterPro:IPR007428"
                     /translation="MNFRLTGLAFASVLLVGCASSSPDHMEQGRSDPLEGFNRAMFNF
                     NYEVLDPYVVRPVAVVWRDYVPQPARNGMSNFLGNLEEPASMVNSFLVGDPYNAMKHF
                     NRFFLNTVLGMGGLIDVAGMANPKLAKQVPQRFGSTLGHYDVGYGPYVVLPGYGSFTL
                     REDGGQLADTVYPVLSYLTFWMAAGKWVLEGVETRAQLLDSDGLVRNSSDPYLMIREA
                     YFQRHDFLANGGQLKPEVNSNAQAIQGDLDSIDAAD"
     sig_peptide     complement(2357625..2357690)
                     /locus_tag="YPA_2101"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.995) with cleavage site probability 0.941 at
                     residue 22"
     gene            complement(2357726..2358952)
                     /locus_tag="YPA_2102"
     CDS             complement(2357726..2358952)
                     /locus_tag="YPA_2102"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cytochrome c-type biogenesis protein"
                     /protein_id="ABG14067.1"
                     /db_xref="InterPro:IPR001440"
                     /translation="MAFWLIVIISLAVAGALLVIPVIRKNENKRVTTRDELNKAIYRD
                     RLSELAEDEAQGVIAERPELVKELQQNLLTDIPQQLGEVKNPINRWVLLPGVVVLVVV
                     AVGLYLKTGGLEQVAAWHQVAAQMPELRARVANEHADPLSMEDVARLGLGLRTSLQQD
                     AGNVNDWMMLGRVGMALNNATTATQAFAHAYQLAPDNNEVKLGYVEVLTRSNDPEDNQ
                     LATQMLRAMVGQDHTNLRAMSLLAFNAFEQGDFKQAIAVWEVMLKLLPASDSRVDVVK
                     RSIQQAKSQIEQETATLGIEVSLSSDAAQALPQQGALIISVTNGINPVPVAVKQLPLS
                     RFPLAVTLDDSNAMMPERLLSSLQQVKVRVRLSLDGAANAQSGDWYGESAVQDFKGNG
                     PSSEQKIGVQINKQIP"
     gene            complement(2358952..2359464)
                     /locus_tag="YPA_2103"
     CDS             complement(2358952..2359464)
                     /locus_tag="YPA_2103"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cytochrome c-type biogenesis protein"
                     /protein_id="ABG14068.1"
                     /db_xref="InterPro:IPR005616"
                     /translation="MRLLSLLLGLILSWGVLATIDTYRFSSVEQEQQYRALTEQLRCP
                     KCQNNSIADSNATIAADMRAKVYELMQQGYSKQQIVDYMVARYGNFVTYEPPVTAATI
                     ILWAGPLLFVLIGAAIVVLRARRRVEKEPPLSQQEQQRLQSLLAENSVLQNNALQNNK
                     LQEESDRKKP"
     sig_peptide     complement(2359408..2359464)
                     /locus_tag="YPA_2103"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.986) with cleavage site probability 0.967 at
                     residue 19"
     gene            complement(2359461..2360027)
                     /locus_tag="YPA_2104"
     CDS             complement(2359461..2360027)
                     /locus_tag="YPA_2104"
                     /codon_start=1
                     /transl_table=11
                     /product="thiol:disulfide interchange protein DsbE"
                     /protein_id="ABG14069.1"
                     /db_xref="InterPro:IPR004799"
                     /db_xref="InterPro:IPR006662"
                     /db_xref="InterPro:IPR006663"
                     /db_xref="InterPro:IPR011594"
                     /translation="MKPQSSFNKLMFIPLVLFLLLVVAFLIQLTRNANGEDPTMLESA
                     LIGKPVPAFKLESLEQPGKTFDQAVLRDGKPILLNVWATWCPTCRAEHEYLNKLAAQG
                     IRVVGLNYKDDRSKAVQWLNSLGNPYFLSLYDGDGMLGLDLGVYGAPETFLIDGQGVI
                     RYRHAGDLNDRVWQQEILPLYKKYQGGA"
     sig_peptide     complement(2359920..2360027)
                     /locus_tag="YPA_2104"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.810 at
                     residue 36"
     gene            complement(2360024..2361994)
                     /locus_tag="YPA_2105"
     CDS             complement(2360024..2361994)
                     /locus_tag="YPA_2105"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cytochrome c-type biogenesis protein"
                     /protein_id="ABG14070.1"
                     /db_xref="InterPro:IPR003567"
                     /db_xref="InterPro:IPR003568"
                     /translation="MIPEIGSFLLCLALAISLLLSLYPQWGAARQDARMMAVGRPLTY
                     GMFAAITLSFICLIYAFVVNDFTVSYVAANSNSYLPIYYRIAASWGAHEGSLLLWVLL
                     LSCWSLAVALFSRSMPEDAVARVLSVLGMITGGFLLFIILTSNPFSRTLPDFPIDGRD
                     LNPLLQDVGLIFHPPLLYMGYVGFSVAFAFAIASLMAGRLDSAWARWSRPWTQAAWIF
                     LTLGIVLGSAWAYYELGWGGWWFWDPVENASFMPWLAGTALIHSLAVTEKRGTFKAWT
                     VLLAITAFSLCLMGTFLVRSGVLVSVHSFASDPARGMFILAYLVIVIGGSLLLYAVKG
                     AQVRSRTQHEVFSRETFLLGNNVLLIAAMLVVLLGTLLPLVHKQLGLGSISIGEPFFN
                     TMFTWLMAPMALLMGIGPLVRWRRDEPSKLWKRLSVALVVTLLLSISVPWLLQDSVAG
                     MTVVGLMMAIWVIILTLMELHERATHRYGFWRGLTHLSRSHWGMVLGHLGVAVTVIGI
                     AFSQNYSVERDVRMKAGDSIDIHDYHFTFRDVHDIKGPNYTGGVGIIDVTRNGKLEAT
                     LHAEKRYYSVARSMMTEAAIDGGLTRDLYAALGEELGDGSWAVRLYYKPFVRWIWFGG
                     IFMAVGGIFCMLDPRYRMSKKLKRGAIPEAES"
     sig_peptide     complement(2361926..2361994)
                     /locus_tag="YPA_2105"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.788) with cleavage site probability 0.408 at
                     residue 23"
     gene            complement(2361991..2362485)
                     /locus_tag="YPA_2106"
     CDS             complement(2361991..2362485)
                     /locus_tag="YPA_2106"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cytochrome c-type biogenesis protein"
                     /protein_id="ABG14071.1"
                     /db_xref="InterPro:IPR004329"
                     /translation="MNPRRKSRLYLAMVVLIGISLTTTLVLYALRSNIDLFYTPGEIL
                     QGKGERHEKPAIGQRLRIGGMVMPGSVQRDAKTLEMSFQVYDARGAVTVTYTGILPDL
                     FREGQGVVAQGVFAEGNTVHAKEVLAKHDEKYTPPEVEEAMKENHSRPAAAYRGTNTT
                     GNAL"
     sig_peptide     complement(2362396..2362485)
                     /locus_tag="YPA_2106"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.971) with cleavage site probability 0.916 at
                     residue 30"
     gene            complement(2362482..2362784)
                     /locus_tag="YPA_2107"
     CDS             complement(2362482..2362784)
                     /locus_tag="YPA_2107"
                     /codon_start=1
                     /transl_table=11
                     /product="putative heme exporter protein D"
                     /protein_id="ABG14072.1"
                     /translation="MTPAFHSWAEFFAMGNYAFYVWLAVAATLLSLLGLLMHTLWQHK
                     QLLADIHRRQAREQRIRQAQLNQTSMHQVPLHQAPLHQAPLQQAPQHIANLQEKRP"
     gene            complement(2362781..2363518)
                     /locus_tag="YPA_2108"
     CDS             complement(2362781..2363518)
                     /locus_tag="YPA_2108"
                     /codon_start=1
                     /transl_table=11
                     /product="putative heme exporter protein C"
                     /protein_id="ABG14073.1"
                     /db_xref="InterPro:IPR003557"
                     /translation="MWKWFHQFAKPERLYPLCGRLIPWFGGGAIICLAVGWVWGLGFA
                     PSDYQQGDSFRIMYLHVPAAIWSMGIYMSMAIAAFVGLVWQIKMADNLVAAMAPVGAV
                     LTFIALVTGSAWGKPMWGTWWIWDARLTSELVLLFLYLGVIALYNAFDDRKLAGRAAG
                     ILVLVGVVNLPIIHFSVVWWNTLHQGSTNMQQSIDPSMRSPLRWAILGFLLCFITLTL
                     MRLRNLILQQERHRPWVTALLRKEPRV"
     gene            complement(2363581..2364240)
                     /locus_tag="YPA_2109"
     CDS             complement(2363581..2364240)
                     /locus_tag="YPA_2109"
                     /codon_start=1
                     /transl_table=11
                     /product="heme exporter protein B"
                     /protein_id="ABG14074.1"
                     /db_xref="InterPro:IPR003544"
                     /translation="MFISVLRRELKIAFRKGAEIVNPLWFFLIVITLFPLGIGPEPQL
                     LARIAPGIVWVAALLASLLSLERLFRDDFYDGSLEQLLLLPTPLPLTVLGKVCAHWVV
                     TGLPLLVLSPLVALLLSLDVNTAIAMGLTLLLGTPTLSFIGAIGVALTVGLRKGGVLL
                     SLLVLPLYIPVLIFATAAIDAASMAMPIDGYLAILGAMLAGSVTLAPFATAAALRVSI
                     Q"
     gene            complement(2364210..2364866)
                     /locus_tag="YPA_2110"
     CDS             complement(2364210..2364866)
                     /locus_tag="YPA_2110"
                     /codon_start=1
                     /transl_table=11
                     /product="putative heme exporter protein A"
                     /protein_id="ABG14075.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005895"
                     /translation="MLEAKNLTCIRDDRCLFQQLSFCIAPGEIVQIEGPNGAGKTSLL
                     RILAGLAEADEGQVNWRDKNIRRDRAKYHQDLLFLGHQPGIKSVLTPFENLLFYQSVF
                     QKVDSAAIWQALAQVGLVGYEDLPVSQLSAGQQRRVALARLWLSPAPLWILDEPLTAI
                     DKQGVSTLLALFVQHAAKGGMVLLTTHQDLGAVSHNVRKICLANTQEKSCLSACCAVN
                     "
     gene            complement(2365311..2365778)
                     /locus_tag="YPA_2111"
     CDS             complement(2365311..2365778)
                     /locus_tag="YPA_2111"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14076.1"
                     /translation="MSLIKSTLIFGVLLVVSFGTLAMSDECKQAYGIFDDAAYFSGKM
                     NVKPGDGKEVTKTNVNVEAFNEWYYRSYDDEWMAVLEKYTKFKGVDDDSVIGISLLAF
                     IETSGLVEFYKSYIDFLTDFPKRTDTYLVSGRVEAAKKKIDDAYKELVGHCNK"
     sig_peptide     complement(2365710..2365778)
                     /locus_tag="YPA_2111"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.508 at
                     residue 23"
     gene            complement(2366033..2366107)
                     /locus_tag="YPA_r055"
                     /note="tRNA-Arg3"
     tRNA            complement(2366033..2366107)
                     /locus_tag="YPA_r055"
                     /product="tRNA-Arg"
     gene            2366394..2366936
                     /locus_tag="YPA_2112"
     CDS             2366394..2366936
                     /locus_tag="YPA_2112"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14077.1"
                     /translation="MEIYIGLAVVALILIWAVMTYNRFISLRRFKDEAWSDIAVQLKR
                     RHDLVPNLLSLVKRYAQHEKELLEEITRQRSNLVGNTRQIAENEREYSGILGRVFALA
                     EAYPDLKANENFLSLQQSLAEIEEQLQMARRYFNGTVRDFNILVESFPSLLLAHLFNF
                     KADVFFELENPDEAKLPRME"
     gene            2366881..2368980
                     /locus_tag="YPA_2113"
     CDS             2366881..2368980
                     /locus_tag="YPA_2113"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14078.1"
                     /translation="MYFLNLKILMKPNYHGWNSRMARLSGKALYVIWILLLLVTGTVQ
                     ATADEISVSTPAVEAPKGHGLIRAYEHILSFDTHARFDADGSMEMRENIKVLSLGKQI
                     SRGIFRTLPLTWNRQDGKFFSVEYQIKNVLRDGVAEPFSVTKEGETLMVRIGRADHIL
                     KPGIYNYVIQYQVSNHFSRFPDWDELYWNVTGNGWEYPISKASFHLELPASEAFLNSE
                     GKDTRLSTIDVYTGRLGEKEQNAKILADGSVQTSQPLKQGEGLTVAYTWPRTILANAP
                     APETSSLLVYLLLPTVQTSVLWIPILLLIGYYLLWWRKNVTAIGLKMPPIVPLYALPA
                     TLSPGYLRYVTQRKYDAIAFSSDLLNLVAQRSVAIKTKKSKNKSPWVLNSRDEQWLSL
                     QSDGNQLDIHDKQLLHTLFSSNRKNINLSKPHQRPMQKALKFLEKRCEDQQEKLFSQW
                     LGPIWRGIFIMLLVPVICGLLFNTGIAFITIPVLLLLLLGINLLSLPLKFLFSPKQVL
                     DSRGALSVCFALLFGLLALLPVGLFIFNLPPLTQLPAGYLGALLVAILLCVTFTRMVP
                     RYTQRGLNHLAIARGLKLYLGTAERHRYQALYPPDKLVAHFESMLPVALALGVGKTWA
                     NSFAQYLVSTGTLSVVFANADWSSVNHFSQSCSSSATATPSRSSDSSSSSSSSGSGSS
                     GGGSSGGGSGGGGGGGW"
     sig_peptide     2366881..2367024
                     /locus_tag="YPA_2113"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.985) with cleavage site probability 0.632 at
                     residue 48"
     gene            2369356..2369697
                     /locus_tag="YPA_2114"
     CDS             2369356..2369697
                     /locus_tag="YPA_2114"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14079.1"
                     /db_xref="InterPro:IPR004624"
                     /translation="MQTLPNCPKCSSEFTWQEGEQLNCPECGHEWSESSHSTEADEGL
                     VVYDANGNLLADGDAVTVVKDLKVKGSSSTLKIGTKVKGIRLVEGDHNIDCKIDGFGQ
                     MKLKSEFVKKS"
     gene            complement(2369772..2370137)
                     /locus_tag="YPA_2115"
     CDS             complement(2369772..2370137)
                     /locus_tag="YPA_2115"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14080.1"
                     /translation="MSKELFMSLSRKAAKAQDHKIREQLKRMDNIAVALFFAIPLCLA
                     LIGGRQLAVWTLPGWYLYSLGYIISFRVVSKKFTTKEGTEIARFTRTYPFHSVSWLIF
                     IGFSLLSIIVIIDVMSGAR"
     gene            complement(2370144..2370623)
                     /locus_tag="YPA_2116"
     CDS             complement(2370144..2370623)
                     /locus_tag="YPA_2116"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14081.1"
                     /translation="MEKKKQFLPALLERLLDDEPKKHIEPHDKFFYDSRTMRKLVQRN
                     ISEILNNANIEDRLDPQRHKWVATSVLNYGISPLVGLYAVPHNWATIERIIREAIIRF
                     EPRIMAEFLVVSQQLQARNGIIQFEIRGLIKWNPHPIDLCIEGAYDVETDNAELRAR"
     gene            complement(2370720..2371526)
                     /locus_tag="YPA_2117"
     CDS             complement(2370720..2371526)
                     /locus_tag="YPA_2117"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14082.1"
                     /translation="MNTTNLTELLKSASLTEMLADVIATIKAKPTDTDTRELLFKLYC
                     IDGSWQKALLQLETLTQLLPEFTKQAELYKNLILSEKMRDEVLAGKRSPGTLGNDLPE
                     WVALLQQANQLHHDGDHQQSEALREQALQQAPESIGESAATGCFAWIADSDGRMGPVC
                     EFISAGGYRWIPFAEIQSLTVSKPKNITDLIWAPAQVKVKDKVWYGYIPARYPLTPET
                     DNETKLGLKTEWHQPTDSLYIGAGRKMFITDQGEHALFDIEEIVFEIDCI"
     gene            complement(2371546..2372394)
                     /locus_tag="YPA_2118"
     CDS             complement(2371546..2372394)
                     /locus_tag="YPA_2118"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14083.1"
                     /translation="MPMLLVLTSPNTTQQYRLDKSVTAANAVCFNLEKGVFSPHPVGN
                     GHNEVQFYWHFHEPLIVNHSSNFICQVNGKQLNVGEHHSLSFGTEIQFGHVSITAERA
                     TAQQVEDNFADNLFMLTGSEEPGKTDLPEIEDILSHGGHYISYFDAVDETQSYDQQEP
                     DILKRLEVEYKRFLLWGEQSREFLEKDGQQVTKLSARDEYLDNIRERVKDKTLTECIL
                     DSGGLIDKVTKELSAINYLDTPDYDEKIDLLKALAPEHFITKEKNSVPSLMFQELYKL
                     GLDSHL"
     gene            complement(2372394..2372654)
                     /locus_tag="YPA_2119"
     CDS             complement(2372394..2372654)
                     /locus_tag="YPA_2119"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14084.1"
                     /translation="MFSAAKMGDVTSDGGAICTGSCDVFINNIPASKLGSGATSTLVG
                     LTALVTGSGTVFINNCPATRCSDKTGCGSVIVTGSPNVFIGN"
     gene            complement(2372745..2375591)
                     /locus_tag="YPA_2120"
     CDS             complement(2372745..2375591)
                     /locus_tag="YPA_2120"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14085.1"
                     /db_xref="InterPro:IPR000276"
                     /db_xref="InterPro:IPR006035"
                     /db_xref="InterPro:IPR006533"
                     /db_xref="InterPro:IPR008160"
                     /translation="MSRTINLSSPAMPYLLGEPALVLSKLEGEEAFSTLYSYTITAKT
                     PANPLIPWQAASNVDLKSLIGKEMTIEMELDGNGLGDVRSVGKGTREITGLVERARYI
                     GRDANQAIFEITIKPWFYLANLTSDFKIYQNKNVVDIIEEVFSDYNFPFEKRLATTYP
                     ILDFQVQYGETDFNFLQRLMEEWGIYWFFEHQDHKQKLILVDHVGAHKRSFSTAYHAI
                     EYLSDEPKAGEEYITQFQTQETLTSGTWVTNDYDFTKSRADILAMDSKPRKTSFNDLE
                     IYHWPGDYDQPDIGEHLSRVRIEERGALGSRAVGSGQLRGIVCGANFELKGFPVDKAN
                     REYMIISSRLTVAEVDQLSGGEDAFSCESSFTVQPTTKIYRHPQVTPKPKTNGPQNAI
                     IVGPPGEEIWTDEYGRVKVRFVWDRYGTNSESDSCWLRVSQAWAGNSFGGIYIPRIGQ
                     EVIVDCINGDPDRPMVMGSLYNNVTRPPWDLPANATQSGMVSRTVGGGLTNYNGVRFE
                     DKSGLEQYWEQAERDMSRLTKNNETQIIGADSVLNVGANRSEVVGANYNQDVLGTSML
                     AIGAASMLQVGLARSVVVGGAHSLNVVLANATNVGGANMTNVGGFNGLAVGGAHQTAV
                     GGAATLAAGGPIAIGAGGELILSGDIVKIVGKSKVIIQGGEVHINSDDCCGRKTGNGG
                     GAFGAFASLAGLLPLAGAIALPLPLPLLPIVVPPVTSPPDPTVPPDPTLPPDPTLPPD
                     PTLPPDPTLPPETTAPPETTAPPRNHGTAGNHGTARNNGTARDNGTAGNHGTAGNNGT
                     ARDNGTARDNGTARNNGTAGNNGTAGNNGTAGNNGTAGNNGTAGNHGTARDNGTARDN
                     GTAGNNGTARNNGTAGNNGTAGNNGTAGNNGTAGNNGTARNNGTAGNNGTARNNGTAG
                     NNGTARNNGTARNNGTAGTDANTARDADATALIL"
     gene            complement(2375885..2379712)
                     /locus_tag="YPA_2121"
     CDS             complement(2375885..2379712)
                     /locus_tag="YPA_2121"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14086.1"
                     /translation="MSYLNRLFSGWAMKRILLVGCFILLAAAIWFLGPFLGFGEARPL
                     ESYEARIICILLALLLILGFWYGAPRFVIAAVVACAAVWVIGPFILVGDDHPLTDGIR
                     RGIIIAIIAFITLIYGTWCLVKALAKNPALLDNFIKHKKAAKPEAEAELSEVNAMIRN
                     GMNYVRRIHSGIPAWRRFFISNRWRTELPWFMVVGMKGAGKTALILSSGQDFPLPEQL
                     NRIGKENPPTQHCECLFSNDALFLDTSGKYIDDSKDNQTEWTGILKALKKYRPVKAIN
                     GVIVAISASDILGKSKADLLNVSATLRTRLDEVRAVLGVRFPVYVTITKLDQISGFDE
                     YFRNLTAEDREQIWGVTFPYNEAKEQSDMPLQQRISHELALLEDRISNNMHVRQQEEY
                     AVADRKGMYALPQDFRMLSQRVTEVLQNVFFASRFDETKFHTTLRGIYFVSSCQPADV
                     ELLNNNTLIQKWRNVINHKKPLSPADLSQKSDNEDRFISDVAYGKQYFLKQLFSDVIT
                     KDADLVSYNLKVQSKYRFQNLLGHAACIGLAVWLVWAFLVSFQHNEGYLQATGAKLSQ
                     LESTVMSYAKTSNEQILPALLNATQQLPEYGTLDVANPELDWRYGLYTGSAISQGANT
                     LYQFFLQKYLFPMVENQSEVTLRKTMHSGQSEEVYAALKLYLMLTGEGKFDRQYMIEH
                     VTQDWQKSGKIEPYEEKSIFVGHLNTLFTLKDWRQYGQPADSELIKQARAILAEKTVT
                     ARLWGRIQSRLLADAPANMTLRKMVGEHATQVFTLSDDELLHEGIPGLYTYAGYHEVV
                     KKKLTPLLMLLQEEDRWVMAQSLSSSLDPLTLRQDVLVMYLQGYAAYWKRFLSSVRLI
                     SVDADSAEYAQGLSLDIALLRTLVSENSPLLNLARQAVKETTLAEKEKAITDEINIRT
                     QGQLLSQAKKLQETIAFRENKLIKEWVDNRFESLRVFVNGEQSADVTGGNNLSVLQGT
                     QMSRIIGTLNDQYTRFVVYNSAFEYGDIPPLSQDGERIAVESQTWPDPFRNIIAPLLT
                     GSSQKFENKVITHTSKAIDMGVGEICRNTLQGRYPFAESEQIVSLNDFERFFGTDGTV
                     DSYFKKNLESKVDTSSIPWRYKGSVSSEGLAFFEQAAMIRNVLFNTNDGKKMALDFSV
                     SVRYLAPTITQLIMNFDGNTVRYSHGPVTPAFFKWPGLRQGTIVSLTAQRQKASAMPD
                     ILFRGPWALLQWADQADEIRDEANGKQTLTYLMGKDRVELEVSGLTHGGETISDLLRD
                     FKCPSVNDMNGIW"
     sig_peptide     complement(2379593..2379712)
                     /locus_tag="YPA_2121"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.961) with cleavage site probability 0.817 at
                     residue 40"
     gene            complement(2379721..2380557)
                     /locus_tag="YPA_2122"
     CDS             complement(2379721..2380557)
                     /locus_tag="YPA_2122"
                     /codon_start=1
                     /transl_table=11
                     /product="putative OmpA family protein"
                     /protein_id="ABG14087.1"
                     /db_xref="InterPro:IPR006664"
                     /db_xref="InterPro:IPR006665"
                     /translation="MGRWWRYKWITFHPSLTYADGLEVLLRILGLGFEGRYSIIEDGD
                     RQLTKIRQGLLTLLQSTRDTIPPALSPHGLIAHQNRRRRGIFVPVRVSMLLCGFLIVA
                     TFIGCKYFLSVPESDLLKRMGALQRVVVTPPVAAPKLRLSILLKDEIAKQLVSVDETS
                     NNSKVIFKGDSMFMVGSDNVRPEMIDVIKRVAQEVHRVKGAILIVGHTDSMPINKPGF
                     PNNQVLSEKRAANVARYMEQAGIPTDKIRFEGKGETQPVSSNDDATGRSQNRRVEIFV
                     NY"
     gene            complement(2380573..2381352)
                     /locus_tag="YPA_2123"
     CDS             complement(2380573..2381352)
                     /locus_tag="YPA_2123"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14088.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2381352..2382374)
                     /locus_tag="YPA_2124"
     CDS             complement(2381352..2382374)
                     /locus_tag="YPA_2124"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14089.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(2382388..2383056)
                     /locus_tag="YPA_2125"
     CDS             complement(2382388..2383056)
                     /locus_tag="YPA_2125"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14090.1"
                     /translation="MSDSSDLNLGGSMPPFDRSRNVDESPQALGRFLLDEPMTSPDST
                     QDNTAFTREAPHSGAAQQYDTTLLRGESVQQRVAKVLASSTPLLEAAQPLLRALSEMP
                     AHIGDVSQVHILKQSLKNEITLFSVVCDEADISWKKMAIVRYCLCTALDEAAHTMSWG
                     MMAGWSQSNLLNHFEGDNDGGNKFFLLVGRLSMSPHEYAVTNGAIVIHTQRLKSDPGG
                     NLLS"
     gene            complement(2383053..2384402)
                     /locus_tag="YPA_2126"
     CDS             complement(2383053..2384402)
                     /locus_tag="YPA_2126"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14091.1"
                     /translation="MRTNKVVWSEGLFLRPQLFQQQERYLEYYAHKRAATITPFFWGF
                     AQYEIDREALSYGKLVLRSGKGVLPDGTPFDIPGHAELPEPLTITPEHLGKLIYLAVP
                     LRLDNSDETIFDEHDMSSLARFYAYEAALNDTNAIRQGPKPVQLSRLRLRLVSEGEMT
                     ESWIGLPLTKVRAIQPDGSVLLHTEDYIPPVTGYAASSLLSEWLTHLNGLVKMRAEML
                     ANRLSNSDGKASASAEIVDYLLLQIFNKYEPILDHLRHIPELPPITLYQELAKFSGEL
                     STFIRTKTRRPRPAPGYDHAKLYASIRPLVDEVHELLNQILVRAGQMIPLETKGNGVW
                     SASVLPNELRSFSNLVLAVHAQLPMDVLQHQFSVQTKISAPQQLHELVRSHLPGLELQ
                     RLPVPPRQIPYSAGYVYFELIKNGPFWDKVSNAGAIALHVAGDFPALKMELWGIRDS"
     gene            complement(2384406..2384966)
                     /locus_tag="YPA_2127"
     CDS             complement(2384406..2384966)
                     /locus_tag="YPA_2127"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14092.1"
                     /translation="MILIRLSMNKSIRGVYRATQYLFLVLVTLLTIACSSKVQPEKAE
                     KLTVEIATAADINPNDKGVANPLRIALYTLKSTDEFQSSDFFTITEENTPSLKEQMDN
                     VFDRIMLPSETKKIELTLDAGVTAIGIVAAYREIEQAEWKAVIYPLPKKRVDPWYKKM
                     WPGQDQQDPIMKVRVERLSISIKEMD"
     sig_peptide     complement(2384850..2384966)
                     /locus_tag="YPA_2127"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.690) with cleavage site probability 0.340 at
                     residue 39"
     gene            complement(2385219..2385788)
                     /locus_tag="YPA_2128"
     CDS             complement(2385219..2385788)
                     /locus_tag="YPA_2128"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14093.1"
                     /translation="MCLRIHMGSSYTRCFALSDIYKSAREDIMAQDMFIKIDGIEGES
                     LDANHKNEIQVLAWNWDVAQHSNMHSGSGGGSGKASVSDFCFAHYIDKASPNLLSYCL
                     LGKHIKNVQFVLRKAGGDPLEYLTIKFTDVIITRVDMAGSLEDETRPREEIRFSFTKM
                     TQDYVMQNAEGHKSGVISANYDVKANMHS"
     gene            complement(2386030..2387532)
                     /locus_tag="YPA_2129"
     CDS             complement(2386030..2387532)
                     /locus_tag="YPA_2129"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14094.1"
                     /translation="MSTQDAKTKQATVASATEYSDFNTLLTKEFKAKSEQTIAAVEGA
                     VKTLAEQALANSVTVSDDAYKSIASIIAEIDRKLSDQINLILHHQEFQSLESAWRGLH
                     YLVNNTETDEKLRLRFLDISKDELRRNMKRYKGVAWDQSPLFKKIYEEEYGQLGGEPY
                     GCLVADYYFDHTAPDVDLLASIGKVAASAHVPFITGAAPSVLQMESWQELSNPRDLTK
                     IFTQNLEYAAWNSLRQSEDSRYIGLAMPRFLSRLPYGINTNPVDAFHFEETTDGADHS
                     KYVWSNAAYAMAVNINRSFKEYGWCTLIRGVESGGVVEGLPCHTFPTDDGGIDMKCPT
                     EIAISDRREAELAKNGFIPLVHRKNTDYAAFIGAQSLQKPAEYYDSDATANANLSARL
                     PYLFACSRFAHYLKCIVRDKIGSFKERDEMQRWLNDWVMNYVDGDPANSSLETKARRP
                     LAAAEVIVEEVEGNPGYYQAKFFLRPHFQLEGLTVSLRMVAKLPSLKDVA"
     gene            complement(2387556..2388080)
                     /locus_tag="YPA_2130"
     CDS             complement(2387556..2388080)
                     /locus_tag="YPA_2130"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14095.1"
                     /translation="MVSKSNSQKFIARNRAPRVQIEYDVEIYGSEKKVELPFVMGVLA
                     DLSGKPLEPLPSVADRKLLDIDIDNFDERMKAMKPRVAFAVLNTLTGEGQLMVDITFE
                     SMDDFSPDAIAKKVDSLSQLLDARTQLANLQTYMDGKAGAEELVMKLLKDKSLLTTLA
                     SAPKAKQSAVDTPQ"
     gene            complement(2388185..2388793)
                     /locus_tag="YPA_2131"
     CDS             complement(2388185..2388793)
                     /locus_tag="YPA_2131"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial protein"
                     /protein_id="ABG14096.1"
                     /translation="MSSSLKNKVAQKPIALLLLLTTVFIAQSQPAQAASSCAGTADCH
                     IQVSFGGEYVEDTCEVSINGASSAESVSLPTLSTSKLNIDGAEAGNQAFQIALKLCPA
                     NRSVDLRFTAADSSRNPDVITGNLQNELADDYSRNVQVRLSKATGQQMFVGRENSVQE
                     YVIPATGEDITHYFLAGYYAKGTNAVTPGQVKATAGIELVYK"
     sig_peptide     complement(2388692..2388793)
                     /locus_tag="YPA_2131"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.962 at
                     residue 34"
     gene            complement(2388778..2389968)
                     /locus_tag="YPA_2132"
     CDS             complement(2388778..2389968)
                     /locus_tag="YPA_2132"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane fimbrial usher porin"
                     /protein_id="ABG14097.1"
                     /translation="MKISKTGNYTILFTVSLDRYGNSNGIDEIDFRTRNRLSLSVSQR
                     VADNMSVNLNSSLYSYWGNQDASQQYSVGFNHSLRSFSYTVSAIRTSNSGNSSNGDND
                     REYENSYMLAVSIPIGGSGKNKPLFSSLSTMVSHSEAGDTQLQLTTSGSRGDQNELTY
                     GIGTSYGNRNDASSEQSVIGNMGYQSSVGQLGMTASANNNASRQLSVSASGSLVAHQG
                     GVIAGPRLGDAPFAIINAQGAGGAKVFNGRGAKIDSNGYALVPSLTPYRENTIAIDYN
                     DLPETVDILENHKVVVPRMGAMIPVKMKTMTGNPMMLIVRDENKEFLPIGTDLLDADG
                     VSQSIVGQGGMAFIRGWDPVSQLLTATLNGGKDKCVIKPDAKIDTATKTAQIIQLEVI
                     CLRR"
     gene            2389993..2391201
                     /locus_tag="YPA_2133"
     CDS             2389993..2391201
                     /locus_tag="YPA_2133"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG14098.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(2391223..2392773)
                     /locus_tag="YPA_2134"
     CDS             complement(2391223..2392773)
                     /locus_tag="YPA_2134"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14099.1"
                     /translation="MNRTDIACYIENNIGKLNYLPYKASLSVAVIFIGSVLLVTKSIS
                     AVPMSQDTNESAAVIPVEFNADFIHGGGVDVMRFMHENPVAPGVYDVTVIINGKNRGK
                     HRIRFELSEGESTAEPCFTLEQLDSIGLKIETSDTDLLVNGKAAPKDQCYNLRALIKD
                     SHVNYNSGDLELSLTVPQFNLVHHPRGYIDSSLWDAGGTVGFLDYNSNVYSIFNGRSN
                     SDVGSDNSNSYNSNIGLSAGINLGEWRFRKRLNTSWSNSSGMHTQNLYGYAATDITAL
                     KSQLTIGDTNTQGSLFDSYALRGVLLASDTRMLPEGIRNYSPIVRGIAETNARVTVTQ
                     RGQIIYETVVTPGAFELTDIGTMSYGGDLQMTITESDGRTRIQRIPFSAPPMLLYQGV
                     SRFDFSAGQLNDSSINHNPAIVQGAYHYGLGNTYTLYGGAQVAENYRSVAIGNAFNTP
                     LGGVSMDITHAKSELAGDRRSSGNSYKIDYSKYVGETDTNLTLAAYRYSSGGYYSFRE
                     ASLDRACP"
     gene            complement(2392901..2393662)
                     /locus_tag="YPA_2135"
     CDS             complement(2392901..2393662)
                     /locus_tag="YPA_2135"
                     /codon_start=1
                     /transl_table=11
                     /product="putative pili chaperone protein"
                     /protein_id="ABG14100.1"
                     /db_xref="InterPro:IPR001829"
                     /translation="MFSKIIILVLSLTISSIPAFAAMTISGTRVIFPAAEKEVSIRTN
                     NKGVQPALVQVWVDDGKTNANINSMKLPFMVTPPVFRVEPGKGQTVRMIYNGMALPQN
                     KESVFWFNMLEIPAVKKEGNTQNKLELAFRTRIKVFYRPTSLESNSAAQSAQLKWTLV
                     DDNQKGRGVKVVNPTPYYISFDSGSITVGAKSVEIITDMVPPFSEKMFFPKLKLLGST
                     SISKMNYKILNDYGAAIDEELSFSQGQGVLVSKKK"
     sig_peptide     complement(2393597..2393662)
                     /locus_tag="YPA_2135"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 22"
     gene            complement(2393819..2394364)
                     /locus_tag="YPA_2136"
     CDS             complement(2393819..2394364)
                     /locus_tag="YPA_2136"
                     /codon_start=1
                     /transl_table=11
                     /product="frimbrial protein"
                     /protein_id="ABG14101.1"
                     /translation="MRKLNLAVCAVALSVISSTSYAAAGGTVTFNGKLIADTCQVDTA
                     SENITVTLPTLSIQSLAVAEAQDGSKDFEIKVLDCPATLTQVGAHFNAIDSSGVNPAT
                     GNLVNKAPTDAAGNVEVRLYNVDDSSQIRVGSTGNMVNIVKVGATPGTANLTYAGGYY
                     ATDATTPGEVNAKVEYVLAYN"
     sig_peptide     complement(2394296..2394364)
                     /locus_tag="YPA_2136"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.772 at
                     residue 23"
     gene            complement(2394565..2397240)
                     /locus_tag="YPA_2137"
     CDS             complement(2394565..2397240)
                     /locus_tag="YPA_2137"
                     /codon_start=1
                     /transl_table=11
                     /product="Clp ATPase"
                     /protein_id="ABG14102.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MAITRKHLFGKLDATLFKGIESATTICKLRGNPYVELVHWLNQL
                     WHQEDNDLKQIIRYFAVDVDAFERELAQALAKLPVGATSISDFSYHIELATERAWIYA
                     SLECLDTRIRSGHLLLALLTTMELRRAFFAIAPSMEKIPLEHLSKDLNFITQASPEAN
                     EAASDGSPLYDGALPGEASNAIGAAKSGGALAQYTTDLTALAREGKIDPVLGRNHEIN
                     TMVDILLRRRQNNPLLTGDAGVGKTAIVEGLALAIAAGSMPPALSQVSLLSLDIVALS
                     AGASMKGEFEARLKSVLDEAIAAEKPVILFIDEVHTLIGAGGNAGTGDAANLLKPALA
                     RGQLRTIGATTWSEFKRHIEKDPALTRRFQVLQVDEPDENTAISMLRGLIPALEKHHG
                     VWIMDEALQAAVRLSHRYIPARQLPDKAISLLDTACARIAVAQFSQPIELQHLTFQSE
                     TAQTELVSLEKARHFGKAQDARTEQLKTSIAEHGEAADKLDQRWQAERELVSAITTIR
                     TALYDLVSQPEPDEEKRRAYQAQLVQLEAQLSQVRTSLPLVQTEVNAEVIASIVADWT
                     GIPVGQMLKDDIRAVMELPQRLEARVIGQPHALMQLGENIMTARAGLSDPRKPLGVFM
                     LVGPSGVGKTETALAIAESMYGGEQNMITINMSEYQESHTVSSLKGSPPGYVGYGEGG
                     VLTEAVRRKPYSVVLLDEIEKAHSDVHELFFQVFDKGQMEDGEGRFIDFKNTILLLTS
                     NVGSELLSNLLADPDTAPDQDGILSALQPELLKVFPAAFLGRVTVIPYLPLQQDALQH
                     IVRLHLDRIGARLYSQHQLTLKYSDEVVEDVVSRCAVSETGARMLIRYIEQNITPKIG
                     KYILGDSDVKPEQIIFVHKNENGFVIALQCKDDEN"
     gene            2398023..2399903
                     /locus_tag="YPA_2138"
     CDS             2398023..2399903
                     /locus_tag="YPA_2138"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14103.1"
                     /translation="MDHKFLDYYNKELTFMREMAQEFAEKHPKIAGRLGMHGIEVADP
                     YVERLIESFCFLSARTQIKLDAEFPKFTQRLLDIVYPNYNSPTPSMGVIQLKPNLKEG
                     DLTQGYCVPRGSSFFTHIAPGETTRCEFRSGQDVELWPLEIAEARLSSVPPDMPNLEK
                     HRIAYHRLKGALRIKLKLVGDLTFSQLEGLDRLPIYIDGDERIVSHIFELLHASHVAT
                     IIRAGHGETAKDTVISDQPLSFEGLSPDQSLLPLSWNIFHGHNLVQEYFTCRQRFYFF
                     TLTQLSQSLRDNHTGEAEIIILLDRLPQDLVSHVAPSRFLLACTPVINLFPKRMDKIE
                     INRALNDFHVVPDRSRPLDYEVFAINKVFGQQAETSNEVVFNPLYQTRHCDNGNFGRY
                     FSITRKARTGDSNKRKYDTRTPYASTEVFVSLVDQQEAPYGDSLRYLSIEAQVTNRDL
                     PRLISASGNFELTMSDSAPVHGARFVFQPSAPRAPFAMDESAWRLIRQLSFNYLPLSD
                     MSHSNGGESLRNMLRLFVNASDHESNTQIDALVGCKSEPVIRRLPGNGLLVYGRGICC
                     TLTVDEEGFSGISPYLFGMIMENYVARHAAINVFTETELNSMQRGRVGHWKARPGRRG
                     VL"
     gene            2399903..2400928
                     /locus_tag="YPA_2139"
     CDS             2399903..2400928
                     /locus_tag="YPA_2139"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14104.1"
                     /translation="MLPDESVHQEKHANLDAWYQESQPWNAGFISMMRANAARNPTLP
                     APGKAPLPEQEAFRIGQSAHMTFSPREISHAVMRDGKMDLQLFGLGIWGPNGAMPLQM
                     TELAYTRAELHDHTMTDFVDLFHHRALSQLYRAWFVSQDTASLDRQSDEKFSFYVGSL
                     AGLDPQELNDTELPVHARLASSAHLIREARNPEGLVGALQYYFDVPVRMVEYAEQWIF
                     LEESDQTQLGDGAGAMLLGDGAILGNTVLDRQHKFQLILGPLSLQQYLRFSLWGQDLP
                     VLREWVRNFVGFEYAWEVQLLLSADEVPMATLDGGHQLGYTSWLARSDTTLDVGGMSF
                     EPEMHHD"
     gene            2401027..2402208
                     /locus_tag="YPA_2140"
     CDS             2401027..2402208
                     /locus_tag="YPA_2140"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14105.1"
                     /translation="MSEQSIAERAGYYQSMMQPIPGDFPCGKNLEYDPAFIMLQTKLQ
                     PKQAAEYGNFVEVAEPNNWTDIERKCLELLNNSRDIRLFIILMRCRMRQVGVGALQEG
                     LEAILWCLDTWPDQLHPQLFDEGEFEPLMRGNAFAELEDIDGFIADFRNQQLPKAAGV
                     QLSIKEFEKAHSVPREEGALDEGTLEAVKQEWQNRSDHTILSLQHAYALLQGLATRLN
                     NSLGEDTPDFVRMTSVLRHFDAAITPIAPIVVPIPEVVELYPVATAMLASTEMPVTAE
                     VQTVAETQMAIPIEAPQQRQAVVTPSPQLQPLQLQSAQLQPVPIQSQPVPVQQQGIQN
                     RADALARLIEVREWFTAMEPSSPVIALLAFSEKTIGKSFGELLQFIPQELISKLNEGQ
                     E"
     gene            2402215..2403246
                     /locus_tag="YPA_2141"
     CDS             2402215..2403246
                     /locus_tag="YPA_2141"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fimbrial protein"
                     /protein_id="ABG14106.1"
                     /translation="MTRKLFILVFGAAISGQVNASCTLHLVSNSESVAGVMPLTFPIS
                     SFTFTIDADAPNDSTVPILEKVAQPQGLAVIYYCTSVDRYGKNVGPVLGQDLGNGLFA
                     TNIDGIAIKPAWNNGAAYGYFNSSGIMPAFEREGVPTEEGFWTYPATSHFRFELYKIK
                     DTLNLTDTNGERVLPGGTIAYTWATNNSLANYAQRLEIGEIKVISTPSCTFDGPQKVD
                     FGIVTSSNLNNGGIERDLDFNITCKTDYGHYSATAAIFTQTSSADNNYIKVKDSQNQE
                     DRLLIKISDTNGQQMKVNGSTTEQQVNIASGVPAEFKWKAKLEAAPAANKPAIGNFSA
                     MAEIILQIK"
     sig_peptide     2402215..2402277
                     /locus_tag="YPA_2141"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.997 at
                     residue 21"
     gene            2403286..2404623
                     /locus_tag="YPA_2142"
     CDS             2403286..2404623
                     /locus_tag="YPA_2142"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14107.1"
                     /translation="MQSVPSIFVSIASYRDPELIPTLHDMINTAERPENLNIAIFWQN
                     DNDINTFLNQGMQLIERTTHQGYPLYQLEYNRARVSVLSVHYYESRGACWARHMAETL
                     FQDEAFFLQIDSHCRFIPHWDHEMIAMLDSLRAESPKPILSSYPPAYEPGENEIRKDY
                     VSRMIFNLFTQEGIVQMLSTTITETAPVRCGYLAGGFIFSDGSFAREVPNDPNIFFIG
                     EEIAMAARAFTHGYDIYAPHKILLWHFYTRSEHSKVWSDHNNEAKETGAVDMAWWERD
                     KIAKDRICILLDGDKDHRVLVPYTLGTQRSLSEFEYRLGINIKNRAVHPDAAGEKKVS
                     FFTDLPTSHEDWLSSLISVNKKTLKVEKKEVDFTREDVEWWHIGVYNPQNVAVMVEKV
                     DPQNMSKTVTPVDEATFELKLAFNTQTHPNAQTIRICPYMRTQGWGDVVEKPW"
     gene            2404569..2405303
                     /locus_tag="YPA_2143"
     CDS             2404569..2405303
                     /locus_tag="YPA_2143"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14108.1"
                     /translation="MSLHANAGVGRCRGETLVSSADIFKKILSIDTLLSFDGVIPSLS
                     EFQLKLVTLIEQFGHALQSEGHNETEVDRLCHQICHSLDKRAGSAIKENGLSWEGYSL
                     VHYFYGYIAPVPSESENLEALLNSDDATVSQFALKILALSQNLPIHDEKSLQLLARYS
                     HRSLRQNIIATDDDIDPEEWLGSALKREETIEAEQVPEANIVLEANIVSEQRRSSRPF
                     YLQLVALTLLLSTLWFWCSRYLGDLS"
     gene            2405304..2406986
                     /locus_tag="YPA_2144"
     CDS             2405304..2406986
                     /locus_tag="YPA_2144"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14109.1"
                     /db_xref="InterPro:IPR006664"
                     /db_xref="InterPro:IPR006665"
                     /translation="MFKVKLNKTLSLLWLAAVGALLVSVNFKGNALWNNVIFITFLAL
                     MVLAIWKHYALKPKHPQVSTPIPQETAEPVEQESTVILILGPYAEKWFSNPESPDSTR
                     FSSHAVWILITNPAALQKRLTYIAEHHPSARVLTFFPFLPDVYENAAVMMSKLTVWQN
                     TFSTLSLRSPLPCVFAIYAQLSNERLSHNSDNAYWTGNINLANQQPIEITQALQSLSQ
                     RLELQDINHSRFATQRNVMAHNLFTWLNESGVTNLLQSIFSRTPLRLTDVILSDNGKG
                     FIRHGAWSAWLEKKFGIIPSLASTLSLPPFPAVINDQKPAMKPRVKTPVIKPTPASRG
                     WLWSVCFAAVLLASHMLNTLWQEKNRHEQFNQQMVPLDNISDFSAQYLARSITQLTDE
                     GKILTTCVNTFDVTRWGLSQCKTLLSQINRRIESYENIPVFSFAQKLPLFDSNSTKLK
                     LNSQTNEMMMELLSLVERNKEKKILIVGHSDNTGSSSMNMALSEQRALALRDWLIKRS
                     DITVDNFITKGMGASEPVATNHTEAGREQNRRVEVLILPTQDRTRMTEPKPL"
     sig_peptide     2405304..2405399
                     /locus_tag="YPA_2144"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.996) with cleavage site probability 0.724 at
                     residue 32"
     gene            2406983..2407465
                     /locus_tag="YPA_2145"
     CDS             2406983..2407465
                     /locus_tag="YPA_2145"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14110.1"
                     /translation="MNAIPSTYSIFEGTFLTPAPVLDRSVNILMFRDPDNHEYNIIIN
                     RTLLEEEDTSETFCEKEMDALRNKLPGFQVEGKLLKHEIGPAKLPVVQVANHYLQDGK
                     KFRQVQSIMQLPYHSLTNTDGRSVLIFTLNTDGEFTEYQRKHYVQIINSFNPHVAVAN
                     "
     gene            complement(2407823..2408425)
                     /locus_tag="YPA_2146"
     CDS             complement(2407823..2408425)
                     /locus_tag="YPA_2146"
                     /codon_start=1
                     /transl_table=11
                     /product="putative luxR-family regulatory protein"
                     /protein_id="ABG14111.1"
                     /db_xref="InterPro:IPR000792"
                     /translation="MFSVAIKTRNAFYEFGLLSLLKKVLIKEDDMDYSIVPSHEKRDS
                     NNANVIFKDLMVIVNIYQENSFIQKNNSNNNKPMMTVNIPFNSSQLGLYDVISKIKKI
                     LNIARLNYNMMMKSDLQRRIGLKNYIQLSMTESKVVQLTGKGHSTTDISKILDRSEKT
                     ILTHRRNAIRKLGMFNRLEFYKYASLMRNYSNKDAVFICL"
     gene            complement(2409680..2410774)
                     /locus_tag="YPA_2147"
     CDS             complement(2409680..2410774)
                     /locus_tag="YPA_2147"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane-bound lytic murein
                     transglycosylase B"
                     /protein_id="ABG14112.1"
                     /db_xref="InterPro:IPR011757"
                     /translation="MRYLAVILPLLTLLSACSSQPTPPVAATPSDSPVQGGFLLEPEH
                     TGQLQNGDFAFNPDTTRFVDKMVREHGFDRQQLHDVLAQTQRLDWVIRLMDKQAPTSR
                     PPSEPNGAWNRYRNKFITPDNVQNGVVFWNQYEGALQRAWEVYGVPPEIIVGIIGVET
                     RWGRVMGKTRIIDALATLSFAYPRRATFFTGELETFLLMARAEGKDPLSLRGSYAGAM
                     GYGQFMPSSFKRYAVDFDGNGHINLWDPVDAIGSVANYFKSHGWTKGAPVAVPANGQA
                     PNLENGFKTRYPISTLAAAGLSPKGSLGDYQEASLLRFDVGTGYQYWYGLPNFYTITR
                     YNHSTYYAMAVWQLGEAVGRARKGESMITQ"
     sig_peptide     complement(2410694..2410774)
                     /locus_tag="YPA_2147"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.840 at
                     residue 27"
     gene            2411103..2412122
                     /locus_tag="YPA_2148"
     CDS             2411103..2412122
                     /locus_tag="YPA_2148"
                     /codon_start=1
                     /transl_table=11
                     /product="iron(III)-binding periplasmic protein"
                     /protein_id="ABG14113.1"
                     /db_xref="InterPro:IPR006061"
                     /translation="MKIPIPSIGHVALLASAILFASSANAASDEDGIIIYNAQHESFA
                     KSWAEGFTKDTGIKVTLRNGKDSELGNQLIQEGSSSPADVFLTENSPAMVLVDNAKLF
                     APLDAATQAQVAKEYRPEDGRWTGIAARSTVFVYNPAKISEAELPKSLMDLAKPEWKG
                     RWAASPSGADFQAIVSAMLALKGEQATLEWLKAMKTNATAYKGNSTVMKAVNAGQIDG
                     GVIYHYYPFVDQAKTGENSGNIKLHYFKNKDPGAFVSISGAGVLASSKHPQQAQKFVQ
                     WVTGKAGQDFLRESNSAFEYAVGVNAASNPKLVPLKDLDPPKVEVSKLNSKKVVELMT
                     EAGLL"
     sig_peptide     2411103..2411183
                     /locus_tag="YPA_2148"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.992 at
                     residue 27"
     gene            2412178..2413764
                     /locus_tag="YPA_2149"
     CDS             2412178..2413764
                     /locus_tag="YPA_2149"
                     /codon_start=1
                     /transl_table=11
                     /product="iron(III)-transport system permease"
                     /protein_id="ABG14114.1"
                     /translation="MSNISTDVAQAALSKTTARQYSHRPGTGVVVVAIILSLLSLLPL
                     GFVIGIAIDTGWSTVKALVFRPRVGELLINTVLLVVFTLPLCATIGVALAWLTERTAL
                     PGRRLWSLLAIAPLAVPAFVQSYAWISLIPSMNGLAAGVFISVIAYFPFIYLPVAAVL
                     RRLDPGLEDAAASLGNKPITVFFRVTLPQLKLALWGGSLLIALHLLAEYGLYAMIRFD
                     TFTTAIFDQFQSTFNGPAANMLAGVLALCCLGLLLVEATSRGYHRYARVGSGTPRRQT
                     VYSMGTSLTLLCLLLPLLITTLSLGVPFITLMRWLSIGGIDIWLNPELLPALKQTLGL
                     ALSGAVIITLCAIPMAWLSVRYPGRLHRAMEGCYYVTSSLPGIVVALALVTITIRIAR
                     PLYQTEFTVLLAYLLMFTPRALISLRAGIAQAPVELENVARSLGRTPTQAMLSTTLRL
                     AAPGAAAGAALVFLAISNELTATLLLAPNGTRTLATGFWALTSEIDYVAAAPYAFLMV
                     ALSLPLTWLLYSQSQRTAGL"
     gene            2413761..2414810
                     /locus_tag="YPA_2150"
     CDS             2413761..2414810
                     /locus_tag="YPA_2150"
                     /codon_start=1
                     /transl_table=11
                     /product="iron(III)-transport ATP-binding protein"
                     /protein_id="ABG14115.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSTLELHHIGKSYQSVMVLDRIDLHVPPGSRTAIVGPSGSGKTT
                     LLRIIAGFETPDAGKVILQGKAMFDGTTYVPAHKRGIGFVPQDGALFPHFTVAGNIGY
                     GLKGSQRDKERRINELMDMVALDRRLSALWPHEISGGQQQRVALARALAQRPVLMLLD
                     EPFSALDTALRASTRKAVAELLSEANIASILVTHDQTEALSFADQVAVMRAGKLAHVG
                     PPQELYLRPVDEPTATFLGETLMLTAQLGTGLAHCALGQVKVDNPHRRGEARIMLRPE
                     QITLTPLRPEQYNAASCLAKVIAIDFAGFISTLTLQIISSGETIEIKTISREDLHVGL
                     TVGLDIMGQAHIFAE"
     gene            complement(2414883..2415398)
                     /locus_tag="YPA_2151"
     CDS             complement(2414883..2415398)
                     /locus_tag="YPA_2151"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14116.1"
                     /translation="MKNRFSSKNLFGEKNVHAVFELSLLLKASLAMMEIIAGVLTYFV
                     TPQFLLNTLHRITQVSFIESRGDIIANYLLHAAQHLSISSLHFAASYLFIHGAIKLWI
                     IIGLWRKKLGYYPVAVAVFSLFIVYQLYRYTFTHSLLLILITILDVFVIALTLLEYRR
                     LRHGEKTCSES"
     gene            2415868..2416353
                     /locus_tag="YPA_2152"
     CDS             2415868..2416353
                     /locus_tag="YPA_2152"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14117.1"
                     /translation="MRMANMIYLTLKGKKQGLISSGCSSIDSIGNKSQGSHIDQIFVL
                     SLNHAMTREQNVSHHPISFIKPIDKSSPLLGVAISENELLDAVFDFYRTNSAGALELY
                     YTISITGATISDISTSHSHSITHNGSQPQETISLKYKSITWNHNVAGTSGYSIWDDRV
                     Y"
     gene            complement(2416583..2417431)
                     /locus_tag="YPA_2153"
     CDS             complement(2416583..2417431)
                     /locus_tag="YPA_2153"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14118.1"
                     /translation="MGHSLQEVLDAVERNPYSNSEDKTRQRNNVMRSIMYNKQNELDQ
                     VKNSIASKFIKWSLIKDQFISEVTRYSSDITAKVNTGEITTETAIKLLDKELSDLRNQ
                     DEEMTRERVKQAVIIKASVKENNNVERNEVINLVFAGVGFVTAGLQIVAGVGMVGSVV
                     GSIPGTLLILHGANNIVESGYYILYRESYTGPVKFVYEGVGAQFGLSKSDSAIMYTAV
                     DVALSINGIMSYKLAEDATRLYRYVNADLLWGLKSMDIKNMSSMGLLAEFFGGYTAIN
                     VQARSY"
     gene            2418262..2420688
                     /locus_tag="YPA_2154"
     CDS             2418262..2420688
                     /locus_tag="YPA_2154"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dimethyl sulfoxide reductase chain A
                     protein"
                     /protein_id="ABG14119.1"
                     /db_xref="InterPro:IPR006311"
                     /db_xref="InterPro:IPR006655"
                     /db_xref="InterPro:IPR011888"
                     /translation="MNNNKTPLTGSLSRREFIQTSAVVTGAAAIAGSIALPFSVHAAA
                     SEHAPTAAEESIKYSACLVNCGSRCPLKVHVKNGEIIKIANEAIYDDSTFGLHQIRPC
                     LRGRSVRWKTYNPDRVKYPMLRVGKRGEGKFKRISWDEATTIVADNLKKTIVQYGNEA
                     IYYQYGTGSTGANLQGRNACKRMLSLIGGYLDQHGTYSTAQINTVMPYVYGNLDETLL
                     DEIKNSDLVVMFGHNLAETRMSGGGQYIETVQALGQSRAKVIIIDPRMTDSVTTLNAE
                     WIPIFPGTDAALVAALGHVLIKENLTDERFLQQYCVGWDATTLPSSAPANGSYKDYIL
                     GLGADETEKTPEWASEITGISPTRIIQLARELGNARAAWISQGWGIQRTANGEQASRS
                     IMMLPLMTGNIGRAGTNTGAWGGNVKYPVPGFSIPNPVKTAIPCFMWTDAIFRGTEMT
                     AKNAHVKNKEKLDTNIKFLWNYASNVIANQHSDLNKTNTILQDESLCEFILVWENHMT
                     NSAKYADLLLPDVTSVESNDLIDNSYASGAYHYVTRMQNTIEPLWECRPSYDVLAEIA
                     TKLGVGDAFTEGHTQQEWIEISYNKMRDNNPALPPFSDTHNKGIIDRIFADSSQYIAL
                     KDFRDDPLNNPLKTPSGKIEIYSEALATLAHEWQLTPGDRITAVAEYCPTPEGVSDQE
                     TLKSYPLQMTGFHVKGHTHSTYYNVAMLREAVPHQFWMNPIDAQARGIQQGERVEIFN
                     SRGRIHIAVKITERVLPGVIAVPQGAWRNLNKDGIDVGGCINTLTTQRPSPLAKGNPQ
                     HTNLVEVKRA"
     sig_peptide     2418262..2418390
                     /locus_tag="YPA_2154"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 43"
     gene            2420700..2421317
                     /locus_tag="YPA_2155"
     CDS             2420700..2421317
                     /locus_tag="YPA_2155"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dimethyl sulfoxide reductase chain B
                     protein"
                     /protein_id="ABG14120.1"
                     /db_xref="InterPro:IPR001450"
                     /translation="MKQYGFFVDSTKCTGCKTCQVSCKDEKNLDLGPKLRRVYEYGGG
                     SWTQQDNIWVQNVFSYYLSIACNHCSSPTCVTGCPTGAMHKREEDGLVVVNQDLCVGC
                     RYCEMRCPYGAPQFDAKKQLMTKCDGCYERVAQGDKPVCVDSCPQRALDFDEISVLRD
                     KYGDENAIAPLPHAHLTQPNLVIRGHRDAKPSGDTSGRIQNPAEV"
     gene            2421319..2422095
                     /locus_tag="YPA_2156"
     CDS             2421319..2422095
                     /locus_tag="YPA_2156"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dimethyl sulfoxide reductase chain C
                     protein"
                     /protein_id="ABG14121.1"
                     /translation="MHELPLVFFTVLGQTAVGLFTLAWLSNKLGMTTPLQLKQANIVG
                     LILVMAGLLIGTLHVGQPLRAINMLLGVGRSPMSNEILLSGLFVAMACGTVFFSTLVK
                     NSLLAALCNFATVLVGLTFAWSITQVYQLTTVPNWDTSYTSLQLWMTVLVGGGAFAML
                     TGARQLGAIALLAGAIVTLVNKPGYLTFLGQGSAELSSQQTLFWGIQILLLVLGVFVA
                     AAALLKDKIPRATLAVCASALIIGELAGRIAFYNLWQIPM"
     gene            2422453..2423049
                     /locus_tag="YPA_2157"
     CDS             2422453..2423049
                     /locus_tag="YPA_2157"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14122.1"
                     /translation="MLLNTTLPRILGACFYYPPQSDTVQRLFPLLPHIAELFPWPDHA
                     SMVQYCQQIPDISPERLEYDFSILFEGQGVMPAPPWGSVYLDKENILMGASTLQYREF
                     LAEQGWVSQSPLREPEDQFGLMLLAWVNLIEQHNKDAASVLLTAHLLPWAYRYLEQVN
                     AAQVEYPVYPLLAKIAACYLKTLQTELVLSPLPRELYR"
     gene            2423046..2423615
                     /locus_tag="YPA_2158"
     CDS             2423046..2423615
                     /locus_tag="YPA_2158"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-sulphur protein"
                     /protein_id="ABG14123.1"
                     /db_xref="InterPro:IPR001450"
                     /translation="MTKNKSVARDERYYKAYLESRTISRRGLFRGLLKGVQPSTTTAP
                     SDITAPPPLRPPYAIDEPHFQQSCTGCGVCVAACEENLIVMVNQRPALNFSTPYFSTP
                     YCSRCQACSTACQTGALSSAEFHIAARPSVKNICQNTYIYCDSCADYCEKQALIWQAN
                     QPPTLVTELCDGCGECVFRCPARILEMQI"
     gene            complement(2423861..2424517)
                     /locus_tag="YPA_2159"
     CDS             complement(2423861..2424517)
                     /locus_tag="YPA_2159"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14124.1"
                     /translation="MKSIFAVCAVMMALLLTGCATPVATDYTDFKQSKPKSILVLLPQ
                     NQSPEVDASHGVLSQVTYPLAEAGYYVLPVAVVEETFKQNGMTNAGDISAASPAKLRQ
                     IFGADAVLYITIVQYGTSYQVITSDTRVTANAKLVDLKTGKLLWSGSATASSNEGNNS
                     SGGVIGLLVQAAVSQIANTITDKSHDVAGITSARMLSAGTPNGLLYGPRSPQYGKDGK
                     "
     sig_peptide     complement(2424443..2424517)
                     /locus_tag="YPA_2159"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.903 at
                     residue 25"
     gene            complement(2424514..2424915)
                     /locus_tag="YPA_2160"
     CDS             complement(2424514..2424915)
                     /locus_tag="YPA_2160"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14125.1"
                     /translation="MATRAINLNEYGYCKMKLLKKISLLLAVAVLAGCVTAPKPIYNW
                     DNYQSTIYEYYKSNETPEQQIAALKENIEKSQAKGLPVPPGLHAHLGMLYANTGHPEL
                     AMAEFNTEKATFPESAPFMDFLMSKDKGAFK"
     gene            complement(2424897..2425568)
                     /locus_tag="YPA_2161"
     CDS             complement(2424897..2425568)
                     /locus_tag="YPA_2161"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14126.1"
                     /translation="MKRKIFLSTMFITAFLLSGCATESSRSLEVAKVASYGTQYNGPR
                     SPISVGKFDNRSSYMSGLFSDGVDRLGNQSKTILVTHLQQTGRFNVLERTNMEELKNE
                     AAISGKSQRLKGATYVVTGDVTEFGRKETGDRQLWGILGRGKSQVAYAKVNLNIVNVN
                     TSEVVFSSQGAGEYELSNREVIGFGGTASYDSTLNGKVLDLAIREAVNNLVAGIESGA
                     WQPAQ"
     sig_peptide     complement(2425503..2425568)
                     /locus_tag="YPA_2161"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.367 at
                     residue 22"
     gene            2426158..2426589
                     /locus_tag="YPA_2162"
     CDS             2426158..2426589
                     /locus_tag="YPA_2162"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14127.1"
                     /translation="MFSYPASYTVDEASGEYHIHYRDFPELNSVTYSLEDVELEAQEG
                     IKNGVAAEMEERRLIPAPSALQPGDIAVHVPILVRLKAELHNAMLASDTRKADMARKL
                     SLNAAQMDRLLDVYYASKVEALEQALYLLGFEADVTVRKIV"
     gene            complement(2426684..2427208)
                     /locus_tag="YPA_2163"
     CDS             complement(2426684..2427208)
                     /locus_tag="YPA_2163"
                     /codon_start=1
                     /transl_table=11
                     /product="putative B-type cytochrome"
                     /protein_id="ABG14128.1"
                     /translation="MKNRYSLPQIVLHWLTLLMIILTYLAMLLSDTVPDEERTFVRNL
                     HFNFGISVWLLMLVRLWLRQRNPTPAISPPLPHWQLLGVRISHWGLYLMFLSLPILGF
                     LTQAYGGRTWLLLGWQVPQWLTPNTDVRDYLKQTHVFIANLGYFVIGIHGVAALYHHY
                     IRRDDTLRRMMPGK"
     gene            complement(2427453..2428688)
                     /locus_tag="YPA_2164"
     CDS             complement(2427453..2428688)
                     /locus_tag="YPA_2164"
                     /EC_number="2.6.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase"
                     /protein_id="ABG14129.1"
                     /translation="MAELPAKRRFTRIDRLPPYVFNITSELKMAARRRGEDIIDFSMG
                     NPDGPTPPHIVEKMCSVAQREDTHGYSTSRGIPCLRRAISRWYADRYQVDIDPENEAI
                     VTIGSKEGLAHLMLATLDHGDTVLVPNPSYPIHIYGAVIAGAQVRSVPLTEGIDFFGE
                     LERAIRETIPKPKMMILGFPSNPTAQCVELDFFERVVALAKQYDVLVVHDLAYADIVY
                     DGWKAPSIMQVPGAKDIAVEFFTLSKSYNMAGWRIGFMVGNPELVSALARIKSYHDYG
                     TFTPLQVAAIAALEGDQQCVRDIAEQYRQRRNALVRGLHEAGWMVDNPKASMYVWAKI
                     PEPYAHLGSLEFAKRLLAEAKVCVSPGIGFGDYGDTHVRFALIENQDRIRQAVRGIKS
                     MFRADGLLKPGKSSPNEMA"
     gene            2428954..2430201
                     /locus_tag="YPA_2165"
     CDS             2428954..2430201
                     /locus_tag="YPA_2165"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14130.1"
                     /translation="MASLHIDDIPAAIKAVKQQLRQALPDYQQVFQAVEENIRQQVME
                     IRRNLAEGKNPVPQLHADDIINGKVTEEQKAQIKQRGCCAILGVFPQEKATAWNREIG
                     DYLDRNNFVERLKNAAEDNYFGTLAASKPQIYGIYWSTPQVEARQDKRMQAVQIFLNN
                     LWQTESNGKQHFDANRVVTYADRTRRRPPKSSSLGLSPHVDGGSIERWLDENFRHVYR
                     HVFSGQWQKYDPFAAEGRPEVREFPSPAVCSMFRTFQGWTALTPQRTHAGTLNVIPIA
                     NAMAYILLRALQDDVADDDLCGAAPGRALSASEQWHPLLMEAISPIPDLEAGDTVFWH
                     CDVIHSVENEHNGEFDSNVMYIAAAPWCEKNAAYLPRQLASFIDGRSPPDFAADDFEV
                     DFIGRATIKNLTEIGKQQLGITD"
     gene            complement(2430279..2431250)
                     /locus_tag="YPA_2166"
     CDS             complement(2430279..2431250)
                     /locus_tag="YPA_2166"
                     /EC_number="2.7.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="glucokinase"
                     /protein_id="ABG14131.1"
                     /db_xref="InterPro:IPR003836"
                     /translation="MTTYALVGDVGGTNARLALCAVATGEILQAKTYSGLEYESLEDV
                     IKQYLSEHQAKVTDACIAIACPITGDWVAMTNHTWAFSIAAMQQNLGLDHLEVINDFT
                     AVSMAIPVLPAQDVLQFGGTQPQPGKPVAVYGAGTGLGVAHLVNVDRRWISLAGEGGH
                     VDFAPNSEEEDQILAVLRQELGHVSAERVLSGPGLVNLYRAIVISDARLPEKLAPKDI
                     TARALADSCTDCRRALSLFCVIMGRFGGNLALNLSTFGGVYIAGGIVPRFMEFFKASG
                     FRAAFEDKGRFKDFLQDIPVYMITHPQPGLLGAGAYLRQKLGYELSS"
     gene            complement(2431431..2431907)
                     /locus_tag="YPA_2167"
     CDS             complement(2431431..2431907)
                     /locus_tag="YPA_2167"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14132.1"
                     /translation="MQVHHRSLVERVIHAIGFEVIAVAICAPVGAWLLDRSILQMGTL
                     AVLLSSIAMLWNIVYNSLFDYFWPVSRVIRTLKIRVFHALGFEGGFILMGLPVAAFAL
                     GISIWQALVLEIGFFLFFLPYTMFYNWLYDSLRMRIIRSRQATELKPASENRRGSR"
     gene            2432010..2432888
                     /locus_tag="YPA_2168"
     CDS             2432010..2432888
                     /locus_tag="YPA_2168"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lysR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG14133.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MHYSPEALIAFVEAAALGSFSAAARKLRKSQSTISTAIANLEAD
                     LGLTLFDRQARQPVLTDHGRRVLAHVQEILAASERLTDLSIRLAGQVETRLTFVLSDT
                     YYQPAHHENLLRRFEQRYPDVEFECLVAEDEDVIDLLQLKRAHIGVVEMQERYPPDIA
                     ATRLAAQTEMAVFVLRGHPLTRLPHLQNEQLATTRQLCLNTYNRTDHNQSQGLTWSAP
                     SYLMLLEMAEQGFGWAILPRWLVEQFGREKLVTLPVQGWPKMISIDAVWSKKSPPGPA
                     GYWLLDQLTEGTNSPH"
     gene            2433024..2434013
                     /locus_tag="YPA_2169"
     CDS             2433024..2434013
                     /locus_tag="YPA_2169"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ion channel protein"
                     /protein_id="ABG14134.1"
                     /db_xref="InterPro:IPR001395"
                     /translation="MVYQASSSRYQEMEYHRCGHSGLKLPAISLGLWHNFGDSTRYEN
                     SRSLIHRAFDHGITHFDLANNYGPPPGSAELNFGRILQQDLRPYRDELIIASKAGYTM
                     WPGPYGDWGSKKYLVASINQSLQRMGLDYVDIFYHHRPDPNTPLEETMAALDLLVRQG
                     KALYIGLSNYPADQAQLACEILRALGTPCLIHQPKYSMFERGIEAGLQDTLDEYGVGS
                     IAFSPLAGGLLTDRYLAGIPEDSRAASDSKFLSPEQLTPEKLVKIRQLNELALDRGQK
                     LSQMSLAWVLRGGRVTSALIGASKVSQIDDAIGMLANTNFSDKEINAIEHILA"
     gene            2434184..2434597
                     /locus_tag="YPA_2170"
     CDS             2434184..2434597
                     /locus_tag="YPA_2170"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14135.1"
                     /translation="MLNTGVFKPTILKPMMLKPLLLVTILAWLPLTPMANAESIELLP
                     SISLQIGEQDRRGNYWDGYDWRDRQWWLNHQGRNLGERNRNGHYWDGRRWQDRGWWKK
                     NYYYREGRYWKYDKHGNKHGQKHHNKKGRGHRHDD"
     sig_peptide     2434184..2434297
                     /locus_tag="YPA_2170"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.950 at
                     residue 38"
     gene            complement(2434690..2435919)
                     /locus_tag="YPA_2171"
     CDS             complement(2434690..2435919)
                     /locus_tag="YPA_2171"
                     /codon_start=1
                     /transl_table=11
                     /product="manganese transport protein MntH"
                     /protein_id="ABG14136.1"
                     /db_xref="InterPro:IPR001046"
                     /translation="MLNGRAVDTSRRPLRKIKLSLMGPAFIAAIAYIDPGNFATNIQA
                     GATFGYTLLWVVVWANVMAMLVQLLSAKLGIATGKNLAEHIRDRFPRPVVWAYWVQAE
                     IIVMATDLAEFIGAAIGFKLLFGVTLLQGAVLTGIATFLILMLQNRGQKPLELVIGGL
                     LLFVAAAYIVELIFSQPDIAALGRGMLIPNLPDGNAVFLAAGVLGATIMPHVIYLHSA
                     LTQTGGEESKTERYASTKFDVAIAMTIAGFVNLAMMATAAAAFHFNGYENIAEIEEAY
                     ITLQPLLGNAAATVFGLSLIAAGLSSTVVGTLAGQVVMQGFVRFYIPMWVRRIVTMLP
                     SFIVILAGMDATQILVMSQVLLSFGIALALVPLLVFTGNKELMGELVDTKTTQILGKL
                     VVLIVVGLNAYLLISLL"
     gene            2436370..2437554
                     /locus_tag="YPA_2172"
     CDS             2436370..2437554
                     /locus_tag="YPA_2172"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside permease"
                     /protein_id="ABG14137.1"
                     /db_xref="InterPro:IPR008276"
                     /translation="MSHILQFALALVVVAILALAICKDRKSIRIRFVIQLLVIEVLLA
                     YFFLHSEAGLGFVKGFAGFFDTLLGFAAAGTDFVFNDMGDKGLAFFFLRVLCPIVFIS
                     ALIGILQYIKVLPIVIRLIGTLLSKVNGMGKLESFNAVSSLILGQSENFIAYKDILGK
                     MSEKRMYTMAATAMSTVSMSIVGAYMSMLDAKFVVAALVLNMFSTFIVLSLINPYKVG
                     EEQDLQLSNLHEGQSFFEMLGEYILAGFKVAIIVAAMLIGFIALIAAVNALFTLLFGI
                     SFQGILGYVFFPFAWVMGIPAHEALQVGSIMATKLVSNEFVAMMDLQKVASQLSPRSV
                     GILSVFLVSFANFSSIGIVAGAIKGLNEHQGNVVSRFGLKLLYGSTLVSVLSASIAGL
                     VL"
     gene            complement(2437931..2438006)
                     /locus_tag="YPA_r056"
                     /note="tRNA-Lys4"
     tRNA            complement(2437931..2438006)
                     /locus_tag="YPA_r056"
                     /product="tRNA-Lys"
     gene            complement(2438206..2438281)
                     /locus_tag="YPA_r057"
                     /note="tRNA-Val4"
     tRNA            complement(2438206..2438281)
                     /locus_tag="YPA_r057"
                     /product="tRNA-Val"
     gene            complement(2438318..2438393)
                     /locus_tag="YPA_r058"
                     /note="tRNA-Val3"
     tRNA            complement(2438318..2438393)
                     /locus_tag="YPA_r058"
                     /product="tRNA-Val"
     gene            2438668..2440083
                     /locus_tag="YPA_2173"
     CDS             2438668..2440083
                     /locus_tag="YPA_2173"
                     /EC_number="6.1.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamyl-tRNA synthetase"
                     /protein_id="ABG14138.1"
                     /db_xref="InterPro:IPR000924"
                     /db_xref="InterPro:IPR001412"
                     /db_xref="InterPro:IPR004527"
                     /translation="MKIKTRFAPSPTGYLHVGGARTALYSWLFSRHLGGEFVLRIEDT
                     DLGRSTQEAIDAIMDGMNWLNLDWDEGPYFQTKRFDRYNAVIDQMLDAGTAYRCYCSK
                     ERLEALREAQMANGEKPRYDGHCRDSQCTHGADEPSVVRFRNPQEGSVIFDDKIRGPI
                     EFSNQELDDLIIRRTDGSPTYNFCVVIDDWDMEITHVIRGEDHINNTPRQINILKALG
                     APVPEYAHVSMILGDDGKKLSKRHGAVGVMQYRDDGYLPEALLNYLVRLGWSHGDQEI
                     FSIEEMTQLFTLDAVSKSASAFNTEKLQWLNHHYINSLPPEQVAVHLSWHVEQLGIDT
                     RNGPELVEIVKLLGERCKTLKEMAESCRYFYEEFDAFDVDAAKKHLRPIARQPLEAVK
                     VKLAAITEWTTENVHNAIQGTADELGVGMGKVGMPLRVAVTGVGQSPGMDVTVHAIGQ
                     ARTLARIDKALAFISEREAQQ"
     gene            2440276..2440734
                     /locus_tag="YPA_2174"
     CDS             2440276..2440734
                     /locus_tag="YPA_2174"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14139.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            2441025..2441100
                     /locus_tag="YPA_r059"
                     /note="tRNA-Ala1"
     tRNA            2441025..2441100
                     /locus_tag="YPA_r059"
                     /product="tRNA-Ala"
     gene            2441295..2441900
                     /locus_tag="YPA_2175"
     CDS             2441295..2441900
                     /locus_tag="YPA_2175"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14140.1"
                     /translation="MVPHQQIIQWLRTDPYRMQALYTARELGLNQWCLAAGFVRNLVW
                     DQLHGYLSPTPLNDIDLVYFDKKDISEQHDLQLEALLLNKHMPHKQTVHKQMVHKQTA
                     QKNRFPWSVKNQARMHLHSGRLPYTSTEDAISYWVEIETAIGARLTDEGEIELIAPLG
                     LAALFALTVTLNPKNGELATFDQRVNSKSWLQHWPNLHVVA"
     gene            2442032..2442379
                     /locus_tag="YPA_2176"
     CDS             2442032..2442379
                     /locus_tag="YPA_2176"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14141.1"
                     /translation="MSNTISTSSVSVTSSSTSDSASESSTAAKIKSLNQQIQKLTEQL
                     SALKDTDLSAEELQKQQQLIETQIAVLRAEIAKIQADDADKTKESDNNAVSAPTGDGV
                     NRPSAQNQINVYI"
     sig_peptide     2442032..2442097
                     /locus_tag="YPA_2176"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.984) with cleavage site probability 0.678 at
                     residue 22"
     gene            complement(2442480..2442695)
                     /locus_tag="YPA_2177"
     CDS             complement(2442480..2442695)
                     /locus_tag="YPA_2177"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14142.1"
                     /translation="MEKENLIEIANTRMPFGKYQGRVLIDLPEEYLLWFARKGEFPQG
                     KLGMLMEMTLAIKIEGLDGLVKPLKTG"
     gene            complement(2442715..2444727)
                     /locus_tag="YPA_2178"
     CDS             complement(2442715..2444727)
                     /locus_tag="YPA_2178"
                     /EC_number="6.5.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA ligase"
                     /protein_id="ABG14143.1"
                     /db_xref="InterPro:IPR000445"
                     /db_xref="InterPro:IPR001357"
                     /db_xref="InterPro:IPR001679"
                     /db_xref="InterPro:IPR003583"
                     /translation="MESIIQQINQLRTSLRHHEHQYHVLDAPEIPDAEYDRMMQQLRD
                     LEAQHPELVTNDSPTQRVGAAPLDAFEQVKHEVPMLSLDNVFDEESYLAFDKRVHDRL
                     KTAEPLTFCCELKLDGLAVSLLYENGELVRAATRGDGTTGENITANVRTIRAIPLRLH
                     GDNVPRRVEVRGEVFMPQAGFEQLNEEARRKGGKVFANPRNAAAGSLRQLDPRITAKR
                     PLTFFCYGVGLLDGGELPRSHIQCLMQFKAWGLPVSERVKLCTGSDQVIAFYRQIEQD
                     RAGLGFDIDGVVIKVDDLALQEQLGFVARAPRWATAFKFPAQEQITQVREVEFQVGRT
                     GAITPVARLEPVQVAGVIVSNATLHNADEIERLGLRIGDTVIVRRAGDVIPQVVGVVM
                     EQRPDDTKEITFPSQCPVCGSDIERVEGEAVARCTGGLFCAAQRKEALKHFVSRRALD
                     VDGMGDKIIEQLVEKQYVENPADLFQLTAGKLTGLDRMGPKSAQNLIAALEKAKQTTF
                     ARFLYALGIREVGEATAANLAAHFRTLDNLRAADIETLKSVPDVGEVVAKHVMNFLSE
                     EHNQKVIEELEKVVSWPEPQQIVVEESDSPFAGKTVVLTGSLTILSRDEAKDRLTALG
                     AKVSGSVSKKTHLVIAGEAAGSKLAKAQELGIKVIDEAEMIRLLGE"
     gene            complement(2444818..2445804)
                     /locus_tag="YPA_2179"
     CDS             complement(2444818..2445804)
                     /locus_tag="YPA_2179"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein ZipA"
                     /protein_id="ABG14144.1"
                     /db_xref="InterPro:IPR011919"
                     /translation="MMQDLRLILIVVGAIAIIALLLHGLWTSRKERSSLFRDRPVKRT
                     KQERVETPIESLDEGVGEVRVRTSHPQEKPSFNHLDDDDDEVPVIQHAETKSAQVKTA
                     SRQAPFASVQTDYDDPLLGGLSAEQPPHDLSRDPLLGKADESYSQPQHAEPPHVEKPA
                     HQVAPQQHVESQQEPVAPAPEAKPQKLKETVLVLHVAAHHGGVIGGEVLLQSVLQSGF
                     QFGEMGIFHRHLSPAGSGPVLFSLANMVKPGSFDPDTMSDFSTPGVSMFMMVPSYGDA
                     NQNFKLMLQSAQRIADDVGGVVLDDERRMMTPQKLESYKARIREVLDANTIA"
     gene            2446053..2446673
                     /locus_tag="YPA_2180"
     CDS             2446053..2446673
                     /locus_tag="YPA_2180"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14145.1"
                     /translation="MSGFSYFAQGWRLISRPGIRRFVILPLLVNILLMGGAFWWLFNR
                     IGDWVPQLMSYIPSWLQWLSYLLWPLMVISLLLVFSYLFSTLANIIAAPFNGLLAEQL
                     EASLTGKPLPDTGSWGIVKDLPRIMAREWRKLAYYLPRALVLLLLYFVPGVGQTVAPV
                     LWFLFSAWMLSIQYCDYPFDTIKSVSNRCALRCVRIKSITCNSVLW"
     gene            2446616..2446786
                     /locus_tag="YPA_2181"
     CDS             2446616..2446786
                     /locus_tag="YPA_2181"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14146.1"
                     /translation="MRTALRQNKVDNLQFGALVSLFTMIPFLNLVIMPVAVCGATAMW
                     VDRYRSQFIQLP"
     gene            2446943..2447911
                     /locus_tag="YPA_2182"
     CDS             2446943..2447911
                     /locus_tag="YPA_2182"
                     /EC_number="2.5.1.47"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine synthase"
                     /protein_id="ABG14147.1"
                     /db_xref="InterPro:IPR001216"
                     /db_xref="InterPro:IPR001926"
                     /db_xref="InterPro:IPR005856"
                     /db_xref="InterPro:IPR005859"
                     /translation="MSKIYEDNSLTIGHTPLVRLNRIGNGRILAKVESRNPSFSVKCR
                     IGANMIWDAEKRGILTAGKELVEPTSGNTGVALAFVAAARGYKLTLTMPETMSIERRK
                     LLKALGANLVLTEGAKGMKGAIAKAEEIQATDPERYLILQQFSNPANPEIHEKTTGPE
                     IWEDTDGDVDVFVSGVGTGGTLTGVSRYIKNTQGKAITTVAVEPTDSPVITQALAGQE
                     IKPGPHKIQGIGAGFIPGNLDLSLVDRVALVTNEEAISMARRLMDEEGILAGISSGAA
                     VAAAVKLSEEEGFTDKTIVVILPSSGERYLSTALFADLFTEQELQQ"
     gene            2448410..2448667
                     /locus_tag="YPA_2183"
     CDS             2448410..2448667
                     /locus_tag="YPA_2183"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, phosphocarrier protein"
                     /protein_id="ABG14148.1"
                     /db_xref="InterPro:IPR000032"
                     /db_xref="InterPro:IPR001020"
                     /db_xref="InterPro:IPR002114"
                     /db_xref="InterPro:IPR005698"
                     /translation="MFQQEVTITAPNGLHTRPAAQFVKEAKGFTSEITVTSNGKSASA
                     KSLFKLQTLGLTQGTVVSISAEGEDEKKAVEHLVKLMAELE"
     gene            2448716..2450443
                     /locus_tag="YPA_2184"
     CDS             2448716..2450443
                     /locus_tag="YPA_2184"
                     /EC_number="2.7.3.9"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate--protein phosphotransferase"
                     /protein_id="ABG14149.1"
                     /db_xref="InterPro:IPR000121"
                     /db_xref="InterPro:IPR006318"
                     /db_xref="InterPro:IPR008279"
                     /translation="MISGILVSPGIAFGKALLLKEDEIVINRKKISADQVEQEVERFK
                     AGRAKAAEQLEAIKTKAGVSLGEEKAAIFEGHIMLLEDEELEQEIIALIKDEHASADA
                     AAYSVIEGQAKALEELDDEYLKERAADVRDIGKRLLKNILGLNIVDLSAIQDEVILVA
                     TDLTPSETAQLNLDKVLGFITDIGGRTSHTSIMARSLELPAIVGTSNVTKQVKNDDYL
                     ILDAVNNKVYLNPTADVIEQLKAVKNQYITEKNELAKLKDLPAITLDGHQVEVVANIG
                     TVRDIAGAERNGAEGVGLYRTEFLFMDRDSLPTEEEQFQAYKAVAEAMGSQAVIVRTM
                     DIGGDKDLPYMNLPKEENPFLGWRAIRIAMDRKEILHAQLRAILRASAFGKLRIMFPM
                     IISVEEVRELKAELELLKSQLREENKAFDETIEVGVMVETPAAAVIARHLAKEVDFFS
                     IGTNDLTQYTLAVDRGNELISHLYNPMSPSVLGLIKQVIDASHAEGKWTGMCGELAGD
                     ERATLLLLGMGLDEFSMSAISIPRIKKIIRNTNFEDVKVLAEQALAQPTAKELMDLVT
                     TFIEEKTLC"
     gene            2450492..2451001
                     /locus_tag="YPA_2185"
     CDS             2450492..2451001
                     /locus_tag="YPA_2185"
                     /EC_number="2.7.1.69"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, glucose-specific IIA component"
                     /protein_id="ABG14150.1"
                     /db_xref="InterPro:IPR001127"
                     /translation="MGLFDKLKSLVSDDKKDSSVIEIVAPLSGEIVNIEDVPDVVFAE
                     KIVGDGIAIKPSGNKMVAPVDGTIGKIFETNHAFSIESDSGIELFVHFGIDTVELKGE
                     GFTRIAEEGQRVKKGDVVIEFNLALLEEKAKSTLTPVVISNMDEIKELIKLSGSVTVG
                     ETPIIRIKK"
     gene            complement(2451144..2451602)
                     /locus_tag="YPA_2186"
     CDS             complement(2451144..2451602)
                     /locus_tag="YPA_2186"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14151.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2451872..2453221)
                     /locus_tag="YPA_2187"
     CDS             complement(2451872..2453221)
                     /locus_tag="YPA_2187"
                     /codon_start=1
                     /transl_table=11
                     /product="putative two-component system sensor kinase"
                     /protein_id="ABG14152.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MRGRLFWKILLGFWLTFILMTQMLWVIFSFYGHRHEPPENDLVR
                     QIARLQVVSAASVLHTGGQPALNAMMADWPEADKKYFSVLPAEMADTAEKDISALSGE
                     EPKLYSSEIVTWVTAPDKENYRVSYDIEGLRAANLANAPDKHRREILNVPIPMIWMGV
                     LGGLFFSTLLAWNLTRPMRQLRVGFERVAQGDLSVRLLPVMRRRHDELTEVARDFDSM
                     AERLQALVSAREQLLHDVSHELRSPLARLQLAIGLAHQNPDNVDNALQRIEHESERLD
                     KMIGELLALSRAENHSLADDDEYFDLQELVKVVVNDARYEAQLPGVEIQLEVAAQSEY
                     TVKGNAELMRRAIENIVRNALRFSASGQQVKVTLSALDKRYQIQVADQGPGVEENKLS
                     SIFDPFVRVKSAMSGKGYGLGLAITHKVILAHGGQVEARNGEQGGLVITLRVPRWQA"
     gene            complement(2453247..2453930)
                     /locus_tag="YPA_2188"
     CDS             complement(2453247..2453930)
                     /locus_tag="YPA_2188"
                     /codon_start=1
                     /transl_table=11
                     /product="putative two-component system response
                     regulator"
                     /protein_id="ABG14153.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MKILLVDDDLELGTMLKEYLGGEGFTAKHVLTGKAGIDGALSGD
                     YTALILDIMLPDMSGIDVLRQVRKKSRLPIIMLTAKGDNIDRVIGLEMGADDYMPKPC
                     YPRELVARLRAVLRRFEEQPTLSSIDSGIITQGGLTLNPSTRSSEWQGKPFDLTASEF
                     NLLELLLRSPERVVTKDELSDKGLGRPREAYDRSVDVHISNIRQKLAALPGNHLNIET
                     VRSIGYRIR"
     gene            2454118..2455323
                     /locus_tag="YPA_2189"
     CDS             2454118..2455323
                     /locus_tag="YPA_2189"
                     /codon_start=1
                     /transl_table=11
                     /product="putative HlyD family secretion protein"
                     /protein_id="ABG14154.1"
                     /db_xref="InterPro:IPR006143"
                     /translation="MQHVTGSKRRLIGWVVLLLIIGGLLFFRWISPPDKPSYITAVAE
                     IRDLEQTVLADGTIKAQKQVTVGAQVSGQIKALHVTLGQQVEKNQLVAEIDDLAQQNA
                     LKDAEEALKNVQAQRAAKIATQKNNQLTYQRQQQILAKGVGVRADFDSIKATLEATQA
                     EISALDAQIAQAEIAVSTAKLNLGYTKISSPIAGTVVAIPVEEGQTVNAVQSAPTIIK
                     VAQLDTMTVEAQISEADVVKVKTGMPVYFTILGEPEKRFSATLRAIEPAPDSINDETT
                     TTSSSTSSSSSSSTAIYYNGLFDVANPTGALRISMTAQVYILLNQAKNAVVIPATALE
                     NDQGQYRVQVVDNSGKVSQRTVTVGLNNNVDAQILTGLQAGEHVIVSQGSTTSTNSKA
                     PRMGPPMGM"
     gene            2455327..2457363
                     /locus_tag="YPA_2190"
     CDS             2455327..2457363
                     /locus_tag="YPA_2190"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter, ATP-binding protein"
                     /protein_id="ABG14155.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTGPQQGKILLRLENVSREFITGEQTVRVLNNINLTLHSGEMVA
                     IVGTSGSGKSTLMNILGCLDKPSAGEYWVAGRIPQYLGSDALAELRREHFGFIFQRYH
                     LLNDLSARENVEIPAIYAGIDREERRKRAVNLLSRIGLAERLDYRPSQLSGGQQQRVS
                     IARALMNGGDVILADEPTGALDTHSGNEVLNILKDLHQQGHTVVIVTHDMSIAEHAQR
                     IIELKDGEIIADRPRDHAQEKPKMVDIPSVIDIPSMDEKISTGAQQETEIARKPLLTR
                     WKVQYDRLHEAFKMAILAMAAQRLRTALTMLGIIIGIASVVSVVALGKGSQQQVLANI
                     NAMGTSTLEIFPGKDFGDMRSAAIHTLRDTDADVLAQQGYIHSVTPTVSTSVTLRYGN
                     KSVSGTVNGVGEQYFLVRGYTIAQGMAFTRTSVNDLMQDAVIDENTRDKLFPNGETPL
                     GKVILLGSLPCRVIGVAAKKQSGFGSDENLNVWIPYTTAMKRMLGQSYLKSITVRVND
                     DIDLANAEQGVIKLLSQRHGTQDFFVMNTDSIRQTIQATTSTMTLLVSMIAVISLIVG
                     GIGVMNIMLVSVTERTKEIGVRMAVGARASDIMQQFLIEAVLVCLLGGSLGVALSLGI
                     GLLFSLFSSNFSMVYSAASIITAFVCSSLIGVIFGFFPAKRAAEMDPIRALERE"
     gene            complement(2457618..2459264)
                     /locus_tag="YPA_2191"
     CDS             complement(2457618..2459264)
                     /locus_tag="YPA_2191"
                     /codon_start=1
                     /transl_table=11
                     /product="putative pyridine nucleotide-disulphide
                     oxidoreductase"
                     /protein_id="ABG14156.1"
                     /db_xref="InterPro:IPR000103"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR001763"
                     /translation="MGKTIVIVGGVAGGASAAARLRRLNEYDNIIILERGEYISFANC
                     GLPYYIGGVITERDKLLIQTPEKMKDRFNIDVRTENEVVDIDSASKTITVINHKVGKE
                     EFIQYDTLILSPGARPFIPDIAGLSVNGPVFTLRNMSDTDNIKAYLISATPEAVTVIG
                     GGFIGLEMAENLVSSGLKVTIIELSNQILSPLDYEMAAIVEKHLKDNGIDVIKNDAVV
                     QFDESAHQIHLKSGKIITTDMVILAIGVEPENDLAKKAHLDLGIRGSILVNEKLQTSV
                     ADIYAIGDAIQVVDYINGQATYIPLAWPANRQGRLLADIINGRDVRYHGTLGTAIAKV
                     LDLSAACTGNNERLLKRLAIPYQVVHIHGMSHASYYPGAHQISLKLLFSPENGRILGA
                     QAVGQGGTDKRIDVLATAIKGRLTIYDLPDLELAYAPPYSSAKDPVNMLGYVAENISN
                     GDVMTKQWHEVDAFMADGGIIIDVRDEAEFISGSIKTAVNIPLSELRQKLALIPQDKK
                     ILVTCQVGLRGYIAARILSQYGYTVANLDGGYLTFNYANA"
     sig_peptide     complement(2459211..2459264)
                     /locus_tag="YPA_2191"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.842) with cleavage site probability 0.597 at
                     residue 18"
     gene            complement(2459324..2460784)
                     /locus_tag="YPA_2192"
     CDS             complement(2459324..2460784)
                     /locus_tag="YPA_2192"
                     /codon_start=1
                     /transl_table=11
                     /product="putative permease"
                     /protein_id="ABG14157.1"
                     /db_xref="InterPro:IPR001734"
                     /translation="MNAPLIIICTFFLFSIYLAIRSKKGKKMDHEGWTTGGRSYGALL
                     VFLLSAGEIYTTFTFLGGSGWAYGKGPAILYTLTVNAFMGISLYWLHPIIWKYAKDNN
                     VRSISDFFALKYKSSSLGMLISIFSIAAMVPIFILQLKGLGIIVSQASYGSISSNMAI
                     WIGVISVSVFVMISGIHGSAWTSVLKDFMILFVVVFIGIYIPIHYYGSIGNMFQSIET
                     VNPGYLVFPKEGLNIPWYISTVFLSVAAYFCWPHYMTAVFTAKNETSLKRNSILIPAY
                     SLVMLFAFFVGFAAILNVPDLTGPDVDLALFEISKSTFSSYIVGFIGAAGMLTALVPG
                     SMLLLATANMLAGVVQKIFRLDVEKNKSGNLSRYMVPVVALVSLYFIFNGNDTLVAIM
                     LLGVNIIAQFFPALIFSFCKKNPITTAGAFSGIMVGVIILAVTYVYHISIADIFPFIT
                     NGFEYMNIGVVAFAMNFIVTFFISYLTRSYYKEVTV"
     gene            complement(2461121..2462152)
                     /locus_tag="YPA_2193"
     CDS             complement(2461121..2462152)
                     /locus_tag="YPA_2193"
                     /codon_start=1
                     /transl_table=11
                     /product="putative peptidase"
                     /protein_id="ABG14158.1"
                     /db_xref="InterPro:IPR001032"
                     /translation="MKIPSLIIMNEFEAASLTLDMPNAELKTFPVWVDVDDPFNMRDS
                     ANNNKERPIGPPIESVCNILKDALNDARVLNKKIAIDLNIMSNGGKRVIDAVMPNVDF
                     VDSSSIFNELRVIKSPWEIKRLRKSAEITEYGITEASKLIRVGCTSAELTAAYKAAVM
                     SKSETHFSRFHLISVGADFSPKLIPSNTKACSGDLIKFDCGVDVDGYGADIARTFVVG
                     EPPEITRKIYQTIRTGHEHMLSMVAPGVKMKDVFDSTMEVIKKSGLPNYNRGHLGHGN
                     GVFLGLEESPFVSTHATESFTSGMVLSLETPYYGYNLGSIMIEDMILINKEGIEFLSK
                     LPRDLVSFN"
     gene            complement(2462149..2462340)
                     /locus_tag="YPA_2194"
     CDS             complement(2462149..2462340)
                     /locus_tag="YPA_2194"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14159.1"
                     /translation="MNSEKKEHLNTVSRKLRTIMERDNIDAVIVTTCDNFYHVTGILS
                     FFMYTFRIRARLSPLSSVM"
     gene            complement(2462374..2463555)
                     /locus_tag="YPA_2195"
     CDS             complement(2462374..2463555)
                     /locus_tag="YPA_2195"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aminotransferase"
                     /protein_id="ABG14160.1"
                     /db_xref="InterPro:IPR001176"
                     /translation="MDYNFDEVIDRSNTACEKWDAHYLNARFGMTDLTPMWVADMDFR
                     SPDSVISALSERVNHGIYGYTFRPDSFLDAITQWVKKRHQWLIKPEWISHSPGVVPGL
                     AMAIRGLTKPGDKILIQSPVYHHFANVIARNDREVVASELLYDNEKYDIDFAHFEACI
                     ATGVKLFILCNPHNPVGRVWTRDELTTMGNICLRHNVIVIADEIHCDIVFKGSKFTPF
                     ASISPDFENNSITCMAPSKTFNLLGTQTSAIIIPNQELRNKYETELNSLALGNPNPFG
                     VIALETAYKEGEEWLESLLGYLQHNLDFAVDFFKKYIPKITLVKPEGTYLLWLDCRGL
                     GLTPYELEQFILTKAKLALNEGHIFGESGENFMRMNIGCPKSVLTSALIQLKYAVDDL
                     N"
     gene            2464255..2465673
                     /locus_tag="YPA_2196"
     CDS             2464255..2465673
                     /locus_tag="YPA_2196"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14161.1"
                     /db_xref="InterPro:IPR002035"
                     /translation="MLLKPAILIKTDMLIKPDILIKPATLIKQAARIKQMTLLLLLFL
                     FSLFGVAKAATQVVNVKSELAAPVMLANSEDKNYLKISLTGFNLDSTRRSPINLALVI
                     DRSTSMSGERIEKAREAAILAVNMLNITDTLSVVAYDNHAEVIIPATKVTDKPALIAS
                     IQQHIHPRGMTALFAGVSMGIGQVDKHLNREQVNRIILISDGQANTGPTSISELSDLA
                     RMAAKKGIAITTIGLGQDYNEDLMTAIAGYSDGNHTFVANSADLEKAFTKEFQDVMSV
                     VAQDIVVQIKTGDKVKPVRLLGRDGDILGNTVNVKLNQLYSNQEKYILLEVIPEKGTD
                     KQQKDLADVSISYLNLSSKKQDQINERVTVSYSQSVEKVNDAVQEEVLAESEIQKTAL
                     ANDEAIKLIDAGRKDEAKKVLESNASKLDSMSFSSPVAEKKVRESTNKQRKLADDIDS
                     KDAATYRKELKEQNYNVKQQQK"
     sig_peptide     2464255..2464416
                     /locus_tag="YPA_2196"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.965 at
                     residue 54"
     gene            2465906..2467450
                     /locus_tag="YPA_2197"
     CDS             2465906..2467450
                     /locus_tag="YPA_2197"
                     /codon_start=1
                     /transl_table=11
                     /product="putative two-component sensor histidine kinase"
                     /protein_id="ABG14162.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MKPSKSLFLFTSITFLICAAIAYFGYRSLTHETLLRHYQNQRLA
                     QSHTTQVSTFILDLLNQNAVRLGSLVSYIQLDNASLNALIAQESSIDALFVLKKNQLL
                     YPNTQAALTEKEKAWIQAITPIIQDPSLLYSHHYTDEQTRPTSGWYLSRELSDPLLIY
                     WQARDNQLIGFKVPYVKLLSDVINTMTFDSAPNTLQVLDDGRLLYQSGSEELLTQQVP
                     LNSQRLPYPLGAWQIDYYAKAVNGAPLYLWGGLLLLLLMVTVGLVMLYLYREYNRQLR
                     LAQQQVSFVGQVSHELKTPLTNITLYAEMLQELQPEQSVPPTAEQRYLEVILNESQRL
                     SRLIQNILSFTKAPKLHLQTVALRPLLNKIYHTFIPAFSAKNMELVLIINTDIHLTTD
                     VDRLTQIISNFLSNAEKYASQGKRVELIGEQADDRVLIHVRDYGNGIAAKELKAIFQP
                     FYRVKSHITEGVSGTGIGLTIASQLAASLQGEISVTSNPAGSCFTLKLPMTIKQDAAT
                     DKEQFT"
     sig_peptide     2465906..2465974
                     /locus_tag="YPA_2197"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.968) with cleavage site probability 0.609 at
                     residue 23"
     gene            2467447..2468154
                     /locus_tag="YPA_2198"
     CDS             2467447..2468154
                     /locus_tag="YPA_2198"
                     /codon_start=1
                     /transl_table=11
                     /product="putative two-component response regulator"
                     /protein_id="ABG14163.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MKILIAEDNAHIRNGLMEVLAHEGYRPIAAENGVQALALYRQQQ
                     PDFIILDIMMPELDGYKVCREIRKHDWQTPIIFLSAKDEEIDRVIGLELGADDYISKP
                     FGIHEMRARIKTIVRRCLRKVPESAEDAGFPFGDLMVFPNELCAIRGETRLELSLREV
                     NILRYLYQHKGRVVTRDMLFDAVWGYDHLPQSRTLDQHISKLRKTIELDPVHPVLIRT
                     VHGAGYRYQGTAQSLEK"
     gene            complement(2468535..2469767)
                     /locus_tag="YPA_2199"
     CDS             complement(2468535..2469767)
                     /locus_tag="YPA_2199"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14164.1"
                     /translation="MEIVNFISAQDIVEIEFLSTENEKNKEALNSVNKWENDAPFGEN
                     RTNAANEIRDVIERNAPILRLSRLNISSLPDVLPHSLIEIEIYYCDELSTLPDSFPSE
                     LTKLKISHCPEISSLYKNAPKRLTKLEIISCPKISNAIIPLPESLQYIKLDIDSKERL
                     SLSFDKFPKNLRGINLSDSFLIEKSKFKDREIRLNVLVPSVALEFKLGDILYGIAQCQ
                     HEVMQQLINFNDFSNKDICSQTTITDAVWEHRNYFSRDKYRDDATIKEMLNDADRGIK
                     FKDFLEKHEKYNILSRSGIKSYRPHKNEEDICLSRTSKAGLEFQIMERQERVFFCIDN
                     LNNCIPEIAQKKPDYGTYITASELRWLYRRKDHPNVKNNVQFCLEGAFISQEEVFSLP
                     GWETYFPKRKSNFIPSYV"
     gene            complement(2470012..2470890)
                     /locus_tag="YPA_2200"
     CDS             complement(2470012..2470890)
                     /locus_tag="YPA_2200"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteine synthase B"
                     /protein_id="ABG14165.1"
                     /db_xref="InterPro:IPR001216"
                     /db_xref="InterPro:IPR001926"
                     /db_xref="InterPro:IPR005856"
                     /db_xref="InterPro:IPR005858"
                     /translation="MTTLEHCIGHTPLVKLQRLSQGLNAEIWVKLEGNNPAGSVKDRA
                     ALAMIQQAELRGDIAPGDVLIEATSGNTGIALAMIAAMKGYHLKLLMPENMSQERQAA
                     MRAYGAELILVSREQGMEGARDLALTMQENGEGNVLDQFNNADNPYAHFTGTGPEIWQ
                     QTAGKVSHFVSSMGTTGTITGVSQYLKSQNPQVKVIGLQPAEGSSIPGIRRWSAEYIP
                     GIFRPELVDQVLDITQSVAEQTMRRLAKEEGIFCGVSSGGAVAGALRIAADNPDAVIV
                     AIICDRGDRYLSTGVF"
     gene            complement(2471061..2472152)
                     /locus_tag="YPA_2201"
     CDS             complement(2471061..2472152)
                     /locus_tag="YPA_2201"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate transport ATP-binding protein"
                     /protein_id="ABG14166.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005666"
                     /translation="MSIEINNISKYFGRTKVLNDITLDIPSGQMVALLGPSGSGKTTL
                     LRIIAGLENQNAGRLSFHGTDVSRLHARDRRVGFVFQHYALFRHMTVFDNIAFGLTVL
                     PRRERPNAAAIKQKVGQLLEMVQLGHLAERFPSQLSGGQKQRVALARALAVEPQILLL
                     DEPFGALDAQVRKELRRWLRQLHEELKFTSVFVTHDQEEAMEVADRVVVVSQGNIEQV
                     GTPDEVWREPATRFVLEFLGEVNRLSGEIRGSQLFIGAHHWPLDLAPMHQGSVDLFLR
                     PWEMEVSTQSSDRCPLPVQVLEVSPRGHFWQLTVQPIGWHQDPISVVLPEGNIDAPVR
                     GNRYYVGGLNARLYSGNQLLQPIALAQSA"
     gene            complement(2472142..2473017)
                     /locus_tag="YPA_2202"
     CDS             complement(2472142..2473017)
                     /locus_tag="YPA_2202"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate transport system permease protein CysW"
                     /protein_id="ABG14167.1"
                     /db_xref="InterPro:IPR005667"
                     /db_xref="InterPro:IPR011866"
                     /translation="MVDVSEFNGVARPPINWGKWTLIVIGAAFSFLLLVIPMVWIFIT
                     AFSKGIAVVGQNLLNPDMLHAIWLTVLVALITVPVNLVFGVVLAWLVTRFVFPGRQLL
                     MTLIDIPFAVSPVVAGLMYLLFYGSNGVVGGWLDAHDIQLMFSWPGMVLVTIFVTCPF
                     VVRELVPVMMSQGSQEDEAAVLLGASGWQMFRRVTLPNIRWALLYGVVLTNARAIGEF
                     GAVSVVSGSIRGETYTLPLQVELLHQDYNTAGAFTAAALLTLMAIVTLFLKSGLQWRL
                     ARQVVRLEQEQKHEH"
     gene            complement(2473017..2473850)
                     /locus_tag="YPA_2203"
     CDS             complement(2473017..2473850)
                     /locus_tag="YPA_2203"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate transport system permease protein CysT"
                     /protein_id="ABG14168.1"
                     /db_xref="InterPro:IPR005667"
                     /db_xref="InterPro:IPR011865"
                     /translation="MLSASSKRVLPGFTLSLGSSLLYTCLILLLPLSALVMQVAQMSW
                     AQYWEVITNPQVVAAYKVTLLAAGVASVFNAVFGMLMAWILTRYQFPGRSILDGLMDL
                     PFALPTAVAGLTLATLFSTTGWYGAWLNEFGIKVSFTWLGIAVAMAFTSIPFVVRTVQ
                     PVLEELGPEYEEAAETLGASRWQSFRLVVMPELAPALLAGTALSFTRSLGEFGAVIFI
                     AGNIAWKTEVTSLMIFIRLQEFDYPAASAIASVILAVSLALLFSINTLQSRFGRRIGG
                     H"
     sig_peptide     complement(2473740..2473850)
                     /locus_tag="YPA_2203"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.964) with cleavage site probability 0.524 at
                     residue 37"
     gene            complement(2473850..2474887)
                     /locus_tag="YPA_2204"
     CDS             complement(2473850..2474887)
                     /locus_tag="YPA_2204"
                     /codon_start=1
                     /transl_table=11
                     /product="thiosulfate-binding protein"
                     /protein_id="ABG14169.1"
                     /db_xref="InterPro:IPR005669"
                     /db_xref="InterPro:IPR011587"
                     /translation="MKQNSVKKNARNGLTHIALFSALILSGVTASATELLNSSYDVSR
                     ELFTALNPGFQAQWEQQNPGDKLTIKQSHAGSSKQALAILQGLKADVVTYNQITDVQI
                     LHDRGNLIPADWQARLPNNSSPFYSTMAFLVRKGNPKNIRNWDDLVREDVKLVFPNPK
                     TSGNGRYTYLAAWGATQLADGGDEAKTRDWMKRFLKNVEVFDTGGRGATTTFVERGLG
                     DVLISFESEVNNIRKEYGSDQYEVIVPPVDILAEFPVAWVDKNVEKNGTEKAAKAYLN
                     YLYSPPAQQVITRFNYRVYDKAAMEAAKSQFPDTKLFRVEDQFGSWPQVMSTHFTTGG
                     VLDKLLAEGHQ"
     sig_peptide     complement(2474789..2474887)
                     /locus_tag="YPA_2204"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.920 at
                     residue 33"
     gene            complement(2475202..2476734)
                     /locus_tag="YPA_2205"
     CDS             complement(2475202..2476734)
                     /locus_tag="YPA_2205"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transporter"
                     /protein_id="ABG14170.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MSISVGPSREDKPLSGGAKPPRWYKQLTPAQWKAFVAAWIGYAL
                     DGFDFVLITLVLTDIKQEFGLTLIQATSLISAAFISRWFGGLVLGAMGDRYGRKLAMI
                     TSIVLFSFGTLACGLAPGYTTLFIARLIIGIGMAGEYGSSSTYVMESWPKNMRNKASG
                     FLISGFSIGAVLAAQAYSYVVLAFGWRMLFYIGLLPIIFALWLRKNLPEAEDWEKAQS
                     KQKKGKQVTDRNMVDILYRSHLSYLNIGLTIFAAVSLYLCFTGMVSTLLVVVLGILCA
                     AIFIYFMVQTSGDRWPTGVMLMVVVFCAFLYSWPIQALLPTYLKMDLGYDPHTVGNIL
                     FFSGFGAAVGCCVGGFLGDWLGTRKAYVTSLLISQLLIIPLFAIQGSSILFLGGLLFL
                     QQMLGQGIAGLLPKLLGGYFDTEQRAAGLGFTYNVGALGGALAPILGASIAQHLSLGT
                     ALGSLSFSLTFVVILLIGFDMPSRVQRWVRPSGLRMVDAIDGKPFSGAITAQHARVVT
                     QK"
     gene            complement(2477339..2478217)
                     /locus_tag="YPA_2206"
     CDS             complement(2477339..2478217)
                     /locus_tag="YPA_2206"
                     /codon_start=1
                     /transl_table=11
                     /product="putative rpiR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG14171.1"
                     /db_xref="InterPro:IPR000941"
                     /translation="MKTGAPRFKPGKILDALGAMQNSLTRSAQRIAAYILAQPAQVTQ
                     LSIADLSALTQAGEATIIRFCRTLGYKGFQDFKMDLAIEVATRHNSENSLLDADVQEG
                     DDTLAIGSKLQSAINNVLSETLNLLSIESVEQVVKVLRPADRICIFGVGSSGITAEDA
                     KGKLMRIGLRVDAATNNHFMYMQASLMNPGDVAIGISHSGTSAETVQALKLAKEAGAT
                     TVALTHNMGSRITELADYVLINGNRQGQLQGDSIGTKIAQLFVLDLIYALLVKADPAQ
                     AESIKRKTTQAVSQNG"
     gene            complement(2478405..2478875)
                     /locus_tag="YPA_2207"
     CDS             complement(2478405..2478875)
                     /locus_tag="YPA_2207"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14172.1"
                     /db_xref="InterPro:IPR004375"
                     /translation="MISGSLAQPAFFSGLPERLQWVLAYLADMPLAQLSCGRHEIDGE
                     LMFMNVMAFDTQPAESKKAELHRTYADVQLLISGIEGIEYSTLTPTEHLEPYHPDDDY
                     QLIADIPDKSQLRMLPGMFAVFLPGEPHKPGCQIAGSGAIKKVVVKVHYSLLNS"
     gene            complement(2478957..2479829)
                     /locus_tag="YPA_2208"
     CDS             complement(2478957..2479829)
                     /locus_tag="YPA_2208"
                     /EC_number="2.7.1.60"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylmannosamine kinase"
                     /protein_id="ABG14173.1"
                     /db_xref="InterPro:IPR000600"
                     /translation="MGKGLALDIGGTKIAAAVVTESGMLIGRQQIATPRGGAGQLAAA
                     LETLIAPYRHQVDFIAVASTGIISGGRLTALNPANLGGLADFPLYDCIRSISDLPCVL
                     LNDGQAAAWAEYQALGDKNDNMMFVTVSTGVGGGIILNKKLLVGQRGLAGHIGHTLSD
                     PHGVLCGCGRRGCVESVASGTAIGAETLGWKQPVSAATVFDMAQQGDAQAGKVINRSA
                     AAIAQMLADMKMALDLEVVILGGSVGLAVGYLERVVAAQKTLPGIYRVPVQEAHHRQD
                     SGLLGAALWARTSL"
     gene            2480098..2480664
                     /locus_tag="YPA_2209"
     CDS             2480098..2480664
                     /locus_tag="YPA_2209"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14174.1"
                     /db_xref="InterPro:IPR001611"
                     /translation="MGLNCFGISFSSPNITLDSDPTHQKLSKSGYHAIWKEWKENAVP
                     GEGEQRGIAVERMKYCLKKNLTELNLNNLGLRSLPDILPPCTTLNVSNNYLTELPPLP
                     ANLTHLNLANNQLTKLSSHFPLPDNLTHLNLANNQLTELSGHFPLPDNLTHLDLANNQ
                     LTELSRYFPLPGNLTHLNLANNQLVAPP"
     gene            2480717..2481226
                     /locus_tag="YPA_2210"
     CDS             2480717..2481226
                     /locus_tag="YPA_2210"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14175.1"
                     /translation="MPDILPTSLRLITASNNQITQLPEAIFNLFNDSEIVLNNNPLTE
                     KTYYFPYGSNVPNILMSPSCLTKFKYSSYEPLSEIVKHWLTPEQQQLLEKKWLEIEKD
                     PSSEGLTKYLNQLINIPKSIQKPRPNPQLYVRDLSDFSKQQMTKLLFNIVDSNSLRQA
                     IFLKNNPNW"
     gene            2481432..2482133
                     /locus_tag="YPA_2211"
     CDS             2481432..2482133
                     /locus_tag="YPA_2211"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14176.1"
                     /db_xref="InterPro:IPR003009"
                     /translation="MSNLSNLRHKLQNGLIASCQPVPGSAMDTPEIVAAMACAALAGG
                     AVGLRIEGISNIQAVRRATDAPIIGIIKRDLPDSEVRITPWLEDIDALSAAGADIIAF
                     DVTCRERPVSVADLYQRARATGCLTMADASNIDDGLLAHHLGIDFIGTTLSGYTQATV
                     PTEPDLALVTQLAQAGCRVIAEGRYHSPALAAAAISAGAYAVTVGSAITRIEHICGWF
                     CDAIKQCETEKLTEY"
     gene            2482196..2483089
                     /locus_tag="YPA_2212"
     CDS             2482196..2483089
                     /locus_tag="YPA_2212"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylneuraminate lyase"
                     /protein_id="ABG14177.1"
                     /db_xref="InterPro:IPR002220"
                     /translation="MKKLTGLIAAPHTPFDEQGEVNYPVIDQIAEHLINDGVKGVYVC
                     GTTGEGIHCSVDERKKIAERWVNAAQGKLSITLHTGALSIKDAVDLSRHAETLDIFAT
                     SAIGPCFFKPGNLDDLIAYCQAIAAAAPSKGFYYYHSGMSGVNLDMEQFLIKAESKIP
                     NLSGIKFNNADLYEFQRCLRVSGGKFDIPFGVDEHLPGGLAVGAIGAVGSTYNYAAPL
                     FHKIIADFNAGDQVAVQRGMDHVIALIRVLVEFGGVAAGKAAMQLHGIDAGNPRLPLR
                     ALTKEQKQTVVNRMRDAITLQ"
     gene            complement(2483187..2484086)
                     /locus_tag="YPA_2213"
     CDS             complement(2483187..2484086)
                     /locus_tag="YPA_2213"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14178.1"
                     /db_xref="InterPro:IPR006314"
                     /translation="MTQVQSGILLEHCRFAIFMEAKVQGELDAIRLGCKKFCQSLQEL
                     QQQFPDEHLGAVIAFGSNVWHDLSNGQGAKELKPFVPLGKGLAPATQRDLLIHIQSLR
                     QDINFTLAQAAVAAFGSAIAVEEETHGFRWVEERDFTGFIDGTENPQGDKRPEVAVIA
                     DGEEDAGGSYVLVQRYEHNLNKWQRIPENEQEKIIGRTKLDSQELPSDQRPDTSHVSR
                     VDLKENGKGLKILRQSLPYGLASGKHGLYFIAYCARLHNIEQQLLSMFGDIDGKHDQL
                     LRFSKPVTGSYYFAPSLTALLSL"
     gene            complement(2484264..2484875)
                     /locus_tag="YPA_2214"
     CDS             complement(2484264..2484875)
                     /locus_tag="YPA_2214"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14179.1"
                     /translation="MNIRPRLSGVRLLLLSAPLLLAGCSTVSGFSWSSLSPLNWFSGS
                     RSMQVTEQGVGGITASTLLTESDINAGLQGDYRLRSGMATNDGKLVSFYQALKEDQIK
                     LVISGQPKGQVERIDVMDKGIPSQWGVTIGTPFSDLYKKAFGACHKGRGDDVNQVECV
                     APESKHVSYLFNGNWHGPEELMPSDDALQSWTVSKIIWRAKSE"
     sig_peptide     complement(2484774..2484875)
                     /locus_tag="YPA_2214"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.711 at
                     residue 34"
     gene            2485234..2485647
                     /locus_tag="YPA_2215"
     CDS             2485234..2485647
                     /locus_tag="YPA_2215"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14180.1"
                     /db_xref="InterPro:IPR005220"
                     /translation="MKKLTLAATLIMLCGTPVLAQSASNTTQGGFDGPATTQTQPATQ
                     GGFTGPSASSTTVDKVKTMRDDARVTLQGYIEARLGHDTYTFRDSTGTITVEIDDKRW
                     RGQTITPQDKVQIEGKVDKDWNSVEIDVKNITKIK"
     sig_peptide     2485234..2485296
                     /locus_tag="YPA_2215"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.758 at
                     residue 21"
     gene            2486203..2488413
                     /locus_tag="YPA_2216"
     CDS             2486203..2488413
                     /locus_tag="YPA_2216"
                     /codon_start=1
                     /transl_table=11
                     /product="putative autotransporter"
                     /protein_id="ABG14181.1"
                     /db_xref="InterPro:IPR003991"
                     /db_xref="InterPro:IPR006315"
                     /translation="MNANADSCIDYTVTDICEQSKYAAGEFHNIKLGDGVTAGSEDHH
                     FVFNGEGYELYNSNANFSAQIASGTIRYTEVNNSYFTVNAHHFPDDTIYAGRAENTTL
                     NDSLMWVATSADQTLAKGNSMVVVSTQMAMVDQIFVTTLNDGSLPFDPVITNSRYEDT
                     SYEMLWGMKNEAKGWDTKATSHDSVFVDASKQSIEANGHSIGATFYGRATQVVKAGGE
                     SQDTHLFDHSYSWVYAEAKLTGLTEVNDAATVYLNAAATQGAYAENVVLNGEDTTLMV
                     RASLDNNAYATVDNLILNGGEVVFQQSSGDQYASLNIGTLSGSGSFLFNTSIAEGKGN
                     FVTIANASGEHKVIVNDSGHEITSPDMTTLDLIHDLSGDATFTLASISGANIIEVDGG
                     TYVYSLNTWDNSARAGGNLWYLGSGLNTGTELEPEPEEKTTPSTDAVLSMASSNQFIF
                     DGEMQNLRFRKGDLNNNKGDGASVWGRYLTNNTRVNAAHDAAYRLQQDGFEIGADKVL
                     EMSSGQLVLGGFTSYSNNRVKHARGGNSTVDSYSLGAYGTYFDNSGYYVDAVVKANRF
                     KNSLNAHMTNGGSVQSDYNQNAIGGSLEAGYHYSLSNNWFVEPYVRTSYYTAQDKDIA
                     LNNGMTANIDNNRSAKGEIGTHLGTKIDLNNGAIIRPYAKVAIEREFIKSNTVTINQV
                     NDFNNDLSGHTAKYGLGMDINLMKQTSVYAEANYRNGTHVESPIMANIGFRINF"
     gene            complement(2488505..2488921)
                     /locus_tag="YPA_2217"
     CDS             complement(2488505..2488921)
                     /locus_tag="YPA_2217"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14182.1"
                     /translation="MNLKSKIFIFWGMMDLYYIVRYIWVSLSVGKIPFVSDINNFLPM
                     DFSVLLIYRVIVIGSMLTTISVLFTAFFFLKNKKIAIMAAFIQEPFRLIFGVYSISLI
                     PTVINALGMTILVTNLFFLFISEGLKIYTLLIARKM"
     gene            2489027..2489212
                     /locus_tag="YPA_2218"
     CDS             2489027..2489212
                     /locus_tag="YPA_2218"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14183.1"
                     /translation="MSGADNFLYRLIYPKGLIQKIGVDIVLKCTNYRYLILTLHSFIS
                     NCGKSVAKKILLIYAHG"
     gene            complement(2489394..2489819)
                     /locus_tag="YPA_2219"
     CDS             complement(2489394..2489819)
                     /locus_tag="YPA_2219"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase"
                     /protein_id="ABG14184.1"
                     /translation="MEIRIFQQDDFEEVILLWEHCDLLRPWNDPEMDIERKLNHDPEL
                     FLVAEVNGTIVGSVMGGYDGHRGSAYYLGVHPDYRGRGFANALISRLEKKLIARGCPK
                     LNIMVREDNDAVIGMYEKLDYETQDTIMLGKRLIVDQEY"
     gene            2490102..2491031
                     /locus_tag="YPA_2220"
     CDS             2490102..2491031
                     /locus_tag="YPA_2220"
                     /EC_number="1.3.3.3"
                     /codon_start=1
                     /transl_table=11
                     /product="coproporphyrinogen oxidase"
                     /protein_id="ABG14185.1"
                     /db_xref="InterPro:IPR001260"
                     /translation="MNSPDIALIKTYLLTLQDNICAALAQADGHAEFTEECWVREEGG
                     GGRSRVLVNGAVFEQAGVNFSHVSGAMLPASATAHRPELAGRSFQALGVSLVIHPLNP
                     YLPTSHANVRFFIAEKPGEDAVWWFGGGFDLTPYYGFEEDAIHWHQVAHSLCQPFGEQ
                     IYPRYKKWCDDYFYIKHRQEARGIGGLFFDDLNSPDFMTCFNFTQAVGDGFLAAYMPI
                     VARRKALGWGDRERQFQLYRRGRYVEFNLVWDRGTLFGLQTGGRTESILMSLPPLVRW
                     EYNYQPEADSAEAALYRDFLPVKDWLAIKGETH"
     gene            2491031..2491489
                     /locus_tag="YPA_2221"
     CDS             2491031..2491489
                     /locus_tag="YPA_2221"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14186.1"
                     /db_xref="InterPro:IPR003791"
                     /translation="MQIWVDADACPNVIKEVLFRAADRTGMMVTLVANQPLKTPPSKF
                     IRTVQVASGFDVADNEIVQRVEKNDLVITADIPLAAEVIEKGGIALNPRGERYTPDTI
                     RERLNMRDFMDTMRASGIQTGGPNTLNQRDRQQFANELDKWLQQARNQAK"
     gene            complement(2491640..2493919)
                     /locus_tag="YPA_2222"
     CDS             complement(2491640..2493919)
                     /locus_tag="YPA_2222"
                     /EC_number="1.1.1.40"
                     /EC_number="2.3.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="NADP-dependent malic enzyme"
                     /protein_id="ABG14187.1"
                     /translation="MDEQLKQSALDFHQFPVPGKIQVSPTKPLATQRDLALAYSPGVA
                     APCLEIAADPLAAYKYTARGNLVAVISNGTAVLGLGNIGALAGKPVMEGKGVLFKKFS
                     GIDVFDIEVDELDPDKLIDIIASLEPTFGGINLEDIKAPECFYIEKKLRERMKIPVFH
                     DDQHGTAIICTAAVLNGLRVVKKDISDVKLVVSGAGAASIACLNLLVALGLKQHNIIA
                     CDSKGVIYKGREANMAETKAAYAIDDNGQRTLGDVMPGSDIFLGCSGSGVLTPEMVKT
                     MAPNPLILALANPEPEILPPLAKAVRPDAIICTGRSDYPNQVNNVLCFPFIFRGALDV
                     GATTINEEMKLACVHAIADLALAEQSDVVASAYGEQDLSFGPEYIIPKPFDPRLIVKI
                     APAVAKAAMASGVATRPITDFNAYVEKLSEFVYKTNLFMKPIFSQAKKEMKRVVLAEG
                     EEERVLHATQELISQGLAYPILIGRPSVIETRLKKLGLQISAGKDFEVVNNESDPRFN
                     EYWHEYYQIMKRRGVSQEQARRAVIGNPTLIGSIMVHRGEADAMICGTIGTYHEHYDV
                     VEKVFGFREGAHVAGAMNALLLPSGNTFIADTYVNNDPTAEQLAEITLMAAETVRRFG
                     IEPKVALLSHSSFGTSDCPAARKMRQTLALVNQMAPELEIDGEMHGDAALVESIRHNL
                     MPDSPLKGSANILIMPNMEAARISYNLLRVTSSEGVTVGPVLMGITKPVHILTPIASV
                     RRIVNMVALAVVEAITLRP"
     gene            complement(2494115..2494474)
                     /locus_tag="YPA_2223"
     CDS             complement(2494115..2494474)
                     /locus_tag="YPA_2223"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14188.1"
                     /translation="MDHFSSVVDNNDSPEACIRREAMEETGYQVDKVQKLFEAYMSPG
                     GVTELVYFFAAEYHPDQKITDEVGVEDEVIEVVELPFHDALAMVADGRIKDGKTIMLL
                     QYAQIHFFPSSLTPQRC"
     gene            complement(2494513..2495292)
                     /locus_tag="YPA_2224"
     CDS             complement(2494513..2495292)
                     /locus_tag="YPA_2224"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14189.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2495292..2496314)
                     /locus_tag="YPA_2225"
     CDS             complement(2495292..2496314)
                     /locus_tag="YPA_2225"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14190.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(2496341..2496697)
                     /locus_tag="YPA_2226"
     CDS             complement(2496341..2496697)
                     /locus_tag="YPA_2226"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14191.1"
                     /translation="MIIRAKEESMSVKIENIQCELLSKNWFKLHKYTFDLKTDEGTSV
                     QQIREVYDRGNGATILLYNRQQGTVVLIEQFRMPTYVNGNASGMLLEACAGLLDNCNE
                     RCNSDPHPTPEIRSRG"
     gene            complement(2496854..2497453)
                     /locus_tag="YPA_2227"
     CDS             complement(2496854..2497453)
                     /locus_tag="YPA_2227"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic nitrate reductase subunit NapC"
                     /protein_id="ABG14192.1"
                     /db_xref="InterPro:IPR005126"
                     /db_xref="InterPro:IPR011885"
                     /translation="MSETKKPGFIRRLWQWWRRPSRLALGTLLLIGFVSGIIFWGGFN
                     TGMEMANTEKFCISCHEMKDNVYEEYMSTIHYSNRSGVKATCPDCHVPHEWGPKMVRK
                     IKASKELYAKAFGLIDTPQKFDAHRLTMAESEWARMKANDSQECRNCHNFDNMDFSAQ
                     KTVAAKMHSQAITEGKTCIDCHKGIAHKLPDMKDVPIGF"
     sig_peptide     complement(2497301..2497453)
                     /locus_tag="YPA_2227"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.857) with cleavage site probability 0.575 at
                     residue 51"
     gene            complement(2497481..2497948)
                     /locus_tag="YPA_2228"
     CDS             complement(2497481..2497948)
                     /locus_tag="YPA_2228"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic nitrate reductase subunit NapB"
                     /protein_id="ABG14193.1"
                     /translation="MNNTMLKLVKRRVSGVISLLAILMVMGGVNAASNVEMDLTQSPE
                     VSGTAEGKVKMPKQQKRMALNYVNQPPMIPHSVDGYQVSKNTNRCLQCHGVEHYITTG
                     APRVSSSHFYDRDGKVSSEVSPRRYFCLQCHVPQTDAAPIVGNSFQPAPGFGQ"
     sig_peptide     complement(2497853..2497948)
                     /locus_tag="YPA_2228"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 32"
     gene            complement(2498031..2500523)
                     /locus_tag="YPA_2229"
     CDS             complement(2498031..2500523)
                     /locus_tag="YPA_2229"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic nitrate reductase subunit NapA
                     apoprotein"
                     /protein_id="ABG14194.1"
                     /db_xref="InterPro:IPR006311"
                     /db_xref="InterPro:IPR006655"
                     /db_xref="InterPro:IPR010051"
                     /translation="MKLSRRDFMKANAAVAAAAAAGMTIPTVAKAVGETTNAIKWDKA
                     PCRFCGTGCGVLVGTQNGRIVASQGDPDSPVNRGLNCIKGYFLPKIMYGKDRLTQPLL
                     RMKDGQYDKEGDFTPISWEKAFDIMELKFKNALKEKGPTAVGMFGSGQWTVWEGYAAL
                     KLLKGGFRSNNLDPNARHCMASSVVGFMRTFGMDEPMGCYDDIEEADAFVLWGSNMAE
                     MHPVLWSRMTSRRLTNAHVRIAVLSTYEHRSFELADNPIVFTPQTDLVIMNYIANYII
                     QNNAVDKDFLAQHVNFRRGATDIGYGLRPTHPLEKAAKNPGSDASEPMSFEDFKTFVA
                     EYTLEKAAKMSGVPEDQLESLAQLYADPKVKLVSYWTMGFNQHTRGVWANNMCYNLHL
                     LTGKISTPGSGPFSLTGQPSACGTAREVGTFSHRLPADMVVTNEKHRQIAETTWQLPA
                     GTIPEKVGLHAVAQDRALKDGTLNAYWVMCNNNMQAGPNINEERMPGWRDPRNFIVVS
                     DPYPTISALSADLILPTSMWVEKEGAYGNAERRTQFWRQQVPSPGEAKSDLWQIVEFA
                     KRFNVEEVWPAELVNQKPEYRGKNLYEVLFANDVVSKYPLSEIPDDQLNDEARDFGFY
                     IQKGLFEEYASFGRGHAHDLAPFDVYHQVRGLRWPVVDGKETLWRYREGFDPFVPKGE
                     EVRFYGKPDGKAVIFALPYEPAAESPDQEYDLWLSTGRVLEHWHTGSMTRRVPELHRA
                     FPEAVLFIHPLDAKARGLHRGDKVKVISRRGEVISLVETRGRNRPPRGLVYMPFFDAA
                     QLVNNLTLDATDPLSKETDFKKCAVKLERVVA"
     sig_peptide     complement(2500428..2500523)
                     /locus_tag="YPA_2229"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.800 at
                     residue 32"
     gene            complement(2500520..2500786)
                     /locus_tag="YPA_2230"
     CDS             complement(2500520..2500786)
                     /locus_tag="YPA_2230"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic nitrate reductase chaperone NapD"
                     /protein_id="ABG14195.1"
                     /translation="MDDNEWHVCGLVLQAKPARFVQLMDHLLAIPGTEIPTSDPALGK
                     LVVVMQAARSDTLLNHIESARNLDGVLAVSLVYHQQDLQGEEMP"
     gene            complement(2500776..2501279)
                     /locus_tag="YPA_2231"
     CDS             complement(2500776..2501279)
                     /locus_tag="YPA_2231"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic nitrate reductase maturation protein
                     NapF"
                     /protein_id="ABG14196.1"
                     /db_xref="InterPro:IPR001450"
                     /db_xref="InterPro:IPR004496"
                     /translation="MTDLSRRKLLTGFWQTGKQANIIIRPPWSVSEVDFIAGCTRCHA
                     CVSACETGVLIAGSGGFPEIDFQRAECSFCQACVQACEAAIFTSVEQTAWQIKASISD
                     RCLPYNQVECRSCQDSCETRAIKFRPRLSGIAQPELDLPACTGCGACVPGCPVQAVTL
                     TRSEDGR"
     gene            2502112..2502741
                     /locus_tag="YPA_2232"
     CDS             2502112..2502741
                     /locus_tag="YPA_2232"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrate/nitrite response regulator protein NarP"
                     /protein_id="ABG14197.1"
                     /db_xref="InterPro:IPR000792"
                     /db_xref="InterPro:IPR001789"
                     /translation="MTKSHTILIVDDHPLMRRGIKQLLGLDSRFDVVAEANNGSDAIT
                     EAAKFQPDVILLDLNMKGMSGLDTLKALRHNGSDARIIILTVSDARSDVYAMIDAGAD
                     GYLLKDCEPEILLENIRQAARGENVFSDEVIQYLSSRHEQVNPFSELTERELDVLQEV
                     ARGMSNKQVAFELHISEETVKVHIRNLLRKLNVRSRVAATIMYLENKKY"
     gene            complement(2502754..2503032)
                     /locus_tag="YPA_2233"
     CDS             complement(2502754..2503032)
                     /locus_tag="YPA_2233"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14198.1"
                     /translation="MELNPVFARRLYLCWLISSAEALNVPRLMTLTGWPRRTLQDVLK
                     ALPGLGVTLTFVQHGVRNNAGYYQLESWGPLNKRWIQENHDFILAAIK"
     gene            2503447..2506578
                     /locus_tag="YPA_2234"
     CDS             2503447..2506578
                     /locus_tag="YPA_2234"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug efflux protein"
                     /protein_id="ABG14199.1"
                     /db_xref="InterPro:IPR001036"
                     /db_xref="InterPro:IPR004764"
                     /translation="MANFFIDRPIFAWVLAIILCLTGALAISTLPVEQYPNLAPPNVR
                     ISASYPGASAQTLENTVTQVIEQSMTGLDNLLYMSSQSSNSGSASVTLTFQAGTNPNE
                     AMQQVQNQLQSAIKRLPQDVQQQGVSVSKSGDNTLMMVAFVSTDGSMDKQDISDYVAS
                     NLQDPLSRIEGVGSVDAFGSQYAMRIWLDPNKLTNYQLTTSDIVSAIQSQNTQVAVGQ
                     LGGTPAVDNQALNATINAQSQLQTPEEFREITLRVNQDGSLVTLGDVAKIELGSEKYD
                     YLSRFNGQAASGMGIKLASGANELQTDKRVKARLAELAPFFPHGLEAKIAYETTPFVQ
                     ASIKDVVKTLLEAILLVFLVMYLFLQNFRATLIPTVAVPVVLLGTFAVLSAFGFSINT
                     LTMFAIVLAIGLLVDDAIVVVENVERVMSEEGLDPREATRKSMGQIQGALIGIALVLS
                     AVFIPMAFFGGTTGAIYRQFSITIVSAMVLSVLVALILTPAMCATLLKPIAPGHHHAK
                     RGFFGWFNRMFDRNSHRYERGVARVLHHSLRYMLLYLLLLGGLALLFLKLPTSFLPLE
                     DRGVFMAQVQLPVGSTQQQTLKVVEKVENYFLTEEKNNVLSVFATVGSGPGGNGQNVA
                     RLFIRLADWDQRTASTDSSFAIIERATKELSKIVEAKVSVSSPPAISGLGGSSGFDME
                     LQDHGGHGHDKLMVARNQLLQMASQEPALTRVRHNGLDDSPQLQIDIDQRKAQALGVS
                     LNDINSTLKTAWGSTYVNDFVDRGRVKKVYVQSEATARMLPEDVNKWYVRNKNGGMVP
                     FSAFSTTRWEYGSPRLERYNGYSALEIVGEAASGVSTGTAMDVMEKLVSQLPNGFGLE
                     WTGMSYQERLSGSQAPALYAISLLVVFLCLAALYESWSIPFSVMLVVPLGVIGAVAAT
                     WMRGLENDVYFQVGLLTIIGLSAKNAILIVEFANELNNRGKDLVEATLEASRQRLRPI
                     LMTSLAFIFGVLPMAISQGAGSGSQHAVGTGVMGGMISATVLAIFFVPLFFVLVRRRF
                     PGRIIPNKEINPK"
     sig_peptide     2503447..2503527
                     /locus_tag="YPA_2234"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.833) with cleavage site probability 0.666 at
                     residue 27"
     gene            2506809..2507393
                     /locus_tag="YPA_2235"
     CDS             2506809..2507393
                     /locus_tag="YPA_2235"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14200.1"
                     /translation="MANIYERNIPERIATFIQFAEKNPDFSTIFIVTSSDDEGLTYWI
                     DSYDENGADHHIAKRDLIQFCEADMGGSHFCFWDDGQGKSLDEMPVVVAGNEGDFPIV
                     ARNFDELLSLMSLGEELYLHGDEASCCNFDGSTQEPEFFEFLTFLEKTLNITPLKTAD
                     EGNAIITQARLAFLDEFNLWVNKALKGVDSENQK"
     gene            2507682..2508230
                     /locus_tag="YPA_2236"
     CDS             2507682..2508230
                     /locus_tag="YPA_2236"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14201.1"
                     /translation="MPTIITHAAIPLTLGLGLGTKIIPPRLLLAGIAISMLPDADVLA
                     FKFGVAYGHAFGHRGFTHSLLFAFALPTLLLAFYRFFNTSLTRIWLFLFVSLLSHSVL
                     DSLTTGGKGVGWLWPWSSERFFLPWQVIKVAPFQLAKYATPAGHAVIISELLWVWLPA
                     TLLMLLLILLRKSFGAKTSMRN"
     gene            complement(2508984..2510159)
                     /locus_tag="YPA_2237"
     CDS             complement(2508984..2510159)
                     /locus_tag="YPA_2237"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sulfatase modifier protein"
                     /protein_id="ABG14202.1"
                     /translation="MHITAKPTSYQCNLKCDYCFYLSKENIFQHKGWMTEETLETFIE
                     RYISASGHDVYFTWQGGEPTMAGLDFFEKAIQYQNRYKGTKKIHNALQTNGILLDDAW
                     CLFLRENHFLVGVSIDGPKELHDRYRVTRSGKGSFDKVMAGIEQLKKHQVEFNTLTVI
                     NRINVKYPLEVYRTLKSIGAKHIQFIELLETTEPNIDFSNQKSTFELIEFTVPAVDYG
                     HFMAEVFKEWVRHDVGTLFIRQFESFVSRFIGNGHTSCVFQKSCKNNFVMESNGDIYE
                     CDHFVYPEYKIGNIYHDKLDSLASDKLSAQKEVLSESCRKCMYKAICYGGCPKHRIDQ
                     DSDGMKSYFCAGYKILFSVMVPYMNALAELEKNGIPLDKIMGIVDDIECGIKSQQQH"
     gene            complement(2510217..2511890)
                     /locus_tag="YPA_2238"
     CDS             complement(2510217..2511890)
                     /locus_tag="YPA_2238"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sulfatase"
                     /protein_id="ABG14203.1"
                     /db_xref="InterPro:IPR000917"
                     /translation="MMNLKVNRSIISASISVILAAGVMGGPAYADDVKLKATNTNVAF
                     ADFTPKEYSTKNKPNIIVLTMDDLGYGQLPFDKTSFDPKSMEDRDVVDTYKIGIDKAI
                     EAAKKSTPTLLSLMDEGVRLTNGYVAHGVSGPSRAAIMTGRSPARFGVYSNTDAQNGI
                     SLEETFLPELLQNNGYYTAAIGKWHLSKISNVPVPEAEQTRDYHDNFTTYSADEWQPQ
                     NRGFQYFMGYHAAGTAYYNSPSLFHNKERVKAKGYISDQLTDEAIGVANRAKSLDEPF
                     MMYLAYSAPHLPNDNPAPDEYQKHFNTGSQTADNFYASVYSVDQGVKRLLEQLKKNGQ
                     YDNTIIMFTSDNGAVIDGPLPLNGNQKGYKSQTFPGGTHTPMFIWWKGKLQTGNYDKL
                     ISAMDFMPTALEAAEIDAPNNLDGVSLLPYLTGKSKAEPHKYLTWVTSYTHWFDEENI
                     PFWDGYHKFVRNESNEYPKNPNTEDLSQFSYTIRSNDYSLTYTYEGNKLNLYKLSDLN
                     QKQDLASTHPDVVKVMQAEMRNFINQSQSPVSEVNQDKFNKIKQSLGMN"
     sig_peptide     complement(2511798..2511890)
                     /locus_tag="YPA_2238"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 31"
     gene            complement(2512368..2513438)
                     /locus_tag="YPA_2239"
     CDS             complement(2512368..2513438)
                     /locus_tag="YPA_2239"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-transporter, ATP-binding protein"
                     /protein_id="ABG14204.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MIELSVDNLHLTYGDNPVLKGVSMELKRGEVVSLLGPSGSGKTT
                     LLRAVAGLEKPSQGHIIIGEKTVYDGSSHSEIPAEERNLGLVFQSYALWPHKTVSENV
                     AYPLKLRKISTSEISQRVQAVLEQLGLGALGNRHPHQLSGGQQQRVAIGRALVYNPPV
                     ILLDEPLSNLDAKLREEARVFLRELIMNLGLSALMVTHDQNEAMAISDRILLLNNGKI
                     EQQGTPQEMYGSPSTLFTAEFMGSNNRLHGKIIDVRDGKARIEGKDWGLWGWAGEGVT
                     AGQEGTAVIRVERVRLGDNLDGNQLELPLLTSMYLGDRWEYLFRTVADDFVIRAYGPE
                     VRGKESCHLSLPTEHLWIFPKL"
     gene            complement(2513431..2515200)
                     /locus_tag="YPA_2240"
     CDS             complement(2513431..2515200)
                     /locus_tag="YPA_2240"
                     /codon_start=1
                     /transl_table=11
                     /product="putative binding protein-dependent transport
                     system, inner-membrane component"
                     /protein_id="ABG14205.1"
                     /db_xref="InterPro:IPR002160"
                     /translation="MKALRRKWQSLPRGLVVLITALVIYIPISFIIIQSFLSAPFFSP
                     SKVLSLDAFRFIFSDPDFYKALKSGFILATGLVVIAIPLGGILAFLMIRTDLPGRRII
                     EPLILVPIFVSPMVLGFGYVVAAGPVGFFSLWAESLLGFVPWNIYAMSSIVVIAGLTH
                     VPHAYLYISSALRSVGSDVEEAARTAGASPLQVMSAVSLPMVRPSILYATVLLFFLGL
                     EVFGLMLVLGDPEGNLVLATYLYQLTNKLGTPSYHLMAAVAVVLICITIPLVMLQHML
                     MRTAHRFVTVKGKASQARALPLGKWRWVAGAVVAFWLTVTIGVPLVGVVLRAFVSNWG
                     VGVSLWDELSLSTFYTIWQQPNLLRAIVNSMAIGVFGGALAVICYLFIGIAMHRKPDG
                     VTRFLDYSVLVPRAVPGLLAGLAFLWVFLFLPMWLDNSLKEGWLAALPMTEWLQDHLV
                     VWLRSLRSTIFSVWLAYTVVWMAYGLRLISSTLLQVGPELEEAARSTGARRGQVTRHV
                     TIPLSRYGLIGSWLLMFLIFEREYSTGVYLLSPGTETIGSMLVSLWAAGAIDIVAALS
                     FINILLVVLGLGIALRFGVKLHD"
     gene            complement(2515295..2516383)
                     /locus_tag="YPA_2241"
     CDS             complement(2515295..2516383)
                     /locus_tag="YPA_2241"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14206.1"
                     /translation="MLMKIKVFMFAMAALTTLPAFAQLPSYYPADYQKIVDGAKKEGK
                     VVVYSATDIKAAAPLIKGFEAAYPGIKVEYNDMNSTELYNRYISEQASGSTSGDVVWS
                     SSMDTALKLATDYALEYLSPEQAELPKWAIWKNKAYGSTYEPVVFIYNKRLIPQADMP
                     DTHIALAKLIVSQPDKFKRKVTTYDIEKSGLGFMLSVQDFKADPNYFTTLANIAKGGL
                     TVQSSTGTMMERVSSGENLIGFNILGSYAETRAKTDPSLGIAYPKDYTLVLSRVTFIS
                     QKAPHQNAAKLWVDYLLSEKGQNILANQSDIPSIRKDIDGNNDIDGLTKKLGSALRPI
                     PVDESLLEYMEQAKRLDYIKQWRTAAAK"
     sig_peptide     complement(2516315..2516383)
                     /locus_tag="YPA_2241"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 23"
     gene            2516694..2517167
                     /locus_tag="YPA_2242"
     CDS             2516694..2517167
                     /locus_tag="YPA_2242"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14207.1"
                     /db_xref="InterPro:IPR001440"
                     /translation="MKHSIDSLKELGRYGDALAMAQDLLSRSPDNASLLYKIASLYDV
                     QGLELQAVPFYRAAIEHNLVGTELQAAYLGLGSTYRTLGLYQAALETFDHALVRFPQA
                     KEITLFRVMTLYNLSETKEAISTLLILLADTSHHQNTSLYQKAIRQYAADLDRIG"
     gene            2517327..2517725
                     /locus_tag="YPA_2243"
     CDS             2517327..2517725
                     /locus_tag="YPA_2243"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14208.1"
                     /db_xref="InterPro:IPR006504"
                     /translation="MSDRPVTPALRLYGIKNCDTIKKARRWLEEQGIAYQFHDYRADG
                     LSDECLQGFIDTLGWEPLLNTRGTTWRKLPPEQRDAITDAQSAKALMLAQPAIIKRPL
                     LEGPNGEMLLGFKIESYQEFIHNQPATEVQ"
     gene            2517727..2518854
                     /locus_tag="YPA_2244"
     CDS             2517727..2518854
                     /locus_tag="YPA_2244"
                     /EC_number="3.5.1.18"
                     /codon_start=1
                     /transl_table=11
                     /product="succinyldiaminopimelate desuccinylase"
                     /protein_id="ABG14209.1"
                     /db_xref="InterPro:IPR001261"
                     /db_xref="InterPro:IPR005941"
                     /translation="MICPVIELAQQLIKRPSLSPSDAGCQEIMIQRLAAIGFTIEPMN
                     FGDTLNFWAWRGEGETLAFAGHTDVVPTGDESHWHSPPFEPTIRDGMLYGRGAADMKG
                     SLAAMIVAAERFVAAHPDHKGRLAFMITSDEEAKATNGTVKVVEALMARHERLDYCLV
                     GEPSSTDRVGDIVKNGRRGSITANLRIHGVQGHVAYPHLADNPVHRAMPALNELVATQ
                     WDEGNAFFPATSMQIANLQAGTGSNNVIPGEFYVQFNFRFSTELTDSLIKQRVAALLD
                     RHQLDYTLEWVLSGQPFLTAKGALVDAVVNAVKHYTEITPQLLTTGGTSDGRFIALMG
                     AQVVELGPVNATIHKVNECVSAADLQLLSRMYQKIMEQLIA"
     gene            2518851..2519528
                     /locus_tag="YPA_2245"
     CDS             2518851..2519528
                     /locus_tag="YPA_2245"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carboxypeptidase"
                     /protein_id="ABG14210.1"
                     /translation="MTDNTLTPQMLTGLSTDHLVVLSGAHRLQPQAAEAFQAMQQAAK
                     VAGFDLQPASTFRDFGRQLAIWNGKFRGERPVLDQDSQPIDIFSLDTAARCEAILRWS
                     ALPGTSRHHWGSDLDIYDPSRLPTGEKLQLEPWEYDAGGYFYPLTQWLSAHMAEFGFY
                     RPFATDNGGVAVEPWHLSYRPLAEQAEHLLTPKILLAAWQSQDVAGSEWLASHLPMIF
                     SRFIYLK"
     gene            2519596..2519790
                     /locus_tag="YPA_2246"
     CDS             2519596..2519790
                     /locus_tag="YPA_2246"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14211.1"
                     /translation="MQWLADYWWIILILLVGMILNGIKELRRLDHKRFLDNKPELPPH
                     RDNNAQWDDEDDWPDQNKKK"
     gene            complement(2519995..2522094)
                     /locus_tag="YPA_2247"
     CDS             complement(2519995..2522094)
                     /locus_tag="YPA_2247"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase"
                     /protein_id="ABG14212.1"
                     /translation="MTNPIVASQPQMAQQGIRRLLILSGQADWSRQQAIMLRQHLAGD
                     WLWLSEQPPEGVNSISPTAARTLLGQENLHGVFDATDGLNIEALAIVAGTLRAGSWLL
                     LLVPEWDDWPQRPDKDSLRWSEQPAPIVTANFIRHLQRQFLADPDVVLWQQDRPLILP
                     AVGSRPCWQQPDGSPTAQQQHILQRLMQADSGIWVLTAARGRGKSTLAGMLVTHWQGA
                     CWVTGPGKAATQVLNQQAGERARFWAPDALLDYCQRHDVSDIDWLLIDEAAAIPTPLL
                     SALLAYFPRALLTTTVQGYEGTGRGFLLKFCATLGDWHHLTLTDPIRWATDDPLERVM
                     DNAMLFHDELLGNHPLPKRPPVAQIEIPLYEQRDWRDNPELLRRFYGLLSTAHYRTTP
                     LDLRRLMDAPGMHFSAARVADAVIGALWLVDEGGLSEALALDVWAGRRRPRGNLVAQS
                     LAAHSGQWQAPTLLSRRISRVAVTAAWRQQGIARRMIAAEQAHARQQQCDFLSVSFGY
                     TAELAHFWHRCGFRLVRIGSHKEASSGCYTAMALLPLSPAGEALCQAAQQQLKRDWYW
                     LQQWIGIPTPVFLRLPEPPEVTLTDDDWRELAGFAFAFRPLEASLPALQRLLLHTELP
                     LSALRHYLQLRTPQSEIINTLGLIGRKALVALWRQEAAEGMAMIDVDKMIMSAKPSAR
                     CSTVRLPGRKNLTICQC"
     gene            complement(2522096..2522548)
                     /locus_tag="YPA_2248"
     CDS             complement(2522096..2522548)
                     /locus_tag="YPA_2248"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14213.1"
                     /translation="MAALDPTLLILLALAALGILSHNMTVTLAILILIAIRITPLNSF
                     FPWVEKYGLTIGVLILTIGVMAPIASGKISASEVLHSFVQWKSILAIVVGVAVSWLGG
                     RGVSLMTHQPSVVAGLLVGTVLGVALFKGVPVGPLIAAGLLSLVIGKS"
     sig_peptide     complement(2522477..2522548)
                     /locus_tag="YPA_2248"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.805) with cleavage site probability 0.380 at
                     residue 24"
     gene            complement(2522642..2523508)
                     /locus_tag="YPA_2249"
     CDS             complement(2522642..2523508)
                     /locus_tag="YPA_2249"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14214.1"
                     /db_xref="InterPro:IPR006025"
                     /translation="MRWQGRRESNNVEDRRGNASGGGGFRPPIRGKGGVAILIIVLVA
                     GYYGVDLTPLLNGGDPLSQTQTPPRSPKAVSTQDDQYAKFTSVILADTEDTWKPIFQK
                     MGRTYQDPKLVMYRGATQTGCGTGQSVMGPFYCPADSTIYIDLSFYEDMKNKLGAGGD
                     FAQAYVIAHEVGHHVQHLMGIDAKVRQQQQGVSQAEGNRLSVKMELQADCFAGVWGKA
                     MEEQQVLEAGDLQEALNAAQAIGDDRLQQQSQGRVVPDSFTHGTSQQRYTWFKRGFDS
                     GDPNSCNTFASH"
     gene            complement(2523727..2524440)
                     /locus_tag="YPA_2250"
     CDS             complement(2523727..2524440)
                     /locus_tag="YPA_2250"
                     /EC_number="6.3.2.6"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylaminoimidazole-succinocarboxamide
                     synthase"
                     /protein_id="ABG14215.1"
                     /db_xref="InterPro:IPR001636"
                     /translation="MQKLAELYRGKAKTVYTTENPDLLVLEFRNDTSALDGQRIEQFD
                     RKGMVNNKFNHFIMTKLEEAGIPTQMERLLSDTEVLVKKLEMIPVECVIRNRAAGSLV
                     KRLGIEEGLSLNPPLFDLFLKNDAMHDPMVNESYCKTFGWATEAQLARMKELSYLAND
                     VLSKLFDDAGLILVDFKLEFGLFNGEVVLGDEFSPDGSRLWDKKTLNKMDKDRYRQSL
                     GGLIEAYEEVAHRIGVKLD"
     gene            complement(2524588..2525046)
                     /locus_tag="YPA_2251"
     CDS             complement(2524588..2525046)
                     /locus_tag="YPA_2251"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14216.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2525221..2526279)
                     /locus_tag="YPA_2252"
     CDS             complement(2525221..2526279)
                     /locus_tag="YPA_2252"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoprotein"
                     /protein_id="ABG14217.1"
                     /translation="MAISLQKSTVVKVVGVSLVMLLAACSTDQRYKRQVSGDESYLTA
                     PGLKPLNAPSGMILPVQNGEFDVRTVNSQGAVGKQLDIRPPVQPLTLLSGSRAENATD
                     TSKLLLENSPQNRDLWAQVTRVLQDHNWPIASRQDASQTLTTDWIKWNRADEDVQFEG
                     RYQISVQEQGYQLALVVKSLELQQGGKTITQYSEIQRYNSAMLNAIIEGLDKVRADSE
                     SSQASRKVGTLDVQSGSDDTGLPLLIVRAPYAVVWERLPAALEKVGMKVTDRSRPQGT
                     VSVTSKSLSSSSWDALGAKDPELPEGDYKLQVGDLDNRSSLQFIGPKGHTLTQAQNDA
                     LVAVFQAAFSQTSATAIK"
     gene            complement(2526297..2527196)
                     /locus_tag="YPA_2253"
     CDS             complement(2526297..2527196)
                     /locus_tag="YPA_2253"
                     /EC_number="4.3.3.7"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrodipicolinate synthase"
                     /protein_id="ABG14218.1"
                     /db_xref="InterPro:IPR002220"
                     /db_xref="InterPro:IPR005263"
                     /translation="MFTGSPMFTGSIVALITPMDDNGDVDRASLKSLIDYHVASGTAA
                     IVSVGTTGESATLNHDEHVDVVMQTLELADGRIPVIAGTGANSTSEAISLTQRFNDTG
                     VVGCLTVTPYYNRPMQEGLYQHFKAIAESTDLPQILYNVPSRTGCDMLPPTIARLAKI
                     KNIVAVKEATGNLSRVSQIQVLVDDEDFILLSGDDASGLDFMQLGGKGVISVTANIAA
                     REMVELCALAAQGNFAEGRRLNQRLMPLHQHLFVEANPIPVKWAAKRLGLMANDTMRL
                     PMTPLTDPAKRIVEDALKSAGLL"
     gene            2527298..2527912
                     /locus_tag="YPA_2254"
     CDS             2527298..2527912
                     /locus_tag="YPA_2254"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine cleavage system transcriptional
                     repressor"
                     /protein_id="ABG14219.1"
                     /translation="MFTMVTPKSMTGRAILPQLDEHYLVITALGADRPGIVNTITRHV
                     SSCGCNIEDSRLAMFGEEFTFIMLLSGSWNAVTLLESTLPQKGAELDLLIVMKRTNAQ
                     GQKAMPTTVWVKVEVNDSPHIIERFTNLFHCHNMNIAELVSKTQPADGETPPLLHIQM
                     SAHSPASQNSSIIEHDFYQLCTELNAQGSISVVSYPQHDDRMES"
     gene            2527915..2528385
                     /locus_tag="YPA_2255"
     CDS             2527915..2528385
                     /locus_tag="YPA_2255"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterioferritin comigratory protein"
                     /protein_id="ABG14220.1"
                     /translation="MSPLKAGDIAPKFSLPDQDGEQISLADFQGQRVLVYFYPKAMTP
                     GCTVQACGLRDNMDELKSAGVEVLGISTDKPEKLSRFAEKELLNFTLLSDEHHEVAEQ
                     FGVWGEKSFMGKTYNGIHRISFLIDADGKVEHVFDNFKTNNHHDIVMDYLRQNA"
     gene            complement(2528629..2529048)
                     /locus_tag="YPA_2256"
     CDS             complement(2528629..2529048)
                     /locus_tag="YPA_2256"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14221.1"
                     /translation="MKILKRLIFICLVIIIIFFLIDCSMQKVAEGRDGYTRSNIWAYY
                     LYTDKDIRSAPRAAESYYFIFTAQDGSQPRESSIVYRDDVCLSDVKNHLTTLGYRVSD
                     HDGLSEKWIKKDEVIPYFYISIDKYTHTVTLSKVSLR"
     gene            complement(2529052..2529747)
                     /locus_tag="YPA_2257"
     CDS             complement(2529052..2529747)
                     /locus_tag="YPA_2257"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14222.1"
                     /translation="MSKREDILDTSRFGSENGIRKGLIYSEILGWIDMGHARGDDIRA
                     LMTRFSIGESSGKAYYQVRYEQTMGLSRFATGRFNVWQVKKGRTLTERRGIALAMMMS
                     TAVAFENWQSMSFFSWYTDSGFSGEDLISDLFGFYRANFPRTYWGELKIVSKASALRR
                     WDHYGSIGRYKNTGFLPLLFPDPAEKFICPKPYKGQLPRFMMQVTPYKFHPNDDTVIR
                     TSKKAGIITQLSS"
     gene            complement(2529925..2530071)
                     /locus_tag="YPA_2258"
     CDS             complement(2529925..2530071)
                     /locus_tag="YPA_2258"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14223.1"
                     /translation="MEPDGGNRRINTELTGMSVFKRLIVSAGTEEITLLFRDNSWHLV
                     VFNF"
     gene            complement(2530347..2531411)
                     /locus_tag="YPA_2259"
     CDS             complement(2530347..2531411)
                     /locus_tag="YPA_2259"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14224.1"
                     /translation="MLELLLQWYRRRFTDPQVITLLVILLAGFCILYFFSGILAPLLA
                     ALVLAYLLEWPTARLQRIGCSRSWAASIVFVLFVSIMLLAVFVVAPTAWQQGINLASD
                     MPKMINKFNDFAHTLPARYPALVDAGIVDMMAENLRSKMSGLGDSVVKFSLASLIGLL
                     TLAIYLILVPLMLFFLLKDKEQMLNAVRRVLPRNRGLAGQVWVEMNQQITNYIRGKVL
                     EMVIVGIATYLVFFIMGMNYALLLAVLVGFSVLIPYIGAVIVTIPVVLVALFQWGIGA
                     DFWTLFVAYLVVQGLDGNLLVPVLFSEAVNLHPLVIILSVIIFGGMWGFWGVFFAIPL
                     ATLVKAVIHAWPEEFIPDAD"
     sig_peptide     complement(2531277..2531411)
                     /locus_tag="YPA_2259"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.796) with cleavage site probability 0.737 at
                     residue 45"
     gene            2531742..2533226
                     /locus_tag="YPA_2260"
     CDS             2531742..2533226
                     /locus_tag="YPA_2260"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14225.1"
                     /translation="MTSRLSKTVIATLLSSLLLTGPISAGAETQGLLPAQDLLPDIGT
                     SAGATLSIDQEMAMGDFYVRQMRASAPLIYDPLLTQYINTLGNRLVANANSVRTPFHF
                     YLVNNDQINAFAFFGGNVVLHSALFRYTDNESELASVLAHEISHVTQRHLARAMEEQQ
                     RLAPLTWVGVLGSILLTMASPQAGMAGLSGTLAGAQQGIISFTQGNEQEADRIGIQVL
                     QRSGFDPQAMPNFLQKLADQSRYVSKPPEMLLTHPLPDSRLSDARNRANQMKPHPTAS
                     SQDYLFAKMRILGMYGADENSLTPELLDKLSKGTVREQLAAKYGQAVQLYQAKKYDEA
                     RNLLQPLLAQQPGNIWFLDLMTDIDLGQNKSAAAIARLQNAMVKQNDEPVLQLNLANA
                     YVQGRQPAAAIKLLHRYTFAYPNDPNGWDLLAQATATQGLRDQELAARAESLALSGKL
                     TQAIGLLSDASARVKLGSLEQARYDARIDQLRRLNERFRKYQKS"
     sig_peptide     2531742..2531825
                     /locus_tag="YPA_2260"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.747 at
                     residue 28"
     gene            2533333..2533689
                     /locus_tag="YPA_2261"
     CDS             2533333..2533689
                     /locus_tag="YPA_2261"
                     /codon_start=1
                     /transl_table=11
                     /product="putative arsenate reductase"
                     /protein_id="ABG14226.1"
                     /db_xref="InterPro:IPR006659"
                     /translation="MKDVTIYHNPRCSKSRETLALVEQQGITPQVVLYLETPPSVDKL
                     KELLQQLGFSDARQLMRTKEDLYKTLNLDDRGLTQDQLLQAMADNPKLIERPIVVTQG
                     KARIGRPPEQVLEILK"
     gene            complement(2533901..2534608)
                     /locus_tag="YPA_2262"
     CDS             complement(2533901..2534608)
                     /locus_tag="YPA_2262"
                     /codon_start=1
                     /transl_table=11
                     /product="regulatory inactivation of DnaA Hda protein"
                     /protein_id="ABG14227.1"
                     /db_xref="InterPro:IPR001957"
                     /translation="MLLNTPAQLSLPLYLPDDETFASFYPGENPSLLAAIQSAVHQPH
                     GSYIYFWSREGGGRSHLLHAACAELSQQGEAVGYVPLDKRAYFIPEVLEGMEQLALVC
                     IDNIECIAGDEQWEMAMFNLYNRIVETGRTRLLITGDRPPRQLNLGLPDLASRLDWGQ
                     IYKLQPLSDDEKLQALQLRAKLRGFELPEDVGRFLLKRLDREMRTLFMTLDQLDRASI
                     TAQRKLTIPFVKEILSL"
     gene            complement(2534796..2535254)
                     /locus_tag="YPA_2263"
     CDS             complement(2534796..2535254)
                     /locus_tag="YPA_2263"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14228.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2535430..2536056)
                     /locus_tag="YPA_2264"
     CDS             complement(2535430..2536056)
                     /locus_tag="YPA_2264"
                     /EC_number="2.4.2.9"
                     /codon_start=1
                     /transl_table=11
                     /product="uracil phosphoribosyltransferase"
                     /protein_id="ABG14229.1"
                     /db_xref="InterPro:IPR005765"
                     /translation="MKIVEVKHPLVKHKLGLMRENDISTKRFRELASEVGSLLTYVAT
                     ADLETETVTIEGWNGPVEIEQIKGKKITVVPILRAGLGMMEGVLENVPSARISVVGVY
                     RDEETLKPVPYFQKLVSNINERMALVVDPMLATGGSMIATIDLLKKAGCQSIKVLVLV
                     AAPEGIKALEEAHPDVELYTASIDQGLNEHGYIIPGLGDAGDKIFGTK"
     gene            2536453..2537496
                     /locus_tag="YPA_2265"
     CDS             2536453..2537496
                     /locus_tag="YPA_2265"
                     /EC_number="6.3.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylformylglycinamidine cyclo-ligase"
                     /protein_id="ABG14230.1"
                     /db_xref="InterPro:IPR004733"
                     /translation="MTNKTSLSYKDAGVDIDAGNDLVDRIKGVVKQTRRPEVMGGLGG
                     FGALCALPQKYREPILVSGTDGVGTKLRLAMDLKRHDTIGIDLVAMCVNDLVVQGAEP
                     LFFLDYFATGKLDVDTAASVITGIAEGCKQSGCALVGGETAEMPGMYHGDDYDVAGFC
                     VGVVEKSEIIDGSKVTPGDVLVALGASGPHSNGYSLVRKILDVSNTNPEQTSLEGKSL
                     ADHLLEPTKIYVKSILSLIEQLDIHAIAHLTGGGFWENIPRVLPQGMQAVIDEASWQW
                     PAVFSWLQQAGNVSRHEMYRTFNCGVGMVVALPAELADKAVELLTASGEKAWKIGVIA
                     AATEGAEQVIINP"
     gene            2537611..2538249
                     /locus_tag="YPA_2266"
     CDS             2537611..2538249
                     /locus_tag="YPA_2266"
                     /EC_number="2.1.2.2"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylglycinamide formyltransferase"
                     /protein_id="ABG14231.1"
                     /db_xref="InterPro:IPR001555"
                     /db_xref="InterPro:IPR004607"
                     /translation="MKKIVVLISGQGSNLQALIDAQQQGRISGKISAVFSNNPAAYGL
                     ERAESAGIPHHALDAKAFTDRVSFDLALAQAIDQYQPDLLVLAGYMRILSPEFVKHYA
                     GRMLNIHPSLLPKYPGLHTHRQALENGDQEHGTSVHFVTEELDGGPVILQAKVPIFSD
                     DSEEDVAERVQTQEHSIYPLVVSWFTDGRLAMRDNAAWLDGVRLPLQGYAAE"
     gene            2538478..2539023
                     /locus_tag="YPA_2267"
     CDS             2538478..2539023
                     /locus_tag="YPA_2267"
                     /EC_number="2.3.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="spermine/spermidine N-acetyltransferase"
                     /protein_id="ABG14232.1"
                     /translation="MSTTSSVRLRPLEREDLPFVHQLDNNASIMRYWFEEPYEAFVEL
                     CDLYDKHIHDQSERRFIIESQGTKIGLVELVEINHIHRRAEFQIIIDPTHQGKGYAGA
                     AAKLAMEYGFSVLNLYKLYLIVDKENEKAIHIYSKLGFEIEGELKQEFFINGEYRTVI
                     RMCIFQPQYLAKYKTPSIKNA"
     gene            complement(2539117..2539950)
                     /locus_tag="YPA_2268"
     CDS             complement(2539117..2539950)
                     /locus_tag="YPA_2268"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14233.1"
                     /translation="MSLSCPEVTRQVLFSADALTLRFSTINQYDYFKASEIVTEERLA
                     NRACAALAMNQQENIEENLWAINQFLQSYQAGNDVNKIKMAEIDGLRDALISAMAAGG
                     AVNELQAVDPDTALVKVLLACLGHFMTQLPDIRGKKTLANYAHTALAYFTEADPEPQW
                     RNTWSQQAWPFFLQHTSVLRNYLLYRIHHDQLAMGNELPVAAAFNLVVIDYFYLKLLI
                     STYANKNGQLTEDDIIDIIYSYHACRESTERSSQQFKQELTALAMSDDFPLLSLLALS
                     Q"
     gene            complement(2539926..2540306)
                     /locus_tag="YPA_2269"
     CDS             complement(2539926..2540306)
                     /locus_tag="YPA_2269"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14234.1"
                     /translation="MKELLITQPDFMETFSCVGAACREHCCQGVSITLDKNRYQRYIK
                     SPYSDIKRIAISHISVTQDSLASWANINPDNQGNCPFLDEQRLCQIYKHTGINALSTS
                     CATYPRVEHIYIKKLKVCRSPAQK"
     gene            complement(2540534..2541346)
                     /locus_tag="YPA_2270"
     CDS             complement(2540534..2541346)
                     /locus_tag="YPA_2270"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphate transport ATP-binding
                     protein"
                     /protein_id="ABG14235.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005670"
                     /translation="MGLLTPNSLPLLDVQHLTDEQTALAVERLNLFYGDKQVLHDISF
                     CVPKHRVTALIGPSGCGKSTLLRCFNRMNDLLDNCHFDGEIRLGDEIITDKTTDVAAL
                     RRRVGMVFQRPNPFPKSIYENVVYGLRLQGVRDRRVLDEAVERSLRAAALWHEVKDRL
                     RENAFRLSSGQQQRLVIARAIAIEPEVLLLDEPTSALDPISTLTIEELITTLKQQYTV
                     VLVTHNMQQAARVSDYTAFIHQGRLVEYNNTDALFTSPYQRQTEDYITGRYG"
     gene            complement(2541374..2543086)
                     /locus_tag="YPA_2271"
     CDS             complement(2541374..2543086)
                     /locus_tag="YPA_2271"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphate transport system permease"
                     /protein_id="ABG14236.1"
                     /db_xref="InterPro:IPR005672"
                     /translation="MKTGSTNIHLINTGLINTGLINKWVKSGSPWIWLTAASVSISLL
                     ALIGVILLLAGQGMRYFWPSPVYQFELKQTAAGPVRLVGEIYRQQSLPRQQLEQAGMT
                     LPPNTGDSVTRLLIKSGNREVQGQDFYTLLESDIQQRSLPKGLLALDRHNNGMAYGLL
                     AGMLDNGQPLVGDNLRQELQKRIPIVQALVRQANDIQFRQMSMLNQQFEALRLQKKRL
                     QIAGDLDSKSQDRIDAELGELQRRHQTLIDKLRSLQTEKHRYTLLWQDMNGQIHPLPL
                     SEINRAWYPNDMSFGQKLRHWAAQTKKFLTDNPYNASSEGGVFPAIFGTVLMVILMSI
                     VVMPLGVIAAVYLHEYAGKNWLTRLIRISVVNLAGVPSIVYGVFGLGFFVYLIGGSLD
                     KLFYAESLPNPTFGTPGVLWAALTLALLTLPVVIVATEEGLARIPTSLRQGSQALGAS
                     KAETLWHIVLPMAAPAMLTGLILAVARAAGETAPLMLVGVVKSAPVLPVDGIFPFLHL
                     ERKFMHLSFQIYDMAFQSPNVEAARPLVFATALLLVIIVVGLNLAAMGIRHHLREKYR
                     GLML"
     gene            complement(2543086..2545317)
                     /locus_tag="YPA_2272"
     CDS             complement(2543086..2545317)
                     /locus_tag="YPA_2272"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphate transport system permease"
                     /protein_id="ABG14237.1"
                     /translation="MRQTSIASPSGRDKRRAFIDRWVRMTVTSGGLLVLLTLMLIFVY
                     LLYAVLPLFKPVSIRLDNQFVVKRNAPALALGMDIQGKIAYRIDNQGKGVFIRLGGQG
                     SAPAGSVINEQALSAPPVSWSRAIGGQPLYGAGLSNGRFTLLQPDFSATPPGWQFPLG
                     DQPRALDIQGKRLLHLALAEPQPQQFSVAAITDDSRLLVGQFTPQGQQITTLGAVPAT
                     VDQLLLAPDGRLLYVLSGNQVHIYQLVNRPLESEKLASDAPGSGWQLREVVSLVGEKE
                     ALSGPLTLSLLAGGKSLLVQSPDGVVTQWFDVRKGPSPSFHLTRIRSFTPASQGILTA
                     ENTRRVFALLSPHGELSLFSSIQSPPLLQSTLVEGISHADFSPWGDSLLVENASGWSV
                     YRLDNRYPDITWRGLWQPLWYENYPEPAYVWQSSSAEESYQAKFSLIPIIFGTLKAAV
                     YAMLFAVPLALAGAIYTAYFMSAGLRRVVKPTIEMMGAFPTVVIGLIAGIWLAPVIER
                     YLAGILLLPLLLALAILLCGWGSARLSAKTQWPLPAGWDVMVLLPVILLTGWLALWLG
                     PSLAVWALGQPLHEWLGDDYDQRNALVVGVAMGFALIPIIFSLAEDALFSVPPSLSQG
                     SLALGATPWQTLLHVVLPSAYAGIFSAVMIGFGRAVGETMIVLMATGNSPIIGGSIFQ
                     GLRAMAANIAIEMPEAVVGSGHYRVLFLTALVLFCFTFLVNTLAEAVRLRLRERYQME
                     RTA"
     gene            2545588..2547651
                     /locus_tag="YPA_2273"
     CDS             2545588..2547651
                     /locus_tag="YPA_2273"
                     /EC_number="2.7.4.1"
                     /codon_start=1
                     /transl_table=11
                     /product="polyphosphate kinase"
                     /protein_id="ABG14238.1"
                     /db_xref="InterPro:IPR001736"
                     /translation="MGQEKLYTEKELSWLSFNERVLQEAADKSNPLIERMRFLGIYSN
                     NLDEFYKVRFADLKRRILINEEQGSAVTSRHLLKKIQSKVVKADQEFDGLYNDLLLEM
                     ARNQIFLVNERQISENQQTWLKQYFKQHLRQHITPILINHDTNLVQFLKDDYTYLAVE
                     IIRGQDIAYALLEIPSDKIPRFVNLPPEAPRRRKPMILLDNILRFCLDEIFKGFFDYD
                     ALNAYSMKMTRDAEYDLVTEMESSLLELMSSSLKQRLTAEPVRFVYQRDMPDEMVELL
                     RNKLGISNDDSVIAGGRYHNFKDFINFPNVGKSNLVNRPMPRLRHVWFDKFRNGFDAI
                     REQDVLLYYPYHTFEHVLELLRQASFDPSVLAIKINIYRVAKDSRIIDSMIHAAHNGK
                     KVTVVVELQARFDEEANIHWAKSLTAAGVHVIFSAPGLKIHAKLFLISRLENDEIVRY
                     AHIGTGNFNEKTARIYTDYSLLTADARITNEVRRVFNFIENPYRPVTFDNLMVSPQNS
                     RLILYQLIDQEIIHAQAGESAGITLKINNLVDKGLVDRLYSASSAGVKIRLLVRGMCS
                     LIPNMPGISDNIQVTSIVDRFLEHDRVYVFENKGDKLVYLSSADWMTRNIDYRIEVAV
                     SLLDPKLKQRVLDILEILFNDTVKARYIDKELSNRYVPRGNRRKVRAQIAIYDYLKAL
                     EQPEQ"
     gene            2547662..2549221
                     /locus_tag="YPA_2274"
     CDS             2547662..2549221
                     /locus_tag="YPA_2274"
                     /EC_number="3.6.1.11"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exopolyphosphatase"
                     /protein_id="ABG14239.1"
                     /translation="MPLTNNSTTKPQEIAAIDLGSNSFHMVIARVVNGALQVLGRLKQ
                     RVHLADGLDSNNMLSEEAIERGLACLALFAERLQGFSPDNVCIVGTHTLRQAANAETF
                     LKRAAEVIPYPIEIISGQEEARLIFMGVEHTQPEKGRKLVIDIGGGSTEMVIGEDFEP
                     LLVKSRRMGCVSFAQQFFPGGEISKNNFRRARLAAAQKLENLAWQYRIQGWQYALGAS
                     GTIKATYEVLVEMGEKDGLITPERLEMLVENVLQFKQFSALSLPGLSEDRQSVFVPGL
                     AILCGVFDALAIKTLRLSDGALREGVLYEMEGRFRHQDIRQRTAKSLADHYNIDREQA
                     RRVLETTEQLYTQWLAQNTKLVQPQLEALLKWAAMLHEVGLSINHSGMHRHSAYILQN
                     TNLPGFNQEQQTLLATLVRMHRKAIKLDELPRLNLFKKKYYLPLIQLLRLSTLLNNQR
                     QSTTTPESLRLITDDSHWTLRFPHGYLTQNSLVQLDFEREQAYWDDVVGWKLVIEEEE
                     PDEAAKVAPEE"
     gene            2549597..2551072
                     /locus_tag="YPA_2275"
     CDS             2549597..2551072
                     /locus_tag="YPA_2275"
                     /codon_start=1
                     /transl_table=11
                     /product="putative divalent cation transport protein"
                     /protein_id="ABG14240.1"
                     /db_xref="InterPro:IPR000644"
                     /db_xref="InterPro:IPR006669"
                     /translation="MPVPIIPVSLSAAAQKNAKINTKKLAEIRERILSLLLNNRALVD
                     GILGRQEERENLSDEQLQDQTAEIKTLLDDLHAADLADLLEALPNDERLALWRLVKNE
                     KRGQTLVEVSETVWDTLIKEMSDKDLLKAMRTLHVDEQAYLAEYLPRNLMGRLLTSLD
                     PDQRARVREVIQYGRDSVGQMMDFELVTVRKDVTLATVQRYLRYRKRIPDATDKLFVI
                     DRKNTLLGELPLTSILLNAPNTLVSEVMDQNPTTFQPEQKAEDAAGAFERYDLISAAV
                     IDAKGKLMGRLTIEEIVDVVNEESDTTLRRMGGLSPEEDVFSPVGRAVRTRWSWLAIN
                     LCTAFIASRVIGLFEDTISQLVALAALMPIVAGIGGNTGNQTITMIVRALALHHIQQG
                     SVSFLMLRELGVALINGLVWGGIMGLVTYLLYGDPAMGAVMTLAMMLNLLMAAVMGVT
                     IPMTMARLGRDPAIGSSVMITAITDTGGFFIFLGLATLFLV"
     gene            2551212..2552564
                     /locus_tag="YPA_2276"
     CDS             2551212..2552564
                     /locus_tag="YPA_2276"
                     /codon_start=1
                     /transl_table=11
                     /product="putative heat shock protein"
                     /protein_id="ABG14241.1"
                     /db_xref="InterPro:IPR001023"
                     /translation="MFIGFDYGTANCSVAVMRDDAPTLLALENNDVYLPSMLCAPTRE
                     AVSECLHRHWQVPTGSDENQQLLRRAIAFNREEDIPVTADSLLFGLSALAQYIEDPEE
                     VYFVKSPKSFLGANGLKPQQLALFEDLVCAMMFHIKRQAESVLAAEIRQTVIGRPVNF
                     QGSGGEDANRQAEGILLRAAQRAGFRDIAFQFEPVAAGLDFEATLTEEKTVLVVDIGG
                     GTTDCSVLLMGPKWQGLADRQQSLLGHSGCRVGGNDLDIMLAFKQLMPLFGMGGETEK
                     GIAMPSLPYWNAVATNDVPAQSDFYSTVNGRFLRDLIRDAANPQHVERLLKVYQQRLS
                     YRLVRAAEESKIALSDQEQVATTLDFVEAELGQIISQQQLAEAISPPLQRIQEQVSLA
                     LTTSNVKPDVIYLTGGSARSPLLRAALQQQLPGIPLVGGNDFGSVTAGLARWAQTLYR
                     "
     gene            2552702..2552827
                     /locus_tag="YPA_2277"
     CDS             2552702..2552827
                     /locus_tag="YPA_2277"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14242.1"
                     /translation="MTYTMGTSVVNNACAVVIVTNGAIVIHTQRLKSDPGGNLLS"
     gene            2552841..2553863
                     /locus_tag="YPA_2278"
     CDS             2552841..2553863
                     /locus_tag="YPA_2278"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14243.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2553863..2554642
                     /locus_tag="YPA_2279"
     CDS             2553863..2554642
                     /locus_tag="YPA_2279"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14244.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2554795..2555643)
                     /locus_tag="YPA_2280"
     CDS             complement(2554795..2555643)
                     /locus_tag="YPA_2280"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter permease"
                     /protein_id="ABG14245.1"
                     /translation="MPKPQKALKQKGAWLLRGWKWVFNFYSAAILLFLIVPVLVIVPL
                     SFNAGSFLSYPMAGFSLRWYQTFFNSDEWLGALGNSLLIAPLATLLATGLGVLAAIGL
                     VRGEFRGKALVMAMLISPMVAPVVIIAVGMFFFFARLSLLNSYLGLVLAHALLGVPFV
                     VITVTAVLKSYDQNLSRAAASLGASQWRVFRKVTLPLIAPGVFSGALFAFAVSFDEVV
                     VTLFLASPRQRTLPIKMFAGIRENLDPTIAAAASLMVGASLLLLIVMELLRRRSERLR
                     HHPVSP"
     gene            complement(2555705..2556970)
                     /locus_tag="YPA_2281"
     CDS             complement(2555705..2556970)
                     /locus_tag="YPA_2281"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter permease"
                     /protein_id="ABG14246.1"
                     /translation="MSQTEMVTKPVADERQQSGPILRQQLRKVKAAYTRRSLLLITPL
                     LLFIVVSFIFPIATILGKSIDNPELRVAMPVTVAVLANWPGDALPDEAMFEALITDLR
                     NARSNGLMLSIAKRMSYEDNRYRSLIMSTLRKVPAEGPVREALISALPLWGELSTWQS
                     LQRATQPLTRYYLLSAFDRKVDVESGQIKALPADQALYVNVLLRTLWMAAVVTLLCVT
                     LGYPLAYWLAKQPTGRANLLLMLVLLPFWTSLIVRTASWIVLLQSSGLINQSLLGSRL
                     IEQPLALVFNRAGVYISMTHILLPFIVLPLYAVMKGISPNYVRAAISLGAHPFAAFWR
                     VYVPQTYNGVTAGALLVFMMAIGYYITPALLGGPGDQMVSYFVAFFTNTTMNWGMAAA
                     LGSQLLIIVLLLYVVYIRVTRTQAETAIH"
     gene            complement(2557017..2558045)
                     /locus_tag="YPA_2282"
     CDS             complement(2557017..2558045)
                     /locus_tag="YPA_2282"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transport system periplasmic protein"
                     /protein_id="ABG14247.1"
                     /translation="MFKIMTLTTLLAGWVFQTHAETLTVVSFGGLNKDAQVKAFYKPF
                     MAAGKGTIEAGEYNGEMARIRAMVETGQIGWDIVEVEGPELLRGCNEGLFETLDWSKL
                     GDERQFIKGTVSQCGSGLFLWSMLLIYDASKFKTPVTSWADFWNVTTFPGKRSLRKTA
                     KFTMEIALLADGVKREDVYRVLATPEGVERVFNKLDQLKPNIQWWESGAQPLQWLVSG
                     DVVMGSVYNGRVGSALKEGHDFRMVWTDSIYDMDSWTIVKGSKKKVLAEQFIAFANLA
                     ENQKVFAENIAYGPTNINATLMIDPEIAANLPTAPANLAEAFPMNNQFWVEHSEDLEQ
                     RFNSWAAK"
     sig_peptide     complement(2557983..2558045)
                     /locus_tag="YPA_2282"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 21"
     gene            complement(2558098..2559411)
                     /locus_tag="YPA_2283"
     CDS             complement(2558098..2559411)
                     /locus_tag="YPA_2283"
                     /EC_number="2.6.1.19"
                     /codon_start=1
                     /transl_table=11
                     /product="4-aminobutyrate aminotransferase"
                     /protein_id="ABG14248.1"
                     /db_xref="InterPro:IPR001623"
                     /db_xref="InterPro:IPR004632"
                     /db_xref="InterPro:IPR005814"
                     /translation="MAYQQERIMSHRELEQRRKEATPRGIGVLCDFYAVRAENATLWD
                     EQGREYIDFTAGIATLNIGHRHPKVMAAVRQQLDQFTHTAYQVVPYASYVTLAEKINS
                     LAPISDSNMTAAGNSKTAFFTTGVEAIENAVKIARAATGRPGVIAFSGAFHGRTLLAM
                     ALTGRAVPYKVGFGPFPASIFHALYPNELYGVSVEEAISSVERLFRCDISPTQVAAIL
                     FEPIQGEGGFNIAPPEFVSALRTLCDEHGILLIADEVQTGFARTGKLFAMEYYPDTKV
                     DVITMAKSLGGGMPISAVTGRADIMDAPLPGSLGGTYAGNPLAVAASLAVLDIIAEEK
                     LCERALILGAKLVDVLEKAQMSNAAIVGIRARGSMVAVEFNDPVSGKPSPELTRAYQR
                     QALEEGLLLLSCGVHSNVIRFLYPLTIPDKQFKQAMNILTRLLAS"
     gene            2559569..2561074
                     /locus_tag="YPA_2284"
     CDS             2559569..2561074
                     /locus_tag="YPA_2284"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG14249.1"
                     /db_xref="InterPro:IPR000524"
                     /translation="MRSLLSDLLLQRLTPATLSTVPVAKNKRLYRALRLSILDGSIRA
                     GSRLPASRDLAQELEISRNTVLAAYDQLQAEGYIQTRTGGGTFVTTDLPEDGLNKMDT
                     LPQHSGPEPDVALSTRATHLLNHCGVASYQWGTFMPGVPDVRLFPHEVWRKLQTRLSR
                     HLNPENLTYSVHGGCPQLQQALADYLRIARSVSCTPDQILITAGTHQALDLLAKMLCD
                     PGDHAWIEEPSYWGIRNVLTINGIEVIPVSVDENGMDPLDLPFESRSPRLICVTPSHQ
                     YPLGSVMSLTRRQRILALAQQHNCWVVEDDYDSEFRFSGSPIPALQGLIPDAPVIYLG
                     TFSKTLYPGMRISYMVLPRPLAQQFKVAHSELYRGGNGMMQLTLAEFIREGHYASHIR
                     RMRLIYGKRRAALVGMIKQQLGGSFLAEYGNAGLHLILALPESIDDVALSAELEQKGV
                     LVRALSGYYLKSPPRRGLLLGYGCVPEEAMEAVFAPIVSYLRRRINPDDAI"
     gene            2561457..2562542
                     /locus_tag="YPA_2285"
     CDS             2561457..2562542
                     /locus_tag="YPA_2285"
                     /codon_start=1
                     /transl_table=11
                     /product="putitive ABC-transporter ATP-binding protein"
                     /protein_id="ABG14250.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005893"
                     /translation="MRTYVSFKNIKKSYDGDKLVVKNLNLDIHEGDFLTLLGPSGSGK
                     TTSLMMLAGFETPTQGEITLRDKPLHNLPPHQRGIGMVFQNYALFPHMTVTENLAFPL
                     TIRRLNKADIKEKIDRILDMVKLKNLADRYPAQMSGGQQQRVALARALVFEPKLVLMD
                     EPLGALDKQLREHMQLEIKQLHKMLELTIVYVTHDQSEAMTLSNRVVVFNDGIIQQMD
                     SPSVIYEQPSNTFVAQFIGENNCLLAVNQGSDGEYYRAMLDDGTRLQALKVCPSSPGK
                     KIMLCIRPERVSVNHPAAGSQQIKARIQQFIYLGDHVRMMTEVAGQGNFMVKLSAAHI
                     EPHWQPGSEVLLSWMPAHLRALEGVTH"
     gene            2562906..2564240
                     /locus_tag="YPA_2286"
     CDS             2562906..2564240
                     /locus_tag="YPA_2286"
                     /codon_start=1
                     /transl_table=11
                     /product="putitive HlyD family secretion protein"
                     /protein_id="ABG14251.1"
                     /db_xref="InterPro:IPR006143"
                     /translation="MKSQSKRTSRLFVFVGVVVAIIIAVLSWRYFGTGSDNNTSGAQQ
                     SARGQDTSHGGRRNTPLAPVQAATATEQEVPRYLTGLGTVIAANTVTVTSRVDGELMA
                     LHFTEGQQVKAGDLLAEIDPRPYEVQLTQAQGQLAKDQATLDNARRDLARYQKLSKTG
                     LISQQELDTQSSLVRQSEGSVKADQGAIDSAKLQLTYSRITAPISGRVGLKQVDVGNY
                     ITSGTATPIVVITQTHPVDVVFTLPESDIPAIIQAQKNAEKTHAIVPVEAWDRTNKQM
                     LAQGYLLSIDNQIDTTTGTIKLKARFNNEDDVLFPNQFVNARIKVDLLQNAVVVPTAA
                     VQMGSEGNFVWTLDDANKVSKHLVTTGIQNSQQVVIDAGLNAGQRVVTDGIDRLTEGV
                     QVEVVTPRSANTDANPASAEKAAAEAEGSTPHQGRGRPANAPARSTTAAEKS"
     sig_peptide     2562906..2563004
                     /locus_tag="YPA_2286"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.648) with cleavage site probability 0.421 at
                     residue 33"
     gene            2564240..2567398
                     /locus_tag="YPA_2287"
     CDS             2564240..2567398
                     /locus_tag="YPA_2287"
                     /codon_start=1
                     /transl_table=11
                     /product="AcrB/AcrD/AcrF family membrane protein"
                     /protein_id="ABG14252.1"
                     /db_xref="InterPro:IPR000062"
                     /db_xref="InterPro:IPR001036"
                     /translation="MQVMPPTPGGGPSRLFILRPVATTLFMIAILLAGIIGYRALPVS
                     ALPEVDYPTIQVVTLYPGASPDVVTSSITAPLERQFGQMSGLKQMASQSSGGASVITL
                     QFQLTLPLDVAEQEVQAAINAATNLLPSDLPYPPIYNKVNPADPPILTLAVTATAIPM
                     TQVEDMVETRIAQKISQVTGVGLVTLSGGQRPAVRVKLNAPAVAALGLDSETIRTAIS
                     NANVNSAKGSLDGPTRSVTLSANDQMKSAEEYRDLIIAYQNGAPIRLQDVATIEQGAE
                     NNKLAAWANTQSAIVLNIQRQPGVNVIATADSIREMLPELIKSLPKSVDVKVLTDRTS
                     TIRASVNDVQFELLLAIALVVMVIYLFLRNAAATIIPSIAVPLSLVGTFAAMYFLGFS
                     INNLTLMALTIATGFVVDDAIVVIENISRYIEKGEKPLDAALKGAGEIGFTIISLTFS
                     LIAVLIPLLFMEDIVGRLFREFAVTLAVAILISAVVSLTLTPMMCARMLSYESLRKQN
                     RLSRASEKFFDWVIAHYAVALKKVLNHPWLTLSVAFSTLVLTVILYLLIPKGFFPLQD
                     NGLIQGTLEAPQSVSFSNMAERQQQVAAIILKDPAVESLTSFVGVDGTNATLNNGRLQ
                     INLKPLSERDDRIPQIITRLQESVSGVPGIKLYLQPVQDLTIDTQLSRTQYQFTLQAT
                     SLEELSTWVPKLVNELQQKAPFQDVTSDWQDQGLVAFVNVDRDSASRLGITMAAIDNA
                     LYNAFGQRLISTIYTQSNQYRVVLEHDVQATPGLAAFNDIRLTGIDGKGVPLSSIATI
                     EERFGPLSINHLNQFPSATVSFNLAQGYSLGEAVAAVTLAEKEIQLPADITTRFQGST
                     LAFQAALGSTLWLIIAAIVAMYIVLGVLYESFIHPITILSTLPTAGVGALLALMLTGN
                     ELDVIAIIGIILLIGIVKKNAIMMIDFALAAERDQGMTPYDAIYQACLLRFRPILMTT
                     LAALFGALPLMLSTGVGAELRQPLGVCMVGGLIVSQVLTLFTTPVIYLLFDKLARNTR
                     GKNRHRDEDIDSSELLNGQEPQ"
     gene            2567395..2570469
                     /locus_tag="YPA_2288"
     CDS             2567395..2570469
                     /locus_tag="YPA_2288"
                     /codon_start=1
                     /transl_table=11
                     /product="AcrB/AcrD/AcrF family membrane protein"
                     /protein_id="ABG14253.1"
                     /db_xref="InterPro:IPR001036"
                     /translation="MKFFALFIQRPVATTLLTLAITLSGIIGFSLLPVSPLPQVDYPV
                     IMVSASMPGADPETMASSVATPLERALGRIAGVNEMTSTSSLGSTRIILQFDLNRDIN
                     GAARDVQAALNAAQSLLPSGMPSRPTYRKMNPSDAPIMIMTLTSDTFSQGQLYDYAST
                     KLAQKIAQTEGVSDVTVGGSSLPAVRVELNPSALFNQGVSLDAVRQAISAANVRRPQG
                     SVDAAETHWQVQANDEIKTAEGYRPLIVHYNNGSPVRLQDVANVIDSVQDVRNAGMSA
                     GQPAVLLVISREPGANIIATVDRIRAELPALRASIPASIQLNIAQDRSPTIRASLDEV
                     ERSLVIAVALVILVVFIFLRSGRATLIPAVAVPVSLIGTFAAMYLCGFSLNNLSLMAL
                     TIATGFVVDDAIVVLENISRHLEAGVKPKVAALRGVREVGFTVLSMSISLVAVFIPLL
                     LMAGLPGRLFREFAVTLSVAIGISLVISLTLTPMMCAWLLRSHPKGQQQRIRGFGKVL
                     LAIQQGYGRSLNWALSHTRWVMVVLLSTIALNVWLYISIPKTFFPEQDTGRMMGFIQA
                     DQSISFQSMQQKLKDFMQIVGADPAVDSVTGFTGGSRTNSGSMFISLKPLSERQETAQ
                     QVITRLRGKLAKEPGANLFLSSVQDIRVGGRHSNAAYQFTLLADDLAALREWEPKVRA
                     ALAKLPQLADVNSDQQDKGAEMALTYDRETMARLGIDVSEANALLNNAFGQRQISTIY
                     QPLNQYKVVMEVAPEYTQDVSSLDKMFVINSNGQSIPLSYFAKWQPANAPLAVNHQGL
                     SAASTISFNLPDGGSLSEATAAVERAMTELGVPSTVRGAFAGTAQVFQETLKSQLWLI
                     MAAIATVYIVLGILYESYVHPLTILSTLPSAGVGALLALELFDAPFSLIALIGIMLLI
                     GIVKKNAIMMVDFALDAQRNGNISAREAIFQASLLRFRPIIMTTLAALFGALPLVLSS
                     GDGAELRQPLGITIVGGLVVSQLLTLYTTPVIYLYFDRLRNRFSKQPLMKLE"
     gene            2570503..2571900
                     /locus_tag="YPA_2289"
     CDS             2570503..2571900
                     /locus_tag="YPA_2289"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14254.1"
                     /db_xref="InterPro:IPR001411"
                     /db_xref="InterPro:IPR007114"
                     /translation="MVTQATSVRWQLWIVAFGFFMQTLDTTIVNTALPSIAASLGENP
                     LRMQSVIVSYVLTVAVMLPASGWLADRIGVKWVFFSAIILFTFGSLMCAQSATLNELI
                     LSRVLQGVGGAMMVPVGRLTVMKIVPREQYMAAMAFVTLPGQIGPLVGPALGGFLVEF
                     ASWHWIFLINLPVGVIGALATLLLMPNHKMSTRRFDISGFIMLAIGMATLTLALDGHT
                     GLGLSPLAIAGLILCGVIALGSYWWHALGNRFALFSLHLFKNKIYTLGLVGSMSARIG
                     SGMLPFMTPIFLQIGLGFSPFHAGLMMIPMIIGSMGMKRIIVQVVNRFGYRRVLVNAT
                     LLLAVVSLSLPLVAIMGWTLLMPVVLFFQGMLNALRFSTMNTLTLKTLPDRLASSGNS
                     LLSMAMQLSMSIGVSTAGILLGTFAHHQVATNTPATHSAFLYSYLCMAIIIALPALIF
                     NRVPPDTGANRHLAR"
     gene            2571931..2573046
                     /locus_tag="YPA_2290"
     CDS             2571931..2573046
                     /locus_tag="YPA_2290"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14255.1"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR005467"
                     /translation="MIRIGITGKLFMAIFATCMLVLITMHWGVRTSFERGFIDYIKQS
                     NEQRIAMLSHALEGEYQHYGNWDFLRNNDQVIYQIMRSFEQNQNSESRPSMPPRGWRA
                     QFWVVDQDNNLLVGHSGHLPTEASRSAIKVNDQVVGWVISTPSEKLTRNADITFDQQQ
                     RRTSWFIVGLSTLLAAAVTWVLSRGMLAPVKRLVEGTHRLAAGDFSTRVAVSSRDELG
                     HLAQDFNQLASSLEKNEQMRRDFMADVSHELRTPLAVLRGELEALQDGLRQPTPESLS
                     SLQAEVAILTKLVNDLHQLSQSDRGALAYRKTQLDVVRLLQVAIASFHGRFQNKKMTI
                     TAHLPEHAVIFGDPDRLNQLFHNLLENSLRYTNEGGH"
     gene            2573058..2573315
                     /locus_tag="YPA_2291"
     CDS             2573058..2573315
                     /locus_tag="YPA_2291"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-binding region, ATPase-like"
                     /protein_id="ABG14256.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MIQEETLTLHWQDSKPGVSDEQLERLFERFYRTESSRNRASGGS
                     GLGLAICHNIVDAHSGKISAKHSPLGGLRITVVFPLFHSIG"
     gene            2573325..2574044
                     /locus_tag="YPA_2292"
     CDS             2573325..2574044
                     /locus_tag="YPA_2292"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component system response regulator"
                     /protein_id="ABG14257.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MHESPLSASQSGSVLIVEDEPKLGQLLVDYLQAAGYRTQWLTNG
                     AEVVATVRQTPPAIILLDLMLPGSDGITLCREIRRFSDIPIVMVTAKTEEIDRLLGLE
                     IGADDYICKPYSPREVVARVKTILRRCSQQRHQPTDDAPLLINESRFQASYQGHMLEL
                     TPAEFRLLKILASQPGHVFSREQLLNNLYDDYRVVTDRTIDSHIKNLRRKLELLDGEK
                     PFIRAVYGMGYRWEAEMCRLL"
     gene            2574181..2574519
                     /locus_tag="YPA_2293"
     CDS             2574181..2574519
                     /locus_tag="YPA_2293"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14258.1"
                     /translation="MALGHYEIKKAKNGQYHFNLKASNGEIILSSEMYASKASAENGI
                     ASVQSNSPQESQYELKHNTKNEPYFVLKAKNHQVIGVSESYSSPTAAKNGIASVMKNG
                     LSTVIKDLTL"
     gene            2574794..2576188
                     /locus_tag="YPA_2294"
     CDS             2574794..2576188
                     /locus_tag="YPA_2294"
                     /codon_start=1
                     /transl_table=11
                     /product="putative protease"
                     /protein_id="ABG14259.1"
                     /db_xref="InterPro:IPR001539"
                     /translation="MSSSSFTTERPFTPELLSPAGTLKNMRYAFAYGADAVYAGQPRY
                     SLRVRNNEFNHENLALGIQEAHALGKRFYVVVNIAPHNSKLKTFLRDLKPVIEMGPDA
                     LIMSDPGLIMMVRDAFPQMDIHLSVQANAVNWATVKFWQQMGLTRVILSRELSLEEIA
                     EIRAQVPEMELEVFVHGALCMAYSGRCLLSGYINKRDPNQGTCTNACRWEYNVQEGKE
                     DDVGNIVHIHQPIAVKNVEPTLGIGAPTDKVFVIEEAQRPGEYMTASEDEHGTYIMNS
                     KDLRAIQHVERLTQLGVHSLKIEGRTKSFYYCARTAQVYRRAIDDAVAGKPFDPSLLT
                     TLEGLAHRGYTEGFLRRHVHEEQQTYEYGYSVSERQQFVGEFTGVRREGLAEVLVKNK
                     FSRGDSVELMTPKGNIQFTLESMQDKKGQPADIAPGNGHIMYLPIPEEIDVEYGLLIR
                     NLNGTNSRNPHEKA"
     gene            2576824..2577714
                     /locus_tag="YPA_2295"
     CDS             2576824..2577714
                     /locus_tag="YPA_2295"
                     /codon_start=1
                     /transl_table=11
                     /product="putative diacylglycerol kinase"
                     /protein_id="ABG14260.1"
                     /db_xref="InterPro:IPR001206"
                     /db_xref="InterPro:IPR005218"
                     /translation="MPHTLLILNGKESGNPEVREAVKNVRDEGLTLHVRITWEHGDAK
                     RYVEEAATLAVSTVIAGGGDGTINEVATALMSLPADKRPCLGILPLGTANDFATGCNI
                     PLQIENALQLAVKGRAVAIDLAQVNGEHYFINMATGGFGTRITTETPDKLKAALGGVS
                     YFIHGLMRLDALKADSCKIHGPDFHWSGDALVIGIGNGKQAGGGQLLCPDALINDGLM
                     QLRLLTAKELLPAVLSTLFNGEKNKNVIDATVPWLDITAPNDITFNLDGEPLSGRHFH
                     IEILPHAIQCRLPPNCPLLG"
     gene            complement(2578001..2578510)
                     /locus_tag="YPA_2296"
     CDS             complement(2578001..2578510)
                     /locus_tag="YPA_2296"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14261.1"
                     /translation="MKGQKNLHCLLAGILLSISSGSFAQPAAVVSSPGVTVPEPVAST
                     PTMAELLQQPVYKARWQKMVKGQKNLPAWARKGAGTSGPYENITWGAQQYKVGSLCKP
                     HDCSNNFMWVAFSNDKKHVWGLRVTVADKPEALDNPSKFATYQWLGRPNENIQAMLTA
                     QLEKDPNWR"
     sig_peptide     complement(2578436..2578510)
                     /locus_tag="YPA_2296"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 25"
     gene            2578741..2578911
                     /locus_tag="YPA_2297"
     CDS             2578741..2578911
                     /locus_tag="YPA_2297"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14262.1"
                     /translation="MLPIELPEEPEKLYYSAGEAHPLAKLETDKIRQMVIDLDVANSD
                     SEHYVTGWMGVK"
     gene            2578883..2579629
                     /locus_tag="YPA_2298"
     CDS             2578883..2579629
                     /locus_tag="YPA_2298"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14263.1"
                     /translation="MSRVGWGLNSIVVVRNYQNKRGTANGFVINKGDRYRLSIQSIEF
                     RIPKMVLWMSFRRKPRTMELITYEELGEKPSGMQQYRNILDEELLGQLDQDWHELNDY
                     LGAACWQLENGTPLWQQLHQQITPDAIRQLATAPIFRTKHLQADGEYSGFWAGEYFFA
                     VRQPGTKQAADNPFPAVQISWRENDKDIGSYQFDLIEGESGKSRFSLCIRPRKGANSY
                     LLNRFDAHHLQRAIAMFTLAQQYLSGPVAG"
     gene            complement(2579691..2580491)
                     /locus_tag="YPA_2299"
     CDS             complement(2579691..2580491)
                     /locus_tag="YPA_2299"
                     /EC_number="2.7.4.7"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphomethylpyrimidine kinase"
                     /protein_id="ABG14264.1"
                     /db_xref="InterPro:IPR004399"
                     /translation="MKRINTLTIAGTDPSGGAGIQADLKTFSALRAYGTSVITALVAQ
                     NTRGVQSVYPIDPHFVAAQLDSVLSDVRIDSAKIGMLANTAVVEMVAEQLRRYPIPFV
                     VLDTVMVAKSGDPLLTPDAVEAVRQWLLPQVALITPNLPEAAALLGCPPASDEQQMRE
                     QGRALLALGCQGVLMKGGHLTGEDSPDWLFTAEGEQRFVAQRVATRNTHGTGCTLSAA
                     LAALRPRYGHWGETVAVAKNYLQRALEQADTLEVGQGIGPVHHFHQWW"
     gene            2581013..2581480
                     /locus_tag="YPA_2300"
     CDS             2581013..2581480
                     /locus_tag="YPA_2300"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14265.1"
                     /translation="MAVMILRNKKFSLLSLLLISALIYFLWMEFKPVKIIAVHQRNNY
                     SDILVENFPITDSGKIAWWIKNKSMLAEKYKIPKPASYGSFTIIFWDFGDGYQEEGKY
                     DRLCFDDMKTAENCIDKNSFLTVRNTPDNRVFFIVDNGKYLLKESNKVTKVRE"
     gene            2581539..2581817
                     /locus_tag="YPA_2301"
     CDS             2581539..2581817
                     /locus_tag="YPA_2301"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14266.1"
                     /translation="MTYKKYNSSWEGYMGDVLNGNVGINQLKPQHEYFDAIGLGKVLS
                     ENTQYHAVLTLAEAKSIIEDINPPRTQSPSNGEALARGFEIEPVHNSV"
     gene            complement(2581829..2583037)
                     /locus_tag="YPA_2302"
     CDS             complement(2581829..2583037)
                     /locus_tag="YPA_2302"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG14267.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            2583062..2583763
                     /locus_tag="YPA_2303"
     CDS             2583062..2583763
                     /locus_tag="YPA_2303"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14268.1"
                     /translation="MKISKTGNYTILFTVSTNPVARVFSVTDPISAYAGNIYDSRGVY
                     DVIREFKRFSITATEYVGENGRKYIHISGYAGLRRIITGTRYGASHPQMLSMGIGQQG
                     LSSNIVKGLKFCILFSIGYRTIEGIFKDEYTLAEFIGNITMDMAKIAIVAATSFIVGV
                     LFTATVLAGGSIIVVAGVAFAVGFVATAILDHFDEKYGISEKLIALLTKEMRKKPRTQ
                     EANFQSILNGLGRLK"
     gene            2583760..2584155
                     /locus_tag="YPA_2304"
     CDS             2583760..2584155
                     /locus_tag="YPA_2304"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14269.1"
                     /translation="MNNRLFKTLGAIIALLIFTPMIYLVSTYIISLIKMEDIIKFSGP
                     IFIAFLSSPILLYSLVGSVWFFIFNKLPKFNKFIIKYLSIPMFLSFIVSFPISLYVDY
                     KLKSNGYVVCDRISWMSPNTYVKDLSLCR"
     gene            2584219..2584614
                     /locus_tag="YPA_2305"
     CDS             2584219..2584614
                     /locus_tag="YPA_2305"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14270.1"
                     /translation="MKNRPFNILFGMIIFSVVLFMMYLVFLCLISLIRMEDKITFSSS
                     IVICLISSPLLFYATAGSVYIFVFNKEPKFNKMIVKYLTMLAIASFIMSFPISFYVDY
                     KLKSNGYVVCDKISWMSPNFYVRDLSLCR"
     gene            2584676..2585071
                     /locus_tag="YPA_2306"
     CDS             2584676..2585071
                     /locus_tag="YPA_2306"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14271.1"
                     /translation="MKNRLFNALLGVMLLLIITPMMLLVGSYVISLMRMEDEITFSSS
                     IFISLLSSPLVFYALAGSTCEFIFNKLPKSRKIVIKYLTMLAIASFIISLPVSFYVDY
                     KLKSNSYVVCDRISWMSPNTYVKDLSLCR"
     gene            2585135..2585533
                     /locus_tag="YPA_2307"
     CDS             2585135..2585533
                     /locus_tag="YPA_2307"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14272.1"
                     /translation="MKNRLFKTLGGLVFLLSFLFLMKYLIINSIIPLIKIEDRIIFSS
                     SIAICLISFPLMSYVMTASVYFFIFNKVPKFNKLIVKYLTMLTIASFIVSFPIPFYID
                     YKLKNNGYVVCDRISWMSPNTYVRDLSLCK"
     gene            2585557..2586036
                     /locus_tag="YPA_2308"
     CDS             2585557..2586036
                     /locus_tag="YPA_2308"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14273.1"
                     /translation="MANLIYASIDGEKQGLISSGCSTLDSIGNRCQLGHEDQIYVYGF
                     DHNIARAQNVAHQPIIITKPIDKSSPLLGMSISNNEKLQIVLYMYRINSSGSLEVFYT
                     IKLKDAYISNISQHCPNALTHNDIQPYEIISISYKSIDWEHNISGTSGYSIWDERVY"
     gene            complement(2586196..2586369)
                     /locus_tag="YPA_2309"
     CDS             complement(2586196..2586369)
                     /locus_tag="YPA_2309"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14274.1"
                     /translation="MKFKYRNREFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQL
                     SIPYPGSPFTGRK"
     gene            complement(2586366..2586635)
                     /locus_tag="YPA_2310"
     CDS             complement(2586366..2586635)
                     /locus_tag="YPA_2310"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG14275.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLAI"
     gene            complement(2587010..2588587)
                     /locus_tag="YPA_2311"
     CDS             complement(2587010..2588587)
                     /locus_tag="YPA_2311"
                     /EC_number="6.3.5.2"
                     /codon_start=1
                     /transl_table=11
                     /product="GMP synthase (glutamine-hydrolyzing)"
                     /protein_id="ABG14276.1"
                     /db_xref="InterPro:IPR000991"
                     /db_xref="InterPro:IPR001317"
                     /db_xref="InterPro:IPR001674"
                     /db_xref="InterPro:IPR004739"
                     /db_xref="InterPro:IPR006220"
                     /db_xref="InterPro:IPR011702"
                     /translation="MTKNIHKHRILILDFGSQYTQLLARRVREIGVYCELWAWDVTEA
                     QIREFNPSGIILSGSPESTIENGSPRAPDYVFTAGVPVLGVCYGMQTMAIQLGGKVES
                     SNQREFGYAQVEIKADSALIRDIKDAINPAGEAVLDVWMSHGDKVAEIPADFVTVAST
                     DTCPFAIMANEEKRFYGVQFHPEVTHTKQGLRLLERFVLGICGCEALWTSATIIEDAI
                     VRLREQIGDDHVILGLSGGVDSSVTAMLLHRAIGKRLTCVFVDNGLLRLNEADQVLEM
                     FGDKFGLNIVHVAAEDRFLSALTGVDEPEAKRKIIGRVFVELFDEEACKQEQVKWLAQ
                     GTIYPDVIESAASATGKAHVIKSHHNVGGLPKEMKLGLVEPLKELFKDEVRKIGLELG
                     LPYDMLYRHPFPGPGLGVRVLGEVKKEYCDLLRRADAIFIEELHKADLYNKVSQAFTV
                     FLPVRSVGVMGDGRKYDWVVSLRAVETVDFMTAHWAHLPYDFLGRVSNRIINEVNGIS
                     RVVYDISGKPPATIEWE"
     gene            complement(2588767..2590230)
                     /locus_tag="YPA_2312"
     CDS             complement(2588767..2590230)
                     /locus_tag="YPA_2312"
                     /EC_number="1.1.1.205"
                     /codon_start=1
                     /transl_table=11
                     /product="inosine-5'-monophosphate dehydrogenase"
                     /protein_id="ABG14277.1"
                     /db_xref="InterPro:IPR000644"
                     /db_xref="InterPro:IPR001093"
                     /db_xref="InterPro:IPR003009"
                     /db_xref="InterPro:IPR005990"
                     /translation="MLRIAKEALTFDDVLLVPAHSTVLPNTAELGTQLTATIRLNIPM
                     LSAAMDTVTESRLAIALAQEGGLGFIHKNMSIERQAEEVSRVKKHESGVVTEPQTVTP
                     TTTLRQVKELTARNGFAGYPVVTEDYELVGIITGRDVRFVTDLDQPVTAVMTPKERLV
                     TVKEGETREVVLQKMHEKRVEKVLVVDDSFHLRGMITVKDFQKAERKPNACKDEHGRL
                     RVGAAVGAGAGNEERIDALVAAGVDVLLIDSSHGHSEGVLQRIRETRAKYPNLQIVGG
                     NVATGAGAKALADAGVSAVKVGIGPGSICTTRIVTGVGVPQITAIADAVEALEGTGIP
                     VIADGGIRFSGDIAKAIAAGASCVMVGSMLAGTEESPGEIELYQGRSFKSYRGMGSLG
                     AMSKGSSDRYFQTDNAADKLVPEGIEGRVAYKGLLKEIVHQQMGGLRSCMGLTGCGTI
                     NELRTKAEFVRISGAGIQESHVHDVTITKESPNYRMM"
     gene            2590400..2591779
                     /locus_tag="YPA_2313"
     CDS             2590400..2591779
                     /locus_tag="YPA_2313"
                     /EC_number="3.1.11.6"
                     /codon_start=1
                     /transl_table=11
                     /product="Exodeoxyribonuclease VII large subunit"
                     /protein_id="ABG14278.1"
                     /db_xref="InterPro:IPR003753"
                     /translation="MSQSSASSIFTVSRLNQTVRELLEREMGQIWLTAEISNFSQPAS
                     GHWYFTLKDDRAQVRCAMFRNSNRRTTFRPQNGQQVLVRASITLYEPRGDYQLIAESM
                     QPAGDGLLQQQFEQLKQQLAAEGLFDQSHKQPLPHPAKQVGVITSASGAALHDVLHVL
                     QRRDPSLPVIIYPTSVQGVDAPLQIVRAIQLANLRAECDVLIVGRGGGSLEDLWSFND
                     ERVARAIFNSHIPIVSAVGHETDVTIADFVADLRAPTPSAAAELVSRNQIELVRQIQG
                     QQQRMEMAMDYYLAQRNQQFTRLEHRLQQQHPHLRLARQQTLLLKLQRRLEESAQTQI
                     RLLSKRTERLQQRLQQVQPQGQIHRYNQRVQQQEYRLRQAVERQLNGYRQRFGIACSQ
                     LEAVSPLATLARGYSVTQTPAGALLKTTKQVQAGDKLTTRLQDGWVESEITQVTVAKK
                     SRQKKVVTQ"
     gene            complement(2592209..2593165)
                     /locus_tag="YPA_2314"
     CDS             complement(2592209..2593165)
                     /locus_tag="YPA_2314"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14279.1"
                     /translation="MSWETWSFAFSVTVPNLLMMLLGVLLRRCRLIDDNFCDGATRLV
                     FNLALPCLLFFSVATNHVSLLDNLPLAIYGAGGTLLTFLLLEVAAKWLVKDPRERGVF
                     VQGGFRANTAIVGLAFAMTAYGAEGVAIGSMYLTVTVILFNTLSVITLTRSLQAGQGG
                     KISKLSLLRGIVTNPLIIGLVCGLLFAQTALSLPQVIVQTGSYISALALPLALLCTGA
                     SLDWHAMFRSSNVAALSSVAKLFLVPILMTLGGLLMGFRGATLGVIFLFSATPTAAGS
                     YVMTRAMGGNATLAANIIAITTVGSFFTTALGIYFLRSLGVM"
     gene            complement(2593512..2594999)
                     /locus_tag="YPA_2315"
     CDS             complement(2593512..2594999)
                     /locus_tag="YPA_2315"
                     /codon_start=1
                     /transl_table=11
                     /product="putative GTP-binding protein"
                     /protein_id="ABG14280.1"
                     /db_xref="InterPro:IPR005225"
                     /db_xref="InterPro:IPR005289"
                     /db_xref="InterPro:IPR006073"
                     /translation="MIPVIALVGRPNVGKSTLFNRLTHTRDALVADFPGLTRDRKYGR
                     AEVEGHEFIVVDTGGIDGTEDGVETKMAGQSLLAIEEADIVLFMVDARAGLMPADQGI
                     AQHLRSREKATFLVANKTDGIDPDTATADFYSLGLGEVHAIAASHGRGVTQLIEDVMA
                     PYMDAEEPEVELTEEEENAAYWAEQEAQGEDVPPEDPEDDFDPRTLPIKLAIVGRPNV
                     GKSTLTNRILGEDRVVVYDMPGTTRDSIYIPMTRDDREYILIDTAGVRKRGKITETVE
                     KFSVIKTLQAIEDSNVVLLVIDARDGISDQDLSLLGFILNSGRSLVIAVNKWDGMTEE
                     ARAQVKDMLDLRLGFVDFARIHFISALHGSGVGNLFESVQEAYDCSTKRVGTSLLTRI
                     MQMAEEDHQPPLVRGRRVKLKYAHAGGYNPPIVVIHGNQVTDLSDSYKRYLMNYFRRS
                     LKVMGTPIRIQFKEGENPFAGKRNPLTPNQMRKRKRLMSHLKKGK"
     gene            complement(2595147..2596328)
                     /locus_tag="YPA_2316"
     CDS             complement(2595147..2596328)
                     /locus_tag="YPA_2316"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14281.1"
                     /db_xref="InterPro:IPR002372"
                     /translation="MQLRKTLLVGLVSVALLSGCSLFNSEEDVVTMSPLPKVENQFSP
                     TKVWSTSVGSGVGDYYSHLRPAWQGTSVFAADRKGLVKAMDADTGKQIWQTDLSEKTN
                     FLSSNHSAMLSGGVTASGSHVYVGSEKAVVYALNAYDGQVAWQTVVAGEALSRPVVSD
                     GVVLIHTSNGMLQALNESDGAIKWTLNLDTPALSLRGESAPAVAFGAAIVGGDNGRVS
                     AVMMEQGQLIWQQRISQVTGATEIDRLNDIDITPVVVDGVVYALAYNGNLTALDLRSG
                     QILWKREIGSVNDFIVDAGRIYLVDQNDRIIALKSDGGVTLWSQSDLLHRNLTAPVMY
                     NGYLVVGDAEGYLHWVNTDDGRFVAQQSVDSSGFLSAPVVASDKLLIQARSGTVYAFT
                     R"
     sig_peptide     complement(2596254..2596328)
                     /locus_tag="YPA_2316"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.835) with cleavage site probability 0.700 at
                     residue 25"
     gene            complement(2596340..2596975)
                     /locus_tag="YPA_2317"
     CDS             complement(2596340..2596975)
                     /locus_tag="YPA_2317"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14282.1"
                     /translation="MEVYTTENDQVDAVRRFFSENGKALAVGVVLGIGALVGWRYWQG
                     NQNTAMTEASSAYQKVSTALSTNSAGNVSADSIALAEKFVQSNKNNYGVLVGLELAHD
                     FVEQNAFDKAAQQLSQALGQTKDENLLSLINLRLARVQLQLKKPDEALKTLDAVQGDG
                     WTAMAQDVRGDALLSKGDTAGARAAYSKAIESNASQALQALLRMKLNNLSS"
     gene            complement(2596989..2598263)
                     /locus_tag="YPA_2318"
     CDS             complement(2596989..2598263)
                     /locus_tag="YPA_2318"
                     /EC_number="6.1.1.21"
                     /codon_start=1
                     /transl_table=11
                     /product="histidyl-tRNA synthetase"
                     /protein_id="ABG14283.1"
                     /db_xref="InterPro:IPR004516"
                     /db_xref="InterPro:IPR006195"
                     /translation="MAKNIQAIRGMNDYLPADTAIWQRIESILKQVLSGYGYSEIRMP
                     IVEQTPLFKRAIGEVTDVVEKEMYTFDDRNGESLTLRPEGTAGCVRAGIEHGLLYNQE
                     QRLWYIGPMFRYERPQKGRYRQFHQLGAEVFGLPGPDIDAELILLTARWWRALGIFEH
                     VKLELNSIGSLAARADYREALVAFLEQHVEVLDEDCKRRMYSNPLRVLDSKNPDVQQL
                     LDDAPKLSDYLDEESKQHFAGLCELLDKASIPYTVNERLVRGLDYYNRTVFEWVTHSL
                     GAQGTVCAGGRYDGLVEQLGGRATPAVGFAMGLERLVLLVQAVNADFQVPATVDAYVI
                     SSGEGAQSAAMLLAESLRDALPTLKIMTNYGGGNVKKQFTRADKWGARVALMLGESEV
                     AAQQVVVKDLRNGEQETLAQADVAARLALMLG"
     gene            complement(2598472..2599599)
                     /locus_tag="YPA_2319"
     CDS             complement(2598472..2599599)
                     /locus_tag="YPA_2319"
                     /EC_number="1.17.7.1"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxy-3-methylbut-2-en-1-yl diphosphate
                     synthase"
                     /protein_id="ABG14284.1"
                     /db_xref="InterPro:IPR004588"
                     /translation="MHNGSPIIRRKSTRIYVGKVPIGDGAPIAVQSMTNTKTTDVDAT
                     VAQIKALERVGVDIVRVSIPTMDAAEAFKLIKQQSTVPLVADIHFDYRIALKVAEYGV
                     DCLRINPGNIGNESRIREVVACARDYNIPIRIGINGGSLEKDIQEKYGEPTPEALLES
                     AMRHVDILDRLNFDQFKVSVKASDVFLAVNSYRLLAKQINNPLHLGITEAGGARSGSV
                     KSAIGLGLLLSEGIGDTLRISLAADPVEEVKVGFDILKSLRIRARGINFIACPTCSRQ
                     EFDVIGTVNALEQRLEDLITPMDVSIIGCVVNGPGEALVSTIGVTGARNHSGFYEDGV
                     RQKERFDNKAMIDQLEAKIRAKASILDANNRIVINQLDDNK"
     gene            complement(2599661..2600698)
                     /locus_tag="YPA_2320"
     CDS             complement(2599661..2600698)
                     /locus_tag="YPA_2320"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA-binding protein"
                     /protein_id="ABG14285.1"
                     /db_xref="InterPro:IPR001387"
                     /translation="MNTEASQDQTVTETPGVRLRQARESLGLTQQTVAERLCLKVSTI
                     RDIEEDNAQANLASTFHRGYIRSYAKLVHLPEDELLPILEKQAPVRAAKVAPMQSFSL
                     GKKHKKRDGWLMSFTWLIVLVVLGLTGAWWWQNHQAQQAEIANMVDQSSAQLSQNGGQ
                     PVPLTDDNSDAIAPTDAPAPVANGQPVPLTNHSGSAITNSATTSSVPKTTSTEPVDTA
                     NTNTTMHQEGAASAAVSPSQVPQPGMPTGQPPLPTADAGVSGSASSVGALVMNFTADC
                     WLQVVDATGKTLFSGIQKGGAVLNLAGKAPYKLTIGAPGALTISYQGNPVDLSKFIKA
                     NRVARLTVCVE"
     gene            complement(2600688..2601437)
                     /locus_tag="YPA_2321"
     CDS             complement(2600688..2601437)
                     /locus_tag="YPA_2321"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fimbrial biogenesis protein"
                     /protein_id="ABG14286.1"
                     /db_xref="InterPro:IPR001440"
                     /translation="MKLTKLWRVCLVVSVLTGCSGTPPENTSQAVAGQTRLQLGLAYL
                     AQGDLTAARKNLEKAVEADPQDYRTQLGMAFYAQRIGENSAAEQRYQQAMKLAPGNGT
                     VLNNYGAFLCSLGQYVSAQQQFSAAALLPDYGQVADSLENAGYCFLRANQDKQARVLL
                     SRALKYDPDKGEPLLAEAQRHFGEGNRAQAQLLLDVYQHTLPASAESLWLQIRFAALA
                     GRQDSVQRYGKQLARSFPQSKQYQHFLANEY"
     sig_peptide     complement(2601354..2601437)
                     /locus_tag="YPA_2321"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.914) with cleavage site probability 0.443 at
                     residue 28"
     gene            complement(2601591..2602787)
                     /locus_tag="YPA_2322"
     CDS             complement(2601591..2602787)
                     /locus_tag="YPA_2322"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14287.1"
                     /db_xref="InterPro:IPR004383"
                     /translation="MSEQLLTASTPIDAAPLSDNTVQTTAPATSKINLLDLNRQQMRE
                     FFAEMGEKPFRADQVMKWMYHYCYDDFEQMTDINKGLRAKLQRVAEIRAPEVAEEQRS
                     VDGTIKWAIKVGDQQVETVYIPEADRATLCVSSQVGCALECKFCSTAQQGFNRNLRVS
                     EIIGQVWRAAKIIGSLKSTGTRPITNVVMMGMGEPLLNLNNVVPAMDIMMDDFGFGLS
                     KRRVTLSTSGVVPALDKLGDMIDVALAISLHAPTDDIRDEIVPINRKYNIETFLAAVR
                     RYLDKSKANGGRVTVEYVMLDHINDSTEQAHQLAECLKDTPCKINLIPWNPFPGAPYG
                     RSSNSRVDRFSKVLMEYGFTTIVRKTRGDDIDAACGQLAGEVIDRTKRTLKKKMAGEP
                     IAIKTV"
     gene            complement(2603049..2603477)
                     /locus_tag="YPA_2323"
     CDS             complement(2603049..2603477)
                     /locus_tag="YPA_2323"
                     /EC_number="2.7.4.6"
                     /codon_start=1
                     /transl_table=11
                     /product="nucleoside diphosphate kinase"
                     /protein_id="ABG14288.1"
                     /db_xref="InterPro:IPR001564"
                     /translation="MALERTFSIIKPNAVANNDIGAIYARFERAGFKIIAAKMLHLTK
                     EQAEGFYAEHKGRPFFDGLVEFMTSGPIMVQVLEGENAVQRHRDIMGATNPDNALAGT
                     LRADFSDSFTANAVHGSDAVESAQREIAYFFAADEIFPRS"
     gene            complement(2603804..2606224)
                     /locus_tag="YPA_2324"
     CDS             complement(2603804..2606224)
                     /locus_tag="YPA_2324"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14289.1"
                     /db_xref="InterPro:IPR001064"
                     /translation="MRYNRNHMLTLMFSLLIFDAYANEPKVCFYMDDDYNGESLCAAQ
                     GNSVASIPDKWNDRISSISIPHGLVVTVYEDVDFLGASRSFEADVDLVSDKDLIYLND
                     NISAFKIKKAVCFYGESNFTGDSLCLSSGEQFDLYRGNYPERKQSHLVNPLNDEVYSI
                     KIPPGMQTTVYEDDDYNGKYFVLTEDYTPDDLLIIRMNNKISSMRVSQDEDFICDRFC
                     SIKKSIKFKIQKSFGSYWIDPRIKYRDILLDFQLSDTDDYSIKFFDEGLIKVKNYKLF
                     FFDGNEKHGEGFLFNLSDKSSNLSFLLRFNGGFFQIQFVESLNNEIVYSSPLIGTLFD
                     DANSDVIFDINNVDANSPIVIDKMVLTVGKEHNRAERSTLGLATCWAIPILSIYNYIV
                     QGHCNQADKFVHNAADFFGSPADKILQIFGSSLPLPPKNSNETLDDESALINFMSDVK
                     GTLTYITTNMGEHALTVPATALACKASMREKILPHLRNRRDLAPGCIDWTLSILTDFT
                     LLFGASIEYWNSKNFGRVIENIVREGEIGSAVADVDTASRLIESVQAHVAEATEVADI
                     IHLKTAFDFSQLSYVSYVRHTEEEVVSPQSAQALPLGRYELALVDYHFIETVPRIRQD
                     GRWVERPDLHFDIEVISGVPEETDASRQVLLPIIEAWQHSYSQQELLFHASDILPESS
                     LARYEIEPLLEASRLTSEVAISWLRTSRDDFVYVVVRLEGEVISLTMAVDININDVGV
                     AGSLTNPDYVITPNAEGAVRGAGTAAIRALADHFKRKGKISLVSSVISQPSAIVKKKV
                     GFRFIEEL"
     sig_peptide     complement(2606156..2606224)
                     /locus_tag="YPA_2324"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.997) with cleavage site probability 0.997 at
                     residue 23"
     gene            2606399..2606656
                     /locus_tag="YPA_2325"
     CDS             2606399..2606656
                     /locus_tag="YPA_2325"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14290.1"
                     /translation="MLIFYSLNNSSYSKAASERQVVESTFEQHLLCSQRQGEIHGSAE
                     SRRKPTTRIIFGINAIKLTQKIHYSKNQKKLNIIKNLPGKF"
     gene            2606940..2611316
                     /locus_tag="YPA_2326"
     CDS             2606940..2611316
                     /locus_tag="YPA_2326"
                     /codon_start=1
                     /transl_table=11
                     /product="putative autotransporter protein"
                     /protein_id="ABG14291.1"
                     /db_xref="InterPro:IPR006315"
                     /translation="MKNSNTLNTRLLPLSILISSLVSGGAMAVSQIATTDTPAVTPIK
                     STLTGPFERNSAGTSFGSNVDVDVIDNTSTATRVIAETTPEAESTIGEATGQEGGNAT
                     AVIPPTTTPSEQEITEPEQPGLLDKIKDLLGLGEITQEQADALEKNVKTKVEKVDAQT
                     AAKLALESAQAEAQKAAEDALYLKTENVSYQAFAQTEEKIKKEADEAKKKQDKTKEDA
                     IKAVKVNNTPLVPGDKDIAEKVTKAVTDTTKVQGEKAVTLATKITDAKVAQEKKDANT
                     EALAEIDGRLISVSNALIQATGTDKGPLDQKLKEAQQAKTEQDGKELASGGYKELFEE
                     DKKTSGYFGIAENDNGSGQQEKLAEAKKNRDAYNKAAKKELDAIAKAQKAVEAIDAQI
                     VKLKKDKGDIEQEQSTEKGKTGGLDIALSGANDAKDAAQGEFDTAKNAAELAETAAKA
                     IEAAKITDKAVEDATAAYKEAADKAEQTKTALEAAEKAKEDADKLVVTNTGLLNDADQ
                     ALEQLVTAQNNAQPTLDLPAIDVTIAPAKTQDVIEGTSAIATQVAGGTQNVAKGGKAI
                     DSVITKDGIVNLAAGANAKGTEVTKGTLNNNGGVDTDTVVSTEGKLVLTGGSETAIAT
                     STGAKVAEGGVVTAGDHSVIEKMISSGNVTASGNNTIVRDTTINDGKLSLAGTATANN
                     TTFNGGIFSVEGDTAATKTNMTGGKFAVTGNAKIEETVVSAGDVSLADKATANNTTLT
                     GGTFAAAGDTAVSATNMTGGTFTVAGDTAATKTKMTGGEFAVTGNAKIEDTVLNASDF
                     SLADKATANNTTLTDGTFTVAGDAAVTATNMSGGKFAVKGKAKIKDTQLSAGNFTLAE
                     NATANDTTLNGGKFDVSNEATATNTTINNGLFTLKDGAHADSTTVNSGTFVMADQSTA
                     NGIQLVDSAFTLASGAKASGITKLTGGQAQVAGSLESLSLTGGRADFANSAKASGLLD
                     ISADSQIIMNRGADTAQANLNLAGRLELLASDVAQAVAQPVARAAMELSNARAVMPAP
                     AMPVPAAAPVAHFALNDVVMTGGTVDMSNAKNAQLTMASLNGTGNFNLGSVMQSDSVA
                     PLNVSGDANGDFIIAMNSSGQAPTNLNVVNTNGGDARFALANGPVALGNYMTNLAKDA
                     NGNFVLTADKSAMTPGTAGILAVANTTPVIFNAELSSIQQRLDKQSTETNQSGMWGSY
                     LNNNFAVKGRAANFDQKLNGMTLGGDKATALADGVLSVGGFASYSSSDIKTDYQSKGK
                     VDSHSFGAYAQYLANSGYYMNAVVKNNQFSQDVNITSINGSASGVSNFSGMGIALKAG
                     KHFNFNEAYVSPYVAMSAFSSGKSNISLSNGMEAQSSSTRSAMGTLGVNAGYRFVMNN
                     GAELKPYAIFAVDHEFAKNNQVTVNQEVFDNNLSGTRVNTGAGMNVNITPNLSVGSEV
                     KLSSGKDIKTPVTINLNVGYSF"
     sig_peptide     2606940..2607026
                     /locus_tag="YPA_2326"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.991 at
                     residue 29"
     gene            2611874..2615032
                     /locus_tag="YPA_2327"
     CDS             2611874..2615032
                     /locus_tag="YPA_2327"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14292.1"
                     /translation="MKSRHHLNTRLLPLSILISALIPAAVLAAPSVAIPPPVQDLINQ
                     VQSYANAHVISPEQAETLIKRLTVTPEKLKEEEARVKQELAAVEKKQKEANTEIITTS
                     IEKDQFNKALNNKQKAKLAAETVFINANSKQNEAIKAVNKNWSLADENISTKLSVIVN
                     GESKTQAILAEKIKLTETANINQQEQVIKAQQLDTEIQKNQSELDDAINNKTTGTIVL
                     QEKLTQAETKLETAKNNPKSKLSLAEAKHKRTSKNLKNPKKQAKSEALRNQKDYEREL
                     KNLQTPITTATEELKVSQEKVEVLTQEKALISTKKIASDAITDNLQGEINRAQQAQLQ
                     AEQDAQQAKDATLAQQAMAKAAAAEKSLQEAEQKLAAIAVIAQEAEAKLTAAQRAKAD
                     AELQLADKMEQLANINLDLTALNNLDPKVISQQTLAKGEAQPVADGELAVATKVAGGE
                     QNITTGGVVLASVVTEDGVVNLSDSALAHDSQLINGTLNNTRAHDVNTQVGAQGKLLI
                     NGTQEAAATSEGATVAAGGSVTAGTNTLVTKMVSAGTVTGNDGALFTETTLNDGQFSL
                     NNGAIAKNTKVNGGQFNVNEGATAKDTEVSAGAVTGNDGALFTETTLNDGQFSLNNGA
                     IAQNTKVNGGQFNVNEGATAEGVTVKGGEFNLRARAQAMKLTIEFGEAQIAGTLTDVT
                     LRGGNTTLASTADVAGTIHSISGSALKVYQGAHTAQADLNLAGRVVLFADDVAPAAAL
                     PSRAVRAADNRLSAPFTFRRVNMSGGTLDLRNVKKAQLVMDSLAGNGTFKLGSMLQQD
                     ASAPVNVTGNADGDFILQIDGSGIDPTNLNVVSTGGGDARFTLTDGPIGLGNRVYNLV
                     KDASGKVTLVANESTVTPGTASILAVANTTPVIFNAELSSVQQRLDKQSTEANESGIW
                     GTYLHNNFAVKGRAANFDQTLNGITLGGDKATALADGVLSVGGFASASTSSIKTDYQS
                     KGNVDSHSFGAYAQYLANNGGYVNGVVKANKFNQDIHVTSADNSASGNTNFSGMGVAV
                     KAGKHINHNHLYVSPYVAIERL"
     sig_peptide     2611874..2611960
                     /locus_tag="YPA_2327"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.942 at
                     residue 29"
     gene            2614998..2615318
                     /locus_tag="YPA_2328"
     CDS             2614998..2615318
                     /locus_tag="YPA_2328"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14293.1"
                     /db_xref="InterPro:IPR003991"
                     /translation="MFRHTWQLSAFSSGKSAVKLSNGMVAQSSSTRSMIGTLGVNAGY
                     RFVLKNGVEMKPYVSASVDHEFAANNKFRVNQEMFDNNLNGTRVNTGAGLNVNITPNL
                     SVLK"
     gene            complement(2615656..2616609)
                     /locus_tag="YPA_2329"
     CDS             complement(2615656..2616609)
                     /locus_tag="YPA_2329"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14294.1"
                     /translation="MSFPPPSIDDKHAIDDSPAADDNHTADDNSAADERHEHHHHDEH
                     GEDLESLLKLAATASIHRTAFFRVLLDATVLVLVGDSEQGSDDGEMSFTTANGVNILH
                     WEKQDGESVIPFFTSVEVLQQALEQTDGETIGSEKQPFVAMPVRVLFEMTQGAHLFLN
                     PKSEYGKEFWPEEVAMLLKNGGLVQPAEMVVDKESQILLGQPEEYPSAMVDALIQLFS
                     QRKPVRRAFLALMHDKSVDEKPNLLIGLEVDGTANEVDQLIQEAGNVASDHAPDGGPV
                     DFCLVSEKERGVSHYLTTHTQAFYQRKWGSWLRNVIPSTNH"
     gene            complement(2616688..2617986)
                     /locus_tag="YPA_2330"
     CDS             complement(2616688..2617986)
                     /locus_tag="YPA_2330"
                     /codon_start=1
                     /transl_table=11
                     /product="PepB aminopeptidase. Metallo peptidase. MEROPS
                     family M17"
                     /protein_id="ABG14295.1"
                     /db_xref="InterPro:IPR000819"
                     /translation="MTTEIMQISLSHNPADARWGEKALISTNDQGVTIHLTSHDQLGG
                     IQRAARKIDGQGIKQVKLAGEGWGLEQSWAFWQGFRGPKGQRSVVWAELPANEKTELE
                     QRLKIIDWVRDTINAPAEDLGPEQLAKNAIDLLCAVSCDAVSYRITKGEDLREQNYAG
                     IYTVGRGSDRAPVLLALDYNPTGNPDAPVMACLVGKGITFDSGGYSLKQSAFMDSMKS
                     DMGGAATLTGALALAAARGLKERVKLYLCCADNMVSGNAFKLGDIIRYRNGKTVEIMN
                     TDAEGRLVLADGLIDASEQNAPLIIDAATLTGAAKTALGNDYHALFSFDDELAQALLN
                     SAHSEHELFWRLPLAEFHRSQLPSNFAELNNVAGGAYSAGASTAAAFLSHFVKNYQQG
                     WLHIDCSATYRKSAVDQWSAGATGLGVRTVANLLLAQAKQ"
     gene            complement(2618126..2618326)
                     /locus_tag="YPA_2331"
     CDS             complement(2618126..2618326)
                     /locus_tag="YPA_2331"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14296.1"
                     /translation="MSLTWQDTREIAEALYERFPDTDPKTVRFTDMHQWICELDGFDD
                     DPQRSNEKVLEAILLVWLDEFE"
     gene            complement(2618356..2618691)
                     /locus_tag="YPA_2332"
     CDS             complement(2618356..2618691)
                     /locus_tag="YPA_2332"
                     /codon_start=1
                     /transl_table=11
                     /product="adrenodoxin family ferredoxin"
                     /protein_id="ABG14297.1"
                     /db_xref="InterPro:IPR001055"
                     /db_xref="InterPro:IPR011536"
                     /translation="MPKIVFLPHKDLCPDGAVLEAIQGETILDVALRHGIDIEHACEK
                     SCACTTCHCVVREGFDSLPESSELEDDMLDKAWGLEPESRLSCQARVTDEDLVVEIPR
                     YTINHAREH"
     gene            complement(2618694..2620646)
                     /locus_tag="YPA_2333"
     CDS             complement(2618694..2620646)
                     /locus_tag="YPA_2333"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperone protein HscA"
                     /protein_id="ABG14298.1"
                     /db_xref="InterPro:IPR001023"
                     /db_xref="InterPro:IPR010236"
                     /translation="MALLQISEPGLTAAPHQRRLAAGIDLGTTNSLVATVRSGKAQTL
                     ADEQLADEQLIADEQLIAGEQLIAGQQLIAGQQLINEKQRDLLPSVVHYHPQGIDVGW
                     KARNLAALDPVNTISSVKRMMGRSLADIVQRYPNLPYQFHASENGLPMIQTARGLVNP
                     VQVSAEILKTLAQRAQAALAGELDGVVITVPAYFDDAQRQGTKDAARLAGLHVLRLLN
                     EPTAAAIAYGLDSGQEGVIAVYDLGGGTFDISILRLSRGVFEVLATGGDSALGGDDFD
                     HLLADWLREQAGVATRDDHGIQRQLLDTAIAAKIALSEAETAVVSVAGWQGEVTREQL
                     ESLIAPQVKRTLMACRRALKDAGVTADEILEVVMVGGSTRVPLVREQVGQFFGRTPLT
                     SIDPDKVVAIGAAIQADILVGNKPDSDMLLLDVIPLSLGLETMGGLVEKVIPRNTTIP
                     AARAQEFTTFKDGQSAMMIHVLQGERELVKDCRSLARFTLRGLPPLPAGGAHIRVTFQ
                     VDADGLLSVTAMEKSTGVEASIQVKPSYGLSDDEIANMIKDSMANAQSDITARKLAEQ
                     RVDAARVLESLQGALAEDAALLSEQESAAIAQAVALLQQQMQGSDPQAIEAAIKALDA
                     QTQDFAARRMDASIRRALAGHSVDEV"
     gene            complement(2620889..2621413)
                     /locus_tag="YPA_2334"
     CDS             complement(2620889..2621413)
                     /locus_tag="YPA_2334"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperone protein HscB"
                     /protein_id="ABG14299.1"
                     /db_xref="InterPro:IPR001623"
                     /db_xref="InterPro:IPR004640"
                     /translation="MDYFTLFGLPARYLIDGNQLTTRYQELQRQFHPDRFATQPERER
                     LASMQQAATINDAYQTLKHPLKRAEYMLSLQGFDLGNEQHTMRDTAFLMEQLELREEL
                     DAIERKPDAETLLAEFSRRVAQMTTTRTQQMVEQLDAQLWVQAADTVRKLRFLDKLQQ
                     QVEQLEERLFDDFA"
     gene            complement(2621524..2621847)
                     /locus_tag="YPA_2335"
     CDS             complement(2621524..2621847)
                     /locus_tag="YPA_2335"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14300.1"
                     /db_xref="InterPro:IPR000361"
                     /db_xref="InterPro:IPR011302"
                     /translation="MSISISDSAAQRVSAFLNHRGKGLGLRLGVRTSGCSGMAYVLEF
                     VDEINDDDIVFEDKGVKVIIDGKSMVYLDGTELDFVKEGLNEGFKFNNPNVSNECGCG
                     ESFNV"
     gene            complement(2622117..2622503)
                     /locus_tag="YPA_2336"
     CDS             complement(2622117..2622503)
                     /locus_tag="YPA_2336"
                     /codon_start=1
                     /transl_table=11
                     /product="NifU family protein"
                     /protein_id="ABG14301.1"
                     /db_xref="InterPro:IPR011339"
                     /translation="MAYSEKVIDHYENPRNVGSFDSQDPTIGSGMVGAPACGDVMKLQ
                     IKVNEAGIIEDARFKTYGCGSAIASSSLVTEWMKGKSLDQAEAIKNTQIAEELELPPV
                     KIHCSILAEDAIKAAIADYKSKHTAK"
     gene            complement(2622534..2623763)
                     /locus_tag="YPA_2337"
     CDS             complement(2622534..2623763)
                     /locus_tag="YPA_2337"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aminotransferase"
                     /protein_id="ABG14302.1"
                     /db_xref="InterPro:IPR000192"
                     /db_xref="InterPro:IPR010240"
                     /translation="MTESKVKTPIYLDYAATTPVDPRVAEKMMQYLTLDGIFGNPASR
                     SHKFGWQAEEAVDIARNDVAALVGADPREIVFTSGATESDNLAIKGAANFYQKKGKHI
                     ITCKTEHKAVLDSCRQLEREGFEVTYLAPQPNGIIDLKQLEATMREDTILVSIMHVNN
                     EIGVVQDIAEIGEMCRSRGIIFHVDATQSVGKLPIDLSKLKVDLMSFSAHKVYGPMGI
                     GALFVRRKPRIRIEAQQHGGGHERGMRSGTLPVHQIVGMGEAYRIAKEEMESEAARLR
                     SLRLRLWNGIKDIEEVYLNGSLENGAPGILNVSFNYVEGESLIMALKDLAVSSGSACT
                     SASLEPSYVLRALGMNDELAHSSIRFSLGRFTTEEEIDYAIALVHKSIGRLRDLSPLW
                     DMFKQGVDISSIEWSHH"
     gene            complement(2623817..2624311)
                     /locus_tag="YPA_2338"
     CDS             complement(2623817..2624311)
                     /locus_tag="YPA_2338"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, BadM/Rrf2 family"
                     /protein_id="ABG14303.1"
                     /db_xref="InterPro:IPR000944"
                     /db_xref="InterPro:IPR010242"
                     /translation="MRLTSKGRYAVTAMLDVALHSQDGPVPLADISERQGISLSYLEQ
                     LFSRLRKNGLVASVRGPGGGYLLGKDASAIAVGAVITAVDESVDATRCQGKEGCQGGN
                     RCLTHTLWRDLSERISSFLNNITLAELVNNQDILEVADRQNNDTRRTANGRPQETINV
                     NLRA"
     gene            complement(2624467..2625240)
                     /locus_tag="YPA_2339"
     CDS             complement(2624467..2625240)
                     /locus_tag="YPA_2339"
                     /codon_start=1
                     /transl_table=11
                     /product="putative SpoU-family rRNA methylase"
                     /protein_id="ABG14304.1"
                     /db_xref="InterPro:IPR001537"
                     /db_xref="InterPro:IPR004384"
                     /translation="MLHNIRIVLVETSHTGNMGSTARAMKTMGLTNLYLVNPLVKPDS
                     QAIALSAGASDVIGKATIVDTLDEALAGCSLVVGTSARSRTLPWPMLEPRECGVRSAR
                     EAEHAPVALVFGRERVGLTNDELQKCHYHVAIPANPEYSSLNLAMAVQILAYEVRVAY
                     LDRQQANAPVEEEEEAPYPLVDDLERFYQHLEQVLSHSGFIRQAHPGQIMSKLRRLFT
                     RARPEAQELNILRGMLTSIEKQDKYPQRGTGDTAGKSKD"
     gene            2625359..2626162
                     /locus_tag="YPA_2340"
     CDS             2625359..2626162
                     /locus_tag="YPA_2340"
                     /codon_start=1
                     /transl_table=11
                     /product="putative inositol monophosphatase family
                     protein"
                     /protein_id="ABG14305.1"
                     /db_xref="InterPro:IPR000760"
                     /translation="MHPMLTIAIRAARKAGNLIAKNYETPDAVEASQKGSNDFVTNVD
                     RDAEHLIIDVIRKSYPKHTIISEECGELVGEDDDVQWVIDPLDGTTNFIKRLPHFAVS
                     IAVRIKGRTEVAVVYDPMRNELFTASRGQGAQLNGYRLRGTNAKDLDGTILATGFPFK
                     VKQHAPAYIRVVGKLFEQCADFRRTGSAALDLAYVAAGRVDGFFEIGLKPWDFAGGEL
                     LVRESGGIVTDFAGGHNHFSSGNIVAGNPRIVKSIVQAMSNEISDALKR"
     gene            complement(2626261..2627283)
                     /locus_tag="YPA_2341"
     CDS             complement(2626261..2627283)
                     /locus_tag="YPA_2341"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14306.1"
                     /translation="MSVVIAPIPRPKQRHWLINLWPLLLFLLILASAGYVSWLYWPEL
                     LFKTVAWQKSVHQQMAQLLQQVKAEPHQAGWVLMLFSLIYGVLHAVGPGHGKVVIVTY
                     LATHPARLKSSLKLTFAASILQGSVAILLVTLLLGVWQLSSRYLHQSSFWLEKGSFLL
                     VIGLGMLLCFRAVKRIYRQINALKPQKMTFQQIQPLPANHVHSDNCGCGHRHLPSDKE
                     LQAGGDWRTRLTIVLAMGMRPCSGAIMVLLFSKVIGVYWWGILSAMAMALGTSLTISL
                     LALFVHYARRLAVYLSRKRAPAAWGEIAWATLALTGGIILLFAGVLFYLSSQPEMVGA
                     VRPFGR"
     gene            complement(2627274..2627948)
                     /locus_tag="YPA_2342"
     CDS             complement(2627274..2627948)
                     /locus_tag="YPA_2342"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14307.1"
                     /translation="MRYVLHYNGFITVSRLITLLLTGAAMIYSQLAQAHPHSFIDMKT
                     TFINEKQMLVGMKMVWTMDEITSSDLLYDAENAKSDSEIWKKLAAEVMANVLGQHYFT
                     DIYRDGQPVKYKNLPTEYHLSRQGHQAVLSFVLPLAEPQPLVGKPFIISTYDPTYFVD
                     MAYADQKALSLSAEMEKNCKLTLMTPNPDASLQAYALSLDKSDSPGDDMELGKQFAQQ
                     VTLQCQ"
     sig_peptide     complement(2627844..2627948)
                     /locus_tag="YPA_2342"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.992) with cleavage site probability 0.985 at
                     residue 35"
     gene            2628090..2629436
                     /locus_tag="YPA_2343"
     CDS             2628090..2629436
                     /locus_tag="YPA_2343"
                     /codon_start=1
                     /transl_table=11
                     /product="putative RNA-binding protein"
                     /protein_id="ABG14308.1"
                     /translation="MRLNTPFKPRLSDDQPLSGQQRRCHMLLMLFMPARKVQLDTISQ
                     FNGVDLATTRQDIAEVASEIQRFYHLELNASADDYYQINGSRLDKRLCLIHWLRRGLR
                     YCPHFIEHYFSPDLYQALAWNNGLLSSALRRSTLRQSTLRQSILRQSTLRQIVYQCEP
                     HLNRQLSEKDRQFLQLYLAYCVWENQQHTVPQLSMTQQQWLEQKPARVAADHLFNALN
                     RLLIPPLGLIERDMLILMLTMIKAHHYHSTQSPEDARLIAAIKQLIHRFKRLSGMHFS
                     CDDSLVSQLFAHLAPAIERCYFNIGIDHSLPKDISKMYPRLLRTTQQALIKFEQEYQI
                     RFSIEEVILIAISFGAWLIQGNALQEKQILLLTHDNPILEAQVEQQIRELTLLPLHIK
                     YLSHDVYLQSGAPAGTAVVLTPYVLQSTESAPPLIQISFPLTEPQSIQLCRILELP"
     gene            complement(2629433..2630590)
                     /locus_tag="YPA_2344"
     CDS             complement(2629433..2630590)
                     /locus_tag="YPA_2344"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transport permease protein"
                     /protein_id="ABG14309.1"
                     /db_xref="InterPro:IPR000576"
                     /translation="MVLQSTRWLSLSYFTYFFSYGIFLPFWGLWLEGEGIPPETIGIL
                     LGAGLLSRFLGSLIIAPRVKDPSHLVTAIRILALLTLAFAVGFWFGNGWAWLMVVIAG
                     FNLFFGPLVPLTDALAATWQKQITMDYGKVRLWGSLAFVIGSALTGKLVSVWGHPAIL
                     YSLLFGVTAMLLGALLRPGVMPRGEVKHRNVAATPWKVLLSEPQVWRFLLCVTLLQGA
                     HAAYYSFSSIYWKDAGYSPATIGYLWSLGVVAEILVFAFSHILFRRWTARSLLLLSAV
                     SGIIRWSLMASTTELPWLIFIQILHCGSFTVCHLAAMRFISARSGADVIRLQSVYSAL
                     AMGGGIAVMTVISGFLFENYQSGVFWVMALIVIPALFIRPRVAANPNELAS"
     gene            complement(2630942..2631490)
                     /locus_tag="YPA_2345"
     CDS             complement(2630942..2631490)
                     /locus_tag="YPA_2345"
                     /codon_start=1
                     /transl_table=11
                     /product="attachment invasion locus protein"
                     /protein_id="ABG14310.1"
                     /db_xref="InterPro:IPR000758"
                     /translation="MVFMNKTLLVSSLIACLSIASVNVYAEGESSISIGYAQSRVKED
                     GYKLDKNPRGFNLKYRYEFNNDWGVIGSFAQTRRGFEESVDGFKLIDGDFKYYSVTAG
                     PVFRINEYVSLYGLLGAGHGKAKFSSIFGQSESRSKTSLAYGAGLQFNPHPNFVIDAS
                     YEYSKLDDVKVGTWMLGAGYRF"
     sig_peptide     complement(2631410..2631490)
                     /locus_tag="YPA_2345"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.997 at
                     residue 27"
     gene            complement(2631600..2631821)
                     /locus_tag="YPA_2346"
     CDS             complement(2631600..2631821)
                     /locus_tag="YPA_2346"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14311.1"
                     /translation="MPPPAKSRHCNIILTFTGHLALQHYLVRKVNGAIDFEFIPRGSR
                     PCLFVTAMVARLAPILLFNIGLYKPRKCV"
     gene            complement(2631934..2633187)
                     /locus_tag="YPA_2347"
     CDS             complement(2631934..2633187)
                     /locus_tag="YPA_2347"
                     /EC_number="2.1.2.1"
                     /codon_start=1
                     /transl_table=11
                     /product="serine hydroxymethyltransferase"
                     /protein_id="ABG14312.1"
                     /db_xref="InterPro:IPR001085"
                     /translation="MLKREMNIADYDADLWRAMEQEVVRQEEHIELIASENYTSPRVM
                     QAQGSQLTNKYAEGYPGKRYYGGCEYVDVVEQLAIDRAKALFGADYANVQPHSGSQAN
                     VAVYSALLKPGDTVLGMNLAHGGHLTHGSPVNFSGKLYNIVPYGIDESGQIDYEDLAR
                     QAEIHKPKMIIGGFSAYSGIVDWAKMREIADSIDAWFFVDMAHVAGLVAAGVYPNPVP
                     HAHIVTTTTHKTLAGPRGGLILAKGGDEDLYKKLNSSVFPGNQGGPLMHVIAGKAVAL
                     KEAMEPEFKIYQQQVAKNAKAMVAVFLERGYKVVSGGTDNHLFLLDLVDKDITGKDAD
                     AALGRANITVNKNSVPNDPKSPFVTSGVRIGSPAITRRGFKEAESRELAGWMCDVLDN
                     INDEATIERVKQKVLAICARLPVYA"
     gene            2633728..2634918
                     /locus_tag="YPA_2348"
     CDS             2633728..2634918
                     /locus_tag="YPA_2348"
                     /codon_start=1
                     /transl_table=11
                     /product="flavohemoprotein"
                     /protein_id="ABG14313.1"
                     /db_xref="InterPro:IPR000971"
                     /db_xref="InterPro:IPR001221"
                     /db_xref="InterPro:IPR001709"
                     /translation="MLDTQTIAIVKSTIPLLAATGPKLTAHFYERMFKHHPELKNIFN
                     MSNQSSGDQREALFNAICAYATNIENLAALLPTVERIAQKHTSLNIQPEHYPIVGEHL
                     IATLDELFSPGQAVLDAWAKAYGVLADVFIQRESQIYQQSETETGGWRTLRRFRIIKK
                     EQQSEVICSFVLAPEDGGQVLHYKPGQYLGIYIEHESLEFQEIRQYSLTTAPNGKTYR
                     IAVKREEQGTVSNLLHRELNEGDIVRIAPPRGDFFLDVSPDTPVALISAGVGQTPMLS
                     MLNTLYSQQHAAPVHWLHAAENGRVHAFADEVSAIAAKMPNLSRHVWYREPDLQDKHG
                     EDYHSQGLMDLSSYQWLADDPKRHYYFCGPLPFMQFIGRQLLAQGIAPEQIHYECFGP
                     HKVI"
     gene            2635382..2635945
                     /locus_tag="YPA_2349"
     CDS             2635382..2635945
                     /locus_tag="YPA_2349"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG14314.1"
                     /translation="MSKRFIKKEGLALVSMARYLIGERSGNRLKTIDDLSGDFGISVG
                     VIQHALKVLEADGAIVVERRGRNGTRLLDLNMTLLLQQADLGNMVCAMPLPYTKLYEG
                     LASGLKEQFTLLPLYFAHMRGAEVRIECLIDGVYDMAVVSHLAAKNYLKQEKVTLALN
                     LGRGSYVDGHQLIFRRGEQKKNPPGWV"
     gene            2635878..2636282
                     /locus_tag="YPA_2350"
     CDS             2635878..2636282
                     /locus_tag="YPA_2350"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14315.1"
                     /translation="MSMVINLFFAVVSKKKIRRVGFDSRSPDQCLLTEIKFAGQPIER
                     VELSYSNCIPHLIRGDIDAVIWNQEQIVPSEYLQSIKLQGDERYIQASQAVILIRPDN
                     YPIKLLLERGINQTQLLRHQRAVQSGIVEPRY"
     gene            complement(2636451..2636789)
                     /locus_tag="YPA_2351"
     CDS             complement(2636451..2636789)
                     /locus_tag="YPA_2351"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrogen regulatory protein P-II"
                     /protein_id="ABG14316.1"
                     /db_xref="InterPro:IPR002187"
                     /db_xref="InterPro:IPR002332"
                     /translation="MKKIDAIIKPFKLDDVREALAEVGITGMTVTEVKGFGRQKGHTE
                     LYRGAEYMVDFLPKVKIEIVVADDIVDTCVEAIMQTAHTGKIGDGKIFVFDVSRVVRI
                     RTGEQDEEAI"
     gene            complement(2636804..2638426)
                     /locus_tag="YPA_2352"
     CDS             complement(2636804..2638426)
                     /locus_tag="YPA_2352"
                     /EC_number="6.3.5.1"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glutamine-dependent NAD"
                     /protein_id="ABG14317.1"
                     /db_xref="InterPro:IPR000132"
                     /db_xref="InterPro:IPR003010"
                     /db_xref="InterPro:IPR003694"
                     /translation="MSRSLSIALAQLNWLVGDIEGNTERMLQTLNEQQKAGADLVMFS
                     ELALSGYPPEDLLYRDDFYQRCEVQLERLQAATPHIAVLVGHPWREGDKLYNALSLFA
                     QGKLLGRYFKQQLPNYGVFDEKRYFSAGHQSCVVELKGYRLGLLICEDLWLDGPIDAV
                     KAAGAEVVLSINASPYNREKPYIRKTLMAAHCQRTGLPLVYLNQIGGQDELIFDGCSK
                     VFDAAGNMTHRLAAFAEQTTLLQLNECNVIPMTAPVAELPPLAQVYEALVLAVRDYVT
                     KNGFNGAVLGLSGGIDSALTLAIAVDALGKDKVQALMMPFRYTADISIADAKEEAEIL
                     GVKFDVMSIEPMFDAFMGQLAPMFADTGRDTTEENLQARCRGVVLMALSNKRRSIVLT
                     TGNKSEMAVGYATLYGDMAGGFDVLKDVPKTLVFKLAEYRNTVSYVIPQRVITRPPSA
                     ELAPDQKDEDSLPPYDILDAILEGYVEQDKSVAELVADGFDEAIVRKVIRLVDINEYK
                     RRQSAVGPRITARSFGKDRRYPITSGFGRKNW"
     gene            complement(2638586..2639923)
                     /locus_tag="YPA_2353"
     CDS             complement(2638586..2639923)
                     /locus_tag="YPA_2353"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component system response regulator"
                     /protein_id="ABG14318.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR002078"
                     /db_xref="InterPro:IPR002197"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTPRKPANLLLVDDDPSLLKLLGMRLTSEGFNVTTAESGHEALR
                     LLMREKIDIVISDLRMDEMDGMALFAEIQKYQPGMPVIILTAHGSIPDAVAATQQGVF
                     SFLTKPVDRDALYKAIDAALELSIPAGDDTWREEIVTRSPVMLRLLEQAKMVAQSDVS
                     VLINGQSGTGKEVLAQAIHAASPRAKKAFIAINCGALPEQLLESELFGHAKGAFTGAV
                     SSREGLFQAAEGGTLFLDEIGDMPLSLQVKLLRVLQERKVRPLGSNRDLSINVRVISA
                     THRDLPKAMAKNEFREDLYYRLNVVNLKIPALHERAEDIPLLANHLLRESAKRHKPFV
                     RSFSNDAMKRLMTASWPGNVRQLVNVIEQCVALTSAPVISEALVEQALEGENTVLPTF
                     VEARNQFELNYLRKLLQIAKGNVTQAARMAGRNRTEFYKLLSRHELDANDFKE"
     gene            complement(2639886..2640953)
                     /locus_tag="YPA_2354"
     CDS             complement(2639886..2640953)
                     /locus_tag="YPA_2354"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14319.1"
                     /translation="MYKWSIRCVIKKTVSLSYPISSGVVKQTGLSGRGIFWGALLLTP
                     LLLTGCTDNRAANRFSQAVQLVIPETKIVDYRTLSCDVLWGLDDKETLENSLYWLRSM
                     DCAERLGSPQARAMAKTLPVTTWSSAFKQGILIGSAEPSMAERRQVVERLNSYSQTFP
                     VAVRPLIQLWREQQVLRIALAEERIRYQRLQDESDAQIDRLRENQVRLQYNLLDTTRK
                     LENLTDIERQLSSRKQLQNEIPETDAEAKSAAEAKSAENQPAAAKPAESKPAETKPAE
                     TKPTDTKPTEAQPVAPKSTGVKPAETKPEAVQPGSKSAPPVVEKPAEPHTPPVVWPAD
                     VPPASNKESHDTTQTGQSTAG"
     gene            complement(2640957..2642393)
                     /locus_tag="YPA_2355"
     CDS             complement(2640957..2642393)
                     /locus_tag="YPA_2355"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component system sensor kinase"
                     /protein_id="ABG14320.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MISLKRWRLFPRSLRQLVLMAFLLVLLPLLVLAYQAYQSLDHLS
                     TQAADINRTTLADARRSEAMTSVALEMERSYRQYCVLDDATLATLYQHQRKQYTQMLV
                     AHAPILPDARYYQTLQGLLNQLTDIKCKNSGPDKEASILLEQFSRSNAEMVQATRDVI
                     FSRGQQLQKDIAERGQFFGWQSLLLFLVSVLLVVLFTRMIIGPVKGIERMINRLGEGR
                     SLGNTALFKGPRELRSLAQRIIWLSERLAWLESQRHEFLRHISHELKTPLASMREGTE
                     LLADEVAGPLTQDQQEVVAILDHSSRHLQQLIEQLLDYNRKLADGPGEPEHVDLAEMV
                     GNVISAHSLPARAKMIRTETELDARICWAEPTLLMRVLDNLYSNAVHYGEESGTIWIC
                     SRQVNDRVQIDVANTGAPIPTSEEIMIFEPFFQGSHQRKGAVKGSGLGLSIAQDCIRR
                     MQGDLQLVTVDYAAVCFRIELPLTAENE"
     sig_peptide     complement(2642292..2642393)
                     /locus_tag="YPA_2355"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.936 at
                     residue 34"
     gene            complement(2642614..2643072)
                     /locus_tag="YPA_2356"
     CDS             complement(2642614..2643072)
                     /locus_tag="YPA_2356"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14321.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2643062..2643286)
                     /locus_tag="YPA_2357"
     CDS             complement(2643062..2643286)
                     /locus_tag="YPA_2357"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14322.1"
                     /translation="MMMLTVWDQQPLKKALCSQQVLFLCPENPQLGWGFSKAFSFGSV
                     IKTPFDLLKQFAVWQLQMFNKKSKGGPNEG"
     gene            2643555..2643719
                     /locus_tag="YPA_r060"
     misc_RNA        2643555..2643719
                     /locus_tag="YPA_r060"
                     /product="tke1 RNA"
     gene            2644299..2644859
                     /locus_tag="YPA_2358"
     CDS             2644299..2644859
                     /locus_tag="YPA_2358"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14323.1"
                     /translation="MKIIYITFASAVLFNSPSLAYNPLFSSFPPIYWVYNSPTATTWL
                     KLENQFNPLYLMTSSFWFTQHGNSAQQLTNLALITSNGAVSGNFSIEGVQTNYWLDRG
                     QGQIEITATTHEHLLITAYLFDVNGQEKAQTATLINNRTKNLILLLDNIVAGNYRLVI
                     KALATDHQTAIKTFHITLADIVPQTR"
     sig_peptide     2644299..2644361
                     /locus_tag="YPA_2358"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.999 at
                     residue 21"
     gene            2645182..2645760
                     /locus_tag="YPA_2359"
     CDS             2645182..2645760
                     /locus_tag="YPA_2359"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14324.1"
                     /translation="MNAACSDIKEVRPIDGPSNESSRHTCSLKSVGYILLTLNKGTIM
                     NKYNSVFLLVTLSAAIISFNTRAAEHGMITLNQNSGNLQPISPLVLLAAENGVLPSFE
                     VQHLANSYNRYGNKVKIEFTMSSEQLINYYIYITNSTGVNYYETSGFINNSQKNINLE
                     IEDIPLGNYNLVINAYNNDQNSMIKRYQIDIK"
     gene            complement(2646172..2650035)
                     /locus_tag="YPA_2360"
     CDS             complement(2646172..2650035)
                     /locus_tag="YPA_2360"
                     /EC_number="6.3.5.3"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylformylglycinamidine synthase"
                     /protein_id="ABG14325.1"
                     /db_xref="InterPro:IPR010073"
                     /translation="MSAFRITKLLSRCQDAHLLVSDIYAEYVHFADVSAPLSADEHAR
                     LQRLLQYGPSLPEHPPAGRLLLVTPRPGTISPWSSKATDIAHNCGLSQILRLERGLAF
                     SIQGPDLNESQWKQLAALLHDRMMEAVFTDLQQAEQLFSHHQPAPVQRVDILGQGRSA
                     LEQANIKLGLALAQDEIDYLLTAFTGLGRNPTDIELYMFAQANSEHCRHKIFNADWVI
                     DGVVQPKTLFKMIKNTFEHTPDYVLSAYKDNAAVMEGSQVGRFYATAEKGIYDYHQEE
                     AHILMKVETHNHPTAISPWPGAATGSGGEIRDEGATGRGAKPKAGLVGFSVSNLRIPG
                     FEQPWEENFGKPDRIVTALDIMTEGPLGGAAFNNEFGRPALLGYFRTYEERVNSHNGI
                     ELRGYHKPIMLAGGLGNIRADHVQKGEITVGAKLVVLGGPSMNIGLGGGAASSMASGQ
                     SDADLDFASVQRDNPEMERRCQEVIDRCWQLGEYNPILFIHDVGAGGLSNAMPELVND
                     GGRGGRFELRDILNDEPGMSPLEVWCNESQERYVLAVAPAQMALFDEICRRERAPYAV
                     IGEATEEKHLLLNDRHFGNQPIDMPLDVLLGKTPKMLRDVTRLQAKGDALQRADISLA
                     EAVKRIMHLPAVAEKTFLITIGDRTVTGMVTRDQMVGPWQIPVADCAVTSASLDSYYG
                     EAMSLGERAPVALLDFAASARLAVGEALTNIAATQIGELKRIKLSANWMSAAGHPGED
                     AGLYDAVRAVGEELCPALEITIPVGKDSMSMKTRWQEGHEQREMTSPLSLVITAFARI
                     EDVRRTVTPQLRTDKGDNALLLIDLGAGHNALGATALTQVYRQLGDKPADVRNVQQLA
                     GFFNAMQRLVADQHLLAYHDRSDGGLLVTLAEMAFAGHCGVTVDIQSLGNDALAALFN
                     EELGAVIQVRAEQRADVEKLLADHGLANCVHYLGRAVAGDTFDIRSGTDVVYSEKRST
                     LRLWWAETSWQMQRLRDNPDCADQEHQAKQDESDPGLNVKLTFDPAEDIAAPFILKQA
                     RPKVAVLREQGVNSHVEMAAAFHRAGFDAVDVHMSDLLAGRTDLQSFQTLVACGGFSY
                     GDVLGAGEGWAKSILFNDRVRDEFEAFFHRPTTLALGVCNGCQMMSNLRELIPGAEHW
                     PRFVRNLSDSFEARFSLVEVASSPSLFMQDMVGSRMPIAVSHGEGQVEVRDAAHLAAL
                     EQSHLVALRFVNNHGVVTEQYPANPNGSANGITAVTSVSGRATVMMPHPERVFRTVSN
                     SWHPEEWGEDSPWMRMFRNARKQLG"
     gene            2650297..2651838
                     /locus_tag="YPA_2361"
     CDS             2650297..2651838
                     /locus_tag="YPA_2361"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14326.1"
                     /db_xref="InterPro:IPR000189"
                     /db_xref="InterPro:IPR001311"
                     /db_xref="InterPro:IPR001638"
                     /translation="MPLHWGFNHVEFSFTAHTKRAFPRDNYLTRIKLSYFTIGLVALL
                     LALALWPNIPWRNGQEGQLDQIKARGELRVSTISSPLIYSTEKDTPSGFDYELAKRFA
                     DYLGVKLVIIPHHNIDDLFDALDNDDTDLLAAGLIYNRERLNRARTGPAYYSVSQQLV
                     YRLGSPRPKSFSDLKGQVVVASGSAHMTTLKRLKQTKYPELNWSSSVDKSGKELLEQV
                     AEGKLDYTLGDSATIALLQRIHPQLAVAFDVTDEEPVTWYFKQSDDDSLYAAMLDFYS
                     EMVEDGSLARLEEKYLGHVGSFDYVDTKTFLSAIDNVLPSYQHLFEKHAGDIDWKLLA
                     VIAYQESHWNPQATSPTGVRGLMMLTRATADGLGVKDRVDPEESIRGGAIYLQRLMKK
                     LPETIPEDERIWFALAAYNLGYGHMLDARRLTKNQNGNPDSWVDVKMRLPMLSQKRYY
                     PSTTYGYARGHEAYNYVENIRRYQVSLVGYLQEKEKKAAQHAAIEAELGKSNPVVGPG
                     WSIGD"
     gene            complement(2651947..2652510)
                     /locus_tag="YPA_2362"
     CDS             complement(2651947..2652510)
                     /locus_tag="YPA_2362"
                     /EC_number="3.5.4.-"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA-adenosine deaminase"
                     /protein_id="ABG14327.1"
                     /db_xref="InterPro:IPR002125"
                     /translation="MSADNSLPADNGLSSECDSPAEYSDEYWMRHALTLALRAQEEGE
                     VPVGAVLVLGNKVIGEGWNRPIRDNDPTAHAEIMALRQGGQAVQNYRLLDATLYVTLE
                     PCVMCAGAMVHSRIRRLVYGANDVKTGAAGSLVDILRHPGMNHQIEVSAGILAIACSH
                     QLSAFFRQRREQQKALKQAQRAAEGKF"
     gene            complement(2652620..2653315)
                     /locus_tag="YPA_2363"
     CDS             complement(2652620..2653315)
                     /locus_tag="YPA_2363"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14328.1"
                     /db_xref="InterPro:IPR006435"
                     /translation="MSVKQADVSDRNRADGVVEPQSAGAKRIIFFDLDGTLHQQDMFG
                     SFLRFLLRHLPLNLLLVIPLLPLIGVGLLVGGRCARWPMSLLLWAMTFGRREAHLRDL
                     EWRFVAAFRQKVTEFPVVAMRLRQYLESSDAEVWLITGSPQRLVEQVYHDSNFIHRLR
                     LIGSRMERRNGGWVLPLRCLGPEKVVQLEQRLGSPLKLYSGYSDSKQDNPLLAFCEHR
                     WRVSKTGELQQLE"
     gene            complement(2653542..2654429)
                     /locus_tag="YPA_2364"
     CDS             complement(2653542..2654429)
                     /locus_tag="YPA_2364"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glucokinase protein"
                     /protein_id="ABG14329.1"
                     /db_xref="InterPro:IPR005486"
                     /db_xref="InterPro:IPR005488"
                     /translation="MSLGALISESRNPATMELDKLSTLAMLTCINDEDRKVPDAIRLV
                     LPAVAQAVDLAADALKQGGRLIYLGAGTSGRLGVLDASECPPTFGVPHGMVIGLIAGG
                     PGALLKAVEGAEDDIALGMRDLQDLQLTATDMVVGLAASGRTPYVIGALRYARELGCP
                     TAAISCNPDSPIAQEAQVAISPVVGPEALTGSTRMKSGTAQKLVLNMLSTGAMVKLGK
                     VYQNLMVDVKATNVKLVDRACRIVVEATGVSRAEAEHALRQTDFEVKPAILMLLKGVS
                     AEQARQDLRQHHGYLRAAL"
     gene            2654637..2655476
                     /locus_tag="YPA_2365"
     CDS             2654637..2655476
                     /locus_tag="YPA_2365"
                     /codon_start=1
                     /transl_table=11
                     /product="putative RpiR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG14330.1"
                     /translation="MSSLLRIRQIYSTLAQNDRKLADFLLINPEQARHLSSQKLAQQT
                     GVSQSAVVKFAQKLGYKGFPALKLALSEVVAMPKAVTLHNQILSTDSLKTIGEKLLNE
                     KTAALRATLDINSEQRLIQGLGMLRAAQKVLLIGIGASGLVAKDLAYKLLKIGIVAIS
                     ETDMHVQLAAAQALGEQGLLLAISFSGERREINLAAEEAQYCGTKVLALTRFSPNSLQ
                     QRADHCLYTISEEPVIRSAAISSSTAQYALTDLLFMAMIQQDIENAQDHIKHSAALIK
                     KLI"
     gene            2655638..2655898
                     /locus_tag="YPA_2366"
     CDS             2655638..2655898
                     /locus_tag="YPA_2366"
                     /codon_start=1
                     /transl_table=11
                     /product="putative (4Fe-4S) ferredoxin"
                     /protein_id="ABG14331.1"
                     /db_xref="InterPro:IPR001450"
                     /translation="MALLITKRCINCDMCEPECPNEAISMGAEIYQIDPMRCTECVGH
                     YETPTCQLVCPIDNTISADPAWVETNEQLWDKFVQLHHADRL"
     gene            complement(2656054..2656512)
                     /locus_tag="YPA_2367"
     CDS             complement(2656054..2656512)
                     /locus_tag="YPA_2367"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14332.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2656714..2657094)
                     /locus_tag="YPA_2368"
     CDS             complement(2656714..2657094)
                     /locus_tag="YPA_2368"
                     /EC_number="2.7.8.7"
                     /codon_start=1
                     /transl_table=11
                     /product="holo-(acyl-carrier protein) synthase"
                     /protein_id="ABG14333.1"
                     /db_xref="InterPro:IPR002582"
                     /db_xref="InterPro:IPR004568"
                     /translation="MAILGLGTDIVEISRIQAVVERTGERLARRILSPSEWQHYQQHQ
                     QPVRFLAKRFAVKEAAAKAFGTGIRNGLAFNQFEVVNDALGKPTLRLHSRAAELAVEL
                     GVKSLHVTLADERRYACATVIIES"
     gene            complement(2657094..2657825)
                     /locus_tag="YPA_2369"
     CDS             complement(2657094..2657825)
                     /locus_tag="YPA_2369"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxal phosphate biosynthetic protein PdxJ"
                     /protein_id="ABG14334.1"
                     /db_xref="InterPro:IPR004569"
                     /translation="MADLLLGVNIDHIATLRNARGTIYPDPVQAAFIAEQAGADGITV
                     HLREDRRHITDRDVRILRQTIQTRMNLEMAVTDEMVDIACDIKPHFCCLVPEKRQEVT
                     TEGGLDVAGQVDKMTLAVGRLADVGILVSLFIDADFRQIDAAVAAGAPYIEIHTGAYA
                     DASTVLERQAELMRIAKAATYAAGKGLKVNAGHGLTYHNVQPIAALPEMHELNIGHAI
                     IGQAVMTGLAAAVTDMKVLMREARR"
     gene            complement(2658015..2658794)
                     /locus_tag="YPA_2370"
     CDS             complement(2658015..2658794)
                     /locus_tag="YPA_2370"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14335.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2658794..2659816)
                     /locus_tag="YPA_2371"
     CDS             complement(2658794..2659816)
                     /locus_tag="YPA_2371"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14336.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2659906..2660640
                     /locus_tag="YPA_2372"
     CDS             2659906..2660640
                     /locus_tag="YPA_2372"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14337.1"
                     /translation="MSMESLYEYGTRAGFWRIHQEFVSRGLPMTVFGVAMALERNPLI
                     VEAIKCAGYDVVCHGWRWLHYQHVDEQTEREHMQRAIKILHDLFGQPPAGWYTGRDSP
                     NTRRLVVENGHLLYDSDYYGDDLPFWSQVRGVDGSTTPHLVVPYTLDANDMRFASAQG
                     FNSSEQFYTYLKDSFDVLYAEGETAPKMMSVGMHCRLLGRPGRFRALQRFLDYIQQHE
                     RVWVCRRQEIAEHWVKHHPFEGINGR"
     gene            complement(2660870..2661874)
                     /locus_tag="YPA_2373"
     CDS             complement(2660870..2661874)
                     /locus_tag="YPA_2373"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine betaine-binding periplasmic protein"
                     /protein_id="ABG14338.1"
                     /translation="MRTTGIWALALTTLISSQLSAAELPGKGITVQPLQSTISEETFQ
                     TSLVNKALEKLGYDVQPTKEVDYNVAYSSIAAGDATYLAVNWVPLHNDQYNAAGGDAK
                     FYRQGNYIEGLAQGYLIDKKTADQYNITNVAQLKDPKIAKLFDANNDGKADLTGCNPG
                     WGCEAPINHQIKAYGLSDTVTHNQGNYAAMIADTITRYKEGKPILYYTWTPYWVSDVL
                     VPGRDVVWLQVPFSSLPDKTIDTQLSNGANYGFPPSVMHIVANKKWAEANPAAAKLFS
                     IMKLSINDVNAQNMRMHSGESSDADIERHVNGWINAHQATFDGWVKTAAEAANSQTAQ
                     "
     sig_peptide     complement(2661809..2661874)
                     /locus_tag="YPA_2373"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.982 at
                     residue 22"
     gene            complement(2661922..2663088)
                     /locus_tag="YPA_2374"
     CDS             complement(2661922..2663088)
                     /locus_tag="YPA_2374"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine betaine/L-proline transport system
                     permease"
                     /protein_id="ABG14339.1"
                     /translation="MSDQIQVNEQTVNNPWATDTATSVAPTVTDSAPQSLSAAADPWG
                     ASMAEGSNSVGSATHEAASQAAQNTDWLNSAPTPAPEHFSLMDPFQNTWIPLDSWVTQ
                     GIDWVVLHFRPLFQGIRVPVDFILSGFQTLLLGMPAPVAILVFALIAWQFSTLSMGAA
                     TLISLIAIGAIGAWSQAMVTLALVLTSLFFCILIGLPLGIWLARSNNAARIIRPLLDA
                     MQTTPAFVYLVPIVMLFGIGNVPGVVVTIIFALPPIVRLTILGIKQVPEDLIEAAESF
                     GANPRQLLFKVQLPLAMPTIMAGVNQTLMLALSMVVIASMIAVGGLGQMVLRGIGRLD
                     MGLAAVGGVGIVILAIILDRLTQSLGRDRRSKGTGRWYTTGPVGLLTKPFCNSK"
     gene            complement(2663081..2664280)
                     /locus_tag="YPA_2375"
     CDS             complement(2663081..2664280)
                     /locus_tag="YPA_2375"
                     /codon_start=1
                     /transl_table=11
                     /product="glycine betaine/L-proline transport ATP-binding
                     protein"
                     /protein_id="ABG14340.1"
                     /db_xref="InterPro:IPR000644"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005892"
                     /translation="MAIKLEVKNLYKVFGEHPERAFKLLESGKNKEQIFAKTGLSVGV
                     KDANLAIEEGEIFVIMGLSGSGKSTLVRLLNRLIEPTRGEVLIDGEDIAKISDSALRT
                     VRRNKISMVFQSFALMPHLNVLDNTAFGMELAGIPLLERNEKALEALRQVSLDSYANS
                     YPDELSGGMRQRVGLARAMANNPDILLMDEAFSALDPLIRTEMQDELVKLQAKHQRTI
                     VFISHDLDEAMRIGDRIAIMQGGEVVQVGTPDEILNNPANDYVRTFFRGVDITHVFSA
                     KDIARRRPASLIRKTPGFGPRSALKLLQDENRDYGYVLERGQKFIGVVSIESLKKALA
                     EHQPLDSALLAEPAPVPADMPLSELISLVAQAPCAVPVIGEDSSYIGIISKAMLLQAL
                     DKETPNE"
     gene            complement(2664956..2665927)
                     /locus_tag="YPA_2376"
     CDS             complement(2664956..2665927)
                     /locus_tag="YPA_2376"
                     /EC_number="1.17.4.1"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleoside-diphosphate reductase class Ib
                     beta subunit"
                     /protein_id="ABG14341.1"
                     /db_xref="InterPro:IPR000358"
                     /translation="MNVVKPITRISAINWNKIEDDKDLEVWNRLTSNFWLPEKVPLSN
                     DIPSWATLTPHEQQLTIRVFTGLTLLDTIQNTLGAPALIKDAITPHEEAIFSNISFME
                     AVHARSYSSIFSTLCLTSDVDDAYRWSEDNGPLQKKADIISQHYHNDDPLKKKIASVF
                     LESFLFYSGFYLPMYWSSRAKLTNTADLIRLIIRDEAVHGYYIGYKFQKGLGKIDSAH
                     RQEIKNFAFDLLQDLYDNEVRYTEDLYDHVGWTEDVKKFLHYNANKALMNLGYEALFP
                     ASQAAVSPAILAALSPNADENHDFFSGSGSSYVIGKAVNTEDEDWDF"
     gene            complement(2666052..2668202)
                     /locus_tag="YPA_2377"
     CDS             complement(2666052..2668202)
                     /locus_tag="YPA_2377"
                     /EC_number="1.17.4.1"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleoside-diphosphate reductase class Ib
                     alpha subunit"
                     /protein_id="ABG14342.1"
                     /db_xref="InterPro:IPR000788"
                     /translation="MATTKLNVIDSSDSELDYHSLNAMLNLYDADGRIQFDKDRLAAR
                     QYFLQHVNQNTVFFHNLQEKIDYLIEEGYYEKEVLDQYDFSFIKSLFQQAYSKKFRFP
                     TFLGAFKYYTSYTLKTFDGKRYLERYEDRVCMVALTLATGNQTLARELVEEIISGRFQ
                     PATPTFLNCGKKQRGELVSCFLLRIEDNMESIGRSINSALQLSKRGGGVAFLLSNIRE
                     VGAPIKRIENQSSGVIPIMKMLEDAFSYANQLGARQGAGAVYLHAHHPDILRFLDTKR
                     ENADEKVRIKTLSLGVVIPDITFELAKNNEEMYLFSPYDIEQVYGVPMSEISISEKYR
                     EMVDNKRIRKSKIKAREFFQILAEIQFESGYPYMMFEDTVNRANPIKGRINMSNLCSE
                     ILQVNAPTEYHEDLSYRRIGKDISCNLGSLNIAQVMDSPDFGKSIEIAIRGLTAVSEM
                     SNIRSVPSIEKGNQESHAIGLGQMNLHGYLARERLFYGSEEALDFTNIYFYTVAYHAI
                     RASNQLAIERASHFKGFDESDYASGAFFSKYIEQSWQPKTARVQALFADAGIAIPNQQ
                     DWIALRQSVMEHGIYNQNLQAVPPTGSISYINHSTSSIHPIVSPIEIRKEGKIGRVYY
                     PAPYMTNDNLEYYQDAYQIGPEKIIDTYAAATQHVDQGLSLTLFFRDTATTRDINKAQ
                     IYAWKKGIKTIYYIRLRQMALEGTEVEGCVSCSL"
     gene            complement(2668184..2668630)
                     /locus_tag="YPA_2378"
     CDS             complement(2668184..2668630)
                     /locus_tag="YPA_2378"
                     /codon_start=1
                     /transl_table=11
                     /product="NrdI-like protein"
                     /protein_id="ABG14343.1"
                     /db_xref="InterPro:IPR004465"
                     /translation="MHWFRRSVFDEVDDMNPLVYFSSSSENSHRFVEKLQLPAIRIPI
                     AGAREKLRVEQPYILLVPSYGGGSPVGAVPIQVIRFLNDVHNRSLIRGVIAAGNTNFG
                     DAYCLAGDIISHKCQVPYLYRFELLGTAEDVANVRKGVTEFWQRQN"
     gene            complement(2668602..2668838)
                     /locus_tag="YPA_2379"
     CDS             complement(2668602..2668838)
                     /locus_tag="YPA_2379"
                     /EC_number="1.17.4.1"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleoside-diphosphate reductase class Ib
                     glutaredoxin subunit"
                     /protein_id="ABG14344.1"
                     /translation="MSIIIYSKPDCVQCNATYRAFDRQGISYQIIDLTEDEQALNHVK
                     SLGYQQVPVIVAGDEHWSGFHPDKINALVQAVSV"
     gene            2669359..2669724
                     /locus_tag="YPA_2380"
     CDS             2669359..2669724
                     /locus_tag="YPA_2380"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acid shock protein"
                     /protein_id="ABG14345.1"
                     /translation="MKKVLALMVAATLGLSSVAFAADTTATATPAATSTTATVAAQTK
                     ATQHQKHKVTKKTTEQKAQAAKKHEKKASVQKTPVQKAQAAKKHVKKASVQKAPVQKA
                     QAAKKHHKTAKKPVAAPAA"
     sig_peptide     2669359..2669424
                     /locus_tag="YPA_2380"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 22"
     gene            2670202..2670360
                     /locus_tag="YPA_2381"
     CDS             2670202..2670360
                     /locus_tag="YPA_2381"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14346.1"
                     /translation="MYLRPDEVAKVLENAGFERVYTVNEAYGYQKGRHYVYVNRESYM
                     GRTALMRL"
     gene            2670422..2671630
                     /locus_tag="YPA_2382"
     CDS             2670422..2671630
                     /locus_tag="YPA_2382"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG14347.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            2671654..2671860
                     /locus_tag="YPA_2383"
     CDS             2671654..2671860
                     /locus_tag="YPA_2383"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14348.1"
                     /translation="MDRLALIIHPSQKDKSIGLSMPTALIKTSNKYIEFPLYLVGAIG
                     EYYGIAHGFSSRELLLNFLGRMFE"
     gene            complement(2671958..2672407)
                     /locus_tag="YPA_2384"
     CDS             complement(2671958..2672407)
                     /locus_tag="YPA_2384"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14349.1"
                     /translation="MTWIIIAVLIVVFIVGYRVLTSDTRKAIDTISNLLKIKPIYIES
                     MLQEMGPRQTQMFIRSTSNGSAEEVRKAAYLVFIYHTFIKNPSDENVELWRNTLIRAQ
                     ISPILAAEHTDAALFYFAELDLDAFELAQFRRHYNLHFNPEPGTLLH"
     gene            complement(2672572..2672910)
                     /locus_tag="YPA_2385"
     CDS             complement(2672572..2672910)
                     /locus_tag="YPA_2385"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14350.1"
                     /translation="MTMRELEVQFLKAMSELQSTFEKQHKTWQSSYNALQYELEQSKA
                     RESALRVKNEMLLRKLNTANTLPEQHSLVRQMKMLGAHLDALAKDAAAFNLHLNSQHK
                     NTDNFSGDNT"
     gene            2673418..2673630
                     /locus_tag="YPA_2386"
     CDS             2673418..2673630
                     /locus_tag="YPA_2386"
                     /codon_start=1
                     /transl_table=11
                     /product="cold-shock DNA-binding protein family"
                     /protein_id="ABG14351.1"
                     /db_xref="InterPro:IPR002059"
                     /db_xref="InterPro:IPR011129"
                     /translation="MSNKMTGLVKWFDAGKGFGFISPADGSKDVFVHFSAIQGNDYKT
                     LDEGQNVEFSIEQGQKGPSAVNVVAL"
     gene            2674437..2676014
                     /locus_tag="YPA_2387"
     CDS             2674437..2676014
                     /locus_tag="YPA_2387"
                     /codon_start=1
                     /transl_table=11
                     /product="putative solute-binding protein"
                     /protein_id="ABG14352.1"
                     /translation="MSRRLWLRNTLVATALLSVFSVPVSAATHTLQLAIGDEPTEGFD
                     PMLGWSHGSYLLLHSPLLKQNEDFSWDSLLLSQYQPSDDGKTWLLTLKPDLKFSDGSP
                     LTAKDVAFTYNNAAASGGKVDMGNFLSAEVIDPLNVRIHLKAPQSTFVNVLGSLGIVS
                     ADKYNAKTYAQKPIGAGPYRLVSFQPGQQMIVEANPYYAGNKNDFDKLIFVFLDEDSA
                     FAAAQSGQLGVVRIPPSMAVGSVNNMKLWVRPSVENRGIVFPTTPAGKKDAHGYPIGN
                     DVTADVAIRRAINYAINRQLLADQIMEGHAIPAYTGVQGLPWNNPDSAIKDGDIDKAK
                     QILEQAGWQLNSQGTREKNGLPAKITLWYTSGDTTRRDLAQALRSMLKPIGIDVDLKS
                     GSWETVERNMHANPTLFGWGSLDPMELYHHYSSNAAGVEYYNPGYYKNPMVDKHLQQA
                     LDAPTWQQAVPFWQQVDWDGTTGAGIRGDAAWAWLLNIQHTYLANNCVDLGKGTPEIH
                     GSWSLLNSIDSWKWTCQ"
     sig_peptide     2674437..2674517
                     /locus_tag="YPA_2387"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.981 at
                     residue 27"
     gene            2675999..2676982
                     /locus_tag="YPA_2388"
     CDS             2675999..2676982
                     /locus_tag="YPA_2388"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14353.1"
                     /translation="MDLSVMKGISLFTLRLICLLLVTAAGTFTLLSFSPVDPIRAYIG
                     SDLLHVPPEQYPLIAARWGLDLPLWQRFLHWFTQVLQGDFGYSMLYNAPVSQVIGERF
                     ATSFALLVSAWLFSGIVGLLLGLTAGRYLNRWPDRLISTLSYLLASLPTFWIGLLLLS
                     LFAVKLNWAPICCAWTPGSQAETASWGDKLHHLILPMLALGLLGVGNIALHTRARVAE
                     VMNSEFIRYAQAQGDKGWPLVNFHILRHAITPALCLQFASVGELLGGSLLAEKVFAYP
                     GLGQATIDAGLHGDIPLLMGIVMFCAILVFCGNSIANALLHRLNRGAARQL"
     sig_peptide     2675999..2676097
                     /locus_tag="YPA_2388"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.855) with cleavage site probability 0.704 at
                     residue 33"
     gene            2676979..2677785
                     /locus_tag="YPA_2389"
     CDS             2676979..2677785
                     /locus_tag="YPA_2389"
                     /codon_start=1
                     /transl_table=11
                     /product="binding-protein-dependent transport protein"
                     /protein_id="ABG14354.1"
                     /translation="MTYNPNRALFRLFVSLVLLSILIVYGWLIYGAEVPMDLMARRQP
                     PSTTYWFGTDSLGRDLWLRCFQGMTTSLQIGLIAAFASGLLAMLTASLCAVNKTLDYL
                     IRGLIDSMLALPHLLLLVLICFTLGGGKQGVILAVALTHWPKLALILRAEILRIRETD
                     YVMLSHRLGNSNFYCWRHHLLPLLLPQWIVGTLLMFPHAVLHSAALSFLGFGLAPHEP
                     SLGILLADALRYLSSGSWWLAFFPGLILVGLVLIFDQFARSLQQLWVRLA"
     sig_peptide     2676979..2677074
                     /locus_tag="YPA_2389"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.730) with cleavage site probability 0.492 at
                     residue 32"
     gene            2677785..2678591
                     /locus_tag="YPA_2390"
     CDS             2677785..2678591
                     /locus_tag="YPA_2390"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transport ATPase"
                     /protein_id="ABG14355.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MLRFDQFAIDVAHYRWLGRKTWHPLLSHISLDVNPGELVALVGG
                     SGEGKSLLLQSVLGLLPENMRCHGEIILDGEVLCARDKIEQRGKTLCYVPQGVSALNP
                     LIKVGSQITRAAQLSGVKLRLEDVAMQLKTYNLAPGLVNDFPRQLSGGMAKRVLTSCA
                     TLTHARYILADEVTSWLDEDHACQLLTHLRAFCQQGRGILWVTHDLALAARFADKIAV
                     LHKGELHETLSADELKNSGGSPWLQSLWAALPEQQFVSKPIPLAEVADYA"
     gene            2678584..2679249
                     /locus_tag="YPA_2391"
     CDS             2678584..2679249
                     /locus_tag="YPA_2391"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transport ATPase"
                     /protein_id="ABG14356.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MLSVENLTIVQSGKRLWESVSFTLAPGERLGISAPSGFGKTTLG
                     RVLAQWQSATAGHILLEGKPLAKKGYCPVQLVPQHPEQSFNPYRTTGESLHDAWRPDA
                     DWLARMAVNPDWLQRRPDELSGGELARIALLRALDPRTRYLIADEVTAQLDARIQAQI
                     WQVLLEEAEHRRLGLIVFSHNKALLEKVCSRIWIPERESKTTIYPTPLVKPHLGLAMV
                     KTG"
     gene            2680448..2680750
                     /locus_tag="YPA_2392"
     CDS             2680448..2680750
                     /locus_tag="YPA_2392"
                     /EC_number="3.5.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="urease gamma subunit"
                     /protein_id="ABG14357.1"
                     /db_xref="InterPro:IPR002026"
                     /translation="MQLTPREVEKLMIYTLSDVAFKRKARGLKLNYPEAVSIITVTAM
                     EGARDGKSVEDVMKEASKVLTKDDVMDGVADLIPNVQVEAIFTDGSRLVTVHDPIK"
     gene            2680710..2681237
                     /locus_tag="YPA_2393"
     CDS             2680710..2681237
                     /locus_tag="YPA_2393"
                     /EC_number="3.5.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="urease beta subunit"
                     /protein_id="ABG14358.1"
                     /db_xref="InterPro:IPR002019"
                     /translation="MAAVWSRYTTLLSSDGNMRVKPELIIAEDSSMSAKKSTKDSKEQ
                     NTPLGGLVLAETPITFNENKPVTKVKVRNTGDRPIQVGSHFHFFEVNRALEFDRAAAY
                     GKRLNISSTTAIRFEPGDETEVPLIPFGGKQTLYGFNNLVDGWTGEGVVPNSERPDKL
                     AAIRLAAERGFKSSK"
     gene            2681327..2683045
                     /locus_tag="YPA_2394"
     CDS             2681327..2683045
                     /locus_tag="YPA_2394"
                     /EC_number="3.5.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="urease alpha subunit"
                     /protein_id="ABG14359.1"
                     /db_xref="InterPro:IPR005848"
                     /translation="MPQISRQEYAGLFGPTTGDKIRLGDTNLFIEIEKDLRGYGEESV
                     YGGGKSLRDGMGANNNLTRDNGVLDLVITNVTIVDARLGVIKADVGIRDGKIAGIGKS
                     GNPGVMDGVTQGMVVGVSTDAISGEHLILTAAGIDSHIHLISPQQAYHALSNGVATFF
                     GGGIGPTDGTNGTTVTPGPWNIRQMLRSIEGLPVNVGILGKGNSYGRGPLLEQAIAGV
                     VGYKVHEDWGATANALRHALRMADEVDIQVSVHTDSLNECGYVEDTIDAFEGRTIHTF
                     HTEGAGGGHAPDIIRVASQTNVLPSSTNPTLPYGVNSQAELFDMIMVCHNLNPNVPAD
                     VSFAESRVRPETIAAENVLHDMGVISMFSSDSQAMGRVGENWLRILQTADAMKAARGK
                     LPEDAAGNDNFRVLRYVAKITINPAITQGVSHVIGSVEVGKMADLVLWDPRFFGAKPK
                     MVIKGGMINWAAMGDPNASLPTPQPVFYRPMFGAMGKTLQDTCVTFVSQAALDDGVKE
                     KAGLDRQVIAVKNCRTISKRDLVRNDQTPNIEVDPETFAVKVDGVHATCEPIATASMN
                     QRYFFG"
     gene            2683341..2684036
                     /locus_tag="YPA_2395"
     CDS             2683341..2684036
                     /locus_tag="YPA_2395"
                     /codon_start=1
                     /transl_table=11
                     /product="urease accessory protein"
                     /protein_id="ABG14360.1"
                     /translation="MILIEHILGNVKKDPVWREKLKDATFDLLILDQREAQKSRCRKS
                     STQGLDLGISLDRNVVLADGDVLAWDEETNVAVVVQINLRDVMVIDLSELKSRSPDEL
                     IKTCFELGHALGNQHWKAVTKHNEVYVPLTVATTMMDSVMRTHGFQHLPFRFVKGAEI
                     LPLLTNSEARLLFGGAEDTDTHVHVASPLDEPHGSGLHIHGIHSHEEGHSHGDHDHDH
                     SHSHGDHDHDHKH"
     gene            2684058..2684744
                     /locus_tag="YPA_2396"
     CDS             2684058..2684744
                     /locus_tag="YPA_2396"
                     /codon_start=1
                     /transl_table=11
                     /product="urease accessory protein"
                     /protein_id="ABG14361.1"
                     /translation="MNASDLIRIMQFGDSVLPVGAFTFSNGVESAIQTGIVHDVATLK
                     GFVLTALKQAASCDGMGVVVAHRAVVADDRDGIIRADWAVNNRKLNEESRLMATRMGK
                     KLAEMSIHVVEHPLISWWLEQIKNGNTAGTYPVTQAVVMAAQGIGQREVVVMHQYGVA
                     MTILSAAMRLMRVTHFDTQHILFELNHDIEKFCDIAEIGDINQMSSYVPIVDVLAAVH
                     VKAHVRLFSN"
     gene            2684871..2685533
                     /locus_tag="YPA_2397"
     CDS             2684871..2685533
                     /locus_tag="YPA_2397"
                     /codon_start=1
                     /transl_table=11
                     /product="urease accessory protein"
                     /protein_id="ABG14362.1"
                     /db_xref="InterPro:IPR004400"
                     /translation="MTDKSTARKKITRIGIGGPVGSGKTAIIEVITPILIKRGIKPLI
                     ITNDIVTTEDAKQVKRTLKGILDEEKILGVETGACPHTAVREDPSMNIAAVEEMEERF
                     PESDLIMIESGGDNLTLTFSPALADFYIYVIDVAEGEKIPRKNGPGLVQADILVINKI
                     DLAPYVGASLDVMESDTKVVRGNRPYILTNCKTGQGIEELVDMIMRDFLFTHVQPEGE
                     QA"
     gene            2685530..2686363
                     /locus_tag="YPA_2398"
     CDS             2685530..2686363
                     /locus_tag="YPA_2398"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14363.1"
                     /translation="MTAQSQNIVETPSRVRAHALGVNAPELAKYQDEPAQMRSGAVGK
                     SGYLKLRFAKREHCSILAEMERRVPSLVQKALYWDEEIPELPCVTMISTSGCILQGDR
                     LATDVHVEAGACAHVTTQSATKVHMMNANYASQIQNFIVEEGGYLEFMPDPLIPHRNS
                     RFITDTTISIHPTATAIYSEVLMSGRKYHHADERFGFDVYSSRVAAQNLAGKELFVEK
                     YVLEPKVESLDAVGVMQTFDAFGNVILLTPKEHHDRILARVPAHFDIKGGDCQRRDAS
                     T"
     gene            2686389..2686496
                     /locus_tag="YPA_2399"
     CDS             2686389..2686496
                     /locus_tag="YPA_2399"
                     /codon_start=1
                     /transl_table=11
                     /product="urease accessory protein"
                     /protein_id="ABG14364.1"
                     /translation="MGIDSAGVKAEIRQFWKIAREEILGVTLPEQFLWR"
     gene            2686688..2687680
                     /locus_tag="YPA_2400"
     CDS             2686688..2687680
                     /locus_tag="YPA_2400"
                     /codon_start=1
                     /transl_table=11
                     /product="putative urea transporter"
                     /protein_id="ABG14365.1"
                     /translation="MNAKTVNKSGWGQLANSNVFIEFIDTALRGCAQVMFQNNPLTGL
                     FFFIAIFIGAYGEGNPAVAYGCVLGTLVATLTGLSIRDRKSWRSGLYGYNGCLVGAAL
                     PTFLIATPVLWACIVLGSIVSVIVTACIADILKTWKVAALTAPFVLTTWVVLLASYAF
                     AGLHSSGLPAPALPQQLVLEAGNTFAGTNIFVSMFHGVSQVFLFSSLIAGILFVIGLA
                     IESLWAAVFALCGAILAILTATLLEADHHSINAGLYAFSAVLTAIALGSTFNKPSWRV
                     LAYTVIGVIFTVFVQGALNTLLLPIGIPTLTMPFVLASWLFLVPNKDVMPEHRQ"
     gene            2687829..2688887
                     /locus_tag="YPA_2401"
     CDS             2687829..2688887
                     /locus_tag="YPA_2401"
                     /codon_start=1
                     /transl_table=11
                     /product="putative nickel transport protein"
                     /protein_id="ABG14366.1"
                     /db_xref="InterPro:IPR004688"
                     /translation="MTTIIASSSAFGNQQTKRRAIYLLIGLLVVNGLAWVWAFAEFND
                     NAVLMGMAFLAYSFGLRHAVDADHIAAIDNVTRKLMQQGKTPIAVGTFFSLGHSTIVI
                     LASLAIAATAMAFKNNMAWFHETGGLIGTLVSSVFLLLFAFLNLTILISVYKKFKQVK
                     AGYIYKDEELDLLVVNNGGLLSRMFKRVFNMVNKSWHMYPVGFLFGLGFDTATEIGVL
                     GISAASATHGMNLWSIMVFPILFAAGMALIDSLDNFVMIGAYGWAFSKPVRKLYYNIT
                     ITAASVIIAFFIGGIEALGLIADKLNLTGGIWTPINNISENLGQIGYWIIGMFICCWL
                     VSIINYYVRGYDKLNISR"
     gene            complement(2689056..2689385)
                     /locus_tag="YPA_2402"
     CDS             complement(2689056..2689385)
                     /locus_tag="YPA_2402"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14367.1"
                     /translation="MSYKSLRNIALTGLLLSTAATTFAATPTGTTPSDMTCKEFLDLN
                     PKSFTPVVYWVLNDDTQYKQGDYVDLHETDTLVTPKVVEVCKKAPESKLSEIKQDILN
                     FAKKHNM"
     sig_peptide     complement(2689311..2689385)
                     /locus_tag="YPA_2402"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 25"
     gene            2690003..2691178
                     /locus_tag="YPA_2403"
     CDS             2690003..2691178
                     /locus_tag="YPA_2403"
                     /codon_start=1
                     /transl_table=11
                     /product="putative potassium channel protein"
                     /protein_id="ABG14368.1"
                     /db_xref="InterPro:IPR001622"
                     /db_xref="InterPro:IPR003091"
                     /translation="MKTLREFRAKVSVPIFLAILVAINGYLILSPLLYRAIAHSSDAI
                     NNFNTWKEALSFLELFEIPQFMIGLVLMLMAYALSMKTRTAWFLSVLLLFTLVAINIF
                     IAKKYDSLTIYSIVIILALLFYWRRFDYYSLGSGTFFAVVSIASLIVYSMLGTLYMGD
                     EFAPVVTDLSTAFYFAIVCMSTVGFGDIIPHTTVARMFTLTVIIAGITVFATSVASIA
                     GPMISNNIKRIVKGRISHVERKNHFIIVGTNSLALNVYKGLRDRGDDVTVVCAVGSQH
                     DFPSDADIIEGDPSSVATLKLAGAAKAKYIIVLCNNDADNTFTILAAKEISGEGTKIL
                     ALVNETQNIEKVKRVNPDMVFSLPLLGSELLVRTLNGDTINNTLITEMFFGHCQKLD"
     gene            complement(2691276..2691680)
                     /locus_tag="YPA_2404"
     CDS             complement(2691276..2691680)
                     /locus_tag="YPA_2404"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14369.1"
                     /translation="MPNLIILVFVGGAFGAMCREFIMLSVPRLADGFPMDIFVANIIA
                     AFLLGLTTSFFKKDKINQYVHLMVGTGIMGGLSTFSSFVFGAVEMMKNPTEVLVSICY
                     LVASLIVGFIAVELGLMIGPKEKPKDPQVASE"
     gene            complement(2691696..2692076)
                     /locus_tag="YPA_2405"
     CDS             complement(2691696..2692076)
                     /locus_tag="YPA_2405"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14370.1"
                     /db_xref="InterPro:IPR003691"
                     /translation="MTAIDVMWVGLGGGIGSLLRWWIGLSIGKVYKGNFPLGTFLINI
                     SGAFVIGYLSILFSVDWRDRYGDLMNTAVLTGILGGYTTFSSMQLDAAKLATARGRAI
                     AAGYLIISVLVGLAAAAFGAWLAY"
     gene            complement(2692165..2692344)
                     /locus_tag="YPA_2406"
     CDS             complement(2692165..2692344)
                     /locus_tag="YPA_2406"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14371.1"
                     /translation="MEYSLIVISAKCFDNKLKKKRNSDIQILFQSLINKTTKPALLLF
                     FYFIDGGQKTNPLSD"
     gene            2693117..2693434
                     /locus_tag="YPA_2407"
     CDS             2693117..2693434
                     /locus_tag="YPA_2407"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, cellobiose-specific IIB component"
                     /protein_id="ABG14372.1"
                     /translation="MEKKKIYLFCSAGMSTSLLVSKMKVQAEKYDVPVIINAYPEALA
                     SAQGAHADVILLGPQIAYMLPEIAKMFPNKPVEVIDTLLYGKVDGLGVLKAAVAAIKK
                     AKQ"
     sig_peptide     2693117..2693200
                     /locus_tag="YPA_2407"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.803) with cleavage site probability 0.526 at
                     residue 28"
     gene            2693445..2694806
                     /locus_tag="YPA_2408"
     CDS             2693445..2694806
                     /locus_tag="YPA_2408"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, cellobiose-specific IIC component"
                     /protein_id="ABG14373.1"
                     /db_xref="InterPro:IPR004501"
                     /db_xref="InterPro:IPR004796"
                     /translation="MSTFITSLEKVILPFAIRIGRQQHVNAIKNGFIRLMPLTLTGAM
                     FVLINNVFLSFGEGSFFFSMGVRLDGDTITMLNGWKAIGGNVYNGTLGIMSLMTPFFI
                     SMALAEEKKVDPLSAALLAIAAFMTVTPFSVGEAYAVGANWLGGANIISGIIIGLVVA
                     EVFTFIVRRNWIIRLPDSVPTSVSRSFSALIPGFIILSIMGLISYTLALYGTNFHQII
                     IDSISAPLSKMGSVVGWVYVMFSSLLWFFGVHGAMALSALESGIMMPFALENVATYTQ
                     YGSVEAALAAGKEFHMWAKPFVDSYIFLGGTGATLGLIIAIFIASRREDYRQVAKLAA
                     PASIFQINEPILFGLPVIMNPLMFIPFIMVQPILAIITSVAYYSGLIPPITNIAPWTM
                     PAGLGAFFNTNGSIAALLLSLFNLGVATLVYLPFVIIANKAQGEIDRTVESEDDIANS
                     LKF"
     gene            2694973..2695320
                     /locus_tag="YPA_2409"
     CDS             2694973..2695320
                     /locus_tag="YPA_2409"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, cellobiose-specific IIA component"
                     /protein_id="ABG14374.1"
                     /db_xref="InterPro:IPR003188"
                     /translation="MFDLSSIVDNEQTSDALEDVVMGLIINAGQARSLAYNALKQAKA
                     GDFAQADELMAQSRSALNDAHLVQTQLIEADQGEGKTKVTLVLVHAQDHLMNAMLARE
                     LITELIELHQKIQ"
     gene            2695369..2696199
                     /locus_tag="YPA_2410"
     CDS             2695369..2696199
                     /locus_tag="YPA_2410"
                     /codon_start=1
                     /transl_table=11
                     /product="cel operon repressor"
                     /protein_id="ABG14375.1"
                     /db_xref="InterPro:IPR000005"
                     /db_xref="InterPro:IPR007113"
                     /translation="MDVRLVRERDFFNGKEFHLFIYNKTESATGLHQHDYYEYTLILT
                     GMCYQEINGKRVFLERGDFIFIPLGSHHQSFYEFGATRILNVGISKAFFEEHYFHLLS
                     RPIVASQAYRLRGDFLSYIESAISAPHYRENEQTELLELLTFYVTNRISHYKESEVND
                     DIPSWLKATIDKMHDNAMFSEKALVNMVELSGKTQEYLTRATRRYYQKTPMQIINEIR
                     INFAKTQLEVTNYLVSDIAFEAGYSDTTLFIKNFKKLTSFTPGNYRKNFYSARESLSH
                     "
     gene            2696251..2697012
                     /locus_tag="YPA_2411"
     CDS             2696251..2697012
                     /locus_tag="YPA_2411"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14376.1"
                     /translation="MEKLLIVNADDFGLCKGQNYGIIDAFRNGVVSSTTAMMNSVDIN
                     HAAELSAQYPALPVGMHFVLTFGRPLTAMPSLTDANGELGKWLWQRAGAGTLDLNEIA
                     QELECQFERFSAVFGRPPTHIDSHHHVHMLPQIYPLVAAFAREKSLPLRIDRHEVQQH
                     GLTLDNPRSSEWFNAGFYGENLSEPSFLQLLEHADQQGVNSLEIMCHPAFIDQTLMTS
                     GYCYPRLTELAILTSPTLKPAIAQRGYRLGSFLDC"
     gene            complement(2697307..2697675)
                     /locus_tag="YPA_2412"
     CDS             complement(2697307..2697675)
                     /locus_tag="YPA_2412"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14377.1"
                     /translation="MVKQFTSGLIISTFFLAVPGYAASFDCDNAKGYVETSICTNPVL
                     SKLDDTLLSVYAKAQAAAPDQEINIRNEQREWLKNSRNTLTSEDALILSYEARIAQLS
                     KANVSIPASAASETPVSTPD"
     sig_peptide     complement(2697607..2697675)
                     /locus_tag="YPA_2412"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.957 at
                     residue 23"
     gene            2698170..2698697
                     /locus_tag="YPA_2413"
     CDS             2698170..2698697
                     /locus_tag="YPA_2413"
                     /codon_start=1
                     /transl_table=11
                     /product="negative regulator of replication initiation
                     SeqA"
                     /protein_id="ABG14378.1"
                     /db_xref="InterPro:IPR005621"
                     /translation="MKTIELDEELYRYIASHTQHIGESASDILRRMLKFTAGQPVTDL
                     SVSGAAVKVTAQPAPRDRVRAVRELLLSDEYAEQSRAVNRFMLVLSTLYTLDAQAFTE
                     ATESLHGRTRVYFAGDQQTLLQHGTHTKPKHVPGTPFWVITNTNTERKRSMVQHIMLA
                     MQFPPELTDKVCGTI"
     gene            2698728..2700413
                     /locus_tag="YPA_2414"
     CDS             2698728..2700413
                     /locus_tag="YPA_2414"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglucomutase"
                     /protein_id="ABG14379.1"
                     /db_xref="InterPro:IPR005841"
                     /db_xref="InterPro:IPR005852"
                     /translation="MATPLLRTCIGVVTVANHPRAGQPAQQSDLINVAQLTSQYYVLQ
                     PDAEDPAHAVKFGTSGHRGSSVRHSFNEAHILAIAQAIAEVRHQHGISGPCYVGKDTH
                     ALSEPAFISVLEVLTANGVDVVVQQDNGFTPTPAISHVILCHNAQGKALADGIVITPS
                     HNPPEDGGIKYNPPNGGPADTNLTSVIEKRANQLLSQNLKGVKRQTLDKAWQSNHLRE
                     QDLLQPYVEGLVDVVDIPAIQQAGLKLGVDPLGGSGIAYWQRIAEYYKLDLTLVNNAI
                     DQTFRFMHLDHDGVIRMDCSSESAMAGLLALRDKFDLAFANDPDYDRHGIVTPAGLMN
                     PNHYLAVSINYLFQHRPQWGAGVAVGKTLVSSAMIDRVVADLGRKLVEVPVGFKWFVD
                     GLHDGSFGFGGEESAGASFLRFNGTPWSTDKDGIIMCLLAAEITAVTGKDPQRHYDDL
                     AQRFGAPSYNRIQAPATQAQKNALSRLSPEMVKANTLAGDPITARLTNAPGNGASIGG
                     LKVMTENGWFAARPSGTEEAYKIYCESFLGAEHREKIEQEAVKIVSEVLAEAK"
     gene            2700631..2700744
                     /locus_tag="YPA_2415"
     CDS             2700631..2700744
                     /locus_tag="YPA_2415"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14380.1"
                     /translation="MSLSLPGNDLYWLSKDNLAPEEYERIISANAAWSRIT"
     gene            2700787..2701029
                     /locus_tag="YPA_2416"
     CDS             2700787..2701029
                     /locus_tag="YPA_2416"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14381.1"
                     /translation="MINTKLTAQIASVQDRENVVYEIYCGTDQVAEISNEPGIGPRIE
                     IFSCPNGGIWDFELQEFLSLVEQSKKNIIKELSEEA"
     gene            complement(2701157..2701585)
                     /locus_tag="YPA_2417"
     CDS             complement(2701157..2701585)
                     /locus_tag="YPA_2417"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14382.1"
                     /translation="MSTWLIYALLSALSASLVAIFGKIGLQHLDANTATAVRAVVMAL
                     FLVGVVVVQGKFNLVGTVLADKKALLFIVLSGVAGALSWLFYFMAIKNGTVSQVAPID
                     KLSVVFAVLLAFILFGEKISLVAGLGVALITAGALMVALG"
     sig_peptide     complement(2701526..2701585)
                     /locus_tag="YPA_2417"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.857) with cleavage site probability 0.497 at
                     residue 20"
     gene            complement(2701680..2702309)
                     /locus_tag="YPA_2418"
     CDS             complement(2701680..2702309)
                     /locus_tag="YPA_2418"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component regulatory protein response
                     regulator KdpE"
                     /protein_id="ABG14383.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MRIALESEGWRVFESETLQRGLIEAGTRKPDLIILDLGLPDGDG
                     LNYIQDLRQWSAIPIIVLSARNNEEDKVAALDAGADDYLSKPFGISELLARVRVALRR
                     HSGASQESPLVNFADISVDLINRQVTRAGENLHLTPIEFRLLTALLANAGKVITQRQL
                     LNQVWGPNYVEHSHYLRIYMGHLRQKLEADPTRPKHLLTETGVGYRFIP"
     gene            complement(2702602..2705328)
                     /locus_tag="YPA_2419"
     CDS             complement(2702602..2705328)
                     /locus_tag="YPA_2419"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component regulatory protein sensor kinase
                     KdpD"
                     /protein_id="ABG14384.1"
                     /db_xref="InterPro:IPR002345"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR003852"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MVDAEPTRPNPDSLLAVANEKPRGRLKVFFGACAGVGKTYAMLQ
                     EAQRLRAQGLDVLVGVVETHGRSETAALLEGLTALPLKRIHHRNRQIREFDLDAALAR
                     RPALILMDELAHSNANGSRHPKRWQDVEELLDAGIDVLTTVNVQHLESLNDVVGGVTG
                     IRVRETVPDHMFDEASEVVLVDLPPDDLRQRLNEGKVYIPGQAERAIEHFFRKGNLIA
                     LRELALRRTADRVDDQMRAFRDTQGRERVWHTRDAILLCIGHHAGNEKLVRTAARLAA
                     RLGCIWHAVYVETPRLHGLPEAKRRAILRTLKLAQELGAETATLSDPSEEQAVLRYAR
                     EHNLGKIIIGRRTEQHWKLRGSFADRLGKLGPDLDLVIIALDADPPTNVAKEPDSRPF
                     TEKWRMQLRGCVAAIALCALITVLSLWLIPRFDQANLVMVYLLGVVIIALFYGRWPSV
                     LAAVINVASFDLFFVQPHWSLAVTDVQYLLTFGVMLIVGIVVGNLTAGVRYQAKIARY
                     REQRARHLYEMSRSLSRALTPEDIAKTSRHFLSSSFQAKTSLLLPQEEGHLQPIMPDD
                     GGILSVDDAIAHWSFNQGAPAGAGTDTLPGVPYQLLPLTAAQQTYGVLAIEPANLRQL
                     MVPEQQRLLQTFTSLIANALERLHLARSAELAKLDAEREQLRNSLLAALSHDLRTPLT
                     VLFGQAEILTLDLAAEGSRHAPQANQIRQQVLSTTRLVNNLLDMARIQSGGFNLRKEW
                     QSLEEIIGSALYMLETTLSQHQIRVELPDEMVLINCDASLLERVFINLLENAHKYAGH
                     AALLGIRAEVQGEWLNVDVWDNGPGVTIGQENLIFDKFSRGNKESAIPGVGLGLAICR
                     AIIDVHGGRIWVEKRQEGGASFRFVLPLEKVPEIDADNIDTNNIDTENNDIS"
     gene            complement(2705338..2705988)
                     /locus_tag="YPA_2420"
     CDS             complement(2705338..2705988)
                     /locus_tag="YPA_2420"
                     /EC_number="3.6.3.12"
                     /codon_start=1
                     /transl_table=11
                     /product="putative potassium-transporting ATPase C chain"
                     /protein_id="ABG14385.1"
                     /db_xref="InterPro:IPR003820"
                     /translation="MSSTTSPLSSASPTSGMSYLRPALVLLILLTLITGIAYPLLTTG
                     LAHLMFSQQASGSLARLGDNVVGSTLIGQNFTQPGYFTGRPSATADRPYNPMASGGSN
                     LASSNPALGQAIGERVKLQRQANPTQLGPVPVDLVTASGSGLDPHISLAAAYYQAPRI
                     ASIRQMPLSDVQQLIDNSMQKAIPSFFGEPVVNVLNLNMALDSHSHVKVPANPAKP"
     gene            complement(2706152..2708218)
                     /locus_tag="YPA_2421"
     CDS             complement(2706152..2708218)
                     /locus_tag="YPA_2421"
                     /codon_start=1
                     /transl_table=11
                     /product="putative potassium-transporting ATPase B chain"
                     /protein_id="ABG14386.1"
                     /db_xref="InterPro:IPR001757"
                     /db_xref="InterPro:IPR006391"
                     /translation="MTHKQRAIFEPALVRTALLDAVKKLDPRVQWRNPVMFVVYLGSW
                     LTTLIWLDILSGHTTGSAMFTGSIALWLWFTVLFANMAEALAEGRSKAQAASLRGVKK
                     TSWAKKLSEARVDAPQEKVSADSLRKGDLVLIEAGDTVPCDGEVLEGGASVDESAITG
                     ESAPVIRESGGDFSSVTGGTRVLSDWLVVECRVNPGETFLDRMIAMVEGAKRRKTPNE
                     VALTILLVALTIVFLLATATLYPFSVFSVEASQAGSPVTITVLVALLVCLIPTTIGGL
                     LSAIGVAGMSRMLGANVIATSGRAVEAAGDVDVLLLDKTGTITLGNRQASEFLPAPGV
                     TEQQLADAAQLSSLADETPEGRSIVVLAKQRFNLRERDLHSLNATFIPFSAQTRMSGV
                     NVQERMIRKGAVDAIRRHVESNQGHFPPAVDDLVASVARTGGTPLVVAEGSRVLGVVA
                     LKDIVKGGIKERFAELRKMGIKTVMITGDNRLTAAAIAAEAGVDDFLAEATPEAKLAL
                     IRQYQAEGRLVAMTGDGTNDAPALAQADVAVAMNSGTQAAKEAGNMVDLDSNPTKLIE
                     VVHIGKQMLMTRGSLTTFSIANDVAKYFAIIPAAFAATYPQLNALNIMQLHSPSSAIL
                     SAVIFNALVIVFLIPLALKGVSYKAMSAAALLRRNLWIYGLGGLLVPFVGIKLIDLLL
                     TALNMG"
     gene            complement(2708312..2710000)
                     /locus_tag="YPA_2422"
     CDS             complement(2708312..2710000)
                     /locus_tag="YPA_2422"
                     /EC_number="3.6.3.12"
                     /codon_start=1
                     /transl_table=11
                     /product="putative potassium-transporting ATPase A chain"
                     /protein_id="ABG14387.1"
                     /db_xref="InterPro:IPR004623"
                     /translation="MVASGFLLIASFMLVLFVLSRPLGGFLARLIEGEPFSALQKVEA
                     GLWRCSGVKNAEMNGWQYALAILCFNLLGIVLLFVLLMTQGSLPLNPEHLPGMSWHLA
                     LNTAVSFVTNTNWQAYSGENTLSYLSQMAGLTVQNFLSAATGIAVAFALIRAFARHSA
                     TTLGNAWVDLVRITLYVLLPIALIIALIFVSQGVLQNLDDYLHITTLEGVQQTLPMGP
                     VASQEAIKVLGTNGGGFFGANSAHPFENPTAFSNFVQMLAIFLIPCALCFAFGQVVGD
                     NRQGHALIWAMSLIFIVAVVVVMYAELAGNPHLSPLGADSNSNMEGKESRFGILATSL
                     YAVVTTAASCGAVNAMHDSFTALGGMIPLWLMQIGEVVFGGVGSGLYGMLLFVLLTVF
                     IAGLMIGRTPEYLGKKIDVFDMKMTALAILVTPTIVLLGTALALCTEAGRAGILNPGA
                     HGFSEVLYALSSAANNNGSAFAGLSVNTPFYNLLLAAAMFIGRFGVILPVLAIASSLV
                     AKKRQPAGNGTLPTGGLLFIGLLIGTVLLVGALTFIPALALGPVAEHLQVWLAH"
     sig_peptide     complement(2709938..2710000)
                     /locus_tag="YPA_2422"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.604) with cleavage site probability 0.437 at
                     residue 21"
     gene            complement(2710001..2710090)
                     /locus_tag="YPA_2423"
     CDS             complement(2710001..2710090)
                     /locus_tag="YPA_2423"
                     /codon_start=1
                     /transl_table=11
                     /product="K+-transporting ATPase, F subunit"
                     /protein_id="ABG14388.1"
                     /db_xref="InterPro:IPR011726"
                     /translation="MNFSIVCGALLVLLLLGYLVYALFNAEDF"
     sig_peptide     complement(2710022..2710090)
                     /locus_tag="YPA_2423"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.829) with cleavage site probability 0.760 at
                     residue 23"
     gene            2710495..2710701
                     /locus_tag="YPA_2424"
     CDS             2710495..2710701
                     /locus_tag="YPA_2424"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14389.1"
                     /translation="MSMYNAYPLHLVLLRRIAVVLVGVLALPVMFFRRDRARLYSYLH
                     RIWIKTSDKPVWLTQSEKAGRDFY"
     gene            2711040..2711522
                     /locus_tag="YPA_2425"
     CDS             2711040..2711522
                     /locus_tag="YPA_2425"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14390.1"
                     /translation="MPGTDRAVHSKEYRYACEELDVLCRAGVTRGGLMDFHRRYKLVL
                     LAHSQPEYREIGPFIAAISNWSSLSEFTAEYRRRLLHLLSHLPTVANHTNVLMHVQGY
                     FRPYLSSAQRQALAQLIEQYRLGNQPLQAPIAQITEYLAEFPNDYLAQQRYFSFYLQD
                     "
     gene            2711652..2713109
                     /locus_tag="YPA_2426"
     CDS             2711652..2713109
                     /locus_tag="YPA_2426"
                     /EC_number="4.1.99.3"
                     /codon_start=1
                     /transl_table=11
                     /product="Deoxyribodipyrimidine photo-lyase type I"
                     /protein_id="ABG14391.1"
                     /db_xref="InterPro:IPR002081"
                     /db_xref="InterPro:IPR006051"
                     /translation="MSTHLVWFRNDLRVTDNLALHAACQDPQASVIAVFIATPVQWAA
                     HGMAPRQAAFLRQNLQHLQAALAARGIPLHYHQCDDFQASNTWLVDFCQQQQVDSLFY
                     SQQYELNERLRDDALAVQLSERAITCQSFHDSVLLAPGTVLTGNNEMYKVFTPFRRAF
                     IQRLLMSDNHCVPAPKARHAPPVLLSPLPFDYPQQSVDSQLFPAGEDAALQRLRRFCR
                     EQVQDYRQYRDLPAVPGTSCLSPYLVLGVLSPRQCFNRLWAESPEMLENADSGAFTWL
                     NELIWREFYRHLLVAYPRLCQHHPFIGWTDGLVWNRSESQLKAWQQGQTGYPIVDAAM
                     RQMNETGWMHNRLRMISASFLVKDLLIDWRQGERYFMSQLVDGDLAANNGGWQWAAST
                     GTDAAPYFRIFNPTTQGERFDKDGVFIRRWLPELAAVPDSDIHQPWRWAERQHLDYPV
                     PLVDHKQARLATLAAFEAAKRDSTRIPNRKEPSCY"
     gene            2713100..2714137
                     /locus_tag="YPA_2427"
     CDS             2713100..2714137
                     /locus_tag="YPA_2427"
                     /EC_number="3.1.4.17"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 3',5'-cyclic-nucleotide
                     phosphodiesterase"
                     /protein_id="ABG14392.1"
                     /db_xref="InterPro:IPR000396"
                     /db_xref="InterPro:IPR011563"
                     /translation="MLLKYLSIKSASDKIKSGLLKTGVILSFSLFSSLSTAAFEVVAL
                     GVDGGVSDGNLTSYLIRNDSQPLYLGLDAGSVLPGIARALEKGHFAAITDAMAAPLTR
                     QGYIFRQSINSYFISHAHLDHVSGLIIGSPDDSKKTIYASADTIDVLRNYYFNWRVWP
                     NFTDSGSGARLGTYRMQVVRPAQSLSLGLTRLTGEMYPLSHDKSPSSMLLISSNNEFF
                     AYFGDTGPDDVEKSKNLDTVWRKLAEKVTQQQLKGMIIEVSYPNDVADNKLFGHMTPT
                     WLLKELKKLEQYSGEGQPLKGLPVVISHIKPSFQQGQDVRKLILSELQQGNDMGIEFI
                     LMEQGDSQKFQ"
     sig_peptide     2713100..2713216
                     /locus_tag="YPA_2427"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.475 at
                     residue 39"
     gene            2714277..2715023
                     /locus_tag="YPA_2428"
     CDS             2714277..2715023
                     /locus_tag="YPA_2428"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14393.1"
                     /db_xref="InterPro:IPR002678"
                     /translation="MMRNVELETVLNNQLNIGAFQDYAPNGLQVEGRRDIQRVVTGVT
                     ASQALLDAAVAHQADAILVHHGYFWKNEPVVVRGMKRNRLKTLLTHDINLYGYHLPLD
                     AHPELGNNAQLAKLLEIQVLGEIESLLPYGEFTTPLNAVALRERLEKQLGRSVLHCGD
                     RAPAEVRRIAWCTGGGQGYIQQAAEFGVDAFITGEVSEQTIHIAREMKVNFYAAGHHA
                     TERYGIKALGEWLAEQYQLDVTFIDIPNPA"
     gene            2715642..2716187
                     /locus_tag="YPA_2429"
     CDS             2715642..2716187
                     /locus_tag="YPA_2429"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14394.1"
                     /db_xref="InterPro:IPR010016"
                     /translation="MQRARCYLLGESAVVLELEPPVTLASQQRIWGLADRLIHHADIL
                     EVIPGMNNLTLLLADPHNTALDAIERLQRWWEESESLIPESRDITIPVMYGGEVGPDL
                     ADVARHTGMSERQVVECHAGARYIVYFLGFQPGFSYLGGMPEQLATPRRADPRLVVAP
                     GSVGIGGSQTGIYPLATPGGW"
     gene            2716230..2716298
                     /locus_tag="YPA_2430"
     CDS             2716230..2716298
                     /locus_tag="YPA_2430"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carboxylase"
                     /protein_id="ABG14395.1"
                     /translation="MPPTLLRPGDNVRFLPLKEGVC"
     gene            2716292..2717242
                     /locus_tag="YPA_2431"
     CDS             2716292..2717242
                     /locus_tag="YPA_2431"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14396.1"
                     /db_xref="InterPro:IPR003778"
                     /translation="MLNIIRAGIYTTVQDAGRGGFRRLGISQGGALDLPALSMANMLV
                     GNASDAAGLEITLGQFTAEFTQSGWIALTGAGCDARLDEQRLWTGWCYPVKAGQQLKL
                     SVPHRGMRSYLALSGGIIVPEILGSRSTDLKAGFGGHQGRLIKEGDRLPLGKPTRLPS
                     ESVGVKQLLFGNRVRAVPGPEYHEFDEVARNAFWREAWQLSPQSNRMGYRLSGRELTR
                     NTTREMLSHGLLPGVVQVPHNGQPIVLMADAQTTGGYPRIACVIEADLYHLAQIRLGE
                     PIHFVPCTVEEALRAKREQQHFLQQIEWGLEKGFVTPEAQ"
     gene            2717239..2717976
                     /locus_tag="YPA_2432"
     CDS             2717239..2717976
                     /locus_tag="YPA_2432"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14397.1"
                     /translation="MKIDLNADLGEGCANDQALLQLVSSANIACGFHAGDAQTMRQSV
                     RWALEYGVAIGAHPSFPDRENFGRTAMQLPPETVYAQVVYQLGALAAIVQVEGGVMQH
                     VKPHGMLYNQAAVDPLLADAIAQAVKAVDPSLRLVGLAGSELIRAGTRVGLVTRQEVF
                     ADRHYQPDGTLVPRSQPDALIESDELALSQTLAMVQQHQVQACDGSWVQVQADTVCVH
                     GDGVQALAFARCLRDRFQQEGISVIAQ"
     gene            2718061..2718792
                     /locus_tag="YPA_2433"
     CDS             2718061..2718792
                     /locus_tag="YPA_2433"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14398.1"
                     /translation="MEQTVNLWPLIGIAAIVIGFLLRINAVLVVITAGIITGLAALMP
                     IATILENLGQGFLNTRNLPLILLLPLAVIGLLERHGLKERAQAWIMQIKSATSGRLLI
                     VYLFVREVTAAMGLTSLGGHPQMVRPLLAPMAEGAAENRYGELPEKVRYRLRAMSAAT
                     DNVGLFFGEDIFVAFGAIIFMHNFMLESGGIQTEPLHIALWGIPTAICAFLIHAYRLQ
                     RLDKQLAAELTALNQSALAAQGEAK"
     gene            2718789..2719310
                     /locus_tag="YPA_2434"
     CDS             2718789..2719310
                     /locus_tag="YPA_2434"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14399.1"
                     /translation="MIFQQQYLYWLAGVVLLIVAVMSFRDKANPRRLTTGLFWGLYGL
                     IFLVGDWTYRLANALAGEGPDEKRVLNIIVGLVVVVMALIAGFGGVKLGSYHQRTPQE
                     REVSAKRLGNRLFIPALAIPLVTVIGVLLFNNIPALQQGMFGPGNHSTLVTLFFNDGR
                     LCSWLGPCRGDDP"
     gene            2719258..2719809
                     /locus_tag="YPA_2435"
     CDS             2719258..2719809
                     /locus_tag="YPA_2435"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14400.1"
                     /translation="MTVGCVLGLVLAVAMTRETAAQPVQEARRLLDSIGWAFILPQIL
                     ATLGLLFTGAGVGTAIAHLTQEYLAVDQRFIAVAVYAIGMALLTMIMGNAFAAFPIVT
                     AGIGIPILVLQHGGNPAVMAAIGMFSGYCGTLMTPMAANYNIVPAALLELPDKNAVIK
                     AQIPTGVALLIVNVFLLYFLMFL"
     sig_peptide     2719258..2719320
                     /locus_tag="YPA_2435"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.957) with cleavage site probability 0.541 at
                     residue 21"
     gene            2719819..2720466
                     /locus_tag="YPA_2436"
     CDS             2719819..2720466
                     /locus_tag="YPA_2436"
                     /EC_number="3.4.19.3"
                     /codon_start=1
                     /transl_table=11
                     /product="pyroglutamyl-peptidase I. Cysteine peptidase.
                     MEROPS family C15"
                     /protein_id="ABG14401.1"
                     /db_xref="InterPro:IPR000816"
                     /translation="MRRVLITGFEPFGGERINPSWEVVKQMNDLMMGGVRIVARQLPC
                     AFGEALTALNTAIDDVQPVLVLAIGQAGGRADITIERVAINVDDARIPDNLGNQPVDQ
                     PIIQEGPAAYFTRLPIKAMVQGIREAGIPASVSQTAGTYVCNHVMYGLLHRLNQFNNE
                     VKGGFIHIPYLPEQAVDHPGAPSMSAQSVLVALELAISIALQIEHDLHITGGAVH"
     gene            complement(2720557..2721243)
                     /locus_tag="YPA_2437"
     CDS             complement(2720557..2721243)
                     /locus_tag="YPA_2437"
                     /EC_number="3.2.2.-"
                     /codon_start=1
                     /transl_table=11
                     /product="Uracil-DNA glycosylase"
                     /protein_id="ABG14402.1"
                     /db_xref="InterPro:IPR002043"
                     /db_xref="InterPro:IPR003249"
                     /translation="MSPSLTWHDVIGQEKEQPYFKDTLAYVAAERRAGKTIYPPQKDI
                     FNAFRLTELDQVKVVILGQDPYHGPNQAHGLSFSVLPGVPAPPSLGNIYKELVTDIPG
                     FQRPNHGFLQSWAEQGVLLLNTVLTVEAGKAHSHANLGWETFTDKVIAALNEHREGVI
                     FMLWGSHAQKKGRIINTERHYILKAPHPSPLSAHRGFLGCKHFSQANQLLQQQNQQPI
                     DWQPKLPAVE"
     gene            2721596..2721979
                     /locus_tag="YPA_2438"
     CDS             2721596..2721979
                     /locus_tag="YPA_2438"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14403.1"
                     /db_xref="InterPro:IPR001150"
                     /translation="MITGIQITKANNEALLNSFWLLDDEKAELRCVCAKSGYAEDQIV
                     PTSELGEIEYREVPLEVQPTVRVEGGQHLNVNVLSRDTLEDAVKNPEKYPQLTIRVSG
                     YAVRFNSLTPEQQRDVITRTFTESL"
     gene            2722158..2723120
                     /locus_tag="YPA_2439"
     CDS             2722158..2723120
                     /locus_tag="YPA_2439"
                     /EC_number="3.1.1.32"
                     /codon_start=1
                     /transl_table=11
                     /product="phospholipase A"
                     /protein_id="ABG14404.1"
                     /db_xref="InterPro:IPR008262"
                     /translation="MSASVSLTTPVSVSCLINDVNPSVKAKKEDATAVTTTQAPKIAE
                     AIHRSTPTLADNVLYDSTSYTHGVTTGSTNVPISSGQRPQQADYSLALLAKDVYAPTS
                     GNLNGFVRLSDERLLAAGIDPTALSDSASGFLAGIYSDNQQYVLSFAGTNDRHDWLSN
                     IRQAVGYEDVQYNEAVALGKTAKMAFGDALVITGHSLGGGLAATAALATGTFAVTFNA
                     AGVAKNTLKRLGMDSAKARRSAENGGIRSYSEKYDLLTGIQELTSLIPNAVGHKIVLA
                     NSDKLTGVDDWLPHKHLERRISAHSIEKVLSSMSEQQPWERRYV"
     gene            2723198..2723854
                     /locus_tag="YPA_2440"
     CDS             2723198..2723854
                     /locus_tag="YPA_2440"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phospholipase A accessory protein"
                     /protein_id="ABG14405.1"
                     /db_xref="InterPro:IPR002110"
                     /translation="MTKISTAFTDPLVMPIADAIAHGERQQIHHLANKALLQQRGDRL
                     ITLMQWAIFNQQPTSLVALIQEHADPSQSGIQGDTAWHTAASVQDACYMRILLEGHQP
                     PNTRNSVTLAVPLALAVMAGREIQVGLLLAAGVDPNLADRMGDTPLHIAGKTNAPGLA
                     LQLLTAGADPKLRNKQGATFQQYLAMTPLDIQHIDIQQEYQELNDWLRGNDFAEVDEQ
                     "
     gene            2723832..2723957
                     /locus_tag="YPA_2441"
     CDS             2723832..2723957
                     /locus_tag="YPA_2441"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14406.1"
                     /translation="MQKLMSNRVKKSVLGNAIFAMSFQSENGIGNEQISDNKTAM"
     sig_peptide     2723832..2723915
                     /locus_tag="YPA_2441"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.609) with cleavage site probability 0.463 at
                     residue 28"
     gene            complement(2723985..2725310)
                     /locus_tag="YPA_2442"
     CDS             complement(2723985..2725310)
                     /locus_tag="YPA_2442"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent RNA helicase"
                     /protein_id="ABG14407.1"
                     /db_xref="InterPro:IPR000629"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR011545"
                     /translation="MTVTNFSELDLDERLIDALRDKGYERPTAIQASAIPPAMDGRDV
                     LGSAPTGTGKTAAFLLPALQHLLDFPRKKSGPPRILILTPTRELAMQVADQARELAKY
                     TQLDIATITGGVAYMNHAEVFSENQDVVVATTGRLLQYIKEENFDCRAVETLILDEAD
                     RMLDMGFAQDIETISAETRWRKQTLLFSATLEGEAIREFAERILNEPVELEADPSRRE
                     RKKIQQWYYRADDIKHKTALLCHLLKQPDVSKSIIFVRTRERVHELVSWLREAGINAW
                     FLEGEMVQAKRTEAVIRLGDGRVNVLVATDIASRGLDIDDISHVFNFDMPRTADVYLH
                     RIGRTGRAGRKGVAISLVEAHDHILLGKIGRYLNEPLKPRVIDELRPTSKAPSEKATG
                     KPSKKVLAKRKEQKESSKEKVKVKVRHRDAKNVGKRRTPKAKPDTKSAG"
     gene            2725562..2726308
                     /locus_tag="YPA_2443"
     CDS             2725562..2726308
                     /locus_tag="YPA_2443"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14408.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR002052"
                     /db_xref="InterPro:IPR002296"
                     /translation="MGEQLKKQPVLRGGGFTFKQFFVAHDRCAMKVGTDGVLLGAWVP
                     VLHARRVLDIGCGSGLIALMIAQRSLPQVQIDGVELEPAAAQQASSNVELSPWAERIH
                     IHQQDIHQFAENHPHQYDLIVSNPPYFAPAIACRDEARDTARYTGSLTHDALLNCAEK
                     LITEDGMFCVVLPHELGIEFARLAGQQGWFVRCQVDIRDRPGKPLHRMLLTLSRQAGE
                     TVYQHLALRQSEGVYSPEFCQLISDFYLNY"
     gene            complement(2726591..2728228)
                     /locus_tag="YPA_2444"
     CDS             complement(2726591..2728228)
                     /locus_tag="YPA_2444"
                     /EC_number="1.4.3.16"
                     /codon_start=1
                     /transl_table=11
                     /product="L-aspartate oxidase"
                     /protein_id="ABG14409.1"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR005288"
                     /translation="MKPTLLLHTSYDMQSSSEHISDVLIIGSGAAGLSLALRLAPHCK
                     VTVLSKGPLNEGATFYAQGGIAAVFDETDSISSHVDDTLIAGAGLCDKEAVEFIASNA
                     RSCVQWLIDQGVLFDTETSANGEERYHLTREGGHSHRRILHTADATGKEVETTLVGKA
                     SNHPNISVKERCNAVDLITSNKIGLAGTKRVVGAYVWNRELEKVETFRAKAVVLATGG
                     AAKVYQYTTNPDISSGDGIAMAWRAGCRVANLEFNQFHPTCLFHPQARNFLLTEALRG
                     EGAYLKRPDGSRFMLDFDPRGELAPRDIVARAIDHEMKRLGADCMYLDISHKPTDFVM
                     QHFPMIYEKLLSLGIDLTKEAIPIVPAAHYTCGGVMVDQHGRTDLDGLYAIGEVSYTG
                     LHGANRMASNSLLECLVYGWSAAEDILTRLPTAKLAKHLPDWDESRVDNSDERVVIQH
                     NWHELRLFMWDYVGIVRTTKRLERALRRINTLQQEIDEYYANFRISNNLLELRNLVQV
                     AELIVRCAMERKESRGLHYTLDYPDQIENPQPTILHP"
     gene            2728416..2728991
                     /locus_tag="YPA_2445"
     CDS             2728416..2728991
                     /locus_tag="YPA_2445"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma E factor"
                     /protein_id="ABG14410.1"
                     /db_xref="InterPro:IPR000838"
                     /translation="MSEQLTDQMLVERVQKGDQQSFNLLVIRYQHKVASLVSRYVPQG
                     DVPDVVQESFIKAYRALESFRGDSAFYTWLYRIAVNTAKNYLVAQGRRPPSSDVDAND
                     AENYENAGALKEISNPENLMLSEELRQIVFKTIESLPEDLRMAITLRELDGLSYEEIA
                     AIMDCPVGTVRSRIFRAREAIDNKVQPLIQR"
     gene            2729017..2729673
                     /locus_tag="YPA_2446"
     CDS             2729017..2729673
                     /locus_tag="YPA_2446"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma E factor negative regulatory protein"
                     /protein_id="ABG14411.1"
                     /translation="MQKEKLSALMDGETLDSELLGILSKDKALQQSWQSYHLIRDTLR
                     GDVGNVLHLDIASRVAEALKNEPARLIPIAIPESQPQPHLWQKMPFWQKVRPWASQIT
                     QVGMAACVSLAVIVGVQQYNQPAQNYLQPESPAFNTLPMMGKASPVSFGVPADGSFGT
                     NQQNQVQEQRRRVNMMTQLQDFELQRRLPQTDVLQQPSDSTQAAIQVPGTQSLGMQQQ
                     "
     gene            2729673..2730629
                     /locus_tag="YPA_2447"
     CDS             2729673..2730629
                     /locus_tag="YPA_2447"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma E factor regulatory protein"
                     /protein_id="ABG14412.1"
                     /translation="MKQLWFSVCLMTGSLFMANIASAESTPIAMLQEMGSASKSLNYE
                     LSYINVNKQGIDSLRYRHAILDKKSLAQLLRMDGPRTEILQRGNEISYFEPGFESFTL
                     SGEHIVDALPSIVFSNFEKLSKTYNYIALGRARVADRPCQVIRVVANDSTRYSYIIWL
                     DEATKLPMRIDLLDRDGETLEQFRVISFVVGEPIQQVLQGMLKLALPPLLSLPAKTKV
                     DFTWAPRWLPQGVAEVSRSRRTLPNMDAPTESRLYTDGLFSFSVNVNPAGKEGTSEQS
                     LRQGRRTVQTEVRNNVEITVVGELPPSTAKRIADSVVLESTK"
     sig_peptide     2729673..2729744
                     /locus_tag="YPA_2447"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.989 at
                     residue 24"
     gene            2730626..2731081
                     /locus_tag="YPA_2448"
     CDS             2730626..2731081
                     /locus_tag="YPA_2448"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma E factor regulatory protein"
                     /protein_id="ABG14413.1"
                     /translation="MMKEWATVISWQNGIALLRCEPHSGCGNCHSRRGCGSHLLNELG
                     PETDHQLQVEISQPLEPGQKVEVGISEGSLLRSASLVYLTPLVGLIAGGALFQSLFLT
                     DAFTALGAILGAGLGFLLARKLATRIEGLSAYQPVILQIGLPPTAMRIQ"
     gene            complement(2731102..2731956)
                     /locus_tag="YPA_2449"
     CDS             complement(2731102..2731956)
                     /locus_tag="YPA_2449"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14414.1"
                     /translation="MIDEGKILSRHEMRNENAWVTLATIIAILVFSTVIITLALTTSI
                     FLTPSILSILCVAIAAVSLSALLYLRLYDNPLFTYFLYENGVRVFNHNNLEIYFIPFD
                     KIQYIYKYHTGINPNGKINAMAFRTSKSQPWNVIINNINNAYLLINTIIHQQIMRIGV
                     KSLNSLSHGETLTFDIIKKEECWLKRLIYHGEIKMGIGRINTHQMDTYSLSLSAHTLI
                     TINGIINIENIFRIETLQKDFHDKIRLLDTQGDIIFSIDSSDLINADLFIVLIEHMIQ
                     NRIPAYHA"
     gene            2732456..2734255
                     /locus_tag="YPA_2450"
     CDS             2732456..2734255
                     /locus_tag="YPA_2450"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-binding protein LepA"
                     /protein_id="ABG14415.1"
                     /db_xref="InterPro:IPR000795"
                     /db_xref="InterPro:IPR005225"
                     /db_xref="InterPro:IPR006297"
                     /translation="MKHIRNFSIIAHIDHGKSTLSDRIIQICGGLSEREMAAQVLDSM
                     DLERERGITIKAQSVTLDYHSKDGQTYQLNFIDTPGHVDFSYEVSRSLAACEGALLVV
                     DAGQGVEAQTLANCYTAMEMDLEVVPVLNKIDLPAADPERVAEEIEDIVGIDATDAIR
                     CSAKTGVGVPDVLERLVRDIPAPEGDPNGPLQALIIDSWFDNYLGVVSLIRIKNGSLR
                     KGDKVKVMSTGQSYNADRLGIFTPKRVDRDVLNCGEVGWLVCAIKDILGAPVGDTLTL
                     TRNPAEKSLPGFKKVKPQVYAGLFPISSDDYESFRDALGKLSLNDASLFYEPESSTAL
                     GFGFRCGFLGLLHMEIIQERLEREYDLELITTAPTVVYEVITTNQETVYVDSPSKLPA
                     LNNIEELREPIAECHMLLPQEYLGNVITLCIEKRGTQTNMVYHGKQVALTYEIPMAEV
                     VLDFFDRLKSTSRGYASLDYNFKRFQTSDMVRVDVLINNERVDALALITHRDNAQYRG
                     RDLVEKMKELIPRQQFDIAIQAAIGNHIIARSTVKQLRKNVLAKCYGGDVSRKKKLLQ
                     KQKDGKKRMKQVGNVELPQEAFLAILHVGKDSK"
     gene            2734265..2735263
                     /locus_tag="YPA_2451"
     CDS             2734265..2735263
                     /locus_tag="YPA_2451"
                     /EC_number="3.4.21.89"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase I. Serine peptidase. MEROPS
                     family S26A"
                     /protein_id="ABG14416.1"
                     /db_xref="InterPro:IPR000223"
                     /translation="MANMFALILAIATLLTGIIWCFERFKWGPARQAKIAAVNAQTAE
                     IKAQTGCAVDNKTLAQAAKQPGWIETCASIFPVLALVFIVRSFIYEPFQIPSGSMMPT
                     LLIGDFILVEKFAYGIKDPITQTTLIPTGKPNRGDIAVFKYPLDPRLDYIKRVVGLPG
                     DRVIYNPISKEVTVQPSCNTGTSCDSALAITYSTSEPSEFVQTFRYSGNGESSAGFFP
                     IPLNQAVPDGGVRLRERTESLGPVAHHILTVPGRQDPLGSYYQQPDQPLGVWVVPEGH
                     YFMMGDNRDNSADSRFWGFVPERNLVGKATAIWMSFEKQEGEWPTGVRLSRIGGIH"
     gene            2735615..2736295
                     /locus_tag="YPA_2452"
     CDS             2735615..2736295
                     /locus_tag="YPA_2452"
                     /EC_number="3.1.26.3"
                     /codon_start=1
                     /transl_table=11
                     /product="RNAse III"
                     /protein_id="ABG14417.1"
                     /db_xref="InterPro:IPR000999"
                     /db_xref="InterPro:IPR001159"
                     /db_xref="InterPro:IPR011907"
                     /translation="MNPIVINRLQRKLGYTFQQQELLLQALTHRSASSKHNERLEFLG
                     DSILSFVIANELYRRFPRVDEGDMSRMRATLVRGNTLAEMAREFDLGECLRLGPGELK
                     SGGFRRESILADTVEALIGGVFLDSDIHTIERLILEWYHSRLEEISPGDKQKDPKTRL
                     QEYLQGRHLPLPSYLVVQVRGEAHDQEFTIHCQVSGLNEPVIGTGSSRRKAEQAAAEQ
                     ALKQLELE"
     gene            2736292..2737203
                     /locus_tag="YPA_2453"
     CDS             2736292..2737203
                     /locus_tag="YPA_2453"
                     /codon_start=1
                     /transl_table=11
                     /product="putative GTP-binding protein"
                     /protein_id="ABG14418.1"
                     /db_xref="InterPro:IPR004044"
                     /db_xref="InterPro:IPR005225"
                     /db_xref="InterPro:IPR005289"
                     /db_xref="InterPro:IPR005662"
                     /translation="MSEVEKTYCGFIAIVGRPNVGKSTLLNELLGQKISITSRKPQTT
                     RHRIMGIHTEGPYQAIYVDTPGLHIEEKRAINRLMNRAASSSLGDVELVIFVVEGTHW
                     TADDEMVVNKLRSLQCPVLLAINKVDNVTDKTKLLPHMQFLSQQMNFLDVVPISAEKG
                     MNVDTIASIVRKHMPEAEHHFPEDYITDRSQRFMASEIIREKLMRFLGEELPYSVTVE
                     IEQFVPNERGGYNIHGLILVEREGQKKMVIGNKGSKIKVIGTEARQDMERMFEAKVHL
                     ELWVKVKSGWADDERALRSLGYTDDLK"
     gene            2737213..2737938
                     /locus_tag="YPA_2454"
     CDS             2737213..2737938
                     /locus_tag="YPA_2454"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA replication and repair protein RecO"
                     /protein_id="ABG14419.1"
                     /db_xref="InterPro:IPR003717"
                     /translation="MDGWQRAFVLHGRPYSETSLMLDLFTEGEGRMRVLAKGARGRRS
                     NLKGCLQPFTPLLVRWSGRGEVKTLRSAEPVSLALPLSGSMLYSGLYVNELLSRVLEH
                     QTSYSALFFDYLHCLQALAGSDGSPEHALRQFELAMLANLGYGVDFLHCAGSGQPVSD
                     TMTYRYREEKGFIASLVVDHYSFTGRQLLALANREFPDADTLRAAKRFTRIALKPYLG
                     GKPLKSRELFRQFVIKPPADPSP"
     gene            2738065..2739087
                     /locus_tag="YPA_2455"
     CDS             2738065..2739087
                     /locus_tag="YPA_2455"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14420.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2739087..2739866
                     /locus_tag="YPA_2456"
     CDS             2739087..2739866
                     /locus_tag="YPA_2456"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14421.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            2739882..2740364
                     /locus_tag="YPA_2457"
     CDS             2739882..2740364
                     /locus_tag="YPA_2457"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="phage family integrase"
                     /protein_id="ABG14422.1"
                     /translation="MGRWWRYKWITFHPSLTLVKTTGKKIWRFHYQLPNSSKRTMVSL
                     GAYPALSLADAREVRAEKLAMLVRGVDPQARADEEAEKLQIAEESIFVNVARKWFELK
                     ESHVSAAHAKDIWRSIEKDILPSIESVPIQELKARTLIQVLEPIKARGALETDLLPIE
                     "
     sig_peptide     2739882..2740043
                     /locus_tag="YPA_2457"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.707) with cleavage site probability 0.545 at
                     residue 54"
     gene            2740413..2740676
                     /locus_tag="YPA_2458"
     CDS             2740413..2740676
                     /locus_tag="YPA_2458"
                     /codon_start=1
                     /transl_table=11
                     /product="IS1400 transposase A"
                     /protein_id="ABG14423.1"
                     /translation="MKKRFSDEQIINILREAEAGVSARELCRKHAISEASYYNWKAKY
                     GGMEASDIKKIKDLEDENRRLKQMFANLSLECRALKDVIEKKL"
     gene            2740759..2740944
                     /locus_tag="YPA_2459"
     CDS             2740759..2740944
                     /locus_tag="YPA_2459"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase"
                     /protein_id="ABG14424.1"
                     /translation="MTQTEVYGLGFRFKACSALLESGLWSKDDVECQMSHQERNTVRS
                     SSIHKAEHIDKRKLMVQ"
     gene            2742069..2742836
                     /locus_tag="YPA_2460"
     CDS             2742069..2742836
                     /locus_tag="YPA_2460"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14425.1"
                     /db_xref="InterPro:IPR000379"
                     /db_xref="InterPro:IPR003089"
                     /translation="MKLNFRLQNAPSPTSALPIILIHGLFGNLDNLGVLARDLQQHHN
                     VIQVDLRNHGLSPRAPQMDYPVIAQDVLALMDELAITQAIIIGHSMGGKVAMAMTALA
                     PNRVEKLVAIDIAPVNYQVRRHDTIFAALNAVSAAGVTQRNEAAQLMRTLIKEEGVIQ
                     FLLKSFQGGEWRFNVPALWDQYENIIGWQPIPPWPHPILFIRGELSPYIQDSYRDDIA
                     RQFPQARAHVVAGTGHWVHAEKPDSVLRAIHRFLDAA"
     gene            2743168..2743455
                     /locus_tag="YPA_2461"
     CDS             2743168..2743455
                     /locus_tag="YPA_2461"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14426.1"
                     /translation="MAKEQTDRTTLDLFADERRPGRPKTNPLSRDEQLRINKRNQLRR
                     DKVRGLRRVELKINADAVDALNSLAEQRNISRSELIEQMLLAQLAHDQEGC"
     gene            2743872..2744399
                     /locus_tag="YPA_2462"
     CDS             2743872..2744399
                     /locus_tag="YPA_2462"
                     /codon_start=1
                     /transl_table=11
                     /product="flavodoxin 1"
                     /protein_id="ABG14427.1"
                     /db_xref="InterPro:IPR001226"
                     /db_xref="InterPro:IPR008254"
                     /db_xref="InterPro:IPR010086"
                     /translation="MATVGIFFGSDTGNTENIAKMIQKQLGKEVAEVHDIAKSSKEDL
                     ESFDILLFGIPTWYYGEAQCDWDDFFPTLEEIDFNGKLVALFGCGDQEDYAEYFCDAM
                     GTIRDIIEPRGAAIVGHWPTAGYHFEASKGLADDDHFIGLAIDEDRQPELTNERVEAW
                     VKQISEELNLSEIIG"
     gene            2744766..2745212
                     /locus_tag="YPA_2463"
     CDS             2744766..2745212
                     /locus_tag="YPA_2463"
                     /codon_start=1
                     /transl_table=11
                     /product="ferric uptake regulator"
                     /protein_id="ABG14428.1"
                     /db_xref="InterPro:IPR002481"
                     /translation="MTDNNKALKNAGLKVTLPRLKILEVLQNPACHHVSAEDLYKILI
                     DIGEEIGLATVYRVLNQFDDAGIVTRHNFEGGKSVFELTQQHHHDHLICLDCGKVIEF
                     SNESIESLQREIAKQHGIKLTNHSLYLYGHCETGNCREDESAHSKR"
     gene            complement(2745653..2747755)
                     /locus_tag="YPA_2464"
     CDS             complement(2745653..2747755)
                     /locus_tag="YPA_2464"
                     /EC_number="3.2.1.52"
                     /codon_start=1
                     /transl_table=11
                     /product="beta-N-acetylhexosaminidase"
                     /protein_id="ABG14429.1"
                     /db_xref="InterPro:IPR001540"
                     /translation="MMTPESRFVKNEAVKTLSAANLRGQIIPTPLDVKVYPQDADLSL
                     GVALELSALPKPASDAIQQRFELLGLALSATGYPIKTVIQPTAFNGDHAVSGAYELKI
                     GEKGAEVIGFDQVGVFYGLQSILSLVPIEGSKTIATLDAKDAPRFDYRGVSLDVGRNF
                     KTKAAVLRLLDQMSAYKLNKFHFHLSDDEGWRIEIPGLPELTDVGSQRCHDLTETTCL
                     LPQLGSGPESNNLGSGYFTRADYIDILKYAKARQIDVIPEIDIPAHARAAVVSMEARY
                     NNLMKQGKEKEANEFRLVDPTDDSNTTSVQFYERKSYLNPCLDSSKHFVDKVIGEMAK
                     MHKEAGMPLTTWHFGGDEAKNIRLGAGYQDKNGKIEPGKGIIDMRVEDKPWAKSQVCQ
                     DMVKQGKVQDIAHLSSYFAIEVSKLVNAHGIEKMQAWQDGLRDAKDASAFATKRVGVN
                     FWDTLYWGGADSVNDWANKGYEVIASNPDYVYFDMPYEVNPSERGYYWATRFSDEAKV
                     FSFAPDNMPQNAETSVDRDGNHFSAKSDKPWPGVQGISGQSWNETVRTDEQMEYMAFP
                     RVLPLAERAWHRASWEQEYKAGREYKGGETQWVDTQALSTDWQRFANIMGQRELAKLD
                     KAGVAYRLPVPGARVVAGQLEANISLPGLLIEYSTDGGKKWQQYDAKAQPTVSGEVMI
                     RSTSPDGKRSSRAEPVNI"
     gene            complement(2747694..2748317)
                     /locus_tag="YPA_2465"
     CDS             complement(2747694..2748317)
                     /locus_tag="YPA_2465"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14430.1"
                     /translation="MNKFKLNALAAITATFGLIGYANGSATNQQVVDQLSTLKVNYKL
                     LDNRAADNGVDCAKLGADWASCNKVMITLTNTGDEIKGQDWAIYFHSIRMILAVDNDQ
                     FTVTHLTGDLHKIEPTAKFAGFPANQTIEIPITGEYWQLFATDFMPRWYATSGDAKPK
                     VLASTDTEDINAYLTPFTGDQWKRTKDDDDARITFRQKRGSENTLCG"
     sig_peptide     complement(2748243..2748317)
                     /locus_tag="YPA_2465"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.748 at
                     residue 25"
     gene            complement(2748645..2750066)
                     /locus_tag="YPA_2466"
     CDS             complement(2748645..2750066)
                     /locus_tag="YPA_2466"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14431.1"
                     /translation="MVTHCQIAAHKAKRKTLALAIAGVLFGTGFMAAPEARADGFIDD
                     SSLTGGIYYWQRQRDRKDMTPTSPEYGKYVANLHHSTFNANLAFSSGYVADMFGLDLA
                     AFGAVEISNSGPAAPNEIGFSDAKTRWDEKWTGDKSGVSVYRAAAKFKLGDFWARGGY
                     IQSTGQTLLAPHWSFMPGTYRGAEGGAKFDFDTAGALSMSYMWTDEYKAPWYQNMYHF
                     RQADGLTGVSYLHSFGAKYDFKNNLVMEAAFGQAKDYMDQYFAKASYAFPVAGNDLRT
                     TYQFYGAKDKVDGGASNANDVYDGLAWLQALTLGYTTGPFDLRLEGTWAKADGNQGYF
                     LQRMTPGYATSNGRLDVWWDSRSDFNANGEKALFGGVMYDLKNWNMAGWSVGTSYAYG
                     WDAKPSTNPKFDQNTRLKESAWNFDILYTLQEGRAKGTLFKLHYTLYDNHTNIPSYGD
                     GFGNVFQDEKDVKFIVIAPFTLF"
     sig_peptide     complement(2749950..2750066)
                     /locus_tag="YPA_2466"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.992) with cleavage site probability 0.958 at
                     residue 39"
     gene            complement(2750772..2752439)
                     /locus_tag="YPA_2467"
     CDS             complement(2750772..2752439)
                     /locus_tag="YPA_2467"
                     /EC_number="6.1.1.18"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaminyl-tRNA synthetase"
                     /protein_id="ABG14432.1"
                     /db_xref="InterPro:IPR000924"
                     /db_xref="InterPro:IPR001412"
                     /db_xref="InterPro:IPR004514"
                     /translation="MSEAEARPSNFIRQIIDEDLASGKHTSVHTRFPPEPNGYLHIGH
                     AKSICLNFGIAEDYQGQCNLRFDDTNPVKEDVEFVESIKRDVEWLGFTWSGDVRYSSD
                     YFDQLYQYAVELINKGLAYVDELTPEQMREYRGTLTAPGKNSPYRDRSVEENLALFEK
                     MRAGGFAEGTACLRAKIDMASPFIVMRDPVLYRIKFAEHHQSGNKWCIYPMYDFTHCI
                     SDALEGITHSLCTLEFQDNRRLYDWVLDNISIDCHPRQYEFSRLNLEYTIMSKRKLNQ
                     LVTEKVVEGWDDPRMPTISGLRRRGYTAASIREFCRRIGVTKQDNNVEMMSLESCIRD
                     DLNEHAPRAMAVLDPIKVVIENRAAGEEWLTMPNHPNNPEMGSRQVPFDSEIYIDRAD
                     FREEANKQYKRLVLGKEVRLRNAYVIKAERVEKDAEGNVTTLYCSYDAETLNKDPADG
                     RKVKGVIHWVSVAHALPAEIRLYDRLFNVPNPAAAEDFLSTINPESLVIRQGFVEPSL
                     ADAVSDKTYQFEREGYFCADSRYSRPGALVFNRTVGLRDTWAAKATQ"
     gene            complement(2752641..2753099)
                     /locus_tag="YPA_2468"
     CDS             complement(2752641..2753099)
                     /locus_tag="YPA_2468"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14433.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2753364..2755397)
                     /locus_tag="YPA_2469"
     CDS             complement(2753364..2755397)
                     /locus_tag="YPA_2469"
                     /codon_start=1
                     /transl_table=11
                     /product="pts system, N-acetylglucosamine-specific IIABC
                     component"
                     /protein_id="ABG14434.1"
                     /db_xref="InterPro:IPR001127"
                     /db_xref="InterPro:IPR001996"
                     /db_xref="InterPro:IPR010974"
                     /db_xref="InterPro:IPR011535"
                     /translation="MSILGYLQKVGRALMVPVATLPAAAILMGVGYWIDPVGWGADNA
                     LAALFIKSGAAIIENMSVLFAIGVAYGMSKDKDGAAALTGFVGFLVLTTLCSPAAVSM
                     IKQIPLDQVPAAFGKIENQFVGILVGIISAELYNRFSGVELPKALSFFSGRRLVPILT
                     SFLMIAVAFMLMYIWPLIYNALVTFGEYIKDLGSVGAGIYAFFNRLLIPVGLHHALNS
                     VFWFDVAGINDIPNFLGGQESINKGTGIVGITGRYQAGFFPIMMFGLPGAALAIYHCA
                     RPENKAKVAGIMMAGAFAAFFTGITEPLEFSFMFVAPVLYFLHAVLTGISVFIAASMH
                     WIAGFGFSAGLVDMVLSSRNPLATQWYMLIPQGLIFFVIYYLVFRFTIQKFNLLTPGR
                     ELAVEGSEEDGYDVNVDKTPAVNESEINSLARRYIGAIGGSDNLTAIDACITRLRLNV
                     KDSALVNDSVAKRLGASGVIRLNKQSVQIIVGTRAELIAAAMRTVLAGGPIPAASSNA
                     APTGARPQAVINTAKTASLVLVSPITGDVVPLAQVPDEAFASKAVGEGVAIRPTDKIV
                     VSPASGTIVKIFNTDHAFCLETETGAEIVVHIGIDTVKLNGQGFTRLVEEGTTVVAGQ
                     PVLELDLAYLNANAHSMISPVVVSNIDDYAGISLLASGSVVAGQSQLFEIRGK"
     gene            2755797..2756597
                     /locus_tag="YPA_2470"
     CDS             2755797..2756597
                     /locus_tag="YPA_2470"
                     /EC_number="3.5.99.6"
                     /codon_start=1
                     /transl_table=11
                     /product="glucosamine-6-phosphate deaminase"
                     /protein_id="ABG14435.1"
                     /db_xref="InterPro:IPR004547"
                     /translation="MRLIPLRNTAEVGKWAARHIVNRINAFKPTAERPFILGLPTGGT
                     PMEAYKYLIAMHKAGEVSFKHVVTFNMDEYVGLPKEHPESYYTFMHTNFFDHVDIPAE
                     NINLLNGNAADIDAECRRYEEKIKSYGKIHLFMGGVGVDGHIAFNEPASSLASRTRIK
                     TLTQETRIANSRFFGGDANLVPKYALTVGVGTLLDAEEVMILVTGHGKAQALQAAVEG
                     SINHMWTISCLQLHAKAIMVCDEPSTMELKVKTVKYFRELEAENVKDL"
     gene            2756617..2757762
                     /locus_tag="YPA_2471"
     CDS             2756617..2757762
                     /locus_tag="YPA_2471"
                     /EC_number="3.5.1.25"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylglucosamine 6-phosphate deacetylase"
                     /protein_id="ABG14436.1"
                     /db_xref="InterPro:IPR003764"
                     /db_xref="InterPro:IPR011550"
                     /translation="MYALTHGRIYTSHEVLDNHAVVVADGLIERICPVDELPAGIEIC
                     DLGGAILAPGFIDVQLNGCGGVQFNDSLEAISAETLDIMQRANEKSGCTSFLPTLITC
                     SDEFMKHGVDVMRSYLQKNQHQALGLHLEGPYISPLKKGTHNPAFIRKPSAEMIDYLC
                     ANADVITKLTLAPEMVDPKYIQQLTEAGILVSAGHSNATYQQARQGFTAGIRFATHLY
                     NAMPYISGREPGLIGAIFDTPEVYTGVIADGLHVDWANIRNAKRLKGEKLVLVTDATA
                     PAGAKIEQFIFAGKTIYYRDGLCVDENGTLSGSALTMIEAVQNSVEHVGIALDEALRM
                     ATLYAARAIGVDKQLGSIEVGKVANLTAFTRDYKITKTIVNGNEVLS"
     gene            2757740..2759005
                     /locus_tag="YPA_2472"
     CDS             2757740..2759005
                     /locus_tag="YPA_2472"
                     /codon_start=1
                     /transl_table=11
                     /product="putative N-acetylglucosamine regulatory protein"
                     /protein_id="ABG14437.1"
                     /db_xref="InterPro:IPR000600"
                     /translation="MATRFYHKRVTLLMSTGGQAQIGNVDLVKQLNGAVVYRLIDQQG
                     PISRIQIADLSQLAPASVTKITRQLLERELIKEVDQQASTGGRRAISIVTENRQFHTV
                     AVRLGRNDATITLFDMSGKSLGEEHYALPERTQETLEHALFNIISQFIDAYQRKLREL
                     IAIAVILPGLVEQSKGIVRYMPHISVSNWPLVDNLQARFNVTSFVGHDIRSLALAEHY
                     FGATRDCEDSILVRLHRGTGAGIIVNSQIFLGSNGNVGEIGHIQIDPLGDRCYCGNFG
                     CLETVASNAAIENRVKHLLTQGYPSKLSLDDCHIGAICKAANRGDLLACEVIEHVGRY
                     LGKAIAITINLFNPQKVVIAGEIIEAEKILLPAIQGCINTQVLKNFRQNLPIVTSQLN
                     HQSAIGAFALAKRAMLNGVLLQRLLETHP"
     gene            2759078..2759830
                     /locus_tag="YPA_2473"
     CDS             2759078..2759830
                     /locus_tag="YPA_2473"
                     /codon_start=1
                     /transl_table=11
                     /product="putative N-acetylglucosamine metabolism protein"
                     /protein_id="ABG14438.1"
                     /db_xref="InterPro:IPR006357"
                     /translation="MTIKSVICDIDGVLLHDNTAIKGANDFLARIQDAGMPLVILTNY
                     PSQTAQDLTNRFITAGLDVPESAFYTSAMATADFLRRQDGKKAYVIGEGALVHELYKA
                     GFTITDINPDFVIVGETRSYNWDMMHKAAYFVANGARFIATNPDSHGHGFAPACGALC
                     APIEKISGRKPFYVGKPSPWIIRAALNKMQAHSESTVIVGDNLRTDILAGFQAGLETI
                     LVLSGVSTLTDIDAMPFRPSYVYPSVADIDII"
     gene            2760185..2761849
                     /locus_tag="YPA_2474"
     CDS             2760185..2761849
                     /locus_tag="YPA_2474"
                     /EC_number="6.3.5.4"
                     /codon_start=1
                     /transl_table=11
                     /product="asparagine synthase (glutamine-hydrolysing)"
                     /protein_id="ABG14439.1"
                     /db_xref="InterPro:IPR000583"
                     /db_xref="InterPro:IPR006426"
                     /translation="MCSIFGVLELKTDPIELRKKALEMSRLMRHRGPDWSGVWANDKA
                     ILAHERLSIVDVNTGAQPLYNAAHTHILAVNGEIYNHQALRQQYSDRYAFQTGSDCEV
                     ILALYQEKGPAFLDDLQGMFAFVLYDTEKDAYLIGRDHLGIIPLYMGHDEHGNMFVAS
                     EMKALVPVCRTIKEFPAGSYLWSQDGEIREYYHRDWFDYDHVKDNVTDKIQLANALED
                     AVKSHLMSDVPYGVLLSGGLDSSVISAITKKFAARRVEDNERSEAWWPQLHSFAVGLI
                     GSPDLRAAQEVANHLGTVHHEIHFTVQEGLDAIRDVIYHIETYDVTTIRASTPMYLMS
                     RKIKAMGIKMVLSGEGSDEVFGGYLYFHKAPNAKELHEETVRKLLALHMYDCARANKA
                     MSAWGVEARVPFLDKNFLDVAMRINPQDKMCGNGKMEKHILRECFESYLPHSVAWRQK
                     EQFSDGVGYSWIDTLKEKAAEQVTDQQMETAHFRFPYNTPGSKEGYLYREIFEELFPL
                     PSAAECVPGGPSVACSSAKAIEWDESFKNMDDPSGRAVGVHQDAYK"
     gene            2762307..2762383
                     /locus_tag="YPA_r061"
                     /note="tRNA-Met1"
     tRNA            2762307..2762383
                     /locus_tag="YPA_r061"
                     /product="tRNA-Met"
     gene            2762391..2762475
                     /locus_tag="YPA_r062"
                     /note="tRNA-Leu3"
     tRNA            2762391..2762475
                     /locus_tag="YPA_r062"
                     /product="tRNA-Leu"
     gene            2762505..2762579
                     /locus_tag="YPA_r063"
                     /note="tRNA-Gln1"
     tRNA            2762505..2762579
                     /locus_tag="YPA_r063"
                     /product="tRNA-Gln"
     gene            2762663..2762737
                     /locus_tag="YPA_r064"
                     /note="tRNA-Gln2"
     tRNA            2762663..2762737
                     /locus_tag="YPA_r064"
                     /product="tRNA-Gln"
     gene            2762770..2762846
                     /locus_tag="YPA_r065"
                     /note="tRNA-Met2"
     tRNA            2762770..2762846
                     /locus_tag="YPA_r065"
                     /product="tRNA-Met"
     gene            2762852..2762926
                     /locus_tag="YPA_r066"
                     /note="tRNA-Gln3"
     tRNA            2762852..2762926
                     /locus_tag="YPA_r066"
                     /product="tRNA-Gln"
     gene            complement(2763304..2764485)
                     /locus_tag="YPA_2476"
     CDS             complement(2763304..2764485)
                     /locus_tag="YPA_2476"
                     /EC_number="1.14.13.-"
                     /codon_start=1
                     /transl_table=11
                     /product="2-octaprenyl-3-methyl-6-methoxy-1,4-benzoquinol
                     hydroxylase"
                     /protein_id="ABG14440.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR003042"
                     /db_xref="InterPro:IPR010971"
                     /translation="MNKSQPNYDVVVVGGGMVGAAAALGLAQIGWSVALLEHDAPAPF
                     DKDSVPDLRVSALGCTSVALLKQLGAWPQVQQMRYAPYRRLETWEQPGSQVVFDAASL
                     SLPELGFMVENRILQLALWQQFAECPNLTLLCPSRLQSMVRIDDYWKVTLNEQEEIQG
                     RLVIGADGANSLVRRLAGIGTSGWQYRQSCMLITVETDVMQQDTTWQQFFPTGPRAFL
                     PLFDHWASLVWYDSPQRIRQLQAMSMAQLSQEIAAFFPSRLGAVKAIAAGAFPLVRRH
                     AQQYVKPGLVLLGDAAHTINPLAGQGVNLGYRDVDALLEVLSQARELAEPWHSEQVLL
                     RYQRRRRTDNLMMQSGMDLFYTAFSNDLPAVKFARNLALMVAQRAGKLKEHALRYALG
                     L"
     gene            2764712..2766151
                     /locus_tag="YPA_2477"
     CDS             2764712..2766151
                     /locus_tag="YPA_2477"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA-i(6)A37 thiotransferase enzyme MiaB"
                     /protein_id="ABG14441.1"
                     /db_xref="InterPro:IPR002792"
                     /db_xref="InterPro:IPR005839"
                     /db_xref="InterPro:IPR006463"
                     /db_xref="InterPro:IPR006638"
                     /translation="MMNNPMTKKLHIKTWGCQMNEYDSSKMADLLASTHGYQLTTIPE
                     EADLLLLNTCSIREKAQEKVFSLLGQWKLLKEKNPQLIIGVGGCVASQEGEQLRQRAP
                     CVDVIFGPQTLHRLPEMINHVQGTNSPVVDISFPEIEKFDRLPEPRAEGPTAFVSIME
                     GCNKYCTFCVVPYTRGEEVSRPSDDILFEIAQLAAQGVREVNLLGQNVNAYRGATYDG
                     DICSFAELLRLVAAIDGIDRVRFTTSHPIEFTDDIIDVYRDTPELVSFLHLPVQSGSD
                     RILTMMKRAHTALEYKAIIRKLRQARPDIQISSDFIVGFPGETQQDFEQTMKLVADIH
                     FDTSYSFIYSPRPGTPAADLPNNVSEEEKKQRLHILQQRISQQAMEISRKMVGTVQRV
                     LVEGTSRKNVMELAGRTENNRVVNFEGSPDMIGKFVDVEIVNVYASSLRGILLRTEDQ
                     MDLRTHESPQSVIARTRKENEIGVGIYQP"
     gene            2766478..2767551
                     /locus_tag="YPA_2478"
     CDS             2766478..2767551
                     /locus_tag="YPA_2478"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14442.1"
                     /translation="MTQKNSLHVVTQEILLEPADNQRLLSLCGPFDDNIKQLERRLGI
                     EINRRDNRFKLIGKNICVVAAADILRHLYVDTAPIRGVIPDIDPEQIHLAVKESRVLE
                     QSAESVPDYGKAVNIQTKRGMVKPRTPNQAQYVANILDHDITFGIGPAGTGKTYLAVA
                     AAVDALERQNVRRILLTRPAVEAGEKLGFLPGDLSQKVDPYLRPLYDALFEMLGFERV
                     EKLIERNVIEVAPLAYMRGRTLNDAFIILDESQNTTIEQMKMFLTRIGFNSKAVITGD
                     VTQIDLPRHQKSGLRHAIEVLSDVEELSFNFFHSEDVVRHPVVARIVIAYEAWEAAEQ
                     QRKDAIIEQRQRESHTPLEQEAP"
     gene            2767548..2768021
                     /locus_tag="YPA_2479"
     CDS             2767548..2768021
                     /locus_tag="YPA_2479"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14443.1"
                     /db_xref="InterPro:IPR002036"
                     /translation="MSQVILDLQIACADSQGLPTEGDFQRWLEAVLPLFQPVSEVTIR
                     LVDEAESHDLNLTYRGKDKSTNVLSFPFEAPPEIELPLLGDLIICRQVVEKEAIEQEK
                     ALLAHWAHMVVHGSLHLLGYDHIDDEEAEEMELIETEIMHGLGYPDPYISEKDPD"
     gene            2768139..2769017
                     /locus_tag="YPA_2480"
     CDS             2768139..2769017
                     /locus_tag="YPA_2480"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14444.1"
                     /db_xref="InterPro:IPR000644"
                     /translation="MSDDHSQNSDSPSPKKGFFTLILNQLFHGEPKNRGDLVELIRDS
                     EQNDLIDPDTRDMLEGVMDIAEQRVRDIMIPRSQMVTLKRNQTLDECLDVIIESAHSR
                     FPVISEDKDHIEGILMAKDLLPFMRTDSEPFSIDKVLRTAIVVPESKRVDRMLKEFRS
                     QRYHMAIVIDEFGGVSGLVTIEDILELIVGEIEDEYDDEEDRDVRQLSRHTYTIRALT
                     QIEDFNEVFNTHFSDDEVDTIGGLVMQAFGHLPARGETIEIEGYLFKVAMADSRRIIQ
                     VHVKIPDDAPQPKLEE"
     gene            2768986..2770572
                     /locus_tag="YPA_2481"
     CDS             2768986..2770572
                     /locus_tag="YPA_2481"
                     /codon_start=1
                     /transl_table=11
                     /product="putative apolipoprotein N-acyltransferase"
                     /protein_id="ABG14445.1"
                     /db_xref="InterPro:IPR003010"
                     /db_xref="InterPro:IPR004563"
                     /translation="MMLRNLNWKNKFLMSIALFLQRQWVRALLALFFGACGTLAYSPF
                     DHWPAAIVSLFGLLSLTLNRTTKQATFIGFCWGMGLFGSGINWVYVSISEFGGMPTAI
                     NIVLVILLAAYLSLYTMLFAGLLARLCPKATWWRLAIAAPVLWQLTEFLRGWVLTGFP
                     WLQFGYSQINGPLRGIAPLLGVDGITFILMAISGLLVYACYQRRIVAAIIALALLLLP
                     WPLRQIQWFTPEPERAVNIAMVQGNIAQSMKWDPKALITTLQIYLDETRPFMGKAPII
                     IWPESAIPDIETDQNTFLTMIDGLMRANHSSLITGIVDAKRQPEGQGYQFFNSIIVLG
                     DKDTYQYPTRNRYSKHHLVPFGEYVPLESLLRPLAPLFNLPMSSFNRGDYVQPPLTIA
                     GFNLTAAICYEIVLGQQVRDNFRPETDFLLTISNDAWFGHSIGPWQHFQMARMRALEL
                     GRPLLRSTNNGITAAIGPSGEILAQIPQFTQQVLEVKVTPTTGITPYARFGSWPMWII
                     TLVLGAFTLYCAIRGRSDKH"
     sig_peptide     2768986..2769108
                     /locus_tag="YPA_2481"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.980) with cleavage site probability 0.975 at
                     residue 41"
     gene            2771337..2772254
                     /locus_tag="YPA_2482"
     CDS             2771337..2772254
                     /locus_tag="YPA_2482"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino acid-binding protein precursor"
                     /protein_id="ABG14446.1"
                     /db_xref="InterPro:IPR001311"
                     /db_xref="InterPro:IPR001638"
                     /translation="MQMRKLALVLLLAGMTSSVAQAEDATAKADTAIDTLQKVKNNGV
                     IVVGHRESSVPFSYYDNQQKVVGYSQDYSNLIVDAIRKELNAPNLEVKLIPITSQNRI
                     PLLQNGTFDFECGSTTNNLERQQQAAFSNTIFVVGTRLLTKKDSEVKDFKDLAGKAVV
                     VTSGTTSEVLLNKLNEKDNMNMRIISAKDHGDSFRTLESGRAVAFMMDDALLAGERAK
                     AKKPDEWSIVGTPQSEEAYGCMMRKNDPAFKALLDKTIATAQTTGVAEKSFDRWFKNP
                     IPPKNLNMNFALSDEMKALFKAPNDKALN"
     sig_peptide     2771337..2771405
                     /locus_tag="YPA_2482"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.993 at
                     residue 23"
     gene            2772428..2773168
                     /locus_tag="YPA_2483"
     CDS             2772428..2773168
                     /locus_tag="YPA_2483"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glutamate/aspartate transport system
                     permease"
                     /protein_id="ABG14447.1"
                     /db_xref="InterPro:IPR010065"
                     /translation="MAIDWNWGIFLQPAPFGNTTYLGWIWSGFQVTVALSLCAWVIAF
                     FVGSLFGILRTVPNRILSGIGACYVELFRNVPLIVQFFTWYLVVPELLPVNLGTWFKS
                     ELAPNIQFFLSSMICLGLFTAARVCEQVRAGIQSLPRGQKAAGLAMGLTLTQTYRYVL
                     LPNAYRVIIPPMTSEMLNLVKNSAIASTIGLVEMAAQAGKLLDYSAHAYESFTAITLG
                     YVLINAVIMLLMRLVEKKVQLPGNLGSK"
     gene            2773168..2773842
                     /locus_tag="YPA_2484"
     CDS             2773168..2773842
                     /locus_tag="YPA_2484"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glutamate/aspartate transport system
                     permease"
                     /protein_id="ABG14448.1"
                     /db_xref="InterPro:IPR010065"
                     /translation="MYEFDWSSIAPSLPYLLQGLIVTVKITLIAIVFGILWGTILAVM
                     RLSPIKAISWFATAYVNVFRSIPLVMVLLWFYLVVPGFLQNVLGLSPKTDIRLISAMV
                     AFSLFEAAYYSEIIRAGIQSISRGQSSAALALGMTQGQSMRLVILPQAFRAMVPLLLT
                     QGIVLFQDTSLVYVLSLADFFRTATTIGERDGTQVEMVLFAGLVYFVISISASMLVNY
                     LKKRTV"
     gene            2773842..2774567
                     /locus_tag="YPA_2485"
     CDS             2773842..2774567
                     /locus_tag="YPA_2485"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glutamate/aspartate transport
                     ATP-binding protein"
                     /protein_id="ABG14449.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MISLKNVSKWYGQFQVLADCTTEVKKGEVVVVCGPSGSGKSTLI
                     KVVNGLEPIQEGNITVNGIAVNDKGTNLAQLRSKVGMVFQHFELFPHLSIIENLTLAQ
                     IKVLKRDKAEALEKGLKLLERVGLSTHVDKYPSQLSGGQQQRVAIARALCMDPIAMLF
                     DEPTSALDPEMINEVLDVMVKLALEGMTMMVVTHEMGFARKVANRVIFMDEGKIVEDS
                     DKDDFFNNPKSDRAKDFLAKILH"
     gene            complement(2774701..2775183)
                     /locus_tag="YPA_2486"
     CDS             complement(2774701..2775183)
                     /locus_tag="YPA_2486"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14450.1"
                     /translation="MNKIAQYYRELVASLTERLKNGERDIDQLVESAERRLHTVEELT
                     RNDVEQIVQAVRRDLEEFARSYEESKEEFRDSVFMRVIKESLWQELADITDKTQLEWR
                     EVFKDVSHHGVYHSGEVVGLGNLVCEKCHYHLAFYTPEVLPVCPKCGHDQFTRRPFQP
                     "
     gene            2775444..2778026
                     /locus_tag="YPA_2487"
     CDS             2775444..2778026
                     /locus_tag="YPA_2487"
                     /EC_number="6.1.1.4"
                     /codon_start=1
                     /transl_table=11
                     /product="leucyl-tRNA synthetase"
                     /protein_id="ABG14451.1"
                     /db_xref="InterPro:IPR001412"
                     /db_xref="InterPro:IPR002302"
                     /translation="MQEQYRPEDIETQVQLHWQEKQTFKVTEDASKEKYYCLSMLPYP
                     SGRLHMGHVRNYTIGDVISRYQRMLGKNVLQPIGWDAFGLPAEGAAVKNNTAPAPWTY
                     DNIEYMKNQLKLLGFGYDWDREIATCKPDYYRWEQWFFTKLYEKGMVYKKTSAVNWCP
                     HDLTVLANEQVIDGCCWRCDTKVERKEIPQWFIKITDYAEQLLNDLDTLESWPEQVKT
                     MQRNWIGRSEGVDIVFDVVDSEEKLSVYTTRPDTFMGVTYVAVAAGHPLSLQAAATNP
                     ALADFVAECRNTKVAEAEMATMEKKGMATGLYAIHPLTGEKLPIWAANFVLMDYGTGA
                     VMAVPGHDARDWEFATKYNLPIKPVILAADGSEPDLSQEAMTEKGTLFNSGEFDGLNH
                     EDGFNAIADKLVALGVGQRKVNYRLRDWGVSRQRYWGAPIPMVTLEDGTVVPTPEDQL
                     PVILPEDVVMDGISSPIKADPEWAKTTVNGIPGLRETDTFDTFMESSWYYARYTCPQY
                     DDGMLDPAAANYWLPVDQYVGGIEHAIMHLMYFRFFHKLLRDAGLVDSDEPAKRLLCQ
                     GMVLADAFYYTGNNGERIWVSPVDAIVERDDKGRIVKAVDAEGHELVYAGMSKMSKSK
                     NNGIDPQVMVEKYGADTVRLFMMFASPAEMTLEWQESGVEGANRFLKRVWRLAFDHTA
                     KGAVKPLDIASLTEEQKSLRRDLHKTIAKVTDDVGRRQTFNTAIAAVMELMNKLGRAP
                     QETEQDRALMQEALLAVVRMLYPFTPHVCFSLWQALGGEGDIDTAPWPIADEQAMVED
                     SKLVVVQVNGKVRGRITVPADATEQQVRERAGQEHLVAKYLDGVTVRKVIYVPGKLLN
                     LVVG"
     gene            2778041..2778664
                     /locus_tag="YPA_2488"
     CDS             2778041..2778664
                     /locus_tag="YPA_2488"
                     /codon_start=1
                     /transl_table=11
                     /product="rare lipoprotein B precursor"
                     /protein_id="ABG14452.1"
                     /translation="MRHRILTLLLGLAVLVTAGCGFNLRGTTQVPTELQKLLLESSDP
                     YGPLARSIRQQLRLNNVTIVDDAMRKDIPTLRIIGSSESQETVSIFRNGVAAENQLVL
                     HVQAQVLIPGHDIYPLQVNVFRTFFDNPLTALAKEAEAEVLRQEMREQAAQQLVRQLL
                     TVHAAEVKNTQKNGDKPVSDANAAQGSTPTAVNETTLGEPAVSTSAK"
     sig_peptide     2778041..2778121
                     /locus_tag="YPA_2488"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.990) with cleavage site probability 0.685 at
                     residue 27"
     gene            2778661..2779695
                     /locus_tag="YPA_2489"
     CDS             2778661..2779695
                     /locus_tag="YPA_2489"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, delta subunit"
                     /protein_id="ABG14453.1"
                     /db_xref="InterPro:IPR005790"
                     /translation="MIRIYPEQLVAQLHEGLRACYLLCGNEPLLLQESQDHIRRVASQ
                     HDFTEHFSFALDAHTEWEHIFSLCQALSLFASRQTLLLSFPDSGLTAPISEQLVKLSG
                     LLHPDILLILRANKLTKAQENSAWFKALSKNGVFVSCQTPEQAQLPRWVSARAKSLNL
                     NVDDAAIQLLCYCYEGNLLALSQALERLSLLYPDGKLTLPKVEQAVNDAAHFTPYHWL
                     DALLMGKSKRAWHILQQLQQEDSEPVILLRTVQRELLLLLALKRQMEQVPLRALFDQH
                     KIWQNRRPMMTQALQRLSLQQLQQAVHLLTQMEIRLKQDYGQSIWPELETLSMLMCGK
                     TLPESFFDAH"
     gene            2779685..2780347
                     /locus_tag="YPA_2490"
     CDS             2779685..2780347
                     /locus_tag="YPA_2490"
                     /EC_number="2.7.7.18"
                     /codon_start=1
                     /transl_table=11
                     /product="nicotinate-nucleotide adenylyltransferase"
                     /protein_id="ABG14454.1"
                     /db_xref="InterPro:IPR004821"
                     /db_xref="InterPro:IPR005248"
                     /translation="MPIKSSDHSLYALFGGTFDPIHYGHLKPVEALAQQVGLQHIILL
                     PNHVPPHRPQPEANAQQRLKMVELAVAGNPLFSVDSRELLRDSPSFTIETLEALRKER
                     GAEQPLAFIIGQDSLLSLHKWHRWQALLDVCHLLVCARPGYSQSLETPELQQWLESHK
                     VMDPQALSQRPHGAIYLADTPLLDISATDIRRRRHNGESCDDLLPQAVQRYIELQGLY
                     RG"
     gene            2780571..2780888
                     /locus_tag="YPA_2491"
     CDS             2780571..2780888
                     /locus_tag="YPA_2491"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14455.1"
                     /db_xref="InterPro:IPR004394"
                     /translation="MQGKALQEFVIDKLDDLKGQDIIALDVQGKSSITDCMIICTGTS
                     TRHVMALADNVVQESRAAGMIPLGIEGQGVSDWIVVDLGEVIVHVMQEESRRMYELEK
                     LWS"
     gene            2780892..2781362
                     /locus_tag="YPA_2492"
     CDS             2780892..2781362
                     /locus_tag="YPA_2492"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14456.1"
                     /db_xref="InterPro:IPR003742"
                     /translation="MKLQLVAVGTKMPDWVQTGFIEYLRRFPKDMPFELAEIPAGKRG
                     KNADIKRILEKEGELMLAAVGKNNRIVTLDIPGTPWETPQLAQQLERWKQDGRDVSLL
                     IGGPEGLAPACKAAAEQSWSLSPLTLPHPLVRVLVAESLYRAWSITTNHPYHRE"
     gene            2781444..2783339
                     /locus_tag="YPA_2493"
     CDS             2781444..2783339
                     /locus_tag="YPA_2493"
                     /EC_number="2.4.1.129"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidoglycan glycosyltransferase"
                     /protein_id="ABG14457.1"
                     /translation="MKKEPNPFRDYSAESALFVRRAVVAFLGILLLSGVLVANLYNLQ
                     IIRFDDYSTRSNDNRIKLVPIAPSRGMIFDRNGTPLALNRTIYQLELMPEKIENLSAT
                     LNALRPIVDLTDDDIANFEKERKRSRRFTSIAVKTPLTEVQVARFAVNQFRFPGIEVK
                     GYQRRFYPYGSALTHVIGYVSKINDKDVERLDKEGILPNYAATHDIGKLGIERYYEST
                     LHGKTGYEEVEVNNRGRVIRQLHEQPPQAGKDIYLTLDLSLQIYIEKLLSGSRAAVVV
                     TDPRTGGILALVSNPSYDPNLFVDGISNKDYQGLLNDTNRPLINRATQGVYPPASTVK
                     PYIAVSALSAGVITKNTSLFDPGWWQLPGSEKRYRDWKKWGHGRLNVTKALEESADTF
                     FYQVAYDMGIDRLSSWMSKFGYGEYTGIDLSEERAGLMPTREWKQKRHKKPWYQGDTI
                     PVGIGQGYWTATPIQMAKSLMTLINDGTVKTPHLLQSTRIDGVLVPYKQEDSTQIGSI
                     NSGYWEIAKDGMYGVANRPNGTGRKFFEGTPYKAAAKSGTAQVYSYETYNASKVAEHL
                     RDHKLMVAFAPYENPTVSVAIILENGGAGPAVGTITRQILDHILLGDNNTELPDAVPL
                     PPGVEAD"
     gene            2783524..2784636
                     /locus_tag="YPA_2494"
     CDS             2783524..2784636
                     /locus_tag="YPA_2494"
                     /codon_start=1
                     /transl_table=11
                     /product="rod shape-determining protein"
                     /protein_id="ABG14458.1"
                     /db_xref="InterPro:IPR001182"
                     /db_xref="InterPro:IPR011923"
                     /translation="MTDNQQKGSLWYKLHIDLPFLICILALLAYSAFVMWSASGQDIG
                     MMERKVGQIAMGLIVMLVMAQIPPRVYESWAPYLYFVCVILLILVDAFGQISKGAQRW
                     LDLGFIRFQPSEIAKIAVPLMVARFMNRDVCPPSLKNTGIALILIFIPTLLVAAQPDL
                     GTSILVAASGLFVLFLSGMSWRLIGVAVVLLAGFIPILWFFLMHGYQRDRVMMLLDPE
                     SDPLGAGYHIIQSKIAIGSGGLSGKGWLHGTQSQLEFLPERHTDFIFAVLAEELGLIG
                     VLVLLGLYLCLIMRGLVIAANAQTTFGRVMVGGLMLILFVYVFVNIGMVSGILPVVGV
                     PLPLVSYGGSALVVLMAGFGIVMSIHTHRKMLSKNL"
     sig_peptide     2783524..2783646
                     /locus_tag="YPA_2494"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.767) with cleavage site probability 0.744 at
                     residue 41"
     gene            2784646..2785728
                     /locus_tag="YPA_2495"
     CDS             2784646..2785728
                     /locus_tag="YPA_2495"
                     /codon_start=1
                     /transl_table=11
                     /product="rare lipoprotein A precursor"
                     /protein_id="ABG14459.1"
                     /db_xref="InterPro:IPR005132"
                     /translation="MRKEWLWVGIASVLLSACIDQPPAPQQQVQQTYSGLVEEIGGAE
                     PRYEPFNPNVNQDYKVNGQSYRIIKDPQNFSQIGLASSYGEEARGNTTATGEIFDPNA
                     LTAAHPTLPIPSYVRVTNVSNGRQIVVRVNDRGPYTPGRVIDLSRAAADRLNISNNTK
                     VKIDFINVAPDGSLSGPGMVGTTIAKQSYALPSRPDLTSSGMGTPMQQDAPATGAAVQ
                     AIDNSQLSGTDATQPVASQSSGFLRAPTPVPAGVLESSEPVIDSAPVTPPVVANPGPV
                     TTTPTSSAISGGYVVQVGALSDAQRAQSWQQSLSQRFGVPGKVSNSGSIYRVQLGPFS
                     HRQQAVDLQQRLSNEAQQQSFIVAAP"
     gene            2785830..2786852
                     /locus_tag="YPA_2496"
     CDS             2785830..2786852
                     /locus_tag="YPA_2496"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14460.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2786852..2787631
                     /locus_tag="YPA_2497"
     CDS             2786852..2787631
                     /locus_tag="YPA_2497"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14461.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            2788090..2789292
                     /locus_tag="YPA_2498"
     CDS             2788090..2789292
                     /locus_tag="YPA_2498"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding protein 6. Serine peptidase.
                     MEROPS family S11"
                     /protein_id="ABG14462.1"
                     /db_xref="InterPro:IPR001967"
                     /translation="MKYVITSRIIKSLALGTVIVMSAANADDVNLKTMIPGVPQIDAE
                     AYILIDYNSGKVLAEMNADTRRNPASLTKMMTSYVIGQAIKSGKIGAEDMVTVGKDAW
                     ATGNPEFKGSSLMFLKPGDRVPVSKLTRGINLQSGNDACVAMADYVAGSQDSFVNLMN
                     NYVKALGLQNTHFKTVHGLDAEGQFSSARDMALIGQALIRDVPDEYAIYKEKEFTFNN
                     IRQTNRNGLLWDTSLNVDGIKTGHTEAAGYNLVASATDGQMRLISVVLGGHTFKGRET
                     ESKKLLTWGFRFFETVAPLKVGKEFASEPVWFGDSDRVQLGVDKDAYLTIPRGRMKDL
                     KASYVLNTPEIHAPLAKNQVVGTINFQLDGKTIDQRPLVVMNEVKEGGFFSRMVDYIK
                     LMFHRWFG"
     sig_peptide     2788090..2788170
                     /locus_tag="YPA_2498"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 27"
     gene            2789490..2789753
                     /locus_tag="YPA_2499"
     CDS             2789490..2789753
                     /locus_tag="YPA_2499"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14463.1"
                     /translation="MKTKLNELLEFPCSFTYKVMGIAEPQLVDQVVEVVQRHAPGEYT
                     PQVKPSSKGNYHSVSITITATHIDQVETLYEELGNLELVKMVL"
     gene            2789965..2790666
                     /locus_tag="YPA_2500"
     CDS             2789965..2790666
                     /locus_tag="YPA_2500"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoate-protein ligase B"
                     /protein_id="ABG14464.1"
                     /db_xref="InterPro:IPR000544"
                     /translation="MMPRLQQHKIILRQLGLQPYAPVSQAMHNFTEFRTDTTPDEIWL
                     VEHQHVFTQGQAGKAEHVLMPGDIPVIQSDRGGQVTYHGPGQQVMYVMVDLKRAKIGV
                     RQLVTAIENTVIETLAHFNIDSHARPDAPGVYVEQQKICSLGLRIRRGCSFHGLALNI
                     AMDLEPFQRINPCGYAGMQMTQVSALQPGVTVADVQPVLVREFTRQLGYPTAKLQPWS
                     LSDYLLSSHSSSSVL"
     gene            2790859..2791824
                     /locus_tag="YPA_2501"
     CDS             2790859..2791824
                     /locus_tag="YPA_2501"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoic acid synthetase"
                     /protein_id="ABG14465.1"
                     /db_xref="InterPro:IPR003698"
                     /db_xref="InterPro:IPR006638"
                     /translation="MSKPIQMERGVKYRDADKMALIPVKNVVTERQELLRKPEWLKIK
                     LPTDSSRIQGIKAAMRKNGLHSVCEEASCPNLSECFNHGTATFMILGAICTRRCPFCD
                     VAHGRPVTPDANEPEKLAQTIQDMGLRYVVITSVDRDDLRDGGAQHFADCISAIRAKN
                     PTIKIETLVPDFRGRMDRALDILTATPPDVFNHNLENVPRVYRQVRPGANYDWSLKLL
                     ERFKEAHPDIPTKSGLMVGLGETNAEIVEVMHDLRRHGVTMLTLGQYLQPSRHHLPVQ
                     RYVSPAEFDEMKAEAMAMGFTHAACGPFVRSSYHADLQAKGMEVK"
     gene            complement(2792005..2792262)
                     /locus_tag="YPA_2502"
     CDS             complement(2792005..2792262)
                     /locus_tag="YPA_2502"
                     /codon_start=1
                     /transl_table=11
                     /product="sec-independent protein translocase protein"
                     /protein_id="ABG14466.1"
                     /db_xref="InterPro:IPR006312"
                     /translation="MEGLSITKLLVVGILIVLLFGTSKLRTLGADLGAALKGFKKAMR
                     NDDEVSTSVLGETKMSAETKTVAETKAASDSQAAASVERKD"
     gene            2792829..2793212
                     /locus_tag="YPA_2503"
     CDS             2792829..2793212
                     /locus_tag="YPA_2503"
                     /codon_start=1
                     /transl_table=11
                     /product="camphor resistance protein CrcB"
                     /protein_id="ABG14467.1"
                     /db_xref="InterPro:IPR003691"
                     /translation="MFNTLLAVFIGGGVGSMARWLVSLKLNSASAHLPVGTLIVNLVG
                     AFIIGLTLAFFSRMTHIDPVWKLLITTGFCGGLTTFSTFSVEVVYLIQEGKLAWAAGT
                     ILLNVAGSLAMTMLAFILVNNFASQ"
     sig_peptide     2792829..2792885
                     /locus_tag="YPA_2503"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.835) with cleavage site probability 0.777 at
                     residue 19"
     gene            complement(2793635..2793844)
                     /locus_tag="YPA_2504"
     CDS             complement(2793635..2793844)
                     /locus_tag="YPA_2504"
                     /codon_start=1
                     /transl_table=11
                     /product="cold shock protein E (CspE)"
                     /protein_id="ABG14468.1"
                     /db_xref="InterPro:IPR002059"
                     /db_xref="InterPro:IPR011129"
                     /translation="MSKIKGSVKWFNESKGFGFITPEDGSKDVFVHFSAIASNGFKTL
                     AEGQRVEFEITNGAKGPSAANVIAI"
     gene            2794111..2794602
                     /locus_tag="YPA_2505"
     CDS             2794111..2794602
                     /locus_tag="YPA_2505"
                     /codon_start=1
                     /transl_table=11
                     /product="cold-shock DNA-binding protein family"
                     /protein_id="ABG14469.1"
                     /translation="MRCMMNGRITTFFEDKGFGFITDENGDNRYFHVIKVANPEMIKK
                     GAEVTFEPTTNTKGLSAFAVKVAIESKYIFIANERIKLTSIKSFNTFTKEVPAQAEVD
                     KANTILSVNLLMNKIRPQEEDISEKTIPLKMLSITTFQNVTYTFSEHEVDIDSTVAKL
                     KSI"
     gene            complement(2794902..2795519)
                     /locus_tag="YPA_2506"
     CDS             complement(2794902..2795519)
                     /locus_tag="YPA_2506"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LuxR-family regulatory proteins"
                     /protein_id="ABG14470.1"
                     /db_xref="InterPro:IPR000792"
                     /translation="MGIAKMISCMIVDNDKYQTLGMVSIVKKIFTSLGFKKEIKFYRK
                     AFYSADVIFIGVDEFSFFEALKRLDKTPAEADVFLICDARLNSFLQGIPRFSDVTMIF
                     REDSLETVSNKIATVFKRKFRGFKDNLIERKTAKVLHLVSSERQYLTPNENIVLKLFN
                     EGFSGGDIARILKKSEKTVSGQKRSAMKKLGARTDVELIKMFMFK"
     gene            2796053..2796907
                     /locus_tag="YPA_2507"
     CDS             2796053..2796907
                     /locus_tag="YPA_2507"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14471.1"
                     /translation="MGVLYFLSIIATPLFFMIIGYIDSNDKIDQKDIFRKLKSIITII
                     IFWNVLFYFINEDGFKRGYFLQSWLLFSIAIIYLINPIISKILKSNRTAIITLSCLVI
                     FSVTIDLISAFSERPYLIDFPQYFRLWTWIFYYMTGRFLCSRICQKMTKLPKVRLAAK
                     LLLLPTSISMYYYESFMSIYVYKTVNASYFLDNFHVLVLSLCLFVIFDNFDTQYEWIK
                     KTLAYISPSMIGVYILHDGIFYFIASAYNLSDVTLRFTLLLSVFAASVLLSRALLLNK
                     YTSRFISF"
     gene            2796984..2797271
                     /locus_tag="YPA_2508"
     CDS             2796984..2797271
                     /locus_tag="YPA_2508"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14472.1"
                     /translation="MARGDHQRINIVYGFGVHWCHFQFFECCLKHKGVAMKTSHRAIS
                     TVREARKAIRSGYDKPIPKKGIKTGFKIDKPPDEMTTIEVHITQVAYLISV"
     gene            complement(2797289..2797483)
                     /locus_tag="YPA_2509"
     CDS             complement(2797289..2797483)
                     /locus_tag="YPA_2509"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14473.1"
                     /translation="MSTLEKLVSAYCHTSLDFVASTVAFMESQKKNIDVDKIEAKLSV
                     DERHFFRKRLTYYRDIYRPL"
     gene            2797926..2798213
                     /locus_tag="YPA_2510"
     CDS             2797926..2798213
                     /locus_tag="YPA_2510"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14474.1"
                     /translation="MLKVIAQDFIKLEHINDVLPLYKELVAKTKLEALCLSYDLFIDH
                     NDPGHFIFIEEWPDQAALDTHCATEHFRRLVPQINHYQRQACAVTLMRPLE"
     gene            complement(2798229..2800019)
                     /locus_tag="YPA_2511"
     CDS             complement(2798229..2800019)
                     /locus_tag="YPA_2511"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transport protein"
                     /protein_id="ABG14475.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MDRSRILKFLLPYLWPKDNPKLRYYLIIALFFMVIAKISTTLVP
                     LAYKSMVDTLSSENAKMLAIPISLIIAYGVARVSASLFEELRNVMFVHVSQNATRLLG
                     LRVFRQLHALSLRFHLERQTGGLSLSIERGTQAVSTVLSRLLFSILPILFEITLVSVI
                     MWRLLSGWFALAILVTVSCYILFTVMAVGWRTRFRRELNKANADANTKSIDSLLNYET
                     VKYFGNEDFEAERFNLSRQLYEYAAIKNQISFTVLSFGQTAIISVGLIVMMAMAAQGI
                     VQGQMTIGDFVLVNAYLLQLYQPLNFFGFIYSEIRQALIDMENMLDLLMVKQEITDRP
                     DALPLQLTKGEVRFDAVSFSYDPRRPILNNVSFTIPPGKTVAIVGASGAGKSTLARLL
                     FRFYDVTAGAVYLDDQDIRGVTQSSLREAIGIVPQDTVLFNDTLRYNIGYGKTDSTDE
                     EIERAAKLAHIHEFIISLPDGYETRVGERGLKLSGGEKQRVAIARTILKKPSILVFDE
                     ATSALDTHTEREIQSHLREVSRDHTTLVIAHRLSTIIDADEIIVLEAGSIVERGRHDE
                     LLLKNGRYAGMWQNQYHEEEAYHEAEQPVL"
     gene            2800084..2800386
                     /locus_tag="YPA_2512"
     CDS             2800084..2800386
                     /locus_tag="YPA_2512"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14476.1"
                     /translation="MQSPSNNSRAHCSKPFLYRQNQWHFNQAISEYRLPAPLSAQDLT
                     DSVNHINMSVIKDNAIRASGTAKIMMNHRLRRTAATIKPTHIAATTGQYIIEKTMI"
     gene            complement(2800589..2801404)
                     /locus_tag="YPA_2513"
     CDS             complement(2800589..2801404)
                     /locus_tag="YPA_2513"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14477.1"
                     /translation="MSRLLSRRQAPDERGLTQRITPAQAGWGYVGFEVYELNEGQPLT
                     LTAVPDERCLVLIAGRASISTPSAQFPNIGDRMSPFERHKPWAVYVTPGEAVQVQAIT
                     PLELAVCSAPGKGTYPTRLISPEDIGAEARGKGHNQRYVHNILPEDHPADSLLVVEVY
                     TNEGASSSYPSHKHDTDNPPHETYLEETYYHRLNPEQGFCMQRVYTDDRSLDECMAVY
                     NREVVMVPRGYHPVATMAGYDSYYLNVMAGPVRKWIFSWENDHVWINHNYPIT"
     gene            complement(2801414..2802472)
                     /locus_tag="YPA_2514"
     CDS             complement(2801414..2802472)
                     /locus_tag="YPA_2514"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14478.1"
                     /translation="MTMVDQRTAVEPKTAVDQTTEVVRKAEVNQKIGIVRKIDIVRKT
                     ETVRKTEADRHTTAVQLGINPLTWTNDDLPSLGAETSLETCLSEGKEAGFAGFELGNK
                     FSREAGVLGPILEHHQLKLVSGWYSGRLLERSVEEEIVAVRSHLALLRELGAKVMVFA
                     EVSGCIHGEQQTPVHLRPRFPPARWAEYGAKLTAFARYTQALGVQIAYHHHMGTVIES
                     AQDIDNLMIHTGEEVGLLLDTGHLTFAGADPLAVAQRWIARINHVHCKDVRTSVLADV
                     KNRKTSFLDAVLSGVFTVPGDGGVDYPPIMALLKQHGYQGWLVVEAEQDPNVAHPMTY
                     ARMGYHNLSRLAHNAGLI"
     gene            complement(2802487..2803257)
                     /locus_tag="YPA_2515"
     CDS             complement(2802487..2803257)
                     /locus_tag="YPA_2515"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbohydrate kinase"
                     /protein_id="ABG14479.1"
                     /translation="MPWCGHISTLKTLILQASREAVHTAGLQGKAGLLCDGTFGQDAL
                     NAITGAGWWIGRPIELPGSRPLAMEHGNIGSQLIGWPQEHIVKCLVFFHPEDAYSLRL
                     EQEQKIIEVYRACCQSGHELLLEVILPAGMPRSDELYLRAISRFYNLGVYPDWWKLPP
                     LASEGWAALNKLIERRDPHCRGVVILGLDASLEALRTGFNAAAGYPIVKGFAVGRTLF
                     GDASLAWLKRDIDDTQLIARIRDNYLQLITLWRERGQK"
     gene            complement(2803199..2804320)
                     /locus_tag="YPA_2516"
     CDS             complement(2803199..2804320)
                     /locus_tag="YPA_2516"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbohydrate kinase"
                     /protein_id="ABG14480.1"
                     /db_xref="InterPro:IPR002173"
                     /translation="MSVEKQFSVSAEKTCNTENKCNTEKKFDVICMGRIAVDLYGQQI
                     GARLEDVASFAKYLGGSSGNVAYGSARQGLRSSMLARVGDEHMGRFLREELHQVGCDT
                     SHLTTDKKRLTALVLLSIKDRDTFPLIFYRDNCADMAITAQDFSEQYIASARSLAITG
                     THLSHPNTREAVLTALRYARRNGVRTVLDIDYRPVLWGLTSLGDGETRFIESHQVTAE
                     LLAVFNLFDVIVGTEEEFHIAGGSTNTLDALRGVREVSDAALVCKRGALGCSVYTEAI
                     PQTLDEGLTVSGVRVKVLNVLGAGDAFMSGLLRGYLNDEGWPQACRYANACGALVVSR
                     HGCAPAMPSKIELDNYLARADAVVRPYLDAQDTNFTGQP"
     gene            complement(2804352..2805485)
                     /locus_tag="YPA_2517"
     CDS             complement(2804352..2805485)
                     /locus_tag="YPA_2517"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14481.1"
                     /translation="MKEVRIGLIGTGYIGKAHAIAYAQAPTVFELRGKLVREMVAEVS
                     PALAAQRAQAFGFNRFTCDWRELVADPAIDVVDICSPNYLHKEMALAAIHHGKHVYAE
                     KPLALNARDASEMAAAATRAGVKTLVGFNYIKNPSAKLAKEIIERGEIGEVIHFYGTH
                     NEDYMADPNTPIHWHCLHATAGLGALGDLAAHIVSMAQYLVGEITQVCGDLKTVVVTR
                     PASVGSSARVAVENEDQAHAMVRFVNGAQGVIEASRVACGRKMGLSYMITGTQGAISF
                     TQERMAELKLYLHNDPVNRQGFRTLLVGPAHPEYAAFCMAAGHGIGFNDQKTVEVRDL
                     IDGIAMDTPLWPDFAEGWKVSRILDAIALSHQDSRWVNVTDIV"
     gene            complement(2805509..2806537)
                     /locus_tag="YPA_2518"
     CDS             complement(2805509..2806537)
                     /locus_tag="YPA_2518"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport system permease protein"
                     /protein_id="ABG14482.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MLQPLSKPQASVKSAMRFDPITFFERFGVLIFMFLLLIFFQLQN
                     SNFLSERNIFNILTEVSIYGIMAVGMTFVILTAGIDLSVGSILAVSAMTAAYVIKGDN
                     FTTIDPNAWGGMSWLIGLSICLAMGTLIGFLQGLGVTRLRLPPFIVTLGGMTIWRGLT
                     LVINDGAPIAGFDAGYRWWGRGDLLGISIPIWIFAIVAIAGYLALHKTRWGRFVYAIG
                     GNPEAARLAGVNVKRVLVSVYVVIGCLAGLAGFILSARLGSAEAVAGISFELRVIASV
                     VIGGTSLMGGYGRIGGTIIGSIIMGILINGLVLMNVSAYYQQIITGLIIVLAVAFDTY
                     AKNRRGAL"
     gene            complement(2806549..2808096)
                     /locus_tag="YPA_2519"
     CDS             complement(2806549..2808096)
                     /locus_tag="YPA_2519"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport ATP-binding protein"
                     /protein_id="ABG14483.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSQPLLKITDMAKSFSGVWALSNVQLTLEQGEIHALLGENGAGK
                     STLLKALSGAQPQTHGEIWFNGEMLALDDSPVERQNKGIITIYQEVNLLPNMTVAENM
                     FLGREPRRRQVFVDEKAVNQEAQAILDYLQLNVSPTTAVARLSIAQQQMVEIARALTL
                     NAKLIVMDEPSAALSDSEVESLHRVVRELKGRGVSIIYVTHRLHEVFQLCDRFTVFQD
                     GRYTGSDEVAGTNVEKIIRLMVGRDVVFNRRPASETHHQDQPIRLSVQGLCREKPPLD
                     PHGVALKDISFHVHAGEVLGIAGLVGAGRTEVARCLFGAGAFTSGNFEIDGVPYQPRD
                     PMFALEQGIALVPEDRKKEGAVQGLSIRDNLTLSSLAGLLQWRFFVNTRKEDQLIETY
                     RLALQIKMVNSEQAVRKLSGGNQQKVILARCMALNPRILIVDEPTRGIDVGTKSEVHQ
                     VLFDMAKQGVAVIVISSDLPEVLAVSDRIITLSEGRVTGEIHGDDASEERLMTMMTIN
                     HNALNAA"
     gene            complement(2808145..2809074)
                     /locus_tag="YPA_2520"
     CDS             complement(2808145..2809074)
                     /locus_tag="YPA_2520"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar-binding periplasmic protein"
                     /protein_id="ABG14484.1"
                     /translation="MKKLILAALIVFTSGVAFAENEQIVFSTPNLAMPFEVHMQRTAV
                     KTAKALGVKLQVLDGQGSSPKQVADLENAITRGAQGFIVSPNDINAISSAVEEIQQAK
                     LPVVTLDRSVESEKKVPHFGANNYKGGEAIANYVKSMFPNGAEIVLLTGQPGSSSNIE
                     RTKGIRDSLKTGGDKYRIVVDQTGNWMRSEGMRIIESVLPSLPKPPQVILSANDDMAL
                     GAIEALQSHGMKPGEIMVTGFDAVPEALARVREGWMAVTADQRPGYAVTTAMNQLVAN
                     IRDQKAITGADFLPTMITKENLDQAERVSEAGK"
     sig_peptide     complement(2809015..2809074)
                     /locus_tag="YPA_2520"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 20"
     gene            complement(2809200..2809709)
                     /locus_tag="YPA_2521"
     CDS             complement(2809200..2809709)
                     /locus_tag="YPA_2521"
                     /codon_start=1
                     /transl_table=11
                     /product="putative myo-inositol 2-dehydrogenase"
                     /protein_id="ABG14485.1"
                     /translation="MRVSGGMFRDMTIHDFDMARFIMGEEPVAVFAQGSNLVDPAIGA
                     AGDIDTAFVVLKYASGAMATIVNSRRSAYGYDQRLELHGSQGLLCVGNILENQVQHFG
                     QKGGTRALPEHFFLQRYQAAYAAEWEHFVAVLRGDVQPECGGEEGERALYLADKALES
                     LHSQREISL"
     gene            complement(2809676..2810185)
                     /locus_tag="YPA_2522"
     CDS             complement(2809676..2810185)
                     /locus_tag="YPA_2522"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14486.1"
                     /translation="MFNIALLGAGRIGQVHAANIAAHPETTLWSVVDPNQENAARLVS
                     QYRTRQQSVNEAMADLNVHAVLIASATDTHADLIELAAKHGKTIFCEKPVHLDLARVR
                     DCLKVVKEYGVPLFIGFNRRFDPQFRHLKNEVLAGRIGKPESLLIISRDPSPPRWSMC
                     AFPAVCSVI"
     sig_peptide     complement(2810132..2810185)
                     /locus_tag="YPA_2522"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.860) with cleavage site probability 0.853 at
                     residue 18"
     gene            complement(2810479..2812425)
                     /locus_tag="YPA_2523"
     CDS             complement(2810479..2812425)
                     /locus_tag="YPA_2523"
                     /codon_start=1
                     /transl_table=11
                     /product="putative thiamine pyrophosphate-dependent
                     protein"
                     /protein_id="ABG14487.1"
                     /db_xref="InterPro:IPR000399"
                     /translation="MSTVNMAMKTVRMTMAQALVRFLNQQYVAIDGQEVAFVHGVMTI
                     FGHGNVLGIGQALEENPGHLQVHQGCNEQGMAHMAIGFAKQYRRQRIYAVSSSIGPGA
                     ANMVTAAATATANRIPLLLLPGDIYASRQPDPVLQQIEQYHDLSISTNDCFRPVSRYW
                     DRINRPEQLMSAMLSAMRVLTDPADTGAVTLCLPQDVQGEAWDYPASFFERRVHRIER
                     RPPDTRRLSDALSLIARKRRPLVVCGGGVRYSGAHEAFRAFVENAQLPFTETQAGKGA
                     LPSDHPLNLGGIGVTGGLAANRLAPQADLVIGIGTRLTDFTTGSKALFSHPEVAFLLL
                     NVAEFDALKLDATALIADARVGLEALTEGLAGYRTAWQGDIIEAKAAWCDECQRLWSR
                     TWRPDEVPEVAGHLDDSLQEYAEVLNTTLTQTRVLGLINQHIEDDAIVVGAAGSLPGD
                     LQRLWQVKTADTYHLEYGYSCMGYEIAAAIGAKIAMPHQPVYAMVGDGSYMMLHSELH
                     TAVQEGLKITVLLFDNAGFGCINNLQMGHGMGSFCTESRHRNHESGQLNGPLICVDFA
                     QNAESYGCRAWRVHDEPSLLAALAASRDHPGPVLLDIKVLPKSMTHDYASWWRTGDAQ
                     IARSPAVQQAAERTQMKVKRARQY"
     gene            complement(2812439..2813965)
                     /locus_tag="YPA_2524"
     CDS             complement(2812439..2813965)
                     /locus_tag="YPA_2524"
                     /EC_number="1.2.1.27"
                     /codon_start=1
                     /transl_table=11
                     /product="methylmalonate-semialdehyde dehydrogenase
                     (acylating)"
                     /protein_id="ABG14488.1"
                     /db_xref="InterPro:IPR002086"
                     /db_xref="InterPro:IPR010061"
                     /translation="METVANFINGKCVFSCGNSVTSGSPRAQAIFNSATGEPIRQVMM
                     STAQETEQAITAAQQAFASWSRQAPLKRARVMFRFKSLLEQHLDALAQLISEEHGKVY
                     SDAVGELTRGLEVVEFACGIPHLQKGEHSANVGTGVDNHSLMQPLGVCVGITPFNFPA
                     MVPMWMFPIALATGNTFVLKPSEKDPSLAVRLAQLLTEAGLPDGVFNVVQGDKTAVDV
                     LLTDPRVQAVSFVGSTPIAEYIYQTASAHGKRCQALGGAKNHCILMPDADMDMAASAI
                     MGAAYGAAGERCMALSVVLAVGDETADNLCARLEQQISTLRVGPGLAQEPENDMGPLI
                     SAPHRAKVLGYIDSGVAQKATLRIDGRGLKVAGHEQGYFVGPTLFDHVTPAMTIYQEE
                     IFGPVLSVVRIADYRSAVDLINRHEYGNGTAIFTRDGGTARRFCEEVQVGMVGVNVPI
                     PVPVAFHSFGGWKRSIFGPLNVHGNDGVRFYTRMKTITARWPEAQHDQGAAFSMPTLG
                     "
     gene            2814271..2815125
                     /locus_tag="YPA_2525"
     CDS             2814271..2815125
                     /locus_tag="YPA_2525"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14489.1"
                     /translation="MTTASNLSELQQQIRDRYDNLSKRLQQVSRYVLDNTNSVAFDTV
                     AVIAERADVPPSTLIRFANAFDFSGFNEMKQLFRMNLVEETASYTDRARLFRAMESEA
                     VPETPLGILQEFARSNAQALQQLAARTEPEMLQRAVELLAQADTIYVVGLRRSFSVAA
                     YLTYALSHLECRPVQLHGLGGMLREQVNSIKARDIVVSISFSPYAEETVMVSEIAASA
                     GARQIVITDSQISPLATFSDLCFVVKEAQVDAFRSQSATLCLVQSLVVALAYQQEAQA
                     GAALAHRQ"
     gene            complement(2815314..2815511)
                     /locus_tag="YPA_2526"
     CDS             complement(2815314..2815511)
                     /locus_tag="YPA_2526"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14490.1"
                     /translation="MGILSLFASGESFFDPIFLAMANSLILYPAYRGLKKIIFYPLAK
                     ELFYKQSVTRIILLFTAAQAA"
     gene            2815693..2816247
                     /locus_tag="YPA_2527"
     CDS             2815693..2816247
                     /locus_tag="YPA_2527"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14491.1"
                     /translation="MAMSEKRVNLQVIAWATIIGGFVSSLVKSGTEVNMPPRVVGEIS
                     PPAANIDAWLGWLGINSHSMDYVYQGVTISGTVVLYHWLFSFVFAFVYVLLSAYWPKV
                     RLWYSAAYGLSITVAIHGVLIPALGFRHPAYLAGETGWLWNLNGYELWSEIIGHLCWS
                     ASLEICLVAVLAFFSKPIKGIWAN"
     gene            2816654..2822632
                     /locus_tag="YPA_2528"
     CDS             2816654..2822632
                     /locus_tag="YPA_2528"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14492.1"
                     /translation="MDLLRFLLISPFALIKGLYRLSAYLLRLVGRLLRPVVGNLNWRA
                     PQWMTKTANGLHCAFNRSEQWVAKHPKGISAAIVLLMAAASAAFYGYHWYLNRPQPIE
                     PAPMVYQETSIRVSAPRTVNYQAQKPEAQPLSLNFMHSAAPITAMGQVVDQGISLTPA
                     IEGEWKWATERTLVFTPKKAWPMGANYQITIDTEKLLAPQIKLNQTELNFTTPAFAYQ
                     LEKAEYYQDPQEAQKRSTIFHVQFNAPVDVASFEKQILLGLVEGKSKSEKKLNFSVVY
                     DEKKLNAWIHSQPLMPMDKGGSVHLSINKGVNASVAATPTTQAQNKWVSVPNLYSLAV
                     NSINATLVESDNNNGERALIIAISDAVKDKEIKNAVKAWLLPQHNFQAKESAKTSTDF
                     YPWDMDDIDDNLLQQSTPLALTLNEAEQEYQPIFSFKFDAPSYRTLLIEVNNSLTSVG
                     GYKMPEKIYQIVRVPDYPKTLRFMSQGSLLSMQGDKQISVAARNMTGMKLDIKRVIPS
                     QLQHIVSFKSSEYSSAHFNRLSDEYFTEHFQYQTALNNDNPGEINYQGVDLSRYLANN
                     PSARRGVFLLTLSAWDPEKRDNQQHSEEDYDEDQEWVGDSRFVVITDLGIITKQSQDR
                     SRDVFVQSIHSGLPAADAKVSVVAKNGVVLLSQITDSKGHVHFPALDAFKNERQPVMF
                     LVEKEGDVSFLPTRATYDRNLDFSRFDIDGEETPSDPRTLSSYLFSDRGVYRPGDRFN
                     IGLITRTANWATALDGVPLRAEIRDPRDTLMSTLPITLDSSGFNELSYTTGENSPTGE
                     WNVYLYLVGKNNETSMLLGHTTVNVKEFEPDRLKVQLQLTPERQQGWVKPQELQANIN
                     VQNLFGTPAQERRVTSRLILRPMYPSFAPFPDYLFYENRHNSDGFETELEEQTTDLQG
                     MATIPLDLKSYADATYQLQLLSEAFEAGGGRSVAATARVLVSPYDSLVGVKADGDLSY
                     INRDAVRKLNIIAVDPSLNKIALPDLSLSLIEQKYISVLTKQDSGVYKYQSRLKEQLV
                     SEQPLQISPTGTDFTLVTQQPGDFILVVKDSQGQVLNRISYTVAGNANLTRSLDRNTE
                     LKLKLNQAEYLQGEEIEIAINAPYAGSGLITIEKDKVYSWQWFHSDTTSSVQRIRIPP
                     AMEGNGYINVQFVRDVNSDEIFMSPLSYGVMPFKISTKARQAAIELASPSVIKPGEVL
                     PIKVTTDSPQRVVVFAVDEGILQVARYRLKDPLDYFFRKRELSVQSAQILDLILPEFS
                     KLMALTSAPGGDAGEGLDLHLNPFKRKQDKPVAYWSGITEVNGETTFNYPIPDYFNGK
                     IRVMAISATPDRIGKVQTSTTVRDNFILTPNVPAMVAPGDEFDVTVGVSNNLQGLKGK
                     AVDITVRLTPPPQLEVVGEAQHSLSLAEKRETLVSFRLRARSALGDAPLVFDASYGSQ
                     SSRRTVSTSVRPAMPFRTQSVMGRMEGNKHTVTNLRQMFDNYAQRQATASHSPLVLTQ
                     GLARYLADYPYYSSEQIVSRSIPLIMQSKHPEMDSALNQNEVRDQLKNMLRILSSRQN
                     STGAIGLWHASPTPDPFVTPYVVQFLLEAKSAGYSLPNDILEGANNALRLLAARPYDD
                     LYSLRLRAFAVYLLTLQGEITTNTLASVQSTLQQLYPDSWQTDLSAIYLASSYRLLKM
                     DDEANKLLQPTWKQLGKAYSKAWWTQNYFDPLVQDATRLYLITRHFPEKVSSIPPQAL
                     ENMVLALRDEHYTTYSSAMSILALESYTSQVAAQQDTPETLQIIEISKSKGIDPNVIS
                     TLNGLFVQGDFTGEAKAIQFNNYASAPAWYVVNQSGYDLQPPKDAISNGLEISRSYTD
                     EQGKPVTQVTLGQKVNVHLKIRANAKQGQNNLAIVDLLPGGFEVVQQTAPEPEFYDNQ
                     DDQDEETGSGWQSPLMVSGSSWYPDYSDIREDRVIIYGSASTDVKEFIYQIKSTNTGR
                     FVVPPAYGEAMYDRNVQALSVGKGHILVVPPEAK"
     gene            2822689..2823567
                     /locus_tag="YPA_2529"
     CDS             2822689..2823567
                     /locus_tag="YPA_2529"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14493.1"
                     /db_xref="InterPro:IPR001264"
                     /translation="MRIPTLMATKRLLQNILMALFLLALLVIGFRLWPHPPLSQGLPL
                     STAYYDRHGTLLRLSLANDDRYRLWTPLEEISPLVIQGIQLHEDRGFYYHPGVNPISL
                     LRGFWQSYVQGGRQQGGSTLTMQLARMHWHLNTRSPTGKLRQIARAIQLELSYSKHDI
                     LEAYLNYAPYGRNIESIAAASLIYFDKKPQQLTLPEALTLAVLPQSPSYRIDPTTGVL
                     GSALTQARNRLFVRWQQTYPTDSSQMALFQLPLSLRQPEKMPYIAPHFIEQIRRQNQQ
                     LANTRDCKQYCVIACF"
     sig_peptide     2822689..2822808
                     /locus_tag="YPA_2529"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.945) with cleavage site probability 0.857 at
                     residue 40"
     gene            2823601..2824809
                     /locus_tag="YPA_2530"
     CDS             2823601..2824809
                     /locus_tag="YPA_2530"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG14494.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            2824966..2826375
                     /locus_tag="YPA_2531"
     CDS             2824966..2826375
                     /locus_tag="YPA_2531"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14495.1"
                     /db_xref="InterPro:IPR011815"
                     /translation="MLDTRDMGVRALVGSANYYDREIQGQVNGTNAKRSPGSTLKPFI
                     YALGLEQGILHPMTILKDVPSSFGAYAPENFDHRFLGPVTATDALNFSRNIPAVYVAS
                     RLRQPTLYQFLRLSGVTNMASENHYGLSLVLGGGEITLQELARLYAMLANRGTLHPIQ
                     MVQTDKTLPSIRLLSEAASFITLDMLRQHRRPGDTLAQSPTSLPVYWKTGTSWGFRDA
                     WSAGIFGPYVLIVWEGNFAGKGNSAFVGADAAAPLFFNIIDSIQANYPALREPKHPWP
                     PQLKRVAICLASGNLPTPWCQQQGKTWFIPGKSPIKVDTVYRPVVIDINSGQAACLPY
                     DRSQTRTEVFEFWPSDLANVFAQAGLPKRQPPDRSHCKEGNTLASGNAPRITSPLRNT
                     TYTLRQSQQGRDQIVFSATLDADSTTTYWFVDDIYLGSSTSKKSIDWHPTRSGQYRIR
                     AIDDHGRADSRLIRVEKVD"
     gene            complement(2826588..2826833)
                     /locus_tag="YPA_2532"
     CDS             complement(2826588..2826833)
                     /locus_tag="YPA_2532"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA-binding protein"
                     /protein_id="ABG14496.1"
                     /translation="MDKQDWHPADILAGLKKRGTTMAALSRKSGLASSTLANTLLRPW
                     PKGERLIAEVLELHPAEIWPSRYLKPKKSPAESVNPG"
     gene            2827506..2828087
                     /locus_tag="YPA_2533"
     CDS             2827506..2828087
                     /locus_tag="YPA_2533"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14497.1"
                     /translation="MKYNSVLKTFVDDDYRLEDHLDFKKQHADIRYQKLHKQLNEMSD
                     ENMHALLTIEEGEYFLKTLCNPNPHQSWKDAIFSCTDPTSVFFGSLVESLSVSRIVFE
                     IRGFGVTATEYVGKNGSSYIKLSGYAGIRKYLDATRYLIDNPKILDIGIGTQGIENGI
                     VRGARFCIVFSAAYRSVELLLKDEYGLADFLLI"
     gene            2828159..2828362
                     /locus_tag="YPA_2534"
     CDS             2828159..2828362
                     /locus_tag="YPA_2534"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14498.1"
                     /translation="MVAGGSVLAIAIGIFTIGVLASLILYWLDNEYKISETIIKNIKS
                     HRVQNSPYHADQFFNAWGRLSRG"
     gene            2828355..2828756
                     /locus_tag="YPA_2535"
     CDS             2828355..2828756
                     /locus_tag="YPA_2535"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14499.1"
                     /translation="MVKINRPLVGAFAILLFFLSSWGCWFSLSGYLAFFKLSDVIIFS
                     WKVGFVIFAVPLLFYFSYLAFFSAIKNKPAIMNNKLANALAILAILGSIISLFSSAYI
                     SYSLTEYSYKSCPRSSWMSPNKYVKDIKLCP"
     gene            2828795..2828996
                     /locus_tag="YPA_2536"
                     /pseudo
     gene            2829010..2829390
                     /locus_tag="YPA_2537"
     CDS             2829010..2829390
                     /locus_tag="YPA_2537"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14500.1"
                     /translation="MFGAFAVFLLFLSCWVSWFSLNGYWDFFKLSDVIIFSWKVGVMI
                     FGAPVLFYFSYLAFYCAIKNKPAKVNNKLANTFAMLAMLGVVISFFSSVYIGYSLTEY
                     GYKLCSRSSWMSPNEYVKDIKLCP"
     gene            complement(2829402..2829974)
                     /locus_tag="YPA_2538"
     CDS             complement(2829402..2829974)
                     /locus_tag="YPA_2538"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14501.1"
                     /translation="MSNLIYASVNGKKQGLISAGCSSLNSIGNRCQAGHEDQIQVLSL
                     NHSISRQQNVAHHPVHFVKPIDKSSPLLGVAISENERINVVFYFYRVNSAGQLELYYE
                     VKLTDASIVDITSVYPHSIDNNEMIPYEKIQLKYKSIAWDHKSAGTSGYSVWEDRVYS
                     FLISSTLFQVCLNIFIFFNWLVYQNYFWEK"
     gene            complement(2829998..2830249)
                     /locus_tag="YPA_2539"
     CDS             complement(2829998..2830249)
                     /locus_tag="YPA_2539"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14502.1"
                     /translation="MMKNNKNINKDEFSDKLSQQIKEMINNSQLDSVEILSVVMESIF
                     SLFSETEGHLAEMKFIDSAGEDYRFILRLEVPPILERQH"
     gene            complement(2830288..2830527)
                     /locus_tag="YPA_2540"
     CDS             complement(2830288..2830527)
                     /locus_tag="YPA_2540"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14503.1"
                     /translation="MEKEKKTLFGHKTPAMMQLSEQLESSLHNSPLVPEEKLALIMKL
                     CVLLFRENKTDAAEMKVSDGRILKLTLEKTSSVLH"
     gene            2831336..2833252
                     /locus_tag="YPA_2541"
     CDS             2831336..2833252
                     /locus_tag="YPA_2541"
                     /codon_start=1
                     /transl_table=11
                     /product="putaive autotransporter protein"
                     /protein_id="ABG14504.1"
                     /db_xref="InterPro:IPR003991"
                     /db_xref="InterPro:IPR006315"
                     /translation="MDKTLLAGAISLSLVILPVQVLAFTPNVVGITVNDEVVIHGIQN
                     VRDGGVINNGLVSDNAAITVTNGSSAGTANNTTVGDKGWLQITGALATGTIVNQGGLL
                     DTKTAGTVIDSQINDGGHMTLGLNSQSKGYLNIAAGAELFVTNNDPYISDVTTHNPAL
                     PANVMIENLNVAGLVEIGPSWKGTSIVPLPLSDVLGPVLVTRINNVTLQGGDINLMAY
                     SAGGQFNRLEIENLSGQGNFAMTTQLASNTGDFITVSQQATGQFGITVQDSGKEPQSA
                     DNLALVHINRGDAQFRLLNTGGVVDLGVYQYGLYSQESNGSTDWYLATSTEELPGTTP
                     NVTAPMLSSAAQGVLNMAAAPRHILNAELSTLRQRQGELKADAEGTVGVWARYLTDDS
                     RLSDNKNIAFKNTLSGMEIGADKQLGLNRGNMLIGAFTSYSSSDVKSTHDANGDIRSY
                     GGGLYLTYLDQSGFYVDTVLKANRFNNKMNTQETRGEYNQNALTTSVESGYQWPVYAN
                     LVLEPYGKVSYSRIGSADYTLSNGMVAEVAKADSVQGELGTVLAASYSINQMTIKPYI
                     KLAITREFTKSNAVAINNIGFDNDFSGNVGKYGVGINATVANNTAIFAEVDYLNGSKI
                     ETPVTANIGFRLRF"
     sig_peptide     2831336..2831407
                     /locus_tag="YPA_2541"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 24"
     gene            2833787..2834368
                     /locus_tag="YPA_2542"
     CDS             2833787..2834368
                     /locus_tag="YPA_2542"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14505.1"
                     /translation="MLNTDARQQLRKLLPLEMVATKQWLLDQGLSLHFLDNAVRSSTL
                     LPLTAGVYCLLEARVSWQGVVASLQRMSEQPIHVGGLTALELAGLGHYLSKGAEQHIH
                     LWSEAALPTWLNRVPLNAKFKWHGTHRLWPKMTMDDPRFLNEETWREELPPVTFSCPE
                     KAIFETLVDVPKAISFEHADELMQGLHNLSPII"
     gene            complement(2834383..2834691)
                     /locus_tag="YPA_2543"
     CDS             complement(2834383..2834691)
                     /locus_tag="YPA_2543"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14506.1"
                     /translation="MTTPRHELDIAPAQPPYDQDEIVDALMEGAVLTRLGGLRVLRVG
                     DNVFINSERLEMANAEAADALCRYTIIGKKELGEALQDSAFVTELTELINQGYWFFNE
                     "
     gene            complement(2834770..2835978)
                     /locus_tag="YPA_2544"
     CDS             complement(2834770..2835978)
                     /locus_tag="YPA_2544"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS285 insertion element"
                     /protein_id="ABG14507.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDEKKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            2836233..2836394
                     /locus_tag="YPA_2545"
     CDS             2836233..2836394
                     /locus_tag="YPA_2545"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14508.1"
                     /translation="MHLSFILNAFTVYIERVHYLLLFIIYHFSSFIKKPEMTRHLAAV
                     RAYRQQDGI"
     gene            2836430..2838637
                     /locus_tag="YPA_2546"
     CDS             2836430..2838637
                     /locus_tag="YPA_2546"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14509.1"
                     /translation="MAEPKPASWMPSHAAAQLCRQLQSLLPMHLLAPAAFEQILRYCG
                     VRPGRQAWRLFLSRTLLLAGSLAAICGVIFFFAWNWAAMPAMAKFGIIELLIVALAIL
                     IWWRWYDAVSRTALLAAGFLFGALFAVFGQIYQTGADSWELFRAWALILLPLALLSRQ
                     GGLWFLTWLVTNIGLNLFFFSYSSPFTVSFSLFDNIFYLNTLFTYGYLLFQGLCLLAW
                     EVTQRFSKTQSPDKTVNRWFPRLMAAYFLLSLTTPIISELTYFHFQQPGYVLLLCWVA
                     VMAGGYWWYRYRQPDLCMLTLGVCSLLAVGTAAILTSAGWGWYRNVGSLFLIGILIAL
                     LLGAGGKLLLHWRRKMYPNQAVELSRSAYDELLVNLEQHSLLNADQKAVLLAEQGKLT
                     LPWYIRTAFAFGGWIAALILLALLILLGFVSGMFDNLNAGTIIVVSLIGGAFAAFLLT
                     RPGMGIQQIGLVWAIASSIGLYSGIILIQDSSSRLMLMQSLWFIPVLAVLIVVFHNDM
                     YRFLATGTLVFMSIVTTSYALIWHLAPDNQQLFFFIPILIVTVIVMLILWLICNEIKL
                     LATVNAPLIHPLMYGGIGGILVVCLHSIQMGNIHEFYWMSDRGLYLEQSLSYGIPAAF
                     LLFTLIQWVLHRSKLKPLWLIAAVVTSLAAYFAPGMGFGLALLLIARYQGNQWLLGVA
                     ASFLAVYTSGWYYFLGFSLLYKSLLLIGGGVLLLVLAGVLNRVLSAGEVNQHA"
     gene            2838630..2839160
                     /locus_tag="YPA_2547"
     CDS             2838630..2839160
                     /locus_tag="YPA_2547"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14510.1"
                     /translation="MLKRKWLSIAVIIVALIMVNISIYQKQHLLAKGDIIILELAPVD
                     PRSLMQGDYMALSYALVAPFNEQFNAEQEKCREEPLLLCPESKRRLIVELDDRQRATA
                     ARIDQGEPLADNQHYLQYRFKGRSIQIGTDAYFFQEGHAEDYVNARYGEFRVAKDGSA
                     LLTHLLDADLQRIENK"
     gene            2839319..2841700
                     /locus_tag="YPA_2548"
     CDS             2839319..2841700
                     /locus_tag="YPA_2548"
                     /codon_start=1
                     /transl_table=11
                     /product="putative beta-glucosidase"
                     /protein_id="ABG14511.1"
                     /db_xref="InterPro:IPR001764"
                     /translation="MNLNKTGFFTAFTFLSAPVWATPQLKEAESIPSVIAAMTLEEKA
                     AFVSGTGMNNAEKVAGAAGSTLAIPRLGIPQIVFADGPVGVRLGAGPTGGEKRFATGF
                     PVSVAMAATWDPAIIKRVGGAIGDEAKQYGVDLILGPAINIQRHPLNGRNFEYFTEDP
                     LLNAIMTASYIDGMQTEGVGAVLKHFAANNQETRRQIVNEIISDRALHEIYFPGFEYA
                     MEKAQPWAVMSSYPSINGTPSSQNPWLLKDVLRQQWKFDGFVMSDWYGVADPVSALKG
                     GNDLNMPGGRTPDDSLFLTPNTDPKDVVLAALKSGELTQDQIDENIRNILNVVIKTHR
                     FKNGDAAMMPEPVDHSALARQIAADSMVLLKNDAHTLPIKAAFRVAAFGQNIDNFFVT
                     GGGSAEVNIDPKRLVTLPQGLKNAGIALIRQIGDQALDEPVNQPALTKAAQQSDIALI
                     SIGRSSTEGADRYSMAMHPDEVAMIKKVASAFHQQNKKVVVLLNIGSPIEMTSWEQYA
                     DAILLTWQPGEQAGNAVADILLGKVNPSGKLPLTFPKRLEDSPSFGNYPGNAKTVIYG
                     EGIYVGYRYFDTKRIAPMYPFGYGLSYSTVNYGKISPEKPVFNIDTENSIEVSIPVRN
                     TSGIDTKEVVQLYVHDNASRLDRPEQELKAFEKVSLSAGEEKRVAFKLDKRAFSYYDE
                     DKNNWVLEPGLFTLRIGRSSRDIHAETPLIVKSSTPAFSFDTPWIDIQTYEKAATIVA
                     RFIGDEQTNAWIYGNPTLGDKLEDALKLKPEFAKDEAKRQKLKQEILQEINSL"
     sig_peptide     2839319..2839384
                     /locus_tag="YPA_2548"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 22"
     gene            complement(2841779..2843407)
                     /locus_tag="YPA_2549"
     CDS             complement(2841779..2843407)
                     /locus_tag="YPA_2549"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14512.1"
                     /translation="MKTWIARLLGKDISIDFPAPWAADSTAIYRWLATWPDSDGPLPA
                     EAETLPDEPSAIEGKIRWSAGALDGVFGHHVAEADDETPVEAIMAALRSVLHKPQQQD
                     IEQLYRLLCHASPLNYLDVLLPAVAQDPQLPANKLQALAEWLATESPDRNAVKVAIAL
                     LGFFPTQKSCQILSTLGAHDEFTLYAAVALRSILPEDEYERAWLAMAKRAGGWGRVQL
                     IERLPEFLSKQSRDWLLREGYRNAVMYEYTAWHCATHGQLLQAMQQLKTMQKQPDAPL
                     LLGAAEILQALINGGPAQNMHDYAEGALACEYYLRCLQAAPPAEIQHYLAASEIARFA
                     QEQNSEEEGVWDQAQCNNLVELANVVMALPEWSGIIANNLQGSDTYLFNLAVSASRLR
                     QQDPWESIFARQLADAADNNWYQLMQTAQPEHIARVISLAEQQLDLEAIASGPGMAMG
                     LGLEYQQHQALDFVLQDLKKFPGMGWSLLAVGLRSERIRDRSMALNALDVWPQDDWSP
                     DMSQALADSLCHEPDEQMRERLHKLCVNLGITTG"
     gene            complement(2843564..2843707)
                     /locus_tag="YPA_2550"
     CDS             complement(2843564..2843707)
                     /locus_tag="YPA_2550"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14513.1"
                     /translation="MIDEIPMADKNTPMTDQDIDTVYGVTIFTGGDRSYSTADNLYKR
                     IKK"
     gene            2843880..2844731
                     /locus_tag="YPA_2551"
     CDS             2843880..2844731
                     /locus_tag="YPA_2551"
                     /EC_number="1.1.1.274"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aldo/keto reductase"
                     /protein_id="ABG14514.1"
                     /db_xref="InterPro:IPR001395"
                     /translation="MQTVKLNNGIAMPLLGFGVFQMTNTAECERAVIDAIETGYRLID
                     TAASYQNETQVGNALKLSGIARDELFITTKLWLQDTYYEGAKAQFERSLNRLQLDYVD
                     LYLIHQPYGDVHGAWRAMEELHQAGKIRAIGVSNFHPDRLADLMAFNKIIPAVNQIEV
                     NPFNQQLHAVPWMQSRGIQPEAWAPFAEGRNGLFQNPVLTAIGEKYGKSVGQVVLRWI
                     FQRGIVSLAKSVRKGRMEENINILDFELSAEDMLQIAALDTATSAFFSHRDPAMVEWL
                     TGRKLDV"
     gene            2844757..2845746
                     /locus_tag="YPA_2552"
     CDS             2844757..2845746
                     /locus_tag="YPA_2552"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aldo/keto reductase"
                     /protein_id="ABG14515.1"
                     /db_xref="InterPro:IPR001395"
                     /translation="MQKRYLGKSGLEVSALGLGCMGLSYGYGPATDTRQAVELIRAAV
                     ERGVTFFDTAEVYGPYLNEEVVGEALKPFRDQVVIATKFGFTFGEDNKQQILNSRPEH
                     IREAVEGSLRRLKTDVIDLLYQHRVDPDVPIEDVAGTVKDLIAEGKVKHFGLSEAGAQ
                     TIRRAHAIQPVAALQSEYSMWWREPEQEILPLLEELGIGFVPFSPLGKGFLTGAIKAG
                     ATFGEDDFRSKVPRFAAEALEANERLVALLGILAAEKGVTSAQIALAWLLAQKPWIVP
                     IPGTTKLHRLEENLGAADITLSQDDIWNITQALATVKIVGERYPAAMQARVGR"
     gene            complement(2845801..2846694)
                     /locus_tag="YPA_2553"
     CDS             complement(2845801..2846694)
                     /locus_tag="YPA_2553"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG14516.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MLKENFNELQSFLVVARERSFTKAAGKLGVSQSALSHAIKGLEE
                     RLNLRLLTRTTRSVAPTEAGERIIACLEPRLADLEQELETLLQLNGTVSGNIRLSAGE
                     HAARSLLWPKLKPFLRKYPEINVELVVDNGFVNIVDGRFDAGVRLGESVDKDMIAVKI
                     GPEMRMAVVGSPEYFMANAIPVTPHELQHHRCINMRLPTAGGLYHWEFEKEGKPLRVK
                     VEGQLTLNILPERIDAAQSGFGLACVPEDSIQAFLRSGKLIQVLEAWCPSFPGYYLYY
                     PSRKQHPPVFALMIDALRYSD"
     gene            2846788..2847810
                     /locus_tag="YPA_2554"
     CDS             2846788..2847810
                     /locus_tag="YPA_2554"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14517.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2847810..2848589
                     /locus_tag="YPA_2555"
     CDS             2847810..2848589
                     /locus_tag="YPA_2555"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14518.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2848956..2849261)
                     /locus_tag="YPA_2556"
     CDS             complement(2848956..2849261)
                     /locus_tag="YPA_2556"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14519.1"
                     /translation="MDHINNAKRVLDENAKVLYGIFGVISCSGYFPPLPFLNEFFMAG
                     SDPCDQDERMDSWCPFTLTSSEYEEVKAWWLVSRPGTVESALGSECWDDWIQEILEL"
     gene            complement(2849358..2849759)
                     /locus_tag="YPA_2557"
     CDS             complement(2849358..2849759)
                     /locus_tag="YPA_2557"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14520.1"
                     /translation="MPDIALTNRIVKIHLSSWRYFALLTLPPLVLAFNLLYSFASLVL
                     LMLFLVTHYYCWRLWLDERLFTLLNKESSLAEFDEGMAQLWIAKSGATRTLTERWCGV
                     RGLFYRAMFSLIALWLTSLSSVLYLTLTLVD"
     gene            complement(2849741..2851060)
                     /locus_tag="YPA_2558"
     CDS             complement(2849741..2851060)
                     /locus_tag="YPA_2558"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dual specificity phosphatase"
                     /protein_id="ABG14521.1"
                     /db_xref="InterPro:IPR000326"
                     /db_xref="InterPro:IPR000340"
                     /db_xref="InterPro:IPR000387"
                     /db_xref="InterPro:IPR000402"
                     /translation="MVESALTQNKYSLWKQGVCWLLLLGPLFFLSYGQVNQFTATRYD
                     VGSRVFAWEHAIPFMPWTIVPYWSIDLLYGISLFICTSKQELTRHGCRLLASSLIACA
                     GFLLFPLKFTFVRPETQDMFGWLFHQLELFDLPYNQAPSLHIILTWLLWLRFRQHLNR
                     GARMVSGAWFLLIAASVLTTWQHHFVDVLSGFIVAVVISYAIPIEGQWRWKRPSPHAL
                     RLAAKYTLGGIIFLLAGVLIPGSYFLLWPAGALLMVSAGYVGLGTSLFQKNEHGHLSL
                     SARLLLWPYLTGARLSKMWFSRHIPKTSAILDGVSLGCFPDKSLQQTAVLDLTAEFHH
                     RTRVPGVWYAYPLMDLVVPDVQDIAQAVAKLTELRQGHLTVVVCCALGLSRSATVVAA
                     WLLAQGHVSCVQEAIDLIKSQRPQVVLTPAYIHALEQFQGTLCQISL"
     gene            complement(2851053..2852816)
                     /locus_tag="YPA_2559"
     CDS             complement(2851053..2852816)
                     /locus_tag="YPA_2559"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14522.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MSQEVRLFQEGMFTASDETSLYFRHWSATEGNSKKVIVLFHRGH
                     EHSGRLQHIVDELMMPDTHFYAWDARGHGQSPGARGYSPSLARSVLDVDEFVRFVAQD
                     AQVNLDDIVVIAQSVGAVLVSTWVHDYAPKIRGMVLASPAFKVKLYVPFARLGLGLMQ
                     RIRGLFYVNSYVKGKFLSHDPERIASFEQDKLITRQIAVNILLDLYKTAERIVSDSTA
                     ITLPTQLLISGDDFVVHEKPQKQFYAGLRSAIKEQHILPGFYHDTLGEKDRSIAFDKM
                     KNFIDRLYATAPYAFDYSHEDRWSPSADAYRELQAPPKSRSLEGMFYAALSFGMKTIG
                     RQSKGMRLGYETGFDSGSTLDYVYRNQPEGNGILGRMIDHNYLNSVGWRGIRVRKVNI
                     QQMIEQAVAKIQLSHMPVRVVDIAAGHGRYVLDALEKQQGIESILLRDYSDLNVEKGQ
                     AMIEERGLSHVAQFRKGNAFDYDSLATLDPAPTLGIVSGLYELFPDNDLIKTSLAGLA
                     AAIPPGGMLVYTGQPWHPQLKTIAYTLTSHQNGIPWMMRVRSQKEMDTLVEQAGFEKC
                     HQVIDEFGIFTVSLAVRKQHG"
     gene            complement(2852813..2853445)
                     /locus_tag="YPA_2560"
     CDS             complement(2852813..2853445)
                     /locus_tag="YPA_2560"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acyltransferase"
                     /protein_id="ABG14523.1"
                     /db_xref="InterPro:IPR002123"
                     /translation="MNRMLRWIFTLCIAYPVVWIWLGVRVAGRKKLPRDGPAIIVANH
                     NSHLDVLTLFTLFPLSTLVKVQPVAAADYFLKNKVISWFALKVIGIIPVYRGAHQANP
                     LQACVDALAEKKIVIIFPEGTRGEPGKFSEIKSGIWHLSQRCPEVPIIPVYMHGLDRS
                     MGKGQKIPVPFFIDIFIDDPLFYDAEKVTFKQLLLNRFVALQQLATRKTS"
     gene            complement(2853455..2854384)
                     /locus_tag="YPA_2561"
     CDS             complement(2853455..2854384)
                     /locus_tag="YPA_2561"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphatidate cytidylyltransferase"
                     /protein_id="ABG14524.1"
                     /db_xref="InterPro:IPR000374"
                     /translation="MPDSLQTLYYCLGGIFSVLLLATIIIFVLKKCRPQRDWLELQQR
                     INSWWVIICLFSLAMLSPKWLALTFFGFISFLSLKEYLTLAPTRRSDSVPLLWMYAAI
                     PLQYVWIGMSWYGMFIIFIPIYVFLFLPARMVLVGDTKGFLHSASIMHWGMMATVFAL
                     SHVAYLLTLPGVDAKAGALLVIFLVVATELNDISQYLWGKSLGKIKVTPKVSPNKTLA
                     GLLGGVLTTMLLAAIFGPLLTPMDWLHSLGAGVIIGLSGFCGDVVMSAIKRDFGVKDS
                     GKLLPGHGGILDRLDSLIYTAPLFFHFYHYFYV"
     gene            complement(2854377..2854979)
                     /locus_tag="YPA_2562"
     CDS             complement(2854377..2854979)
                     /locus_tag="YPA_2562"
                     /codon_start=1
                     /transl_table=11
                     /product="putative CDP-alcohol phosphatidyltransferase"
                     /protein_id="ABG14525.1"
                     /db_xref="InterPro:IPR000462"
                     /translation="MTLYDIKPQFQNLLRPLVVRLHARGVTANQITLLAMLTSVLLGG
                     WLICFPQPVLFISLPVFLFFRMALNAIDGMLAREFNQQSTLGAILNEVGDIISDAALY
                     LAFAFLSGVSPWLVILVVLLSWLTEFCGVIAQTLTGIRNYRGPLGKSDRAFVLGALGL
                     FIALWPQYIGVTNIVFGVTALLLVWTCINRCRSAIEVKNA"
     gene            2856481..2856594
                     /locus_tag="YPA_2563"
     CDS             2856481..2856594
                     /locus_tag="YPA_2563"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14526.1"
                     /translation="MSPNLIAEHDKILKWPEVNDLAYGHFLWLPEFKTPEW"
     gene            2856632..2857129
                     /locus_tag="YPA_2564"
     CDS             2856632..2857129
                     /locus_tag="YPA_2564"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14527.1"
                     /translation="MAHLHIKERLSGEHIASYVLTFDLTPPLDLGQRLPQVESAYVSQ
                     EYQGGGVSTATYKAIIDHYGAVISDTYQTEGGMVLWLFGLSKDDSIQLTILNVDGHTL
                     DYKINEHGERISFQADRKSLLEIADTVWGNPDNVELSNLETLGFTPSWRNHSNHVLAA
                     TKSII"
     gene            complement(2857948..2858024)
                     /locus_tag="YPA_r067"
                     /note="tRNA-Arg2"
     tRNA            complement(2857948..2858024)
                     /locus_tag="YPA_r067"
                     /product="tRNA-Arg"
     gene            2858239..2859105
                     /locus_tag="YPA_2565"
     CDS             2858239..2859105
                     /locus_tag="YPA_2565"
                     /EC_number="1.5.1.5"
                     /EC_number="3.5.4.9"
                     /codon_start=1
                     /transl_table=11
                     /product="5,10-methylenetetrahydrofolate dehydrogenase
                     (NADP+) / Methenyltetrahydrofolate cyclohydrolase"
                     /protein_id="ABG14528.1"
                     /db_xref="InterPro:IPR000672"
                     /translation="MSAKIIDGKTIAQQVRNEVAAVVQQRLAAGKRAPGLAVVLVGEN
                     PASQIYVASKRKACEEVGFVSRSYDLPMATSEAELLALIDSLNEDTEIDGILIQLPLP
                     NGIDNVKVLERIHPDKDVDGFHPYNVGRLCQRAPKLRACTPRGIMTLLERYDIPTYGL
                     NAVVVGASNIVGRPMSLELLLAGCTTTVTHRFTKNLRHHIENADLLVVAVGKPGFIPG
                     EWIKPGAIVIDVGINRLESGKVVGDVAFDVAAERAGWITPVPGGVGPMTVATLIQNTL
                     QACEEYHDISQN"
     gene            2859120..2859332
                     /locus_tag="YPA_2566"
     CDS             2859120..2859332
                     /locus_tag="YPA_2566"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14529.1"
                     /db_xref="InterPro:IPR002942"
                     /translation="MDIFHLEKHPHVELCDLLKLQGWNDSGASAKAAIADGLVKVDGK
                     VETRKRCKILADQIVEFQGMKVQVKA"
     gene            complement(2859479..2859937)
                     /locus_tag="YPA_2567"
     CDS             complement(2859479..2859937)
                     /locus_tag="YPA_2567"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14530.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2860284..2861669)
                     /locus_tag="YPA_2568"
     CDS             complement(2860284..2861669)
                     /locus_tag="YPA_2568"
                     /EC_number="6.1.1.16"
                     /codon_start=1
                     /transl_table=11
                     /product="cysteinyl-tRNA synthetase"
                     /protein_id="ABG14531.1"
                     /db_xref="InterPro:IPR002308"
                     /translation="MLKIFNTLSRQKEEFKPIHAGKVGMYVCGITIYDLCHIGHGRTF
                     VAFDVVARYLRYLGYSLTYVRNVTDVDDKIIKRAIENNETCEQLTTRMLAEMHKDFDA
                     LNLERPDLEPRATHHIAEIIEMTERLIARGHAYVASNGDVMFAVDSDPDYGVLSRQDL
                     DQLQAGARVEVADVKRNPMDFVLWKMSKPGEPRWESPWGPGRPGWHIECSAMNGKQLG
                     AHFDIHGGGSDLMFPHHENEIAQSTCAHDGPYVNYWMHSGMVMIDKEKMSKSLNNFFT
                     IRDVLAYYDAETVRYFLMSGHYRSQLNYSEENLKQARASLERLYTALRGTDANATPAG
                     GAEFEARFRTAMDDDFNTPEAYSVLFDIAREVNRLKNEDMAAANGLAAELRKLAQVLG
                     LLEQDPELFLQGGAQADDDEVAKIEALIKQRNDARSSKNWALADAARDQLNELGIVLE
                     DGPQGTTWRRK"
     gene            2861880..2862374
                     /locus_tag="YPA_2569"
     CDS             2861880..2862374
                     /locus_tag="YPA_2569"
                     /EC_number="5.2.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidyl-prolyl cis-trans isomerase B"
                     /protein_id="ABG14532.1"
                     /db_xref="InterPro:IPR002130"
                     /translation="MVTFHTNHGDIVINTFADKAPATVENFLNYCRKGFYDNTIFHRV
                     IDGFMIQGGGFEPGMSQKTTDAPIKNEANNGLKNTRGTLAMARTNDPHSATAQFFINV
                     ADNDFLNFRSERPDGWGYCVFAEVTDGLDVVDKIKNVATGRSGMHQDVPKEDVIIKSV
                     TISE"
     gene            2862385..2863107
                     /locus_tag="YPA_2570"
     CDS             2862385..2863107
                     /locus_tag="YPA_2570"
                     /EC_number="3.6.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-2,3-diacylglucosamine hydrolase"
                     /protein_id="ABG14533.1"
                     /db_xref="InterPro:IPR004843"
                     /db_xref="InterPro:IPR010138"
                     /translation="MSTLFIADLHLSVQEPAITAGFLHFIQREAIHADALYILGDLFE
                     SWIGDDDPEPLYRQVAAALKSLQQQGVPCYFIHGNRDFLLGKRFAEESGMVLLPEENV
                     VELYGRKILILHGDTLCTDDTDYQHFRKKVHNPLIQKLFLWIPLRLRLRIAAYMRNKS
                     QQNNSGKSERIMDVNSKAVIDAFLRHDVSWMIHGHTHRPAIHSVELPMVTAHRVVLGA
                     WHVEGSMVKVTADNVELITFPF"
     gene            2863403..2863927
                     /locus_tag="YPA_2571"
     CDS             2863403..2863927
                     /locus_tag="YPA_2571"
                     /EC_number="4.1.1.21"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylaminoimidazole carboxylase
                     catalytic subunit PurE"
                     /protein_id="ABG14534.1"
                     /db_xref="InterPro:IPR000031"
                     /translation="MGANLNSAYAAGVKIAIVMGSKSDWATMQFAADVLTTLNVPFHV
                     EVVSAHRTPDRLFSFAEQAEANGLHVIIAGAGGAAHLPGMLAAKTLVPVLGVPVQSAA
                     LSGVDSLYSIVQMPRGIPVGTLAIGKAGAANAALLAAQILALHDTELAGRLAHWRQSQ
                     TDDVLDNPDPREEA"
     gene            2863924..2864988
                     /locus_tag="YPA_2572"
     CDS             2863924..2864988
                     /locus_tag="YPA_2572"
                     /EC_number="4.1.1.21"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylaminoimidazole carboxylase"
                     /protein_id="ABG14535.1"
                     /db_xref="InterPro:IPR005875"
                     /translation="MKPVCVLGNGQLGRMLRQAGEPLGIAVYPVGLDAEPEAVPYQHS
                     VITAEIERWPETALTRELATHTAFVNRDIFPRLADRLPQKQLLDSLGLATAPWQLLSS
                     ASEWPEVFATLGELAIVKRRVGGYDGRGQWRLRPGEQGTLPPDAYGECIVEQGINFSG
                     EVSLIGARSHQGESVFYPLTHNLHEDGILRMSVALPQPNSKLQQQAEKMLSAIMDKLN
                     YVGVMAMECFIVGDRLLINELAPRVHNSGHWTQNGASISQFELHLRAILDLPLPQPVV
                     NTPSAMVNLIGTPVNIQWLSLPLVHLHWYDKEVREGRKVGHLNLNDPEGTALSASLAA
                     LAPLLPAEYQNALRWAQDKL"
     gene            complement(2865032..2867461)
                     /locus_tag="YPA_2573"
     CDS             complement(2865032..2867461)
                     /locus_tag="YPA_2573"
                     /codon_start=1
                     /transl_table=11
                     /product="putative permease"
                     /protein_id="ABG14536.1"
                     /translation="MIWRWFWREWRAPSLLIVWLALTLAVACVLALGTISDRMEKGLS
                     QQSRDFLAGDRVLRAAHPVPEAWLQEAKQQGLAVSRQLSFLTMTFAGDRPQLAEVKAT
                     DLAYPLYGKLETLPKGAELQPGTVLVAPRLLALLGVKVGDMLDVGDTSLKIIGEIIQE
                     PDAGFNPFQTAPHILINLADVEKTGAVQPGSRLTYRYMFAGTPEAVTQFSDWLTPQLA
                     PEQRWYGLQESGGALGKSLQRAQQFLLLSALLTLLLSIAAVAVAMGHYCRSRYDLVAV
                     LKTLGAGRGALRRLIIGQWLSVLALAGLCGSVIGLLFERLLVWLLAPVLPAELPTAGL
                     WPWVWSMGSLVLISLLVGVRPYRQLLATQPLRVLRRDVAANVWPLRYFIPVMLLVVIG
                     LLALLMGGNSLLWAILGGMVVLALLLGGIGWGSLLLLRHLTVTRLSLRLAINRLLRQP
                     WMTLTQLAAFSLSFMLLALLLVLRGDLLERWQQQLPPDSPNYFLLNMTPQQVPQVTAF
                     LAQHHIQPSTFYPIVRVRLTEINQQLATERVSEDSPGGEAVNRELNLTWQQDLPAHNV
                     LTAGQWPPKADEVSMEQGIADRLGIKIGDKLTFSGDTQSFGATVSSIRQVDWDSLRPN
                     FYFIFPPGALDQQPQTWLTSFRYHGDGEALVQLNRQFPTLSLLDIGAMLKQVGQVLQQ
                     VSRALEVMVVLVILCGTLLLLAQVQVGMRQRRQELVVYRTLGASKRLLRGTLWWEFAL
                     LGLVAGLAAAIGAEAALWALQRLVFDFPWQPNWMMWWILPLAGASLLSVCGGWLGVRL
                     LRGQALFRRYE"
     sig_peptide     complement(2867366..2867461)
                     /locus_tag="YPA_2573"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.991) with cleavage site probability 0.485 at
                     residue 32"
     gene            complement(2867458..2868144)
                     /locus_tag="YPA_2574"
     CDS             complement(2867458..2868144)
                     /locus_tag="YPA_2574"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter ATP-binding protein"
                     /protein_id="ABG14537.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MPAENVLEVHHLNKHVGQGEQQLSILTGVELVVKPAQTIALIGE
                     SGSGKSTLLGILAGLDDGSSGDVSLLGQSLTTMDEEGRALLRAKNVGFVFQSFMLVPT
                     LNTLENVQLPALLRGESDRQSKSQAIELLEQLGLGKRLYHLPAQLSGGEQQRVALARA
                     FSGRPKILFADEPTGNLDRQTGDRIADLLFSLNRDFATTLILVTHDEQLAGRCQRRLR
                     LRDGKLWEES"
     gene            2868112..2868750
                     /locus_tag="YPA_2575"
     CDS             2868112..2868750
                     /locus_tag="YPA_2575"
                     /EC_number="3.1.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acyl-CoA thioesterase"
                     /protein_id="ABG14538.1"
                     /db_xref="InterPro:IPR001087"
                     /db_xref="InterPro:IPR008265"
                     /translation="MMNFKNVFRWHLPFLLLLGLFSLRAAATDTLLILGDSLSAGYRL
                     PIAQAWPSLLDKKWQATPSLPKVVNASISGDTAAQGLARLPALLKQHQPRWVLIELGA
                     NDALRGFPTQDIQRDLSEIINQITAAKAQPLLMQIRIPPNYGRRYTDAFTAIYPQLAQ
                     QFDIPLLPFFMEQVAVKPEWMQDDGLHPNGDAQPFIADWMAQQLKPLVVDPK"
     sig_peptide     2868112..2868195
                     /locus_tag="YPA_2575"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.947 at
                     residue 28"
     gene            2869137..2869913
                     /locus_tag="YPA_2576"
     CDS             2869137..2869913
                     /locus_tag="YPA_2576"
                     /codon_start=1
                     /transl_table=11
                     /product="short-chain dehydrogenase"
                     /protein_id="ABG14539.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /translation="MQKAVLITGCSSGIGLVAAQDLKNRGYRVLAACRKPDDVAKMVQ
                     LGLEGIELDLDDSASVERAAAQVIELTGGRLYGLFNNGGFGLYGSLHTISRQQLEKQF
                     STNLFGTHQLTQLLLPAMLPHGEGRIIQTSSVMGLVSTAGRGAYAASKYALEAWSDAL
                     RMELQSSGIHVSLIEPGPISTHFTQNVNQAEADKPVNNPGIAKRFTLPPEAILPKLRH
                     ALESPRPQLRYPVTMVAHALTLLRRLLPGRMLDRVLRGNS"
     sig_peptide     2869137..2869196
                     /locus_tag="YPA_2576"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.985) with cleavage site probability 0.968 at
                     residue 20"
     gene            2869990..2870859
                     /locus_tag="YPA_2577"
     CDS             2869990..2870859
                     /locus_tag="YPA_2577"
                     /codon_start=1
                     /transl_table=11
                     /product="putative thioredoxin"
                     /protein_id="ABG14540.1"
                     /db_xref="InterPro:IPR006663"
                     /translation="MLTPTTIEITEANLHQAIEQSMSVPVLFYFWSERSQHCLQLTPT
                     LDKLAAEYAGQFILARVDCDAQPMVASQFGLRSIPAVYLFKDGQPVDGFQGPQPEEVI
                     RELLQRVLPKPEELKSAEAAQLMSEGKVPEALPLLKEAWQLAQQSNSPQTSEIALQLA
                     EAQILLNRSEDAESVLATLPLQDRDTRYQGLIAQIELLKQAANTPEIQQLQQQLAEQP
                     DNVELAVQLALQLHQVGRNEEALELLLGHLKKDLAAANGTARKTLMDILAALGTGDAL
                     AAKYRRQLYALLY"
     gene            2871054..2871968
                     /locus_tag="YPA_2578"
     CDS             2871054..2871968
                     /locus_tag="YPA_2578"
                     /codon_start=1
                     /transl_table=11
                     /product="SPFH domain, Band 7 family protein"
                     /protein_id="ABG14541.1"
                     /db_xref="InterPro:IPR001107"
                     /db_xref="InterPro:IPR001972"
                     /translation="MFTVIPILIVVALIVVLSAIKIVPQGFQWTVERFGRYTKTLMPG
                     LNIVVPFMDRVGRKINVMEQVLDIPSQEIISRDNANVAIDAVCFIQVIDPVKAAYEVS
                     NLELAIVNLTMTNFRTVLGSMELDEMLSQRDNINSRLLHIVDEATNPWGIKITRIEIR
                     DVRPPTELISAMNAQMKAERTKRADILEAEGVRQAAILRAEGEKQSQILKAEGERQSA
                     FLQAEARERAAEAEAQATKMVSEAIAAGDIQAINYFVAQKYTDALQHIGSANNSKVIM
                     MPLEASSLMGAIGGIAELIGESKNSRGK"
     gene            2871971..2872420
                     /locus_tag="YPA_2579"
     CDS             2871971..2872420
                     /locus_tag="YPA_2579"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14542.1"
                     /translation="MLEEIAVNPNWFWLSLGGLLLAAEMLGASGYLLWSGIAAVLVGV
                     LVWLFPFSWEMQGVLFSILTVVSAFLWWYWLSKRTKPQPAMLNQRNHQLLGIRATLTE
                     PTVDGYGRMKVGDSSWRIYCATELNPGTEVEVILVEGNTLHVRAVNR"
     gene            complement(2872529..2872948)
                     /locus_tag="YPA_2580"
     CDS             complement(2872529..2872948)
                     /locus_tag="YPA_2580"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulatory protein"
                     /protein_id="ABG14543.1"
                     /db_xref="InterPro:IPR000551"
                     /db_xref="InterPro:IPR011789"
                     /translation="MNISDVAKKTGLTSKAIRFYEEKKLVTPPVRTDNGYRSYTAKHI
                     EELTLLRQARQVGFTLDECRELLALFHNPARHSADVKAATLLKVAEIEQHINDLNQMR
                     MRLLALAEECPGDEGADCPIINSLAGCCHSSSSLPLK"
     gene            2873155..2876040
                     /locus_tag="YPA_2581"
     CDS             2873155..2876040
                     /locus_tag="YPA_2581"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cation-transporting ATPase"
                     /protein_id="ABG14544.1"
                     /db_xref="InterPro:IPR000150"
                     /db_xref="InterPro:IPR000579"
                     /db_xref="InterPro:IPR000695"
                     /db_xref="InterPro:IPR001757"
                     /db_xref="InterPro:IPR006121"
                     /db_xref="InterPro:IPR006403"
                     /db_xref="InterPro:IPR006416"
                     /translation="MLQTTLLALQGLSCMNCAQRVKAALESREDVHHAEVNVHYAKVT
                     GEADTHALIETIKQTGYQATEAQTPDVELHLSGLSCGHCTETVRKALEAVSGVISADV
                     TLESANVYGKADIQTLIAAVEQAGYHATQQGIDSPKTEPLTHSAQSQPESLAAAPNTV
                     PATNVALATSTVSDTNTVLPTNTALPTNTTSTTSTADTASATSTAPVINPLPVTESVA
                     QPAASEGESVQLLLTGMSCASCVSKVQNALQRVDGVQVARVNLAERSALVTGTQNNEA
                     LIAAVKNAGYGAEIIEDEGERRERQQQMSQASMKRFQWQAALGLLLGIPLMAWGLFGG
                     SMTLTPETQTPWLIIGIITLLVMIFAGGHFYRNAWVSLKNGSATMDTLVALGTGAAWI
                     YSITVNIWPDVFPMEARHLYYEASAMIIGLINLGHAMEQRARQRSSNALERLLDLAPP
                     TAKLVTDDGEKVIPLADVQLGMILRLTTGDRVPVDGEIVQGEVWMDEAMLTGEPIPQQ
                     KSVGDIVHAGTQVQDGTVQFRASAIGSQTTLARIIKLVRQAQSSKPEIGKLADRISAV
                     FVPTVVVIAIVAGLIWYFFGPQPQLVYTLVVATTVLIIACPCALGLATPMSIISGVGR
                     AAEFGVLVRDADALQQASNLDTLVFDKTGTLTEGHPQVVAIHTFNGVSEQQALGWAAA
                     LETGSNHPLARAILQRAEGLTLATASQFRTLRGLGVSGEVDGIPLLLGNNRLLEEQQI
                     DTRELQSLIQQQAESGATPVILTANGKPAALLSIRDPLREDSIGALQRLHQLGYSLVM
                     LTGDNPITANAIAKEAGIDRVIAGVLPDGKADAIKQLQAAGHKVAMIGDGINDAPALA
                     QADVGIAMGGGSDIAIETAAITLMRHSLYGVVDAVELSKATLRNMKQNLLGAFFYNAL
                     GIPIAAGILYPFTGTLLSPVVAGAAMALSSITVVSNANRLLRFKPKQ"
     gene            2876561..2877370
                     /locus_tag="YPA_2582"
     CDS             2876561..2877370
                     /locus_tag="YPA_2582"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14545.1"
                     /translation="MDKLLRRIAKFLGIITPTTYAYPALDITLPGERHLHLVGSIHMG
                     TAGMFPLPHTLLNKLNQADALIVEADITDATSSFGHSTVTEPLVDRLSEEYYPQLQRR
                     CEELGSDPLAMTYLPAWQVALMLQAHQAQRLGLRGEYGIDYQLLKAAGAQEKEIIELE
                     GAEMQLDLLKTLPDNGISLLHDTLLHWHTNARLLQTMIGWWLEHQPEKYQATLAPTFS
                     HDMYDVLMLQRNKRWQQQLEQLAPGRYVVAVGALHLYGEGNLPELLRADNQ"
     gene            2877625..2878113
                     /locus_tag="YPA_2583"
     CDS             2877625..2878113
                     /locus_tag="YPA_2583"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14546.1"
                     /db_xref="InterPro:IPR004369"
                     /translation="MFIMTPAVVLLEKQKVPFTLHPYHHDAAETHFGDEAVKKLGLNA
                     DQVYKTLLVALNNDAKNLAVAVTPVATQLDLKKVARALGAKKAEMADPQLAQRTTGYL
                     IGGISPLGQKKRLPTVIDSQAQEFVTIFVSGGKRGLDIELAAVDLCRLLQGVFADIAK
                     RD"
     gene            2878450..2878689
                     /locus_tag="YPA_2584"
     CDS             2878450..2878689
                     /locus_tag="YPA_2584"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14547.1"
                     /translation="MGYDAHKNDLNIKADLIALKYVVQTLVAVANSAHDNRLNQALDI
                     LIHEFESNANKNNDNQSIANAIANYLPDEPVIELV"
     gene            complement(2878793..2879416)
                     /locus_tag="YPA_2585"
     CDS             complement(2878793..2879416)
                     /locus_tag="YPA_2585"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14548.1"
                     /db_xref="InterPro:IPR006179"
                     /translation="MLKLLTPFEERGKAQLGVRIGSVNGRLEGDRNKVRFEQTNMARL
                     LLASQIERSGADFAVMSGGGVRDSIGAGDITYKDVLKVQPFGNTLVYVDMKGSEVEKY
                     LAVVANKQPDSGAYAQFANVSLVADGQGVSNVKIQGEPLDPNKTYRMATLNFNALGGD
                     GYPRIDNSPSYVNTGFIDAEVLKQYIEKHSPLDAEQYQLKGEIVYNQ"
     gene            complement(2879410..2880378)
                     /locus_tag="YPA_2586"
     CDS             complement(2879410..2880378)
                     /locus_tag="YPA_2586"
                     /codon_start=1
                     /transl_table=11
                     /product="5'-nucleotidase/2' 3'-cyclic phosphodiesterase"
                     /protein_id="ABG14549.1"
                     /db_xref="InterPro:IPR006146"
                     /db_xref="InterPro:IPR006179"
                     /translation="MPGKKIKLTTSPYCTPMIIMVTSGKTSKVSMVLLHRKPWWMKFV
                     NKWPQKEEAYCYSRAVIINTGVPESDLQDAEPDFRGMNLVGYDAMAIGNHEFDNPLSV
                     LRQQEKWAKFPLLSANIYQKGTQQRLFKPYALFDKQGIKIAVLGLTTDDTPKVSSPEN
                     VVDIEFRVPAVEAKHVVEQLRKTEKPDIIIAATHMGHYDDGKHGSNAPGDVEMARSLP
                     AGYLDMIVGGHSQNPVCMASENHRQVDYVPGSPCVPDRQNGTWIVQAHEWGKYVGRAD
                     FTFRNGELTLVNYQLIPINLKKKLRKLMALASTSFIPKRLLRTPQC"
     gene            complement(2880191..2880448)
                     /locus_tag="YPA_2587"
     CDS             complement(2880191..2880448)
                     /locus_tag="YPA_2587"
                     /codon_start=1
                     /transl_table=11
                     /product="protein UshA precursor: UDP-sugar hydrolase
                     (UDP-sugar diphosphatase) (UDP-sugar pyrophosphatase);
                     5'-nucleotidase (5'-NT)"
                     /protein_id="ABG14550.1"
                     /db_xref="InterPro:IPR006146"
                     /translation="MRFSLTTTLGALAVSLALAPGWASAWEKDKTYDITILHTNDHHG
                     HFWQNEQGEYGLAAQKTVVDEIRKQVAAKGGSLLLLSGGDY"
     sig_peptide     complement(2880371..2880448)
                     /locus_tag="YPA_2587"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.770 at
                     residue 26"
     gene            2880730..2881944
                     /locus_tag="YPA_2588"
     CDS             2880730..2881944
                     /locus_tag="YPA_2588"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane efflux protein"
                     /protein_id="ABG14551.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MTDRSDTGCQQPVNVSVKRTSFSILGAISVSHLLNDMIQSLILA
                     IYPLLQAEFSLSFAQIGLITLTYQLTASLLQPLIGLYTDKHPQPYSLPIGMGFTLSGI
                     LLLAVATTFPVVLLAAALVGTGSSVFHPESSRVARMASGGRHGLAQSVFQVGGNFGSA
                     LGPLLAAIIIAPYGKGNVGWFSLAALLAIVVLLQVSKWYKLQQRASYGKVLKISSAKT
                     LPKNKIISTLAILMVLIFSKYFYLTSISSYYTFYLIHKFGVSVQSAQIHLFVFLFAVA
                     AGTIIGGPLGDKIGRKYVIWGSILGVAPFTLALPYASLYWTGILTVFIGVILASAFSA
                     ILVYAQELIPGKVGMVSGLFFGFAFGMGGIGAAVLGYVADLTSIELVYQICAFLPLLG
                     IFTALLPNLDDK"
     gene            2882179..2883870
                     /locus_tag="YPA_2589"
     CDS             2882179..2883870
                     /locus_tag="YPA_2589"
                     /codon_start=1
                     /transl_table=11
                     /product="putative potassium antiporter"
                     /protein_id="ABG14552.1"
                     /db_xref="InterPro:IPR002114"
                     /db_xref="InterPro:IPR004771"
                     /translation="MHHSTPLITTIVGGLVLAFLFGTLAHRLRISPLVGYLAAGVLAG
                     PFTPGFVADTSLAPELAEIGVILLMFGVGLHFSLKDLLAVKSIAIPGAIAQIAVATLL
                     GMGLSHFLGWDLITGLVFGLCLSTASTVVLLRALEERQLIDSQRGQIAIGWLIVEDLA
                     MVLTLVLLPAFAGVMGNETTNLNQLFTELAITIGKVIAFITLMIVVGRRLVPWILAKT
                     ASTGSRELFTLAVLVLALGIAYGAVELFDVSFALGAFFAGMVLNESELSHRAAQDTLP
                     LRDAFAVLFFVSVGMLFDPMILVNEPLAVIASLAIIIFGKSAIAFALVRLFGHSKRTA
                     LTISVSLAQIGEFAFILAGLGISLGLLSGHGRNLVLASAILSIMLNPLLFTLLDRYLA
                     KTETMEDLILEEAVEEEKQIPVDLCNHVLLVGYGRVGSLLGAKLHAEGIPLVVIENSR
                     PRVEALREQGINAVFGNAANADVMALGRLDCARWLLLTIPNGYEAGEIVASARIKRPD
                     LEIIARAHYDDEVVYISDRGANQVVMGEREIANSMLNMLKIETLTEEDKMPVCPI"
     sig_peptide     2882179..2882256
                     /locus_tag="YPA_2589"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.742) with cleavage site probability 0.721 at
                     residue 26"
     gene            complement(2883967..2885271)
                     /locus_tag="YPA_2590"
     CDS             complement(2883967..2885271)
                     /locus_tag="YPA_2590"
                     /EC_number="2.7.1.73"
                     /codon_start=1
                     /transl_table=11
                     /product="inosine-guanosine kinase"
                     /protein_id="ABG14553.1"
                     /db_xref="InterPro:IPR002173"
                     /translation="MKFPGKRKSKHYFPVNARDPLLQSVQAENEVSTSYIVGIDQTLV
                     DIEAKVDEDFITRYGLSQGHSLVIEDDVAERLYQELTHNDLITHEFAGGTIGNTLHNY
                     SVLADDRSVLLGTMCSNIKIGSYAYRYLCNTSSRTDLNYLQAVDGAIGRCFTLITENG
                     ERTFAISPGQMNQLRPESIPEEVIAGASALVLTAYLVRCKPGEPMPDATMQAIHYAKK
                     HDVPVVMTLGTKYVIADNPQWWREFLNEHVSILAMNEDEAYELTGLNDPLMASDMALE
                     WVDLVLCTAGPSGLYMAGYTEEAYKRQTQHPLLPGAIAEFNLYEFSRAMRKAHCVDPF
                     RIYSHIAPYMGGPEKIMNTNGAGDGALSAVLHDITANGYHRNNVPNSSKHVRSYLSYS
                     SLAQVCKYANRVSYQVLNQHSPRLTRGLPEREDSLEESYWER"
     gene            complement(2885475..2886626)
                     /locus_tag="YPA_2591"
     CDS             complement(2885475..2886626)
                     /locus_tag="YPA_2591"
                     /codon_start=1
                     /transl_table=11
                     /product="O-antigen chain length determinant"
                     /protein_id="ABG14554.1"
                     /translation="MSNKQARSNLDSPIPNNYDFSNVSSSRNEIDLFEIFSVVFKSKF
                     KIILITLFFLISGLVVSYILPQKWTSTAIIALPGDEQVQVLDELITNLTVLDIKVDVS
                     ANYLLSTFKQNFDSQDLREQYLVNTNYFKRLMKNNPEDGLDKRALIERIVNENISSVN
                     PLKDKTEGENEYRYYKLSYSASTPTDARDLLQGSINYVNTIVNADVFRKIQRAVDLAK
                     GIGTDKYSMELLKARNNQKVKIERLRYASSIADAAGVKKPVYSNGSAISDDPDFPITM
                     GSDALNRKLEIEKSVIDLASINTELLNRKLYLDKLNRLEIPNVNIVPFKYLQQPTEPT
                     KRDVPKRALIVILFALVGLMGSVGFVLVEHFVRERKREEEGLKLSQTKE"
     gene            complement(2886674..2888047)
                     /locus_tag="YPA_2592"
     CDS             complement(2886674..2888047)
                     /locus_tag="YPA_2592"
                     /EC_number="5.4.2.8"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphomannomutase"
                     /protein_id="ABG14555.1"
                     /db_xref="InterPro:IPR005841"
                     /translation="MPKLTCFKAYDIRGRLGDELNEDIAYRIGRAYGEFAKPKKVVVG
                     GDVRLTSESLKLALSQGLQDAGTDVLDIGLSGTEEIYFSTFHLGVDGGIEVTASHNPI
                     DYNGMKLVREGSRPISGDTGLRDIQYLAEQNEFPPVDSEKRGGYKKISIINDYVEHLI
                     NYINPSLFKPLKLVVNTGNGAAGHVIDALEKRFSELKIPITLIKIHHEPDGTFPNGIP
                     NPLLPECRQDTTDAVLMHDADMGIAFDGDFDRCFFFNNKGEFIEGYYIVGLLAEAFLQ
                     KNAGAKIIHDPRLSWNTIDIVNSSGGTPIMSKTGHAFIKERMREEDAVYGGEMSAHHY
                     FRDFAYCDSGMIPWLLIAELLCVKEKSLEQLVEERMRIYPASGEINSKLTDPTSAIAR
                     VRAEYEVKAIAIDETDGISMEFDGWRFNLRSSNTEPVVRLNVESHYNKTLMHHKTAEI
                     LSLLRKE"
     gene            complement(2888052..2888795)
                     /locus_tag="YPA_2593"
     CDS             complement(2888052..2888795)
                     /locus_tag="YPA_2593"
                     /codon_start=1
                     /transl_table=11
                     /product="glycosyltransferase"
                     /protein_id="ABG14556.1"
                     /db_xref="InterPro:IPR001173"
                     /translation="MKISIITATYNSERTISDTLSSLEKQTYLDVEYIIVDGASKDNT
                     LTVISQNSTRVTKIISESDQGIYDALNKGIDLATGDIIGFLHSDDLLAYPGALSDIVE
                     TFEKQQCDAVYGDLQYVAKNDLNKVIRCWKSGFFNHEKMKYGWMPPHPTFYMKRDLYI
                     RFGGFDLSYKISADYDSLTRYIINYKIKIAYLPKVIIKMRVGGISNRSLGSMLLKSKE
                     DIQIMKLRGLFWPMSFLCKNLSKLPQFLK"
     gene            complement(2888798..2890204)
                     /locus_tag="YPA_2594"
     CDS             complement(2888798..2890204)
                     /locus_tag="YPA_2594"
                     /EC_number="2.7.7.22"
                     /codon_start=1
                     /transl_table=11
                     /product="mannose-1-phosphate guanylyltransferase (GDP)"
                     /protein_id="ABG14557.1"
                     /db_xref="InterPro:IPR001538"
                     /db_xref="InterPro:IPR006375"
                     /db_xref="InterPro:IPR007113"
                     /translation="MLLPVIMAGGAGSRLWPLSRALYPKQFLALTSDLTMLQETLLRL
                     DGLPHLAPLVICNEEHRFIIAEQLRQKNLVHSGIVLEPVGRNTAPAIALAALRATMSG
                     DDPLLLVLAADHVIQDKLAFIRAVQRAEPLAEAGKLVTFGIVPKSPETGYGYIRQGKQ
                     VVDGAYQVAAFVEKPDLITAERYLASGDYYWNSGMFVFKASRYLQELDLHRPDILAAC
                     KQAIAGQHTDLDFIRLNEEAFSSCPDESIDYAVMEKTSDAVVVPLDAQWNDVGCWSAL
                     WEINTKDDHGNVIRGDVLIEDTNNSYVYSQNRLIATVGINDLVIVETKDAILVAHKDK
                     VQNVKGIVGQLKLESRCEYLQHREVYRPWGSHDAIAEGVRYHVQHVTVKPGQRIATQI
                     HYHRAEHWIVVSGIAKVHYGKETYLVNENESTYIPVGIAHSIENPGQIPLEIIEVHTG
                     NYISEDDVERIDDLGVGY"
     gene            complement(2890405..2891370)
                     /locus_tag="YPA_2595"
     CDS             complement(2890405..2891370)
                     /locus_tag="YPA_2595"
                     /codon_start=1
                     /transl_table=11
                     /product="GDP-fucose synthetase"
                     /protein_id="ABG14558.1"
                     /translation="MDKKRVFIAGHRGMVGSAIVRQLENRNDIELIIRDRTELDLMSQ
                     SAVQKFFATEKIDEIYLAAAKVGGIQANNNYPAEFIYQNLMIECNIIHAAHLAGIQKL
                     LFLGSSCIYPKLAAQPMTEEALLTGVLEPTNEPYAIAKIAGIKLCESYNRQYGRDYRS
                     VMPTNLYGENDNFHPENSHVIPALLRRFHEAKIRNDKEMVVWGTGKPMREFLHVDDMA
                     AASVHVMELSDQIYQTNTQPMLSHINVGTGVDCTIRELAETMAKVVGFTGNLVFDSTK
                     PDGTPRKLMDVSRLAKLGWCYQISLEVGLTMTYQWFLAHQNNFRK"
     gene            complement(2891376..2892062)
                     /locus_tag="YPA_2596"
     CDS             complement(2891376..2892062)
                     /locus_tag="YPA_2596"
                     /EC_number="4.2.1.47"
                     /codon_start=1
                     /transl_table=11
                     /product="GDP-mannose 4,6-dehydratase"
                     /protein_id="ABG14559.1"
                     /translation="MKQRHSIRVLLYAVAKMYAYWITVNYRESYGMYACNGILFNHES
                     PRRGETFVTRKITRAVANIALGLEKCLYLGNIDSLRDWGHAKDYVRMQWMMLQQDKPE
                     DFVIATGKQITVREFVRMSAREAGIELEFSGEGVEEVATVVAVNGNHISSVNIGDVIV
                     RVDPRYFRPAEVETLLGDPTKAKKVLGWVPEITVEEMCAEMVASDLEQAKQHALLKAN
                     GFDVSISLEN"
     gene            complement(2891980..2892498)
                     /locus_tag="YPA_2597"
     CDS             complement(2891980..2892498)
                     /locus_tag="YPA_2597"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14560.1"
                     /translation="MTKIALITGITGQDGSYLAEFLLEKGYEVHGIKRRASSFNTSRI
                     DHIYQDRHETNPRFFLHYGDLTDTSNLIRLVQEIQPDEIYNLGAQSHVAVSFESPEYT
                     ADVDAMGTLRLLEAIRINGLEKKTRFYQASTSELYGLVQETPQRETTPFYPRSPLCCC
                     QNVCLLDYSKLP"
     gene            complement(2892514..2893527)
                     /locus_tag="YPA_2598"
     CDS             complement(2892514..2893527)
                     /locus_tag="YPA_2598"
                     /codon_start=1
                     /transl_table=11
                     /product="putative mannosyltransferase"
                     /protein_id="ABG14561.1"
                     /translation="MKIIYDGIINSLQNMGGVTVYFSELVSRLPATDFYWYSYADEIS
                     GFGVGNVKIKSRLLERYRNFSLDTINYNSLSVFHSSYYRLPDFDIPIVTTVHDFTYEK
                     FVNGPAKWVHSWQKNRAVNNSDLIICVSENTAKDLQMYCSVPSNKIRVIYNGVSDKYH
                     YIKGVKITTNKVIFVGARGGYKNFDIAVKAISKTPHLELSVVGGGAFTSKELSLLNHY
                     LPGRYHGLGRLSDEALNEAYNSAYALLYPSSYEGFGIPILEAMSAGCPVISVNVSSIP
                     EVAGDAAILVQKPTIDELVDGLLAVESERSKLIGYGMKQAAKFSWDKCYQETLDVYKE
                     LNK"
     gene            complement(2893776..2894708)
                     /locus_tag="YPA_2599"
     CDS             complement(2893776..2894708)
                     /locus_tag="YPA_2599"
                     /note="similar to AJ251712"
                     /codon_start=1
                     /transl_table=11
                     /product="O-unit polymerase-like protein"
                     /protein_id="ABG14562.1"
                     /translation="MLLFHIPELVRFLEEILISLVPYFLLQHPVLYSFSITLLLEKMP
                     ERFFFINVLLFVLLELLKGWSGFLLTIFMFEIYFYIKRNSSSRLLKIPFLFSITLPFI
                     LLLSGGFLYKHIYILKNDIRGISVVSDNLEYIDAVEMLSDRLTNFSTAAGVYSRYDSV
                     VDIAKLQNEYAEIKGFFRPLVPNFIMENKSFSALNNSAMLAFFPDYRDDSSVDLGFVM
                     YYYVLFESRVSDAFLSLFLSFFLCVVLSVIFKILSKNNQNINLLIFIMIFSLLYTSSN
                     EMVFARGNIIILFYIPMLFLFGIARVKIKSVAIK"
     gene            complement(2894994..2896136)
                     /locus_tag="YPA_2600"
     CDS             complement(2894994..2896136)
                     /locus_tag="YPA_2600"
                     /codon_start=1
                     /transl_table=11
                     /product="putative mannosyltransferase"
                     /protein_id="ABG14563.1"
                     /translation="MILRKFFIICDTVYPDDSGGRKLSLGRIFEAKESGFKVSVLHYN
                     YTNSDVSIARQFFLEHNIDYFYYIPAFSHKKSNLVRCANYISSVIKLTPEPYYYIMKD
                     YGFKKFVLDNFEMSKNSTLSIESILLSGLLPWFNTFEGSIELVFHNVESDFYRQLSIS
                     SRSIIYKIFFFIESMKLSAIEKYLFNIKDENIYFVFLSEKDLEKYRLIFPEFQADIFI
                     NKNNLFIKEKIKRSVNFNKPFFLFPGGLNFPPNRYSLNWFLAAMSKRVSSLGVDILVT
                     GSFNDDIKSQFSQYSCVKLVGYVSDIQLRELQSSCIAVISPIITGGGVKIKNIEAIKL
                     KIPLIATKFSCEGIDERGANIYITDDEPGSFYITMKSVLNKTMSYK"
     gene            complement(2896308..2897229)
                     /locus_tag="YPA_2601"
                     /pseudo
     gene            complement(2897240..2898478)
                     /locus_tag="YPA_2602"
     CDS             complement(2897240..2898478)
                     /locus_tag="YPA_2602"
                     /codon_start=1
                     /transl_table=11
                     /product="putative O-unit flippase"
                     /protein_id="ABG14564.1"
                     /translation="MASVWVIFLSMISLITLFDFGLSPAIVRNVSYVISGAQNLVKRG
                     IDDIIIKDVISYPLLSRLLFDIKRIYLYLSLIAFFIIVIGGLWYFYYISPLDIKIEVA
                     YSWVLFSSALIINLIYLYYVPVLTGLGEIENSYKANVFGRIIWFFLSLLVFIFSPSIL
                     LLSLSFVFSVFINRYLCYFFYIRNSHVKAIDKTEMEKKSTVPFIGHNAAKLGVVSLGS
                     FLINRSTTLIVGIVCPIVTAGQFVLSMQVFFALMAISNILLSIKIPEISQAVAKREHY
                     TVKILIYKVVAFSSSIYLLGFVTFLILAEYVLPTIGVSLSFLPLDYLLILGLIYFLEM
                     NHSICATIITSKNNVPFVFVSLFSGGLIILLSIMLSVHFKYGVVGLILAQGIVQLMYN
                     NWKWPLMVYSEFIKNNIEDR"
     gene            complement(2898657..2899940)
                     /locus_tag="YPA_2603"
     CDS             complement(2898657..2899940)
                     /locus_tag="YPA_2603"
                     /EC_number="5.4.99.9"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-galactopyranose mutase"
                     /protein_id="ABG14565.1"
                     /translation="MDMKFCKNRYINTVILGAGVAGLGAALKAREVNIEYEIFEAKAS
                     AGGLLDNFVIDGYRFDNAVHLSFATEEKVRDIFDRTPYFSHSPDAVNFETDKWLKHPV
                     QNNLYPLPAIEKVTLIESLIHRPESELADNYESWLIHQYGNEIAKRYPMRYTRKYWQC
                     NANELSVSWIGNRLRRAKLSEILYGAFTDDTPNDYYAKEMRYPKKGGFKSFIQPLIDE
                     SIINYNYEVTEIDLSGKTIKFSNGVIISYENLINTLPLPLFIEFCGANVPTSVKKSAS
                     KLEATSLDLISVGFNKSIIKDLWFYIYDEDIYASRAYSPSVKSSDNVPDGCSSLQFEI
                     YNPGRDSQYTVQELKDNVMYAMKKMGVANDEDIVFLHHKRLPWGNVVFKKDMEKYRDI
                     VREYIFDNQVKSVGRFGEWDYLWSNQSFLSGYSSI"
     sig_peptide     complement(2899851..2899940)
                     /locus_tag="YPA_2603"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.706) with cleavage site probability 0.468 at
                     residue 30"
     gene            complement(2899941..2900798)
                     /locus_tag="YPA_2604"
     CDS             complement(2899941..2900798)
                     /locus_tag="YPA_2604"
                     /codon_start=1
                     /transl_table=11
                     /product="paratose synthase"
                     /protein_id="ABG14566.1"
                     /translation="MKILITGVSGYLGSQLANALMLEHEVVGTVRAGSVCNRITDIGN
                     VNLINVTDSGWIDKVLSFSPDVVINTAALYGRKGELLSELVDANIQFPLRILEMLVST
                     GKGLFFQCGTSLPADVSQYALTKNQFTELAREYCNKFSGKFIELKLEHFFGPFDDSTK
                     FTTYVINSCRSHSDLKLTAGLQRRDFIYINDLINAFKIMISKSESLISGESISIGSGH
                     AVTIKEFVETVAKMTSYQGNLQFGAIPTRENELMYSCASLARIQELGWLCQYSLNSAI
                     KDTLNRMRV"
     sig_peptide     complement(2900739..2900798)
                     /locus_tag="YPA_2604"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.623) with cleavage site probability 0.615 at
                     residue 20"
     gene            complement(2900835..2902148)
                     /locus_tag="YPA_2605"
     CDS             complement(2900835..2902148)
                     /locus_tag="YPA_2605"
                     /codon_start=1
                     /transl_table=11
                     /product="putative
                     CDP-4-keto-6-deoxy-D-glucose-3-dehydratase"
                     /protein_id="ABG14567.1"
                     /translation="MSQEELRQQIAELVAQYAETAMAPKPFEAGKSVVPPSGKVIGTK
                     ELQLMVEASLDGWLTTGRFNDAFEKKLGEYLGVPYVLTTTSGSSANLLALTALTSPKL
                     GVRALKPGDEVITVAAGFPTTVNPTIQNGLIPVFVDVDIPTYNVNASLIEAAVSDKTK
                     AIMIAHTLGNLFDLAEVRRVADKYNLWLIEDCCDALGSTYDGKMAGTFGDIGTVSFYP
                     AHHITMGEGGAVFTQSAELKSIIESFRDWGRDCYCAPGCDNTCKKRFGQQLGSLPFGY
                     DHKYTYSHLGYNLKITDMQAACGLAQLERIEEFVEKRKANFKYLKDALQSCADFIELP
                     EATENSDPSWFGFPITLKEDSGVSRIDLVKFLDEAKVGTRLLFAGNLTRQPYFHDVKY
                     RVVGELTNTDRIMNQTFWIGIYPGLTHDHLDYVVSKFEEFFGLNF"
     gene            complement(2902166..2903104)
                     /locus_tag="YPA_2606"
     CDS             complement(2902166..2903104)
                     /locus_tag="YPA_2606"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-glucose 4,6-dehydratase"
                     /protein_id="ABG14568.1"
                     /translation="MPSLFETARVADGMQSEIGDIRDQNKLLESIREFQPEIVFHMAA
                     QPLVRLSYSEPVETYSTNVMGTVYLLEAIRHVGGVKAVVNITSDKCYDNKEWIWGYRE
                     NEAMGGYDPYSNSKGCAELVTSSYRNSFFNPANYGQHGTAVATVRAGNVIGGGDWALD
                     RIVPDILRAFEQSQPVIIRNPHAIRPWQHVLEPLSGYLLLAQKLYTDGAEYAEGWNFG
                     PNDADATPVKNIVEQMVKYWGEGASWQLDGNAHPHEAHYLKLDCSKAKMQLGWHPRWN
                     LNTTLEYIVGWHKNWLSGTDMHEYSITEINNYMNTK"
     gene            complement(2903097..2903240)
                     /locus_tag="YPA_2607"
     CDS             complement(2903097..2903240)
                     /locus_tag="YPA_2607"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14569.1"
                     /translation="MINNSFWQGKRVFVTGHTGFKGGWLSLWLQTMGATVKGYSLPPP
                     HGA"
     gene            complement(2903245..2904030)
                     /locus_tag="YPA_2608"
     CDS             complement(2903245..2904030)
                     /locus_tag="YPA_2608"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-1-phosphate cytidylyltransferase"
                     /protein_id="ABG14570.1"
                     /translation="MEIQVKAVILAGGLGTRLSEETVVKPKPMVEIGGKPILWHIMKL
                     YSSYGINDFVICCGYKGYVIKEYFANYFMHMSDITFCMRDNEMIVHQKRVEPWNVTLV
                     DTGEDSMTGGRLRRVKDYVKDDEAFCFTYGDGVSDVNIAELIEFHKSHGKQATLTATY
                     PPGRFGALDIKDKQVRSFKEKPKGDGALINGGYFVLSPKVIDLIDGDKSTWEQEPLMT
                     LAAQGELMAFEHAGFWQPMDTLRDKIYLHELWEEGRAPWKVWE"
     gene            complement(2904056..2905045)
                     /locus_tag="YPA_2609"
     CDS             complement(2904056..2905045)
                     /locus_tag="YPA_2609"
                     /codon_start=1
                     /transl_table=11
                     /product="cdp-6-deoxy-delta-3,4-glucoseen reductase"
                     /protein_id="ABG14571.1"
                     /db_xref="InterPro:IPR001221"
                     /db_xref="InterPro:IPR001709"
                     /db_xref="InterPro:IPR006058"
                     /translation="MSLNVKLHPSGIIFTSDGTSTILDAALDSNIHIEYSCKDGTCGS
                     CKAILISGEVDSAENTFLTEEDVAKGAILTCCSKAKSDIELDVNYYPELSHIQKKTYP
                     CKLDSIEFIGEDIAILSLRLPPTAKIQYLAGQYIDLIINGQRRSYSIANAPGGNGNIE
                     LHVRKVVNGVFSNIIFNELKLQQLLRIEGPQGTFFVREDNLPIVFLAGGTGFAPVKSM
                     VEALINKNDQRQVHIYWGMPAGHNFYSDIANEWAIKHPNIHYVPVVSGDDSTWTGATG
                     FVHQAVLEDIPDLSLFNVYACGSLAMITAARNDFINHGLAENKFFSDAFVPSK"
     gene            complement(2905643..2906605)
                     /locus_tag="YPA_2610"
     CDS             complement(2905643..2906605)
                     /locus_tag="YPA_2610"
                     /EC_number="4.99.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrochelatase"
                     /protein_id="ABG14572.1"
                     /db_xref="InterPro:IPR001015"
                     /translation="MMQSKPGVLMVNLGTPDAPTSKAIKRYLAEFLSDRRVVDTSPLL
                     WWPLLHGVILPLRSPRVAKLYQSVWMEEGSPLLVYSRRQQKALAARMPDIPVELGMSY
                     GSPNLPEAIEKLLAQGVTNLVILPLYPQYSCSTSAAVWDAVARVLKGYRRLPSISFIR
                     DYAEHPAYISALKQSVERSFAEHGQPDRLVMSFHGIPKRYAQLGDDYPIRCEDTSRAL
                     RAALPLPAEKIIMTYQSRFGREPWLTPYTDETLKSLPSQGVKHIQLICPGFSADCLET
                     LEEIKEQNREFFLHAGGEKFEYIPALNDDEGHIALLEQLIRHNI"
     gene            complement(2906695..2907339)
                     /locus_tag="YPA_2611"
     CDS             complement(2906695..2907339)
                     /locus_tag="YPA_2611"
                     /EC_number="2.7.4.3"
                     /codon_start=1
                     /transl_table=11
                     /product="Adenylate kinase"
                     /protein_id="ABG14573.1"
                     /db_xref="InterPro:IPR000850"
                     /db_xref="InterPro:IPR006259"
                     /db_xref="InterPro:IPR011769"
                     /translation="MRIILLGAPGAGKGTQAQFIMEKYGIPQISTGDMLRAAVKAGSE
                     LGLKAKEIMDAGKLVTDELVIALVKERITQEDCRDGFLLDGFPRTIPQADAMKEAGIK
                     VDYVLEFDVPDELIVERIVGRRVHAASGRVYHVKFNPPKVEDKDDVTGEELTIRKDDQ
                     EATVRKRLIEYHQQTAPLVSYYHKEADAGNTQYFKLDGTRNVAEVSAELATILG"
     gene            complement(2907566..2909440)
                     /locus_tag="YPA_2612"
     CDS             complement(2907566..2909440)
                     /locus_tag="YPA_2612"
                     /codon_start=1
                     /transl_table=11
                     /product="heat shock protein HtpG"
                     /protein_id="ABG14574.1"
                     /db_xref="InterPro:IPR001404"
                     /db_xref="InterPro:IPR003594"
                     /translation="MNMKGQETRGFQSEVKQLLHLMIHSLYSNKEIFLRELISNASDA
                     ADKLRFRALSNPELFEGDGELRVRLSFDKEKRTLTLSDNGIGMTRDEVIDNLGTIAKS
                     GTKAFLESIGSDQAKDSQLIGQFGVGFYSAFIVADKVTVRTRAAGAPADTGVFWESAG
                     EGDYTIADITKDERGTEITLHLREGEDEYLDDWRLRSVISKYSDHIALPVEIQVKNEE
                     DGTVTWEKINKAQALWTRGKAEISDDEYKAFYKHIAHDFTDPLSWSHNRVEGKQEYTS
                     LLYIPAQAPWDMWNRDHKHGLKLYVQRVFIMDEAEQFMPNYLRFVRGLIDSNDLPLNV
                     SREILQDSRITQNLRSALTKRVLQMLEKLAKDDAEKYQQFWQQFGMALKEGPAEDGSN
                     KETIAKLLRFASTHTDSSAQTVSLEDYVSRMAEGQEKIYYITADSYAAAKSSPHLELF
                     RKKGIEVLLLSDRIDEWMMSYLTEFEGKAFQSVSKADDSLNKLADEENPEQQEAEKAL
                     EPFVERVKTLLGERVKDVRLTHRLTDTPAIVTTDADEMSTQMAKLFAAAGQQAPEVKY
                     IFELNPDHGLVKRAAEVTDDTQFAQWVELLLDQALLAERGTLEDPNQFIRRMNQLLTA
                     "
     gene            complement(2909459..2909617)
                     /locus_tag="YPA_2613"
     CDS             complement(2909459..2909617)
                     /locus_tag="YPA_2613"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14575.1"
                     /translation="MGDDLIIDYLTDNFIQNNKSIAPDSLFFLLYRLKLPLLAPFDLH
                     CSILSACW"
     gene            complement(2909632..2910237)
                     /locus_tag="YPA_2614"
     CDS             complement(2909632..2910237)
                     /locus_tag="YPA_2614"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA replication and repair protein RecR"
                     /protein_id="ABG14576.1"
                     /db_xref="InterPro:IPR000093"
                     /db_xref="InterPro:IPR006154"
                     /translation="MQTSPLLESLMEALRCLPGVGPKSAQRMAFQLLQRDRSGGMRLA
                     QALTRAMSEIGHCADCRTFTEQEHCTICLNPRRQQNGQICVVESPADIHAIEQTGQFG
                     GRYFVLMGHLSPMDGIGPGDIGLDLLEKRLSTEAISEVILATNPTVEGDATANYIGQM
                     CGQYGILASRIAHGVPVGGELEMVDGTTLSHSLAGRNPIKY"
     gene            complement(2910237..2910569)
                     /locus_tag="YPA_2615"
     CDS             complement(2910237..2910569)
                     /locus_tag="YPA_2615"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14577.1"
                     /db_xref="InterPro:IPR004401"
                     /translation="MFGKGGIGNLMKQAQQMQEKMQQMQEEVAKLEVTGESGAGLVKV
                     TINGAHNCRRVEIDPSLLVEDDKEMLEDLIAAALNDAARRIDETQKEKMASVSNGMQL
                     PPGFKMPF"
     gene            complement(2910625..2912601)
                     /locus_tag="YPA_2616"
     CDS             complement(2910625..2912601)
                     /locus_tag="YPA_2616"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, gamma subunit / DNA
                     polymerase III, tau subunit"
                     /protein_id="ABG14578.1"
                     /db_xref="InterPro:IPR000862"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSYQVLARKWRPQTFADVVGQEHVLTALANGLSLGRIHHAYLFS
                     GTRGVGKTSIARLLAKGLNCETGITATPCGTCANCQEIEQGRFVDLIEIDAASRTKVE
                     DTRELLDNVQYAPARGRFKVYLIDEVHMLSRHSFNALLKTLEEPPAHVKFLLATTDPQ
                     KLPVTILSRCLQFHLKALDVEQIRAQLEKVLLAEQITSDARALQLLARAADGSMRDAL
                     SLTDQAVSMGQGQVTTVTVSQMLGTLDDEQPLAIIEALVSADGARVMAQIEQAASRGV
                     DWENLLVESLSLLHKIAMVQLLPSMLDNHYAAIEPRLRELARTLPPADIQLYYQTLLV
                     GRKELAYAPDRRMGVEMTLLRALAFHPKAIIAEPQIAHVAAPSAIADNAVPTSQGGQH
                     RQEPASVPPSSHQEAPPLGAVASSVQLPESTAQLLQARTQLLRQSGTTTTKKNEPAAP
                     GKARPANSALERLASVTERSQQRLAAKTTEEKKPAKKEAYRWTAKNQPEVAAEPIATP
                     KALRSALEHEKTPELSAKLAEEAIARDPWAAEVNKLQLPKLVQQLALNAFKQEIEPGN
                     ICLHLRSAQRHLNSASAQKALSDALSELHGNAVTLSVIEDDNPAERTPLEWRQAIYEE
                     KLAQARQSIIADNNIQTLRRFFDAELDEDSIRPI"
     gene            complement(2913257..2913820)
                     /locus_tag="YPA_2617"
     CDS             complement(2913257..2913820)
                     /locus_tag="YPA_2617"
                     /EC_number="2.4.2.7"
                     /codon_start=1
                     /transl_table=11
                     /product="adenine phosphoribosyltransferase"
                     /protein_id="ABG14579.1"
                     /db_xref="InterPro:IPR002375"
                     /db_xref="InterPro:IPR005764"
                     /translation="MTVSASKTAQQLKYIKDSIKTIPDYPKAGILFRDVTSLLENPKA
                     YSASIKLLSEHYSESGVTKVVGTEARGFLFGAPVALALGVGFVPVRKPGKLPRETISE
                     SYELEYGTDTLEIHTDSIQPGDKVLVVDDLLATGGTIEATVKLIRRLGGEVVHAAFII
                     NLPELGGEARLTQQGIHCYSLVSFDGH"
     gene            complement(2914059..2914439)
                     /locus_tag="YPA_2618"
     CDS             complement(2914059..2914439)
                     /locus_tag="YPA_2618"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14580.1"
                     /translation="MSRWLLIALGWLAVVLGTLGVVLPLLPTTPFLLLAAWCFARSSP
                     RFHHWLLYRSWFGSYLRTWQQHRALPPGTKWKAVLVTVMTFAVSLWLVKIWWVKGMLL
                     LMLIVLLTFMLRMPVIDPSQQKRH"
     sig_peptide     complement(2914332..2914439)
                     /locus_tag="YPA_2618"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.929) with cleavage site probability 0.463 at
                     residue 36"
     gene            2914640..2915176
                     /locus_tag="YPA_2619"
     CDS             2914640..2915176
                     /locus_tag="YPA_2619"
                     /codon_start=1
                     /transl_table=11
                     /product="restart primosome assembly protein PriC"
                     /protein_id="ABG14581.1"
                     /translation="MSTEKLLQVLESQIEALSAQIAPQANTPSQQARFDLNLFSNHGN
                     RFRDYLQEVRKNMTQLKQVVEENRLQQVAFLADKLVAQISALQRELATQKIRKSNPEP
                     REHQSDPYHKLAEHQDYERRILAMIQDRESQLGRQSLLVEQQKIQKELAALEGRLMRC
                     RQALIRIERSIEKKENGF"
     gene            2915347..2915502
                     /locus_tag="YPA_2620"
     CDS             2915347..2915502
                     /locus_tag="YPA_2620"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14582.1"
                     /translation="MSVEQAPPELQLAVDLIYLLECNEIAPETALAALAIVQLDYQRK
                     LRHKESD"
     gene            complement(2915842..2917116)
                     /locus_tag="YPA_2621"
     CDS             complement(2915842..2917116)
                     /locus_tag="YPA_2621"
                     /codon_start=1
                     /transl_table=11
                     /product="putative potassium efflux system"
                     /protein_id="ABG14583.1"
                     /db_xref="InterPro:IPR006686"
                     /translation="MGLMVAGYFYTTLQLAGRWIDSLYLLFLWNIVYLTAIRGLGVAA
                     RRLAYRRAIARRQSMGKEGAEGSEPIEEPPLALDQINQQSLRLTTMALFLIFATCFYW
                     IWADLITVISYLDSISLWHYTATVAGASVTQAVTLGNMLVALMALVVAYVLTRNLPGL
                     LEVVVLSRLQLRQGTSYAITTILTYLITAVGGITALSSLGVSWDKLQWLVAALSVGLG
                     FGLQEIFANFVSGLIILFERPVRIGDTITIGTYSGTVSRIRIRATTITDFDRKEVIVP
                     NKAFVTERLINWSLSDTITRIIIKVGVAYGSDLEKVKEVLLQAAHANSRVMTDPEPQV
                     FFLNFGSSTLDHELRLYVRELRDRSYTVDELNRAIDKLCRENDINIAFNQLDVYLHKP
                     DGTEVQEISRPIEATSLPATQSMLGKPKPDLP"
     gene            2917248..2918270
                     /locus_tag="YPA_2622"
     CDS             2917248..2918270
                     /locus_tag="YPA_2622"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14584.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            2918270..2919049
                     /locus_tag="YPA_2623"
     CDS             2918270..2919049
                     /locus_tag="YPA_2623"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14585.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(2919059..2921272)
                     /locus_tag="YPA_2624"
     CDS             complement(2919059..2921272)
                     /locus_tag="YPA_2624"
                     /codon_start=1
                     /transl_table=11
                     /product="putative potassium efflux system"
                     /protein_id="ABG14586.1"
                     /translation="MSSRFNTRLSSPSLSLFVSSRARIALFDPFLFCRQTMFTLVIIV
                     LLLFSSTFVFGISAFASGINVDVPTRSEVQSQLDLLSKQKILSPAEKLAQQDLTQTLE
                     YLDTIERTKQEANQLKQQLAQAPAKLRQATEGLEALKSSSADTMTKESLANYSLRQLE
                     SRLNETLDNLQSAQEDLSAYNSQLIALQTQPERVQSAMYSASMRLMQIRNQLNGLTPN
                     QESLRPTQQQELLAEQVMLNGQLDLERKNLEANTTLQDLLQKQRDYTTAHINQLERYV
                     QLLQEVVSGKRLILSEKTVKEAQAQTDGSDIQNDPLISRELAINKELSERLINATKEG
                     NTLVQQNIRVKNWLDRALQSERNLKEQITVLRGSLLLSRILYQQQLNLPASGLITNMG
                     PRIADLRLEQFEINQQRDKLFQGDDYIQTLMESSKEKVDPNVEDALGQIVDIRRELLD
                     QLNKQLGNQLTLAINLQINQQQLLSVNESLQHTLTQQIFWVSSNKPMDWSWLKALPGA
                     IKTELSNFQVTLSLGDALAGLLKSLVFLIPMLVVAVVIRSRYHMINTYLDQLAADIGQ
                     LKRDSQMHTPKAILLTVLKILPNVLLILGIGYWCLRSDFNLSGLLWSFFQRLALFWLV
                     FELTYRMLSPGGITERHFMISTDRCAHYRRQIVRLGAALLPVIFWSVLGERSPLRLVD
                     DVIGQIVIVIALALLALFIFPFCRDSWREKDSHAVRLCQRRMKSDPLISPPTAQY"
     sig_peptide     complement(2921090..2921272)
                     /locus_tag="YPA_2624"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.993) with cleavage site probability 0.907 at
                     residue 61"
     gene            complement(2921460..2921813)
                     /locus_tag="YPA_2625"
     CDS             complement(2921460..2921813)
                     /locus_tag="YPA_2625"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14587.1"
                     /translation="MHSLVIIANGAAYGHESLFNALRLSIALKEQQTDLDLRLFLMSD
                     AVIAGLNGQQPREGYNLQQMLEILTAQNVPIKLCKTCADARGIAGLTLVDGVEIGTLV
                     ELAQWTLAAEKVLTF"
     gene            complement(2921826..2922482)
                     /locus_tag="YPA_2626"
     CDS             complement(2921826..2922482)
                     /locus_tag="YPA_2626"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tetR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG14588.1"
                     /db_xref="InterPro:IPR001647"
                     /translation="MARKTKQKAEETRQQILDAAVREFSAHGVSRTSLTDIAIAAGVT
                     RGAIYWHFKNKVDLFNEVWELSESKIDQLEIEYQAKYPDNPLRILRELLIYILVSTRE
                     DRRRRALMEIVFHKCEFVGEMTSVHDARKVLDLASYERIESVLQGCIDANQLPVNLNT
                     HRAAIIMRAYITGLMENWLFMPESFDIKQEAPVLIDAYLEMLGQSFSLRNEMNSRVSD
                     "
     gene            2922627..2923814
                     /locus_tag="YPA_2627"
     CDS             2922627..2923814
                     /locus_tag="YPA_2627"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug efflux protein"
                     /protein_id="ABG14589.1"
                     /db_xref="InterPro:IPR006143"
                     /translation="MSKNRGVMPLAAILVLSGSLVLIGCNDKDAAQAGAQQAPEVGVV
                     TLKAEPLNITTDLPGRTSAFRVAEVRPQVSGIILKRNYIEGSDVTAGTSLYQIDPATY
                     QAAYDSAKGDLAKAQASAQIAHLTVNRYKPLLGTNYISKQEYDQALSDAQQADATVLA
                     AKAALESARINLAYTQVRSPISGRTGKSAVTEGALVTSGQASAMTTVQQLDPMYVDVT
                     QSSDEFLRLKKELADGILKQENGKAKVRLLLENGVEYTETGTLEFSGVTVDETTGSIT
                     LRAIFPNPNEALLPGMFVRARLDEGIRPDALLVPQQGVTRNPRGEATAMVVGAGNKVE
                     MRTLIANQAIGNKWLVTEGLKAGDRLIISGLQKIKPGVEVKVQEVTDTAPETAPADTA
                     KKS"
     sig_peptide     2922627..2922701
                     /locus_tag="YPA_2627"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.939) with cleavage site probability 0.855 at
                     residue 25"
     gene            2923831..2926983
                     /locus_tag="YPA_2628"
     CDS             2923831..2926983
                     /locus_tag="YPA_2628"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug efflux protein"
                     /protein_id="ABG14590.1"
                     /db_xref="InterPro:IPR001036"
                     /db_xref="InterPro:IPR004764"
                     /translation="MAKFFIDRPIFAWVIAIIIMLAGALAIMKLPVAQYPTIAPPAIT
                     IAANYPGADATTVQNTVTQVIEQNMNGIDNLLYMSSSSDSSGNVQLTLTFNSGTDPDI
                     AQVQVQNKLQLAMPLLPQEVQQQGVSVEKSSSSFLMVAGFISEDGTMQQEDIADYVGS
                     NIKDPISRTPGVGDVQLFGSQYAMRIWMDPHKLNNYKLTPVDVINAIKIQNNQVAAGQ
                     LGGTPPVPGQELNSSIIAQTRLTNAEEFSQILLKVNTDGSQVRLKDVAIVKLGAESYN
                     IIARYNGKPAAGIGIKLATGANALNTSAAVKAELAKLQPFFPSGLTVVYPYDTTPFVK
                     ISINEVVKTLIEAIILVFLVMYLFLQNFRATLIPTIAVPVVLLGTFAILSAFGYSINT
                     LTMFGMVLAIGLLVDDAIVVVENVERVMQEEGLPPKEATKKSMEQIQGALVGIALVLS
                     AVFVPMAFFGGATGAIYRQFSITIVSAMVLSVLVALILTPALCATMLKPIKKGDHGPK
                     TGFFGWFNNMFEKSTHHYTDSVANILRSTGRYLVIYLAIVIGMAVLFMRLPSSFLPEE
                     DQGVFLTMVQLPAGATQERTQKVLNHVTDYYLDKEKNVVNSVFTVNGFGFSGQGQNTG
                     LAFVSLKNWDERKGEQNKVPAIVSRASAAFSKIKDGMVFAFNLPAIVELGTATGFDFQ
                     LIDQGNLGHQQLTDARNQLLGMAAQHPDMLVGVRPNGLEDTPQFKVEVDQEKAQALGV
                     AISDINTTLGSAMGGSYVNDFIDRGRVKKVYVQADAPFRMLPDDIDKWYVRNNMGQMV
                     SFATFSTAKWEYGSPRLERYNGLPSMEILGQAAPGKSTGEAMDLMQELAAKLPSGVGY
                     DWTGMSYQERLSGNQAPALYAISLIVVFLCLAALYESWSIPFSVMLVVPLGVVGALLA
                     ATLRGLENDVYFQVGLLTTIGLSAKNAILIVEFAKDLMDKEGKGLVESTLESVRMRLR
                     PILMTSLAFILGVMPLVISSGAGSGAQNAVGTGVMGGMITATVLAIFFVPLFFVVVRR
                     RFSRKTDDIEHSHPVNTPVK"
     sig_peptide     2923831..2923911
                     /locus_tag="YPA_2628"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.613) with cleavage site probability 0.386 at
                     residue 27"
     gene            2927168..2927428
                     /locus_tag="YPA_2629"
     CDS             2927168..2927428
                     /locus_tag="YPA_2629"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L31P"
                     /protein_id="ABG14591.1"
                     /db_xref="InterPro:IPR002150"
                     /translation="MKPNIHPPYRTVVFHDTSADAYFTVGSTIATERTIERDGQTYPY
                     VTLDISSASHPYYTGKQKEFAKEGSTARFHQRFGSFLTKKTN"
     gene            2927444..2927587
                     /locus_tag="YPA_2630"
     CDS             2927444..2927587
                     /locus_tag="YPA_2630"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L36P"
                     /protein_id="ABG14592.1"
                     /db_xref="InterPro:IPR000473"
                     /translation="MQVLSSLRSAKNRHPDCKIVRRRGRVYVICKSNPRFKAVQGGTH
                     KKR"
     gene            2928461..2928814
                     /locus_tag="YPA_2631"
     CDS             2928461..2928814
                     /locus_tag="YPA_2631"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14593.1"
                     /db_xref="InterPro:IPR000886"
                     /translation="MNNEIVGDFVSGHYSVSLLKDVIRNNIHSIEESLVSGLMYYSED
                     ARYTLGSLEILEIKNLKENQYSMTYQYNWYIFNACLDINTEEFLTNTVTFIVHPEKIV
                     FDIISNDRPSPADEL"
     gene            2928973..2929341
                     /locus_tag="YPA_2632"
     CDS             2928973..2929341
                     /locus_tag="YPA_2632"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14594.1"
                     /translation="MDEYSPKRHDIAQLKFLCESLYDEGIATLGDSHHGWINDPTSAI
                     NLQLNDLIEHIASFVMSFKIKYPDGSQLSELVEEYLDDTYTLFSSYGINDPELRRWQK
                     TKEHLFRLFSGEYVCTLMKT"
     gene            2929390..2929593
                     /locus_tag="YPA_2633"
     CDS             2929390..2929593
                     /locus_tag="YPA_2633"
                     /codon_start=1
                     /transl_table=11
                     /product="modulating protein YmoA (histone-like protein)"
                     /protein_id="ABG14595.1"
                     /translation="MTKTDYLMRLRKCTTIDTLERVIEKNKYELSDDELELFYSAADH
                     RLAELTMNKLYDKIPPTVWQHVK"
     gene            complement(2930127..2930246)
                     /gene="ffs"
                     /locus_tag="YPA_r068"
     misc_RNA        complement(2930127..2930246)
                     /gene="ffs"
                     /locus_tag="YPA_r068"
                     /product="SRP RNA"
     gene            2930415..2930870
                     /locus_tag="YPA_2634"
     CDS             2930415..2930870
                     /locus_tag="YPA_2634"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 6-O-methylguanine DNA methyltransferase
                     family protein"
                     /protein_id="ABG14596.1"
                     /db_xref="InterPro:IPR001497"
                     /translation="MSDNIAVSNNRPRKSSVKRENAVSPPESRHSDQDEYQEPDYTAE
                     QNTPPVADSFRQRVFHVVAAIPYGQVATYGDIAQLIGSPRAARQVGGVLKRLPEGSAL
                     PWHRVINRYGEISLTGDDYLRQKKALVAEGICLDAAGRINLQQYRWRYS"
     gene            complement(2931006..2931527)
                     /locus_tag="YPA_2635"
     CDS             complement(2931006..2931527)
                     /locus_tag="YPA_2635"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14597.1"
                     /translation="MKPWQPKALWQIVGGAALAVSLTGCAHQSAEAPVAAPISTATVA
                     ASVAQSTVHGTVNIRERVALPPDAVVTVTLSDISLADAPSRVIAQKAVRTEGKQAPFT
                     YSLPFNPSDIQPNARVIVSAAITRNGQLLFITDTIQEVINRGAGTQADLLLVPVPSVA
                     LEIVPAPAAATIQ"
     sig_peptide     complement(2931447..2931527)
                     /locus_tag="YPA_2635"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.973) with cleavage site probability 0.299 at
                     residue 27"
     gene            2931784..2932644
                     /locus_tag="YPA_2636"
     CDS             2931784..2932644
                     /locus_tag="YPA_2636"
                     /EC_number="3.1.2.2"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-CoA thioesterase II"
                     /protein_id="ABG14598.1"
                     /db_xref="InterPro:IPR003703"
                     /translation="MSQALEKLLDLLDLEKIEEGIFRGQSEDLGLRQVFGGQVVGQAI
                     YAAKQTVPAERTVHSFHSYFLRPGDSSKPIIYDVETLRDGNSFSARRVSAIQNGKPIF
                     YMTASFQSQEEGFEHQNTMPDVPPPEGLMSETDIARQFSHLIPEKVREKFIGPQPIEM
                     RPVKFHNPLQGSVEEPNRYVWFRANGKMPDDLRVHQYLLGYASDFNFLPTALQPHGIG
                     FLEPGMQIATIDHSMWFHRPFRLDDWLLYAVESTSASGARGFVRGQIYNREGVLVAST
                     VQEGVIRLHR"
     gene            complement(2932904..2934193)
                     /locus_tag="YPA_2637"
     CDS             complement(2932904..2934193)
                     /locus_tag="YPA_2637"
                     /codon_start=1
                     /transl_table=11
                     /product="ammonium transporter"
                     /protein_id="ABG14599.1"
                     /db_xref="InterPro:IPR001905"
                     /translation="MKKLLSVLGLGTVALLPSWAMAAAPAVADKADNAFMMICTALVL
                     FMTIPGIALFYGGLLRSKNVLSMMTQVMVSFALVCVLWILYGYSLAFSAGNAFFGSFD
                     MAMLKGIELTSLSGSFYQYIHVVFQASFACITVALIVGSFAERIRFSAVLIFAALWFT
                     FSYLPIAHMVWGGGFLAMDGALDFAGGTVVHINAAVAGLVGAYLLGKRAGFGKEAFKP
                     HNLPMVFTGTAILYIGWFGFNAGSASAANEIAALAFLNTVVATAGAILSWVFAEWALR
                     GKPSLLGACSGCIAGLVAITPAAGTVGVGGALIIGLVGGVAGLWGGVLLKKWLRVDDT
                     CDVFGVHGVCGIVGCILTGVFTSASLGGTGYAAGVTMGHQVGVQLFSVGVTVVWSGVV
                     AFVAFKIAGLIVGLRVPEEQEREGLDVNSHGENAYNQ"
     sig_peptide     complement(2934107..2934193)
                     /locus_tag="YPA_2637"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.579 at
                     residue 29"
     gene            complement(2934233..2934571)
                     /locus_tag="YPA_2638"
     CDS             complement(2934233..2934571)
                     /locus_tag="YPA_2638"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrogen regulatory protein P-II"
                     /protein_id="ABG14600.1"
                     /db_xref="InterPro:IPR002187"
                     /db_xref="InterPro:IPR002332"
                     /translation="MKLVTVVIKPFKLEDVREALSSVGIQGLTVTEVKGFGRQKGHAE
                     LYRGAEYSVNFLPKVKIDIAIADDQLDEVIDVISKAAYTGKIGDGKIFVAELQRVIRI
                     RTGETDEAAL"
     gene            complement(2934977..2936800)
                     /locus_tag="YPA_2639"
     CDS             complement(2934977..2936800)
                     /locus_tag="YPA_2639"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP transporter (ATP-binding protein)"
                     /protein_id="ABG14601.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MNNVQQLWPTLKRLLSYGSPYRKPLGLAVLMLWVAAAAEVSGPL
                     LISYFIDHVVAKGTLPLGLVSGLALAYLLLQLLAATLHYFQALLFNRAAVGVVQRLRI
                     DVMDAALRQPLSAFDTQPVGQLISRVTNDTEVIKDLYVMVVSTVLKSAALISAMLVAM
                     FSLDWRMALISICIFPAVLVVMTIYQRYSTPIVRRVRSYLADINDGFNEVINGMGVIQ
                     QFRQQARFGERMASASRAHYVARMQTLRLEGFLLRPLLSLFSALVLCGLLLLFGFSPE
                     GSVGVGVLYAFINYLGRLNEPLIELTSQQSIMQQAVVAGERIFDLMDRAQQGYGSDNI
                     PLSSGRIQVENVSFAYRSDKMVLHNISLNVPSRGFVALVGHTGSGKSTLANLLMGYYP
                     VQQGEILLDGRPLSRLSHQVLRQGVALVQQDPVVLADSFFANITLGRDLSEQQVWEAL
                     ETVQLAPLVRTLPDGLYSLLGEQGNTLSVGQKQLLAMARVLVQAPQILILDEATANID
                     SGTEQAIQRALQVIRKNTTLVVIAHRLSTIVEADSILVLHRGVAVEQGNHQALLAARG
                     RYYQMYQLQLVSEDLAAIDQEAIDKGSIDQSTIDQAGMSVS"
     sig_peptide     complement(2936684..2936800)
                     /locus_tag="YPA_2639"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.914) with cleavage site probability 0.462 at
                     residue 39"
     gene            complement(2936793..2938559)
                     /locus_tag="YPA_2640"
     CDS             complement(2936793..2938559)
                     /locus_tag="YPA_2640"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter (ATP-binding protein)"
                     /protein_id="ABG14602.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MRLFAQLGWYFRREWHRYVGAVLLLIIIAILQLIPPKLVGVIVD
                     DISTKQMSTNMLLVWIGVMLATAVVVYLLRYVWRVLLFGASYQLAVELRSDFYRQLSR
                     QTPGFYSRHRTGDLMARATNDVDRVVFAAGEGVLTLVDSLVMGCAVLIVMSTQISWQL
                     TLLSLLPMPIMAIVIKYYGDQLHQRFKSAQGAFSLLNNQAQESLTSIRMIKAFGLEDR
                     QSQQFAQVAAETGAKNMYVARIDARFDPTIYIAIGIANLLAIGGGSWMVVNNSITLGQ
                     LTSFVMYLGLMIWPMLALAWMFNIVERGSAAYSRIRSLLDEAPVVKDGHITLSDVRDT
                     LAVNIRHFCYPGSDQPALHNVVLTLVPGAMLGLCGPTGSGKSTLLALIQRQFDIDDGV
                     ICYQGHPLSDIRLNDWRGRLSVVSQTPFLFSDTVAGNIALGKPDATPAQIEQAARLAC
                     VHEDILRLPQGYDTEVGERGVMLSGGQKQRISIARALLLDAEILILDDALSAVDGQTE
                     HEILKNLREWGEQRTVIISAHRLSALTEASEILVMQHGGVMQRGPHSLLVNQTGWYRE
                     MYRYQQLEAALDDGEQEVEADE"
     gene            complement(2938661..2939122)
                     /locus_tag="YPA_2641"
     CDS             complement(2938661..2939122)
                     /locus_tag="YPA_2641"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AsnC family"
                     /protein_id="ABG14603.1"
                     /db_xref="InterPro:IPR000485"
                     /translation="MLDKTDRKLLRMLQEDCTQSLHVLADAVNLTSTPCWKRLKRLED
                     EGFIRGRVALLDSEKLGLGLTAFVLIKTQQHNSDWYQEFVAFTKQMPEVLAFYRMAGE
                     YDYLMQVEVADMKSYDRFYKRMVNGVPGLIDVTSSFAMEKIKYTTVLPVPE"
     gene            2939248..2940288
                     /locus_tag="YPA_2642"
     CDS             2939248..2940288
                     /locus_tag="YPA_2642"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Pyridoxal-phosphate dependent protein"
                     /protein_id="ABG14604.1"
                     /db_xref="InterPro:IPR001926"
                     /translation="MTNTWVKNAINEIEADFQRSADTHLIRLNLSAFPGIYLYLKDES
                     THPTGSLKHRLARSLFLYGLCNGWITEGTTIIEASSGSTAVSEAYFARLIGLPFIAVM
                     PSGTTRRKVEQITFYGGRCHFVDHAGQIYAASEQLARDLNGHYMDQFTYAERATDWRG
                     NNNIADSIFRQMAREPFPTPDYIVMSAGTGGTSATLGRYIRYQGHDTQLVVVDPENSV
                     FYDCFCTRDRTVTGRCGSRIEGIGRPRAEPSFIPEVIDSMLRVPDAASIATLHWLESI
                     LSRKVGASTGTNVWGALQLAKQMREQGKSGAIVTLLCDSGERYLDTYYNEEWVSNNIG
                     DLTPFTNELNNL"
     gene            complement(2940500..2941321)
                     /locus_tag="YPA_2643"
     CDS             complement(2940500..2941321)
                     /locus_tag="YPA_2643"
                     /codon_start=1
                     /transl_table=11
                     /product="putative haloacid dehalogenase-like hydrolase"
                     /protein_id="ABG14605.1"
                     /db_xref="InterPro:IPR000150"
                     /db_xref="InterPro:IPR006379"
                     /translation="MYRLAAFDMDGTLLMRDHKIGSITLNALHQLADAGVTLTFATGR
                     HYLDMKGILSHSGLNGYLITGNGTRVCDAEGNPLYGMDLPAELVEFVLRTPWQTNASI
                     HLFRDDGWFTDRNDPDLLIAHTTSGFHFQLTEWDELPLTGNHKFCFIASHQELVELKA
                     QLEQQMGGEADFCFSATDCLEVLPRGCNKGVALEKLSHHLDLTLADCMAFGDAMNDKE
                     MLSRVGRGLVMGNALPQLKQELPQLQIIGRCEQQGVAHYLHHWLSSPHLTYSPEF"
     gene            2941426..2943129
                     /locus_tag="YPA_2644"
     CDS             2941426..2943129
                     /locus_tag="YPA_2644"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14606.1"
                     /db_xref="InterPro:IPR006025"
                     /translation="MRIIHRLTQYERLYQKFGDHPVATTVADVASLLFCSERHARTLI
                     QQLQMKSWLSWHSQVGRGKRAQLQCLKKPDALRAIYLQQFLEQGDHQAAFSIAQLEPE
                     RLQTLLTPHMGGQWQADSPILRIPYYRELEPLNPMNASGRAEQHLIYTLHAGLTRFNT
                     GDPLPKPDLAHHWQISADGLTWQFFLRSQLRWHNGDHIHGKQLLQTLEILRANRRSHP
                     SFANIVTITLPHALCLQFTLSQPDYWLAHRLADLPCRLFHPDDPFLGAGPFKLATFDK
                     HLVRLKQHEFYHLQHPYLDIIEYWITPSLTVNSTNGSCQHPVRITIGQEEEFPLARPV
                     QRGMSLGFCYLAINRHRSNLTPQQIAKLLMLVQTSGILEALSISRDVITPCHEILPGW
                     PIPQFSTDENPSLPACLVLTYQPPMELESVAEQLKIVLAAHGCTLEIRACHDKQWQDV
                     DKIKESDLLLADHLVGESPEATMESWLRLDPLWRGILQNEQWNQQQKTLTFIQQIESA
                     PERFRQLQAHYDDLMLAGLILPLFNYEYQVNAPSRINGVTLTAYGWFDFCQAWLPPIT
                     N"
     gene            2943394..2944092
                     /locus_tag="YPA_2645"
     CDS             2943394..2944092
                     /locus_tag="YPA_2645"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14607.1"
                     /db_xref="InterPro:IPR004479"
                     /translation="MKRAVVVFSGGQDSTTCLIQALQQYDEVHCITFDYGQRHRTEID
                     VARELALQLGATAHKVLDVGMLNELAVSSLTRDSIPVPSYDANADGALPSTFVPGRNI
                     LFLTLASIYAYQVQAQAVITGVCETDFSGYPDCRDEFIKALNHAIDLGIGRDIAFITP
                     LMWLDKAETWALADYYQQLDLIRHHTLTCYNGIKGDGCGQCAACHLRAKGLASYMANK
                     QQVILNLKQKVGLA"
     gene            complement(2944178..2944585)
                     /locus_tag="YPA_2646"
     CDS             complement(2944178..2944585)
                     /locus_tag="YPA_2646"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14608.1"
                     /db_xref="InterPro:IPR006684"
                     /translation="MHTHIKVRGFHIDVFQHVNNARYLEFLEEARWEWLDGQPVFQWM
                     VEHQIAFIVVNINISYRRPAVLGDLLRIDSQLLKLNGKSGVMKHTITLEPTAIPVVDA
                     ELTFVCIDQRSQKALPLEGELREKLEELVNRGA"
     gene            complement(2944939..2945385)
                     /locus_tag="YPA_2647"
     CDS             complement(2944939..2945385)
                     /locus_tag="YPA_2647"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14609.1"
                     /db_xref="InterPro:IPR000445"
                     /db_xref="InterPro:IPR004509"
                     /translation="MKFLGKLFAITVLLTGLNIHSFAYAAPAASTDNTQDKVSKKSPN
                     SAADNGAKVKGTPAQSVEKISDNTKNVAADSSVNASDNQQHQININSANAEQLAQFLN
                     GIGRKKAEAIITYREQSGPFTHVDQLLEVPGLGPSFLERNNGKIKL"
     sig_peptide     complement(2945308..2945385)
                     /locus_tag="YPA_2647"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.965 at
                     residue 26"
     gene            complement(2945525..2947411)
                     /locus_tag="YPA_2648"
     CDS             complement(2945525..2947411)
                     /locus_tag="YPA_2648"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidyl-prolyl cis-trans isomerase D"
                     /protein_id="ABG14610.1"
                     /db_xref="InterPro:IPR000297"
                     /translation="MMDNLRAAANNVVLKIILALIMLSFILTGVGSYLIGGSNDYAAK
                     VNDQDISRAQLEQAMQSERGRLQQKLGEQFSVLAANEGYMQQLRQQVLGQLINNVLLD
                     QYARKLGLTVSDEQVKESIRQIPDFQTGEHFDNNRYLALINQLGYTPEQFAQLQRQQL
                     INQQLLKAFSDTGFVLPIEVQAMSALVLQQRDVRLATLDLKALQAEQKVTDEELQAYY
                     DQNKHNFIAPEQMKVSFIAMDAAAMQSNITVTEEDIAAYYDQNRSSYTQPERRNYSVI
                     QFKTEVEAKAALDELKKGADFAVIAKEKSTDIISRNNGGELGWLEPETTPDEVKAANL
                     SEKGQLSDVIKSSVGYLIVRLNDIKPELVKPLSEVHDELAKKLKQEKALDAYYALQQK
                     VNDAATSDNESLASAEEVAGTKAQQTGWFTRDTVPAEINFKPVVQAIFDGRLVGENGS
                     AGSNSEVITVDGDRAFVIRIDGHKPEGIEPFDQVRDQISELVKRQKAEQQARVDGEKI
                     LTALKQGKGEEAMKSAGISFGEKKTLSYASVDDQLMQTIFALAHPQKDQPVYGLSQDR
                     QGNIVLIELLSVTPGKLQESETKIFIEKMQEESVSMIFDALMANLHKQATIKIGPAEQ
                     QQPQ"
     gene            complement(2947712..2947984)
                     /locus_tag="YPA_2649"
     CDS             complement(2947712..2947984)
                     /locus_tag="YPA_2649"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial nucleoid protein HU beta subunit"
                     /protein_id="ABG14611.1"
                     /db_xref="InterPro:IPR000119"
                     /translation="MNKSQLIDKIAAGADISKAAAGRALDAIITSVTESLKEGDDVAL
                     VGFGTFAVRERSARTGRNPQTGKEISIPAAKVPGFRAGKGLKDAVN"
     gene            complement(2948202..2950610)
                     /locus_tag="YPA_2650"
     CDS             complement(2948202..2950610)
                     /locus_tag="YPA_2650"
                     /codon_start=1
                     /transl_table=11
                     /product="Lon-A peptidase. Serine peptidase. MEROPS family
                     S16"
                     /protein_id="ABG14612.1"
                     /db_xref="InterPro:IPR001984"
                     /db_xref="InterPro:IPR003111"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR004815"
                     /db_xref="InterPro:IPR008268"
                     /translation="MFHEISSNLAEAKLRESSMNPERSERIEIPVLPLRDVVVYPHMV
                     IPLFVGREKSIRCLEAAMDHDKRIMLVAQKEASTDEPGINDLFSVGTVASILQMLKLP
                     DGTVKVLVEGLQRARITTLSDSGEHFAAQAEYLESPVMDDREQEVLVRTAINQFEGYI
                     KLNKKIPPEVLASLHSIDDAARLADTIAAHMPLKLNDKQAVLEMFDITERLEYLMAMM
                     ESEIDLLQVEKRIRNRVKKQMEKSQREYYLNEQMKAIQKELGEMDDTPDEHEALKRKI
                     EAAKMPKDAREKTEAELQKLKMMSPMSAEATVVRGYIDWMLQVPWNSRSKVKKDLVKA
                     QEVLDTDHYGLERVKDRILEYLAVQSRVSKIKGPILCLVGPPGVGKTSLGQSIAKATG
                     RQYVRMALGGVRDEAEIRGHRRTYIGSMPGKLIQKMAKVGVKNPLFLLDEIDKMASDM
                     RGDPASALLEVLDPEQNVAFNDHYLEVDYDLSDVMFVATSNSMNIPAPLLDRMEVIRL
                     SGYTEDEKLNIAKQHLLPKQFERNAIKKGELTIDDSAIMSIIRYYTREAGVRSLEREI
                     SKLCRKAVKNLLMDKTVKHIEINGDNLKDFLGVQKVDYGRADTENRVGQVTGLAWTEV
                     GGDLLTIETACVPGKGKLTYTGSLGEVMQESIQAALTVVRARADKLGINPDFYEKRDI
                     HVHVPEGATPKDGPSAGIAMCTALVSCLTGNPVRADVAMTGEITLRGLVLPIGGLKEK
                     LLAAHRGGIKVVLIPDDNKRDLEEIPDNVIADLEIHPVKRIDDVLAIALEHPAFGAQP
                     VAPK"
     gene            complement(2950751..2952022)
                     /locus_tag="YPA_2651"
     CDS             complement(2950751..2952022)
                     /locus_tag="YPA_2651"
                     /EC_number="3.4.21.92"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent Clp protease ATP-binding subunit
                     ClpX"
                     /protein_id="ABG14613.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR004487"
                     /translation="MTDKRKDGSGKLLYCSFCGKSQHEVRKLIAGPSVYICDECVDLC
                     NDIIREEIKEVSPHRDRSSLPTPHEIRHHLDDYVIGQEPAKKVLAVAVYNHYKRLRNG
                     DTSNGIELGKSNILLIGPTGSGKTLLAETLARLLDVPFTMADATTLTEAGYVGEDVEN
                     IIQKLLQKCDYDVQKAQRGIVYIDEIDKISRKSDNPSITRDVSGEGVQQALLKLIEGT
                     IAAVPPQGGRKHPQQEFLQVDTSKILFICGGAFAGLDKVIGQRINTGSGIGFGAVVKG
                     QSEKATEGELLSQVEPEDLIKFGLIPEFIGRLPVVATLSELSEDALIQILKEPKNALT
                     KQYQALFSLEGVELEFRDEALTAIAKKAMARKTGARGLRSIVEGALLDTMYDLPSMDS
                     VEKVVVDESVIAGQSAPMLIYGQPEAQASGE"
     gene            complement(2952228..2952851)
                     /locus_tag="YPA_2652"
     CDS             complement(2952228..2952851)
                     /locus_tag="YPA_2652"
                     /EC_number="3.4.21.92"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent Clp protease proteolytic subunit
                     ClpP"
                     /protein_id="ABG14614.1"
                     /db_xref="InterPro:IPR001907"
                     /translation="MSYSGERDQFAPNMALVPMVVEQTSRGERSYDIFSRLLKERIIF
                     LTGQVEDHMANLITAQMLFLEAENPEKDIFLYINSPGGVITAGMSIYDTMQFIKPDVS
                     TICMGQACSMGAFLLTAGAKGKRFCLPNSRVMIHQPLGGFQGQATDIEIHAKEILKVK
                     SRMNELMAYHTGKSLEEIERDTERDRFLSAEQSVEYGLVDSVFTRRD"
     gene            complement(2953313..2954617)
                     /locus_tag="YPA_2653"
     CDS             complement(2953313..2954617)
                     /locus_tag="YPA_2653"
                     /codon_start=1
                     /transl_table=11
                     /product="Trigger factor"
                     /protein_id="ABG14615.1"
                     /db_xref="InterPro:IPR001179"
                     /db_xref="InterPro:IPR005215"
                     /translation="MQVSVETTQGLGRRVTITVAADSIEKAVKSELVKAAKNVRIDGF
                     RKGHVPMNIVEQRYGASVRQDVLGDLMQRNFVDAIIKEKINPAGAPNYVPGEYKQGED
                     FTYSVEFEVYPEVELKDLESIEVEKPVVEVNDADVDTMLETLRKQQATWKETDAAATA
                     EDRATLDFTGSIDGEEFEGGKATDFVLAMGQGRMIPGFEEGVIGHKAGEEFTIDVNFP
                     EDYHAENLKGKSAKFAIVLKKVEVRELPELTEEFIKRFGVADGSLAGLRAEVRKNMER
                     ELKGAVRNRVKTQAIDGLVSANNIDVPTALVDGEIDVLRRQAAQRFGGNEKQAAELPR
                     ELFEEQAKRRVVVGLLLGEVISQHELKADEDRVKALIEEMASAYEDPQEVIEFYSKNK
                     ELMNNMRNVALEEQAVETLLAKAKVTEKPTTFSELMNQTTAA"
     gene            complement(2955034..2955354)
                     /locus_tag="YPA_2654"
     CDS             complement(2955034..2955354)
                     /locus_tag="YPA_2654"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator BolA"
                     /protein_id="ABG14616.1"
                     /translation="MILIREQIEEKLKAAFVPDHLEVINESYRHNVPAGSESHFKIVI
                     VSDKFQDQRFLSRHRSIYSVLADELAGSVHALALHTYTRKEWAGLQDTVPASPSCRGA
                     NTLA"
     gene            2955703..2956281
                     /locus_tag="YPA_2655"
     CDS             2955703..2956281
                     /locus_tag="YPA_2655"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14617.1"
                     /db_xref="InterPro:IPR005619"
                     /translation="MLKKILFPLLAIFILAGCATTSNTLNVTPKVVLPTQDPTLMGVT
                     ISINGADQRQDAALAKVNRDGQLVVLTPSRDLRFLLQEVLEKQMTARGYMIGADGAVD
                     LQIVVNQLYADVQEGNLRYNITTKADISITATAKNGNKQVKNYRATYNVQGAFTATNE
                     KITDAVNSVLSDVIADMAQDTSVSSFIKQNAR"
     sig_peptide     2955703..2955777
                     /locus_tag="YPA_2655"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.322 at
                     residue 25"
     gene            2956399..2957877
                     /locus_tag="YPA_2656"
     CDS             2956399..2957877
                     /locus_tag="YPA_2656"
                     /codon_start=1
                     /transl_table=11
                     /product="Beta-lactamase induction signal transducer AmpG"
                     /protein_id="ABG14618.1"
                     /db_xref="InterPro:IPR004752"
                     /db_xref="InterPro:IPR007114"
                     /translation="MPNRYSNLFTQRNSIILLLLGFASGLPLALTSGTLQAWMTVENV
                     NLKTIGIFSLVGQAYVFKFLWSPLMDRYTPSFLGRRRGWLLVSQLLLIIAIIAMGFME
                     PAKHLWWLAAVAVLVAFCSASQDIVFDAYKTDLLTTEERGTGAAVSVLGYRLAMLVSG
                     GLALWIADRYLGWQSTYWLMAGLMLIGVFATLLAPEPDIRIAPPKTLEQAIVAPLRDF
                     FGRNNAWLILLLIVFYKMGDAFAASLSTTFLIRGVGFDAGEVGLVNKTLGLIATIIGA
                     LYGGLLMQRLSLFRALMIFGILQAVSNMGYWLLAITDKNIFSMGSAIFLENLCGGMGT
                     AAFVALLMTLCNKSFSATQFALLSALSAVGRVYVGPIAGWFVEAHGWPLFYLFSIAAA
                     IPGLLLLYVCRQTLDHTQKTDEFMPRIAFKTAYRWALRLLIIGGLLLSVWLILLICNA
                     LDWTSAPQVADTLLLRGIQFSIVGMTLGGLLDYLALRRQKLA"
     sig_peptide     2956399..2956512
                     /locus_tag="YPA_2656"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.892 at
                     residue 38"
     gene            2958169..2958936
                     /locus_tag="YPA_2657"
     CDS             2958169..2958936
                     /locus_tag="YPA_2657"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14619.1"
                     /translation="MRKILIGTAALATVTLAPSVQAEYQWGFGNVSLNYLDWTRSTTH
                     KSGDSSHKDDFAYIELEGGAGFSWGEVYGFFDLENPFNSKTAQPGDNQRYTFKTTGRY
                     YLGDSGFNLYGHVYGTYSLPGDNRNFHEVNTLYGIGYNAAFDALWLKPFVALHYVDQT
                     YYSGNNGYVVGWVAGYDFTAFDEKFSITNWNELEFNRAEAYAAGNGGKNGINGAIALW
                     WTPVKPLTTGIQYRYAYKKLGEDFLQDGIVYSIKYNF"
     sig_peptide     2958169..2958237
                     /locus_tag="YPA_2657"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 23"
     gene            2959457..2960263
                     /locus_tag="YPA_2658"
     CDS             2959457..2960263
                     /locus_tag="YPA_2658"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome O ubiquinol oxidase subunit II"
                     /protein_id="ABG14620.1"
                     /db_xref="InterPro:IPR001505"
                     /db_xref="InterPro:IPR006333"
                     /translation="MLIVVIPVIFMAFAFAWKFRASNKSATYTPNWSHSNKIELVVWA
                     VPIIIIAILATITWKTTHELDPFKPIVVAGKDPITIEVVSLDWKWLFIYPEQGIATVN
                     ELAFPTGVPVNFKITSNSVMNSFFIPQLGGQIYAMAGMQTKLHLIANEPGKYNGISGS
                     FSGQGFSGMKFTAIATPTQEDFNQWVEQVKKSPNTLNTTNDFEKLAKPSENNPVEYFS
                     SIKPALFKGIIGKFMGDMNMPKNGHDMPKGMDMSQGMEMGEHTAHAGAEE"
     gene            2960268..2962259
                     /locus_tag="YPA_2659"
     CDS             2960268..2962259
                     /locus_tag="YPA_2659"
                     /EC_number="1.9.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome O ubiquinol oxidase subunit I"
                     /protein_id="ABG14621.1"
                     /db_xref="InterPro:IPR000883"
                     /translation="MLGKLTLDAVPLGEPIIMVTVAAIIIGGAALVAALTYFGKWKWL
                     WSEWLTSVDHKKIGIMYILVAMVMLLRGFADAIMMRSQQALASAGEAGFLPPHHYDQI
                     FTAHGVIMIFFMAMPFVVGLMNIVVPLQIGARDVAFPFLNSLSFWLFAVGVVLINISL
                     GVGEFAQTGWLAYPPLSGIEYSPGVGVDYWIWSLQISGLGTLLTGVNFFATILKMRAP
                     GMSMMKMPVFTWAAFCTNILIIVSFPILTVTVALLTLDRYLGTHFFTNDMGGNMMMYI
                     NLIWAWGHPEVYILVLPVFGVFSEVTATFSRKRLFGYTSLVWATIAITVLSFIVWLHH
                     FFTMGSGANVNAFFGIATMIISIPTGVKIFNWLFTMYQGRIQINSAMLWTIGFIVTFS
                     IGGMTGVLLAVPGANFVLHNSLFLIAHFHNVIIGGVVFGCFAGLTYWWPKSFGFMLNE
                     KWGIRAFWFWIIGFFVAFMPLYVLGFMGMTRRLSQDINPEFHTMLMVAAGGAALIACG
                     ILCQVIQVFVSIRDREQNRDLTGDPWGARTLEWSTSSPPPFYNFAVVPNVVDRDEFWD
                     MKEKGEAYKRPAKYEEIHMPKNTGAGVIIAGFSLIFGFAMVWYIWWLAIIGFVGMIVT
                     WIVKSFDEDVDYYVPAAEVERIENLHHEQISKAGVNHVN"
     gene            2962249..2962863
                     /locus_tag="YPA_2660"
     CDS             2962249..2962863
                     /locus_tag="YPA_2660"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome O ubiquinol oxidase subunit III"
                     /protein_id="ABG14622.1"
                     /db_xref="InterPro:IPR000298"
                     /translation="MSTETLTNHNVAHAEHGHHDAGATKVFGFWVYLMSDCILFATLF
                     ATYAVLVNGTAGGPSGKELFDLNFVLVETFLLLFSSITYGVAMLGMSKGSVKQVNTWL
                     GFTFLFGLGFIAMELYEFHKLIEEGYGPARSGFLSAYFALVGTHGLHVTAGLAWIIIM
                     MIQVARRGLNSTNRTRLMCLSLFWHFLDVVWICVFTVVYLLGAI"
     gene            2962863..2963195
                     /locus_tag="YPA_2661"
     CDS             2962863..2963195
                     /locus_tag="YPA_2661"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome O ubiquinol oxidase subunit CyoD"
                     /protein_id="ABG14623.1"
                     /translation="MSHSTTTHGGASHGSLKSYIIGFVLSVILTVIPFVMVMSGTASY
                     TTTLLTVVGLAVVQIVVHLVYFLHMNTSSEERWNLVALLFTAMIIAIVVVGSLWIMYN
                     LNINMMVD"
     gene            2963209..2964096
                     /locus_tag="YPA_2662"
     CDS             2963209..2964096
                     /locus_tag="YPA_2662"
                     /codon_start=1
                     /transl_table=11
                     /product="protoheme IX farnesyltransferase"
                     /protein_id="ABG14624.1"
                     /db_xref="InterPro:IPR000537"
                     /db_xref="InterPro:IPR006369"
                     /translation="MIKQYLQVTKPGIIFGNLISVIGGFLLASKGDIDYPLFLSTLLG
                     VSLVVASGCVFNNYIDRDIDKIMERTKNRVLVKGLIDPKVSLIYASVLGIAGMLLLYV
                     AANALAMMLAVIGFVIYVGVYSLYMKRKSVYGTLIGSLSGAAPPVIGYCAVTGQFDTG
                     ALILLLIFSLWQMPHSYAIAIFRFKDYQAANIPVLPVIKGISVTKNHITLYILAFMVA
                     TLMLTLSGYAGYKYLVVAAAVSVWWLGMALRGYKATNDSVWARKLFVFSIIAITSLSV
                     MMSVDFNVHSSAVLLTYAG"
     gene            2964580..2965944
                     /locus_tag="YPA_2663"
     CDS             2964580..2965944
                     /locus_tag="YPA_2663"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transporter"
                     /protein_id="ABG14625.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MNDNKMTPLELRATWGLGTVFSLRMLGMFMVLPVLTTYGMALSG
                     ASEALIGIAIGIYGLSQAIFQIPFGLLSDRIGRKPMIIGGLLVFALGSIIAALSDSIW
                     GIILGRALQGSGAIAAAVMALLSDLTREQNRTKAMAFIGVSFGVTFAMAMVLGPIVTH
                     AFGLQALFWGIAILALLGIVITLTVVPSANSHVLNRESSMVKGSVSKVLHNSRLLKLN
                     FGIMCLHILLMSSFVALPQMMANAGLAPAQHWVVYLVTMLVSFAAVVPFIIYAEMKRR
                     MKQVFMGCVAVLFIAEVVLWFAGQDLWIIIAGVQLFFIAFNVMEAILPSLISKESPAG
                     YKGTAMGIYSTSQFIGVAIGGSLGGWIFGLEGADMVFAAGAIIALVWFAVSVTMQEPP
                     YVSSLRITLSESAVKNTTLEERLKAQPGVTEAVVVTAERSAYVKVDIKQTNRNQLEQL
                     INAA"
     gene            complement(2966068..2966559)
                     /locus_tag="YPA_2664"
     CDS             complement(2966068..2966559)
                     /locus_tag="YPA_2664"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14626.1"
                     /translation="MPSFDIVSEIDMQEVRNAVENATRDLANRWDFRNVPASFELNEK
                     NESIKVVSESDFQVEQLLDILRAQLSKRGIEGAALEIPEEMARSGKTYSVDAKLKQGI
                     ESVQAKKLVKLIKDSKLKVQAQIQGEQVRVTGKARDDLQAVMALVRAADLGQPFQFNN
                     FRD"
     gene            2966791..2967702
                     /locus_tag="YPA_2665"
     CDS             2966791..2967702
                     /locus_tag="YPA_2665"
                     /EC_number="1.1.1.169"
                     /codon_start=1
                     /transl_table=11
                     /product="ketopantoate reductase"
                     /protein_id="ABG14627.1"
                     /db_xref="InterPro:IPR003710"
                     /translation="MKITVLGCGALGQLWLSMLHQQDHDVQGWLRVPQPFCSVNVIML
                     NGESFNRNLTTNDPKHLLQSELLLVCLKAWQVSSAVTALLPKLNPECKILLLHNGMGT
                     QEELPLNEHVFLHGVTTHAARRDGNTIIHVASGMTHIGPTSSVIIDDNHLADTLHQAL
                     PDVAWHNDISAACWQKLAVNCVINPLTGLYNCRNGDVQRYPELIERLCAEVASVMEME
                     GYHTSTESLLSYVNNVIRSTADNTSSLLQDLRSQRHTEIDYITGYLLRRARSHGMALP
                     ENARLYELIKRKESDYERIGAGLPGSW"
     gene            2967665..2968255
                     /locus_tag="YPA_2666"
     CDS             2967665..2968255
                     /locus_tag="YPA_2666"
                     /codon_start=1
                     /transl_table=11
                     /product="4-methyl-5(B-hydroxyethyl)-thiazol monophosphate
                     biosynthesis enzyme"
                     /protein_id="ABG14628.1"
                     /db_xref="InterPro:IPR006287"
                     /translation="MSVSALVCLAPGSEETEAVTTIDILVRAGINVTTASVAGDGALE
                     IICSRGVRLLADTRLVDVADQKFDVIVLPGGIKGAECFRDSPLLVATVRQTHNEGRLV
                     AAICAAPALVLEHHQLFPVGNMTGFPSLKDKIAPNKWMDQRVVYDRRVNLVTSQGPGT
                     SIDFALKIVFLLLGREKAEEIAWQLVLPPGIYNYRE"
     gene            complement(2968323..2969774)
                     /locus_tag="YPA_2667"
     CDS             complement(2968323..2969774)
                     /locus_tag="YPA_2667"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine biosynthesis protein"
                     /protein_id="ABG14629.1"
                     /db_xref="InterPro:IPR001763"
                     /db_xref="InterPro:IPR003720"
                     /translation="MKFIIKLFPEITIKSQSVRLRFIKILTTNIRNVLKHLEDDTLAI
                     VRHWDHIELRTKDDNLGPEICDALTRIPGIHHILEVEDRSYSDMHNIFEQTLEAYRET
                     LVGKTFCVRVKRRGKHEFSSGDVERYVGGGLNQHIESAKVNLTRPQVTVNLEVDQDKL
                     ILVKARHEGLGGFPIGTQEDVLSLISGGFDSGVSSYMLMRRGCRVHYCFFNLGGSAHE
                     IGVKQVAHYLWNRFGSSHRVRFIAIDFEPVVGEILEKVEDGQMGVVLKRMMVRAASQV
                     AERYGVQALVTGEALGQVSSQTLTNLRLIDNASDTLILRPLISHDKEHIINLARQIGT
                     EDFAKTMPEYCGVISKSPTVKAVKAKIEEEESHFDFSILDRVVSEAKNVDIREIAQQS
                     REQVVEVETVAELADTDVLLDIRAPDEQEEKPLKLDQVEVRSLPFYKLSSQFADLDQS
                     KTYLLYCDRGVMSRLQALYLREQGYTNVKVYRP"
     gene            complement(2969872..2970042)
                     /locus_tag="YPA_2668"
     CDS             complement(2969872..2970042)
                     /locus_tag="YPA_2668"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14630.1"
                     /translation="MSRHSIPANEGFSGHNPPEHQIRRIQTKNLLPAILADNVGEIVA
                     FRSGFSTQWHII"
     gene            2970085..2970378
                     /locus_tag="YPA_2669"
     CDS             2970085..2970378
                     /locus_tag="YPA_2669"
                     /EC_number="3.1.11.6"
                     /codon_start=1
                     /transl_table=11
                     /product="Exodeoxyribonuclease VII small subunit"
                     /protein_id="ABG14631.1"
                     /db_xref="InterPro:IPR003761"
                     /translation="MLRSIENIESTKTMPKKAASPEIKAASFETSLSELEQIVTRLES
                     GELPLEDALNEFERGVQLARQGQQTLLQAEQRVQILLSDDVDAPLKPFTPDTE"
     gene            2970383..2971303
                     /locus_tag="YPA_2670"
     CDS             2970383..2971303
                     /locus_tag="YPA_2670"
                     /EC_number="2.5.1.10"
                     /codon_start=1
                     /transl_table=11
                     /product="farnesyl-diphosphate synthase"
                     /protein_id="ABG14632.1"
                     /db_xref="InterPro:IPR000092"
                     /translation="MSDTHAPVDFKQQLAAHQQRVNQALLDFIAPLPFGNSNLIEAMR
                     YGAVIGGKRLRPYLVYATGQMFGLSLANLDAPAAAIECIHAYSLIHDDLPAMDDDDLR
                     RGQPTCHVKFGEAHAILAGDALQTLAFSILAEAPMPDVADKDRLSMIIELAQASGAAG
                     MCAGQALDLEAETRPVLLGDLEQIHRHKTGALIRAAVRLGAQAAGEAGRKTLLSLDRY
                     AEAIGLAFQVQDDILDVIGDTATIGKRQGSDQQLGKSTYPALLGLDCAQTKAMDLYQE
                     ALEALDELAKQSYNTDSLQALARFIIERNN"
     gene            2971459..2973318
                     /locus_tag="YPA_2671"
     CDS             2971459..2973318
                     /locus_tag="YPA_2671"
                     /EC_number="2.2.1.7"
                     /codon_start=1
                     /transl_table=11
                     /product="1-Deoxy-D-xylulose-5-phosphate synthase"
                     /protein_id="ABG14633.1"
                     /db_xref="InterPro:IPR005474"
                     /db_xref="InterPro:IPR005475"
                     /db_xref="InterPro:IPR005477"
                     /translation="MSLDIAKYPTLALAENPEELRMLPKESLPKLCDELRQYLLTCVS
                     RSSGHFASGLGVVELTVALHYVYNTPFDHLIWDVGHQAYPHKILTGRRDRISTIRQKD
                     GLHPFPWRGESEYDVLSVGHSSTSISAGLGMAVAAEREGKGRRTVCVIGDGAITAGMA
                     FEAMSHAGDIHSDMLVILNDNGMSISENVGGLNNHLAQLLSGKLYASLREGGKKAFSA
                     LPPIKDLLKRTEEHLKGMVVPSTLFEELGFNYIGPVDGHDVHTLTQTLKNMRDLKSPQ
                     LLHIMTKKGKGYAPAEKDPIGWHAVPKFDPASGTLPKSQSSLPTYSKIFGEWLCETAA
                     KDSKLMAVTPAMREGSGMVRFSREYPQQYFDVAIAEQHAVTFAAGLAIGGYKPVVAIY
                     STFLQRAYDQLIHDVAIQNLPVLFAIDRGGLVGADGQTHQGAFDLSFMRCIPNMVIMA
                     PSDENECRQMLYTGYHHNGPAAVRYPRGNGTSAVLEPLEMLPIGKGVLRREGEKIAIL
                     CFGTLLAQAQLAAENLNATLVDMRFVKPLDEELVLEMAAKHQVLVTVEENAIMGGAGS
                     GVNELLMAKRRWVPVLNIGLPDLFVPQGEQDEMRSELGLDAAGIQRQIEAWLA"
     gene            complement(2973497..2973955)
                     /locus_tag="YPA_2672"
     CDS             complement(2973497..2973955)
                     /locus_tag="YPA_2672"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14634.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2974169..2974654)
                     /locus_tag="YPA_2673"
     CDS             complement(2974169..2974654)
                     /locus_tag="YPA_2673"
                     /EC_number="3.1.3.27"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatidylglycerophosphatase"
                     /protein_id="ABG14635.1"
                     /translation="MDEAKRRLRLSNPWHLLATGFGSGLSPWAPGTMGSIAAIPFWLL
                     LIQLPWQLYVLLVMFSICIGIYICHRTAKDMQVHDHGSIVWDEFVGMWITLMALPVNS
                     WQWVVAGFIAFRIFDIWKPWPIRWFDRNIHGGTGIMVDDIIAGVVAAAVIFVIGHYWP
                     L"
     gene            complement(2974647..2975636)
                     /locus_tag="YPA_2674"
     CDS             complement(2974647..2975636)
                     /locus_tag="YPA_2674"
                     /EC_number="2.7.4.16"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine-monophosphate kinase"
                     /protein_id="ABG14636.1"
                     /db_xref="InterPro:IPR006283"
                     /translation="MACGEFDLIARYFDRFRSNRRDVELGIGDDCALLTVAEKQLLAI
                     STDTLVSGVHFLPDIDPADLGYKSLAVNLSDLSAMGADPAWLSLALTLPSVNEDWLQA
                     FSDSLFDQLNYYGMQLIGGDTTRGPLSLTLTIHGFVPEGRALARAGARIGDWIYVTGT
                     LGDSAAGLAILQNELRVDNETDRAALIHRHLRPQPRVLQGQALRMLASAAIDISDGLI
                     SDLQHILKASHCGARIELDMLPYSDALKNQVDTEQALRWALSGGEDYELCFTVPEINR
                     GALEVALSNTGAGYTCIGQIGPQSEGVKFFREGKIVKLDFRGFDHFSTGKSHG"
     gene            complement(2975877..2976293)
                     /locus_tag="YPA_2675"
     CDS             complement(2975877..2976293)
                     /locus_tag="YPA_2675"
                     /codon_start=1
                     /transl_table=11
                     /product="N utilization substance protein B"
                     /protein_id="ABG14637.1"
                     /db_xref="InterPro:IPR011605"
                     /translation="MKPAARRRARECAVQALYSWQLSKNDIADVELQFLSEQDVKDVD
                     IAYFRELLSGVAVNAASLDALMAPFLSRQLEELGQVERAVLRIALFELSKRDDVPYKV
                     AINEAIELAKTFGAEDSHKFVNGVLDKVAPTVRKRK"
     gene            complement(2976314..2976784)
                     /locus_tag="YPA_2676"
     CDS             complement(2976314..2976784)
                     /locus_tag="YPA_2676"
                     /EC_number="2.5.1.9"
                     /codon_start=1
                     /transl_table=11
                     /product="6,7-dimethyl-8-ribityllumazine synthase"
                     /protein_id="ABG14638.1"
                     /db_xref="InterPro:IPR002180"
                     /translation="MNVIEGVVATPNARVAIAIARFNNFINDSLLDGAIDALKRIGQV
                     SDDNITVVWVPGAYELPLVANVLAKTNRYDAVIALGTVIRGGTAHFEYVAGEASSGLS
                     SVAMNSDIPVAFGVLTTESIEQAIERAGTKAGNKGAEAALTALEMINVIKAIKG"
     gene            complement(2976920..2978029)
                     /locus_tag="YPA_2677"
     CDS             complement(2976920..2978029)
                     /locus_tag="YPA_2677"
                     /EC_number="3.5.4.26"
                     /EC_number="1.1.1.193"
                     /codon_start=1
                     /transl_table=11
                     /product="diaminohydroxyphosphoribosylaminopyrimidine
                     deaminase / 5-amino-6-(5-phosphoribosylamino)uracil
                     reductase"
                     /protein_id="ABG14639.1"
                     /db_xref="InterPro:IPR002125"
                     /db_xref="InterPro:IPR004794"
                     /db_xref="InterPro:IPR011549"
                     /translation="MQPDEFYMARAFELARLGRFTTSPNPNVGCVLVRDGEIVGEGYH
                     LRAGEPHAEVHALRMAGEKARGATAYVTLEPCSHYGRTPPCADALVAAGVIRVVAAMQ
                     DPNPEVAGRGLYKLKQAGIAVDHGLMLAEAEAVNLGFLKRMRTGFPYVQLKMAASLDG
                     RTAMASGESQWITSPQARQDVQRFRAESSAILSTSATVLADDPSLTVRWQDLDAETQV
                     LYPHDSVRQPVKIILDSHNRVTPRHKVIQQDGPCWLARVDADDQPWPGNIEQLLLPRY
                     GNGVDLVVLMMQLGKRNINSVWVEAGPQLAGALLQAGVVDELILYIAPKLLGSDARGL
                     CELAGLTNLSQAPEFAFSDVRLVGPDLRLRLKPKY"
     gene            complement(2978179..2978628)
                     /locus_tag="YPA_2678"
     CDS             complement(2978179..2978628)
                     /locus_tag="YPA_2678"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14640.1"
                     /db_xref="InterPro:IPR003796"
                     /translation="MHCPFCAAVDTKVIDSRLVSDGSQVRRRRQCLDCNERFTTFEVA
                     ELVLPRVIKSDEVREPFNEEKLRRGMLKALEKRPVSSDDVETAISHIKSQLRATGERE
                     VPTKMVGNLVMEALKRLDKVAYIRFASVYRSFEDVREFGEEIARLQD"
     gene            complement(2978699..2979301)
                     /locus_tag="YPA_2679"
     CDS             complement(2978699..2979301)
                     /locus_tag="YPA_2679"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14641.1"
                     /translation="MEGIYIGFTQRTIESQTENQSVVFKSSKHEMVENKLIYLASLAN
                     ELSKLNDSISDENLKYSINKVVGEVLELKLKKIQKIQKMAKSSKCNFSFSNLKKDLAM
                     LSSLAVTGIAAGVIPTFIATGAVAAIAPILAALGCAIYAFNPQLKETETSKLLDASIK
                     DIGATLGSELKDEKLGRFEYLRHKYAAYKYRKAAKHTFDG"
     gene            complement(2979334..2980029)
                     /locus_tag="YPA_2680"
     CDS             complement(2979334..2980029)
                     /locus_tag="YPA_2680"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14642.1"
                     /translation="MTVSYVGRGESLSWVYGVDNVNIPNSDVVDSPFNDFTQFDNMDF
                     SANYNSILSRENKSLITSFISEYNDKVKRLSADENYILTQKYISSLDEMCEEINKKLL
                     YCHDSKVLKNVLDSTLQKQTEMSKYIVLLEGVPYRIEPRDIAADITNERINGAIELLN
                     FVAKAYPKIAKESAKLQRSRPHANCSVETLNDYLEQLKKYCQARNYSVIEDNALHQFI
                     LKTHGVAVISLDE"
     gene            complement(2980327..2980785)
                     /locus_tag="YPA_2681"
     CDS             complement(2980327..2980785)
                     /locus_tag="YPA_2681"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14643.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2981038..2981496)
                     /locus_tag="YPA_2682"
     CDS             complement(2981038..2981496)
                     /locus_tag="YPA_2682"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14644.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(2981703..2982671)
                     /locus_tag="YPA_2683"
     CDS             complement(2981703..2982671)
                     /locus_tag="YPA_2683"
                     /codon_start=1
                     /transl_table=11
                     /product="protein translocase subunit secF"
                     /protein_id="ABG14645.1"
                     /db_xref="InterPro:IPR003335"
                     /db_xref="InterPro:IPR005665"
                     /translation="MAQDYTVEQLNYGRKVYDFMRWDYVAFGVSLLLLVASIVVMSTK
                     GFNWGLDFTGGTVIEINLENPADLDQLRDTLQNAGFESPILQNFGSSRDVMVRMPPAT
                     GTAGQELGNKIISVINESVDKNASVKRIEFVGPSVGSDLAQAGALALLVALLSILVYV
                     GFRFEWRLALGAVISLAHDVVITMGILSLFHIEIDLTIIASLMSVIGYSLNDSIVVSD
                     RIRENFRKIRRGTPYEIMNVSLTQTLSRTIMTSATTLMVVLMLFIFGGAMLQGFSLTM
                     LIGVTIGTVSSIYVASALALKLGMKREHMLQPKVEKEGADQPSILP"
     gene            complement(2982682..2984529)
                     /locus_tag="YPA_2684"
     CDS             complement(2982682..2984529)
                     /locus_tag="YPA_2684"
                     /codon_start=1
                     /transl_table=11
                     /product="protein-export membrane protein SecD"
                     /protein_id="ABG14646.1"
                     /db_xref="InterPro:IPR000223"
                     /db_xref="InterPro:IPR003335"
                     /db_xref="InterPro:IPR005791"
                     /translation="MLNRYPLWKYLMLIVVIFVGLLYALPNLYGEDPAVQITGARGIA
                     ASETTLVQVRDVLEKDNIASKSIALENGAILARFRDPDVQLRAREALVEALGDKYVIA
                     LNLAPATPSWLAKLGAEPMKLGLDLRGGVHFLMEVDMDTALGKLQEQTMDTLRTDLRE
                     KNIPYATVRKLDNYGVEVRFRDDKARNDAISYLSSRHRDLVFSSNGSNTLKAVMSDER
                     LREAREYAVQQNITILRNRVNQLGVAEPLVQRQGSDRIVVELPGIQDTARAKEILGAT
                     ATLEFRLVNTNVDASVAASGRVPGDSEVKNTREGRPVVLYKRVILTGDHITDSTSSTD
                     EYNQAQVNISLDSAGGSTMSNFTKDNIGKPMATLFVEYKDSGKKDANGRSILVKQEEV
                     INVATIQSRLGNSFRITGIDNPAEARQLSLLLRAGALIAPIQIVEERTIGPTLGSQNI
                     AQGLEACLWGLAVSILFMVVYYRKFGVIASTALMANLVLIVGVMSLLPGATLTMPGIA
                     GIVLTLAVAVDANVLINERIKEEYRNGRTIQQAIHEGYKGAFSSIVDANITTLITAII
                     LYAVGTGSIKGFAITTAIGVVTSMFTAIVGTRAIVNLLYGGKRINKLSI"
     sig_peptide     complement(2984437..2984529)
                     /locus_tag="YPA_2684"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.806) with cleavage site probability 0.471 at
                     residue 31"
     gene            complement(2984557..2984892)
                     /locus_tag="YPA_2685"
     CDS             complement(2984557..2984892)
                     /locus_tag="YPA_2685"
                     /codon_start=1
                     /transl_table=11
                     /product="protein translocase subunit yajC"
                     /protein_id="ABG14647.1"
                     /db_xref="InterPro:IPR003849"
                     /translation="MSFFISDAVASAGAPAQGNSMTSMLIMLVVFGLIFYFMILRPQQ
                     KRAKEHKKLMDSIGKGDEVLTSGGFIGRVTKVAETGYVVIALNDTTEVMIKRDFVAAV
                     LPKGTMKAL"
     gene            complement(2985004..2986128)
                     /locus_tag="YPA_2686"
     CDS             complement(2985004..2986128)
                     /locus_tag="YPA_2686"
                     /EC_number="2.4.2.29"
                     /codon_start=1
                     /transl_table=11
                     /product="queuine tRNA-ribosyltransferase"
                     /protein_id="ABG14648.1"
                     /db_xref="InterPro:IPR002616"
                     /db_xref="InterPro:IPR004803"
                     /translation="MKYELQKTDGRARRGRLVFERGVVETPAFMPVGTYGTVKGMTPE
                     EVKETGAQILLGNTFHLWLRPGQEIMKLHGDLHDFMQWHGPILTDSGGFQVFSLGAMR
                     KIKEEGVHFKNPINGDSVFLSPEKSMEIQYDLGSDIVMIFDECTPYPADWDYAKRSME
                     MSLRWAARSRQRFDELNNKNALFGIIQGGVYEDLRDVSVKGLVDIGFDGYAVGGLAVG
                     EPKEDMHRILEHVCPQIPEDKPRYLMGVGKPEDLVEGVRRGIDMFDCVMPTRNARNGH
                     LFVTDGVVKIRNAKHKDDTATLDEHCDCYTCRHYSRAYLHHLDRCNEILGARLNTIHN
                     LRYYQRLMAGLRQAIEEGKLEHFVEDFYGRIGKPVPPLNV"
     gene            complement(2986221..2987306)
                     /locus_tag="YPA_2687"
     CDS             complement(2986221..2987306)
                     /locus_tag="YPA_2687"
                     /codon_start=1
                     /transl_table=11
                     /product="S-adenosylmethionine:tRNA
                     ribosyltransferase-isomerase"
                     /protein_id="ABG14649.1"
                     /db_xref="InterPro:IPR003699"
                     /translation="MKWKAMRVADFSFELPEALIAHYPQPQRSGCRLLSLDGPTGTLT
                     HGIFTDLLDKLAPGDLLVFNNTRVIPARLFGRKASGGKLEVLVERVLDDHRVLAHVKA
                     SKAPKPGAELLLGDDESIRATMLARHDTLFELRFDDERDVFTILNAVGHMPLPPYIDR
                     PDEDADRELYQTVYSQRPGAVAAPTAGLHFDEPMLAALQEKGIEMAFVTLHVGAGTFQ
                     PVRVDTIEDHIMHSEYAEVPQEVVDAVLACKARGKRVVAVGTTSVRSLESAAKAAENG
                     LIAPFFGDTRIFIYPGYHYQVVDALVTNFHLPESTLIMLVSAFAGYKNTMNAYQQAVA
                     EQYRFFSYGDAMFISRNPRAPQEKVSP"
     gene            2987467..2988075
                     /locus_tag="YPA_2688"
     CDS             2987467..2988075
                     /locus_tag="YPA_2688"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14650.1"
                     /translation="MVICIILPSMNFLAHLHLAALADSSLLGNLLADFVRGNPQGEYP
                     PEIVAGIMMHRRVDVMTDTLPLVKEARTYFSADYRRVSPITLDVLWDHFLARHWDQLV
                     PNCTLPDFLQHAQSQILPHLPHTPARFQSLNAYLWSERWLERYAELPFIADVLQGMAN
                     RRPKLAALAGSFYAIEQHYQPLEDLFLTFYPTMMRQAQHKQI"
     gene            2988374..2988976
                     /locus_tag="YPA_2689"
     CDS             2988374..2988976
                     /locus_tag="YPA_2689"
                     /codon_start=1
                     /transl_table=11
                     /product="putative alkyl hydroperoxide reductase subunit
                     c"
                     /protein_id="ABG14651.1"
                     /translation="MVLVTRQAPDFTAAAVLGNGEIVENFNLKKHLNGRPAVLFFWPM
                     DFTFVCPSELIAFDHRYEEFQKRGVEVVGVSFDSEFVHNAWRKTPVDKGGIGEVKYPM
                     VADIKREIQKAYGIEHPDAGVALRGSFLIDKNGIVRSQIVNDLPIGRNIDEMIRTVDA
                     LQFHEEHGEVCPAQWEKGKAGMGASPDGVAKYLSENASKL"
     gene            2989365..2989619
                     /locus_tag="YPA_2690"
     CDS             2989365..2989619
                     /locus_tag="YPA_2690"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14652.1"
                     /translation="MFLTKWNKPLAVLALLVSGTLHAASTPAVEAKNGMVVTSQYLAS
                     QVGADILKMGGNAVDAAVAVGYAQAVVNPCCGNIGGGGVL"
     sig_peptide     2989365..2989436
                     /locus_tag="YPA_2690"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 24"
     gene            2989616..2991130
                     /locus_tag="YPA_2691"
     CDS             2989616..2991130
                     /locus_tag="YPA_2691"
                     /EC_number="2.3.2.2"
                     /codon_start=1
                     /transl_table=11
                     /product="gamma-glutamyltransferase 1. Threonine
                     peptidase. MEROPS family T03"
                     /protein_id="ABG14653.1"
                     /db_xref="InterPro:IPR000101"
                     /translation="MTIHLADGTDTFINFRETAPSTANADMYLDKDGNVTKDASLYGY
                     LAVGVPGTVLGMDSAQKKYGKLTRQQVMAPAIRLARDGFILTCADTDILDTTVKRFRQ
                     DPESARIFLRKDGEALQPGDRLVQADLADTLSAISEKGPDAFYQGKIPQAVEAAAKKG
                     GGILTAADFADYKITETAPITCSYRGYKFVSAPPPSSGGVTLCETLNVLEGYNLKSMG
                     FNSADYIHTLTEAMRHAYMDRNTFLGDPEFVKNPLDRLLSKSYAADIRKQIVANKATP
                     SVEVQPGMQPHEKPETTHYSIVDHEGNAVSTTYTVNGRFGAVVIAPCTGFFLNNEMDD
                     FTVKVGEQNLYGLVQGATNAIAPGKRPLSSMSPTLVTKDGKTFMVLGSPGGSRIISIT
                     LQTALNVIDHGMAPQEAVDAPRIHHQWLPDEVYYEQRGVSADSLNILKSMGYKMVEQS
                     PWGAAELILVGLAGVEGVSPANSGNDSAVSGKVREGYLYGANDVRRPAGAAIGY"
     gene            complement(2991338..2992018)
                     /locus_tag="YPA_2692"
     CDS             complement(2991338..2992018)
                     /locus_tag="YPA_2692"
                     /codon_start=1
                     /transl_table=11
                     /product="short-chain dehydrogenase"
                     /protein_id="ABG14654.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /translation="MGTAKRTALVIGASRGLGLGLVDELSRRGWSVTATTRGAAQDTS
                     AHAAHWLKLDINQPESIKQFLPQVQGQRFDLIFVNAGISGPAHQSAIDATPDEIQELF
                     QTNAISPIRIAQHLLAQRNPTQSVLAFMSSQLGSIERNVSGHKPLYSASKAALNMMTR
                     NLVAEVADPTLTVLSIHPGWVKTDMGGDAAPLTITTSVKGVVDQIEQASGKGGHGFID
                     YQGHSLPW"
     gene            complement(2992173..2994002)
                     /locus_tag="YPA_2693"
     CDS             complement(2992173..2994002)
                     /locus_tag="YPA_2693"
                     /codon_start=1
                     /transl_table=11
                     /product="putative maltodextrin glucosidase"
                     /protein_id="ABG14655.1"
                     /db_xref="InterPro:IPR006589"
                     /translation="MLSGWHLPVSPFVRLADDALHITLWLQGDSLPAQVFLRCEPDNE
                     EWLLTMEGHESHDRWRYSVSLPLYEGQPTRRYCFKLLWDDRQQWFGPLGFSVIPPAQL
                     AQFAVDVPDSGPDWVADQVFYQIFPDRFASSQADHGVQEGSYIHHAAGCPVSRREWQQ
                     PLDDVHAASTFYGGDLAGISQKIPYFQQLGVTALYLNPIFTAPSVHKYDTEDYYQVDP
                     YLGGERDFLQLRAATREVGIKLVLDGVFNHTGDSHRWFDRYQQGENGACHHEDSPYRG
                     WFTFLPDGRALDWKGNASLPKLNFANEEVAERIYRSDDSVVRYWLRPPYSIDGWRLDV
                     VHMLGEDGGAKGNLHHLHGIYQAAKEENPQAYILGEHFGDARNWLHAGVEDAAMNYMG
                     FALPVRSFLAELDVACHPIKLDAADCAYWMDEYRAGLPHSQQLRLFNQLDSHDTARFL
                     TLLKGDKTRMQMALIWLFSWIGVPCLFYGDEIGLDGGNDPFCRKPFPWDEAQWDHDLL
                     SLCQRMAALRHKSIALRRGGCQVIHASGDSLVFIRSYQTERVMVAIQRSDDADIFLPA
                     SPLLNVAEWQRLEGGGDLAVSETGVNMGLEGKSVTLWCGVGEC"
     gene            complement(2994563..2995954)
                     /locus_tag="YPA_2694"
     CDS             complement(2994563..2995954)
                     /locus_tag="YPA_2694"
                     /codon_start=1
                     /transl_table=11
                     /product="proline-specific permease"
                     /protein_id="ABG14656.1"
                     /db_xref="InterPro:IPR002293"
                     /db_xref="InterPro:IPR004840"
                     /translation="MELPVKNKLKRGLTTRHIRFIALGSAIGTGLFYGSADAIRMAGP
                     SVLLAYLIGGVVAFVIMRALGEMSVNNPQASSFSRYAQDYLGPMAGYITGWTYCFEIL
                     IVAIADVTAFGIYMGLWFPDVAHWVWVLSVVLIIGAVNMMSVKVFGELEFWFSFFKVA
                     TIIIMILAGIGIIVWGIGNGGQPTGIHNLWTNGGFFSNGFVGMLLSLQLVMFAYGGIE
                     IIGITAGEAEDPKKSIPKAINSVPWRILVFYVGTLFVIMSIYPWNQVGTNGSPFVLTF
                     QHMGITIAAGILNFVVITASVSAINSDVFGVGRMLNGMAEQGHAPKAFTAISKRGVPW
                     VTVLVMMCAMLIAVYLNYIMPENVFLVIASLATFATVWVWIMILFSQIAFRRSLSKDQ
                     VKALDFPLRGGTFTSVLAIIFLVFIIGLIGWFPTTRISLYVGLVWIVLLLVGYYFKVK
                     YQKKQATLIKNAD"
     sig_peptide     complement(2995844..2995954)
                     /locus_tag="YPA_2694"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.811) with cleavage site probability 0.376 at
                     residue 37"
     gene            complement(2996030..2997349)
                     /locus_tag="YPA_2695"
     CDS             complement(2996030..2997349)
                     /locus_tag="YPA_2695"
                     /codon_start=1
                     /transl_table=11
                     /product="branched-chain amino acid transport system II
                     carrier protein"
                     /protein_id="ABG14657.1"
                     /db_xref="InterPro:IPR004685"
                     /translation="MSHRLSSKDIMALGFMTFALFVGAGNIIFPPMVGLQSGEHVWWA
                     ALGFLITAVGLPVITVIALARVGGGIDALSTPIGRSAGLVLATVCYLAVGPLFAIPRT
                     ATVSFEVGIAPLTGNGPLPLFIYSVVYFALVIGISLYPGRLLDTVGHILAPLKILALA
                     ILGIAALIWPAGPLITATDAYQQAPFSSGFVNGYLTMDTLGALVFGIVIVNAARSRGV
                     VSAVLLTRYTIWAGLIAGIGLTLVYLSLFKLGSSSGSLVPDAQNGAVILHAYVQHTFG
                     GLGSMFLAALIFIACMVTAVGLTCACAEFFAQYLRLSYRTLVFILGIFSMLVSNLGLS
                     HLIQISIPVLTAIYPPCIVLVLMSFTLRWWQHASRIVAPVMLISLVFGILDAVKASTF
                     ANFLPAWAHHLPLAEQGLAWLPPSLLVFVVIGLYDRIFCRQKIVVKQ"
     sig_peptide     complement(2997275..2997349)
                     /locus_tag="YPA_2695"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.922) with cleavage site probability 0.896 at
                     residue 25"
     gene            complement(2997823..2998887)
                     /locus_tag="YPA_2696"
     CDS             complement(2997823..2998887)
                     /locus_tag="YPA_2696"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate binding protein"
                     /protein_id="ABG14658.1"
                     /translation="MKWGKLALLNVILWHSYTVFAQSIALVQPVALTRSVALTRSVAL
                     VLPVTLASPSITVSPSVPMPVANTLSGNLSSVGSDTLANLMSLWANDFNHHYPGVNLQ
                     IQAAGSSTAPAALAAGATQLGPMSRPMKAGEIAAFIQRYGYPPLAVPVAVDALVVFVH
                     QDNPLNRLTLSQLDAIFSQNRRCGEPQKIQRFGDLGLSGDWAARPLQRYGRNSASGTY
                     GYFKRRVLCDGDFINNINELPGSASVVQAVAGSLNGIGYSSIGFRNSGVKSLPLAASG
                     QDFVMPTAENVSNGLYPLSRYLYIYINKAPGQPLEALTAAFLERALSPEGQKLVSHDG
                     YLPLPPAMLNNTRKTLGFTD"
     sig_peptide     complement(2998822..2998887)
                     /locus_tag="YPA_2696"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.896) with cleavage site probability 0.880 at
                     residue 22"
     gene            complement(2998909..3000225)
                     /locus_tag="YPA_2697"
     CDS             complement(2998909..3000225)
                     /locus_tag="YPA_2697"
                     /EC_number="2.7.3.-"
                     /codon_start=1
                     /transl_table=11
                     /product="PAS/PAC sensor signal transduction histidine
                     kinase"
                     /protein_id="ABG14659.1"
                     /db_xref="InterPro:IPR000014"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MLERLSWKTLALELALFCLPALLLGAFIGYLPWLLLVSVVAALT
                     WNFYNQLKLSHWLWLDRSMTPPSGRWSWEPLFYGLYQMQLRNRRRRRELALLIKRFRS
                     GAESLPDAVVITTVDGNIFWCNGLAQQLLGFRWPEDNGQHILNLLRYPEFSQYLQQQT
                     FSRPLTLQLNNGYYVEFRVMPYSEGQLLMVARDVTQMRQLEGARRNFFANVSHELRTP
                     LTVLQGYLEMMHDQELAGPLRDKALGTMQEQTKRMDGLVKQLLTLSRIEAAPNVDLNE
                     RVDIPLMLKILQHEVQALSNGRHEITFRVNDQLKVFGNEDQLRSAVSNLVYNAVNHTP
                     EGTKIEVCWQQTPQGAQFQVSDNGPGIPPEHVPRLTERFYRVDKARSRQTGGSGLGLA
                     IVKHALSHHDARLEVMSEIGLGTRFIFTLPNRLIVPTVLVENAVKS"
     sig_peptide     complement(3000100..3000225)
                     /locus_tag="YPA_2697"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.639) with cleavage site probability 0.540 at
                     residue 42"
     gene            complement(3000250..3000939)
                     /locus_tag="YPA_2698"
     CDS             complement(3000250..3000939)
                     /locus_tag="YPA_2698"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate regulon transcriptional regulatory
                     protein"
                     /protein_id="ABG14660.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /db_xref="InterPro:IPR011879"
                     /translation="MARRILVVEDEAPIREMVCFVLEQNGYQPLEAEDYDSAVARLSE
                     PFPDLVLLDWMLPGGSGIQFIKHMKREALTRDIPVMMLTARGEEEDRVRGLEVGADDY
                     ITKPFSPKELVARIKAVMRRISPMAVEEVIEMQGLSLDPSSHRVMANDQALDMGPTEF
                     KLLHFFMTHPERVYSREQLLNYVWGTNVYVEDRTVDVHIRRLRKALETDGHDKMVQTV
                     RGTGYRFSTRY"
     gene            3001207..3002451
                     /locus_tag="YPA_2699"
     CDS             3001207..3002451
                     /locus_tag="YPA_2699"
                     /EC_number="3.1.11.1"
                     /codon_start=1
                     /transl_table=11
                     /product="Exodeoxyribonuclease I subunit D"
                     /protein_id="ABG14661.1"
                     /db_xref="InterPro:IPR004593"
                     /db_xref="InterPro:IPR004843"
                     /translation="MRIIHTSDWHLGQYFFTKSRAAEHQAFLHWLIEQIKEHQVDALI
                     VAGDIFDTGAPPSYARELYNRFIVELQPTACQLVVLGGNHDSVATLNESRDLLSYLNT
                     SVISCASRDLKQQVIILKNRQQQPAAVLCAIPFLRPRDLVTSQAGESGDQKQLALQEA
                     IAGHYQTLYQRALELRSQLGLPLPIIATGHLTTVGVTTTDSVRDIYIGTLDAFPAQAF
                     PPADYIALGHIHRAQQVAKTEHIRYSGSPIALSFDELSKEKSVYLVEFDQQNLSSVTP
                     LFIPQFQPMQLIKGDLRQIEQQLAAFAGHEGLPVWLDIEVATQDYLTDIQRRIQALAA
                     NLPVEVVLLRRSKEQRNNSIHRQEKETLNELTVSDVFERRLALEADLPEPRQQRMRQM
                     FNYVVDEIAQDGSNGVAEEPAQ"
     gene            3002448..3005690
                     /locus_tag="YPA_2700"
     CDS             3002448..3005690
                     /locus_tag="YPA_2700"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14662.1"
                     /db_xref="InterPro:IPR001687"
                     /translation="MKILSLRLKNINSLQGEWKIDFTAEPFASNGLFAITGPTGAGKT
                     TLLDAICLALYHQTPRLIVTPSQNELMTRHTAESLAEVEFDVKGIRYRAFWSQRRARN
                     SPDGNLQAPKVELALCENGKILADKVRDKLDMIAAITGLDFGRFTKSMMLSQGQFAAF
                     LNADANDRAELLEELTGTDIYGRLSERVFEKHKQAKIDLDALHQRASGIELLNEEQRL
                     ALAQQIDALSQQEQQLSKEQLVTQNQINWLTGWQQQQQHVQQYQQQQVLVEQEYQQAL
                     PGLQRLARSEPAEKLRPLQRERDRSQKDLQQTQQRITALAQQQQQYLAQLTPLTQAVE
                     QATAARQQQQLNQHEQETLIEQRIVPLDNLITQQQQTLSQLAGQIQQLRAKEQQNSQQ
                     LALNEQKLLQTHQRLQQLADYANLHAHHQHWEKHLPLWHEQFRQLQLQQQQSAQSEQQ
                     LHQQTTLLATLQQQATTLSAQEKQQQVALAEARAQASYLQQKLLVLEQQQPSAQLRQQ
                     LNEFNEQRQICQQLAALSPLAQQIQALYDKQQQQFTAQQQQLKQLEQQLTEKRQLYQQ
                     QKQHLVDLEALLEREKQIVTLEAERAKLQPGDACPLCGAVEHPAITAYQAVKPSETAV
                     RVAKLRLQVEQLYTEGTELRTQVASMQQHQQRIEQELQDHRQQLAAYQQRWQTLAQPL
                     SLAFTLNEPDALALWLEQHEQQEQACQLKLVEYERLTQQYQQAKDILTQLEQRQQEHQ
                     QQLALITERQKNAQQTYQQLQSQYQHQQEALIAQQQVLNHTLTELSLSVPDADQQQDW
                     LAQREEECQRWQQHQQEQQRLTIEQKTLETRIENERRHLQECIDQLSALSQQRQQAET
                     LLQQQIQQRQALFGEDIVAEVRQRLRLQQQQAELAQQNAEKALQQAQSQLNRLSGELT
                     GLEQQCQQYQQRATTTQAELQQALSTSEFADETALTAALLSEEERQHLQQLQQQLNER
                     RQQAQIRLQQAREILDQHLQLCPQGVDKSSELTLLQQQSEQLLAQLKTTTLRQGELRN
                     QLESDTTRRHNQRTLFEQIERSQQQYDDWSYLNQLIGSKEGDKFRKFAQV"
     gene            3005772..3006794
                     /locus_tag="YPA_2701"
     CDS             3005772..3006794
                     /locus_tag="YPA_2701"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14663.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3006794..3007573
                     /locus_tag="YPA_2702"
     CDS             3006794..3007573
                     /locus_tag="YPA_2702"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14664.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            3007737..3008096
                     /locus_tag="YPA_2703"
     CDS             3007737..3008096
                     /locus_tag="YPA_2703"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ATP-dependent dsDNA exonuclease"
                     /protein_id="ABG14665.1"
                     /db_xref="InterPro:IPR003439"
                     /translation="MELQVVDTWQADAIRDTRTLSGGESFLVSLALALALSDLVSHKT
                     SIDSLFLDEGFGTLDAETLDTALDALDSLNASGKTIGVISHVEAMKDRIPVQIKVKKV
                     NGLGVSRLDNAFRVNQD"
     gene            complement(3008698..3009612)
                     /locus_tag="YPA_2704"
     CDS             complement(3008698..3009612)
                     /locus_tag="YPA_2704"
                     /EC_number="2.7.1.59"
                     /codon_start=1
                     /transl_table=11
                     /product="N-acetylglucosamine kinase"
                     /protein_id="ABG14666.1"
                     /db_xref="InterPro:IPR000600"
                     /translation="MRIGIDLGGTKIEVIALANDGQVLFRKRVGTPRHDYQKTIQAIA
                     DLIADAEHATGEQGSIGVGIPGTLSPFTGKVKNSNSVWLNGRELDKDLSVFLNRPVRL
                     ANDANCLAVSEATDGAGAGKKWVFAAVIGTGCGSGIAIDGGSHAGGNGIAGEWGHNPL
                     PWQDEEEREYAQEVTCYCGKKGCIETFVSGTGFATDYFRLSGKPLKGHEIIELVEQGD
                     VIAEQAMNNYERRFAKSLAHVINLFDPDVVVLGGGMSNVDRLYDTLPALISPWVFGGE
                     CETPILKALHGDSSGVRGAAWLWNTLRP"
     gene            3009945..3010856
                     /locus_tag="YPA_2705"
     CDS             3009945..3010856
                     /locus_tag="YPA_2705"
                     /codon_start=1
                     /transl_table=11
                     /product="recombination associated protein RdgC"
                     /protein_id="ABG14667.1"
                     /translation="MLWFKNLMVYRLSREVSLSADEMEKQLSAFSFTPCGSQDMAKTG
                     WVSPMGSHSDALTHTVNGQIVICARKEEKILPSPVIKQELQDKIERLEGEQHRKLKKT
                     EKDSLKDEVLHSLLPRAFSRFNQTFLWIDTVNDLIMVDAASAKRAEDTLALLRKSLGS
                     LPVVPLTLENPIELTLTEWVRSKTLPAGFALMDEAELKAILEDGGVIRCKKQDLFSDE
                     IAVHIEAGKLVTKLALDWQERIQLVLSDDGSLKRLKFADTLRDQNEDIDREDFAQRFD
                     ADFILMTSELAALIKNLIEALGGEAQH"
     gene            complement(3011092..3011379)
                     /locus_tag="YPA_2706"
     CDS             complement(3011092..3011379)
                     /locus_tag="YPA_2706"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14668.1"
                     /translation="MLKFNEYFTGKVKSIGFDSDSIGPASVGVMEKGEYTFSTAKAEE
                     MTVITGSLKVLIPGSPDWQTFMPGETFYIPGESEFNLQVAEASSYLCKYLS"
     gene            complement(3011869..3012393)
                     /locus_tag="YPA_2707"
     CDS             complement(3011869..3012393)
                     /locus_tag="YPA_2707"
                     /EC_number="2.7.1.71"
                     /codon_start=1
                     /transl_table=11
                     /product="shikimate kinase"
                     /protein_id="ABG14669.1"
                     /db_xref="InterPro:IPR000623"
                     /translation="MTQTIFMVGARGAGKTTIGKALAQALGYRFVDTDLFMQQTSQMT
                     VAEVVESEGWDGFRLRESMALQAVTAPKTVVATGGGAVLSSENRAFMRDHGRVIYLRA
                     SAAVLAKRLAEDPEEAQRPSLTGKPIVEEILDVLASREALYQDVAHHVLDGTQTPSLV
                     VEQILQMLTGEMVK"
     gene            complement(3012640..3013197)
                     /locus_tag="YPA_2708"
     CDS             complement(3012640..3013197)
                     /locus_tag="YPA_2708"
                     /codon_start=1
                     /transl_table=11
                     /product="putative methyltransferase"
                     /protein_id="ABG14670.1"
                     /translation="MLNIVRRNFKSQFSYLQRFIASPRTVGSLVPSSPWLCQAMLNQI
                     DWTQNLNIAELGAADGVLTKRILSHMSANSSLQAYEIQPHFVHALHQLKDSRLQIADR
                     SAEQLDQEYDVVFCCLPLLSIPTKISIRILQQTQQRLRARNGVLVLFQYSHLSESLLS
                     RYFNWKKIRVVRNFPPALVYICHPN"
     gene            complement(3013927..3014565)
                     /locus_tag="YPA_2709"
     CDS             complement(3013927..3014565)
                     /locus_tag="YPA_2709"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14671.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR001601"
                     /translation="MLLSKKRSLLHILWSLDSTVKNQNHVVSYDLSAQILQVVMQAAA
                     DKKLTNIEIQQGLAESLPFADQSFDIVISRYSAHHWHDVGKALREVKRVLRPGGKVIF
                     MDVVSPGHPVLDIYLQTVEVLRDTSHVRNYSPGEWLSLFTEGGLVINEVTSDRLYLEF
                     SSWVARMRTPAHFATAIREFQKLASDGVINHYAIQADGSFTSDIMMIVAVRD"
     gene            complement(3014513..3014716)
                     /locus_tag="YPA_2710"
     CDS             complement(3014513..3014716)
                     /locus_tag="YPA_2710"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14672.1"
                     /translation="MRKIKPFNFADILISLHYLMNDRHHAAWMARPIIRFPGLFRLPF
                     CKRHLNIAFIQKTVIASHSLVTG"
     gene            complement(3014694..3014963)
                     /locus_tag="YPA_2711"
     CDS             complement(3014694..3014963)
                     /locus_tag="YPA_2711"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14673.1"
                     /translation="MEGSVMGISEEESIRRLTNEKNAVGHSAKWVAIISAVYFIIMLF
                     YKHELGVLTLAGGIFLVSFTTWMKKRQKVKSYKNQLQQIEEDKTV"
     gene            complement(3015146..3015895)
                     /locus_tag="YPA_2712"
     CDS             complement(3015146..3015895)
                     /locus_tag="YPA_2712"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14674.1"
                     /translation="MSETSKEQFVKKNKLAICAILRDLQKNDTAVMVTHARGQFISRI
                     LDIQPETNQFIFDFGSVENENVLALGAEQLTIIVEPTGAKIEFTCNKLKHVEYLSLPA
                     FSSAIPEQLYFIQRREYFRVSIPQWPAYYCSGKFPDGTQYKYTLADISLGGMGLYAMK
                     GSEFPLQGCSVLRDAAVDLCGFGLFKLDLQFIRALDKQVVNNKGEMLTVQRLSFKFLR
                     LSPIQEKGLQRAIFELEKQQTAKARKFQEGL"
     gene            complement(3016232..3017491)
                     /locus_tag="YPA_2713"
     CDS             complement(3016232..3017491)
                     /locus_tag="YPA_2713"
                     /EC_number="1.2.1.41"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate-5-semialdehyde dehydrogenase"
                     /protein_id="ABG14675.1"
                     /db_xref="InterPro:IPR000965"
                     /translation="MNLLEHMGKAAKQASWQLAMLSTAKKNQALAVIANLLESESQTI
                     LQANERDMAAARESGMSEALLDRLLLTPARLAAIANDVRQVCRLNDPVGRVIDGSLLD
                     SGLKLERRRVPLGVIGVIYEARPNVTIDVASLCLKTGNAVILRGGKETHYTNQATVNV
                     IQRALEQCGLPAAAVQAIESPDRQLVNELLRLDRYVDMLIPRGGASLHKLCREQSTIP
                     VITGGIGVCHTFVDENADFEKALLVIENAKIQRPSACNSLETLLVHQAVAKTFLPLLS
                     ARMHAFGVTLHASPLAMPYLADGKAKVVAVEAADYDDEWLSLDLNVDIVTDIDAAIDH
                     IREHGTSHSDAILTRSLSHAEYFVRAVDSSAVYVNASTRFTDGGQFGLGAEVAVSTQK
                     LHARGPMGLDALTTYKWIGYGDDLVRS"
     gene            complement(3017501..3018604)
                     /locus_tag="YPA_2714"
     CDS             complement(3017501..3018604)
                     /locus_tag="YPA_2714"
                     /EC_number="2.7.2.11"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate 5-kinase"
                     /protein_id="ABG14676.1"
                     /db_xref="InterPro:IPR001057"
                     /db_xref="InterPro:IPR002478"
                     /db_xref="InterPro:IPR005715"
                     /translation="MSGSQTLVVKLGTSVLTGGSRRLNRAHIVELVRQCAQQHAKGHR
                     IVIVTFGAIAAGREHLGYPELPATIASKQLLAAVGQSRLIQLWEQLFSIYGIHIGQML
                     LTRADLEDRERFLNARDTMNALLDNRIVPVINENDAVATAEIKVGDNDNLSALAAILA
                     SADKLLLLTDQAGLYTADPRNNPEAELIREVHGIDDVLRGMAGDSVSGLGTGGMATKL
                     QAADVACRAGIDVVIAAGSQVGVIADVIDGTPVGTRFHSLETPLENRKRWIFGAPPAG
                     EITVDDGAVFAIMERGSSLLPKGIRSVKGDFSRGEVIRIRNLNGRDLAHGVSRYNSDA
                     LRMLAGHHSQQISEILGYEYGPVAVHRDDMIVS"
     gene            complement(3018781..3019182)
                     /locus_tag="YPA_2715"
     CDS             complement(3018781..3019182)
                     /locus_tag="YPA_2715"
                     /codon_start=1
                     /transl_table=11
                     /product="curlin genes regulatory protein"
                     /protein_id="ABG14677.1"
                     /translation="MTLTSAHPKSKLMKRFAALGPYLREGQCQNDHFFFDCLAVCINV
                     KLAPEKREFWGWWIELEPSAGRFTYVYQLGLFNKEGNWNAEKISDPEVQDKLESTLRS
                     FHLRLEEMLASIDMKLEPAADFNDQPVKLSA"
     gene            complement(3019242..3020489)
                     /locus_tag="YPA_2716"
     CDS             complement(3019242..3020489)
                     /locus_tag="YPA_2716"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14678.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MAQANLSEILFKPKFKHPETSTLVRRTHCNHVVNIHSALDGDTA
                     NHWYRMINRLMWTWRGIDPLEIEEVLSRIACSKAEHSNNELLDTVVGYRNGNWIYEWA
                     NQGMMWQQKAMEETDPGSAGQFWLNAANLYSIASYPHLKGDELSEQAEVLSNRAYEEA
                     AKYLPYTLKELTFPISDGGSLSGFLHMPTVGSAPFPTVLMCGGLDTLQSDYHRLFRDY
                     LEPKGIAMLTIDLPSVGASSRWKLTQDTSYLHQQVLQALADVPWVDHQRVSVFGFRFG
                     ANVAVRLGYLEPQRVRAVACLGPIVHHLLCNSDSLRKVPDMYMDVMASRLGMADSTDE
                     TLNTEMNRYSLKTQGLLGRRCQTPMLAGFWENDPFSPKEEAKLICSSSADGKLLAIPS
                     KPLYENFHRALLQTSEWLEDKMR"
     gene            complement(3020616..3021074)
                     /locus_tag="YPA_2717"
     CDS             complement(3020616..3021074)
                     /locus_tag="YPA_2717"
                     /EC_number="2.4.2.22"
                     /codon_start=1
                     /transl_table=11
                     /product="xanthine-guanine phosphoribosyltransferase"
                     /protein_id="ABG14679.1"
                     /db_xref="InterPro:IPR002375"
                     /translation="MNEKYVVTWDMLQIHARKLAQRLLPAEQWKGIIAVSRGGLVPAG
                     ILARELGIRYVDTVCISSYDHDNQRDLKVLKRAEGDGEGFIVIDDLVDTGGTATAIRE
                     MYPKAHFVTIFAKPAGRPLVDDYVVDIPQNTWIEQPWDMAVTFVAPLSGK"
     gene            3022003..3023607
                     /locus_tag="YPA_2718"
     CDS             3022003..3023607
                     /locus_tag="YPA_2718"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbohydrate-binding protein"
                     /protein_id="ABG14680.1"
                     /db_xref="InterPro:IPR000601"
                     /translation="MKLHFNAQLHRKPILWSMGGILASQLLVMLPVDKAEAHGAVGFP
                     IARQYQCQLEAGFWGDPANIPNSDCRQAIENPGDPSNPQLPFTQWNELSANPTNPSIQ
                     ATVELAVPNGLLCAGGDPRKAGLDNVPATKWRKTLITPDENGHMQLRWENTTAHNPAY
                     MKVYITKPSYDSTKALRWEDLELLYADKAPTPTAGTGLSPSTNSFYFLNVPLNGHTGD
                     AIIYSYWQREDAGNEGFFNCSDVNISEGSTPSFPWVNNSQFIVQGFTPAINDQIRFRV
                     MGGSAKGVEVVDVYLPITAQNQAQTVWSKQLADKLNNTYPQYVRIGVRSGNDIVYNTA
                     NIATNIVWLQTGFSSAMSLISGTPEPEQPQPPVAQITAPSSVQDNETITLSASASTGQ
                     IASYQWEFQHFEPKVATTQNVTVRAVATQQPLAGKVTLTVTNNQGVQSRAEKTINILP
                     SGGIEQEHPLWDRNKVTTYGEGTTVIGLDGQAWTCKPFPFTGWCAQTIPDYIQSNNWP
                     YAPGSAAAATLSEDSRPWLRTVRTHH"
     gene            complement(3024067..3024978)
                     /locus_tag="YPA_2719"
     CDS             complement(3024067..3024978)
                     /locus_tag="YPA_2719"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG14681.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MLLLSKSLRYFIITAQKESITLAADKLCITASPLSRNIKELEMK
                     LGCELFTRTSKGILLTSSGHFLYDKIIPVYNEIIELEKELISNHKLNVISEEKRLELN
                     IGTDIFHYAHLLPIAKARFFNEENVNFSLEVSTSQDISQMLRENIYQVFFSQRVLPKE
                     HGIIHRKLSDEFMMIALQDDMYRDDMSQEDIISSYPLVQYPRQNISSVVDELTNYLIS
                     RKLNPIRITLPNVNDHLSIINQGGAIGILPSSVKKLINMHNYNIKLIPFVHKGEKLKV
                     KSNAYYLCDNKDVFEENILPLLGDSHL"
     gene            3026853..3028313
                     /locus_tag="YPA_2720"
     CDS             3026853..3028313
                     /locus_tag="YPA_2720"
                     /codon_start=1
                     /transl_table=11
                     /product="Xaa-His dipeptidase. Metallo peptidase. MEROPS
                     family M20C"
                     /protein_id="ABG14682.1"
                     /db_xref="InterPro:IPR001160"
                     /translation="MSELSQLSPQPLWDIFAKICSIPHPSYHEEALAQYIVTWAKEKG
                     LHAERDQVGNILLRKPATKGMENRKPVALQAHLDMVPQKNNDTVHDFTKDPIQPYIDG
                     EWVKARGTTLGADNGIGMASALAVLSDDRVEHGPLEVLLTMTEEAGMDGAFGLQPNWL
                     KADILINTDSEQEGEIYMGCAGGIDFITTMPLQREAIPAGYQTLKLTIKGLKGGHSGA
                     DIHLGLGNANKLLARFLFEQAKDLDLRVLDLNGGTLRNAIPREGHVTLAVAADKVEQL
                     KKLSQNYLATLKDELIAVEKNLTLVLEPVSTETKALTKETQQRFVALLNATPNGVIRM
                     SDAVKGVVETSLNVGVVTMNEHEAEIVCLIRSLIDSGKDYVASMLTAIGELAGAKTSP
                     SGGYPGWQPDPTSPVMALVRETYQKLFNKTPNIMVIHAGLECGLFKKPYPNMDMVSIG
                     PTMTGPHSPDEQVHIESVGQYWQLLTALLKAIPERT"
     gene            complement(3028427..3029485)
                     /locus_tag="YPA_2721"
     CDS             complement(3028427..3029485)
                     /locus_tag="YPA_2721"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-damage-inducible protein P"
                     /protein_id="ABG14683.1"
                     /db_xref="InterPro:IPR001126"
                     /translation="MRKIIHVDMDCFFAAVEMRDDPRLRDIPLAIGGSKERRGVISTA
                     NYPARRYGVRSAMPTAMAFKLCPQLTLLPGRMAAYKEASQHIREIFARYTPLIEPLSL
                     DEAYLDVSDSLACGGSATLIAQEIRQSIASELNLTASAGIAPIKFLAKIASELNKPNG
                     QYVITPNQIQPFLQDLPLSKIPGVGAVTAKRLQALGLVTCGDIQKYPLAELLKHFGKF
                     GRVLWERSHGIDEREISPDRLRKSVGVEKTLAEDIYDWESCEALIEELYLELETRLRK
                     VKPSLHIARQGVKLKFHDFQQTTQEHTWPVLNKVDLLEIAHAAWHERRAERGVRLVGL
                     HVTLLDPQLERQLLLDWG"
     gene            3029841..3030788
                     /locus_tag="YPA_2722"
     CDS             3029841..3030788
                     /locus_tag="YPA_2722"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14684.1"
                     /translation="MRNYIMTSLLLSSTFTAIAHSSPLPAPQIIAHRAGTADAPENTF
                     PAISKALANGADAIWITLQLSKDNIPVLYRPSDLKELTNESGSVSAYTASQLAEIDAS
                     IAYNKKHDIKPSAGSLFGIPTLDDVLKKYPDTIFYLDIKSPDADPIVLAKALQKTLLA
                     TSKGEKNRLIRTRVYSTNDDYLNALDTVNKSSDPSHKVQRFESRDTTRTVLANITMDH
                     QCELPIDNKERWYGLELHRKVEVVEKYTLGEGRSSAILSWDKEAMDCFRKNANAHIIL
                     FGINTQDDYKKAKELQANGVMVDSPAQFKEIISKSENVK"
     sig_peptide     3029841..3029900
                     /locus_tag="YPA_2722"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.504 at
                     residue 20"
     gene            complement(3031032..3031259)
                     /locus_tag="YPA_2723"
     CDS             complement(3031032..3031259)
                     /locus_tag="YPA_2723"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14685.1"
                     /translation="MLTVFIASFVFFLLAIAGMSLGYIVKNKTIQGSCGGIGALGMEK
                     VCDCPEPCDSRKKRLAKEAARKKKLDQFRIL"
     sig_peptide     complement(3031191..3031259)
                     /locus_tag="YPA_2723"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.981) with cleavage site probability 0.951 at
                     residue 23"
     gene            complement(3031272..3032351)
                     /locus_tag="YPA_2724"
     CDS             complement(3031272..3032351)
                     /locus_tag="YPA_2724"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine biosynthesis lipoprotein"
                     /protein_id="ABG14686.1"
                     /translation="MISVADPVITREFTVVGAIVRKYITRCLMLVIGGLLLSGCGPEQ
                     VSLEGKTMGTSYSIKYVSDSSTAAPETLQQEIDLILEEVNDQMSTYRPHSELSRFNQS
                     REVNQPFPVSAATAKVVQEAIRINRLTDGALDVTVGPLVNLWGFGPEGRPDTVPTEDE
                     ITRRRAWVGIDKLAVDKNALIKRVPELYVDLSSIAKGYGVDVVAEYLEAQNIKDYMVD
                     IGGEVRTRGNNGENKPWRIAIEKPVAGSTQRAQEIIEPGRMAVATSGDYRNYFEQDGI
                     RYSHTIDPDTGRPINHRLVSITVLDPSCMTADGLSTGLGVLGPERGMALANLLGIPVL
                     MIIKTDDGFEEQYSDAFKPYLQVKH"
     gene            complement(3032335..3033558)
                     /locus_tag="YPA_2725"
     CDS             complement(3032335..3033558)
                     /locus_tag="YPA_2725"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-uniquinone oxidoreductase subunit F"
                     /protein_id="ABG14687.1"
                     /db_xref="InterPro:IPR001709"
                     /db_xref="InterPro:IPR010205"
                     /translation="MEIILGVVMFTLIVLALTVMILFAKSKLVNTGDITVEINEDEDK
                     SFTAPAGDKLLNMLSSHGIFVSSACGGGGSCGQCRVTIKEGGGDILPTELSHISKREA
                     KEGCRLACQVNVKQNLKIELPEEIFGVKKWTCEVISNDNKATFIKELKLKIPDGDVVP
                     FRAGGFIQIEAEPHTVKYADFDVPTEYRGDWDKFNLFRFESVVTEPTVRAYSMANYPE
                     EHGIILLNVRIATPPPSVPDAPPGIMSSYIWSLKPGDKVVISGPFGEFFAKDTDAEMV
                     FIGGGAGMAPMRSHIFDQLKRLHSKRKISFWYGARSRREMFYEEDFDQLQAENDNFRW
                     HVALSDPQPEDNWTGYTGFIHNVLLENYLKDHPAPEDCEFYMCGPPMMNAAVIKMLKD
                     LGVEDENIMLDDFGG"
     sig_peptide     complement(3033484..3033558)
                     /locus_tag="YPA_2725"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.908) with cleavage site probability 0.866 at
                     residue 25"
     gene            complement(3033574..3034170)
                     /locus_tag="YPA_2726"
     CDS             complement(3033574..3034170)
                     /locus_tag="YPA_2726"
                     /codon_start=1
                     /transl_table=11
                     /product="Na+-translocating NADH-quinone reductase subunit
                     E"
                     /protein_id="ABG14688.1"
                     /db_xref="InterPro:IPR010967"
                     /translation="MEHYISLLVRAVFVENMALAFFLGMCTFLAVSKKVSTAFGLGIA
                     VTVVLGISVPANNLVYNLVLRDGALVEGVDLSFLNFITFIGVIAAIVQVLEMILDRYF
                     PALYNALGIFLPLITVNCAIFGGVSFMAQRDYNFPESIVYGFGSGMGWMLAIVALAGI
                     REKMKYANVPAGLQGLGITFISTGLMALGFMSFAGVNL"
     gene            complement(3034177..3034806)
                     /locus_tag="YPA_2727"
     CDS             complement(3034177..3034806)
                     /locus_tag="YPA_2727"
                     /codon_start=1
                     /transl_table=11
                     /product="Na+-translocating NADH-quinone reductase subunit
                     D"
                     /protein_id="ABG14689.1"
                     /db_xref="InterPro:IPR011292"
                     /translation="MADSKEIKRVLLSPLFDNNPIALQILGVCSALAVTTKLETALVM
                     TLAVTLVTAFSSFFISLIRNHIPNSVRIIVQMVIIASLVIVVDQVLRAYAYEISKQLS
                     VFVGLIITNCIVMGRAEAYAMKSPPIESFMDGIGNGLGYGVILVLVGFVRELVGSGKL
                     FGVTVLETVQNGGWYLPNGLFLLAPSAFFIIGLLIWGLRTLKPAQIEKE"
     gene            complement(3034799..3035599)
                     /locus_tag="YPA_2728"
     CDS             complement(3034799..3035599)
                     /locus_tag="YPA_2728"
                     /codon_start=1
                     /transl_table=11
                     /product="Na+-translocating NADH-quinone reductase subunit
                     C"
                     /protein_id="ABG14690.1"
                     /db_xref="InterPro:IPR010204"
                     /translation="MASDKPRNNDSIGKTLLVVVILCLVCSVVVAGAAVGLKAKQQEQ
                     RLLDKQRNILAVAGLLQPRMLAEEVQQAFATRIEPRLLDLQSGEFLKQDPATFDRSQA
                     LRDNQMSIALTPAQDIAGIRRRANVVEIYLVRGDGGQINKVILPIYGSGLWSMMYAFV
                     AIDTDGKTVRGITYYDHGETPGLGGEIENPIWRNQWIGKRLFDDQGQPAIRIVKGRAP
                     ANDPHAVDGLSGATLTSNGVQNSFNFWLGENGFGPFLKKVREGALKNG"
     sig_peptide     complement(3035498..3035599)
                     /locus_tag="YPA_2728"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.472 at
                     residue 34"
     gene            complement(3035589..3036830)
                     /locus_tag="YPA_2729"
     CDS             complement(3035589..3036830)
                     /locus_tag="YPA_2729"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-ubiquinone oxidoreductase subunit B"
                     /protein_id="ABG14691.1"
                     /db_xref="InterPro:IPR000788"
                     /db_xref="InterPro:IPR010966"
                     /translation="MGLKNFLEKIEHHFEAGGKLEKYYPLYEAAATIFYTQGKVTPGA
                     SHVRDAIDLKRMMILVWFAVFPAMFWGMYNVGYQAIPALNQLYSGAELQQVIAGDWHY
                     RLAQMLGASLTPDAGWASKMLLGAAYFLPIYAVVFLVGGFWEVVFSIVRKHEINEGFF
                     VTSILFSLIVPPTLPLWQAALGISFGVVIGKEIFGGTGRNFLNPALAGRAFLFFAYPA
                     QISGDLVWTSADGFSGATPLSQWSVNGSHSLVNTVSGQPITWMDAFLGYIPGSIGEVS
                     TLMILIGGAIIIFGRVASWRIVAGVMIGMIATAYLFNWIGSTTNPLFAMPWYWHLVLG
                     GFAFGMIFMATDPVSASFTNKGKWWYGGLIGVMCILIRVANPAYPEGMMLAILFANLF
                     APLFDYVVVQANIKRRKARGE"
     gene            complement(3036834..3038216)
                     /locus_tag="YPA_2730"
     CDS             complement(3036834..3038216)
                     /locus_tag="YPA_2730"
                     /codon_start=1
                     /transl_table=11
                     /product="NADH-ubiquinone oxidoreductase subunit A"
                     /protein_id="ABG14692.1"
                     /db_xref="InterPro:IPR008703"
                     /translation="MQHLISLMKSFKPMIKIKKGLDLPIAGAPVQTIQDGPAIHHVAL
                     LGEEYVGMRPSMLVQEGDQVKKGQALFEDKKNPGVLFTAPASGKISAINRGERRVLQS
                     VVIEVEGDEQIPFEHYAAEELNQLSDEQVQHHLLTSGLWTALRTRPFSKTPVPGSRPR
                     AIFISAMDTQPLAADPQVIIATESEAFNHGLTVLTRLTDGKVHVCHAAGQAVTRHTNT
                     QVTYNEFSGPHPAGLVGTHIHFLEPVSQTKMVWHVGYQDVIAIGKLFTRGELCTDRIV
                     ALAGPQVNQPILLRTRLGASLSELTAGKLKEGDNRIISGSVLSGTAFSATHGYLGRFH
                     QQVSVIREGREKELFGWVMPGRDKYSITRTTLGHFFKRKLFAFSTDMHGGERAMVPIG
                     NYERVMPLDILATHLLRDLLAGDTDSAQALGCLELDEEDLALCTFVCPGKYEYGPVLR
                     DILTQIEQEG"
     gene            3038279..3038458
                     /locus_tag="YPA_2731"
     CDS             3038279..3038458
                     /locus_tag="YPA_2731"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14693.1"
                     /translation="MQYWIVRESCALTERELKFNADTRTQYVRVKIAETAITQAGHQL
                     RVILAFSADTVWQMQ"
     gene            3038673..3039413
                     /locus_tag="YPA_2732"
     CDS             3038673..3039413
                     /locus_tag="YPA_2732"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14694.1"
                     /translation="MGKIALLFAMIICLPAASFTSSASEPVAVSKELKQQLLGSSVYI
                     QIFKEERVLELYAKLQGEYRLVQSYPICEFSGGLGPKRREGDFKSPEGFYRINTRHLK
                     PDSQFYRAINIGFPNDYDKSQGYSGKYLMIHGACKSIGCYAMTDAYMDEIFNYVRTAF
                     IFGQEKVDISIYPFRMTEQNIQRHRNSSYSNFWRQLQPGYTYFAKNRMPPPVSVSNGQ
                     YVLSPPPLTSTPTSQLALIKTDPLTKTE"
     sig_peptide     3038673..3038744
                     /locus_tag="YPA_2732"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.985 at
                     residue 24"
     gene            complement(3039378..3040151)
                     /locus_tag="YPA_2733"
     CDS             complement(3039378..3040151)
                     /locus_tag="YPA_2733"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14695.1"
                     /translation="MCELLGMSANVPTDICFSFTGLVQRGGGTGPHKDGWGITFYEGN
                     GCRTFKDPQPSFNSPIARLVQDYPIKSCAVVSHIRQANRGEVALENTHPFTREMWGRN
                     WTYAHNGQLKGYRQLDTGTFRPIGQTDSEYAFCWLLNQLAKRYPRTPGNWPAVFRFIA
                     SLSEQLRAKGVFNMLLSDGRFVMAYCSTNLYWITRRAPFGKATLLDQDVEIDFQQQTT
                     PKDVVTVIATQPLTGNETWHKIAPGEFALFCLGERVGFN"
     gene            complement(3040354..3040935)
                     /locus_tag="YPA_2734"
     CDS             complement(3040354..3040935)
                     /locus_tag="YPA_2734"
                     /EC_number="5.3.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoheptose isomerase"
                     /protein_id="ABG14696.1"
                     /db_xref="InterPro:IPR004515"
                     /translation="MYHDLIRSELNEAADTLANFLKDDSNIDAIQRAAILLADSFKAG
                     GKVLSCGNGGSHCDAMHFAEELTGRYRENRPGYPAIAISDVSHLSCVSNDFGYDYVFS
                     RYVEAVGREGDVLLGISTSGNSGNIIKAIEAARAKGMKVITLTGKDGGKMAGSADIEI
                     RVPHFGYADRIQEIHIKVIHILIQLIEKEMVKA"
     gene            3041175..3043622
                     /locus_tag="YPA_2735"
     CDS             3041175..3043622
                     /locus_tag="YPA_2735"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-CoA dehydrogenase"
                     /protein_id="ABG14697.1"
                     /translation="MIVLSIIALLVLISVLFYHRVNLYLSSLILLVYTAALSASQLWS
                     FWVLLPLVIMLLPLILTPLRKSLFSAPALRIFRSVMPAMSRTEKEAIDAGTTWWEGDL
                     FRGAPDWKKLHNYPKPQLTAEEQAFIDGPVEEACRMANDFQITHELADLPPELWDYLK
                     EKRFFAMIIKKEYGGLEFSAYAQARVLQKLAGVSGILAITVGVPNSLGPGELLQHYGT
                     EEQKNHYLPRLARGDEIPCFALTSPEAGSDAGAIPDVGIVCMGEWQGKQVLGMRLTWN
                     KRYITLAPIATVLGLAFKLSDPEHLLGDTVDLGITCALIPTHTPGVEIGHRHFPLNIP
                     FQNGPTRGNDIFVPIDYIIGGPQMAGQGWRMLVECLSVGRGITLPSNATGSLKSVAMG
                     IGAYAYIRRQFKISIGKMEGIEEPLARIAGNTYVMDAAATLITSGIMMGEKPAVLSAI
                     VKYHCTHRGQRAVMDAMDIAGGKGICLGPANFVARGYQGAPIGITVEGANILTRSMII
                     FGQGAIRCHPFVLDEMAAAQSNDVAAFDKALFGHLGHVGSSMVRSFWLGLTNGRTSAT
                     PVKDSTRRYYQQLNRLSANLALLSDVSMGVLGGSLKRRERISARLGDILSQLYLASAT
                     LKRYEDEGRQKEDLPLVHWGVQDALYQAEQALDDLLRNFPNSVIAGLMRVVVFPLGRV
                     HRAPSDHLDHQLAQLLQVPSATRSRIGRGQYLTPSEFNPVGLLEAALLDVIAAEPIHK
                     RLSKEAGKSLPFTRLDQLAKHALAEGKISAEEAALLTKAENSRLRSINVDEFDASALA
                     ANPVVKKPAKQQQTEAA"
     gene            complement(3043794..3044540)
                     /locus_tag="YPA_2736"
     CDS             complement(3043794..3044540)
                     /locus_tag="YPA_2736"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14698.1"
                     /translation="MLKWQATTACEDPAEGEELHRLVADIPIGILQHITLRRQFWRTA
                     CAIYLLGCGFSLSDVSNRMLWDENLIDKNVRATLQRLLGAQGLRLLLMGRITQSEISQ
                     ILRQTALRLLYFSHYYESDAVASYLQQGQSLLSASAQCSPCELFQGRISPGEVDEVQL
                     TLLMDIAKVTKISLRAALHRHLVEGATEEWVCSVYKMNQEDFWQNMRKLHRLNERVVQ
                     LLPFYTRQTSSCMCVGCPRSPQPLTDVSSS"
     gene            complement(3044542..3046395)
                     /locus_tag="YPA_2737"
     CDS             complement(3044542..3046395)
                     /locus_tag="YPA_2737"
                     /codon_start=1
                     /transl_table=11
                     /product="putative accessory processing protein"
                     /protein_id="ABG14699.1"
                     /db_xref="InterPro:IPR000276"
                     /translation="MADKSVELTPVVEAPVVFSLPYFEFLVCTRRYEDAGRLLILMLE
                     KLDTQYGRWDVFSLNKQPIQQQEYYCNRLAAAIGCLFSDPGFVISETGFLQLINFHRW
                     IALIFAASTFGHADHVITNLNEAGNGCSHPLRFERNNFLKFCVMYLPESGIPLQPDIL
                     WQFNPQATAALFLALLSPRILPSAAGHEKRETLLAWLPEKLLTLISLEGLPERILHDV
                     YMHCSYADMAKKHTIKRSINFHLRKTMLKNGLSDMNELPPLRSKPLMLVILEWFNSGH
                     SIYRTHSSTLRAARDQFSTHGVAIAEATDDITRKVFDDFTEVSRTGAVETIMALAQQL
                     RPDVIYFPSVGMFPMTVALTNLRLAPLQVMALGHPATTHSDYIDAVLVEEDYLGDIAC
                     FSEKVVSLPKDCLPYVPPANITQPEPIQQFVQREAVHIAVCASAMKINPRFLAACAEI
                     ALRSPLPIIFHFLVGFCWGITHRVMEKAVNEMVTSAKVYEHLNYQNYLQVINQCDLFI
                     NPFPFGNTNGIVDTVRQGLPGVCLSGEEVHEHIDEGLFRRLGLAEELITHNVEQYITA
                     TVRLITDTNWRNGLRRQLLQTQPDNVLFTGKPEQFGQIVRALLDNGHQDVN"
     gene            complement(3046550..3052282)
                     /locus_tag="YPA_2738"
     CDS             complement(3046550..3052282)
                     /locus_tag="YPA_2738"
                     /codon_start=1
                     /transl_table=11
                     /product="putative adhesin"
                     /protein_id="ABG14700.1"
                     /db_xref="InterPro:IPR006626"
                     /db_xref="InterPro:IPR008638"
                     /translation="MNSKLYKLIFCRRLGCLIAVGEFTRSYGRAFSSKGGQAGNNQRR
                     AVGILSRLAMMTGLALGIFPLLVLAHPVLPVNGHVVIGQGMLDQQSSTLTVTQQTDKL
                     AINWDSFDIAHGHSVIYAQPGSQSIALNQVQGQSASQIYGRLQANGQVFLLNPRGILF
                     GKEAQVNVGGLVASTKYMSNPEFLSGDYRLIGGESEGNIINQANLRSAPGGYIALVGN
                     RIDNQRSGSITTPQGNTVLAVGHSVTLNLDHGNLLGVQIQGETVAALIQNGGLIQADG
                     GVIQLTAKGKDMLMDTVIDNTGILQAKGLSAKNGAIYLDGGGEGVVSQMGTIDVNNQQ
                     GRGGRAVVEGKRIYLNKNSNIKAKGTAGGGTVLVGGGWQGKDNQIRNATAVVMDKGSD
                     IDVSASRNGPGGSAVLWSEDYTGFHGNIRARGGPQSGDGGQVETSSQRNLQAFGQVDA
                     SAVRGSAGYWLLDPAEVTIVSSGAESGVMTKVGNIPAEFFSSAHIFIPTANITQILNS
                     SINTQLNSGTNVTITTSNSSLTGCQWCNITVQADITKTAGADATLTLQADGNIVVNNN
                     ITADAGKLNLNLLAGNTTADSAITLNNSKVLLNGGDFLAKHANDNNTARIGLLGGRYD
                     VGNFTLDGNTALASQVGVNISNAANISVAGETVISGVSSNSRGQGWRGIDISNNSILT
                     GVGNMTFSIGSNSNVSWMGAFTNATITSDKNIIFQGTGSSSGGVDFVNSRILSKSGRV
                     LFDINGNIVVKNVYGLRVNNSQLSAKDVKFAVNVTGVDGFLLRDSHVTATSGDINANA
                     NTINKGIWISGKTNLNASGNVNLHGVTTNSAYAGADAIKISGNSSSNNVNITAGGHIS
                     LIAVNGGKEIGSTVSVDYANIIAKNGDFNLNITGMKGSPFNNATITANNISMNGNITA
                     NDAVLMTNTFLTAKGDIKTDLTSPTKGLWFRGNGGMTAANNILLVANSTSSGETVKIN
                     ASSSNKMNITAGKDISIIAGNSKTATGPNINIENVNIETNNGNFTTNGITSTWLSGVN
                     VSANGVDITSNSTGTGGIVLDNTNILTTVGDINTIVTNSSGKGIWIKSNSTLNSNKDI
                     TLVGVSAGQNEGVIIQGSSDASRNNISAQGNITLIGKMGNGSGQHSLINLGNVSLTSS
                     GRNIDINGSSAGTGDVYFTNVELNATAGNVSIYAETKTALSTSLNAVLSLGGNNSIKA
                     QNGWLIGKAFNTTQGAGIGFRANSSLSVDGNIILKGETEGVGATRKGIDFYGANTLNI
                     IKGSQLSLLGENKGAQDTAGGNGISYTSPAKLTVNNNGSLKMEGRSTSGTGINFPSSN
                     NTLVFNGDGDTLIKGSSVAGTGAAISGVVNNSTGPMTIEGISTDGAGVHLFSAEHRID
                     RINVTGSSTHAEGLRISGNAAIVDTTLTGKSINGSGVKIDSLPGSSVVTRSVLDNATL
                     NGSSSSGKGVEITSDINGIHHSSINGTTTGTGYGIDIGENSNVTGTSEADLLILQGVA
                     TTGTGTGIKLNGNNDLSNTSLNSSAVDGIALDITGPLANQGNVILNGTASGSGIGAQV
                     NGSLSDSVVNGTSTNGIGVQINGSLKNSRINGISANGSGVKIDGESTLDNATLNGNST
                     EGKGVDLAANLSGNHGSVVHGDTVHGTGIDVGKDVTLSGGGTDEPLTVSGNASGEKGT
                     GVQLGGNNTLDNTTLSGNATDGHGVEINSRLINNGNTTINGKTSDDGHGVHINGAISG
                     GEINGHSDNSHGVFLDESALLNDIVIGGGTGSYKLPVFIALPETIGERVTLNGKPIDK
                     TQPEGSKAREGDNLTRGKYTPLPPATDPELPPASTDEEKNTKQTSTLTPSQKREDPDM
                     LIMARNHILSTLEGRDLSSSVVTESEQSAAGVTGIMVCLPLSETSEHEPCDTYILDKG
                     QPHLPMMVKK"
     gene            complement(3052323..3054113)
                     /locus_tag="YPA_2739"
     CDS             complement(3052323..3054113)
                     /locus_tag="YPA_2739"
                     /codon_start=1
                     /transl_table=11
                     /product="putative surface-exposed protein"
                     /protein_id="ABG14701.1"
                     /translation="MRDCYCHGMLWFPLKFSLLALFSLSCSPLIATPQVLNVPNAGAI
                     SNEIRQTTIEPLNAPEETDIKLPQLNKPTPPEGGLATERITLHRVRFEGDVSLFQPGI
                     TADNKDLQALITPWLNRSLTFNDLQAMTFAVTRFYRKKGWVAAQAILPPQTIRDGIIV
                     VRVIAGRLDKPQINNQSSLNSHFITTVIESNSCSKKNGIFGDKDCAASPVELSRLERT
                     ALILNEIPGVEASLALKPGTQSGMTRIYADVTPGKKMMAYLAADNQGNDYSGHNRLLT
                     GGVLNNLTGWGDQLRADLILSSSADVFNGLLDYNFPINSYGTRAALNYSYLDYTLTGP
                     FSVLDARGHSTTWGINLRHPWIRTSAARIDVNAGYYQARMRDALILLPEQKRNLNAGE
                     FGISGTFTALPRGLSNFNLLGTAGDLALDDEYSQSINTLTHVSGNFSRFNYRVGHDQG
                     IGSHVSFFNQFTGQMASKNLDSSQKLLLGGPLAVRAYGIGDGSVDKGTIFTTELRTRW
                     QPDFPDWAGYGHQITVAAFFDQGWGAYYRQPIVGLSENNINISGFGSYITFARPADYF
                     LNLTWAHRTGQAVTRHQDNDQLWLSAYKMF"
     sig_peptide     complement(3054018..3054113)
                     /locus_tag="YPA_2739"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.854) with cleavage site probability 0.833 at
                     residue 32"
     gene            complement(3055019..3056302)
                     /locus_tag="YPA_2740"
     CDS             complement(3055019..3056302)
                     /locus_tag="YPA_2740"
                     /EC_number="3.5.1.87"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino acid hydrolase"
                     /protein_id="ABG14702.1"
                     /db_xref="InterPro:IPR001261"
                     /db_xref="InterPro:IPR010158"
                     /translation="MSVTLPDIEAEQAALQVLARCDVLAAISESPEGLTRVYLSPEHL
                     RANRQVGEWMQAVGMQVWQDTVGNICGRYEGRQPDAPAILLGSHLDTVRNAGRYDGML
                     GVLTALEVVGYLHRHQQRLPVAIEVIGFADEEGTRFGITLLGSKGVTGRWPVEWLNTT
                     DADGISVAQAMVRAGLDPMDIGQSARAANAFCAYLELHIEQGPCLENAGLALGVVTDI
                     NGARRLQCQFTGLAGHAGTVPMGQRQDALAGAAEWMCVVEALTAAQGEHLVATVGTLT
                     CLPGAVNVIPGQVRLTLDIRGPNDRGVNDLLTRLLAEAEAIATRRGITFAAEGFYRIK
                     ATACDSALQQCISQSISQVQGRCLALPSGAGHDAIAMAECWPVGMLFVRCKGGVSHHP
                     DESVTSSDVAVAIQAYLEAVLTSPSSPSSLTPQRC"
     gene            complement(3056302..3056760)
                     /locus_tag="YPA_2741"
     CDS             complement(3056302..3056760)
                     /locus_tag="YPA_2741"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase, class V"
                     /protein_id="ABG14703.1"
                     /translation="MHRSLQHGSALLAGIQGMGLSVFGDRKHRMNNVLGVVIPKGIPG
                     EQVRQLLLNDFGIEIGTSFGPLNGKIWRIGTMGYNARKDCVMQTLVALEAVLNRLGFT
                     TVQGAGLQATWDVYQVDSAHQVDSAHQVDSTHQADSAQRNSDHAQLNGAN"
     gene            3056830..3057852
                     /locus_tag="YPA_2742"
     CDS             3056830..3057852
                     /locus_tag="YPA_2742"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14704.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3057852..3058631
                     /locus_tag="YPA_2743"
     CDS             3057852..3058631
                     /locus_tag="YPA_2743"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14705.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3058682..3059605)
                     /locus_tag="YPA_2744"
     CDS             complement(3058682..3059605)
                     /locus_tag="YPA_2744"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14706.1"
                     /translation="MSEINPNPLFRQINPPARLLMGPGPINADPRVLRAMSSQLIGQY
                     DPAMTDYMNQVMALYRGVFRTENRWTMLIDGTSRAGIEAILLSAIRPGDKVLIPVFGR
                     FGYLLCEIARRCRAEVHIIEVPWGEVFSPDRIEDAIKHIRPRLLLTVQGDTSTTMLQP
                     LAELGDICRRHQVLFYTDATASLGGNPLETDAWGLDAVSAGLQKCLGGPSGSSPITLS
                     PQFAEQIRRRKCIEQGIRTSDHADGDEEMIYSNYFDLGMIMDYWGPERLNHHTEATSM
                     LFAARECARVILEEGLDHGIARHALHGVNDG"
     gene            complement(3059637..3060383)
                     /locus_tag="YPA_2745"
     CDS             complement(3059637..3060383)
                     /locus_tag="YPA_2745"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino acid ABC transporter, ATP-binding
                     protein"
                     /protein_id="ABG14707.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MPLITINQVQKYYGKNHVLKGVDLDIEIGEVISIIGRSGSGKST
                     LLRCMNGLEDYQDGSIKLGGMTVTNRDSQAREISRSVGMVFQNFNLFPHMTALENVML
                     APRRVLKKGAIECRELAAQMLEKVGLADRVDYYPANLSGGQQQRVAIARALAMEPKVL
                     LCDEITSALDPELVGEVLKVLEQLAAEGMTLILVTHEMNFAREVGDRVVFMHQGRVWE
                     QGESRALFADPQTRELKQFISSVRGLSGPA"
     gene            complement(3060364..3061017)
                     /locus_tag="YPA_2746"
     CDS             complement(3060364..3061017)
                     /locus_tag="YPA_2746"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino acid ABC transporter, permease
                     protein"
                     /protein_id="ABG14708.1"
                     /db_xref="InterPro:IPR010065"
                     /translation="MTFTDWDIIRNLLLAARWTLLLSLTAFFGGTLVTLPLMLMRLSH
                     WRWAARVVRLYTELFQGTPLLMQLFLAFFGLALFGIDVSPWTAAAMALTLFTSAFLVD
                     IWCGSIAALPKGQWEASRCLGLSFHQTLFRVIAPQAMRIAIAPTVGFSVQVIKGTALA
                     SIIGFVELTKAGTMLNNVTYQPFKVFGLVALGYFLMCYPLSRYSHYLEKKFHAIDHH"
     gene            complement(3061014..3061682)
                     /locus_tag="YPA_2747"
     CDS             complement(3061014..3061682)
                     /locus_tag="YPA_2747"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino acid ABC transporter, permease
                     protein"
                     /protein_id="ABG14709.1"
                     /db_xref="InterPro:IPR002197"
                     /db_xref="InterPro:IPR010065"
                     /translation="MTYQLNFAALWPYLPELLSGLLTTIELTVMATIGGIALGICGAA
                     IRCGNTVILRRLWGGYVEIVRNTPFVVQLFFIVFGLPALGLKLSAGQAALLAMTINLG
                     AYSTEIIRSGIQASAKGQWEAARVLGLSRSQTFFRVILPPSLQRIYPALVSQCIIVML
                     GSAVVSQVSFEELTFAANLIQSRTFLSFEVYLVTTLLYLLFAIVMRQLLLAAGRRYFG
                     SHAS"
     gene            complement(3061695..3062483)
                     /locus_tag="YPA_2748"
     CDS             complement(3061695..3062483)
                     /locus_tag="YPA_2748"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino acid ABC transporter, periplasmic
                     protein"
                     /protein_id="ABG14710.1"
                     /db_xref="InterPro:IPR001311"
                     /db_xref="InterPro:IPR001638"
                     /translation="MNIKKRMLWLWAVLVLVQAPAVLADQLEKIQQRGVLRVAVPQDF
                     PPFGSVGTDLQPQGYDIDMAQYLADKMKLKLQLVSVTSANRVPYLQTDKVDLVISSLG
                     KNPEREKAIAFSRAYAPFFLGVFGAKDDELKQPEQLAGKTIGVTRGAVEDMVLSEIAP
                     KAAQIRRYEDNNTTLSAYLSGQVNYLATGNLVISALARQNPKQAPVAKFMLKDSPCYI
                     GLRQGEPALKAKVDALIGDALQDNTLNGLSEKWLKAPLPADLGA"
     sig_peptide     complement(3062409..3062483)
                     /locus_tag="YPA_2748"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.970 at
                     residue 25"
     gene            complement(3062811..3063644)
                     /locus_tag="YPA_2749"
     CDS             complement(3062811..3063644)
                     /locus_tag="YPA_2749"
                     /codon_start=1
                     /transl_table=11
                     /product="putative rpiR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG14711.1"
                     /translation="MKQIDERLRGHYTQLTPQEQRVADFIFAHFDDLISYNSAELARL
                     SGVSKATVSRLFKRLGYGSYREMREEVRALRQSGMPLTDNRDAVQGNTLLARHYKQEM
                     ANLAHWVNQLDSQQLTDVIDAMAQAPRILLLGLRNSYPVALHLRQQLLQVRQQVHVIP
                     QAGQTLAEELVDITPHDLVIVVAFRRRPKAIREILLHMQGQGVPTLLICEPQAQSLLS
                     LARWRLTTPLDSVSAFDSYSAAMSLVNLLSNALLHKILAEGRQRIHQIANLYDSLGEL
                     E"
     gene            complement(3063827..3063985)
                     /locus_tag="YPA_2750"
     CDS             complement(3063827..3063985)
                     /locus_tag="YPA_2750"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14712.1"
                     /translation="MLIIFSDVFFMTTPVLTKQAVNQIQGGELGGYSLCGCYLAYYFL
                     TSAILFAD"
     gene            3063954..3064157
                     /locus_tag="YPA_2751"
     CDS             3063954..3064157
                     /locus_tag="YPA_2751"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14713.1"
                     /translation="MKKTSEKMISMDWPAYILQMETLLAVALDEQRRAALQQQFEHIA
                     ALAAPLMALPLDERQEIAGVYRL"
     gene            3064154..3065551
                     /locus_tag="YPA_2752"
     CDS             3064154..3065551
                     /locus_tag="YPA_2752"
                     /codon_start=1
                     /transl_table=11
                     /product="amidase"
                     /protein_id="ABG14714.1"
                     /translation="MKPASSLTISEIQQALHKGELSAQAIAQQTLDAITVANPLINAY
                     THITADRMLSEACRLDTLRAKGQPLPALAAVPYAVKNLFDVAGETTLSGASLFCDQAP
                     AKQDAWAISCLSRQGAMLSGMLNMDAYAYGFTTENSHYGATHNPHDLNRIAGGSSGGS
                     AAAVAAGLVHFSLGSDTNGSIRVPSSLCGIFGLKPTFGRLSRRGTHPFVASLDHIGPM
                     ARCTQDLAVVYDVMQGIDTQDNFQADQPVTPCQNLLTRGQQGLRSAVLGGYFHQWSDD
                     DAKAAVLAVAKALEANAEVEMPQSDLARSAAFIISASEGGNQYLPALRKSPQRFEPLS
                     RERLLAGAMLPATWYVQAQRFRHHFRQHILPLFEHWDILIAPATPCSATLIGQDTMRI
                     NDMDLPIRASMGILTQPISFLGLPVVSVPLKTTRGLPIGIQLIAPPWREDLCLRAAYA
                     LEQQGLVSAPVSTVI"
     gene            3065467..3066015
                     /locus_tag="YPA_2753"
     CDS             3065467..3066015
                     /locus_tag="YPA_2753"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14715.1"
                     /translation="MARRFMPARGLCAGATRVGQRAGEYCYLIGPLFDRTVLDKDSHL
                     ARTVSDENNQMKNACIDHLAVLAEVTAAFYRYEQALIGNDIAVLDALFWHDKRTVRFG
                     AGEDLYGIDAIREFRQNRPSVGLDRKLKNTVITTFGEDTAVASTEFYREGSTRVGRQM
                     QTWVKLPCGWRIVAAHVSLIAE"
     gene            3066243..3067442
                     /locus_tag="YPA_2754"
     CDS             3066243..3067442
                     /locus_tag="YPA_2754"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transporter"
                     /protein_id="ABG14716.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MQKTDTPGLSPALIVLMSVATGLAVASNYYAQPLLETIATNFNL
                     SVNQAGFIVTAAQLGYAVGLMFLVPLGDMFERRGLIVGMTLLAAGGMLITAMSQNLTM
                     MIIGTALTGLFSVVAQLLVPLAATLAAPEKRGKVVGIIMSGLLLGILLARTVAGALAT
                     LGGWRTIYWVASALMFIMALVLWRCLPRYKQHTGLNYGQLLGSIFALFIHTPVLRTRA
                     LLGALSFANFSVLWTSMAFLLAAPPFGYSEATIGLFGLVGAAGALMATKAGQLADKGK
                     ARVTTSAGLVLLLLSWLPIAFGQHSIIALIIGIIVLDLAVQAVHVTNQSVMYRMMPEA
                     RNRLTAGYMTSYFIGGALGSLISAAAYQHAGWYGVSTAGLVLCLLNIVTWLVGKRSDQ
                     PANQTVE"
     sig_peptide     3066243..3066323
                     /locus_tag="YPA_2754"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.996) with cleavage site probability 0.638 at
                     residue 27"
     gene            3067602..3068375
                     /locus_tag="YPA_2755"
     CDS             3067602..3068375
                     /locus_tag="YPA_2755"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino acid transporter"
                     /protein_id="ABG14717.1"
                     /translation="MPNPTTAPSSTTSAAATFVEGITDSLPIVIGYLPVAFAFGLSAV
                     KLGFTPLESIFFSCIIYAGASQFVITALLSAGMSLWVSALTVMAMDVRHILYGPALKH
                     RILAKLSGKKTALWAFGLTDEVFAAATTKLMKDQRRWSENWMLGIAVTSWLSWVLGTA
                     IGAMFGNGPLENYPAIEASLSFMLPALFLSFLLASFKRQYSLTVIASLSGALLGVLLF
                     SIPVAILAGIAGGCLATLLQPTASVVAKHREDHEQEPTP"
     gene            3068372..3068713
                     /locus_tag="YPA_2756"
     CDS             3068372..3068713
                     /locus_tag="YPA_2756"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14718.1"
                     /translation="MNTDILMIGLVVGTVNYLFRYLPLRFGPARKQTGLLRGKMSLLL
                     DSIGIASICALLVVSSTPEIIHHPQKLLPTLIGFLVICGCFYKTNSIIFATLLGALCY
                     GLTFKLLTILG"
     gene            3068885..3069397
                     /locus_tag="YPA_2757"
     CDS             3068885..3069397
                     /locus_tag="YPA_2757"
                     /codon_start=1
                     /transl_table=11
                     /product="MarR-family transcriptional regulatory protein"
                     /protein_id="ABG14719.1"
                     /db_xref="InterPro:IPR000835"
                     /db_xref="InterPro:IPR002197"
                     /translation="MESSFSPIEQMLNSRAKRQKDFPYQEILLTRLSMHMHSKLLENR
                     NKMLKAQGINETLFMALITLDAQESRSIQPSELSAALGSSRTNATRIADELEKKGWIE
                     RRESHNDRRCLHLHLTEAGIEFLHQLLPPQHKCLHFLWSTLTEQEQQQLEMLTRKLLT
                     RLDQMEISEQ"
     gene            3069781..3070953
                     /locus_tag="YPA_2758"
     CDS             3069781..3070953
                     /locus_tag="YPA_2758"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug resistance protein A"
                     /protein_id="ABG14720.1"
                     /db_xref="InterPro:IPR005694"
                     /translation="MSESAGAQAPQRPQNKKQQRKRVLLLLTAIFIMIGVAYLIYWFL
                     VLRHHQETDNAYISGNQVQIMSQVPGSVVSVHFENTDFVKSGDVLVTLDPTDAEQAFE
                     QAKTALANSVRQTHQLIINSKQYQANIALKKTELSQAQNDLKRRVVLGAAAVIGREEL
                     QHARDAVEAAQASLDMAVQQYNANQALVLNTPLEKQPAIEQAAAKMRDAWLTLQRTKV
                     VSPISGYVSRRSVQVGAEISSGTPLMAVVPADQLWIDANFKETQLANMRIGQPATIVT
                     DFYGDDVVYQGKVVGLDMGTGSAFSLLPAQNATGNWIKVVQRLPVRIALDEKQLKEHP
                     LRIGLSSLVKVDTANTDGHVLAQNVRKEPAFMTNALSLDFAPVNQIISDIIHANAD"
     gene            3070992..3072527
                     /locus_tag="YPA_2759"
     CDS             3070992..3072527
                     /locus_tag="YPA_2759"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug resistance protein B"
                     /protein_id="ABG14721.1"
                     /db_xref="InterPro:IPR001411"
                     /db_xref="InterPro:IPR004638"
                     /db_xref="InterPro:IPR007114"
                     /translation="MAQKPLEGAPLAWMTVALSLATFMQVLDSTIANVAIPTIAGDLG
                     SSNSQGTWVITSFGVANAISIPVTGWLAKRVGEVRLFLWSTGLFVLASWLCGMSNSLG
                     MLIFFRVIQGLVAGPLIPLSQSLLLNNYPPAKRSMALALWSMTIVVAPIFGPILGGYI
                     SDNYHWGWIFFINIPIGLVVVLLAGSTLKGRETKTEIRPIDTIGLVLLVVGIGALQIM
                     LDQGKELDWFNSTEIIVLTVVAVVAITFLIVWELTDDHPVIDLSLFKSRNFTIGCLCL
                     SLAYMLYFGAIVLLPQLLQEVYGYTATWAGLASAPVGILPVLLSPLIGRFAHRIDMRQ
                     LVTFSFIMYAVCFYWRAYTFEPGMDFGASAWPQFFQGFAIACFFMPLTTITLSGLPPE
                     RMAAASSLSNFMRTLAGSIGTSITTTLWTQRESLHHAQLTEFVNPYNPNATQAYQELE
                     KLGMSQQQASAYLAREITNQGLIISANEIFWLSAGVFLMLLALIWFARPPFTSGGGGG
                     GAH"
     gene            complement(3072650..3073816)
                     /locus_tag="YPA_2760"
     CDS             complement(3072650..3073816)
                     /locus_tag="YPA_2760"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tRNA/rRNA methyltransferase"
                     /protein_id="ABG14722.1"
                     /db_xref="InterPro:IPR001537"
                     /translation="MNDSFSGKNGKVKVMYVRSDESSDDRNSSNRDNRNNSSRDNSNR
                     DNNSRGRSQRPAGNGRPGDNARQGDNTRQGNAPRNNDSRRPDSGRNERDRPSRPARSE
                     GSSPYDSPWKTVSRAPSEEPEFDHGGISGKSHIDPAQLRRQRAEETRVYGENACKALF
                     ESRPDAIVRAWFVQSVTPRFREALKWMAANRKAYHVVEEDELAKASGTEHHGGVCFLI
                     KKRQGLDAETYLQQQTQAKDCVLALEEVGNPHNLGGIMRTCAHFGINGVLLQDPAMLE
                     SGAAVRTAEGGAEHIKAINADDFLSVLDTFRKAGYTIVTTSSHKGVSLSKAELPAKMV
                     LVLGQESDGLTDSAWQQGDLSVSIGGTGRVESLNVSVATGILLAEWWRQNSAQG"
     gene            3074068..3074505
                     /locus_tag="YPA_2761"
     CDS             3074068..3074505
                     /locus_tag="YPA_2761"
                     /codon_start=1
                     /transl_table=11
                     /product="thioredoxin 2"
                     /protein_id="ABG14723.1"
                     /db_xref="InterPro:IPR005746"
                     /db_xref="InterPro:IPR006662"
                     /db_xref="InterPro:IPR006663"
                     /translation="MNTVCTACMATNRLPEERIDDGAKCGRCGHSLFDGEVINATAET
                     LDKLLQDDLPMVIDFWAPWCGPCRSFAPIFAETAAERAGKVRFVKVNTEAEPALSTRF
                     RIRSIPTIMLYRNGKMIDMLNGAVPKAPFDNWLDEQLSRDPNS"
     gene            3074675..3075424
                     /locus_tag="YPA_2762"
     CDS             3074675..3075424
                     /locus_tag="YPA_2762"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14724.1"
                     /translation="MTDTFTTGHTLPTAITTENAVLRLRQQRLAAATRAYRARGCRAI
                     RCQSCLLAERFCLCDTIKPQQANSRFCLIMFDTEPLKPSNTGRLIADILPDTHAFLWA
                     RTEVDPELLAAISDPLRQPYVVFPEAYAEPERQVINQLPISDKPPLFILLDGTWTEAK
                     KMFRKSPYLAGLPLLSLQVSHLSDYQLREAQRPEQHCTVEVATALLHQAGDIQAAEGL
                     RDHFHYFRQQYLAGKPHHPVGRVTASHEENA"
     gene            3075467..3078109
                     /locus_tag="YPA_2763"
     CDS             3075467..3078109
                     /locus_tag="YPA_2763"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase"
                     /protein_id="ABG14725.1"
                     /translation="MSQRGLEALLRPKSIAVIGASEKPERAGFLMMRNLLDGGFNGPI
                     LPVTPNHKAVCGVLAYANIASLPITPDLAILCTHDCRNLTLLEDLGNRGCKAAIILSA
                     APEQFPELKACAQRHHMRLLGPNSLGLLAPWQGLNASFSPVPIKKGRLAFISQSAAVA
                     NTILDWAQQREVGFSYFIALGDSLDIDVDDLLDFLARDSKTSAIMLYIEHISDARRFL
                     SASRSASRNKPVLVVKSGRSQRAQQLLNGQQGLDAAYDAAIQRAGLLRVQDTHELFSA
                     VETLSHMRPLRGERLLIVSNGSAPAAMALDELIRRNGKLATLSDATQSALSEALPPFV
                     ALRNPIDLRDDASAERYLAALKPLLDSSDYDTLLLIHSPSAAAPGGKTAELLISAIRQ
                     HPRGKRITLLTNWCGEYSSQDARRLFTEAGIPTYRTPEGAITAFMHMVEYRRNQKQLK
                     ETPALPIGLTANTAHVHQLIRQALAEGATQLDTHEVQPILEAYGLRTLPTWIASDSVE
                     AVHIAERLGYPVAIKLRSPDIPHKSEVQGVMLYLRTAIEVQRAADDILDRVKRTYPQA
                     RIHGLLVQSMANRAGAQELRIAVEQDAIFGPLIMLGEGGIEWHHETQAAVALPPLNMV
                     LARYLIIQAVKGGKIRSRGSLQPLDIPGLSRLLVQVSNLILDCPEITRLDIHPVLASG
                     SEFTLLDVSMQLAPVTGDPQARLAIRPYPHELEEKVTLRDNSQCLFRPILPEDEPLLK
                     LFIDQVTKEDLYYRYFSEINEFSHDDLANMTQIDYDREMAFVAVRQNSEGPEIIGVTR
                     AFSDPDNIDAEFAVLVRSDLKGLGLGRALLEKMIRYARSHGLSRLTAVTMPNNRGMIG
                     LAQKLGFTIDVQIEDGIVNLELTL"
     gene            3078285..3079640
                     /locus_tag="YPA_2764"
     CDS             3078285..3079640
                     /locus_tag="YPA_2764"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-diacylglycerol--serine
                     O-phosphatidyltransferase"
                     /protein_id="ABG14726.1"
                     /db_xref="InterPro:IPR001736"
                     /translation="MLSKFKRSKHQQHLAQLPKLPQSVDDVQTLYCPKVFRSTLLELI
                     AQATKRIFLVALYLEQDDAGRDVMNALYQAKQSHPELEIYVLVDWHRAQRGRIGAAAV
                     NTNADWYCDMAAKHPNISVPVYGVPVNTREALGVLHLKGFIIDDTVIYSGASINDVYL
                     YQNDKYRYDRYQLITNPSLATIMVDYVKQRILSAGAVQRLDRNDRPTTPEIKNETRQF
                     RSSLRDASYQFSAQAHNDELAVTPLVGLGKKSLLNKTIHHLMASADERLTICTPYFNL
                     PALLVRNIIYLLREGKQVEIIVGDKTANDFYIPEDQPFKIIGALPYLYEINLRRFLSR
                     LQPYVDNGQLIVRLWKDGDNTYHLKGMWVDNNWQLITGNNLNPRAWRLDLENAILIHD
                     PKHEMHEQRAKELECIRTHTKVVSHYLELENIQQYPVKVRKLIRRLRRIRIDRLISRI
                     L"
     gene            3079702..3080043
                     /locus_tag="YPA_2765"
     CDS             3079702..3080043
                     /locus_tag="YPA_2765"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14727.1"
                     /translation="MRLHIYLRRLLIAPLLLLTSACTHVANDSWTGKDKAQHFFASAA
                     LAAAGTAYGEHQNWSDAKSRNFGLLFSIGIGAGKEWYDSRQAGTGWSWKDFTWDIAGA
                     ITGYSLYRAAN"
     sig_peptide     3079702..3079779
                     /locus_tag="YPA_2765"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.899 at
                     residue 26"
     gene            complement(3080423..3080656)
                     /locus_tag="YPA_r069"
     rRNA            complement(3080423..3080656)
                     /locus_tag="YPA_r069"
                     /product="5S ribosomal RNA"
     gene            complement(3080656..3083562)
                     /locus_tag="YPA_r070"
     rRNA            complement(3080656..3083562)
                     /locus_tag="YPA_r070"
                     /product="23S RNA"
     gene            complement(3083781..3083856)
                     /locus_tag="YPA_r071"
                     /note="tRNA-Ala4"
     tRNA            complement(3083781..3083856)
                     /locus_tag="YPA_r071"
                     /product="tRNA-Ala"
     gene            complement(3083908..3083984)
                     /locus_tag="YPA_r072"
                     /note="tRNA-Ile3"
     tRNA            complement(3083908..3083984)
                     /locus_tag="YPA_r072"
                     /product="tRNA-Ile"
     gene            complement(3084087..3085602)
                     /locus_tag="YPA_r073"
     rRNA            complement(3084087..3085602)
                     /locus_tag="YPA_r073"
                     /product="16S RNA"
     gene            complement(3086146..3088719)
                     /locus_tag="YPA_2766"
     CDS             complement(3086146..3088719)
                     /locus_tag="YPA_2766"
                     /codon_start=1
                     /transl_table=11
                     /product="Clp ATPase"
                     /protein_id="ABG14728.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MRLDRLTSKFQLALADAQSLALGRDNQFIEPLHLMSALLNQDGG
                     TVRPLLTSAGINVARLRSDIEQALGRLPQVEGTGGDVQPSNELVRVLNLCDKLAQKRS
                     DKFISSELFVLAVLEDRGTLTDMLKAAGATVAIIDKAIETMRGGDKVDDQGAEDQRQA
                     LKKFTIDLTERAEQGKLDPVIGRDEEIRRTIQVLQRRTKNNPVLIGEPGVGKTAIVEG
                     LAQRIVNGEVPEGLKHKRVLSLDMGSLIAGAKYRGEFEERLKGVLNDLSKQEGSVILF
                     IDELHTMVGAGKGDGAMDAGNMLKPALARGELHCVGATTLDEYRQYIEKDAALERRFQ
                     KVYVAEPTVEDTIAILRGLKERYELHHHVQITDPAIVAAATLSHRYISDRQLPDKAID
                     LIDEAGSSIRMQMDSKPESLDRLERRIIQLKLEQQALKKESDDASKKRLEMLNTELEQ
                     KEREYSELEEEWKAEKASLTGTQNIKTELEQAKITLEQARRVGDLARMSELQYGTIPE
                     LEKQLAAATALEGKTMKLLRNRVTEIEVAEVLARWTGIPVSRMLESERDKLLRMEQDL
                     HQRVIGQDEAVEAVSNAIRRSRAGLSDPNRPIGSFLFLGPTGVGKTELCKALATFLFD
                     SDDAMVRIDMSEFMEKHSVSRLVGAPPGYVGYEEGGYLTEAVRRRPYSVILLDEVEKA
                     HPDVFNILLQVLDDGRLTDGQGRTVDFRNTVVIMTSNLGSDLIQEHFGQMNYSEMKTV
                     VMDVVSHHFRPEFINRIDEVVVFHPLGRAHLASIANIQLERLYKRLEERGYEVKITQP
                     ALEFLGEAGFDPVYGARPLKRAIQQEIENPLAQQILSGKLIPGIPVTLDVENGHIIAK
                     Q"
     gene            complement(3088849..3089580)
                     /locus_tag="YPA_2767"
     CDS             complement(3088849..3089580)
                     /locus_tag="YPA_2767"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14729.1"
                     /db_xref="InterPro:IPR003730"
                     /translation="MSTLILPDWPMPARVRACSTTRHGGVSVSPYDSLNLGTHVGDVA
                     THVDANRQLLREQACLPQMPVWLDQVHGTRVLTLEGRSVSNTQADAVYSRVVGQVCAV
                     MTADCLPVLFCSLAGDEVAAAHAGWRGLCSGVLEHTVAQFNAAPSSLMAWLGPAIGPQ
                     QFEVGEDVKQAFISIDAKSALAFTPFGSKYLADIYLLARLRLQAAGIQAIYGGNRCTV
                     TEKQQFFSYRRDGITGRMASLIWLI"
     gene            complement(3089582..3090559)
                     /locus_tag="YPA_2768"
     CDS             complement(3089582..3090559)
                     /locus_tag="YPA_2768"
                     /EC_number="5.4.99.-"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal large subunit pseudouridine synthase
                     D"
                     /protein_id="ABG14730.1"
                     /db_xref="InterPro:IPR002942"
                     /db_xref="InterPro:IPR006145"
                     /db_xref="InterPro:IPR006224"
                     /db_xref="InterPro:IPR006225"
                     /translation="MAQQVQLSATVAESQLGQRLDQALAELFPDYSRSRIKEWILDSR
                     VTVNGKKINKPKEKVLGGELVAIDAQIEEDARWAPQEIPLDIVYEDNDILVINKPRGL
                     VVHPGAGNPDGTVLNALLHYYPEIMDVPRAGIVHRLDKDTTGLMVVAKTVPAQTRLVE
                     ALQAREITREYEAVAIGNMTAGGRVDEPISRHSTKRTHMAVHPMGKPATTHYRIMEHF
                     RAHTRLRLRLETGRTHQIRVHMSHINHPLVGDQLYGGRPRPPKGASDSFIAILRGFDR
                     QALHATMLRLYHPIRGIQMEWHAALPEDMVELINALKADTEEFKDQMDW"
     gene            3090695..3091426
                     /locus_tag="YPA_2769"
     CDS             3090695..3091426
                     /locus_tag="YPA_2769"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14731.1"
                     /translation="MTRMKYLVAAATLSLVLTGCSSNKDVVPDNPPSELYATAQQKLQ
                     DGNFKGAITQLEALDNRYPFGPYSQQVQLDLIYAYYKSADLPMAQASIDRFMRLNPTH
                     PNIDYVLYMRGLTDMALDDSALQGFFGIDRSDRDPQHARAAFRDFNQLIQNYPNSQYA
                     TDAQKRLVFLKDRLAKYELAVAQYYTKRGAYVAVVNRVDQMMRDYPDTQATRDALPLM
                     ENAYKQLQLNAQADKVAKIIAANPA"
     sig_peptide     3090695..3090769
                     /locus_tag="YPA_2769"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.595 at
                     residue 25"
     gene            3091781..3092143
                     /locus_tag="YPA_2770"
     CDS             3091781..3092143
                     /locus_tag="YPA_2770"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S30P / sigma 54 modulation
                     protein"
                     /protein_id="ABG14732.1"
                     /db_xref="InterPro:IPR003489"
                     /translation="MTVNITSKQMDITPAIRKHVEDRLTKLDKWQAQLINPHIVLSKE
                     PQGFVADASISTPMGPLVASAKHDDMYAAINELITKLERQLNKVQHKGEARRAASSVK
                     DANLESVDEEETESEPEQ"
     gene            complement(3092474..3092932)
                     /locus_tag="YPA_2771"
     CDS             complement(3092474..3092932)
                     /locus_tag="YPA_2771"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14733.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3093185..3093643)
                     /locus_tag="YPA_2772"
     CDS             complement(3093185..3093643)
                     /locus_tag="YPA_2772"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14734.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            3093926..3094756
                     /locus_tag="YPA_2773"
     CDS             3093926..3094756
                     /locus_tag="YPA_2773"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14735.1"
                     /db_xref="InterPro:IPR010952"
                     /translation="MTDNPLLVLRERISALDLKLLALLAERRELAVDVAKAKQLHHRP
                     IRDKERERDLLDALIDAAKPYNLDGFYVTRLFQLIIEDSVLTQQALLQHQLNQTALLS
                     ARIAFLGPKGSYSHLAARQYAARHFEQLIECGCLKFQDIFTQVETGQADYAVLPIENT
                     SSGSINDVYDLLQHTSLSIVGEITNPIEHCVLIATETDLNKIETVYSHPQPFQQCSQF
                     INRFPHWKIEYCESTAAAMEKVAGMKSPTAAALGSVTNGAIVIHTQRLKSDPGGNLLS
                     "
     gene            3094770..3095792
                     /locus_tag="YPA_2774"
     CDS             3094770..3095792
                     /locus_tag="YPA_2774"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14736.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3095792..3096571
                     /locus_tag="YPA_2775"
     CDS             3095792..3096571
                     /locus_tag="YPA_2775"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14737.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            3096756..3097526
                     /locus_tag="YPA_2776"
     CDS             3096756..3097526
                     /locus_tag="YPA_2776"
                     /codon_start=1
                     /transl_table=11
                     /product="siroheme synthase"
                     /protein_id="ABG14738.1"
                     /db_xref="InterPro:IPR003043"
                     /db_xref="InterPro:IPR006366"
                     /translation="MALVGAGPGDAGLLTLRGLQVMQQADVVLYDHLVSPEVLDLVRR
                     DAERICVGKRAGAHSVTQEATNQLLVTLAQQGKRVVRLKGGDPFIFGRGGEELQVVAQ
                     AGIPFQVVPGVTAAAGATAYAGIPLTHRDHAQSVTFITGHCRPDGDDLDWQTLARGRQ
                     TLAIYMGTVKAAAISQQLIAHGRSSTTPVAVIGRGTRVDQQVLIGTLAQLESLAQQAP
                     TPALLVIGEVVNLHHQIAWFGQQPQTESAISPSVVNLA"
     gene            3097537..3098445
                     /locus_tag="YPA_2777"
     CDS             3097537..3098445
                     /locus_tag="YPA_2777"
                     /EC_number="2.7.7.4"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate adenylyltransferase subunit 2"
                     /protein_id="ABG14739.1"
                     /db_xref="InterPro:IPR011784"
                     /translation="MDEKRLTHLRQLEAESIHIIREVAAEFGNPVMLYSIGKDSSVML
                     HLARKAFFPGHLPFPLLHVDTGWKFREMYEFRDHTVKEFGCELLVHRNPEGVAMGINP
                     FVHGSAKHTDIMKTEGLKQALNKYGFDAAFGGARRDEEKSRAKERIYSFRDRFHRWDP
                     KNQRPELWHNYNGQINKGESIRVFPLSNWTELDIWQYIFLEKIEIVPLYLAKPRPVVE
                     RDGMLLMVDDDRIDLQPGEVIVQKKVRFRTLGCWPLTGAVESEAETLPAIIEEMLIST
                     TSERQGRMIDRDQSGSMELKKRQGYF"
     gene            3098457..3099974
                     /locus_tag="YPA_2778"
     CDS             3098457..3099974
                     /locus_tag="YPA_2778"
                     /EC_number="2.7.7.4"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfate adenylyltransferase subunit 1"
                     /protein_id="ABG14740.1"
                     /db_xref="InterPro:IPR000795"
                     /db_xref="InterPro:IPR005225"
                     /db_xref="InterPro:IPR011779"
                     /translation="MSTILQNKQTLPSEPIAKNQSALESNSMILQSNSIAQQIADEGG
                     VEAYLHAQQHKTMLRFLTCGSVDDGKSTLIGRLLHDTRQIYEDQLSTLHTDSKRIGTQ
                     GEKLDLALLVDGLQAEREQGITIDVAYRYFSTEKRKFIIADTPGHEQYTRNMATGAST
                     CDLAILLIDARKGVLDQTRRHSFIATLLGIRHLVVAVNKMDLVGFQESVFTQFKDDYL
                     SFAEQLPTDLDIKFVPLSALDGDNVASPSEKMDWYSGPTLLEILESVDVVNARRQQPL
                     RFPVQYVNRPNLDFRGYAGTLSAGVVWVGQKVKVLPSGVESTVARIVTFDGDLTEANP
                     GEAITLVLADEVDISRGDLLVDASETLKAARNALVDVVWMAEQPLVVGQSYDIKVAGK
                     KTRARVENIQYQVEINSLTQRVVENLPLNGIGLVELAFDEPLLLDNYQRNRDTGGMIF
                     IDRLSNVTVGAGLVREALASVYQENHDFSTFELELNALVRRHFPHWGARDLLGGK"
     gene            3099976..3100617
                     /locus_tag="YPA_2779"
     CDS             3099976..3100617
                     /locus_tag="YPA_2779"
                     /EC_number="2.7.1.25"
                     /codon_start=1
                     /transl_table=11
                     /product="adenylylsulfate kinase"
                     /protein_id="ABG14741.1"
                     /db_xref="InterPro:IPR002891"
                     /translation="MPAHQLDDHNQETRSDDENIVWHPHAITRQDREQQHGHQGVVLW
                     FTGLSGSGKSTLAGALEQALFARGVSTYLLDGDNVRHGLCRDLGFSDADRRENIRRVG
                     EVAKLMVDAGLVVLTAFISPHRAERKMVQDMLASGQFIEVFVDTPLAICEARDPKGLY
                     KKARAGELKNFTGIDSVYESPASPDIHLQGEQLVTNLIEQLLDVLRGRAIIKS"
     gene            3100808..3101125
                     /locus_tag="YPA_2780"
     CDS             3100808..3101125
                     /locus_tag="YPA_2780"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14742.1"
                     /translation="MQNVTQIMNDEQQEEEEPSYSFSGGVTGFVFYWLAFAIPFFVYG
                     PNTVFFLLYTWPFFLALMPVSVLIGIALGMLSRGHLLFTIGGTGIAVVCLFWMLFSLL
                     TGW"
     gene            3101439..3101759
                     /locus_tag="YPA_2781"
     CDS             3101439..3101759
                     /locus_tag="YPA_2781"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsB"
                     /protein_id="ABG14743.1"
                     /translation="MGKLTLLLLVLLGWLQYSLWLGKNGIHDFVRVKEDVAAQEANNS
                     TLKARNDQLFAEIDDLNGGQEAIEERARNELGMIKPGESFYRLVPDQSRRNAGTPSTQ
                     NNAQ"
     gene            3101793..3102488
                     /locus_tag="YPA_2782"
     CDS             3101793..3102488
                     /locus_tag="YPA_2782"
                     /codon_start=1
                     /transl_table=11
                     /product="4-diphosphocytidyl-2C-methyl-D-erythritol
                     synthase"
                     /protein_id="ABG14744.1"
                     /db_xref="InterPro:IPR001228"
                     /translation="MIAVLPAAGIGSRMLVDCPKQYLTVGGKTIIEHAIFSLLHHPRI
                     QRVIVVIHPQDTQFSRLSVAQDPRISTVYGGDQRANSVMAGLQLAGQAEWVLVHDAAR
                     PCLHLDDLSRLLSITECSQVGGILAAPVRDTMKRAEPGIQAIAHTVDRQDLWHALTPQ
                     LFPLELLKLCLSRALREGVAVTDEASALEHCGYHPILVTGRSDNIKVTRPEDLALAEF
                     YLTQRQSLNNDSL"
     gene            3102627..3103115
                     /locus_tag="YPA_2783"
     CDS             3102627..3103115
                     /locus_tag="YPA_2783"
                     /EC_number="4.6.1.12"
                     /codon_start=1
                     /transl_table=11
                     /product="2-C-methyl-D-erythritol 2,4-cyclodiphosphate
                     synthase"
                     /protein_id="ABG14745.1"
                     /db_xref="InterPro:IPR003526"
                     /translation="MRIGHGFDVHKFGENGSGPLIIGGVRIPYEKGLLAHSDGDVALH
                     AATDALLGAAALGDIGKLFPDTDPAFKGADSRGLLREAYRRILAKGYKLGNLDITIIA
                     QAPKMAPHIPQMRVNLAEDLQCHMDDINVKATTTEQLGFTGRGEGIACEAVVLLVNVE
                     QG"
     gene            3103126..3104175
                     /locus_tag="YPA_2784"
     CDS             3103126..3104175
                     /locus_tag="YPA_2784"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14746.1"
                     /db_xref="InterPro:IPR001656"
                     /translation="MDMENLTWLHGKPTASGILKANPEDFVVVEDLGFEPDGEGEHLL
                     VRIRKNGCNTQFVADYLARFAKLHPRLVSYAGLKDRHAVTEQWFCLHLPGKEAPDLAT
                     FELEGCEVLEAVRHKRKLRIGSLKGNAFTLVLRHITDRQDVEQRLQQIAAQGVPNYFG
                     SQRFGRGGNNLVQARLWANNEIRVKERSKRSFYLSASRSAMFNLISSYRLAQQLSTTV
                     LEGDALQLSGRGSWFVAQADELAALQQRVTAGELNITAPLPGDSELGTHGEALAFEQA
                     CLAEQTELLSLIKRERVEGSRRAVLLKPQNMISNWWDDVTLELSFWLPAGSFATSVVR
                     EIMNQDRADDTDIIE"
     gene            3104153..3104917
                     /locus_tag="YPA_2785"
     CDS             3104153..3104917
                     /locus_tag="YPA_2785"
                     /EC_number="3.1.3.6"
                     /EC_number="3.1.3.5"
                     /EC_number="3.6.1.11"
                     /codon_start=1
                     /transl_table=11
                     /product="3'-nucleotidase / 5'-nucleotidase /
                     exopolyphosphatase"
                     /protein_id="ABG14747.1"
                     /db_xref="InterPro:IPR002828"
                     /translation="MIRILLSNDDGISAPGIQTLASALRGFAQVQIVAPDRNRSGASN
                     ALTLDSALRITTLSNGDIAVQQGTPTDCVYLGVNALMRPRPDIVVSGINAGPNLGDDV
                     IYSGTVAAAMEGRHLGYPALAVSLNGHQHYDTAAAVTCRLLRALQRKPLRTGKILNIN
                     VPDLPLAEIKGIRVTRCGSRHPAEQVFCQQDPRGQDLYWIGPPGEKYDAGPDTDFAAV
                     EQGYVSITPLQVDLTAYMAQEVVESWLANTEVDGEW"
     gene            3104911..3105537
                     /locus_tag="YPA_2786"
     CDS             3104911..3105537
                     /locus_tag="YPA_2786"
                     /EC_number="2.1.1.77"
                     /codon_start=1
                     /transl_table=11
                     /product="protein-L-isoaspartate O-methyltransferase"
                     /protein_id="ABG14748.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR000682"
                     /translation="MVNKRMQTLLMQLRQQGIHDERLLQAIEAVPRERFVDEALAHKA
                     YENTALPIGAGQTISQPYMVARMTELLQLTPTSRVLEIGTGSGYQTAILAHLVDHVCS
                     VERIKGLQWQAKRRLKQLDLHNVSTRHGDGWLGWQSRGPFDAIIVTAAPPEIPDALLE
                     QLDEGGILVLPVGEQFQTLKYVQRRNNEYHIETVEAVRFVPLVKGELA"
     gene            3105641..3106642
                     /locus_tag="YPA_2787"
     CDS             3105641..3106642
                     /locus_tag="YPA_2787"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoprotein"
                     /protein_id="ABG14749.1"
                     /db_xref="InterPro:IPR002482"
                     /translation="MSTGSPMIRLRRVAACTVVSLWLVGCTNDNSTSAPISSVGGDRS
                     GTMLSKANTDSSGGRIVYNRSYDNIPKGSYSGNTYTVKRGDTLFYIAWITGNDFRDLA
                     AKNNIAEPYSLNVGQSIQLGNGSGGGMLAATDATSSGIAQPPSNIQNTTTIQNTTTTV
                     DSQSTSAYSGNSGKQNVGKMLPSSGAVVATTAPVTAPSSSVSEPASNGGPVSGWRWPT
                     DGKTIDSFSASEGGNKGIDIAGSRGQPILATASGRVVYAGNALRGYGNLIIIKHNDDY
                     LSAYAHNDTMLVREQQEVKAGQKIATMGSTGTSSVRLHFEIRYKGKSVNPLRYLPQR"
     gene            3106697..3107695
                     /locus_tag="YPA_2788"
     CDS             3106697..3107695
                     /locus_tag="YPA_2788"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor RpoS"
                     /protein_id="ABG14750.1"
                     /db_xref="InterPro:IPR000943"
                     /translation="MSQSTLKVNELHEDADFDENSTETEIFDEKALVDDEPTESELAD
                     DELLAQGVTQRVLDATQLYLGEIGYSPLLTAEEEVYFARRALRGDVSSRRRMIESNLR
                     LVVKIARRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERAI
                     MNQTRTIRLPIHIVKELNVYLRTARELSHKLDHEPSAEEIAEQLDKPVDDVSRMLRLN
                     ERITSVDTPLGGDSEKALLDILSDENENGPEDTTQDDDMKQSIVKWLFELNAKQREVL
                     ARRFGLLGYEAATLEDVGREIGLTRERVRQIQVEGLRRLREILQTQGLSIEALFRE"
     gene            complement(3108047..3110611)
                     /locus_tag="YPA_2789"
     CDS             complement(3108047..3110611)
                     /locus_tag="YPA_2789"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA mismatch repair protein MutS"
                     /protein_id="ABG14751.1"
                     /db_xref="InterPro:IPR000432"
                     /db_xref="InterPro:IPR005748"
                     /db_xref="InterPro:IPR007696"
                     /translation="MKNNDKLDSHTPMMQQYLRLKAQHPEILLFYRMGDFYELFYSDA
                     KRASQLLDISLTKRGASAGEPIPMAGVPYHSIENYLAKLVQLGESAAICEQIGDPATS
                     KGPVERKVVRIVTPGTISDEALLQERQDNLLAAIWQDAKGFGYATLDISSGRFRVAEP
                     ADLETMAAELQRTNPAELLYPENFEPMSLIEHRHGLRRRPLWEFELDTAKQQLNLQFG
                     TRDLIGFGVEQAHLALRAAGCLLQYVKDTQRTSLPHIRGLTMERQQDGIIMDAATRRN
                     LELTQNLSGGSENTLAAILDCSVTPMGSRMLKRWLHMPIRDIRVLTDRQQAIGGLQDI
                     AAELQTPLRQVGDLERILARLALRTARPRDLARMRHAFQQLPEIHRLLQPIDVPHVQN
                     LLSQVGQFDELQDLLERAIVETPPVLVRDGGVIASGYNAELDEWRALADGATDYLDRL
                     EIREREKLGLDTLKVGFNGVHGYYIQVSRGQSHLVPIHYVRRQTLKNAERYIIPELKE
                     YEDKVLTSKGKALAIEKGLYEEIFDLLLPHLPELQLSANALAELDVLANLAERAETLN
                     YSCPTLSDKPGIKIMGGRHPVVEQVLKEPFISNPLTLSPQRRMLIITGPNMGGKSTYM
                     RQTALIVLLAHLGSYVPADQATIGPIDRIFTRVGAADDLASGRSTFMVEMTETANILH
                     NATEQSLVLMDEIGRGTSTYDGLSLAWACAENLASRIKAMTLFATHYFELTTLPEKME
                     GVVNVHLDALEHGETIAFMHSVQEGAASKSYGLAVAALAGVPRDVIKRARQKLKELES
                     LSNNAAASTIDGSQMTLLNEEIPPAVEALEALEALDPDSLSPRQALEWIYRLKNMV"
     gene            3111108..3111242
                     /locus_tag="YPA_2790"
     CDS             3111108..3111242
                     /locus_tag="YPA_2790"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14752.1"
                     /translation="MAQMKLQELKQIRNEGHCPASELKDEKQRLLETESSSTDCRGVG
                     "
     gene            complement(3111405..3111860)
                     /locus_tag="YPA_2791"
     CDS             complement(3111405..3111860)
                     /locus_tag="YPA_2791"
                     /EC_number="5.3.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="ribose-5-phosphate isomerase"
                     /protein_id="ABG14753.1"
                     /db_xref="InterPro:IPR003500"
                     /db_xref="InterPro:IPR004785"
                     /translation="MLSIAIGCDDAAIEMKNQIVIFLQSKNITVVDYSCDQHQEPTMY
                     PDIAIQVALAIKAGKHERGILICGTGIGMSISANKVFGVRAAQCHDTFSAQRARKSNN
                     AQIICLGARVIGPELAKTLIEAWLDAEFDGGGSTEKVERIRYYEQSLHD"
     gene            3112343..3113458
                     /locus_tag="YPA_2792"
     CDS             3112343..3113458
                     /locus_tag="YPA_2792"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Zinc-binding dehydrogenase"
                     /protein_id="ABG14754.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR002328"
                     /db_xref="InterPro:IPR011597"
                     /translation="MSHENLKGAQMAEGIPETMRAVVAYGPRDYRFERVPVPTIDAKE
                     ILVKVEGCGICAGDTKAFEGAPSFWGDDKQPAYIKAPMIPGHEFIGHVVGLGADVEGF
                     ELGDRVTSEQIVPCWGCRFCNHGQYWMCEKHDLYGFQSNVNGAMAEYLKFTKEAINYH
                     VPDHLPLEKAILIEPYACAFHAVQRAKIKLGDVVVLAGSGTLGLGMIGAIKKSGAAKL
                     IVLDLSDDRLALAKKFGADLVLNPSRDDVNTLIKEMTGGYGCDIYIDATGAQKAVEQG
                     LTLLRKLGTFVEFSVFKDPVTVDWSIISDRKELDVLGSHLGPYCFPLVIEGISNGDLP
                     TEGVVTHILPLEKYAEGIELVKRGVDSLKVVLNPNLT"
     gene            3113522..3114292
                     /locus_tag="YPA_2793"
     CDS             3113522..3114292
                     /locus_tag="YPA_2793"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dehydrogenase"
                     /protein_id="ABG14755.1"
                     /db_xref="InterPro:IPR002198"
                     /db_xref="InterPro:IPR002347"
                     /translation="MPNDYKWFDTAFSLSGKVAAITGGATGIGHAIAELYLAKGARVV
                     LMDCADNVAEIAEQLDRDNAVGLHCDVSDSQSVRQAVAQAIGAFGQLDILVNSAGIAA
                     LDPAEKVREQDWDRTIDINLKGVFLMCQEVGKHFIQHGHGKIVNLASQAGVVALPNHL
                     AYCASKFGVIGITKVLALEWGPLDIQVNAISPTVVLTALGQKAWSGQLAEDMKLKIPA
                     RRFAYPAEVAACALFLASDAANMITGENLVIDGGYTIQ"
     gene            3114379..3115380
                     /locus_tag="YPA_2794"
     CDS             3114379..3115380
                     /locus_tag="YPA_2794"
                     /EC_number="2.7.1.29"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dihydroxyacetone kinase"
                     /protein_id="ABG14756.1"
                     /translation="MNRIINDPDQVVEEAIKGYLAAYPHFFAKTAHEKVLKYPEIPLQ
                     GKVGVVTGGGSGHEPAFLGYIGKNMLDAVAVGEIFSSPAAGAFLEAFKVADGGAGVAC
                     LYGNYAGDNMNVKMAAKKAEAMGIRVRTVVANDDVASAPPSEREKRRGVAGEIFMWKV
                     GAAAASQGYALDNVIEVAQKAIDHCRSIGVGLTSCTIPAVGKPNFSIEDGMMEVGIGH
                     HGEPGIRVESLQNAHQMAKTMVDLVVADRPFSQGDEVAVLISGLGATPTIELYIYYAE
                     VAKLLEAQGITIYRPYIGNYFTSLDMMGVTLTLMKLDDELKSLIDVPTHSLGLTQLE"
     gene            3115387..3116061
                     /locus_tag="YPA_2795"
     CDS             3115387..3116061
                     /locus_tag="YPA_2795"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14757.1"
                     /translation="MKALLITDGSIKDKCITDGTPIIEEMANTILANREYLSEIDGAI
                     GDGDHGINMAKGFNLCAENIKGKNLTLAEALDALSDALMEGIGGSMGPLYGSIFMGMA
                     ESIRGCDKMDAVAFGAMLKGGLADLQEVTDARVGDKCIMDTLIPASAAFELAQQQQQS
                     FVESLHRMKHAASMGRDSTLDLVAKIGRASRLGERSRGVLDAGATSCCLILTQLADSV
                     ERRLVP"
     gene            complement(3116182..3117153)
                     /locus_tag="YPA_2796"
     CDS             complement(3116182..3117153)
                     /locus_tag="YPA_2796"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulatory protein"
                     /protein_id="ABG14758.1"
                     /translation="MEKQMIPQDNELLTEIAVSYYQDEMTQEEIAHKFGISRIKVGRL
                     LKRAKTEGIVEINVRYHPVFSTRLEQQLIEHFGLKRALIALDYQDEDEQRRQVAALVS
                     AYLATNLKDNTVLAVGQGRNVAAIADHVSVVPERHCKFICGIGGTHRPGDAINADHIS
                     RRLAKKFGGTSETLYAPAYVENRALKEAFMQNGTIKETLDRARKADMALVGIGDMNEN
                     SYMVELGWFTPQEIVDASLHQGVTGEIAGYDFFDAQGQPANTVMNDRVIGISTQELRQ
                     IPCVIAIAAENTKALALLGALRTGAIDILATSASNARTILKMIQHQS"
     gene            complement(3117708..3118997)
                     /locus_tag="YPA_2797"
     CDS             complement(3117708..3118997)
                     /locus_tag="YPA_2797"
                     /codon_start=1
                     /transl_table=11
                     /product="arsenical pump membrane protein"
                     /protein_id="ABG14759.1"
                     /db_xref="InterPro:IPR000802"
                     /translation="MLLAGAIFILTIVLVIWQPKGLGIGWSAMLGAGLALLTGVVHVS
                     DIPVVWQIVWNATATFIAIIIISLLLDESGFFEWAALHVARWGNGHGRRLFTYIILLG
                     AAVAALFANDGAALILTPIVIAMLLALGFGRGATLAFVMAAGFIADTASLPLIVSNLV
                     NIVSADFFNLGFTEYAAVMVPVNLVAVIATLAMLHLFFRKDIPAVYDLSLLKAPQAAI
                     RDMNTFKTGWLVLALLLIGFFALEPLGVPVSLVAAVGALILLAVAKKGHAINTGKVLR
                     GAPWQIVIFSLGMYLVVYGLRNAGLTHYISALLNRLGEQGLWASTLGTGFLTAFLSSI
                     MNNLPTVLVGALSIEGSTATGLIKEAMIYANVIGSDLGPKITLIGSLATLLWLHVLSQ
                     KNMTITWGYYFRVGIIMTLPVLLVTLSALALRLSVSM"
     gene            complement(3119082..3119423)
                     /locus_tag="YPA_2798"
     CDS             complement(3119082..3119423)
                     /locus_tag="YPA_2798"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, ArsR family"
                     /protein_id="ABG14760.1"
                     /db_xref="InterPro:IPR001845"
                     /translation="MTTLTPLQLFKNLSDETRLNIILLLKASGELCVCELCHRLNEAQ
                     PKISRHLAMLRESGLLLDRRAGKWVHYRLSPHIPAWAAAIIEQTYLSQRDEITLLAQG
                     NVTPDSKMLCN"
     gene            complement(3120144..3120350)
                     /locus_tag="YPA_2799"
     CDS             complement(3120144..3120350)
                     /locus_tag="YPA_2799"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14761.1"
                     /translation="MMLIHAKAKQPKLNDNKSLKHEQTTKIAYVNRVKKPTSAETRLH
                     SLTHYFKKIKNKFIEMKLMTLQLK"
     gene            complement(3120771..3121535)
                     /locus_tag="YPA_2800"
     CDS             complement(3120771..3121535)
                     /locus_tag="YPA_2800"
                     /EC_number="4.2.1.51"
                     /codon_start=1
                     /transl_table=11
                     /product="extracellular solute-binding protein"
                     /protein_id="ABG14762.1"
                     /db_xref="InterPro:IPR001311"
                     /db_xref="InterPro:IPR001638"
                     /translation="MKKLSLGIMVLALISSQHVLAKNWQEIKQSGELRIGVPGDYAPL
                     AFHDKQGQLIGYDVDMANAFGEDLKLKVNFVSTSWPTLSDDLAADKFDIAMGGVTATP
                     GREAQFALSHAVVKNGKIALTHCQKVNKFPTLDAIDRQNVKVIVNPGGTNQSFVDANI
                     KQAQIIRTKDNVANLQGIRNKSADIMFTDLIEGDYYQSKEPGVFCVATPEVLAGTGSY
                     KVYMMAKDNQPLLEEVNQWLAGKTKTLLAQKWNISE"
     sig_peptide     complement(3121470..3121535)
                     /locus_tag="YPA_2800"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 22"
     gene            complement(3121606..3122985)
                     /locus_tag="YPA_2801"
     CDS             complement(3121606..3122985)
                     /locus_tag="YPA_2801"
                     /EC_number="1.11.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cytochrome C peroxidase"
                     /protein_id="ABG14763.1"
                     /translation="MIRRGLIGGGILVIAGYLGIAGYLYMTDNTRNNTFISEAKTPNQ
                     QVSNILYQKGCDYCHTANASLPFYAAIPGPKQLMDYDIRQGNQHFSLEPTLLALKENR
                     AVPEADLAKIESAIARDQMPPQRFNALHWSSSINAEERNQILDWVKIQRTTYFPSNSH
                     SEMQHLALQPIPDALLVDNQKVALGSRLFHDPRLSGDNSISCASCHLLNKGGVDNLAT
                     STGVDGQKGGINAPTVFNAVFNVEQFWDGRAVDLQQQAGGPPLNPVEMASTSWEDIIA
                     KLQQDPQLTQDFAQVYPQGYSEDTITDAIAEFEKTLTTPNSPFDHYLKGETQALTTSQ
                     QKGLALFQQNKCDTCHVGKNIGGQSYEFLGLKSDYFADRQKEQTTDDLGRFNVTNDPR
                     DMHRFKTPSLRNIALTAPYFHDAQAKDLHQAVELMLKYQVGTQLPEQDINDIVAFLES
                     LTGEYIPHS"
     gene            complement(3123222..3123527)
                     /locus_tag="YPA_2802"
     CDS             complement(3123222..3123527)
                     /locus_tag="YPA_2802"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14764.1"
                     /translation="MEHINTWLLIKPNGGCPLMTYTLALSGGQTGNSIHHVQINAETL
                     LTVVRNTSIYVQIHHGLIFMSRYHPTADKIEFFIPPAPSVRLIPSASFFFNTIKQKA"
     gene            3123646..3125229
                     /locus_tag="YPA_2803"
     CDS             3123646..3125229
                     /locus_tag="YPA_2803"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14765.1"
                     /translation="MSNKTIAFALVVASSAPVIAADNDNIMVVTASGYEQKIREAAAS
                     ISVISQNELRQRNYNDLAQALSDVEGVDVNSSTGKTGGLDISIRGMPSAYTLILVDGI
                     RQNGTSDVTPNGFGAMNTSFMPPLSAIERIEVIRGPMSTLYGSDAIGGVVNIITKKIT
                     KAWASSATLEHTFQENTAFGDSSKFSFYSSGPAVEDQLGLSLRGTIFRRDASRVESSN
                     TGVELSRRGPNPVKADNYNLGGKLFWQLNTQSTLWLDGDIANQKYDNSANQLGTIGAR
                     GGYEDTLRYQRRKITLGNDNRLDFGTWNSSLSYNQTENIGRLITNASVPQGSGLAGEK
                     RLLKNTNIILDSKLVAPLGDNHMVTLGGQYWNAIMKDGIVLANNGDEFAQDAWSLFSE
                     DEWRLLDSLALTYGARYEYQTTFGGHISPRAYLVWDAQDNWTVKGGVSTGYKTPTLAQ
                     LHNGISGVTGQGTITTIGNPKLEPESSVNTEVGVYYENETGFGANVTLFHNRFRNKIN
                     SVSIDNTTSTYTNVGKAIT"
     sig_peptide     3123646..3123708
                     /locus_tag="YPA_2803"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 21"
     gene            3125275..3125742
                     /locus_tag="YPA_2804"
     CDS             3125275..3125742
                     /locus_tag="YPA_2804"
                     /codon_start=1
                     /transl_table=11
                     /product="putative exogenous ferric siderophore receptor;
                     Iha adhesin"
                     /protein_id="ABG14766.1"
                     /translation="MLGINYTFTDSEQKDGNNKGARLTNTPKNMVNARLNWNINEQLS
                     TWLKAEYRSKTARFTQNYANLSAANKVVYNNLGSEFKPFSVLNLGVAYKVTKDVTLNG
                     AVNNLLDKDFTRTHIFAVGNGTTTAGDYFTSSQSTAGYVVPGRNYWVSVNVNF"
     gene            3126175..3127362
                     /locus_tag="YPA_2805"
     CDS             3126175..3127362
                     /locus_tag="YPA_2805"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14767.1"
                     /translation="MHIDHYSLPVYDKNNSDNTLKETELFKEVPYLSARLGEQAYEYS
                     GGDISNYHLSIQYIMDVLADQAKGKVDLSHFSSEETLSSHVSLEKNEHNYHCFNQHAS
                     TVYHINNNDFGRTLVDLFEQMNNSGENVRALKIDSSQHSMAARLYIKDTEQGQRFVVN
                     FYDPNITDKTVRCEVDDALKLNDYSLRNFISNQTYLSSYVDAEISSIIVCDQADIHDQ
                     HKVKENRALTPLSQSSPLPLSVARLDLLLTDNFAAGIQTMAEEVKNLSESERNTFFNQ
                     LLQPRAENDLSGLQCAFNYQCFDALEAYSALLVLAPPEQRTDLLTGKSENGWSSLAQA
                     MSSGNSDMVSVCFYLLQWLPLDDMNAFVWKLLASLPLEDANTLMCPLEEPLPLDNMST
                     RVE"
     gene            3127525..3127710
                     /locus_tag="YPA_2806"
     CDS             3127525..3127710
                     /locus_tag="YPA_2806"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyltransferases (the isoleucine patch
                     superfamily)"
                     /protein_id="ABG14768.1"
                     /translation="MEDNFILQTTPDDAILNGDDRPKSKTSAPEMARLEWHSGDNVWL
                     GNNVWLGDNVWSDENVW"
     gene            complement(3127720..3128505)
                     /locus_tag="YPA_2807"
     CDS             complement(3127720..3128505)
                     /locus_tag="YPA_2807"
                     /EC_number="3.4.11.18"
                     /codon_start=1
                     /transl_table=11
                     /product="methionine aminopeptidase, type I"
                     /protein_id="ABG14769.1"
                     /db_xref="InterPro:IPR001714"
                     /db_xref="InterPro:IPR002467"
                     /translation="MTEVKIHSPAEIEMARAAGQAAAKVLEMIKPYVLAGITTDEIDR
                     LCHDYIVNELKVIPANIGYHGYTRTVCTSVNHVVCHGIPSDKKLKNGDIVNIDVAIIK
                     EGWYGDTSRMYFVGEPSVRAKRLVDITYQSMVAGIKAVRPGATLGDIGASIQQLAEGA
                     GFSVVREYCGHGVGQEYHTAPQVLHYGIAQTGMLLKPGMIFTIEPMINAGKAATSVLS
                     DGWTVVTKDRSLSAQWEHTIAVTESGYDLLTPWPEGTGEYEAI"
     gene            complement(3128502..3128753)
                     /locus_tag="YPA_2808"
     CDS             complement(3128502..3128753)
                     /locus_tag="YPA_2808"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14770.1"
                     /translation="MGIVKISDLMHENLRIASHAMSRSINSQAEHWLKIGMLAELYPQ
                     LSHHELARALVQVELQGGADIAKMIYPDALTLNNGEKAQ"
     gene            complement(3128936..3130579)
                     /locus_tag="YPA_2809"
     CDS             complement(3128936..3130579)
                     /locus_tag="YPA_2809"
                     /EC_number="4.2.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarase"
                     /protein_id="ABG14771.1"
                     /db_xref="InterPro:IPR000362"
                     /db_xref="InterPro:IPR004646"
                     /db_xref="InterPro:IPR004647"
                     /translation="MSNKPFHYQDPFPLKEDDTEYYLVSDKHVSVAQFEGHDILKVEP
                     EALTLLAQQAFHDASFLLRPAHQKQVAAILDDPEASENDKYVALQFLRNSEISAKGIL
                     PTCQDTGTAIIMGKKGQRVWTGGNDAEALSRGVYNTFIEDNLRYSQNAALDMYKEVNT
                     GTNLPAQIDLYSTEGEEYKFLFVTKGGGSANKTYLYQETKALLTPGRLKAFLVEKMRT
                     LGTAACPPYHIAFVIGGTSAESTLKTVKLASTKYYDGLPTEGNEHGQAFRDTALEQEL
                     LEAAQDLGLGAQFGGKYFAHDVRVVRLPRHGASCPVGMGVSCSADRNIKGKINRKGIW
                     LEKLEQNPGKYIPEHLRHSTEGQVVKIDLNRPMPEILKELSQYPVSTRLSLSGTIIVG
                     RDIAHAKLKERLDNGEGLPQYIKDHPIYYAGPAKTPEGYASGSLGPTTAGRMDSYVDL
                     LQSHGGSMIMLAKGNRSQQVTDACHKHGGFYLGSIGGPAAVLAQNSIKSLECVEYPEL
                     GMEAIWKIEVEDFPAFILVDDKGNDFFQQIQAAKCNRCG"
     gene            complement(3130977..3132473)
                     /locus_tag="YPA_2810"
     CDS             complement(3130977..3132473)
                     /locus_tag="YPA_2810"
                     /codon_start=1
                     /transl_table=11
                     /product="putative L-xylulose kinase"
                     /protein_id="ABG14772.1"
                     /db_xref="InterPro:IPR000577"
                     /translation="MSHYFLGIDLGGTVTKAGIYTADGSEIAVTEQALPVLSPQAGFC
                     ERDMEALWIATCQVIRQTLNKACALSEYHIAAENIGGISFSAHGKGLYLVDKQGLPVR
                     NGIVSSDSRAQKLVNRWQQEGKDHAAYERSLQQLWPSHPAALLRWLKENEPENYQRSG
                     YVLMVHDYIRYRLTGEFTIEETNISGSNLYNQYNGSFDPQLMAIFAIEEVMEKTAPII
                     GSADLAGHVSEDAANACGLKAGTPVFGGMFDVVGAALTSGLHDSRQLSAVAGTWSIAT
                     RIFEAITPSEYPYVWGKYCIPGTYFVHEGSPTSASNLAWFVKQFLPELPNSYQTLNQW
                     AALGYEKSEDILFFPWLYGSNHSANLSGGLLGLSGHHNIEDIVYAIYQGVVFSHLLHQ
                     DKILALDDTIDCIRFTGGPTHSAIWMQMFCDASNLPLEIVDIQQSGCRAAALCAAVGS
                     HYYHGFEEAIRACPPPITRLLPNAEKHQRLRARFDKFKQVAEALSTVM"
     gene            complement(3132484..3133365)
                     /locus_tag="YPA_2811"
     CDS             complement(3132484..3133365)
                     /locus_tag="YPA_2811"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hexulose-6-phosphate isomerase"
                     /protein_id="ABG14773.1"
                     /db_xref="InterPro:IPR004560"
                     /translation="MRIHPLGIYEKALPAGTSWVEKLAVAKSCGFDFVEMSVDESDER
                     LARLDWSREERMAVISAIQQTGVRIPTLCLSAHRRYPFGSRDATTREQAHTVMLQAIR
                     LAQDLGIRTIQLAGYDVYYEPQDSETIARFEAGIAWAVKQAAAAQVMCAVEIMDTQFM
                     NSISKWKALDNKIGSPWFTVYPDIGNLTAWGNEVNSELAKGIDRIAAIHLKDTFAVTA
                     DSPGQFRDVPFGEGCVDFVNLFKTLRRLNYRGTFLIEMWTEKAAEPLLEIIHARHWIE
                     DKMRLAGWDNESGQLTR"
     gene            complement(3133571..3134608)
                     /locus_tag="YPA_2812"
     CDS             complement(3133571..3134608)
                     /locus_tag="YPA_2812"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter, permease
                     protein"
                     /protein_id="ABG14774.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MKKNRFLPIDGTISGLLGIFCLATLAFSLAMPGRFFTENTFLSI
                     AFQLPELGLLTFAMFVPMLSGGLNLSIIGTANLTSLFMAWLLIQYVPADASTTTQLMW
                     LLLALMGAALIAVVIGTLTGLMIARIGAHPILVTLGSMTIISGIGVYLTKGAALSGMP
                     PIVRSMGSEVVMGVPIPMIIFIVASLLLALFLGKTRLGKTIYMCGSNINATWFSGIRT
                     DRVMMAIYTMSSLLCVLAGLIMMSRFNSARMGYGDSYLLLTVLAIVLGGTNPFGGVGK
                     VSHVFCALLVLQVIATGLSLLGVSLHVNLAVWGITLIFALAFKFFKEKWKAKRAMRQN
                     RLNYLKKCHAK"
     sig_peptide     complement(3134516..3134608)
                     /locus_tag="YPA_2812"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.995) with cleavage site probability 0.582 at
                     residue 31"
     gene            complement(3134621..3135610)
                     /locus_tag="YPA_2813"
     CDS             complement(3134621..3135610)
                     /locus_tag="YPA_2813"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter, permease
                     protein"
                     /protein_id="ABG14775.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MANFGRLKPQSVEGWLAWVIVLMLALFSLLSREFLSIQNVLDLA
                     ESYAVTGIFALGLFVVLVTGGIDISFAAVASVVQYVVASLLLNDVIASPVLCLVIAVA
                     IGVLLGFVNAVLIYYLNIVSIIITISMQSLLFGMLMWLTNGHSIYDLPNWWVDQRSIL
                     PFTVNGESYQIGLPLVIMLAIALLTWILLNKTHIGRQLYAVGGSPESARRIGIRVSLI
                     YLFAYGYLGAAAAIGGMLQTYRMSEVVPSALVGGELDVLAAAVLGGASLSGGRGSVIG
                     TLMGVFLIGILKNGLNLIGVSSYFVNIVIGMVIVAAICVTHYKKRKETDVGFV"
     gene            complement(3135603..3137117)
                     /locus_tag="YPA_2814"
     CDS             complement(3135603..3137117)
                     /locus_tag="YPA_2814"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter, ATP-binding
                     protein"
                     /protein_id="ABG14776.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTHISDVDRDVPLITLKALSKSFGGHQALKNITLTLNKGEVHCL
                     AGANGCGKSTLIKTISGVYAPDDGSEIIIDEKSYHRLTPDRARALGVQVIYQDLSLFP
                     NLTVAENIAFEYNLKGYFGWFNKQKIKQKACQILHELAFSLDPDALVQHLPIAQRQQV
                     AICRALVADARLVIMDEPTASLTRTEVNQLLRTVNYLRDKHITVVFVSHRLDEVKEIS
                     DRITVIRDGEKVGTWPATELSTGRITELMTGLTLTHEQKLPNAELGKVVLQLENLSRK
                     GQFDDISFSLHRGEVLGLCGLLGSGRTELALSLFGITHPDSGKITIDGNPVCIKDNTR
                     AIELGIGYVSEDRLTLGAVLQQSIADNMVLSILQRIRTPLYLVDDAKQNALVQEWVKD
                     LDIKITDADNALSTLSGGNQQKVVLAKWILTKPKVLILDSPTVGVDIGAKDSIYKLIH
                     RLSGVGISVLLLSDEIPEAYYNCDRILHMQQGRIVNELIPNQMTEQQLAEVING"
     gene            complement(3137268..3137726)
                     /locus_tag="YPA_2815"
     CDS             complement(3137268..3137726)
                     /locus_tag="YPA_2815"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14777.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3137977..3138984)
                     /locus_tag="YPA_2816"
     CDS             complement(3137977..3138984)
                     /locus_tag="YPA_2816"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter, periplasmic
                     protein"
                     /protein_id="ABG14778.1"
                     /translation="MMRKLILPCLITTLLASHAAWSADSNTPQKANKPFTLGVVVKVG
                     GIPWFNVMEQGIKAEGQALGVNAWQVGPTTADPAEQVRAIEDLIAKKVDVIGVVPNDA
                     KVLEPVLKRAQEAGIKVITHESPGQINADWDFELLDTQSMGANHMKDMAQCMGEEGKY
                     AMFVGSLTVPLVNEWADAAIAYQKANYPKMVLVEDRFGVAESVDDSMRTANDLLSKHK
                     DLKGIMSFGSQGPIGAGRAIDKRKKNDTTCVFGTFTPGQGIKLLEKGAIDGGYISNPM
                     VAGKVFVQVATAMMNGEPIKDGVKLGDMGEIKTQGNTILSDNPEKLDIENTKRLVKLG
                     L"
     sig_peptide     complement(3138916..3138984)
                     /locus_tag="YPA_2816"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.984 at
                     residue 23"
     gene            complement(3139142..3139951)
                     /locus_tag="YPA_2817"
     CDS             complement(3139142..3139951)
                     /locus_tag="YPA_2817"
                     /codon_start=1
                     /transl_table=11
                     /product="putative deoR-family regulatory protein"
                     /protein_id="ABG14779.1"
                     /db_xref="InterPro:IPR001034"
                     /translation="MLQAERHKIICTHVQQQGSALVTELSVLCQVSQETIRRDLTVLQ
                     KKQKLIRSFGGAVALDSPEIPVIDIKEIHDGLNVIDRAESFRKRTEEHPDTKMKIAKA
                     ALQFIRPGDCILLDNSSSCWFLARQIPDIEITVVTNSVKIIQALACRDKLRIIGIGGE
                     YSARHDDFHGPVAENAIRNFQINTFFFSCQGINQDSGVRDGNDINAKLKQVMLQVSGQ
                     KILLADSSKFDQYAFCKICTLDEVDILITNRLSSQNYRSDNPKLNIIESDK"
     gene            3140654..3141349
                     /locus_tag="YPA_2818"
     CDS             3140654..3141349
                     /locus_tag="YPA_2818"
                     /EC_number="5.1.3.4"
                     /codon_start=1
                     /transl_table=11
                     /product="L-ribulose-5-phosphate 4-epimerase"
                     /protein_id="ABG14780.1"
                     /db_xref="InterPro:IPR004661"
                     /translation="MLEQLKQQVFEANLALPKYKLVTFTWGNVSGIDREHGLVVIKPS
                     GVEYDVMSVNDMVVVDLATGKVVEGDKKPSSDTDTHLVLYRAFAEIGGIVHTHSRHAT
                     IWAQAGKSLSALGTTHADYFYGPIPCTRLMTEAEITGDYEHETGKVIVETFAEQGLRA
                     ADIPAVLVNGHGPFAWGSNAANAVHNAVVLEEIAYMNLFTHQLTPGVGDMQQTLLDKH
                     YLRKHGAAAYYGQ"
     gene            3141812..3144262
                     /locus_tag="YPA_2819"
     CDS             3141812..3144262
                     /locus_tag="YPA_2819"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic dimethyl sulfoxide reductase chain A"
                     /protein_id="ABG14781.1"
                     /db_xref="InterPro:IPR006311"
                     /db_xref="InterPro:IPR006655"
                     /db_xref="InterPro:IPR011888"
                     /translation="MKETNESRLLTTGVTRRKLVQTTLVGGLAMATGAFSLPFSRTAR
                     AVQSALNPTSANDGKVIWSACTVNCGSRCPLRMHVADGEIKYVETDNTGDDDFEGLHQ
                     VRACLRGRSMRRRVYNPDRLKYPMKRIGARGEGKFKRISWEEAFETIAGSMQNIIKEY
                     GNEAIYLNYGTGTIGGTMTRSWPPGATLLARLMNCCGGYLNQYGDYSTAQIAAGLNYT
                     YGGWADGNSPSDIENSKLVVLFGNNPAETRMSGGGVTYYLEQAREKSNAKMIVIDPRY
                     TDTAAGREDEWIPLRPGTDAALASALAYVMITENLVDQPFLDQYCVGYDEKTLPEGAP
                     ENSHYKAYILGQGADKTAKTPQWAAAITGIPAAKIITLGREIGSVKPAYISQGWGPQR
                     HSNGENTSRAIAMLAILTGNVGINGGNSGAREGSYSLPFVRMPTFENPVKTSISMFLW
                     TDAIERGPEMTATRDGVQGKDKLDVPIKFIWNYASNCLVNQHSEINRTHDILQDDKKC
                     EMIVVIDNHMTSSAEYADIILPDCTASEQMDFCLDASSGNMAYVIFADQVIKPRFECK
                     NIYDITSGLARHMGVEQKFTEGRTQEEWMRHLYQQSQAAIPELPSFEDFRAQGMFKKR
                     DPAGHHVAYHDFRTDPVANPLSTPSGKIEIYSAALAEIAATWELQKDDVIDPLPVYAA
                     GFESHVDPLIEQYPLQLTGFHYKARTHSTYGNVDVLKASCLQEMWINPMDAERRGISN
                     GDMVRIFNGRGEVQINAKVTPRMMPGVVALGEGAWYSPDAKRIDRAGSINVLTTQRPS
                     PLAKGNPSHTNLVQVAKA"
     sig_peptide     3141812..3141949
                     /locus_tag="YPA_2819"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.990) with cleavage site probability 0.941 at
                     residue 46"
     gene            3144274..3144891
                     /locus_tag="YPA_2820"
     CDS             3144274..3144891
                     /locus_tag="YPA_2820"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic dimethyl sulfoxide reductase chain B"
                     /protein_id="ABG14782.1"
                     /db_xref="InterPro:IPR001450"
                     /translation="MTTQYGFYIDSSRCTGCKTCELACKDFKNLSPDVSFRRIYEYAG
                     GDWQQDNGTWHQNVFAYYLSIACNHCSDPACTKVCPSGAMHKRDDGFVVVNEDICIGC
                     RYCHMACPYGAPQYDAEKGHMTKCDGCYERVAVGKKPICVDSCPLRALDMAPIDELRE
                     KYGDLAEIAPLPAAHFTLPNIVLKPNANSRPVRDTTGHLANPKEV"
     gene            3144893..3145753
                     /locus_tag="YPA_2821"
     CDS             3144893..3145753
                     /locus_tag="YPA_2821"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic dimethyl sulfoxide reductase chain C"
                     /protein_id="ABG14783.1"
                     /db_xref="InterPro:IPR001865"
                     /translation="MGSGWHEWPLMVFTVLGQCVVGGFIVLGLALIFGGLSRGQQQRV
                     HRSMFVLWVLMALAFIASTLHLGSPMRAFNSLNRIGESALSNEIAAGSLFFAVAGFYW
                     LLAVLDKMPAALGKIWLVVAMVLGVIFVYAMCRVYSINTVPTWDSIYTPLGFVLTTLI
                     GGPLLGYLLLQLADVNGRAMLQLPMISVLALIISVASVIMQAASLPLIYSSVQQASAL
                     IPDYGSLMVWRLVLLVLGLGCWICPLIRGRRPMTLVMVLGTLLVIAGELIGRGVFYGL
                     HMTVGMAVGG"
     gene            3145899..3146609
                     /locus_tag="YPA_2822"
     CDS             3145899..3146609
                     /locus_tag="YPA_2822"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14784.1"
                     /translation="MIKTDMTYQDIVYKDTVYQDSVYQKIGLTGRVLGALFYCEPDSA
                     ECRDIVVQLRNGTWAAEWPYGGADELMPIATLLAAAQSDQYQSIAHQSAAAPLAETLE
                     EAWQRLFIGPYALPAPPWGSVYLDKDMVLFGDSTLKLRNWMQQRHVEVTLKQQEPEDH
                     FGLLMMMAAWLAEHQPVDLPVLLADHLLPWSYRYLALLQSDAGHPFYQGLAQLTTLTL
                     AHWQHELQVTPAGVELYR"
     gene            complement(3146866..3147396)
                     /locus_tag="YPA_2823"
     CDS             complement(3146866..3147396)
                     /locus_tag="YPA_2823"
                     /codon_start=1
                     /transl_table=11
                     /product="cytochrome B561"
                     /protein_id="ABG14785.1"
                     /translation="MHKKYSCLQIGIHWLVLLLVIIAWSSIELRGFAPRSYQPWMKMI
                     HFSCGIAILVLMMTRILIQLRYPTPPIVPKPSPMIVGLAHVGHWVIYLLFIALPIIGI
                     AILYCRGSSWIAFGLIMPHAEQANFDLADTLKAYHLLLANMSYFVIGLHALAALLHHY
                     VLKDNTLLRMMPKKRG"
     gene            complement(3147544..3147927)
                     /locus_tag="YPA_2824"
     CDS             complement(3147544..3147927)
                     /locus_tag="YPA_2824"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cytochrome B562"
                     /protein_id="ABG14786.1"
                     /translation="MRKIPIIAGVFSLLITSCTFAASLQDDMNILIANLGIVSSSTDT
                     KVITSSLEKMRNAALDAQKAIPPKLEGKAEDSPEIKDYRHGFDLLIEQIDKTKQWAEE
                     GNIQEVKKSVGEVINIRNTYHSRYR"
     sig_peptide     complement(3147862..3147927)
                     /locus_tag="YPA_2824"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.934 at
                     residue 22"
     gene            complement(3148004..3150217)
                     /locus_tag="YPA_2825"
     CDS             complement(3148004..3150217)
                     /locus_tag="YPA_2825"
                     /EC_number="1.11.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="catalase-peroxidase"
                     /protein_id="ABG14787.1"
                     /db_xref="InterPro:IPR000763"
                     /db_xref="InterPro:IPR002016"
                     /db_xref="InterPro:IPR002048"
                     /translation="MLKKILPVLITLAIVHNTPTAWAAEAPKTDSFYLPKSLDLSPLR
                     LHNIESNPYGKDFNYAQQFKTLDLEAVKKDIKTVLTTSQDWWPADYGNYGPFFIRMAW
                     HGAGTYRIYDGRGGADGGQQRFEPLNSWPDNANLDKARRLLWPIKKKYGAKISWGDLM
                     VLTGNVALESMGFKTLGFAGGREDDWQSDLVYWGAGNKMLSDNRDKNGKLPKPLAATQ
                     MGLIYVNPEGPNGKPDPVAAAKDIREAFARMAMNDEETVALIAGGHTFGKAHGAASPE
                     KCLGAAPGEAGLEQQGLGWANKCGSGNGKDTITSGLEGAWTTDPTHFTMQYLSNLYKH
                     EWVLTKSPAGAWQWKPKNAANVVPDATDPTKFHPLMMFTTDIALKVDPEYKKITTRFL
                     ENPEEFKMAFARAWFKLTHRDMGPAARYLGDEVPKETFIWQDPLPAANYKMIDSADIS
                     ELKDKILKTGLSDTKLIKTAWASASTFRGTDFRGGDNGARIRLAPQKDWPVNDPAELH
                     SVLAALMEVQNNFNKDRSDGKKVSLSDLIVLGGNAAIEDAAKKAGYSISIPFTPGRTD
                     ASQEETDVSSFAVLEPTADGFRNYYDAKRNTLSPIASLIDRANKLELTVPEMTVLIGG
                     LRVLDVNSGGSKAGVLTNTPGQLNNNFFVNLLDMSTKWTKSPKAEGYFDGYDRKTGKL
                     KWTASSVDLVFGSNPELRAVAEVYASDDAKEKFVHDFTKVWEKVMNLDRFDIKNN"
     sig_peptide     complement(3150146..3150217)
                     /locus_tag="YPA_2825"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 24"
     gene            3150753..3151694
                     /locus_tag="YPA_2826"
     CDS             3150753..3151694
                     /locus_tag="YPA_2826"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter, periplasmic
                     protein"
                     /protein_id="ABG14788.1"
                     /translation="MKNTLLKSCLTAALISMAGVAGAASNGLIAIITPSHDNPFFKAE
                     AEGAKAKATELGYTTLVASHDDDVNKQNQLIETAIARKAKAIILDNAGSDATIGPLKK
                     AKAAGIPAFLIDREINETGIAVSQIVSNNYQGAQLGAEKFVTLMGGKGKYIELLGRES
                     DTNAHVRSQGYHDVIDEHSDMKMVAQQTANWSQTEAFNRMESILQANPDITGVISGND
                     TMALGAEAALKAAGRNDVVVVGFDGSDYVRDSIINNGNIKATVLQPGWAQAQMAVVQA
                     DQYLKTGKTGLEEKQLMDCVLIDENNAKNLNVFALKD"
     sig_peptide     3150753..3150824
                     /locus_tag="YPA_2826"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.986 at
                     residue 24"
     gene            3151787..3152404
                     /locus_tag="YPA_2827"
     CDS             3151787..3152404
                     /locus_tag="YPA_2827"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14789.1"
                     /translation="MRFRAISKAGALLMISAVLVACTVVDLDENGKPILPVDPNAVVS
                     DYNQTPDKVAATIWAKNVMPFANSNAISWQEVKQQQSQPAVGKNNQSRFVRFTGKVVA
                     VETEGREGLIRLAIDGDEQVLQLGPIVKGNAIRDASTFIRFDDFKNQVQYAQLAKALS
                     LRALQEVAKPDASWIGQQVEVLAAVTLTPTSLSNGVPLSLNKESH"
     sig_peptide     3151787..3151852
                     /locus_tag="YPA_2827"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.995) with cleavage site probability 0.497 at
                     residue 22"
     gene            3152404..3153927
                     /locus_tag="YPA_2828"
     CDS             3152404..3153927
                     /locus_tag="YPA_2828"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter, ATP-binding
                     protein"
                     /protein_id="ABG14790.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MNHRPDIVMRAEDISMRFPGTLALDSVNYTVYRGKVNVIIGENG
                     AGKSTLMKILAGVQQQTSGQIYLNGQKVSIANTREAAALGIGMVHQELNLSENLNVAE
                     NIFLGREIQHGLKPINQAAQERVTEQLMVRLDQVISPQEKVSNLKVGQQQLIEIAKAL
                     AEQADILILDEPTSALSKTEVDVLFRVIRELTRQGVSIVYISHRLEELMAIGDYITIL
                     RDGRFQAEAAVKDIDVPWIVREMLGSDPVSSFLRPGRTFGEPMMEVEDVTFINESGNT
                     VVNHVSLHVRAGEIVGIYGLMGAGRTELFECLLGTQQNYLGTVRLNGTVMNAKTSTAE
                     RIRFGMSLVPEDRKKAGIFPASSVACNLTISSLWRRLKHRFAIWQESEVQVVAATIGE
                     LSIKVSSPDVEIQALSGGNQQKVVIGRSLLTRPNILLLDEPTRGIDVGAKADVFEMMV
                     KLSEQGIGILFSTSDLKEIMAVSDRILVMSNGKLTANLSRQSASESALVTASAQGFE"
     gene            3153924..3155069
                     /locus_tag="YPA_2829"
     CDS             3153924..3155069
                     /locus_tag="YPA_2829"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter, permease
                     protein"
                     /protein_id="ABG14791.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MMKATTGTALASHLPGGASWSRENMLLLLLKMRTFIALFLILGF
                     FSIMVPGFLATGSLIIMVKHIAINAFLALGITFVIITAGIDLSIGATLGLCGMIAGWM
                     ITQGIVLPMFGIAIFPSVWVVVPVVLVIGALIGAVNGWIITRYNVAPFICTLGTMYVV
                     RGASMLISGGETFPGLQGNPQLGNTGFDLLGSGTLLGLPIAIWIMFILALVIAYVARR
                     LPFGRHVYAIGDNERAAELSGVKVRQVKVWVYTLSGFCAAIAGIIVSAQLVASHPANG
                     SGFEMNAIAAVVLGGTSLAGGRGTILGTLIGAFVIGILADGLVMMGISEFWQMVIKGI
                     VIIVAVIIDQMQNRMQHKAAIVSQKVTAIPSDVTSQAGIISQTVKSE"
     gene            3155315..3156145
                     /locus_tag="YPA_2830"
     CDS             3155315..3156145
                     /locus_tag="YPA_2830"
                     /EC_number="2.2.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="transketolase subunit A"
                     /protein_id="ABG14792.1"
                     /translation="MNPYSLSIDELVRKARAIRRRIVLLNANSPAGGHTGADLSQVEI
                     LTALYFRILNCAPERLTDPERDIYVQSKGHAVGGYYCCLAEARYFPEEWLATYQRADS
                     HLPGHPVKHKTPGIELNTGALGHGLPVAVGIALAAKRANSKRRVFVLTGDGELAEGSN
                     WEAALVAAHYQLDNLVIINDKNKLQLAGTTKSIMNTDPLADKWRAFGLQVTECRGNDM
                     QSVVETLETLPQNGKPNVVIANTEKGAGISFIQGRVEWHHRVPKGAEIDLALEELNDE
                     "
     gene            3156138..3157082
                     /locus_tag="YPA_2831"
     CDS             3156138..3157082
                     /locus_tag="YPA_2831"
                     /EC_number="2.2.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="transketolase subunit B"
                     /protein_id="ABG14793.1"
                     /translation="MSNAEHLASVMVEQFIKAVDNGVDLVPVVADSTSTAKIGPFITR
                     FPDRVVNVGIAEQAMVGMAVGLSMGGKIAVTCNAAPFLISRANEQLKIDVCYNNSNVK
                     LFGLNSGASYGPLASTHHCIDDIAILRGFGNIEIYAPADPQECRQIIDYALAHQGPVY
                     IRLDGKALPPLHDEHYRFAPGQIDVLQEGRDIALVAMGSTVHEAVSAAAILADNNISA
                     AVVNVSSIRPCDTQQLFAILQQSQRVITIEEHNINGGVGSLVAEVLAEAGSGTPLVRL
                     GIPDGGYAIAADRAEMRAYHGFDAAGIVARALRFCRGE"
     gene            3157085..3158572
                     /locus_tag="YPA_2832"
     CDS             3157085..3158572
                     /locus_tag="YPA_2832"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol kinase"
                     /protein_id="ABG14794.1"
                     /translation="MSTPIILAIDEGTTNAKAIAVDRAGRVLAKASVPLQLEHPQPGW
                     AEQDPLAIWLAVSQAVEGCLNQLAGAQVAGIAISNQRESVLIWERETGTPLTPVVSWQ
                     CRRSEAFCLALRQLPAAAMVAERTGLQIDPLFPAAKIHGMLAQIPHGAERAAHGELCV
                     GTLDCWLTWQFSEGQSFSTDFSNAARTQLFNIHSGQWDPDLLALFGIPSLCLPAVLPS
                     ASIHGHTARTGILGLEQGVPIVAHIGDSHAALYGQGGDQAGEIKATYGTGSSLMMTLK
                     QASAPSHGLSTTIAWHDGELRYALEGNITHTGSGVAWVSRMLGISDLSRLTDMAESQS
                     GNQGVYFVPALSGLGAPYWDSQARGLFCGLTDATTPAVLARAALESVAYQIADVFFAM
                     ENAAHHRLERLRVDGGATSNRWLMQFQADLLQRTLIRNHTAEVSALGAAYLGGKTLGW
                     WQDSQQLAALPREVEYIEPRIHSAEMQDNYSLWQTAIARARFQPK"
     gene            3158593..3160017
                     /locus_tag="YPA_2833"
     CDS             3158593..3160017
                     /locus_tag="YPA_2833"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14795.1"
                     /translation="MSAIPRKLIFAVIIGNRGFFPSYLVSDARRDAQALFDRLGINII
                     MLNEEQTPLGGVENWHDAKVCAELFRQHSEEIHGVVVILPNFGDEKSVSDAIRLSGLK
                     VPVLVQAEEDALDKMGLATRRDSFCGKISLCNNLRQYGIPFTLTKQHVCSLNSEIFSR
                     DVEQFVQLCRVVHAMKRVRVGAIGARPTNFNTVRYSEKLLENLGITVETLDLSEVFFR
                     VANLSDNDIRVGEKLALLKANGDTSTIPQDKLHKMAKLFVVISEWIIANDIDTTAMQC
                     WTSLQQNLGINVCSIMSVMSGQLMPSACEVDVMGALSMYALASCSLAPASIADWNNNF
                     GAERDKCVLFHCGNFASESLESSTMGTADIIGTTVGCENTCGAVHGRMKSGPLTYFRL
                     SSDDFTGQVRAYVGEGRSVSDELNTVGCRAVVEVPQLESLLTHICNNGFEHHVAMNHS
                     ATAQVLQEAFSKYLGVDCYWHGKP"
     gene            complement(3159971..3160222)
                     /locus_tag="YPA_2834"
     CDS             complement(3159971..3160222)
                     /locus_tag="YPA_2834"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14796.1"
                     /translation="MVNSPSHGADTLLFCLSSPFKIASLGFVSSLALYRDPGAISLVI
                     LGHRQLACYAAGYLIAPSPAAGLRFTASHASSNQRPDIY"
     gene            complement(3160239..3161183)
                     /locus_tag="YPA_2835"
     CDS             complement(3160239..3161183)
                     /locus_tag="YPA_2835"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulatory protein"
                     /protein_id="ABG14797.1"
                     /translation="MSRQDEQRLLVKIATLYYTEGMKQSEIADSLHLSQSFVSRAITR
                     CVKEGVVKISVIQPANMFIGIESRIQKHYGIDQAIVVDITDDASPAQIKQAIGSAAAH
                     YMQTSIRPNDMVGISSWSSTIRAMVDNLHPLNIKTSGVIQLLGGVGPNGNVQATLLTQ
                     SLANILNCPAYLLPAQSIERSTEDRARLISSGEVADVVNKFAEVDLALVGIGVLEPSQ
                     LLKNSGNYYHEEMLKLLAERGAVGDLCLHYFDAAGNAVLSDEEDPVIGMSLPQLRACP
                     RVVALAGGIEKSAAIRGALTGNYIDVLITDRLTAETLL"
     gene            complement(3161431..3162771)
                     /locus_tag="YPA_2836"
     CDS             complement(3161431..3162771)
                     /locus_tag="YPA_2836"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14798.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MKKIFNTFFPLYSATVLMLLGSGLLTTYISLRLTAINVSALLIG
                     AIIAANYIGLVIGGKVGHFLIARVGHIRAYVACAGIITAAVLSHGLTEYIPAWVVLRL
                     IIGLCMMCQFMVLESWLNDQAASNQRGTVFGFYMAATYAGLALGQVVLMFQPALGLIT
                     LMVIALFFALCLVPVALTTRSNAQQMSPAPMELKFFVSSIPKILASTLVIGMIVGSFY
                     GLAPVYSSLQSLSTQETGLFMALSIFAGLVAQFPLSWLSDRYNRTQLIRINALLLALT
                     ALPLALIPHISFRFLLSLGFVVSLLQFTLYPLVVALANDLIEPERRVSLAACLLMSFG
                     VGASIGPLVVGALMAPLGGNILYAFFSLCGLGLIALSRTVKQDQDEFVNDAPVPHIAI
                     PDCLVSSPLSSALNPSFDEQMIQNVMPPPEQPATINTPADSLSDPDTTPSPHSQ"
     sig_peptide     complement(3162664..3162771)
                     /locus_tag="YPA_2836"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.956) with cleavage site probability 0.479 at
                     residue 36"
     gene            3163088..3163576
                     /locus_tag="YPA_2837"
     CDS             3163088..3163576
                     /locus_tag="YPA_2837"
                     /codon_start=1
                     /transl_table=11
                     /product="putative competence-damaged protein"
                     /protein_id="ABG14799.1"
                     /db_xref="InterPro:IPR008136"
                     /translation="MSEGQLRQLSIAVGHKLKEHGAWVTCAESCTGGWVAKALTDIAG
                     SSAYFDRGFVTYSNAAKQDLLGVSETTLARYGAVSEAVVREMALGALKQANADFAVSI
                     SGIAGPDGGSADKPVGTVWFGFISREGPISARKKHFSGDRDSVRLQAAVFALQTLFDD
                     FL"
     gene            3163691..3164761
                     /locus_tag="YPA_2838"
     CDS             3163691..3164761
                     /locus_tag="YPA_2838"
                     /codon_start=1
                     /transl_table=11
                     /product="RecA protein"
                     /protein_id="ABG14800.1"
                     /db_xref="InterPro:IPR001553"
                     /db_xref="InterPro:IPR003593"
                     /translation="MAIDENKQKALAAALGQIEKQFGKGSIMRLGEDRSMDVETISTG
                     SLSLDIALGAGGLPMGRIVEIYGPESSGKTTLTLQVIAAAQREGKTCAFIDAEHALDP
                     IYAKKLGVDIDNLLCSQPDTGEQALEICDALTRSGAVDVIIVDSVAALTPKAEIEGEI
                     GDSHMGLAARMMSQAMRKLAGNLKNANTLLIFINQIRMKIGVMFGNPETTTGGNALKF
                     YASVRLDIRRIGAVKDGDVVVGSETRVKVVKNKIAAPFKQAEFQILYGEGININGELV
                     DLGVKHKLIEKAGAWYSYNGDKIGQGKANASNYLKENPAIAAELDKKLREMLLNGGNG
                     EQPVAAATAEFADGADETNEEF"
     gene            3164899..3165462
                     /locus_tag="YPA_2839"
     CDS             3164899..3165462
                     /locus_tag="YPA_2839"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulatory protein"
                     /protein_id="ABG14801.1"
                     /translation="MNDQLSRAMRLLSQRDHSESELRRKLAAPPFSAKGNWGKRSGAK
                     SSDVVESNLVESNPVESNLAESNAIEESDPQVIEQVIDYCYQHNWLDDSRFAASYINS
                     RSRKGYGVQRIRSELMQKGVDKERILAAFENSEIDWCQLAKEVAQRKFSETLPVEWKE
                     KAKVQRYLLYRGFFQEEIQSIYTDSVE"
     gene            3165602..3167818
                     /locus_tag="YPA_2840"
     CDS             3165602..3167818
                     /locus_tag="YPA_2840"
                     /EC_number="6.1.1.7"
                     /codon_start=1
                     /transl_table=11
                     /product="alanyl-tRNA synthetase"
                     /protein_id="ABG14802.1"
                     /db_xref="InterPro:IPR002318"
                     /db_xref="InterPro:IPR006193"
                     /translation="MSKSTAEIRQAFLDFFHSKGHQVVSSSTLVPNNDPTLLFTNAGM
                     NQFKDVFLGLDKRAYSRATTSQRCVRAGGKHNDLENVGYTARHHTFFEMLGNFSFGDY
                     FKHDAINFAWELLTSEQWFNLPKEKLWVTVYETDDEAYNIWANEVGVPHERIIRIGDN
                     KGGAFASDNFWQMGDTGPCGPCSEIFFDHGDHIWGGPPGSAEEDGDRYIEIWNIVFMQ
                     FNRQSDGTMLPLPKPSVDTGMGLERIAAVLQHVNSNYEIDLFRDLIAAVADVTGATDL
                     SSKSLRVIADHIRSCAFLISDGVIPSNENRGYVLRRIIRRAIRHGNMLGAKETFFYKL
                     VAPLIAVMGPAAAELKQQQAMVEQVLKTEEEQFARTLERGLALLDDELSKLTGDTLDG
                     ETAFRLYDTYGFPVDLTADVCRERNLKVDEAGFEQAMEAQRRRARESSGFGADYNSLI
                     RVDSASQFSGYDHVQQHATVTALFRNGEAVDEIHAGEEAVVVLNRTPFYGESGGQVGD
                     KGELKNATATFSVTDTQKYGQAIGHVGILTTGTLRVNHSVEALVDVVRRNRIRLNHSA
                     THLLHAALRNVLGEHVAQKGSLVNDKYLRFDFSHFEAMKPEQIRLVEDLVNEQIRRNM
                     PVQTEVMELDAAKEKGAMALFGEKYDDQVRVLTMGDFSTELCGGTHASRTGDIGLFRI
                     LTESGSNLPGCTILRNLAIAGFSAFGSRKLSKRASEPSGRKFEPSVARQRCFSNGP"
     gene            3168279..3168845
                     /locus_tag="YPA_2841"
     CDS             3168279..3168845
                     /locus_tag="YPA_2841"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hydrolase"
                     /protein_id="ABG14803.1"
                     /db_xref="InterPro:IPR005833"
                     /db_xref="InterPro:IPR006402"
                     /db_xref="InterPro:IPR010976"
                     /translation="MYDLYEGLIFDMDGTLLDTESTHRQAWRQVLAPYGMHFDEQAMV
                     ALNGAPTWKIAGVIIAHNQSDLDPHFLAAQKTSLVNTMLLDNVKPLPLIDVVKSYYGR
                     LPMAVGTGSEHSMAEMLLRHLGLRDYFDAIVGADDVTKHKPEPETFLRCAELLGVRPD
                     KCIVFEDADFGVEAAKRANMAIVDVRLL"
     gene            3168842..3169270
                     /locus_tag="YPA_2842"
     CDS             3168842..3169270
                     /locus_tag="YPA_2842"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14804.1"
                     /translation="MSNTLAIASLFGSSFLSATLLPGNSEILLVTLLTAGSAPAAILV
                     LSATVGNTLGGLTNVVIGRLLPELKPQRGMGVALGWLQRFGPAALLLSWLPIVGDLMC
                     VLAGWLRMPWGFVAFFLFLGKALRYIVLTMITLQGIAWWQ"
     sig_peptide     3168842..3168898
                     /locus_tag="YPA_2842"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.989) with cleavage site probability 0.851 at
                     residue 19"
     gene            3169314..3170912
                     /locus_tag="YPA_2843"
     CDS             3169314..3170912
                     /locus_tag="YPA_2843"
                     /EC_number="6.3.2.2"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate-cysteine ligase"
                     /protein_id="ABG14805.1"
                     /db_xref="InterPro:IPR006334"
                     /translation="MLMSYGFQEREVDLIPDVSHALTWLEAHPKALKGIRRGIERETL
                     RVTADGHLASTGHPESLGAALTHQWITTDFAEALLEFITPVDGDIDHLLTFLRDIHRY
                     TARKLGDERMWPLSMPCFIEAEQDIELAKYGSSNIGRFKTLYREGLKNRYGALMQTIS
                     GVHYNFSLPLEFWQAWAGVTDEQSGKEEISAGYFRLIRNYYRFGWVIPYLFGASPAIC
                     SSFLQGRETALPFERNGKGMCYLPYATSLRLSDLGYTNKSQSNLGITFNDLHTYVDAL
                     KRAIQTPSEEYVALGLKDGDRHLQLNTNVLQIENELYAPIRPKRVTRAGESPSDALLR
                     GGIEYIEVRSLDINPFSPIGVDAVQARFLDLFLIWCVLADAPEMSSDELLCTRKNWDR
                     VILEGRKPGQTIGIGCSDSRQPLETVGKALFADLRRVAEVLDGSESASYQQVCDELVA
                     SFDDPELTFSARILKVMQEKGSGGVGLELAEHYREMLQNEPLELLTEEQLSAERDASR
                     QRQHELELKDKLSFEEYLALHGGQ"
     gene            3171080..3171595
                     /locus_tag="YPA_2844"
     CDS             3171080..3171595
                     /locus_tag="YPA_2844"
                     /codon_start=1
                     /transl_table=11
                     /product="autoinducer-2 production protein"
                     /protein_id="ABG14806.1"
                     /db_xref="InterPro:IPR003815"
                     /translation="MPLLDSFTVDHTIMKAPAVRVAKTMKTPHGDEITVFDLRFCVPN
                     KEVMPEKGIHTLEHLFAGFMRDHLNGDGVEIIDISPMGCRTGFYMSLIGTPDEQRVAD
                     AWKAAMADVLKVTDQRKIPELNEYQCGTYHMHSLEEAQSIAKDILDRDVRINHNEELA
                     LPKEKLTELHI"
     gene            3171799..3172257
                     /locus_tag="YPA_2845"
     CDS             3171799..3172257
                     /locus_tag="YPA_2845"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14807.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3172395..3173678)
                     /locus_tag="YPA_2846"
     CDS             complement(3172395..3173678)
                     /locus_tag="YPA_2846"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14808.1"
                     /db_xref="InterPro:IPR000644"
                     /translation="MLEHVSTSSLIIILVIMIIVSAYFSASETGMMTLNRYRMRHLSK
                     QGNRAARRVEKLLNRPDRLISLVLIGNNLVNILASALATIVGIRLYGDAGVAIATGVL
                     TFVILIFAEVLPKTIAALYPERVAFPSSMLLAPLQKIMLPLVWLLNTITRGLMHLCGI
                     RGNVHSSDAMSKDELRTIVSESQSKISRRNQDMLISVLDLEKVTVSDIMVPRNEVVGI
                     DINDDWKSIMRQLTHSPHGRIVLYRQSLDDAIGMLRVREAYRLMTEKKEFNKENLLRA
                     ADEIYFIPEGTPLNVQLVKFQRNKKKVGMIVDEYGDIQGLVTVEDILEEIVGDFTTSM
                     SPTLAEEVNPQSDGSVLIDGSASVREVNKAFNWSLPVDARTINGMLLEELEEIPQAHI
                     HVRLGNYQIEVLDVQENMIKRVKITPMTSAEHSTL"
     sig_peptide     complement(3173601..3173678)
                     /locus_tag="YPA_2846"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.676) with cleavage site probability 0.595 at
                     residue 26"
     gene            complement(3173747..3174640)
                     /locus_tag="YPA_2847"
     CDS             complement(3173747..3174640)
                     /locus_tag="YPA_2847"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14809.1"
                     /translation="MQTISALTSENGWRGTLSTLYWLSNSLSRCSYNAMPVFSILALL
                     AYSLSLGLIIPSLVRKNSAYRRLALVSAVVALVCHAIALKNQIFDVGVGQNLTLLNIG
                     SIVGLMICTIMTIVASQGRGWFLLPIVYSFAMINLALASLLPGEFITHLEASPEIFIH
                     IGLALFAYATLIIAALYALQLAWLDYQLKHKKLTFNADMPPLMSIERKMFHITQIGVV
                     LLTLTLCTGLLYMDNLFSKENVHKAVLSIMAWFVYIVLLWGHYHEGWRGRRVIWFSFA
                     GAFLLTLAYFGSRLVQEIMVR"
     gene            3174704..3176065
                     /locus_tag="YPA_2848"
     CDS             3174704..3176065
                     /locus_tag="YPA_2848"
                     /codon_start=1
                     /transl_table=11
                     /product="signal recognition particle subunit FFH/SRP54
                     (srp54)"
                     /protein_id="ABG14810.1"
                     /db_xref="InterPro:IPR000897"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR004780"
                     /translation="MFENLTDRLSRTLRNISGRGRLTEENIKETLREVRMALLEADVA
                     LPVVRDFINRVKERAVGHEVNKSLTPGQEFVKIVKNELISAMGEVNNELNLAAQPPAV
                     VLMAGLQGAGKTTSVAKLGKFLKEKQKKKVLVVSADVYRPAAIKQLETLAQGVGIDFF
                     PSDAQEKPIDIVNRALQQAKLKFYDVLIVDTAGRLHVDEAMMDEIKQVHAAIKPVETL
                     FVVDAMTGQDAANTAKAFNEALPLTGVVLTKVDGDARGGAALSIRHITGKPIKFLGVG
                     EKSDALEPFHPDRIASRILGMGDVLSLIEDIESKVDRAQAEKLATKLKKGDGFDLNDF
                     LDQLKQMRNMGGMASMLSKMPGAGQLPENVKSQMDDKVTVRMEAIINSMTLKERAKPE
                     IIKGSRKRRIATGSGVQVQDVNRLLKQFDEMQRMMKKMKNGGLAKMMRGMKGMMPPGF
                     PGR"
     gene            3176293..3176541
                     /locus_tag="YPA_2849"
     CDS             3176293..3176541
                     /locus_tag="YPA_2849"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S16P"
                     /protein_id="ABG14811.1"
                     /db_xref="InterPro:IPR000307"
                     /translation="MVTIRLARGGAKKRPFYQVVVTDSRNARDGRFIERVGFFNPIAS
                     GQAEALRLDLDRIEHWIGLGATVSDRVSVLIKDAKKAA"
     gene            3176563..3177111
                     /locus_tag="YPA_2850"
     CDS             3176563..3177111
                     /locus_tag="YPA_2850"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA processing protein RimM"
                     /protein_id="ABG14812.1"
                     /db_xref="InterPro:IPR011961"
                     /translation="MSKQLNPAVPDQPIVLGKMGSTYGIRGWLRVFSSTENAESIFDY
                     QPWFIQQAGKWQHVELEDWKRHSQDLIIKVKGVDDREAANLLTNCEIIVDSTQLPALE
                     EDDYYWKDLMGCQVVTTTGYELGKIIDMMETGSNDVMVVKANLKDAFGMKERLVPFLH
                     GQVIKKVDLTAQRVEVDWDPGF"
     gene            3177150..3177890
                     /locus_tag="YPA_2851"
     CDS             3177150..3177890
                     /locus_tag="YPA_2851"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (Guanine37-N(1)-) methyltransferase"
                     /protein_id="ABG14813.1"
                     /db_xref="InterPro:IPR002649"
                     /translation="MWIGVISLFPEMFRAITDYGVTGRAVKNGLLSVQCWSPRDFTYD
                     RHRTVDDRPYGGGPGMLMMVQPLREAIHAAKAAAGEGAKVIYLSPQGRKLDQQGVCEL
                     AMNQKMILVCGRYEGVDERVIKTEIDEEWSIGDYVLSGGELPAMTLIDSVSRFIPGVL
                     GHHASAEEDSFVDGLLDCPHYTRPEVLEGMEVPPVLLSGNHAEIRRWRLKQSLGRTWL
                     RRPELLESLALTDEQMVLLAEFQREHKP"
     gene            3177971..3178318
                     /locus_tag="YPA_2852"
     CDS             3177971..3178318
                     /locus_tag="YPA_2852"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L19P"
                     /protein_id="ABG14814.1"
                     /db_xref="InterPro:IPR001857"
                     /translation="MSNIIKQIEQEQMKQDVPAFRPGDSVEVKVWVVEGSKKRLQAFE
                     GVVIAIRNRGLHSAFTVRKISNGEGVERVFQTHSPVIDSITVKRRGAVRQAKLYYLRE
                     RTGKSARIKERLG"
     gene            3178530..3178988
                     /locus_tag="YPA_2853"
     CDS             3178530..3178988
                     /locus_tag="YPA_2853"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14815.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3179291..3180058)
                     /locus_tag="YPA_2854"
     CDS             complement(3179291..3180058)
                     /locus_tag="YPA_2854"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14816.1"
                     /translation="MFSLRHTKALPFYISTLTLSLFSASALADATLFTALDDPSSAKK
                     SFDGSVDAGYTAQSGNTTNSSLAANSTLTWFQPNTAYSLWGAARNTSANNQRSSERYQ
                     LGGRTRYNLTDRHYIFGQASWLTDRYNGFDSRSVLTTGYGRQVMTTPLHNLRVEFGPG
                     VRHDEFYGGGRATKALAYGGANYTYQLTDNTVFSEGVSALANEETTLNSETALNVAIN
                     KSFALRLAYIATYNTKPPTSAPKNTDTTTSITLVYGL"
     sig_peptide     complement(3179972..3180058)
                     /locus_tag="YPA_2854"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.995 at
                     residue 29"
     gene            complement(3180381..3180677)
                     /locus_tag="YPA_2855"
     CDS             complement(3180381..3180677)
                     /locus_tag="YPA_2855"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Dcu family, anaerobic C4-dicarboxylate
                     transporter"
                     /protein_id="ABG14817.1"
                     /translation="MLFLVSKLVNSQAAALAAIAPMGLQLGVEPKMLIAFFPAAYGYF
                     VLPTYPSDLACIGFDRSGTTKIGRFIINHSFIIPGLIGVICSCITGYLLVTTFM"
     sig_peptide     complement(3180594..3180677)
                     /locus_tag="YPA_2855"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.777) with cleavage site probability 0.683 at
                     residue 28"
     gene            complement(3180665..3180976)
                     /locus_tag="YPA_2856"
     CDS             complement(3180665..3180976)
                     /locus_tag="YPA_2856"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Dcu family, anaerobic C4-dicarboxylate
                     transporter"
                     /protein_id="ABG14818.1"
                     /db_xref="InterPro:IPR004668"
                     /translation="MLGAFADLRPAFEVKGKLQSLSMNLVIQMMMLIAGAVILIGCKV
                     KPSDISNGAVFKAGMVAIFSVFGVAWMSDTFFQAHMGELRLVLEDVVKATLGLMPLCC
                     S"
     gene            complement(3181045..3181725)
                     /locus_tag="YPA_2857"
     CDS             complement(3181045..3181725)
                     /locus_tag="YPA_2857"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14819.1"
                     /translation="MITLQFIIIILCLLLGTRYGGMGLGLISGIGLFILTFIFGLEPG
                     KPPVDVMLTILAVIGCASVLQTAGGLNVMMQFAERLLRRHPQHITLLAPFTTWSLTFL
                     CGTGHVVYTMFPIISDIAIKKGIRPERPMAVASVASQMAITASPVSVAVVSLVSIIGA
                     NHGIGHAYSILEILAISVPASLVGVLIAALWSLRRGKDLDKDPDFQKKIKDPEQRAYI
                     YMAQQIRY"
     gene            complement(3182154..3182870)
                     /locus_tag="YPA_2858"
     CDS             complement(3182154..3182870)
                     /locus_tag="YPA_2858"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component system response regulator"
                     /protein_id="ABG14820.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR007492"
                     /translation="MLRVIIVDDEQPAREDLRERLNEEHGIEIVAECSNALEAIPAIQ
                     RLQPDVVFLDIQMPRINGLELASMLNPESMPHIVFVTAYDEYAIRAFEEHAFDYLLKP
                     LDHQRLAKTLTRLSRDLIVKNNLHKVIEPILRHIPCSGHNRIFLLKIEEVEYLSSELS
                     GVHVVGTVQSGYTQLSLKTLEEKTPFIRCHRQYMVNTEQLGEIQLMDNGAAEVITRSG
                     KHIPVSRRYLKSLKEKLGIA"
     gene            3183097..3184173
                     /locus_tag="YPA_2859"
     CDS             3183097..3184173
                     /locus_tag="YPA_2859"
                     /EC_number="2.5.1.54"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-D-arabinoheptulosonate-7-phosphate
                     synthase"
                     /protein_id="ABG14821.1"
                     /db_xref="InterPro:IPR006219"
                     /translation="MIMQKDSLNNVHISAEQILITPEELKNQFPLSENDQYSIERARK
                     TIADIIQGRDPRLLVVCGPCSIHDVDAALDYARRLKKLSVELDDSLYIVMRVYFEKPR
                     TTVGWKGLINDPAMDGSFDVEAGLHIARRLLLDLVGMGLPLATEALDPNSPQYLGDLF
                     SWSAIGARTTESQTHREMASGLSMPVGFKNGTDGSLGTAINAMRAAAMPHRFMGINQS
                     GQVCLLQTQGNPHGHVILRGGKTPNYSAQDVAQCEKQMQDAGLIPSLMIDCSHGNSNK
                     DYRRQVAVAESVVEQIKAGNRSITGVMLESHIHEGNQSSEQPRADMRYGVSVTDACIN
                     WESTETLLRGMRQELLAALTARTA"
     gene            3184186..3185307
                     /locus_tag="YPA_2860"
     CDS             3184186..3185307
                     /locus_tag="YPA_2860"
                     /EC_number="5.4.99.5"
                     /EC_number="1.3.1.12"
                     /codon_start=1
                     /transl_table=11
                     /product="chorismate mutase / prephenate dehydrogenase"
                     /protein_id="ABG14822.1"
                     /db_xref="InterPro:IPR011277"
                     /translation="MVAELTALRDQIDEVDKALLDLLAKRLHLVAEVGEVKSRYGLPI
                     YVPDREAAMLASRRQEAGALGVPPDLIEDVLRRVMRESYTSENDKGFKTLCPELRPVV
                     IIGGQGQMGRLFSRMLNLSGYQVRTLEQEDWSQAESILADAGMVIVSVPIHITEEVIN
                     RLPKLPADCILLDLASVKNKPLQAMLAAHEGPVLGLHPMFGPDVGSLAKQVVVYCDGR
                     DPQAYQWLLEQLQVWGARLHRISAVEHDQNMAFIQALRHFATFAYGLHLAEENVQLEQ
                     LLALSSPIYRLELAMVGRLFAQDPQLYADIIMSSEDNLALIKRYYKRFGEALTLLEHH
                     DKQAFVQSFEKVEHWFGDYAERFLVESRSLLRQANDNRQ"
     gene            complement(3185412..3185867)
                     /locus_tag="YPA_2861"
     CDS             complement(3185412..3185867)
                     /locus_tag="YPA_2861"
                     /EC_number="4.2.1.51"
                     /codon_start=1
                     /transl_table=11
                     /product="Prephenate dehydratase"
                     /protein_id="ABG14823.1"
                     /db_xref="InterPro:IPR001086"
                     /translation="MGRWWRYKWITFHPSLTGSEAGGALYNLQVLEHNLANQQQNITR
                     FIVLARKPIDVSEQIPAKTTLIMATGQQSGALVEALLVLREHGIIMTKLESRPINGNP
                     WEEMFYIDVQANIRSEAMQKALADLTPITRSLKVLGCYPSENVVPVEPR"
     gene            complement(3185883..3186662)
                     /locus_tag="YPA_2862"
     CDS             complement(3185883..3186662)
                     /locus_tag="YPA_2862"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14824.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3186662..3187684)
                     /locus_tag="YPA_2863"
     CDS             complement(3186662..3187684)
                     /locus_tag="YPA_2863"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14825.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(3187766..3188305)
                     /locus_tag="YPA_2864"
     CDS             complement(3187766..3188305)
                     /locus_tag="YPA_2864"
                     /codon_start=1
                     /transl_table=11
                     /product="Siroheme synthase"
                     /protein_id="ABG14826.1"
                     /db_xref="InterPro:IPR006367"
                     /translation="MDYLPLFADLKQRPVLIVGGGEVAARKIELLHRAGAQVWVVAQT
                     LSSELEQQYQDGRIHWLAQDFLPEQLDNVFLVIAATNDTVLNAAVFAAADQRCILANV
                     VDDQPLCSFIFPSIVDRSPLVVAISSSGQAPVLARILREKLEALLPTRLSDMAAIAGR
                     WRGRVKQHMASMGERRRFL"
     gene            3188896..3189096
                     /locus_tag="YPA_2865"
     CDS             3188896..3189096
                     /locus_tag="YPA_2865"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14827.1"
                     /translation="MESGELIKRLEDAGWQIRGGRKTNSGSHVTLCKPGVRKIITLPY
                     PRKDISKGLLRQAQKIAGIKLS"
     gene            3189202..3189678
                     /locus_tag="YPA_2866"
     CDS             3189202..3189678
                     /locus_tag="YPA_2866"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14828.1"
                     /translation="MSEGNQRTCNLKYDGDKQLRELTMIYPIFIFKTVEGFDGYFPDI
                     DGCFFAGNTFADISKNAEEAFAVHIEALMNEGFPLPSPPKDPHRYIDDPRLKEEGGIL
                     GFVEIDPAKYESKAVKFNLTMSQNLLTAIDKFIATNRGYKNRSQFLAELAREKIIS"
     gene            complement(3189921..3190205)
                     /locus_tag="YPA_2867"
     CDS             complement(3189921..3190205)
                     /locus_tag="YPA_2867"
                     /EC_number="1.8.4.8"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoadenylylsulfate reductase (thioredoxin)"
                     /protein_id="ABG14829.1"
                     /translation="MRKPGLRREQSGGRSQLPVLALQRGIFKLLPIIDWDNRQVYQYL
                     TQHGLSYHPLWEQGYLSVGDTHTTRKWEPGMSEEETRFFGLKRECGLHEG"
     gene            complement(3190180..3190647)
                     /locus_tag="YPA_2868"
     CDS             complement(3190180..3190647)
                     /locus_tag="YPA_2868"
                     /EC_number="1.8.4.8"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoadenylylsulfate reductase (thioredoxin)"
                     /protein_id="ABG14830.1"
                     /translation="MSQFNLSELNALPKAKQAAALVLVNGQLEHLTAQERVSWALDNL
                     PGEFVLSSSFGIQAAVCLHLVTRQRPDIPVILTDTGYLFPETYRFIDDLTEKLQLNLQ
                     VFRAAHSPAWQEARYGKLWEQGVEGIERYNNLNKVEPMNRALEALGAQTWFAP"
     gene            complement(3190644..3192374)
                     /locus_tag="YPA_2869"
     CDS             complement(3190644..3192374)
                     /locus_tag="YPA_2869"
                     /EC_number="1.8.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfite reductase (NADPH) beta subunit"
                     /protein_id="ABG14831.1"
                     /db_xref="InterPro:IPR006066"
                     /db_xref="InterPro:IPR011786"
                     /translation="MNEKHPGPLVVSGKLSDGERMKSESNFLRGTIAEDLNNGLTGGF
                     SGDNFLLIRFHGMYQQDDRDIRAERAEQKLEPRHAMMLRCRLPGGIITPQQWLGIDKF
                     AADNTLYGSIRITNRQTFQFHGILKGNVKPAHQLLNELGLDALATANDVNRNVLCTSN
                     PVESALHQEAYEWAKKISEHLLPRTRAYAEIWLDAEKVATTDEEPILGATYLPRKFKT
                     TVVIPPQNDVDLHANDLNFVAVADKGKLIGFNVLVGGGLSIAHGDKNTYPRKASEFGY
                     IPLKHTLAIAEAVVTTQRDWGNRTDRKNAKTKYTLERVGVETFKAEVEKRAGVSFSAI
                     KPYQFIGRGDRIGWVKGVDKKWHLTLFVENGRLLDYPGRSLKTGVAEIAKIHQGDFRL
                     TANQNLIVAGVPEKDKARIEALAREHGLMDDNVTSQRENSMACVSFPTCPLAMAEAER
                     FLPEFVTRVEGILQQHGLADEHIVLRVTGCPNGCGRALLAEVGLVGKAVGRYNLHLGG
                     NREGTRIPRMYRENITADEILLITDQLVGRWAKERHVDEGFGDFVIRAGVIAPVIDSA
                     RDFYDVQEAM"
     gene            complement(3192374..3194194)
                     /locus_tag="YPA_2870"
     CDS             complement(3192374..3194194)
                     /locus_tag="YPA_2870"
                     /EC_number="1.8.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="sulfite reductase (NADPH) alpha subunit"
                     /protein_id="ABG14832.1"
                     /db_xref="InterPro:IPR001094"
                     /db_xref="InterPro:IPR001709"
                     /db_xref="InterPro:IPR008254"
                     /db_xref="InterPro:IPR010199"
                     /translation="MTTQAPPTSLLPLSPEQLARLQAAVGEFSPTQMAWLSGYFWGMV
                     NQQPGAVASPAVAAPPPVTVTLISASQTGNARRLAEQLRDDLLAAQLSVNLVNAGDYK
                     FKQIAQERLLVVVASTQGEGEPAEEAVALHKFLFSKKAPKLSETAFAVFGLGDTSYEH
                     FCQAGKDFDSKLAELGAQRLLDRVDADVEYQVQAQQWRQQVVATLQAKVPAQSTAPTQ
                     STTPAAAAITSGGTTTVSPYSKTAPLTAQLSVQQKVTGRNSEKDVRHIEIDLGDSGLR
                     YQPGDALGVWFDNDPALVEELLALLWLKGDEPVSIDGQNMPLAQALLSHLELTQNTTL
                     IVDKYAALSRDETLIALLADKPALQLYAKNTPFVDMVRQAPSDLNADQLVGLLRPLTP
                     RLYSIASSQAETENEVHITVGVVRYDIDGRARSGGASGYLADRLEVDGDIRVFIEHND
                     NFRLPANPETPVIMIGPGTGIAPFRAFMQQREVDGASGKNWLFFGNPHFTEDFLYQVE
                     WQRYVKEGVLTRIDLAWSRDQAHKIYVQDKLREQGAELWNWIQQGAHIYVCGDANRMA
                     KDVEQVLLDVVALHGAMDAEQADEYLSELRQARRYQRDVY"
     gene            3194587..3194946
                     /locus_tag="YPA_2871"
     CDS             3194587..3194946
                     /locus_tag="YPA_2871"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 6-pyruvoyl tetrahydrobiopterin synthase
                     family protein"
                     /protein_id="ABG14833.1"
                     /db_xref="InterPro:IPR007115"
                     /translation="MSTTLFKDFQFEAAHRLPHVPEGHKCGRLHGHSFMVRLEVTGEV
                     DAHSGWVMDFAALKAVFQPIWERLDHHYLNDIPGLENPTSEVLARWIWQQLKPQLPEL
                     SAVMIKETCSAGCVYRG"
     gene            complement(3195180..3195851)
                     /locus_tag="YPA_2872"
     CDS             complement(3195180..3195851)
                     /locus_tag="YPA_2872"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14834.1"
                     /translation="MLYPINEMFQTLQGEGYFTGVPAIFVRLQGCPVGCSWCDTKHTW
                     EKEADREVDMQRIMVKTAESDAWGSASEQQLLDLFAQQGYTARHVVITGGEPSIYDLQ
                     PLTSLLEQAGFSCQIETSGTHEVRCSAQTWVTVSPKVNMRGGLKILSQALQRADEIKH
                     PVGRLRDIEALEALLATLDDDKKRIIALQPISQKEDATKLCIETCIAKNWRLSMQTHK
                     YLNIA"
     gene            complement(3195955..3196524)
                     /locus_tag="YPA_2873"
     CDS             complement(3195955..3196524)
                     /locus_tag="YPA_2873"
                     /EC_number="1.15.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="superoxide dismutase (Cu-Zn) precursor"
                     /protein_id="ABG14835.1"
                     /db_xref="InterPro:IPR001424"
                     /translation="MKLSTLLLPVILYSSATLAANMAGMNDKASMNGKASMTVKINES
                     LPQGNGKALGTVTVTETAYGLLFTPHLTGLAPGIHGFHLHEKPSCAPGMKDGKAVPAL
                     AAGGHLDPNKTGVHLGPYNDKGHLGDLPGLVVNADGTATYPVLAPRLKSLSEVKQHAL
                     MIHAGGDNYSDHPMPLGGGGARMACGVIE"
     sig_peptide     complement(3196465..3196524)
                     /locus_tag="YPA_2873"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.974 at
                     residue 20"
     gene            complement(3196896..3198191)
                     /locus_tag="YPA_2874"
     CDS             complement(3196896..3198191)
                     /locus_tag="YPA_2874"
                     /EC_number="4.2.1.11"
                     /codon_start=1
                     /transl_table=11
                     /product="enolase"
                     /protein_id="ABG14836.1"
                     /db_xref="InterPro:IPR000941"
                     /translation="MSKIVKVIGREIIDSRGNPTVEAEVHLEGGFVGLAAAPSGASTG
                     SREALELRDGDKSRFLGKGVLKAVAAVNGPIAQAVIGKDAKDQANIDKIMIDLDGTEN
                     KSQFGANAILAVSLAAAKAAAASKGMPLYEHIAELNGTPGKFSMPLPMMNIINGGEHA
                     DNNVDIQEFMIQPVGAKTLKEAVRIGSEVFHHLAKVLKAKGLNTAVGDEGGYAPNLGS
                     NAEALAVIAEAVKAAGYELGKDITLAMDCAASEFYKDGKYVLAGEGNKAFTSEEFTHF
                     LEDLTKQYPIVSIEDGLDESDWAGFKYQTEVLGDKIQLVGDDLFVTNTKILKEGIEKG
                     VANSILIKFNQIGSLTETLAAIKMAKDAGYTAVISHRSGETEDATIADLAVGTAAGQI
                     KTGSMSRSDRVAKYNQLIRIEEALGDRAPFNGLKEVKGQ"
     gene            complement(3198272..3199909)
                     /locus_tag="YPA_2875"
     CDS             complement(3198272..3199909)
                     /locus_tag="YPA_2875"
                     /EC_number="6.3.4.2"
                     /codon_start=1
                     /transl_table=11
                     /product="CTP synthase"
                     /protein_id="ABG14837.1"
                     /db_xref="InterPro:IPR000991"
                     /db_xref="InterPro:IPR004468"
                     /translation="MTTNYIFVTGGVVSSLGKGIAAASLAAILEARGLNVTIMKLDPY
                     INVDPGTMSPTQHGEVFVTEDGAETDLDLGHYERFIRTKMTRRNNFTTGRIYSEVLRK
                     ERRGDYLGATIQVIPHITNAIKERIIEGGEGHDVVLVEIGGTVGDIESLPFLEAIRQM
                     AVDVGREHTLYMHLTLVPYLAAAGEVKTKPTQHSVKELLSIGIQPDVLICRSDRAVPA
                     NERAKIALFCNVPEKAVISLKDVDSIYKIPGLLKSQGLDDYICKRFSLTCPEANLAEW
                     EQVLYEESNPGGEVTIGMIGKYVELPDAYKSVIEALKHGGLKNRLTVNIKLIDSQDVE
                     TRGEEMLKELDAILIPGGFGYRGVEGKVLAARYAREHNIPYLGICLGMQVALMEFARN
                     VAGMENANSTEFVPDCKYPVVALITEWRDEDGNVEIRTEESDLGGTMRVGGQQCHLTE
                     GSLVRQMYGEPTIVERHRHRYEVNNMLLKQIEAAGLRVAGRSADNKLVEIIELPDHPW
                     FVACQFHPEFTSTPRDGHPLFAGFVKAAGDYQKRQVK"
     sig_peptide     complement(3199829..3199909)
                     /locus_tag="YPA_2875"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.616) with cleavage site probability 0.525 at
                     residue 27"
     gene            complement(3200121..3200963)
                     /locus_tag="YPA_2876"
     CDS             complement(3200121..3200963)
                     /locus_tag="YPA_2876"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14838.1"
                     /db_xref="InterPro:IPR011551"
                     /translation="MTQPVTSPDSTAVALQRLLDIMRALRDPEQGCPWDRKQTFDTIA
                     PYTLEETYEVLDAIARKDFDDLRDELGDLLFQVVFYAQMGQEQGLFTFDDVCHAISDK
                     LERRHPHVFSDTSQNVTQAAVNREAALAGWESRKAEERAEKALYSALDDIPDALPALM
                     KAHKIQKRCASVGFDWNTLGPVLDKVYEEIDEVMFEARQAVVDEDKLGEEIGDLLFAT
                     VNLSRHLGHKAENALQAANRKFERRFRQVEQIVTASGQTMESATLDEMEAAWQQVKKQ
                     ETEM"
     gene            complement(3201165..3203399)
                     /locus_tag="YPA_2877"
     CDS             complement(3201165..3203399)
                     /locus_tag="YPA_2877"
                     /EC_number="2.7.6.5"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP pyrophosphokinase"
                     /protein_id="ABG14839.1"
                     /db_xref="InterPro:IPR004811"
                     /translation="MVAVRSAHLNPAGEFALDDWIASLGLANPQSSERLAETWRYCEQ
                     QTQNHPDASLLLWRGLEMVEILSTLSMDNDSMRAALLFPLVDANIVDETTLTEQFGKG
                     ITYLVHGVRDMDAIRQLKATHNDSMSSEQVDNVRRMLLAMVEDFRCVVIKLAERIAHL
                     REVKDAPEDERVLAAKECSNIYAPLANRLGIGQIKWELEDFCFRYLHPDEYKKIAKLL
                     HERRIDREQFIDDFVASLHKAMADEGIKADIYGRPKHIYSIWRKMQKKSLAFDELFDV
                     RAVRVVVERLQDCYAALGIVHTHFRHLPDEFDDYVANPKPNGYQSIHTVVLGPRGKTL
                     EIQIRTRQMHEDAELGVAAHWKYKEGAVAAGRSSYEGRIAWLRKLIAWQEEMADSGEM
                     LDEVRSQVFDDRVYVFTPKGDVIDLPAGSTPLDFAYHIHSDVGHRCIGAKISGRIVPF
                     TYQLQMGDQIEIITQKQPNPSRDWLNPNLGYITTSRGRSKIHNWFRKQDRDKNILAGR
                     QMLDDELEHLDISLKEAEKLLVPRYNMNSMDEVLAAIGGGDIRLNQMVNFLQGKLNKP
                     TAEEADLEALRHLNNKHQPAPRNASKDSGRIVVEGVGNLMHHIARCCQPIPGDQIIGF
                     ITQGRGISIHRADCEQLAELESHAPERIVDAVWGESYSSGYSLVVRVTANDRSGLLRD
                     ITTILANEKVNVLGVASRSDTKKMVATIDMDIEIYNLQVLGRVLAKLNQLPDVIDARR
                     LHGN"
     gene            complement(3203409..3203534)
                     /locus_tag="YPA_2878"
     CDS             complement(3203409..3203534)
                     /locus_tag="YPA_2878"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14840.1"
                     /db_xref="InterPro:IPR010280"
                     /translation="MRHVLSGVGYRLAQVRTLDMFPHTGHLESMALFIQASEVAK"
     gene            complement(3203550..3203732)
                     /locus_tag="YPA_2879"
     CDS             complement(3203550..3203732)
                     /locus_tag="YPA_2879"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14841.1"
                     /translation="MTVYFLGPFTLGAVLHQGVIVFIPDILPGGRVYLAAGSLFGKPL
                     RVKELRRLSLMGCIMR"
     gene            3203843..3206626
                     /locus_tag="YPA_2880"
     CDS             3203843..3206626
                     /locus_tag="YPA_2880"
                     /EC_number="2.7.3.-"
                     /codon_start=1
                     /transl_table=11
                     /product="Hpt sensor hybrid histidine kinase"
                     /protein_id="ABG14842.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /db_xref="InterPro:IPR008207"
                     /translation="MTKYSLRARMMILILAPTLLLGLLLSTSFMVNRYNELQNQIVSA
                     GTNIIEPLAVASEYGMSFRNRDTVRQLINLLHRRHSNIVRSISVFDVDNKLFVTSNYN
                     YNSSQLRLPPGEPVPDSLMLSYRGDSLILRMPIVSESNLSSEQASGQGESDQIQGYIA
                     IDLDLQSVRLKQYKEIFISTLLLLFCMCVAILFAYRLMRDVTGPIRNMVNTVDRIRRG
                     QLDSRVEGHMLGELDILKNGINSMAMSLAAYHEEMQQNIDQATSDLRETLEQMEIQNV
                     ELGLAKKRAQEASRIKSEFLANMSHELRTPLNGVIGFTRQTLKTSLTPTQTDYLQTIQ
                     RSANNLLCIINDVLDFSKLEADKLILEHIPFSLRETLDEVIILLAHTAHEKGLELTLH
                     INNDVPDQVLGDAMRLQQIVTNLLGNAIKFTEEGNIDILVVVKAIASQQVTLMVEIHD
                     TGIGISESQQAQLFQAFRQADASTSRRHGGTGLGLVITERLVKEMGGNISFQSQMSCG
                     SIFRFHLTLELNESIPYRQPDMAHLEGKQLAYIERNSTAARATINILNTTPLQVTHRQ
                     SLAQLPEQHYDFLLVGVPIPFRNNMAIHQDKLLTALKIADHVILALPSQSQVEAEQLK
                     QIGAKDCLLKPISSIRLIPLLLAEDTHSKVPSEEQPRKQPKLPFRVMAVDDNPANLKL
                     IGTLLEEQIEETVLCDSGAMAITYAREHTLDIILMDIQMPEIDGIRASEIIHQIPHHQ
                     ETPIIAVTAHAVKGQQEQLLRLGMADYLAKPIDEARLLQVLSRYQSDNPPLSTASTAS
                     TASTAESLPLPVPKGAGVIDWAQAVRQAANKEDLARDLLTMLLEFMPQITARVQAILA
                     GADDGDILNLVHKFHGSCACSGVPRLRQLCMTIELQLRQQVNLQDLEPEWLELLDEIE
                     NVSEAAKTYLRTE"
     sig_peptide     3203843..3203950
                     /locus_tag="YPA_2880"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.950) with cleavage site probability 0.693 at
                     residue 36"
     gene            complement(3206801..3208246)
                     /locus_tag="YPA_2881"
     CDS             complement(3206801..3208246)
                     /locus_tag="YPA_2881"
                     /codon_start=1
                     /transl_table=11
                     /product="global stress requirement protein GsrA"
                     /protein_id="ABG14843.1"
                     /db_xref="InterPro:IPR001478"
                     /db_xref="InterPro:IPR001940"
                     /db_xref="InterPro:IPR011782"
                     /translation="MKKTTLVLSALALSIGFAMGPVSSVVAAETAASSSQQLPSLAPM
                     LEKVMPSVVSINVEGSAPVSSAGARGMPPQFQQFFGDNSPFCQDGSPFQGSPMCQGDL
                     GGLGQGMPSKREFRSLGSGVIIDAGKGYVVTNNHVVDNANKISVKLSDGRSFDAKVIG
                     KDPRTDIALLQLKDAKNLTAIKIANSDQLRVGDYTVAIGNPYGLGETVTSGIVSALGR
                     SGLNVENYENFIQTDAAINRGNSGGALINLNGELIGINTAILAPDGGNIGIGFAIPSN
                     MVKNLTSQMVEFGQVKRGELGIMGTELNSELAKAMKVDAQKGAFISQVVPKSAAAKAG
                     IKAGDIIVSMNGKAINSFAGFRAEIGTLPVGSKMTLGLLRDGKPINVDVVLEQSSHSQ
                     VESGNLYTGIEGAELSNSDVSGKKGVKVDSVKPGTAAARIGLKKGDIIMGINQQPVQN
                     LGELRKILDAKPPVLALNIQRGDTSLYLLMQ"
     sig_peptide     complement(3208163..3208246)
                     /locus_tag="YPA_2881"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.870 at
                     residue 28"
     gene            complement(3208444..3209964)
                     /locus_tag="YPA_2882"
     CDS             complement(3208444..3209964)
                     /locus_tag="YPA_2882"
                     /EC_number="3.1.5.1"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxyguanosinetriphosphate triphosphohydrolase"
                     /protein_id="ABG14844.1"
                     /db_xref="InterPro:IPR003607"
                     /db_xref="InterPro:IPR006261"
                     /translation="MSGIDFKQKISFQRPFSKPSSAEDEYEITRVFESDRGRIVNSAA
                     IRRLQQKTQVFPLERNAAVRSRLTHSLEVQQVGRYIAKEILNRFKQDKKITAYGLDKL
                     LDPFESIVEMACLMHDIGNPPFGHFGESAINDWFTKRMDPNGGSGSEPQSTDQCQVDV
                     LKLCEGETELNILRSKIRHDLSQFEGNAQAIRLVHSLLKLNLTYAQVGCILKYTKPAY
                     WSAPIPASHNYLMKKPGFYLAEENYVKELRRELNMEEFDRFPLTYIMEAADDISYCIA
                     DLEDAVEKNIFSVEQLYDHMSQEWGAVTPGDLFDKVVGAAFRQLGREQGRRSSEDQFF
                     MYLRVNTVGKLVPHAAQRFIENLPAVFSGSFNQALLEDSSAACKLLQIFKRVAVKHVF
                     NHPEVEQLELQGYRVISGLLDIYSPLLAMPETAFTQLVADDRHRKYPIETRLFHKLSI
                     KHRLAYAESAERIRNLPSEQYEIYEYYYRARLIQDYISGMTDLYAYDEYRRLMAAE"
     gene            3210258..3210959
                     /locus_tag="YPA_2883"
     CDS             3210258..3210959
                     /locus_tag="YPA_2883"
                     /EC_number="3.2.2.16"
                     /codon_start=1
                     /transl_table=11
                     /product="methylthioadenosine nucleosidase"
                     /protein_id="ABG14845.1"
                     /translation="MKVGIIGAMEEEVTLLRDRIENRQTLARAGCEIYTGQLNGIDVA
                     LLKSGIGKVAAAMGTTLLLEHCQPDLVINTGSAGGLDSSLKVGDIVVSNEVRYHDADV
                     TAFGYEPGQMAGCPAAFVADEDLIALAENCIQQLKLNAVRGLICSGDAFINGAEPLTR
                     IRAAFPTVAAVEMEAAAIGHVCYLFNTPFVVVRAISDVADQASHLSFEEFLVVAAKQS
                     TLMIKAMLTTLAQRG"
     gene            3210959..3211801
                     /locus_tag="YPA_2884"
     CDS             3210959..3211801
                     /locus_tag="YPA_2884"
                     /codon_start=1
                     /transl_table=11
                     /product="putative priplasmic metal binding protein"
                     /protein_id="ABG14846.1"
                     /translation="MMPLGLFPLPRAAAVLLISLLTLPAQAAERVISLSPSTTELAYA
                     AGLGDKLVAVSAYSDYPESAKKLEHVASWQGINVERILALKPDLILAWRGGNPQRPLD
                     QLAALGIPIFYSDPTHIDQIASDLDKLAQYSPHPEQAHQAAEQFRQHVNTLRDRYARS
                     QPKRTFLQFGTQPLFTSSGHTLQSEVVSLCGGENIFADSRVPWPQVSREQVMTRKPQV
                     IVVSGTQSQVDNVSAFWLPQLVVPVIALNEDWFNRASPRILLAAQQLCQQMASIPTPV
                     AESH"
     sig_peptide     3210959..3211042
                     /locus_tag="YPA_2884"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 28"
     gene            3211801..3212415
                     /locus_tag="YPA_2885"
     CDS             3211801..3212415
                     /locus_tag="YPA_2885"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14847.1"
                     /translation="MLVYWLDILGTAVFAISGVLLAGKLRMDPFGVLVLGVVTAVGGG
                     TIRDMALANGPVFWVKDPTDLVVAMVTCLATIVLVRQPRRTAKWILPVLDAIGLAVFV
                     GIGVNKAFAADASPLVAICMGVITGVGGGIIRDVLAREIPMILRTEIYATACIIGGIV
                     HATAFYTFNMPLQQAMMLGMVITLGIRLAAIRWHLKLPTFEIEH"
     gene            3212544..3212645
                     /locus_tag="YPA_2886"
     CDS             3212544..3212645
                     /locus_tag="YPA_2886"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14848.1"
                     /translation="MLAGLCPKSLALQQGSKRMNPDELIYIKPTTGQ"
     gene            complement(3212700..3213044)
                     /locus_tag="YPA_2887"
     CDS             complement(3212700..3213044)
                     /locus_tag="YPA_2887"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14849.1"
                     /db_xref="InterPro:IPR000361"
                     /translation="MSNETVLPLQFTEAAAKKVKLLISDEENPNLKLRVYITGGGCSG
                     FQYGFTFDDQVNDGDMTIEKQGVELVVDPMSLQYLVGGAVDYTEGLEGSRFIVTNPNA
                     KSTCGCGSSFSI"
     gene            complement(3213180..3214616)
                     /locus_tag="YPA_2888"
     CDS             complement(3213180..3214616)
                     /locus_tag="YPA_2888"
                     /codon_start=1
                     /transl_table=11
                     /product="putative chloride channel protein"
                     /protein_id="ABG14850.1"
                     /db_xref="InterPro:IPR000169"
                     /db_xref="InterPro:IPR001807"
                     /translation="MTHSTQQLSPEGVAEGKRGRLIRELVNRDKTPLIILIMAAVVGV
                     VTGLLGVAFDRGVDWVQQQRLLALANVADYALLVWPLAFIMSALLAMMGYFLVSRFAP
                     EAGGSGIPEIEGAMEEMRPVRWWRVIPVKFIGGLGTLGAGMVLGREGPMVQMGGNSGR
                     MIVDIFRLRSPEARHSLLATGAAAGLSAAFNAPLAGILFVIEEMRSQFRYSLVSIKAV
                     FIGVITSTIVYRYFNGERAIIEVGKLSDAPLNTLWLYLLLGIIFGAVGVIFNALIFRT
                     QDMFVRFHGGDWRKLVLIGGLLGGMCGLLALLHGNAVGGGFALIPIAAAGNFSIGMLL
                     FIFIARVITTLLCFGSGAPGGIFAPMLALGTILGTAFGLSCAHFFPQYGIEAGTFAIA
                     GMGALFAASVRAPLTGIVLVLEMTDNYQLILPMIVTCLGATLIAQFMGGKPLYSAILA
                     RTLAKQEQARATVIAQEPAVENTPQIGK"
     gene            3214997..3216277
                     /locus_tag="YPA_2889"
     CDS             3214997..3216277
                     /locus_tag="YPA_2889"
                     /EC_number="5.4.3.8"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate-1-semialdehyde 2,1-aminomutase"
                     /protein_id="ABG14851.1"
                     /db_xref="InterPro:IPR004639"
                     /db_xref="InterPro:IPR005814"
                     /translation="MSKSENLYAQAQQLIPGGVNSPVRAFTGVGGIPLFIERADGAYL
                     FDVDGKAYIDYVGSWGPMILGHNHPAIRQAVIEAVERGLSFGAPTEMEVKMAQLVTDL
                     VPTMDMVRMVNSGTEATMSAIRLARGYTGRDKIIKFEGCYHGHADCLLVKAGSGALTL
                     GQPNSPGVPTDFAKHTLTCTYNDLASVRQAFEQYPQEVACIIVEPVAGNMNCIPPLPE
                     FLPGLRALCDEFGALLIIDEVMTGFRVALAGAQDYYHVIPDLTCLGKIIGGGMPVGAF
                     GGRREVMNALAPTGPVYQAGTLSGNPIAMAAGFACLTEISQVGVYETLTELTDSLATG
                     LRHAAKEENIPLVVNHVGGMFGLFFTNADTVTCYQDVMNCDVERFKRFFHLMLEEGVY
                     LAPSAFEAGFMSLAHSNEDIQKTVNAARRCFAKL"
     gene            complement(3216651..3218648)
                     /locus_tag="YPA_2890"
     CDS             complement(3216651..3218648)
                     /locus_tag="YPA_2890"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrichrome transport system permease protein
                     FhuB"
                     /protein_id="ABG14852.1"
                     /translation="MSAISLRQGWRLPAGLLGLLVVIAVSLTFYNLSQLLPSSLWSEA
                     LWRPDRDDVRQMLFHYSQLPRLAVALLTGAGLGLVGVLFQQVLRNPLAEPATLGVAAG
                     AQLGLTIATLWMLPGGELTRQLAAMAGGMTVGALVFGVAWGKRLSPVTLILAGLVLGL
                     YCSAVSNLLALFNYDQLQGLFLWSSGALNQQDWSTVQFLLPRLLISGILAAFLIRPLT
                     LLGLDDGVARNLGLGLSLARLSALGLAIIFSAMLVNAVGVIGFIGLFAPLLAKILGAR
                     RLSQRLILAPIVGALLLWVTDQGIIWLTQVWREIPTGAATALIGAPLLLWLLPRLHST
                     TAPNMDLGDSVPVERQRLGLWISAGLLLLLGGLIVALMFGRDSQGWRWIVGDELQALL
                     HWRWPRVLAALAAGMMLAVAGTLIQKLTGNPMASPEVLGISSGAAFGVVIMLFIVPGN
                     ALEWLLPAGSLGAAITLLLIMVVAGRGGFSPGRMLLAGIALSTAFTTVITMLLASGDP
                     RMRGLLAWISGSTYSVEGSQALTTGLIAVVLIALAPLCRRWLMILPLGSVTARALGMA
                     LAPSRLAILLLAATLTAAATLTVGPLSFVGLMAPHMARMLGFRRAIPQLIIAAILGGL
                     LMILADWCGRMLLFPNQIPAGLLATFIGAPYFVYLLRKQGR"
     gene            complement(3218645..3219733)
                     /locus_tag="YPA_2891"
     CDS             complement(3218645..3219733)
                     /locus_tag="YPA_2891"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrichrome-binding periplasmic protein
                     precursor"
                     /protein_id="ABG14853.1"
                     /db_xref="InterPro:IPR008091"
                     /translation="MKTHLPMDLSSSSASNYLSGPDCSSDPDCSVRPACSARSDRSVR
                     PDRSSGPDYYRRRLLMALTLSPLLLSLPSLVAAAPKSDQPLLNIDRVIDIQRDIDTKR
                     VVALEWLPVELLLALGVTPFGVADIHNYRLWVGEPALPADVINVGQRTEPNLELLQQM
                     APSLILLSQGYGPSPEKLAPIAPTMSFAFNEQGSSPLAVGKNSLQTLGQRLGLETAAQ
                     QHLADFDHFMLAARARLSGDTQTPLLMFSLLDPRHALIIGNGSLFQDVLSTLNIENAW
                     QGETNFWGSAVVGIERLATIKTARAVCFGHGNNEMLQQVARTPLWQSLSFVRENQLRL
                     LPPVWFYGATLSAMRFVRLLEQAWGKAP"
     gene            complement(3219733..3220527)
                     /locus_tag="YPA_2892"
     CDS             complement(3219733..3220527)
                     /locus_tag="YPA_2892"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrichrome transport ATP-binding protein FhuC"
                     /protein_id="ABG14854.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MDLQASHSSTFILRELSFSVPGRTLLQPLSLTFPQGKVCGLIGH
                     NGSGKSTLLKMLGRHQPPSSGQVVLNDMPLAQWDSKAFAREVAYLPQQLPAAEGMTVR
                     ELVAIGRYPWHGALGRFRQEDRQQVEEAIALVDLKPLANRLVDSLSGGERQRAWLAMM
                     VAQNSRCLLLDEPTSALDIAHQVEVLGLIQRLSHERGLTVIAVLHDINMAARYCDHLV
                     ALRGGEMIAQGPADSLMQSAVLEQIYGIPMGILPHPAGGAPVSFVY"
     gene            complement(3220849..3223323)
                     /locus_tag="YPA_2893"
     CDS             complement(3220849..3223323)
                     /locus_tag="YPA_2893"
                     /EC_number="2.4.1.129"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding protein 1B"
                     /protein_id="ABG14855.1"
                     /db_xref="InterPro:IPR001264"
                     /db_xref="InterPro:IPR011813"
                     /translation="MSGDDREPIGRKGKKAQPKAAPKRPLRRRRDEDEYEEDYDEEQN
                     DYDDEEEPMPRKVASRPPRKKRRWLGLLIKLFLIGAVALAIYGVYLDSQIRSRIDGKV
                     WQLPAAVYGRMVNLEPGMSYSKKEMIALLEGMQYRQVSRMTRPGEFTVQNDSIDILRR
                     PFDFPDGKEGQIRARLLFKNDRLAQIQNLDNQRDFGLFRLDPKLITMLQSPNGEQRLF
                     VPRAGFPDLLVDTLLATEDRHFYEHDGVSPYSIARAVVANLTAGKAVQGGSTLTQQLV
                     KNLFLTNERSLVRKLNEAYMALLMDYRYSKDRILELYLNEVYLGQSGGDQIRGFPLGS
                     LYYFGRPVDELSLDQQAMLVGMVKGASLYNPWRNPKLALERRNLVLRLLQNQGIIDAE
                     LYTMLSARPLGVQPKGGVITPQPAFMQMVRQELQQKLGNKVNDLSGVKIFTTLDPVSQ
                     DAAEKAIEDGVPALRAARNMNDLEAAMVVVDRFSGEVRAMVGGSQPQFAGFNRAMQAR
                     RLVGSLAKPPTYLAALSEPDKYRLNTWLSDQPLSLKLSNGSLWQPKNYDRQFRGQVML
                     MDALVNSLNIPTVNLGMSVGLDQISATLQRLGIPKSVINPVPAMLLGAIDLTPVEVAQ
                     EYQTIASGGNRAPLSAVRSVIAEDGTVLYQSFPQAERMVPAQASYLTLYAMQQGVVRG
                     TSRSLSAKFGKYNLAAKTGTTNDLRDSWFAGIDGKEVTIAWIGRDNNGPTKLTGASGA
                     LTLYRRYLENQTPLPLILQPPEGISQMNIDSAGNFVCGEGSGMRVIPVWTENPQALCQ
                     GSTPTQDPTKPNDDGVADWIKEMFGQ"
     gene            complement(3223432..3225993)
                     /locus_tag="YPA_2894"
     CDS             complement(3223432..3225993)
                     /locus_tag="YPA_2894"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent helicase"
                     /protein_id="ABG14856.1"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR010225"
                     /db_xref="InterPro:IPR011545"
                     /translation="MMLQWLTIKLQWLTIKVERVETNVVVSERKNDVAIAALPVSEVL
                     DELLSALQSSSQVLLHAPTGAGKSTWLPLQILQQSQFLNSGSPGRIIMLEPRRLAAKN
                     VAYRLAQQLGELPGQTVGYRMRAESKIGPDTRLEVVTEGILTRMLQQDAELQGVSLVI
                     LDEFHERSLQADLALALLLDVQQGLRDDLKLLIMSATLDNQRLSALLPSAPAIVSAGR
                     SFPVERSYQPLSSHERLEEGVASRVKRLLNEQPGSLLLFLPGVSEIHRVMERLHGEVA
                     SDTDLCPLYGALPLSEQQKAIQPAAIGRRKVVLATNIAETSLTIEGIRLVVDSGLERV
                     ARFDIKNGLTRLVTQRISQASMVQRAGRAGRLEPGICWHLFAKEQAERAAEYSEPEIL
                     NSDLCGLWLELLSWGCQDAAQLCWLDHPPAAALAVARDLLGRLDAIDDQGQLTATGRT
                     MATLGCEPRLAAMLCFGAGHSPDALATAALLAAILEEPPRSGQIDLHDWLSRPQPHWQ
                     RRARQLTQRLNARGGSVDHALAAQLLALAYPDRIAQQRGQDGRYLLANGMGAAMAQDE
                     ALSRSPWLVAVGLLQNHSGPDARILLALPVDIEQLVTCLPRQVEERTVVEWDDEKGTL
                     RAWRRWQIGRLILRAQPLAKPDDAALQQALLNWVREQGLQILNWDEPAEQLRTRLQCA
                     ARWLPEAPWPAVDDDSLQDKLALWLQPSLSGVRDLRGLRQVNIAEALTRLLDWKQRQR
                     LDTELPTHYTVPTGSRLPIRYYVDRPPVLAVRLQEVFGEQQSPMLASGRVAVVLELLS
                     PAHRPLQITGDLAAFWQGAYREVQKEMKGRYPKHVWPDDPAHTRPTRRTKKYQDK"
     gene            3226034..3226609
                     /locus_tag="YPA_2895"
     CDS             3226034..3226609
                     /locus_tag="YPA_2895"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 2'-5' RNA ligase"
                     /protein_id="ABG14857.1"
                     /db_xref="InterPro:IPR004175"
                     /translation="MTNTVDELKRVRRLFFALTLPDAMQQEIVQWRAGHFSPEAGRPV
                     AAANLHLTLAFLGEVSATKSQVLQQQAGRIQQAGFSVTLDDIGHWPGSGVIWLGCKNP
                     PRGLLQLAQLLRSQAARSGCYQTPLPFHPHVTLLRNATRPVALPAKSGNETFQADHFS
                     LYESVFARGRTRYNIVQSWPLAGSERKPDAC"
     gene            3226599..3227459
                     /locus_tag="YPA_2896"
     CDS             3226599..3227459
                     /locus_tag="YPA_2896"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar fermentation stimulation protein"
                     /protein_id="ABG14858.1"
                     /db_xref="InterPro:IPR005224"
                     /translation="MPANANLPPFSANLLSVNSDSRSISPNSPPTHAKSLQFNAPLLQ
                     FTPPLQPATLILRYKRFLADIVTPAGEALTIHCANTGAMTGCATPGDTIWYSTSDNPK
                     RKYPQSWELTQTQTGDWICVNTMRANELVNLAIEKNQIAELSGYNFVRKEVKYGEENS
                     RIDLLLQAEDRRDCYIEVKSVTLLQQQCGYFPDAVTLRGQKHLRELQNRVVNGHRAVL
                     FFAVLHTGIKQVAPARHIDRRYAELLVQAQQAGVEVICYGFQLSPDGIELNTRLPLLL
                     DEMLSSENAE"
     gene            complement(3227515..3228198)
                     /locus_tag="YPA_2897"
     CDS             complement(3227515..3228198)
                     /locus_tag="YPA_2897"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14859.1"
                     /translation="MKTSIFKHKKKGSNSSNTVPERALAPCYTLCRVTHYAVLACHLL
                     FADFGQGFTVNAQICSWPCLKTTDTNFYATRLAETKIVIFNFFQRLLDLFNQFTLAVA
                     VTKFKAEFFFLRGTVHRIREVSSFVLHMRYSTIYFIPELIAPCFKNQLEMRQLGGVHI
                     LFAWLLLVRLYPSDGENAQGRGFTFLPFLHDASPTFIRTIEIPNRGKNQAAINNRREV
                     GWQLFLSPA"
     gene            3227629..3228084
                     /locus_tag="YPA_2898"
     CDS             3227629..3228084
                     /locus_tag="YPA_2898"
                     /codon_start=1
                     /transl_table=11
                     /product="DnaK suppressor protein"
                     /protein_id="ABG14860.1"
                     /db_xref="InterPro:IPR000962"
                     /translation="MQEGQKRKTSSLSILAIAGVEPYQEKPGEEYMNAAQLSHFKLIL
                     EAWRNQLRDEVDRTVSHMQDEAANFPDPVDRAAQEEEFSLELRNRDRERKLIKKIEKT
                     LKKVEDDDFGFCESCGVEIGIRRLEARPTADLCIDCKTLAEIREKQMAG"
     gene            3228175..3229329
                     /locus_tag="YPA_2899"
     CDS             3228175..3229329
                     /locus_tag="YPA_2899"
                     /EC_number="6.1.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glutamyl-tRNA synthetase"
                     /protein_id="ABG14861.1"
                     /db_xref="InterPro:IPR000924"
                     /translation="MLEDTGFQRLFSSQLFDPQPFGSKPSGSQLFGSQPFAAAQLFSA
                     AQPRASQFPSAQLPETQQPVVQQAVIQRSANQRATNQPTEYIGRFAPSPSGDLHFGSL
                     IAALGSYLQARAQGGKWLVRIEDIDPPREVPGAASRILAALEHYGLHWDGPVIYQSQR
                     HEAYRATLNWLEQQGLSYYCTCTRSRIHQLGGFYDGYCRDRHLPASGAAIRLRQTQPV
                     YAFYDKLLGELHAHPALAQEDFIIRRRDGLFAYNLAVVVDDAFQGVTEIVRGADLIEP
                     TVRQIALYQQLQHPVPGYIHLPLALNNQGNKLSKQNHAPPLPNGDPRPILIDALKFLR
                     QPLPEYWQDLDLYLLLRYAVKHWTLVSIPLQGAITPQKTQRHSQSKYGEL"
     gene            3229418..3230893
                     /locus_tag="YPA_2900"
     CDS             3229418..3230893
                     /locus_tag="YPA_2900"
                     /codon_start=1
                     /transl_table=11
                     /product="poly(A) polymerase"
                     /protein_id="ABG14862.1"
                     /db_xref="InterPro:IPR010206"
                     /translation="MLIREDKTVRDDKARKDKVPGEDNVARKERRPARAHTGRKGHAV
                     SSSEQRQMAIIPRDQHNISRRDISDNALKVLYRLNKSGYEAYLVGGGVRDLLLGRKPK
                     DFDITTSATPEQVRKLFRNCRLVGRRFRLAHVMFGPEIIEVATFRGHHEQQQAEDSDK
                     NSSQQAQNGMLLRDNIFGSIEDDAQRRDFTINSLYYGISDFALRDYTGGLRDLKEGII
                     RLIGDPETRYREDPVRMLRAVRFAAKLDMSISPETAEPIPRLASLLREIPPARLFEES
                     LKLLQSGYGYKTYLKLCEYQLFQPLFPLIARNFTEQHDSPMERILVQVLKNTDHRLHN
                     DQRVNPAFLFAAMLWYPLIEHAQKLTQESGLAYYDAFALAMNDVLDEECRSLAIPKRI
                     TSLVRDIWLLQLRLSRRQGKRAHKLMEHPKFRAAYDLLLLRAEVEKNHELQRLAQWWG
                     EFQEATPTQQKSMLNTLGADPAPRRSRPRRPRKPVPRKEGV"
     gene            3230901..3231380
                     /locus_tag="YPA_2901"
     CDS             3230901..3231380
                     /locus_tag="YPA_2901"
                     /EC_number="2.7.6.3"
                     /codon_start=1
                     /transl_table=11
                     /product="2-amino-4-hydroxy-6-
                     hydroxymethyldihydropteridine pyrophosphokinase"
                     /protein_id="ABG14863.1"
                     /db_xref="InterPro:IPR000550"
                     /translation="MIRVYIALGSNLAMPLQQVSAAREALAHLPRSRLVACSPLYRTK
                     PLGPQDQPDFLNAVVALDTSLPPEQLLDHTQAIERNQGRVRKEQRWGPRTLDLDIMLY
                     GDQVIKTDRLTIPHYGLKAREFMLYPLADIAPDLIFPDGESLSECLKRVDKNGLVLW"
     gene            3231649..3232446
                     /locus_tag="YPA_2902"
     CDS             3231649..3232446
                     /locus_tag="YPA_2902"
                     /EC_number="2.1.2.11"
                     /codon_start=1
                     /transl_table=11
                     /product="ketopantoate hydroxymethyltransferase"
                     /protein_id="ABG14864.1"
                     /db_xref="InterPro:IPR003700"
                     /translation="MKTTTMSQLRQWKQEKRKFATLTAYDASFAQLFAEQGIQVLLVG
                     DSLGMTLQGFDSTLPVTVADMAYHTRAVRRGAPHCLLLADMPFMSYATPELAFTHAAE
                     LMRAGANMVKLEGGSWLCDTIRMLAERAVPVCGHLGLTPQSVNIFGGYKVQGREEVAA
                     NQLLQDAIALEQAGAQLLVLECVPVELAQRVTEELTIPVIGIGAGNVTDGQILVMHDA
                     LGITGGHTPKFSKNFLAHSAGDIRAAIKLYIEEVEGGIYPAEEHTFQ"
     gene            3232534..3233388
                     /locus_tag="YPA_2903"
     CDS             3232534..3233388
                     /locus_tag="YPA_2903"
                     /EC_number="6.3.2.1"
                     /codon_start=1
                     /transl_table=11
                     /product="pantothenate synthetase"
                     /protein_id="ABG14865.1"
                     /db_xref="InterPro:IPR003721"
                     /translation="MLIIETLPLLRQQIRRWRQEGKRIALVPTMGNLHEGHMTLVDEA
                     KTRADVVVVTIFVNPLQFERPDDLAHYPRTLQEDCEKLTRHGADLVFAPAAADIYPAG
                     LEKQTYVDVPALSTILEGASRPGHFRGVSTIVSKLFNLIQPDVACFGEKDYQQLALIR
                     KMVADMGYDINIVGVPTVRAKDGLALSSRNGYLTEEERQIAPQLSKIMWALAEKMALG
                     ERQIDALLEEAAAQLLRVGFTPDELFIRDAETLQPLTVDSQQAVILMAAWLGKARLID
                     NQLVDLRH"
     gene            3233799..3234179
                     /locus_tag="YPA_2904"
     CDS             3233799..3234179
                     /locus_tag="YPA_2904"
                     /EC_number="4.1.1.11"
                     /codon_start=1
                     /transl_table=11
                     /product="L-aspartate 1-decarboxylase"
                     /protein_id="ABG14866.1"
                     /db_xref="InterPro:IPR003190"
                     /translation="MIRTMLQGKLHRVKVTQADLHYEGSCAIDQDFLEAAGILEYEAI
                     DIYNVDNGQRFSTYAIAAERGSRIISVNGAAARCACVGDKLIICSYVQMSYAAARLHH
                     PKVAYFEGENQLQRKAKAVPVQVA"
     gene            complement(3234328..3235407)
                     /locus_tag="YPA_2905"
     CDS             complement(3234328..3235407)
                     /locus_tag="YPA_2905"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14867.1"
                     /translation="MSLSLATVPVLLIKMIYVRLIKHKKNNDMLGDLNKPLPNQNILT
                     MREAKVYLAADVRSEQFAVLAENLRYPIVGKLKDRLSNTWYQVNIGDRLGYVSSADAE
                     IDNGIPILTYHHMLKNEENKRFLNTSTTTSDVAFSNQMAYLKQAGYDTISLYQLEGYL
                     NNKINLPAKVVVLTFDDGLKSVSRYAYPILKENGFRATAFIISSRIKRHPQKWNPDSL
                     QFMSIAELKGIQDVFDIQSHTHFLHRTDNRHHPILLSRSYHNIIFDFERSRRALAQFN
                     PHVIFLSYPFGGFNQTAVNAAKNAGFHLAVTTMQGKVKPGDNPYTLKRLYILRTDSIP
                     TMAERIANQPGPVAVKPAPAVIEMD"
     gene            complement(3235304..3235642)
                     /locus_tag="YPA_2906"
     CDS             complement(3235304..3235642)
                     /locus_tag="YPA_2906"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14868.1"
                     /translation="MWHKNRIAIGMLLSIVMWVIMIPTTQADLLPNVEVTPPKYMMTE
                     RDSEVYSLVGEHVIPVGEIKEGQLIQVTPVIAEYYEFKFGNGTGFIDKDDLREINKAQ
                     KKQRHVGRFK"
     sig_peptide     complement(3235559..3235642)
                     /locus_tag="YPA_2906"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.989 at
                     residue 28"
     gene            complement(3235849..3236619)
                     /locus_tag="YPA_2907"
     CDS             complement(3235849..3236619)
                     /locus_tag="YPA_2907"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter, integral membrane
                     protein"
                     /protein_id="ABG14869.1"
                     /db_xref="InterPro:IPR000412"
                     /translation="MTRLYWIALQSIWIKEITRFARIWIQTLVPPVITMSLYFVIFGN
                     LIGARIGDMGGFDYMQFIVPGLIMMAVITNAYSNVAASFYGAKFQRSIEELLVAPVPT
                     HIVIIGYVGGGVARGICVGILVTIISLFFVPLHVHSWSMIALTLILTAILFSLGGLLN
                     AVFAKTFDDISLVPTFVLTPLTYLGGVFYSLSLLPPFWQAVSKLNPIVYMISGFRYGF
                     LGITDVSLAYTIGVLVVFIAVFYAWAWYLIERGTGLRT"
     gene            complement(3236616..3237542)
                     /locus_tag="YPA_2908"
     CDS             complement(3236616..3237542)
                     /locus_tag="YPA_2908"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter, ATP-binding protein"
                     /protein_id="ABG14870.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTYALEITQLTKTYMGGVQALRGIDLHVEAGDFYALLGPNGAGK
                     STTIGIISSLVNKTSGKVQVFGYDIDNDIVNAKRQLGLVPQEFNFNPFETVLQIVITQ
                     AGYYGVTRRDALARAEKYLSQLDLWSKRDERAIRLSGGMKRRLMIARALMHEPKLLIL
                     DEPTAGVDIELRRSMWGFLKELNAQGTTIILTTHYLEEAEMLCRNIGIIQNGELVENT
                     TMKQLLSKLESETFIFDLGAKSPLPKLEGYGYRLTDTSTLEVDVKREQGLNSLFSQLN
                     VQGVQVQSMRNKANRLEELFVTLVNGHEGEKA"
     gene            3237565..3238440
                     /locus_tag="YPA_2909"
     CDS             3237565..3238440
                     /locus_tag="YPA_2909"
                     /EC_number="4.2.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbonic anhydrase"
                     /protein_id="ABG14871.1"
                     /db_xref="InterPro:IPR001765"
                     /translation="MGLLVVLRTHDVFNPPHMRDVTGNIKNQTGTEKILRRQYRVITE
                     TTVPISKSESLPYIILSQPEHYRLFTLMKEIEKLIANNRTWSNTICKDDPGFFEHLAQ
                     SQKPRFLWIGCSDSRVPAEQLTGLKSGELFVHRNVANLVIHTDLNCLSVVQYAIDVLQ
                     VEHIIICGHLGCGGVEAAIKGEEMGLIDNWLLHIRDLWYKHSSLLGELPQEERSNVLC
                     QINVVEQVYNLGHSTIVRSAWKRGQKAMIHGWVYGIENGLLRDLEVSATSLGSLEMVY
                     RKAMAELLQNNKEDH"
     gene            complement(3238594..3239139)
                     /locus_tag="YPA_2910"
     CDS             complement(3238594..3239139)
                     /locus_tag="YPA_2910"
                     /EC_number="2.4.2.8"
                     /codon_start=1
                     /transl_table=11
                     /product="hypoxanthine phosphoribosyltransferase"
                     /protein_id="ABG14872.1"
                     /db_xref="InterPro:IPR002375"
                     /db_xref="InterPro:IPR005904"
                     /translation="MLAVRHTVEVMISEQEVKTRIAELGRQISEHYRDSGSDMVLVGL
                     LRGSFMFMADLCRAIDVSHEVDFMTASSYGNGMSTTRDVKILKDLDEDIRGKDVLIVE
                     DIIDSGNTLSKVREILQLRGPKSLAICTLLDKPERREVHVPVEWVGFTIPDEFVVGYG
                     IDYAQRYRHLPYVGKVVTLDE"
     gene            complement(3239350..3240951)
                     /locus_tag="YPA_2911"
     CDS             complement(3239350..3240951)
                     /locus_tag="YPA_2911"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein SufI"
                     /protein_id="ABG14873.1"
                     /db_xref="InterPro:IPR002355"
                     /db_xref="InterPro:IPR006311"
                     /translation="MHRRDFLKLTAALGAATSLPLWSRAALAADFSPLPIPPLLQPDA
                     NGKINLNIQTGSVVWLPSTATQTWGYNGNLLGPAIRLQRGKAVTIDITNALPEATTVH
                     WHGLEIPGEVDGGPQALIQPGAKRQVTFAVEQPAATCWFHPHTHSKTGHQVAMGLGGL
                     VLIDDSDSETLPLPKQWGVDDIPVILQDKLLDKHGQVDYQLDVMTAAVGWFGDRMLTN
                     GVPYPQQITPRGWVRLRLLNGCNARSLNLALSDGRPMYVIASDGGLLAEPVVVRELPI
                     LMGERFEVLVDTRDGQSLDLVTLPVTQMGMTLAPFDQPLPVLRIQPSLAIGSQVLPES
                     LVVIPELADVTGVQERWFQLMMDPKLDMLGMQALVARYGMKAMAGMNMNHGDMGAMDH
                     GNRPDMSQGKMKGMDHGTMNGAPAFNFSHANRINGKAFSMTEPAFDAKQGKYEKWTIS
                     GEGDMMLHPFHVHGTQFRILTENGKPPAEHRRGWKDIVRVEGARSEILVRFNYLAPAS
                     TPYMAHCHLLEHEDTGMMLGFTVSA"
     sig_peptide     complement(3240865..3240951)
                     /locus_tag="YPA_2911"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 29"
     gene            3241268..3241615
                     /locus_tag="YPA_2912"
     CDS             3241268..3241615
                     /locus_tag="YPA_2912"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14874.1"
                     /translation="MKRTTLVMLLLTLCGFSSASFALSESEAEDLADLTAVFVYLKND
                     CGYQELPNNEIKRAIVYFAQQNRWDLHNYDSFNMKALGEDSYRDLRGIALPTPVKCKS
                     LARDSLSLLAYAN"
     sig_peptide     3241268..3241336
                     /locus_tag="YPA_2912"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.797 at
                     residue 23"
     gene            3241732..3242622
                     /locus_tag="YPA_2913"
     CDS             3241732..3242622
                     /locus_tag="YPA_2913"
                     /EC_number="2.5.1.16"
                     /codon_start=1
                     /transl_table=11
                     /product="spermidine synthase"
                     /protein_id="ABG14875.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR001045"
                     /translation="MSQKELWYETLHANFGQYFSVENVLFREKTEHQDLVIFENPELG
                     RVMALDGVVQTTERDEFIYHEMMTHVPLLAHGQAKKVLIIGGGDGAMLREVSRHKNIE
                     QITMVEIDAGVVEFCRQYLPNHSAGAYDDPRFKLVIDDGVNFVNQTTEKFDVIISDCT
                     DPIGPGESLFTSVFYEGCARSLNEGGIFVAQNGVCFLQQDEAVNSHNKLSHYFSDVSF
                     YQAAIPTYYGGIMTFAWATQNPALRQLDLATLQNRFAQAGLACRYYNPAIHVGSFALP
                     QYLLDALTTIPKVIGVDSSE"
     gene            3242700..3243494
                     /locus_tag="YPA_2914"
     CDS             3242700..3243494
                     /locus_tag="YPA_2914"
                     /EC_number="4.1.1.50"
                     /codon_start=1
                     /transl_table=11
                     /product="adenosylmethionine decarboxylase proenzyme"
                     /protein_id="ABG14876.1"
                     /translation="MSKLKLHGFNNLTKSLSFCIYDICYAKTADDRDGYIAYIDEQYN
                     ANRLTEILSETCSIIGANILNIARQDYDPQGASVTILVSEEPVDPRDVDTSEHPGPLP
                     SAVVAHLDKSHICVHTYPESHPEAGLCTFRADIEVSTCGVISPLKALNYLIHQLESDI
                     VTMDYRVRGFTRDINGVKHFIDHKINSIQNFMSDDMKSLYHMMDVNVYQENIFHTKMM
                     LKDFDLKHYLFNAKPEELSAEEKEQITRLLYKEMQEIYYGRNVPEV"
     gene            3243932..3244840
                     /locus_tag="YPA_2915"
     CDS             3243932..3244840
                     /locus_tag="YPA_2915"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14877.1"
                     /translation="MNRLPTLYGIIAILLWSMSVALTRGLAEALGPFGAGSAIYSVSG
                     ILVWLVAGKPRVRGQHPAYLYGCGLLFVVYMVAFALAIGMANDRQQTLEIGLINYLWP
                     SLTLLLAVPLLKLRARWWLWPGAALALFGVIWVVSGGEGLDVKTLAVNISSNPLAYSL
                     ALIAAFTWAGYSNLVRLYSQGPGALPLFLIACALCLWLMFFMWTPGKLHFTPRAIFEL
                     LLMGANTALAYQCWDRAYQCWDSAMKKGNATLVAALSYFTPLLSILIASVWLNTLPSA
                     AFWPGVAMVVAGSLLCWSASRNPLRT"
     sig_peptide     3243932..3244003
                     /locus_tag="YPA_2915"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.921) with cleavage site probability 0.312 at
                     residue 24"
     gene            complement(3244951..3245310)
                     /locus_tag="YPA_2916"
     CDS             complement(3244951..3245310)
                     /locus_tag="YPA_2916"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14878.1"
                     /db_xref="InterPro:IPR008249"
                     /translation="MDYEFLRDLTGQVLVKFSMGHEVIGHWLNEEIKGDLVKLDHIET
                     AADGVRGSERQWQLPGHEYTLWLDGEEVMVRANQLDLDGDEMEEGMNYYDEESLCLCG
                     LEDFLLVLKGYRAFITQ"
     gene            complement(3245609..3248206)
                     /locus_tag="YPA_2917"
     CDS             complement(3245609..3248206)
                     /locus_tag="YPA_2917"
                     /EC_number="4.2.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="aconitase"
                     /protein_id="ABG14879.1"
                     /db_xref="InterPro:IPR001030"
                     /db_xref="InterPro:IPR004406"
                     /translation="MLEEYRKHVAERAAEGIVPKPLDASQMAALVESLKNPPAGEEEF
                     LLDLLTNRVPPGVDEAAYVKAGFLAAIAKGEAHSPLITAEKAIELLGTMQGGYNIHPL
                     IDALDNEQLAPIAAKALSHTLLMFDNFYDVEDKAKAGNPYAKQIIQSWADAEWYLSRP
                     ALAEKLTVTVFKVTGETNTDDLSPAPDAWSRPDIPLHALAMLKNAREGIHPDQPGSVG
                     PIKQIEELNKKGFPLAYVGDVVGTGSSRKSATNSVLWFMGDDIPYVPNKRGGGVVLGS
                     KIAPIFFNTMEDAGALPIEVDVAKLNMGDVIDIFPYQGEVRRHDTGEVLATFELKTDV
                     LLDEVRAGGRIPLIVGRGLTTKARESLGLPVSDVFRVPKPVAKSNKGFSLAQKMVGRA
                     CGVAGVRPGEYCEPKMTSVGSQDTTGPMTRDELKDLACLGFSADLVMQSFCHTAAYPK
                     PVDVTTHHTLPDFIMNRGGVSLRPGDGIIHSWLNRMLLPDTVGTGGDSHTRFPIGISF
                     PAGSGLVAFAAATGVMPLDMPESVLVRFKGEMQPGITLRDLVHAIPYYAIQEGLLTVE
                     KKGKKNIFSGRILEIEGLPELKVEQAFELADASAERSAAGCTIKLDKAPITEYLQSNV
                     VLLKWMIAEGYGDRRTLERRINGMESWLANPSLLEGDADAEYAAVIEIDLAEITQPIL
                     CAPNDPDDARLLSDVANSKIDEVFIGSCMTNIGHFRAAGKLLDQHKGQLPTRLWVAPP
                     TKMDAAQLTEEGYYSVFGKSGARIEIPGCSLCMGNQARVADGATVVSTSTRNFPNRLG
                     TGANVYLASAELAAIASLLGRLPTPDEYQTYMAQVDKTAEDTYRYLNFDQLSQYTDKA
                     DGVIFQTAV"
     gene            complement(3248776..3249234)
                     /locus_tag="YPA_2918"
     CDS             complement(3248776..3249234)
                     /locus_tag="YPA_2918"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14880.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3249477..3250901)
                     /locus_tag="YPA_2919"
     CDS             complement(3249477..3250901)
                     /locus_tag="YPA_2919"
                     /EC_number="1.8.1.4"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrolipoamide dehydrogenase"
                     /protein_id="ABG14881.1"
                     /db_xref="InterPro:IPR000103"
                     /db_xref="InterPro:IPR000815"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR006258"
                     /translation="MSTEIKTQVVVLGAGPAGYSAAFRCADLGLETILVERYSTLGGV
                     CLNVGCIPSKALLHVAKVIEEAKALAEHGIVFGEPKTDIDKVRVWKDKVINQLTGGLA
                     GMAKGRKVKVVTGFGKFTGANTLVVDGENGPTTINFDNAIIAAGSRPIQLPFIPHEDS
                     RIWDSTDALALRTVPERLLVMGGGIIGLEMGTVYHALGSKIDVVEMLDQVIPAADKDV
                     VKVFTKRISKQFNLMLETKVTAVEAKEDGIYVTMEGKKAPAEPQRYDAVLVAIGRVPN
                     GKLLDAGQAGVEVDDRGFIHVDKQLRTNVPHIFAIGDIVGQPMLAHKGVHEGHVAAEV
                     IAGMKHYFDPKVIPSIAYTEPEVAWVGLTEKEAKEKGISYETSTFPWAASGRAIASDC
                     ADGMTKLIFDKETHRIIGGAIVGTNGGELLGEIGLAIEMGCDAEDIALTIHAHPTLHE
                     SVGLAAEIYEGSITDLPNPKAKKK"
     gene            complement(3251207..3252736)
                     /locus_tag="YPA_2920"
     CDS             complement(3251207..3252736)
                     /locus_tag="YPA_2920"
                     /EC_number="2.3.1.61"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrolipoamide acetyltransferase component of
                     pyruvate dehydrogenase complex"
                     /protein_id="ABG14882.1"
                     /db_xref="InterPro:IPR001078"
                     /db_xref="InterPro:IPR003016"
                     /db_xref="InterPro:IPR006256"
                     /translation="MSIEINVPDIGADEVEVTEIMVKVGDTVEAEQSLITVEGDKASM
                     EVPSPQAGVVKEIKIAVGDKVATGSLIMVFDATGAAAAPVKAEEKPAAPAQVAAPAAS
                     AAKNVEVPDIGDDEVEVTEVMVKVGDKVDAEQSLITVEGDKASMEVPAPFAGIVKEIK
                     ISTGDKVKTGSLIMVFEVEGAAPAPAAAPAAKAESKGEFAENDAYVHATPVIRRLARE
                     FGVNLAKVKGTGRKGRILREDIQAYVKDAVKRAEAAPAAAGGGLPGILPWPKVDFSKF
                     GEIEEVELGRIQKISGANLSRNWVMIPHVTQFDEADITEVEAFRKQQNIEAEKKKQDL
                     KITPLVFLMKAAAKALEEFPRFNSSISEDGQKLTLKKYINIGVAVDTPNGLVVPVFRD
                     VNKKGIVELSRELSVISKKARDGKLTASDMQGGCFTISSLGGIGGTAFTPIVNAPEVA
                     ILGVSKSSMKPVWNGKEFAPRLMLPLSLSFDHRVIDGAAGARFAAYIATIMADIRRLV
                     M"
     gene            complement(3252750..3255413)
                     /locus_tag="YPA_2921"
     CDS             complement(3252750..3255413)
                     /locus_tag="YPA_2921"
                     /codon_start=1
                     /transl_table=11
                     /product="pyruvate dehydrogenase E1 component"
                     /protein_id="ABG14883.1"
                     /db_xref="InterPro:IPR004660"
                     /translation="MSERLNNDVDPIETRDWLQAIESVIREEGVERAQYLIDQVLGEA
                     RKGGVSVAAGSANRDYINTIPVEDEPAYPGNLDLERRIRSAIRWNAVMTVLRASKKDL
                     DLGGHMASFQSSATFYEVCFNHFFRARNQKDGGDLVYFQGHISPGVYARAFLEGRLTE
                     DQMNNFRQEVHGKGLSSYPHPKLMPEFWQFPTVSMGLGPISAIYQAKFLKYLSHRGLK
                     DTSAQTVYAFLGDGEMDEPESKGAITIATREKLDNLVFVINCNLQRLDGPVTGNGKII
                     NELEGIFSGAGWQVLKVIWGGRWDELLRKDTSGKLIQLMNETLDGDYQTFKSKDGAYV
                     REHFFGRFPETAALVKDMTDDEIWSLNRGGHDPKKIFAALKKAQETQGKPTVILAHTI
                     KGYGMGETAEGKNIAHQVKKMNMDGVRHFRDRFNVPVADAEIEKLPYITFEKDSEEYK
                     YLHERRQALEGYLPTRMPKFTEKLEIPALSDFSSLLEEQNKEISTTIAFVRALNVMLK
                     NKSIKDRIVPIIADEARTFGMEGLFRQIGIYSPNGQQYTPQDREQVAYYKEDEKGQIL
                     QEGINELGAASSWLAAATSYSTNDLPMIPFYIYYSMFGFQRIGDLCWAAGDQQARGFL
                     IGGTSGRTTLNGEGLQHEDGHSHIQSLTIPNCISYDPAYAYEVAVIMHDGLERMYGEA
                     QENVYYYLTTLNENYHMPAMPQGAEEGIRKGIYKLETVEGSKGKVQLMSSGAILRHVR
                     EAAQILAKDYGVGSDVYSVTSFTELARDGQDCERWNMLHPTETPRVPYVAQVMNDAPA
                     VASTDYMKLFAEQIRNFIPASEFRVLGTDGFGRSDSRENLRHHFEVDSSYVVVAALGE
                     LAKRGDIDTSVVAEAITKFGIDADKVNPRLA"
     gene            complement(3255609..3256373)
                     /locus_tag="YPA_2922"
     CDS             complement(3255609..3256373)
                     /locus_tag="YPA_2922"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG14884.1"
                     /db_xref="InterPro:IPR000524"
                     /translation="MAYNKIRQPKLSDVIEQQLEYLILEGTLRPGEKLLPERELAKQF
                     DVSRPSLREAIQRLEAKGLLLRRQGGGTFVQTNLWQSFSDPLAELLADHPESQFDLLE
                     TRHALEGIAAYYAALRGTDEDLQRIRECHTVIQQAQDNGDLDAEADAVMQYQVAVTEA
                     AHNVVLLHLLRCMGPMLEQNVRQNFELLYLRREMLATVSSHRARIFEAIVAREPEKAR
                     EASHRHLAFIEEILLDLSREHSRRERSLRRLQQRKE"
     gene            3257236..3258633
                     /locus_tag="YPA_2923"
     CDS             3257236..3258633
                     /locus_tag="YPA_2923"
                     /codon_start=1
                     /transl_table=11
                     /product="aromatic amino acid transport protein"
                     /protein_id="ABG14885.1"
                     /db_xref="InterPro:IPR002293"
                     /db_xref="InterPro:IPR004840"
                     /translation="MSDQQEGAELKRGLKNRHIQLIALGGAIGTGLFLGIAQTIKMAG
                     PSVLLGYAIGGFIAFLIMRQLGEMVVEEPVAGSFSHFAYKYWGHFAGFASGWNYWVLY
                     VLVAMAELTAVGIYVQYWWPEIPTWVSAAVFFLAINAINLANVKVYGEMEFWFAIIKV
                     IAIIAMILFGGYLLISGRGGPEATVTNLWAQGGFFPNGIMGLVMAMAVIMFSFGGLEL
                     VGITAAEAEDPAKSIPKATNQVIYRILLFYIGSLAILLSLYPWGKVVEGGSPFVLIFD
                     ALDSNSVATVLNIVVLTAALSVYNSCVYCNSRMLFGLAKQGNGPKILLKVDGRGVPVI
                     AIAVSAFATAFCVLINYLLPGRAFELLMALVVSALVINWAMISLAHLKFRAAKNRQGV
                     IPKFKAFWYPFGNCLCLLFLTGILVIMFLTPSIRISVILIPVWVVVLAIGYILKNQSQ
                     RQNQQLSASSRKVTK"
     gene            complement(3259051..3259905)
                     /locus_tag="YPA_2924"
     CDS             complement(3259051..3259905)
                     /locus_tag="YPA_2924"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane-bound sensory transducer in
                     beta-lactamase regulation"
                     /protein_id="ABG14886.1"
                     /translation="MTLFTLLLVLAWERLFKLGEHWQLDHRLEVVFARLQRFSLIQTI
                     LLTVLWMVLVWGILQLVQNILFGFPLLLLWILICLMCIGAGGIRRHYRAYLKAARQGD
                     IHATDKMAEELALIHGLPIESGEKDRLQSLQNALLWINFRYYLAPIFWLIVCGSYGPV
                     ALAGYAMLRGYQTWLARHHTPLERAQTGIDGILHWLDWVPVRLVGVAYALLGHGERAL
                     PAWLASLGDFHSQQYQVLTRLAQYSLAREPHLDPVQTPRAAVSLARKVTLTIIVVVAL
                     LTIYGALV"
     gene            complement(3260195..3260746)
                     /locus_tag="YPA_2925"
     CDS             complement(3260195..3260746)
                     /locus_tag="YPA_2925"
                     /codon_start=1
                     /transl_table=11
                     /product="putative signalling protein in beta-lactamase
                     regulation"
                     /protein_id="ABG14887.1"
                     /db_xref="InterPro:IPR002502"
                     /translation="MLLENGWIVGVKQVLSPHFDLRPEGEMPSLLVIHSISLPPSEFG
                     GPYIDQLFTGTLNADEHPYFASIVHLRVSAHCLIRRDGEIIQYVPFDKRAWHAGVSVF
                     AGRERCNDFSIGIELEGTDVLPFTPVQYQRLTEISAVLFAHYPITVERVAGHSEIAPG
                     RKTDPGLAFDWFFYQQNLAKLLV"
     gene            3260820..3261767
                     /locus_tag="YPA_2926"
     CDS             3260820..3261767
                     /locus_tag="YPA_2926"
                     /EC_number="2.4.2.19"
                     /codon_start=1
                     /transl_table=11
                     /product="nicotinate-nucleotide pyrophosphorylase
                     (carboxylating)"
                     /protein_id="ABG14888.1"
                     /db_xref="InterPro:IPR002638"
                     /db_xref="InterPro:IPR004393"
                     /translation="MFRRLSIRHFGVYMPPRCYNSNSRRAELLERIQSDIPATVAQAL
                     SEDLGGEVNADRDLTAQLLPADKQATATIITREDGIFCGQRWLNEVFIQLGAQISIQW
                     LVTDGDKLTANQTLCHLTGPARILLTGERTALNFLQTLSGVATEVSRYVVQLAGLKTQ
                     LLDTRKTLPGLRTALKYAVLCGGGNNHRLGLSDAFLIKENHIIAAGSIKEAVAKAFWI
                     HADVPIEVEVESLDELQQALEAGADIVMLDNFTIPMMRDAVKMRDDHAKTQGSAQLEV
                     SGNVTLETLRSYAETGIDFISVGALTKHITALDLSMRFQ"
     gene            3261970..3262434
                     /locus_tag="YPA_2927"
     CDS             3261970..3262434
                     /locus_tag="YPA_2927"
                     /codon_start=1
                     /transl_table=11
                     /product="putative prepilin peptidase dependent protein D
                     precursor"
                     /protein_id="ABG14889.1"
                     /db_xref="InterPro:IPR001082"
                     /db_xref="InterPro:IPR001120"
                     /translation="MAKHQGLTLQKGFTLIELMVAVAIIAVLSGIGIPSYQRYIQKAA
                     LTDMLQAIVPYKMAVELCALEQSNLDSCNAGSNGIPAGQVSRYINAINIAKGVITLSG
                     QHTLTGLTLAISPTRNSNGNLVWARTCTATDSAMTDSCKAVFRFNDKAPSNG"
     gene            3262409..3263965
                     /locus_tag="YPA_2928"
     CDS             3262409..3263965
                     /locus_tag="YPA_2928"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type II secretion system protein"
                     /protein_id="ABG14890.1"
                     /db_xref="InterPro:IPR001482"
                     /translation="MIRPHQMAEFIVSSFETISDELHLLCRRYRAVALTLDGKSLSIA
                     SAQTVDEALLTALRFTCGRQVRVEYWPEAKIEQSLYLGSPTKNNLNSSINNGLNSALL
                     SQKGGDPSRVKPHNQQQQTIDDTVFDNESDTPVIQFITQTLSLAIQKRASDIHFEPYQ
                     HHYRVRLRIDGVLHEFTPPEAEWAARISSCLKVMAKLNIAERRLPQDGQLTLPFGDSH
                     YSMRIATLPTQYGEKVVLRILQIQQQTTLEKLGMTDAALKQLTQALSAPQGLILVTGP
                     TGSGKTITLYCSLARLNQTQRNICSVEDPIEIPVNGINQTQVNSKIGLDFSRILRAIL
                     RQDPDVIMVGEIRDNETASIAVNAAQTGHLVLSTLHTNSTAETLIRMAQMGIERHLIA
                     SSLKLVIAQRLVRRLCLHCRQAASHPFIPPAHIRSGPIQHYLAVGCEHCCTGYYGRTG
                     IYEMLSVTPQIQQAILNNASPVKLVQIAQKQEQTALLCSGLALIEKGITTLSEINRVV
                     GFVAETEVTS"
     gene            3264025..3265161
                     /locus_tag="YPA_2929"
     CDS             3264025..3265161
                     /locus_tag="YPA_2929"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type II secretion system protein"
                     /protein_id="ABG14891.1"
                     /db_xref="InterPro:IPR001992"
                     /db_xref="InterPro:IPR003004"
                     /translation="MLLATERNSVYEHIIQHGLQPLGVKGGRRLSARYWQGERLVAMT
                     RQLATLLQAGLPLVNSLQLLAKEADDSAWRCLLDEISQQVAQGQSLSEVMEQYPHVFP
                     RLYPPVVAVGELTGNLEQCCTQLVHHQERQQNLHKKVIKALKYPVVVCIVALVVSVIM
                     LVMVLPEFAQIYQSFDTPLPGLTASLLWLSTFLTFYGPYLALIIAIVCIGYFYTLRKK
                     SRWQQWEQTILLSIPLVSTLIRGSCLSQIFQTLAITQQAGLPLSAGLDAAARSIHNYN
                     YQQALRCIQKQISQGIPLYTTLNQHPLFPAICQQLIRVGEESGSQDVLLEKLACWHQQ
                     QTQNLADNVTQMLEPLLMLIIGSIVGVLVIAMYLPIFQLGDVIG"
     gene            complement(3265588..3266631)
                     /locus_tag="YPA_2930"
     CDS             complement(3265588..3266631)
                     /locus_tag="YPA_2930"
                     /codon_start=1
                     /transl_table=11
                     /product="GMP reductase"
                     /protein_id="ABG14892.1"
                     /db_xref="InterPro:IPR001093"
                     /db_xref="InterPro:IPR003009"
                     /db_xref="InterPro:IPR005993"
                     /translation="MRIEEGLKLGFKDVLIRPKRSTLKSRSEVALERQFTFKHSGWNW
                     SGVPIIAANMDTVGTFRMAEVLASFDILTAVHKHYTLEQWAEFVKRSPESVLRHVMVS
                     TGTSSADFDKMKQILALSPSLKFICIDVANGYSEHFVSFLQRAREACPDKVICAGNVV
                     TGEMVEELILSGADIVKVGIGPGSVCTTRVKTGVGYPQLSAVIECADAAHGLGGQIVS
                     DGGCSVPGDVAKAFGGGADFVMLGGMLAGHDECEGRVVEENGEKFMLFYGMSSESAMK
                     RHVGGVAQYRAAEGKTVKLPLRGSVDNTVRDIMGGLRSACTYVGASHLKELTKRTTFI
                     RVAEQENRVFGTD"
     gene            3266927..3267547
                     /locus_tag="YPA_2931"
     CDS             3266927..3267547
                     /locus_tag="YPA_2931"
                     /EC_number="2.7.1.24"
                     /codon_start=1
                     /transl_table=11
                     /product="Dephospho-CoA kinase"
                     /protein_id="ABG14893.1"
                     /db_xref="InterPro:IPR000764"
                     /db_xref="InterPro:IPR001977"
                     /translation="MTYIVALTGGIGSGKSTVANAFANLGVPLVDADIIARQVVEPGT
                     SALAAIASRYGENILQQDGSLNRAALRQKIFSEQQEKAWLNSLLHPLIQQETQRQLAG
                     IDQPYALWVVPLLVENGLHHRADRVLVVDVTPDIQLARTMARDGITRQQAENILASQV
                     SRQQRLACADDIIDNSGDPLMIAQHVASLHHRYLKLATAAQQDLHQ"
     gene            3267544..3268296
                     /locus_tag="YPA_2932"
     CDS             3267544..3268296
                     /locus_tag="YPA_2932"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14894.1"
                     /translation="MSDLTSTILFEHPLNEKMRTWLRMEFLLQQLESHRSLDNIANAL
                     TFFRTASDLIDVLERGEVRTDLLKELERQQQKLQQWADIPGVDVSLVDSLRNQLKSRA
                     AVLMSAPRIGQSLKEDRLISVVRQRLSIPGGCCSFDLPTLHVWLHQPSEQRDQHINKL
                     LASLAPLHQSLTIILDLIRQSCPLRSQISLNGFFQDNAGGADLLRLRLPLDPQLYPQI
                     SGHKTRYAIRFLALDSENGTVPARLSFELACC"
     gene            3268482..3268688
                     /locus_tag="YPA_2933"
     CDS             3268482..3268688
                     /locus_tag="YPA_2933"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14895.1"
                     /translation="MESEQIQVNCPTCGKVVIWGEQSPFRPFCCKRCQLIDLGEWADE
                     EKRIPSDTELSDSDEWSEEDPLKH"
     gene            complement(3268878..3269336)
                     /locus_tag="YPA_2934"
     CDS             complement(3268878..3269336)
                     /locus_tag="YPA_2934"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG14896.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            3269447..3270376
                     /locus_tag="YPA_2935"
     CDS             3269447..3270376
                     /locus_tag="YPA_2935"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG14897.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEDHQSMLALPPGEKRV"
     gene            3270470..3271249
                     /locus_tag="YPA_2936"
     CDS             3270470..3271249
                     /locus_tag="YPA_2936"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14898.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3271300..3272409)
                     /locus_tag="YPA_2937"
     CDS             complement(3271300..3272409)
                     /locus_tag="YPA_2937"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14899.1"
                     /translation="MSEQPLQNSLFEDDYLLRELGQVAHVPQVALTELVANAWDAGAS
                     RVDLVLPTDIGGILTVTDDGHGMTPEQFKKRWMTLRYTREKYQGFNVEFPTGRTARPR
                     KAYGRNGIGRHGLLCFADEYEVKTWRDGILATFVVGTGAGSSPFVCRSETEEKHIGSG
                     TRLQVQVTRKLPDADEILTVLSARFIHDPEFEVRVNGKLRPFTEIDGRISEETLCLSA
                     GRHAKVIVIDSTRLNHSSLHQGIAFWVQHRLVGTPSWAVGQIANFDGRTRFARRYKVI
                     VDTEGFESDVEQDWTAFCPTDSVNELYQATAEHIRDVAQRLAVEFTEITSEDALMQNR
                     SELATLGQGARLGVAEFTTAVAQEHPTVSPDVNDG"
     gene            complement(3272402..3274384)
                     /locus_tag="YPA_2938"
     CDS             complement(3272402..3274384)
                     /locus_tag="YPA_2938"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14900.1"
                     /translation="MPLQILKRTDFEQGSKTLLRKQGIMQQLLIRMVSSDMSTITPHY
                     RNVQQLLQSQSFSIDEYQREYKWEKENIDELLSDLQGKFFSYSKPDDETSAVSSYGEY
                     FLGSIIVSKRNNKNYLIDGQQRVTSLTLLLICLYRAAQEKGLPVAQTLAPLIFSDNLG
                     KPKFNLDISERLPVINALFKGEAFNPDGKDESIQTMYARYSDIEVNDLMAELGDALPH
                     FIYWLLTRVGLIEIATDNDSYAYAIFETMNDRGKPLSPVDMLKAYLLAPIEEQDARLQ
                     ANQVWKQQVLELISWGGGHEPERDANCIKAWLRAQYAESIRERKAGSVDKDWELIGSV
                     FHRWVRENNSRLGLGKAQENQNMMAVSFPFFAKAYRRILHTSKHYTPKLRAVYYNAHN
                     DFTWQNTVLLASLIETDDDETVDRKLAVTATYLDIWLMRRVVNYVRVGYSSVSYAMWL
                     LCREIRRKPLSELVAILQNKLADDDVTFSGYAVKGRTGIDGLGLNQFSRRYIYHLLAR
                     LTEATEIGAGRTETFDRLVDRTLKNPFDIEHIWADDYEIVKDQFSTEQEFQDWRNHVA
                     SILLLPADVNRSLQDKPFPLKRVHYAKQNFFAASLDSSVYEHQPQFQQFSTKYELPFK
                     FAEVFDKAEQQVRRKLIAGLVELIWSPNRLCEAAHV"
     gene            complement(3274466..3275725)
                     /locus_tag="YPA_2939"
     CDS             complement(3274466..3275725)
                     /locus_tag="YPA_2939"
                     /codon_start=1
                     /transl_table=11
                     /product="integrase"
                     /protein_id="ABG14901.1"
                     /translation="MALSDVKVRTAKPEAKAYKLTDGEGMVLLVHPNGSKYWRLRYRF
                     DGKEKMLALGKYPEISLADARARRDEARKQLANGVDPSESKKAVKVEQEQEAITFEVV
                     AREWHASNRQWSEAHSARVLKSLEDNLFQAIGKRNIADLGTRDLLPPIKAVEMAGRLQ
                     VASRLQQRTTAIMRYAVQSGLIDYNPAQEMAGAVATGKRKHRAALELNRVSELLHRID
                     YYSGRPLTRLAVELTLLVFIRSSELRFARWSEVDFETAMWTIPGEREPLEGVKHSHRG
                     SKMRTPHLIPLSRQALAILEKIKSMSGNRELIFIGDHDPRKPMSENTVNKALRVMGYD
                     TKVEVCGHGFRTMACSSLIESGLWSRDAVERQMSHQERNSVRAAYIHKAEHLDERRLM
                     IQWWADYLDANREKGVSPFDFAKLNTS"
     gene            complement(3275924..3276008)
                     /locus_tag="YPA_r074"
                     /note="tRNA-Leu5"
     tRNA            complement(3275924..3276008)
                     /locus_tag="YPA_r074"
                     /product="tRNA-Leu"
     gene            complement(3276113..3277189)
                     /locus_tag="YPA_2940"
     CDS             complement(3276113..3277189)
                     /locus_tag="YPA_2940"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14902.1"
                     /translation="MFGVLDRYIGRTILNTILMTLLMLVSLSGIIKFVDQLRKVGQGD
                     YSAASAGMYTILSIPKDIAVFFPMAALLGALLGLGTLASRSELVVMQASGFTRMQIAA
                     SVMKTAIPLVLLTMAIGEWVAPQGEQTARNFRTQQMYGGSLLSTQSGLWAKDGSDFIY
                     IQRVSGESELTGVNIYHFDKEDRLLSVRYAATATYEKDNKTWRLSQVDESDLSNPTQV
                     TGSQTLTGEWKTNLTPEKLGVVAMDPDSLSISGLHDYSKYLQQSGQESNRYELSMWSK
                     VFAPFSVAVMMLMALSFIFGPLRSVPMGVRVVTGIFFGFVFYVLDQVFGRLSLVYGIP
                     PMLGALLPSMLFLLISICLLLKRR"
     gene            complement(3277189..3278283)
                     /locus_tag="YPA_2941"
     CDS             complement(3277189..3278283)
                     /locus_tag="YPA_2941"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14903.1"
                     /translation="MIIIRYLVRETLKSQIAILFILLLIFFSQKLVRILGAAVDGEIP
                     TNVVLSLLGLGVPEMAQLILPLSLFLGLLMTLGKLYTESEITVMNACGMGKKSLIMAA
                     LILALFTSGLAAINTIWLGPWSSKHQDVVLNDAKANPSLAALGGGQFKSSNDGNSALF
                     IGNVAGKEFNRVFLAQLRPNGNQRPSVVVADSGHMSELPDGSQMVILNKGTRYEGTAL
                     LRDFRITDFVDYQAVIGHKQVQQSSNGADQMSMKELWRSQEPDARAEFHWRLTLIVSV
                     VIMALLVVPLSVVNPRQGRVLSMLPAMLLYLIFFLLQSSLRSKAGNGQLDPLVWMWAV
                     NGAYLALAIILNLWDGLMARKLRARLRGAA"
     gene            3278563..3280074
                     /locus_tag="YPA_2942"
     CDS             3278563..3280074
                     /locus_tag="YPA_2942"
                     /codon_start=1
                     /transl_table=11
                     /product="PepA aminopeptidase. Metallo peptidase. MEROPS
                     family M17"
                     /protein_id="ABG14904.1"
                     /db_xref="InterPro:IPR000819"
                     /translation="MEFSVKSGSPEKQRSACIVVGVFEPRRLSPIAEQLDKISDGYIS
                     ALLRRGELEGKVGQTLLLHHVPNILSERILLIGCGKERELDERQYKQVIQKTINTLND
                     TGSMEAVCFLTELHVKGRNTYWKVRQAVETAKETLYTFDQLKSNKTEPRRPLRKMVFN
                     VPTRRELTSGERAIQHGLAIASGIKAAKDLGNMPPNICNAAYLASQARQLADAFSTNT
                     VTRVIGEQQMKELGMHAYLAVGHGSQNESLMSVIEYKGNPNKDAKPIVLVGKGLTFDS
                     GGISIKPAEGMDEMKYDMCGAATVYGVMRVVAELQLPLNVVGVLAGCENMPGGRAYRP
                     GDILTTMSGQTVEVLNTDAEGRLVLCDALTYVERFEPELVIDIATLTGACVVALGNHL
                     TGLMSNHNPLAHELIGASEQAGDRAWRLPLGEEYYEQLDSNFADMANIGGRAGGAITA
                     GCFLSRFTRKYSWAHLDIAGTAWRSGKNKGATGRPVALLSQFLLNRAGLNGDD"
     gene            3280225..3280674
                     /locus_tag="YPA_2943"
     CDS             3280225..3280674
                     /locus_tag="YPA_2943"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, chi subunit"
                     /protein_id="ABG14905.1"
                     /translation="MKNATFYLLEHDTPAGELRAHEALACEIAAERWRAGKRVLIACE
                     SQEQAQRLDEALWQRAPEQFVPHNLAGEGPKYGAPVELAWPERRGNSPRDLLISLLPE
                     FAGFATAFHEVVDFVPYEENLKQLARDRYKSYRSVGFHLTTATPPTN"
     gene            3280687..3283584
                     /locus_tag="YPA_2944"
     CDS             3280687..3283584
                     /locus_tag="YPA_2944"
                     /codon_start=1
                     /transl_table=11
                     /product="valyl-tRNA synthetase"
                     /protein_id="ABG14906.1"
                     /db_xref="InterPro:IPR001412"
                     /db_xref="InterPro:IPR002303"
                     /translation="MENTPSHINKTEPSLDKTYSPQEIEQPLYEHWEKQGYFKPNGDT
                     SKESYCIMIPPPNVTGSLHMGHAFQQTIMDTLIRYQRMQGKNTLWQAGTDHAGIATQM
                     VVERKIAAEEGKTRHDYGRDAFIDKIWEWKGESGGTITRQMRRLGNSVDWERERFTMD
                     EGLSNAVKEVFVRLHKEDLIYRGKRLVNWDPKLRTAISDLEVENRESKGSMWHLRYPL
                     ADGAKTAEGKDYLVVATTRPETVLGDTGVAVNPEDPRYKDLIGKEVILPLVGRRIPIL
                     GDEHADMEKGTGCVKITPAHDFNDYEVGKRHALPMINILTFDGDIRSEAEVFDTHGEA
                     TDAFSNAIPAQFQGLERFAARKAVVAEFEKLGLLEEVKPHDLTVPYGDRGGVVIEPML
                     TDQWYVHTAPLAKVAIEAVENGEIQFVPKQYENMYYSWMRDIQDWCISRQLWWGHRIP
                     AWYDEQGNVYVGRDEAEVRRDNNLGAEVALRQDEDVLDTWFSSGLWTFSTLGWPEQTD
                     ALKTFHPTSVVVSGFDIIFFWIARMIMLTMHFMKDENGKPQVPFKTVYMTGLIRDDEG
                     QKMSKSKGNVIDPLDMVDGISLEALLEKRTGNMMQPQLAEKIRKRTEKQFPNGIEPHG
                     TDALRFTLAALASTGRDINWDMKRLEGYRNFCNKLWNASRFVLMNTEGQDCGQNGGEM
                     VLSLADRWILAEFNQTIKAYREAMDTYRFDLAAGILYEFTWNQFCDWYLELTKPVMNS
                     GSEAELRGTRHTLIQVLEALLRLAHPIIPYITETIWQRVKNLKGITADTIMLQPFPEY
                     DASQVDEQALSDLEWIKQTIIAVRNIRAEMNIAPGKPLEVMLRGANAQAQRRVLENQS
                     FIQSLARLSSLTLLAEGDKGPVSVTKLVEGAEVLIPMAGLIDKATELDRLAKEVAKLD
                     AEIERIEGKLGNEGFVARAPEAVVAKERERLAACAEAKQKLIEQQATIAAL"
     gene            3283727..3284230
                     /locus_tag="YPA_2945"
     CDS             3283727..3284230
                     /locus_tag="YPA_2945"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase"
                     /protein_id="ABG14907.1"
                     /db_xref="InterPro:IPR000169"
                     /translation="MTTTTPIRLLVRPITAGDNLAIANVIREVSAEFGLTADKGYTVS
                     DPNLDHLYELYSQPRSAYWVIEVDGHIAGGGGVAPLLGGEADLCELQKMYFLPILRGK
                     GLAKQLALQALAFARQQGFGRCYLETTASLTSAVGLYERLGFEHIGGAMGNTGHVDCE
                     VTMLKTL"
     gene            complement(3284737..3285168)
                     /locus_tag="YPA_2946"
     CDS             complement(3284737..3285168)
                     /locus_tag="YPA_2946"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14908.1"
                     /translation="MANRELLDEQRDETRLIIEELLEDGSDPDALYTIEHHLSAEKFE
                     VLEKAAVEAFKLGYEVTDAEELEVEDGSMVMCCDVISEVALNAEIIDAQVEQLVALAE
                     ACGVNYDGWGTYYEDPNAEDDEDGEYDDEELVDEDDDGKRH"
     gene            3285380..3285670
                     /locus_tag="YPA_2947"
     CDS             3285380..3285670
                     /locus_tag="YPA_2947"
                     /codon_start=1
                     /transl_table=11
                     /product="ornithine carbamoyltransferase 1"
                     /protein_id="ABG14909.1"
                     /db_xref="InterPro:IPR006130"
                     /translation="MNQFYKRHFLRLLDFTPAEIIALLDLATELKKDKKSGCEQQKLV
                     GKNIALIFEKDSTRTRCSFEVAAYDQGARVTYLGPGEARLGIKNQSRIPPVY"
     gene            3285676..3286386
                     /locus_tag="YPA_2948"
     CDS             3285676..3286386
                     /locus_tag="YPA_2948"
                     /EC_number="2.1.3.3"
                     /codon_start=1
                     /transl_table=11
                     /product="ornithine carbamoyltransferase"
                     /protein_id="ABG14910.1"
                     /db_xref="InterPro:IPR002292"
                     /db_xref="InterPro:IPR006130"
                     /translation="MYDGIQYRGYGQRVVETLAEFAGVPVWNGLTDEFHPTQLLADLL
                     TMREHLPNKSLNKMTLAYLGDTRNNMGNSLLEAAALVGMDLRLVAPKACWPEEAFVIS
                     CQALAQKTGGKITLTEDIAEGVNGADFLYTDVWVSMGEPKEVWQERINLLKPYQVNMR
                     VLTLTGNPQVKFLHCLPAFHDDQTTIGKQMAEQYDLPGGMEVTEEVFESAHSIVFDQA
                     ENRLHTIKAVMVATMSKI"
     gene            complement(3286693..3287151)
                     /locus_tag="YPA_2949"
     CDS             complement(3286693..3287151)
                     /locus_tag="YPA_2949"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14911.1"
                     /db_xref="InterPro:IPR004375"
                     /translation="MIIGNIHHLALLPYLPAQLRDAIEYVKSHINADTPLGKHDIDGN
                     NVFVLVSNDSTDLLENRRAEYHAKYLDIQIILAGQEGMAFSNLPAGKPDTDWLADKDI
                     AFLPAGTDEKHVVLQTGDFVVFFPGEVHKPLCAVGEPANVRKAVVKIAVK"
     gene            3287790..3288962
                     /locus_tag="YPA_2950"
     CDS             3287790..3288962
                     /locus_tag="YPA_2950"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14912.1"
                     /translation="MKAKVLSLFVLAALSGGTLAATPPDTLIVVQSLDDIVSLDPAES
                     NELSSIQTVPSLYQRLVQADRDNPAKVVPVLAESWEGDAAAKTLTVKLRPQAVFASGN
                     PVQADDVIYSFTRAVKMNRSPAFILNVLGWQADNIDQHLKKIDNNTVQVSWSADVSPA
                     VALNILSTPIASIVDKKTVTANTKDDDYGNAWLKMHSAGSGAFKMRVYQPHQAIVLDA
                     NPTSPGNQPLIKNIIIKNVPDPSARRLLIQQGDADIARELGPDQITALKTQAGVKVVE
                     IPSAEQNYLVFNTANAANPLLSRPELWQAARYLVDYQGITKDLLKDQYFIHQSFLPVG
                     LPGALASNPFTFDPATAKKILAKAGIKDATLTLDVENKPPFITIAQSLQASFAQGG"
     sig_peptide     3287790..3287852
                     /locus_tag="YPA_2950"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.993 at
                     residue 21"
     gene            3288971..3289357
                     /locus_tag="YPA_2951"
     CDS             3288971..3289357
                     /locus_tag="YPA_2951"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter, periplasmic
                     oligo-dipeptide/nickel binding protein"
                     /protein_id="ABG14913.1"
                     /translation="MLPAAGSQVYGRVRAKQHQSAIRLWIPDYFDAHSNASTFAYNDG
                     KSSTVAGLNGWVIPELNKQTLAAVAEADPEKRTQLYTQLQQELQQNSPYIFIDQAKAQ
                     VVLRDNVKGYQQGLNADMVYYDRVSK"
     gene            3289453..3290502
                     /locus_tag="YPA_2952"
     CDS             3289453..3290502
                     /locus_tag="YPA_2952"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transporter, permease protein"
                     /protein_id="ABG14914.1"
                     /translation="MSVALNTTPGTPSRRHLLVFLQGLFTLALTLFGLLVITFFLSAL
                     SPVDRVLQIVGDHASEATYQQVKQQLGLDQPLFVQFWHYLVRLAHGDLGVASASGQPV
                     LQDLLTVFPASLELATLSLLVGGALGIFLGLLCARWAGSKLDITIRFITLLGNSVPIF
                     WLGLLMLLLFYARLQWSPGPGRLDDIYQYTVEAKTGFVLIDTWRSGDMGAFNNALGHM
                     ILPVSLLAYYALASITRLTRSACLSELNKEYITLARAKGAGEMRILLMHVLPNIRGTL
                     LTVIALAYTSMLEGAVLTETVFAWPGIGRYLTSALFAGDTTAIMGGTLLLGMCFILIN
                     NVTDLLVRLLDPRTR"
     sig_peptide     3289453..3289584
                     /locus_tag="YPA_2952"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.717) with cleavage site probability 0.700 at
                     residue 44"
     gene            3290521..3291357
                     /locus_tag="YPA_2953"
     CDS             3290521..3291357
                     /locus_tag="YPA_2953"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transporter, permease protein"
                     /protein_id="ABG14915.1"
                     /translation="MPIIKFYRTLKRSPSTSIGLFILSLLVIIAVFAPWLAPQDPNWQ
                     NAADRLLPPGDSGHLLGTDSYGRDMLSRLIYGTRPTLGLVLLVTVITLPLGLLVGVLS
                     GYYGGWLERILMRITDVVMSMPRLILAFAFVAMLGPGLLNGALALALTTWPAYARQAR
                     AEIQLLRKSDYLAAAEMMGIRGLRLLWGHILPMCLPSAVVRLALDLAGIILAAAGLGF
                     LGLGARPPMSEWGSMVADGMQVIFDQWWIAAIPGCAILLSSMAFNLLGDGLRDILDPH
                     HD"
     sig_peptide     3290521..3290631
                     /locus_tag="YPA_2953"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.857) with cleavage site probability 0.791 at
                     residue 37"
     gene            3291320..3292228
                     /locus_tag="YPA_2954"
     CDS             3291320..3292228
                     /locus_tag="YPA_2954"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter transporter,
                     ATP-binding protein"
                     /protein_id="ABG14916.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MAYAIFWILTMTDSIFTVDNLCVDFQQQRVVDNISFHLGHERVA
                     LVGESGSGKSITARALMGLVRHPGKVSAKKLSYYSDNTDDQGHSGQIIEHDLLRLNTR
                     QWSALRGSEIAMVLQDPRYALNPVQPVGKQIEESLLLHNTLSSADAHERVLNALASVG
                     LNASAYHSYPGQLSGGMGQRAMLAIALVNNPRVLIADEPTSALDAKLRNQILELIVEQ
                     TEQRKMSLLLISHDLPLVAEHCHRVLVMYQGKLVDQGLAADLPHSTHPYTHTLWACRP
                     NAHTYGTDLPVLDRSVDFSGGSRGTD"
     gene            3292215..3292931
                     /locus_tag="YPA_2955"
     CDS             3292215..3292931
                     /locus_tag="YPA_2955"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter, ATP-binding protein"
                     /protein_id="ABG14917.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MALIEVNNLQVSFAQKNQIKTAVESVSFAVEANETFSLIGASGC
                     GKSTVLRTLAGLQREWQGEITLLGQRLQPGQRFTGQLRKDVQMVFQDPYASLHPQHNI
                     QRTLGEPLKIHGEKNIAQRIAQALEQVGLPASAALRYPHQFSGGQRQRIAIARALLLR
                     PKLLLLDEPTSALDMSVQAEILNLLNHLKREYGMTYLLVSHDSDVVAHMSERAVLMEN
                     GHIVREYSREDLASAEHSMG"
     gene            3293365..3295503
                     /locus_tag="YPA_2956"
     CDS             3293365..3295503
                     /locus_tag="YPA_2956"
                     /EC_number="1.17.4.2"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleoside-triphosphate reductase class III
                     catalytic subunit / ribonucleoside-triphosphate reductase"
                     /protein_id="ABG14918.1"
                     /db_xref="InterPro:IPR001150"
                     /translation="MKTVVIKRDGCQVPFDEVRIKEAVERAALAVGVVDADYCATVAR
                     VVAQTMENQPKVDIREIQNAVENQLMAGQYKQLARAYIEYRHDRDISRELRGRLNQEI
                     QGLVEQSNKALLNENANKDSKVIPTQRDLLAGIVAKHYAKQHLLPRDVVLAHERGEIH
                     YHDLDYAPFFPMFNCMLIDLEGMLTQGFKMGNAEIEPPKSISTATAVTAQIIAQVASH
                     IYGGTTINRIDEVLAPFVTESFNKHKAVAEEWQIPDVAGYAMSRTEKECYDAFQSLEY
                     EVNTLHTANGQTPFVTFGFGLGTSWQSRMIQQAILRNRIAGLGKNRKTAVFPKLVFAI
                     RDGLNHKFGDANYDIKQLALECATKRMYPDILNYDQVVKVTGSFKTPMGCRSFLGVYE
                     EEGQQIHDGRNNLGVISLNLPRIALEAKGDENQFWQLLDERLLIAKKALMTRIARLEG
                     IKARVAPILYMEGACGVRLQADDNIAEIFKNGRASISLGYIGIHETINALFGHQTHLF
                     DDQKLREKAIAIVAHLKQATDDWKDETGYAFSLYSTPSENLCDRFCRLDTAEFGVVEG
                     VTDKGYYTNSFHLDVEKKVNPYDKLDFEAPYPPLANGGFICYGEYPNLQHNIRALEDV
                     WDYSYSRVPYYGTNTPIDECYECGFTGEFSCTSKGFTCPKCGNHEPSKVSVTRRVCGY
                     LGSPDARPFNAGKQEEVKRRVKHLANGQLG"
     gene            3295710..3296144
                     /locus_tag="YPA_2957"
     CDS             3295710..3296144
                     /locus_tag="YPA_2957"
                     /EC_number="1.17.4.2"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonucleoside-triphosphate reductase class III
                     activase subunit"
                     /protein_id="ABG14919.1"
                     /db_xref="InterPro:IPR001989"
                     /translation="MINGPGTRCTLFVSGCVHQCVGCYNKSTWRLNSGKPFTREMEDK
                     IIADLNDSRIRRQGLSLSGGDPLHPQNLSAILQLVQRVHHECDGKDIWLWTGYTLAEL
                     TAEQQQVVDLINVLIDGKFVQDLKDPSLIWRGSSNQVIHCLR"
     gene            3296472..3297197
                     /locus_tag="YPA_2958"
     CDS             3296472..3297197
                     /locus_tag="YPA_2958"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG14920.1"
                     /db_xref="InterPro:IPR000524"
                     /translation="MNLSRPPTSYPTRYQHIAAQLEQELRGHYRCGDYLPSEQQLADR
                     YQVNRHTLRRAVDELVERGWLQRRQGIGILVLMRPYDYPLHANARFSQNLLDQGSDPT
                     SERLLAVLRPAAEPVAKALSLTEGESVIHLRTLRRVNGVPVCIIDHYLPDLSWWPVLQ
                     RFHSGSLHQFIAQHLQQPLKRSQTRISARRAQAKESALLEIATHAPLLCVRTLNTRVD
                     SQQVAEYSLSLTRADMIELTMEH"
     gene            3297198..3297674
                     /locus_tag="YPA_2959"
     CDS             3297198..3297674
                     /locus_tag="YPA_2959"
                     /codon_start=1
                     /transl_table=11
                     /product="PhnG protein"
                     /protein_id="ABG14921.1"
                     /translation="MESTLMTRQNWLSILAHSQPTELLAHWQPLNLSPEYQVIRAPEM
                     GLNQLQARMGATGRRFILGDMTVTRAVIKLNDCTDIYGYSYIAGRNKPHAELCALLDA
                     LLQYSTLKGRPAGLNELLLKTVIHPLAAIQQKRRQLRAQHIAASKVDFFTLVRGED"
     gene            3297674..3298300
                     /locus_tag="YPA_2960"
     CDS             3297674..3298300
                     /locus_tag="YPA_2960"
                     /codon_start=1
                     /transl_table=11
                     /product="PhnH protein"
                     /protein_id="ABG14922.1"
                     /translation="MSLLTHFDQPVVEAQYAFRRILKALSEPGVQVTLPHSTGWQPLN
                     PATTSVLLTLADQETPLYLDSQIASEGVQHNLRFHTGAPLTADLATACFAVLGNELTE
                     VQLATCPPGNELSPEQSVTVIIQVDSLNQGTPLRLHGPGIEQNRIVSPQLPQPLMNYL
                     LMNHPLINRQLMNHPLNRPAVFPAGLDFLLTCGEHLMALPRTTHVEVC"
     gene            3298300..3299478
                     /locus_tag="YPA_2961"
     CDS             3298300..3299478
                     /locus_tag="YPA_2961"
                     /codon_start=1
                     /transl_table=11
                     /product="PhnI protein"
                     /protein_id="ABG14923.1"
                     /translation="MYVAVKGGEKAIAAAHQLLENQRRGDTQIPAIDCEQIEQQLGLA
                     VDRVMTEGGIYDRELAALAIKQASGDLVEAIFLLRAYRTTLPRLAVSLPLATDTMRLE
                     RRISAIYKDLPGGQVLGPTYDYTHRLLDFTLLASGETPLAPRGEEALPEHCAHVFDLL
                     TQEQLALPEQDDGTPPDDITRNPPVYPCNRSARLQQLVRGDEGFLLALGYSTQRGYGR
                     THPFAAEIRTGYLTIAIQPEELGFAIDIGEILLTECEMVNGFVDPVSEPPHFTRGYGL
                     VFGRGERKAMSIALMDRTLQSREYQEAVSSPAQDEEFVLSHADNVEAAGFVSHLKLPH
                     YVDFQAELALLKRLRSEHLAASSALFTPQLSSSSLPSSSQPSSSSQPPSSQRQEPHHD
                     "
     gene            3299471..3300352
                     /locus_tag="YPA_2962"
     CDS             3299471..3300352
                     /locus_tag="YPA_2962"
                     /codon_start=1
                     /transl_table=11
                     /product="PhnJ protein"
                     /protein_id="ABG14924.1"
                     /translation="MTEVLTGYNLGYLDEQTKCTLRRAILKAVAIPGYQVPFGGREMP
                     MPYGWGTGGIQLTACLIGHTDVLKVIDQGADDTTNAVSIRRFFQRVSGVATTEKTTEA
                     TLIQTRHRIPETPLTEDQILIYQVPIPEPLRFIEPRETETRKMHALEEYGVMQVKLYE
                     DIARYGHIATTYAYPVKVNDRYVMDPSPIPKFDNPKMHMMPALQLFGAGREKRLYALP
                     PFTKVESLDFDDHPFSVQQWDDPCALCGSRHSYLDEVVMDDQGSRMFVCSDTDFCQQQ
                     LAQASAQEATSPTEVPV"
     gene            3300352..3301143
                     /locus_tag="YPA_2963"
     CDS             3300352..3301143
                     /locus_tag="YPA_2963"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonates transport ATP-binding protein"
                     /protein_id="ABG14925.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMSAQSTPQPLLSVENLTHLYAPGKGFSDVSFQLYPGEVLGIVG
                     ESGSGKTTLLKAISARLAPQQGQIIYRTGTQQPVDLYEMAESQRRRLLRTEWGVVHQH
                     PLDGLRPQVSAGGNIGERLMATGQRHYGEIRQLAGRWLEDVEIPLSRLDDLPTTFSGG
                     MQQRLQIARNLVTHPKLVFMDEPTGGLDVSVQARLLDLLRNLVVEMQLAVVIVTHDLG
                     VARLLANRLLVMKEGQVIESGLTDRVLDDPHHPYTQLLVSSVLQN"
     gene            3301532..3302251
                     /locus_tag="YPA_2964"
     CDS             3301532..3302251
                     /locus_tag="YPA_2964"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphonates transport ATP-binding protein"
                     /protein_id="ABG14926.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MNPLQLRVENISKTFVLHHQHGIRLPVLHQISLEVNRGECVVLH
                     GHSGSGKSTLLRSLYANYLPDSGHIWIKHQGEWIDIVAAEARQIMAVRHHTVGWVSQF
                     LRVIPRISALNVVMQPLLELGVDRHTCQQRAQDLLTRLNVPPRLWDLAPSTFSGGEQQ
                     RVNIARGFIVDYPILLLDEPTASLDSANSAAVVSLIDEAKQRGAAIVGIFHDESVRNH
                     VSDRLLTMTPAPSEIRTEIPV"
     gene            3302248..3303384
                     /locus_tag="YPA_2965"
     CDS             3302248..3303384
                     /locus_tag="YPA_2965"
                     /codon_start=1
                     /transl_table=11
                     /product="PhnM protein"
                     /protein_id="ABG14927.1"
                     /db_xref="InterPro:IPR011550"
                     /translation="MILNNVSLILEDSVVSGSLEIVDGVIRSYSDRPTQLPAAIDGEN
                     GWLLPGLIELHTDNLDKFFTPRPNVDWPAHSAMSSHDALMVACGITTVLDAVAVGDVR
                     DGGHRLDNLQKMINAVVDSQRAGLNRAEHRIHLRCELPYENTLPLFEALMAQPALSLV
                     SLMDHSPGQRQFASREKYREYYQGKYHLSDPQMAAFEEEQVALSTRWAGPNRSAIAAQ
                     CRERGIALASHDDATAAHVAESQALGSVIAEFPTTEVAATASHQLGLQVLMGAPNIVR
                     GGSHSGNVAAHHLASLGVLDILSSDYYPASLMDAAFRIAHDESNRFTLPQAVNLVTRN
                     PARALGLNDRGVIAEGKRADLILARAHGENVYVQNVWRQGVRVF"
     gene            3303384..3303965
                     /locus_tag="YPA_2966"
     CDS             3303384..3303965
                     /locus_tag="YPA_2966"
                     /codon_start=1
                     /transl_table=11
                     /product="PhnN protein"
                     /protein_id="ABG14928.1"
                     /db_xref="InterPro:IPR008144"
                     /db_xref="InterPro:IPR008145"
                     /translation="MARLIYLMGPSGAGKDCLLSALRNATPQNRVVAHRYITRPADAG
                     AENHVALSKQEFIQRAEQGLFALHWQAHQHCYAIGIEINLWLQHGLDVLVNGSRAYLP
                     EAQRRYRHQLLPLCLTVSPAILAQRLRQRGRENSEQIDARLQRAQHYQQQLPSHCLQL
                     CNDGELQHTLNQLQQLLTLDTPLSDPVEDKPCN"
     gene            3303956..3304708
                     /locus_tag="YPA_2967"
     CDS             3303956..3304708
                     /locus_tag="YPA_2967"
                     /codon_start=1
                     /transl_table=11
                     /product="PhnP protein"
                     /protein_id="ABG14929.1"
                     /db_xref="InterPro:IPR000209"
                     /translation="MQLTLLGTGCAQQVPVFGCDCVICTQASVDPARRRKPCSAMLYY
                     QGETTLIDAGLPTLDQQFRAGEIQRFLLTHYHMDHVQGLFPLRWGCGNKIPVYGPPDL
                     DGCDDLFKHPGILDFRPPLTAFQPLQFGELRVTPVPLVHSKITFGYLLQSPNRAIAYL
                     TDTVGLSADSALFLASKSIDLLVLDCSHAPQSPPPRNHNDVTMALAIRDLLMPEETLL
                     THASHQLDRWLLNNSLPTGVSVAYDNQTVTLV"
     gene            complement(3304721..3305359)
                     /locus_tag="YPA_2968"
     CDS             complement(3304721..3305359)
                     /locus_tag="YPA_2968"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14930.1"
                     /translation="MAKVLLLGASGLVGGELLRLLRLDARVTSIIAPTRNPLPAMNKL
                     INPHGENIGQLLKMLHEPVDLVFCALGTTRKQAGSQAAFRQVDYRLVLLSGETGRRLG
                     ARHFLLVSALGANPDSWLFYNRTKGEAERDLQAQGWPQLTFARPSMLAGQRATPRLLE
                     NLSAPLFALLPAKWRLINAKDVAQAMLDQAFAPPQEGVTVLSSAQMQPTLRP"
     gene            complement(3305511..3305954)
                     /locus_tag="YPA_2969"
     CDS             complement(3305511..3305954)
                     /locus_tag="YPA_2969"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14931.1"
                     /translation="MNNPDDVLLINRFLRQQHVLTLCAGSGMDMWCASCFYVFDENQM
                     ALFLMTEKHTRHSELMLINPQVAGTVATQSRTIALIKGIQYRGEISLLSGDAEQAARN
                     RYCRRFPVAKVSSAPLWQLNLLEIKMTNNALGFGKKLHWSRVEPL"
     gene            complement(3306053..3307219)
                     /locus_tag="YPA_2970"
     CDS             complement(3306053..3307219)
                     /locus_tag="YPA_2970"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14932.1"
                     /translation="MTPIKTAVTAMKLYTLDVNCLIKAKAILQQPFSPLQPALRRLLS
                     EADILRDQSPESVTHKTLLPVSGDIHDYYSFGTYWWPNPRKPNGLPYVRRDGHTNPQS
                     QNDDTDTQRIARMCDRCLTLGLAYYFTGNSRYAQVAAEQIRCWFLDAKTRMNPHLNYG
                     QAIPGIVSGRGTGLIDTRMMWMVIDTLGLISPAKLLDTEDTAVLQQWFRDFNHWMFHS
                     EVGHSEYVWHNNHGTWYDVQRAANAMFYGDRGLVTTIIRQGITQRLAAQIAQDGKQWM
                     ELERTVPFHYSLFNMEAHLLLCRYGEHIEIDRWEWVQDGRNVQQGVDYLLPFIAEPEL
                     WPYRDLRGIDYDSALRLLLQAARGYPQDAKRYQAVLATFPAETLTSRDRLLWQS"
     gene            complement(3307234..3308328)
                     /locus_tag="YPA_2971"
     CDS             complement(3307234..3308328)
                     /locus_tag="YPA_2971"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar ABC transporter, ATP-binding
                     protein"
                     /protein_id="ABG14933.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MGSVVLKNVCKSYGDIHVIRDVSLEIPDGEFCVLVGPSGCGKST
                     LLRMIAGLEEISGGTVGINDKDVTDVEPKMRDIAMVFQSYALYPQMTVRENMGFALKM
                     AKMSKADINQKVESTAELLGLQALLERLPKDLSGGQRQRVAMGRAIVRNPQVFLFDEP
                     LSNLDAKLRTQVRGEIRELHQRLKTTSVYVTHDQIEAMTMGQMIVVLREGRIEQVGSP
                     LDLYDRPANLFVAGFIGSPEINQLKGTVVQEGDKFLLQLEDNSLLALPTGLNVTEGQN
                     VVYAIRPEQVNVVDETHCASALKATITAIENTGSDMQLFCSTGGGRFTSVFKQRLAVS
                     EGETVYLQPKLAGIHIFDAATGLRVDCQAA"
     gene            complement(3308340..3309179)
                     /locus_tag="YPA_2972"
     CDS             complement(3308340..3309179)
                     /locus_tag="YPA_2972"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport system, permease protein"
                     /protein_id="ABG14934.1"
                     /translation="MKSKSWNSIGRWIIYGLLLIVFVGPYWGIIATAFSGAPVKPGEL
                     LAWPNQFSWDNFIFAWMDIGVWQYLLNSIIVVFFGTVLQVSVSALAAYALARKKFVGV
                     SLTSLIILSTMMLPEEVIAIPLYMIINWQLPVIDASLYNSYLGMILPIVGWAFSIFVL
                     TEFMAAIPKELEEAARIDGASEWQIFFHVILPLVKPALGTVVTFGFIMIWDQYLLPLI
                     VVNQDSLNTIPVILGTLRTDESITPNIFIAITLLAMLPSIIVYLGLQKHFNRGIMSGA
                     VKG"
     sig_peptide     complement(3309072..3309179)
                     /locus_tag="YPA_2972"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.741) with cleavage site probability 0.454 at
                     residue 36"
     gene            complement(3309198..3310082)
                     /locus_tag="YPA_2973"
     CDS             complement(3309198..3310082)
                     /locus_tag="YPA_2973"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport system, permease protein"
                     /protein_id="ABG14935.1"
                     /translation="MITLTPRLKRNLVPWLFLAPALVIFTWFKFIPMLQGLVMSFYKV
                     NFNQPNEWVGFANFSRAFGDEALHSAVFNTLLYVLVTMVVAAFIAFFLAMLLEGPARH
                     LRFIRTAIFLPAVTSAAIVAEMWRILFNPTSNGVVNHVLSWFSIEAQGFLADTDQALW
                     TVMLLHIWKAVPYNMVIFIAGLVGISRDLYDASNVDGANWWNRLRYVTLPGMIPALSV
                     VLMLSFIRGFRVFAEVYATTGGGPSNATEMIMTHIYKLGFEQFDYGYASAVSFLLFAF
                     TVVLTIGHLTLKKRIARY"
     gene            complement(3310090..3311403)
                     /locus_tag="YPA_2974"
     CDS             complement(3310090..3311403)
                     /locus_tag="YPA_2974"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar binding protein"
                     /protein_id="ABG14936.1"
                     /translation="MKTQMIMSKVKIKSLLLLTYLAMGIPSLHAAETLQVWIRASNDS
                     KNIYKKEADTFEKKTGIKIEYFNATTDFEQRLARAAAGNALPDLIFNDAVAIGQFVQL
                     GIVEPIEPKNIIGGENIFDTAWKSTQYIDGKYYGVPTSAQTFALFVRKDWREKLGLEQ
                     PKNWQDISTLAKAFTFNDPDGNGKNDTYGFILPGSTTRGYASWFISSYLWQAGGDFIR
                     PAGEGKFIASLEEPAATETLSFMRGMVCDKTVQPGAINATTADAIPSFRSGQSGMFFS
                     GPYHIALFDKDPGTEAFEVIPPPTGPKGQATLAEGTTVFMMKSSQKKAAAQKFIEFMI
                     SPEGQQIGMGMGTKNMPVVRLSINKLVDTKAVYDDPRWAIFADLYAEQGRYIPQVPNW
                     TPIRQVTAEGFNRILANCDSDIAAELKAVNQKVNDELAKQNVLGQ"
     sig_peptide     complement(3311311..3311403)
                     /locus_tag="YPA_2974"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 31"
     gene            3311964..3313187
                     /locus_tag="YPA_2975"
     CDS             3311964..3313187
                     /locus_tag="YPA_2975"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14937.1"
                     /translation="MMLNSGAKNLLLTILLGTSPFIYAAESHPLLLKMDDINYSIEQI
                     KQNNPLYEKSYKNLMAKADKALKKPLYSVMDKSLLAASGDKHDYYSFPPYWWPDPSKK
                     DGMPYLRKDGETNPAANSDATDKKRMNSFSEDVYYLALAYSFTGKPEYAQKAHEQLVN
                     WFVNPETKMNPNLQYAQAIPGINEGRGIGLIDSRALVDVIDAVELIRPANVLSDNDYQ
                     AIKSWYGDFYQWMTTSQNGFEEDNWHNNHGTYFDMQAASFALFSDQKAAAQKRLEITQ
                     LRRIPSHFDMQGRQNAELERTRPWHYSNFHLEAYNKLGRLGEVGEKDIWDFSLDEHSL
                     KKGYQYVAGFINTDQAWPYKDLDGVQDKKALVNMITAARAYPADVEFQQKAQYLIAKY
                     PDTVEILLYPITTQK"
     sig_peptide     3311964..3312038
                     /locus_tag="YPA_2975"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.986 at
                     residue 25"
     gene            3313211..3315229
                     /locus_tag="YPA_2976"
     CDS             3313211..3315229
                     /locus_tag="YPA_2976"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14938.1"
                     /translation="MKQFTDRQMVKIRQRVVKQPEIIATLIADNQVVLETDTLVPATG
                     IATWNHYYYCPEHGVQLVWDRFSPQAHRCPVDDHLFSGEPYDGAWWRALNGLNAKACN
                     QLGLLWQLTGEIRYFDKVRDILMSYARYYPDYEVHGGIPYNGPGKANAQTLCEANCLL
                     DFALGYDFIADTLSQEQRDCLAERLLRVGADFLMQHRTRQLHNHEVKISSAIAVIGLI
                     LEEEHYIEFAVNADYGLRYQLEHGLFNEGLWFEGSVHYHFYALQGFWSFEKLAAGSRY
                     SLLALPYYRDMLSFPLKLLMPNGTFPRINDCTAGQEQLNHAHLYEFAYQIYGNREYAA
                     ALQHIYRQQPRLNLDALLYGAESLPLQIIDVIPTDTLHAPDCGLTILRQPQASRALLI
                     KHSPYGGEHDHYDRLNLILFDRGHEVLPDLGTTGYGAQRHYDYYKNSATHNTLSINQK
                     NQPPAVPYIRQWHQAANFSWLDTEVDWRQTAPELDSHTRVQWDEASYRDVKFRRRILW
                     LEDTIIDISNIVNPHQQSWNWTLYIDGTATEQKGEMTSFGDSGPMQYVHQVTAQPLNG
                     VMSCRYQTTARPLTLWLAADATLFQGLAPANPSVRDLSYLMLRNQQPAAQVTCVFDLN
                     DSNPLLHVEVETNGEILSIELIRQQQTMRINIPLTSNQLPQFSQAYPS"
     gene            3315460..3315747
                     /locus_tag="YPA_2977"
     CDS             3315460..3315747
                     /locus_tag="YPA_2977"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14939.1"
                     /translation="MSDSLWHLYLLRTASGMLYTGITTDVARRLAQHQAGKGAKALRG
                     KGELTLVFHCEAGDRSTALKLEYRVKQLSKQQKEKLVIDQPRLLTTLFLDS"
     gene            complement(3315922..3316428)
                     /locus_tag="YPA_2978"
     CDS             complement(3315922..3316428)
                     /locus_tag="YPA_2978"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase"
                     /protein_id="ABG14940.1"
                     /translation="MLIRVEIPVDAPGIDALLRRAFQQGDEAELVQQLREDGLLTLGI
                     VATDDEGVVIGYAAFSPVEVGGEDRQWVALAPLAVEEGLRRQGLGEKLVYEGLDALNE
                     FGYAAVVVLGAPAYYYSRFGFVPAARHQLTCRWPGSEEAFQVYALAEDTLVNTKGEVV
                     FSAPFNRF"
     gene            complement(3316422..3317024)
                     /locus_tag="YPA_2979"
     CDS             complement(3316422..3317024)
                     /locus_tag="YPA_2979"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipid carrier protein"
                     /protein_id="ABG14941.1"
                     /translation="MWQNSGTWHCHFIQCYHFIQDYKESPPVLGKLRAHLVRQGPALL
                     RGPLKVTPFALQRQVLEHVLGWQFRQALLDGELAFLESRWLKIEVRDLALQWFVTVEN
                     GKLLVSQQADADVSFSGDANDLILIAARKEDPDTLFFQRRLRIEGDTELGLYVKNLMD
                     AIDLESMPTLLRVGLQQLAEFIEAGQQEGAVATSRGLASC"
     gene            3317024..3317149
                     /locus_tag="YPA_2980"
     CDS             3317024..3317149
                     /locus_tag="YPA_2980"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14942.1"
                     /translation="MLTYENGLYRQILHQNIFRCIAKYQKSVTNAKETALNQGAM"
     gene            3317259..3318254
                     /locus_tag="YPA_2981"
     CDS             3317259..3318254
                     /locus_tag="YPA_2981"
                     /codon_start=1
                     /transl_table=11
                     /product="putative protease"
                     /protein_id="ABG14943.1"
                     /db_xref="InterPro:IPR001539"
                     /translation="MELLCPAGNLPALKAAIDNGADAVYIGLKDDTNARHFAGLNFTD
                     KKLQEAVNYVHSRKRKLHIAINTFAHPDGYARWQRAVDMAAQLGADALILADLAMLEY
                     AAERYPQVERHVSVQASATNDEAIRFYQRHFDVARVVLPRVLSMHQVKQLSRTSPVPL
                     EVFAFGSLCIMAEGRCYLSSYLTGESPNTVGACSPARFVRWQQTPQGMESRLNDVLID
                     RYEDHENAGYPTLCKGRYRVDGQRYHALEEPTSLNTLELLPELFAANIASVKIEGRQR
                     SPAYVSQVAKVWRQAIDLYQANPAQFAAKAEWMEQLGAMSEGTQTTLGAYHRKWQ"
     gene            3318266..3319144
                     /locus_tag="YPA_2982"
     CDS             3318266..3319144
                     /locus_tag="YPA_2982"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14944.1"
                     /translation="MKYALGAVLYYWPKTEIETFYHAAANSSADIIYLGENVCTKRRE
                     MKVGDWLALAKAVASSGKQVVISTLALLQAPSELNELKRYVENGEFLLEANDLGAVNM
                     AAERGLPFVAGHALNCYNAYTLRILHRQGMIRWCMPVELSRDWLSNVLQQCDALGFRH
                     QFEVEVLSYGHLPLAYSARCFTARSEDRAKDECETCCIKYPQGRKVMSQEDQQVFILN
                     GIQTQSGYCYNLGNDLISMQGLVDIIRLSPQGLETLSVIDQFRANEQGLSPLPVANKA
                     DCNGYWHRVAGLELVS"
     gene            complement(3319285..3320691)
                     /locus_tag="YPA_2983"
     CDS             complement(3319285..3320691)
                     /locus_tag="YPA_2983"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane efflux lipoprotein"
                     /protein_id="ABG14945.1"
                     /db_xref="InterPro:IPR010131"
                     /translation="MFSRILILSLPALLAGCISLDPDYQRPVAPVPATLPYSTASSSK
                     AADIPWQETIIDPKLRQVIALALESNRDLRQAIADIEAARAQYGVQRAAQIPTVNAGV
                     NGSRGRGLSDTSDGNNNTAISQSYGAQASVSAFELDLFGKKSSLSHAEFETYLATEEA
                     AKTTRITLIADTATAWVTLAADQNQLLLAEETLKSAEQSLKLAQLRQKNGIASRIDVA
                     AMETLYQSARADVAQYKTTVAQDKNALDLLVGQPVAAHLLPVTASTLPEVIKAVPVGL
                     SSDVLLNRPDVLEAEHKLKSANANIGAARAAFFPSVTLTASGGVSSSALSTLLSEGAG
                     IWSLAPAITLPIFDGGANRAALEYSQAQKTGYIAAYEKAIQTAFKEVADALARKATIQ
                     EQRAAQQAYVAAAQESVELAQKRYKQGIDTYLNMLDAQRTLYAAQTRLIAVQQIQTNN
                     LITLYKVLGGGVSDVAKE"
     sig_peptide     complement(3320629..3320691)
                     /locus_tag="YPA_2983"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.639) with cleavage site probability 0.453 at
                     residue 21"
     gene            complement(3320693..3323818)
                     /locus_tag="YPA_2984"
     CDS             complement(3320693..3323818)
                     /locus_tag="YPA_2984"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug efflux protein"
                     /protein_id="ABG14946.1"
                     /db_xref="InterPro:IPR001036"
                     /db_xref="InterPro:IPR004764"
                     /translation="MFARFFIYRPVFAWVIAIVIMLGGVVALETLPIAQYPDVAPPSI
                     SIKATYTGASAETLENSVTQVIEQELTGLDGLLYFSSSSGSDGNAKIVATFKQGTNAD
                     TAQVQVQNKVQQALTRLPTEVQAQGVTVTKSQTNFLLIMSLYDEKDKHTGTDIADYLV
                     SNLQDPLARLEGVGSVQVFGSQYAMRIWLNPTKLAAYNLMPSDVQSAITAQNTQVSAG
                     KIGALPSGKEQQLTATVMAQSRLKTPEQFNNIIVKSDSTGAVVRLRDVARVELGNEDY
                     SVTTRLNGHPAAGIAVMLAPGANALATAERVKAKAAEFELNLPDGYKIAYPKDSTDFI
                     KVSVEEVVKTLIEAILLVVIVMYIFLQNIRATLIPAIAVPVVLLGTFGVLAIFGYSIN
                     TLTLFGMVLSIGLLVDDAIVVVENVERVMREDNLPPREATEKSMSEIASALIGIALVL
                     SAVFLPMAFFGGATGVIYRQFSITIVSAMALSVLVALTLTPALCATFLKPNHKPPSEH
                     GFFGGFNRRYDRMQTRYESLVGHVIHRSLRYLLIYAVLIGVMCVLFIRLPTGFLPTED
                     QGDVMVQYTLPAGATSGRTMEVSKAVENYFMTQEKDNTKAVFTISGFGFSGSGQNAGM
                     AFIALKHWRDRPGSENTATAIADRAMKALSSIRDAQIFSMTPPAVDGLGQSNGFTFEL
                     QATGDTSREQLLTLRDQLISKANKDPILASVRANTLQQMPQLQVDIDNDKVAALGLSI
                     SDVNATLSAAWGGTYINDFIDRGRVKKVYMQGDVDTRSKPEDLNQWFVRGSSDAMTSF
                     SAFATTRWIYGPETLSRYNGQTSYEIQGQAASGSSSGTAMDQMEKLAAELPGTSYAWS
                     GLSYQERLASGQALSLYAISILVVFLCLAALYESWSVPFSVMMVIPLGIIGAVAAATL
                     RGLENDIYFQVALLTTLGLASKNAILIVEFAEAAYLRGEPLVVAALQGAATRLRPILM
                     TSLAFIAGVMPLAMSTGAGANSRISIGSGIIGGTLTATVLAVFFVPLFFVLIRRVFSG
                     KSKNITEHKGV"
     sig_peptide     complement(3323735..3323818)
                     /locus_tag="YPA_2984"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.864) with cleavage site probability 0.782 at
                     residue 28"
     gene            complement(3323822..3324982)
                     /locus_tag="YPA_2985"
     CDS             complement(3323822..3324982)
                     /locus_tag="YPA_2985"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug efflux protein"
                     /protein_id="ABG14947.1"
                     /db_xref="InterPro:IPR006143"
                     /translation="MHSKIILACLVFTLVACDQSSSPSATPSRQEVGVVTLKTQPVTL
                     SSDLSGRTVAAMTSEVRPQVDGIIKKRLFTEGSEVTAGQVLYQIDPASYQAAYDTAKA
                     ALQNVQVSVKSAKLKAQRYAALAKENGVSQQDADDAQTSYQQALANVAEKTAALETAR
                     INLAYTQVRAPISGRIGISSVTPGALVTANQTTALATIRNLDPIYVDLTQSSAQLLAL
                     RKQQQAGNDTVANAPVQLTLEDGSVYAHEGSLQLTEVAVDEATGAVTLRAKFPNPEHQ
                     LLPGMFVRASVRNGVNNTAILAPQQGITHDAKGNATALVVNQQQQVERREVVTERTID
                     SYWLISRGLAAGDRLIVEGTEKVSVGDDVKPVEVSTTLPVVAEPTTPSTGEK"
     sig_peptide     complement(3324905..3324982)
                     /locus_tag="YPA_2985"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.950) with cleavage site probability 0.406 at
                     residue 26"
     gene            3325490..3326545
                     /locus_tag="YPA_2986"
     CDS             3325490..3326545
                     /locus_tag="YPA_2986"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14948.1"
                     /translation="MDDSMIDNTGSVVDKNTVPLSVLDLSPIAQGKTARDAFHASLDL
                     AQHAEKWGYQRYWLAEHHNMTGIASAATSVLIGYIASGTNKIRVGAGGVMLPNHSPLV
                     IAEQFGTLASLYPDRIDLGLGRAPGSDQRTMMALRRHLSGEVDNFPADVRELQNYFAE
                     VQPGQAVQAVPGQGLHVPLWLLGSSLYSAQLAAAMGLPFAFASHFAPDMLLQALSLYR
                     ENFTPSAQWPKPYAIVCVNVVAADSERDARFLFTSMQQQFVSLRRGTPGQLPPPVENM
                     AAICSPAEQFGVDQALRLSIVGDKSKVRHGLQSLLRETQADELMINGQIFDHQARLYS
                     FETVASLQQDLMHTPRR"
     gene            complement(3326800..3327111)
                     /locus_tag="YPA_2987"
     CDS             complement(3326800..3327111)
                     /locus_tag="YPA_2987"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulatory protein"
                     /protein_id="ABG14949.1"
                     /db_xref="InterPro:IPR001387"
                     /translation="MKSDLTLHAWDEVRAELLQDEETARAYAIVMLRKALLNSLVAVR
                     KSKQLTQVDIAKRIGVSRQAISKFEKGESAPTLDTLIGYTAAMDIDFAANMKKIFTQT
                     F"
     gene            complement(3327135..3327503)
                     /locus_tag="YPA_2988"
     CDS             complement(3327135..3327503)
                     /locus_tag="YPA_2988"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14950.1"
                     /translation="MGRDDQNHKRRKNFPIRLLGSARKELSDLDAINRAEFLVAIDVF
                     ELHGPGSGVPNVEKIGGDMYELKTHSRSHWLRGFYFHYVDGLYIVTHIFAKKTNKAPD
                     SSKALGLRRYKDFLRSQGEE"
     gene            complement(3327546..3327719)
                     /locus_tag="YPA_2989"
     CDS             complement(3327546..3327719)
                     /locus_tag="YPA_2989"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14951.1"
                     /translation="MIKRKNQPSGWFFYGYYLSLYHDYLLLIFYAHLLIKPNLFGLTA
                     MPIALDREMYLLT"
     gene            complement(3327739..3329733)
                     /locus_tag="YPA_2990"
     CDS             complement(3327739..3329733)
                     /locus_tag="YPA_2990"
                     /codon_start=1
                     /transl_table=11
                     /product="cold-shock dead-box protein A"
                     /protein_id="ABG14952.1"
                     /db_xref="InterPro:IPR000629"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR011545"
                     /translation="MTTELETSFADLGLSAPILSALTDLGYEKPSPIQLECIPHLLNG
                     RDVLGMAQTGSGKTAAFGLPLLHNIKADLKSPQVLVLAPTRELAVQVAEALSSFSKHI
                     NGVNVVALYGGQRYDVQLRALRQGPQVVVGTPGRLLDHLKRGTLNLSNLSGLVLDEAD
                     EMLRMGFIEDVETIMAQIPAEHQTALFSATMPEAIRRITRRFMKEPQEVRIQSSVTTR
                     PDISQSYWRVGGGYRKNEALVRFLEAEDFDAAIIFVRTKNATLEVAEALERSGYNSAA
                     LNGDMNQALREQTLERLKDGRLDILIATDVAARGLDVERISLVVNYDIPMDSESYVHR
                     IGRTGRAGRAGRALLFVENRERRLLQNIERTMKLTIPEVELPNADLLSERRLAKFAAK
                     VSQQLESSDLDMYRALLAKLQPEEEFDIETLAAALLKMAQGERPLILPPEAPRRPQRE
                     FNSRDDRGNDRGSRDRGDSRRDNRSDSRSADSRDGGERPARRERRDVGEMELYRIEVG
                     RDDGVEVRHIVGAIANEGDISSRYIGNIKLFASHSTIELPKGMPGEMLSHFTRTRILN
                     KPLNMQLLGDAQPHERRERPAGGNGGERRGGGRPFSGERREGAGAPPRRSFSGDRAPT
                     GGGERRGNRDGQRSAAPRRDDAAAPAAAAAAPARRRFGDA"
     gene            complement(3329920..3330804)
                     /locus_tag="YPA_2991"
     CDS             complement(3329920..3330804)
                     /locus_tag="YPA_2991"
                     /codon_start=1
                     /transl_table=11
                     /product="lipoprotein NlpI"
                     /protein_id="ABG14953.1"
                     /db_xref="InterPro:IPR001440"
                     /translation="MKPFLRWCYVATALMLAGCSNHDWRKDEVLAIPLQPTLQQEVIL
                     ARMEQILASRALTDDERAQLLYERGVLYDSLGLRALARNDFSQALAIRPDMPEVFNYL
                     GIYLTQAGNFDAAYEAFDSVLELDPTYNYARLNRGIALYYGGRFPLAQDDLQAFYQDD
                     PNDPFRSLWLYLVEREIDPKAAVVALQQRYEKSDRGQWGWNIVEFYLGKISEKSLMER
                     LKADATDNTSLAEHLSETDFYLGKHYLSLGDKNTASVLFKLTVANNVHNFVEHRYALL
                     ELALLGQEQDDLSESDQQ"
     gene            complement(3330929..3333124)
                     /locus_tag="YPA_2992"
     CDS             complement(3330929..3333124)
                     /locus_tag="YPA_2992"
                     /EC_number="2.7.7.8"
                     /codon_start=1
                     /transl_table=11
                     /product="polyribonucleotide nucleotidyltransferase"
                     /protein_id="ABG14954.1"
                     /db_xref="InterPro:IPR003029"
                     /db_xref="InterPro:IPR004087"
                     /db_xref="InterPro:IPR004088"
                     /translation="MQCEGISNRWIRSSIRSGTAKHKGTILLTPIIRKFQYGQHTVTI
                     ETGMMARQATAAVMVSMDDTAVFVTVVGQKKAKPGQSFFPLTVNYQERTYAAGRIPGS
                     FFRREGRPSEGETLTSRLIDRPIRPLFPDSFLNEVQVIATVVSVNPQINPDIVALIGA
                     SAALSLSGIPFNGPIGAARVGFINDQYVLNPTTDELKESRLDLVVAGTAGAVLMVESE
                     ADILSEEQMLGAVVFGHEQQQVVIENINALVAEAGKPKWDWQAEPVNEALHARVAELA
                     EARLGDAYRITEKQERYTQVDAIKADVTEALLAQDDTLDAAEIQDILASVEKNVVRSR
                     VLRGEPRIDGREKDMIRGLDVRTGILPRTHGSALFTRGETQALVTATLGTARDAQNID
                     ELMGERTDSFLLHYNFPPYCVGETGMVGSPKRREIGHGRLAKRGVLAVMPSASEFPYT
                     IRVVSEITESNGSSSMASVCGASLALMDAGVPIKAAVAGIAMGLVKEGDNFVVLSDIL
                     GDEDHLGDMDFKVAGSRDGVTALQMDIKIEGITREIMQVALNQAKGARLHILGVMEQA
                     ISTPRGDISEFAPRIYTMKINPEKIKDVIGKGGSVIRALTDETGTTIEIEDDGTIKIA
                     ATDGDKAKHAIRRIEEITAEIEVGRIYAGKVTRIVDFGAFVAIGGGKEGLVHISQIAD
                     KRVEKVTDYLQMGQDVPVKVMEVDRQGRIRLSIKEATTPDAEAPEAAAE"
     gene            3333110..3333283
                     /locus_tag="YPA_r075"
     misc_RNA        3333110..3333283
                     /locus_tag="YPA_r075"
                     /product="SraG RNA"
     gene            complement(3333313..3334098)
                     /locus_tag="YPA_2993"
     CDS             complement(3333313..3334098)
                     /locus_tag="YPA_2993"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS1661"
                     /protein_id="ABG14955.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(3334152..3334844)
                     /locus_tag="YPA_2994"
     CDS             complement(3334152..3334844)
                     /locus_tag="YPA_2994"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion element IS1661 DNA-binding protein"
                     /protein_id="ABG14956.1"
                     /translation="MVVWWFGGLVVWWFESVIGFGCYGFTAHLASDEPTANGAISALN
                     PRSWIFLSMIWRFGSMKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAF
                     RRQGEAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYR
                     EGGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALRE
                     EKALREQQKKPE"
     gene            complement(3334882..3335835)
                     /locus_tag="YPA_2995"
     CDS             complement(3334882..3335835)
                     /locus_tag="YPA_2995"
                     /EC_number="4.3.1.12"
                     /codon_start=1
                     /transl_table=11
                     /product="ornithine cyclodeaminase"
                     /protein_id="ABG14957.1"
                     /translation="MLILNKQKILDKFDADRITLLLKEGFIAFSQQRVQMPPVQHLLF
                     DQANGDCCIKSGYLQGDDQFVVKVSGGFYDNPAQGLASNQGVMMAFSAKTGEPQAILL
                     DEGWLTALRTALAGRIVAELCAPQHISALGIVGTGIQARLHLMYLKNVMTCRQLWVWG
                     RSETALEEYRQYAQAEGFAVNTTLNAAELAHHSQFIVTTTPSREPILQAEDIQPGTHI
                     TAVGADSAGKHELSAELVARADKILVDSIAQCTDFGEVSLAFKQGLLAHHNLTEIGLA
                     LAQGIPFRENDQQITLADLTGLGIQDVQIVKGILGDKKGVL"
     gene            complement(3335829..3336791)
                     /locus_tag="YPA_2996"
     CDS             complement(3335829..3336791)
                     /locus_tag="YPA_2996"
                     /EC_number="4.3.1.19"
                     /codon_start=1
                     /transl_table=11
                     /product="L-threonine ammonia-lyase"
                     /protein_id="ABG14958.1"
                     /db_xref="InterPro:IPR000634"
                     /db_xref="InterPro:IPR001926"
                     /translation="MNTLFDAIREAHQILRPQVRVTPLEHSPLLSQHSGCEIYLKCEH
                     LQHTGSFKFRGASNKLRLLNEAQRQQGVITASTGNHGQGVALAAKLAGIKSTIYAPEQ
                     AAAIKLDVIRALGGQIELVSGDALNAELAAGIAAEQQGKVYISPYNDPQVIAGQGTCG
                     MEMVEQQPDLDAVFVAVGGGGLISGIATVLKTLSDKTQVIGCWPANATSLYTCLEKGQ
                     IQEVAEQETLSDGTAGGIEPGAITFALCQQLIDQKVLVSEQEIKEAMGLIARTDRWMI
                     EGAAGVALAAALKLAPQWQGKKVAVVLCGKNIVLEKYLGAVSGC"
     gene            3336999..3337310
                     /locus_tag="YPA_2997"
     CDS             3336999..3337310
                     /locus_tag="YPA_2997"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14959.1"
                     /translation="MNAQKNRFLPEQQLTFDPRGHQLTNINVWTPDSQWLAYDVRPSG
                     GTFNGLTIEQVNCITGEIEVIYRARQGAHVGVVTVSPDMPAPLAAFIAGWQCHCLPDE
                     R"
     gene            3337300..3337614
                     /locus_tag="YPA_2998"
     CDS             3337300..3337614
                     /locus_tag="YPA_2998"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14960.1"
                     /translation="MNDDNGVVQLWLISPNGGELRQLTASQWGIQSAFSWSPQGEHLA
                     FICDNSVMLCDSLTGHLRRLTARSVVAPLADAVVFSPNGKKIAFMREIDGWAQIFTVH
                     AD"
     gene            complement(3337654..3337992)
                     /locus_tag="YPA_2999"
     CDS             complement(3337654..3337992)
                     /locus_tag="YPA_2999"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14961.1"
                     /translation="MRNIVIPFATGCSLLLTSGCSSILTHTSSSQGYYSGTEANIAML
                     KDDDTGWALRPLLAVDLPFSAVMDTLFLPYDYLRSDSEDKAASSPRERVRQSEMQNQQ
                     TNQTGDTPKQ"
     sig_peptide     complement(3337900..3337992)
                     /locus_tag="YPA_2999"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.986) with cleavage site probability 0.383 at
                     residue 31"
     gene            3338360..3338773
                     /locus_tag="YPA_3000"
     CDS             3338360..3338773
                     /locus_tag="YPA_3000"
                     /codon_start=1
                     /transl_table=11
                     /product="heat shock protein"
                     /protein_id="ABG14962.1"
                     /db_xref="InterPro:IPR002068"
                     /translation="MRNSDLAPLYRSAIGFDRLFNLLESGQNQSNGGYPPYNVELVDE
                     NNYRIAIAVAGFAEQELEITTQDNLLIVRGSHANEPAQRTYLYQGIAERNFERKFQLA
                     EHIKIKGANLVNGLLYIDLERLVPESLKPRRIEIK"
     gene            3339054..3339518
                     /locus_tag="YPA_3001"
     CDS             3339054..3339518
                     /locus_tag="YPA_3001"
                     /codon_start=1
                     /transl_table=11
                     /product="heat shock protein"
                     /protein_id="ABG14963.1"
                     /db_xref="InterPro:IPR002068"
                     /translation="MRNYDLSPLLRQWIGFDKLASTMQGGQEPQGFPPYNIEKTDDNH
                     YRISLALAGFKQSELDIEVEGPRLTVRGKPTPVEKQVEYLHQGLVRKEFSLTFTLAEH
                     LNVDNAQFENGLLHIDLLRQVPEALQPQRIAIGSATPQERQVLESPEAPDQQ"
     gene            3339891..3341549
                     /locus_tag="YPA_3002"
     CDS             3339891..3341549
                     /locus_tag="YPA_3002"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14964.1"
                     /db_xref="InterPro:IPR006512"
                     /translation="MSAIALTVSMLALVAVLGLWIGNWKIYGVGLGIGGVLFGGIIVG
                     HFAQTYQIVLNGDMLHFIQEFGLILFVYTIGIQVGPGFFSSLRVSGLRLNCFAILMVV
                     VGGLVTAIIHKLFAVPLPIILGVFSGAVTNTPALGAAQQILTDLGSPPQLVSQMGMGY
                     AMAYPFGICGILLVMWLIRLFFKINIDREAKAFDSSYGQNRELLQTMNVAVRNPNLHG
                     LSVQDVPLLNSDEVVCSRLKRGDLLMVPMPATVIEIGDYLHLVGQRDALEKVRLVVGE
                     EVDVTLSTAGTALQTARVVVTNEAVLGKKIRDLNLKQKYDVVITRLNRAGIELVASNS
                     ASLQFGDILNLVGRPEAIEAVSAIVGNAQQKLQQVQMLPVFIGVGLGVLLGSIPLFVP
                     GFPAALRLGLAGGPLVVALILGRIGSIGKLYWFMPPSANLALRELGIVLFLSVVGLKS
                     GGDFINTLVNGDGLAWIGYGAMITGIPLLTVGILARMLVKMNYLTLCGMLAGSMTDPP
                     ALAFANGLHPTSGAAALSYATVYPLAMFLRIMSPQILAVLFWTL"
     gene            complement(3341662..3343032)
                     /locus_tag="YPA_3003"
     CDS             complement(3341662..3343032)
                     /locus_tag="YPA_3003"
                     /EC_number="2.6.1.66"
                     /codon_start=1
                     /transl_table=11
                     /product="valine-pyruvate aminotransferase"
                     /protein_id="ABG14965.1"
                     /translation="MAIFSRSQKKFFRIASAFICEYGTCSLTDNNTFSFMKFSLFGDK
                     FTRYAGITRLMDDLNDGLRTPGSIMLGGGNPAHIPEMDTYFQQLCQEMLTEGKLTEAL
                     CNYDGPQGKDLLLKALAKMLRDELGWQIEPQNIALTNGSQSAFFYLFNLFAGRYADGS
                     RRRVLFPLAPEYLGYADAGLDEDLFVSAKPNIELLPEGQFKYHVDFEHLNITDDIGLI
                     CVSRPTNPTGNVITDEELIRLDAIAQQRNIPLLIDNAYGVPFPGIIFTDATPLWNPNI
                     ILCMSLSKLGLPGSRCGIVIADEKVISAITNMNGIISLSPGGMGPAIAAEMIERGDLL
                     RLSNEVIRPFYFERVQQTIAILRKYLPAERCLIHKPEGAIFLWLWFKDLPISTELLYQ
                     RLKKRGVLMVPGHYFFPGLGYDWPHTHQCMRMNYVPAPEMIEKGVAILAEEIERAFQE
                     AKQLTD"
     gene            complement(3343382..3343825)
                     /locus_tag="YPA_3004"
     CDS             complement(3343382..3343825)
                     /locus_tag="YPA_3004"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14966.1"
                     /translation="MKNRIAFLIGSFIIALLIGFDLYYHMIYFLYGSKAILAYDVFTL
                     MTSNAVNALLLSISVTISYLPLLFIKEGAIQNKMVFSFLSLSFYFILLLTLTLSHFMV
                     RTSPYANHNVIHGYDLIIACNIILSSIINLFLIRKVINIFSKADN"
     gene            complement(3344240..3346303)
                     /locus_tag="YPA_3005"
     CDS             complement(3344240..3346303)
                     /locus_tag="YPA_3005"
                     /codon_start=1
                     /transl_table=11
                     /product="alpha-amylase protein"
                     /protein_id="ABG14967.1"
                     /db_xref="InterPro:IPR006589"
                     /translation="MKRLTLPLLLVLSPAAMANWSLQHFPAFTEQDSGIFLSSSSLTK
                     GEYPLKFYQDKQCWQPTGPVKLNQMLSLQPCQENIAIPWRLFRDGQYQARIDTRSGTP
                     TLTLSVTAPVAEAVQVVTHVCQRWDGNPVTVDVSKTFAEGEIVRDFYSGQTATVSLGK
                     ITLRPAPESGGLLLLESAQTQQAAPFSWQNATVYFALTDRFNNGNPANDHSYGRHGDG
                     MQEIGTFHGGDLAGLTEKLDYLQQLGVNALWISSPLEQIHGWVGGGTKGDFPHYAYHG
                     YYGLDWTRLDANMGTEQDLRTLVEQAHKRGIRILFDVVMNHVGYATLADMQNDQFGAL
                     YLQGDQQEKTLGKRWSDWTPGSGQTWHSFNDYINFSDKTAWDNWWGKKWIRTDIGDYD
                     TPGYDDLTMSLAFLPDIKTESTQPSGLPVFYRNKPDTAAQEIAGATPRDYMTHWLSQW
                     VRDYGIDGFRVDTAKHVEKPAWQQLKQQSIAALAEWKAAHPEQALDNLPFWMTGEAWG
                     HGVMKSDYYQNGFDAMINFDFQDQANQALACFSSIESTYNQMAEKLQNFNVLSYLSSH
                     DTRLFFKDDAQQSLAKQQRAGSLLLLAPGAVQIFYGDESGRKFGPTGSDPLQGTRSDM
                     NWSELSGEKGALLAHWQKVSQFRARHPAIGAGVQQSQQTANYYAFSRQHQGDKVLVVW
                     VGDKN"
     sig_peptide     complement(3346247..3346303)
                     /locus_tag="YPA_3005"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 19"
     gene            complement(3346573..3347553)
                     /locus_tag="YPA_3006"
     CDS             complement(3346573..3347553)
                     /locus_tag="YPA_3006"
                     /codon_start=1
                     /transl_table=11
                     /product="putative D-isomer specific 2-hydroxyacid
                     dehydrogenase"
                     /protein_id="ABG14968.1"
                     /db_xref="InterPro:IPR006140"
                     /translation="MKPSIVLYKSIPTDLHQRLAQHFTVNSFDGLTPDNQPELLAALQ
                     QAEGLIGSGGKIDQDFLQLAPNLRAASTISVGYDNFDVEALSQRGIALMHTPTVLTET
                     VADTMMALMLSTARRVVELAERVKAGEWQESIGDDWFGVDVHHKTIGILGMGRIGMAL
                     AQRAHFGFSMPVLYTSRRPHEAAEQRFGARHCSLDTLLAEADFLCITLPMTEQTYHMI
                     GREQLAKMKSSAILINAGRGPVVDEQALIAALQDGTIHAAGLDVFEQEPLPVDSPLLT
                     LRNVVAVPHIGSATHETRYNMAACAVDNLINALTGTVKENCVNPQVLITH"
     gene            3348072..3348716
                     /locus_tag="YPA_3007"
     CDS             3348072..3348716
                     /locus_tag="YPA_3007"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator"
                     /protein_id="ABG14969.1"
                     /translation="MNIDHGARQPQSVGERLLLLLKTHGPLQAGEAGNILGTTGEAAR
                     QQFVKLAKKGLVVAEAQTRGVGRPIQLWQLTESGNTHFPDAHGELAVQLLRLIRTQLG
                     DNALELLIDSREQETRDQYCQAMVGVSNVAERVERLVAIRTGEGYMAQSQVEADGTIL
                     LIENHCPIWAAAASCQRFCRTELAVFQQALGVPVERVEHILSGARRCTYRIHPE"
     gene            complement(3348847..3349506)
                     /locus_tag="YPA_3008"
     CDS             complement(3348847..3349506)
                     /locus_tag="YPA_3008"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG14970.1"
                     /db_xref="InterPro:IPR001035"
                     /db_xref="InterPro:IPR006664"
                     /db_xref="InterPro:IPR006665"
                     /translation="MKKRILAPVAIVSVALILSACTTNPYTGESQAGKSGYGAGIGAA
                     LGAGIGLLSSSKHDRGKGALIGAAAGAALGGGAGYYMDVQEAKLREKMSGTGVSVTRQ
                     GENIVLNMPNNVTFDTNSSNLKPAGANTLTGVAMVLKEYDKTAVNVTGYTDSTGARAH
                     NIVLSQQRADNVASALIVQGVAANRIRTYGAGPDNPVASNSTAAGKAQNRRVEITLSP
                     L"
     sig_peptide     complement(3349444..3349506)
                     /locus_tag="YPA_3008"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.752 at
                     residue 21"
     gene            complement(3349864..3350319)
                     /locus_tag="YPA_3009"
     CDS             complement(3349864..3350319)
                     /locus_tag="YPA_3009"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase"
                     /protein_id="ABG14971.1"
                     /translation="MIRVYQPDDLNALMQLWLTSTIDAHPFVAEQYWYESAPLIRETY
                     LPAARTWVYQQPGAAAEENTIIGFISILEEQLVGALFVAQAFHGHGVAKALMDHVQQR
                     YPALSLEVYQQNRRAYRFYRKQGFTVIGRAYHAETQGTILTMHWQHPAH"
     gene            complement(3350316..3350888)
                     /locus_tag="YPA_3010"
     CDS             complement(3350316..3350888)
                     /locus_tag="YPA_3010"
                     /EC_number="3.2.2.20"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-3-methyladenine glycosylase I"
                     /protein_id="ABG14972.1"
                     /db_xref="InterPro:IPR004597"
                     /translation="MSLQRCGWVTSDPLYLAYHDTEWGVPLKDSRALFEMICLEGQQA
                     GLSWITVLKKREHYRKSFHHFDPVKVAKMGPEEVEIRVQDSGIIRHRGKIQAIITNAQ
                     AYLAMEANGEDFSRFIWSFVDDEPKINHWWCLAEAPATTAVSDAMSKALKKRGFKFIG
                     STICYAFMQASGLVNDHMANCFCHPDNAVK"
     gene            3351216..3352130
                     /locus_tag="YPA_3011"
     CDS             3351216..3352130
                     /locus_tag="YPA_3011"
                     /EC_number="6.1.1.14"
                     /codon_start=1
                     /transl_table=11
                     /product="glycyl-tRNA synthetase alpha subunit"
                     /protein_id="ABG14973.1"
                     /db_xref="InterPro:IPR002310"
                     /db_xref="InterPro:IPR006194"
                     /translation="MQKFDTKTFQGLILTLQDYWARQGCTIVQPLDMEVGAGTSHPMT
                     CLRAIGPEPIAAAYVQPSRRPTDGRYGENPNRLQHYYQFQVIIKPSPDNIQELYLGSL
                     KELGLDPTIHDIRFVEDNWENPTLGAWGLGWEVWLNGMEVTQFTYFQQVGGLECKPVT
                     GEITYGLERLAMYIQGVDSVYDLIWCDGPLGTTTYGDIYHQNEVEQSTYNFEYADVDF
                     LFSCFEQYEKEAQSLLALETPLPLPAYERILKAGHTFNLLDARKAISVTERQRYILRI
                     RTLTKAVAEAYYASREALGFPMCKKNQN"
     gene            3352140..3354209
                     /locus_tag="YPA_3012"
     CDS             3352140..3354209
                     /locus_tag="YPA_3012"
                     /EC_number="6.1.1.14"
                     /codon_start=1
                     /transl_table=11
                     /product="glycyl-tRNA synthetase beta subunit"
                     /protein_id="ABG14974.1"
                     /db_xref="InterPro:IPR002311"
                     /db_xref="InterPro:IPR006194"
                     /translation="MTQQTFLVEIGTEELPPKALRSLAESFAANFTAELDNANLSHGE
                     VSWYAAPRRLAVKVANLSAAQADREVEKRGPAIAQAFDAEGKPSKAAEGWARGCGITV
                     DQAERLVTDKGEWLLYRAHVKGQPAQLLLAGMVNTALSKLPIPKLMRWGDKETQFVRP
                     VHTVTLLLGTEVIPGTVLGINSDRVIRGHRFMGEAEFTIDSADQYPQILLERGKVIAD
                     YELRKSIIKRDAEQAAQQIGGVADLSESLLEEVASLVEWPVVLTAKFEEKFLAVPAEA
                     LVYTMKGDQKYFPVYDTAGHLMPHFIFVANIESKDPQQIISGNEKVVRPRLADAEFFF
                     KTDRKKRLEDNLPRLETVLFQQQLGTLRDKTDRIQALAGWVAAQIGADVNHATRAGLL
                     SKCDLMTNMVFEFTDTQGVMGMHYARHDGEAEDVAVALNEQYQPRFAGDDLPSNPVAC
                     ALAIADKMDTLAGIFGIGQHPKGDKDPFALRRAALGVLRIIVEKNLSLDLQTLTEEAV
                     RLYGSKLTNAKVVDDVIEFMLGRFRAWYQDEGHSVDTIQAVLARRPTKPADFDARVKA
                     VTYFRTLDAAAALAAANKRVSNILAKSTDTLNDHVHASILKEPAELKLATHLVVLRDQ
                     LEPVFAAGQYKEALVELAALRETVDEFFESVMVMAEDDAVRVNRLTLLSKLRELFLQV
                     ADISLLQ"
     gene            3354494..3355213
                     /locus_tag="YPA_3013"
     CDS             3354494..3355213
                     /locus_tag="YPA_3013"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14975.1"
                     /translation="MIFALNTVRNPRWLAPLLAFLVMFLVTACGDKELEQRKAFIDYL
                     QNTVMRSGMKLPTLSEDQKQKFGPYVSDYAILVTFSQQLSKSVDASLVPAIEQINQIR
                     VAQDYLSKRDALQQSAGALNLLVQQIRTAKAQADSAQAALKLPDDLKVVFNRAFDNIV
                     TQPANVLIPAVPVVSSFVQDLVQVGDFLQQQGTQVTFNNGGIQFQTPQQAAQYNTMMS
                     NLVAKYPEMMAAQKRVMKVMQ"
     sig_peptide     3354494..3354580
                     /locus_tag="YPA_3013"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.991) with cleavage site probability 0.923 at
                     residue 29"
     gene            3355863..3357794
                     /locus_tag="YPA_3014"
     CDS             3355863..3357794
                     /locus_tag="YPA_3014"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, mannitol-specific IIABC component"
                     /protein_id="ABG14976.1"
                     /db_xref="InterPro:IPR002178"
                     /db_xref="InterPro:IPR004718"
                     /translation="MFSPDAKVRVQNFGRFLSNMVMPNIGAFIAWGIITALFIPTGWL
                     PNETLAKLVGPMITYLLPLLIGFTGGRLVGGDRGGVVGAITTMGVIVGADMPMFLGAM
                     IVGPLGGWAIKHFDRWVEGKIKSGFEMLVNNFSSGIIGMLLALLAFMAIGPLVEVLSK
                     GLAYGVDVMVQNNLLPLASIFVEPAKILFLNNAINHGIFSPLGVQQAAETGKSIFFLI
                     EANPGPGLGVLMAYMFFGKGNAKQSAGGAAIIHFFGGIHEIYFPYVLMNPRLLLAVIL
                     GGMTGVFTLTLLNGGLVSAASPGSILAILAMTPKGAYFANIAAVATAFAVSFVVSAIL
                     LKSSKAKDDEEGLEGATRRMQDMKAQSKGVQAANAAAAAGDLSTVRKIIVACDAGMGS
                     SAMGAGVLRKKVQDAGLKHIAVTNCAINNLPEDVDLVITHRDLTERAMRHAPQAQHIS
                     LTNFLDSQLYNSLTAELLQASQLVDNTKVQKVIEKLDDSFEAFEDNLFKLGAENIFLN
                     QHATAKEQAIRFAGEQLVKGGYVEPEYVEAMLDREKLSSTYLGESIAVPHGTIEAKDR
                     VLKTGVVFCQYPEGVRFGDEEDDVARLVIGIAARNNEHIQVITSLTNALDDDSVIARL
                     SKTTSVQEVLDLLGGKTSA"
     gene            3357931..3359094
                     /locus_tag="YPA_3015"
     CDS             3357931..3359094
                     /locus_tag="YPA_3015"
                     /EC_number="1.1.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="D-mannitol 1-phosphate 5-dehydrogenase"
                     /protein_id="ABG14977.1"
                     /db_xref="InterPro:IPR000669"
                     /translation="MKALHFGAGNIGRGFIGKLLADAGAQLTFADVNQPLLDELNKRK
                     RYQVNVVGEQARVEEVKNVSAVNSGSPEVVALIAEADIVTTAVGPQILARIAATVAQG
                     LITRHQQGNTRPLNIIACENMVRGTSQLKQHVFAALSEDEQIWVEQHVGFVDSAVDRI
                     VPPSEAGSTDILAVTVETFSEWIVDGTQFKGQPPEIVGMELTDNLMAFVERKLFTLNT
                     GHAITAYLGQLAGHQTIRDAILDPAVRQTVKGAMEESGAVLIKRYAFDPQKHAAYINK
                     ILSRFENPYLHDDVERVGRQPLRKLSAGDRLIKPLLGTLEYQLPHDSLVTGIAAAMSY
                     RSEQDPQAQELVTLLAQLGPKAALAQISGLPADSEVVEQAVSVYNAMQQKLAH"
     gene            3359301..3359855
                     /locus_tag="YPA_3016"
     CDS             3359301..3359855
                     /locus_tag="YPA_3016"
                     /codon_start=1
                     /transl_table=11
                     /product="mannitol repressor, MtlR"
                     /protein_id="ABG14978.1"
                     /translation="MIEKKQAFENRVLEHLNAGKTVRSFLMAAVDLLAEALNILVVQI
                     FRKDDYAVKYAVEPLLVGDGPLSELSVRLKLVYALGVITRHEYEDAELLMALREELNH
                     DGTEYRFTDDEILGPFGELHCVDELPPVPTFLRPDEADASLIAMQRQRYQQMVRSTMV
                     LSITELLSRISVKQVSKLSPLSQG"
     gene            3360104..3360460
                     /locus_tag="YPA_3017"
     CDS             3360104..3360460
                     /locus_tag="YPA_3017"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14979.1"
                     /translation="MKEHAEIKRLSDMLDALNHKDPTVIQQGNVELITQHMKEKEKLA
                     AEIQRLKEVRVKNLSAEAQKLAQLPFSRAITKKEQADMGTLKKAVRGIVVVHPMTALG
                     REMGLKEVTGYAKKAF"
     gene            complement(3360629..3361105)
                     /locus_tag="YPA_3018"
     CDS             complement(3360629..3361105)
                     /locus_tag="YPA_3018"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG14980.1"
                     /translation="MTNRMKALMLVTHLAVFGAGTGLGIYILPILTAETNATAPEIQA
                     VKQSAKYTGEFSRNQKGSDAVHWAEGKLYVSEHEIAFEGEIAPGPDYKIYLTKTQADD
                     KESFLKIKDDAKLIGDLKNFGNFKKTLPAGVNPDDYTTVQIWCETFSQFIGSASYK"
     sig_peptide     complement(3361049..3361105)
                     /locus_tag="YPA_3018"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.866) with cleavage site probability 0.604 at
                     residue 19"
     gene            complement(3361725..3361970)
                     /locus_tag="YPA_3019"
     CDS             complement(3361725..3361970)
                     /locus_tag="YPA_3019"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14981.1"
                     /translation="MAVKKITPIAQRTVDSMKKIIFFIMPFFILLGYSHAAEKYPADI
                     TAYLNVADDCQYFSGEWDSTLPKERQIEIEKKSECHV"
     sig_peptide     complement(3361860..3361970)
                     /locus_tag="YPA_3019"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.975) with cleavage site probability 0.972 at
                     residue 37"
     gene            complement(3362160..3362729)
                     /locus_tag="YPA_3020"
     CDS             complement(3362160..3362729)
                     /locus_tag="YPA_3020"
                     /codon_start=1
                     /transl_table=11
                     /product="chemotaxis sensory transducer"
                     /protein_id="ABG14982.1"
                     /db_xref="InterPro:IPR004089"
                     /db_xref="InterPro:IPR004090"
                     /translation="MINSIAFQTNILALNAAVEAARAGEQGRGFAVVASEVRNLAQRS
                     AQAAKEIEGLIGESVSQVNAGTSLVKNAGNTMEEIVRSVSHVRDIMAEIASASDEQSR
                     GITQVSLAISEMDSTTQQNAALVEESAAAADSLAEQAILLAQAVAVFRLSEDEGATDE
                     GRVVTPKASNGRHTPEDHRINQQKSWETF"
     gene            complement(3362839..3363618)
                     /locus_tag="YPA_3021"
     CDS             complement(3362839..3363618)
                     /locus_tag="YPA_3021"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG14983.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3363618..3364640)
                     /locus_tag="YPA_3022"
     CDS             complement(3363618..3364640)
                     /locus_tag="YPA_3022"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG14984.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(3364654..3365991)
                     /locus_tag="YPA_3023"
     CDS             complement(3364654..3365991)
                     /locus_tag="YPA_3023"
                     /codon_start=1
                     /transl_table=11
                     /product="methyl-accepting chemotaxis protein II"
                     /protein_id="ABG14985.1"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR004089"
                     /translation="MLLLVGVIAGTTAYHFSVIEEHAYKVELSYKINDEANQAKYNRA
                     LYERTYDLKYITENTQHINNIKNLLTQSANLRWSVDNRKNIANINHVVEEYQQQQTNF
                     VNAVTNKDKVRQSWSISESLNNINALQQSLLNEGADTNTQILLAEMSQKLMTVRYNAR
                     GLLLDRNKDAETALITSINIANSAANAFMPVLSAEQQKLLAPVAANLALYKDNVLAYL
                     PAYQQELEVGKVMEASANALNTLATQLFTQELQGTHNEINNAQYQLAIAALVALLLGL
                     LIAWRMTRQITVPLRATLDMAERIATGDLTAATTSSRTDELGMLMNAVARMNENLRAM
                     IDEIRIGVSQVSHASGEIAAGNTDLSSRTEQQAAAVEETAASMEQLNATVKQNTDNAH
                     HANQLATEASQTAQQGGKLVNDVVRTMNDIVTNGAIVIHTQRLKSDPGGNLLS"
     gene            complement(3366412..3367035)
                     /locus_tag="YPA_3024"
     CDS             complement(3366412..3367035)
                     /locus_tag="YPA_3024"
                     /EC_number="1.15.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="superoxide dismutase (Mn)"
                     /protein_id="ABG14986.1"
                     /db_xref="InterPro:IPR001189"
                     /translation="MSYSLPSLPYAYDALEPHFDKQTMEIHHTKHHQTYVNNANTVLE
                     SFPELADLSVEDLIKDLDKVPAEKRTFMRNNAGGHANHSLFWKGLKLGTTLAGDLKAA
                     IERDFGSVDSFKEKFEQAAATRFGSGWAWLVLKDDGKLAVVSTANQDSPLMGEAVSGV
                     SGFPIVGLDVWEHAYYLKFQNRRPDYIKAFWNVVNWDEAAARFAQAK"
     gene            complement(3367471..3368295)
                     /locus_tag="YPA_3025"
     CDS             complement(3367471..3368295)
                     /locus_tag="YPA_3025"
                     /codon_start=1
                     /transl_table=11
                     /product="putative formate dehydrogenase"
                     /protein_id="ABG14987.1"
                     /db_xref="InterPro:IPR003786"
                     /translation="MSQIKPSRLSSSAEIRGARQLDVLQRHKLAEPQQDWLAEEVPVA
                     LVYNGISHVVMMATPKDLAAFALGFSLSEGIISSPQEIYSIEMTPGCNGIEVNIELSS
                     RRFAGLKERRRAMAGRTGCGVCGIEQLDDIFRPITPLPFTQAFNLEHLDTALAQLKQV
                     QPVGQLTGCTHAAAWINPEGELLGGCEDVGRHVALDKLLGIRAKQPWQQGAVLVSSRA
                     SYEMVQKTAMCGAEILFAVSAATTLAVEVAERCNLTLVGFSKPGRATVYTHPQRIK"
     gene            3368492..3369079
                     /locus_tag="YPA_3026"
     CDS             3368492..3369079
                     /locus_tag="YPA_3026"
                     /EC_number="1.2.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="Twin-arginine translocation pathway signal"
                     /protein_id="ABG14988.1"
                     /db_xref="InterPro:IPR006311"
                     /db_xref="InterPro:IPR006655"
                     /translation="MQVSRRQFFKICAGGMAGTTVAALGFAPSVALAETRNYKLLRAR
                     ETRNTCTYCSVGCGLLMYSLGDGAKNAKESIFHIEGDPDHPVNRGALCPKGAGLVDFI
                     HSESRLKYPEYRAPGSDKWQRITWDDAFTRIAKLMKEDRDANFIKTNDAGVTVNRWLS
                     TGMLCASASSNETGYLTQKFSRALGMLAVDNQARV"
     sig_peptide     3368492..3368593
                     /locus_tag="YPA_3026"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.967 at
                     residue 34"
     gene            3369128..3371539
                     /locus_tag="YPA_3027"
     CDS             3369128..3371539
                     /locus_tag="YPA_3027"
                     /EC_number="1.2.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase alpha subunit"
                     /protein_id="ABG14989.1"
                     /db_xref="InterPro:IPR006443"
                     /db_xref="InterPro:IPR006655"
                     /translation="MTNHWVDIKNADLIIVMGGNAAEAHPVGFRWAMEAKIHNNAKLL
                     VIDPRFTRTASVADFYTPIRSGTDIAFLSGVLLYLISNNKINREYVEAYTNASLLVRE
                     DYAFDDGLFSGYDAENRKYDKTSWNYQLDEDGFAKRDVTLQHPRCVWNLLKEHVSRYT
                     PEVVSNICGTPKDDFLQVCEYLAETSVSNKTATFLYALGWTQHSVGAQNIRTMAMIQL
                     LLGNMGMAGGGINALRGHSNIQGLTDLGLLSQSLPGYLNLPSEKQPDIDTYLKANTPK
                     TLLPGQVNYWSNYPKFFVSLMKSFYGDNAQKENGWGYDWLPKWDKGYDVLQYFEMMSQ
                     GKVNGYLCQGFNPIASFPDKNKVTAALSKLKFLVTIDPLNTETANFWQNHGEFNDVDP
                     SKIQTEVFRLPSSCFAEENGSIVNSSRWLQWHWKGADSPGEALNDGAILAGIFMRMRE
                     MYQREGGAVPEQVLNMTWDYLTPENPEPEEVAMESNGRALADLTDADGKVLVKKGEQL
                     STFAQLRDDGTTSSGCWIFAGSWTPAGNQMARRDNADPSGLGNTLGWAWAWPLNRRIL
                     YNRASADPQGKPWDPKRQLLEWDGAKWAGIDVADYSAAAPGSDVGPFIMQPEGMGRLF
                     AIDKMAEGPFPEHYEPFETPLGTNPLHPNVISNPAARVFKDDLAAMGSHEQFPYVGTT
                     YRLTEHFHYWTKHALLNAIAQPEQFVEIGEKLAAKKGIKQGDTVKVSSNRGFIKAKAV
                     VTKRIRTLNVHGQEVDTIGIPIHWGYEGVAKKGFLANTLTPYVGDANTQTPEFKAFLV
                     NVEKV"
     gene            3371552..3372523
                     /locus_tag="YPA_3028"
     CDS             3371552..3372523
                     /locus_tag="YPA_3028"
                     /EC_number="1.2.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase beta subunit"
                     /protein_id="ABG14990.1"
                     /db_xref="InterPro:IPR001450"
                     /db_xref="InterPro:IPR006470"
                     /translation="MSLQTQDIIRRSGTNSLTPPPQVRDHQEPVAKLIDVTTCIGCKA
                     CQVACSEWNDIRDEVGHNVGVYDNPADLTAKSWTVMRFSEVEDEESGKLEWLIRKDGC
                     MHCADPGCLKACPSEGAIIQYANGIVDFQSEHCIGCGYCIAGCPFDVPRMNKDDNRVY
                     KCTLCVDRVGVGQEPACVKTCPTGAIHFGTKESMKEVAAGRVAELKTRGFDNAGLYDP
                     AGVGGTHVMYVLHHADKPQLYHGLPENPTISPTVTFWKGIWKPLAAVGFAATFAASIF
                     HYVGVGPNRVEEEEEDDETTDPTPSETVAKAPEQTTSERSDEGETRK"
     gene            3372520..3373194
                     /locus_tag="YPA_3029"
     CDS             3372520..3373194
                     /locus_tag="YPA_3029"
                     /EC_number="1.2.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase gamma subunit"
                     /protein_id="ABG14991.1"
                     /db_xref="InterPro:IPR006471"
                     /translation="MKKEKPIQRYSAPERINHWIVAFCFILAAISGLGFFFPSFNWLM
                     NIFGTPQMARILHPFAGVVMFAAFLIMFFRYWKHNLINKDDLEWAKNIHKIAMNEEVG
                     DTGRYNFGQKCVFWAAIISLVLLLVSGVVIWRPYFASSFPIPLIRLALLVHSLAAVGL
                     IIVIMVHVYAALWVKGTITAMVEGWVPAAWAKKHHPRWYREVRSKDDARANAKGQPQE
                     KQKEKP"
     gene            3373194..3374123
                     /locus_tag="YPA_3030"
     CDS             3373194..3374123
                     /locus_tag="YPA_3030"
                     /codon_start=1
                     /transl_table=11
                     /product="putative formate dehydrogenase formation
                     protein"
                     /protein_id="ABG14992.1"
                     /db_xref="InterPro:IPR006452"
                     /translation="MSIRIVPKDQLGKQREKGTTAGNIPPLLFANLKSLYTRRTERLQ
                     QLALDNPLADYLDFAAKITEAQQKALHDHPLVLDMQAELVQSAASGKPPLDGSVFPRT
                     EHWRKLLSALIAELRHDAPDHILAVLDNLDKASVHELELYADALLNRDFSQVGSEKAP
                     FIWAALSLYWAQMASQIPGKARAEYGEHRQFCPVCGSIPVSSVVHIGTHNGLRYLHCN
                     LCESEWHVVRIKCSNCEQTRDLNYWSLDSELAAVKAESCGDCGTYLKILYQEKDPQVE
                     AVADDLASLILDAKMEGEGFARSSINPFLFPGE"
     gene            3374307..3375695
                     /locus_tag="YPA_3031"
     CDS             3374307..3375695
                     /locus_tag="YPA_3031"
                     /EC_number="2.9.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="L-seryl-tRNA(Sec) selenium transferase"
                     /protein_id="ABG14993.1"
                     /db_xref="InterPro:IPR004534"
                     /translation="MSAEPHPLYRQLPAIDRLLNEPEMAPLLAEYGPVLLADTLRQLQ
                     AEAREYIGQFHTLADWCADWPAALRQRLNQRQPALKPVFNLTGTVLHTNLGRAPLAES
                     AIAAVTDAMRSAVTLEYSLEGAGRGHRDRAVADLLCALTGAEDACIVNNNAAAVFLLL
                     TVMAAGKQVVVSRGELVEIGGAFRIPDVMRQAGCELVEVGTTNRTHLKDYRQAINENT
                     GLLMKVHTSNYSIEGFTAAVSEQQLAALGQECSIPTATDLGSGSLVDMTRYGLPAEPM
                     PQQLIAAGVDLVTFSGDKLLGGPQAGIILGKKQWIERLQQHPLKRALRADKMTLAALD
                     ATLRLYQQPDRLVEQLPSLRLLTRPASEIAACAQRLLAPLIACYGTDFTLDIESCWSQ
                     IGSGSLPVDRLPSWALTFTPKDGRGSTLEALTARWRTLTKPVIGRVADGRLWLDLRCL
                     EDEAALLRELAS"
     gene            3375692..3377644
                     /locus_tag="YPA_3032"
     CDS             3375692..3377644
                     /locus_tag="YPA_3032"
                     /codon_start=1
                     /transl_table=11
                     /product="selenocysteine-specific translation elongation
                     factor SelB"
                     /protein_id="ABG14994.1"
                     /db_xref="InterPro:IPR000795"
                     /db_xref="InterPro:IPR004535"
                     /translation="MIIVTAGHVDHGKTTLLQAITGVNADRLPEEKQRGMTIDLGYAY
                     WPLPDGRIMGFIDVPGHEKFLANMLAGGGGIDHALLVVACDDGVMAQTREHLAILRLS
                     GRPALTVALTKADRVDDERIAQVHQQILQELVAQGWSAEQISLFVTAAVTERGIGELR
                     EHLAQCHQQRDPKGRLQRRFRLAIDRVFSVKGAGLVVTGTALAGQVAVGDTLWLTGGD
                     CPVRVRGIHAQNQPAQQAQAGQRIALNISGDISKQQINRGDWLLAQPPLPPVDRVLVT
                     VDADTPLQHWQPLHLYHGARHITGRFSLLGHQQLIDDQQPLIDHQQIINNQSTSGGHS
                     SQILAELLLDSPLWLVENDRVILRDIGAKKTLGGARVIHLAVPSRGKRQPAYLAWLTA
                     LAQATSDREVLDLHLAQGPVSVRTFSWARQLTDNEMAALLAATDTVVAGDIALSHPHA
                     QQAQQTLLHVLALYHQQHGDQLGLGRARLRRMALPTLDEGVVFRLIDNLLAEGALHNT
                     RGWLHLPEHGLAFTEQEQIGWQQAAPYFVDDPWWVRDLAAELQAAEGEMRSLLRKAAQ
                     LGYITAVVTDRYYLSQRIEQLADLVRELDSRQGSVSAADFRDRLGIGRKLAIQILEFF
                     DRSGFTRRRGNGHILRDSGLFSATGS"
     gene            complement(3377651..3378115)
                     /locus_tag="YPA_3033"
     CDS             complement(3377651..3378115)
                     /locus_tag="YPA_3033"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase"
                     /protein_id="ABG14995.1"
                     /translation="MSLAQQWGGGEVASADGMRFVTPVKTINAGPNRKYFGSNRGITW
                     YNFISDQFSGFHGIVVPGTLRDSIFILEGLLEQQTGLNPQEIMTDTAGASDLIFGLFW
                     LLGYPFSPRLADAGDAVFWRVDKNAIINPSNIYTFAAKVGFNLYKNANLATI"
     gene            3378404..3378736
                     /locus_tag="YPA_3034"
     CDS             3378404..3378736
                     /locus_tag="YPA_3034"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14996.1"
                     /translation="MTELEMEKKLLNNGFTAKNITHMRKIISRDDQQKETYSSLLIDL
                     KKRFFAGCLICAILFTPLIFMMFNDYTSDEIFSYLVALIFGLYMTYYITPLNLAWKSY
                     RYLSNKEE"
     gene            complement(3378750..3379331)
                     /locus_tag="YPA_3035"
     CDS             complement(3378750..3379331)
                     /locus_tag="YPA_3035"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG14997.1"
                     /translation="MECYHLSKQDSMLSLKQAKVYISAKIEEHDKVIGYVIDGIAVIV
                     GGLQMVAGSGILLGSIASGNIVGIIVGAHLILNGASSLSEGVQRLRGNKNTTGFMQDA
                     YMGTAEFFGFERKTGMLAYYAADLTTSFYGVIKLSLKPDAWRLYKYIPSDYYRKINSM
                     SKLALTIQGVKATNKIRVIGSTYLDDNSEYERK"
     gene            complement(3379410..3379595)
                     /locus_tag="YPA_3036"
     CDS             complement(3379410..3379595)
                     /locus_tag="YPA_3036"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG14998.1"
                     /translation="MPHKKRSEQMDIGLSLQERNNKYFYAMAKIEADKLINLSRRVSF
                     NNIKDVFLRVKFENDIK"
     gene            complement(3380041..3381270)
                     /locus_tag="YPA_3037"
     CDS             complement(3380041..3381270)
                     /locus_tag="YPA_3037"
                     /codon_start=1
                     /transl_table=11
                     /product="multidrug translocase"
                     /protein_id="ABG14999.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MQTSFSPATRLGRRALLFPLCLVLFEFAAYIANDMIQPGMLAVV
                     AEFNASVEWVPTSMTAYLAGGMFLQWLLGPLSDRRGRRPVMLAGVAFFVVTCLAILLV
                     NSIEQFIAMRFLQGIGLCFIGAVGYATIQESFEEAVCIKITALMANVALIAPLLGPLA
                     GAALIHVAPWQTMFVLFAVLGAISFAGLWRAMPETASLKGEKLSVANMWRDYKQVLAN
                     RRFLCGSLALGFASLPLLAWIAQSPVILISGEQLSTFEYGILQVPIFGALIIGNLTLA
                     RLSGKTSIPQLIRYGAGPMIVGLMIAAGSTLYSSHAYLWMTAGLSLYAFGIGLANAGL
                     VRLTLFASDISKGTVSAAMGMISMMIFTLGIELAKVAYLWGDSRGFNLFNLMSGLLWL
                     GLVMVFIRRQPEAVATE"
     gene            complement(3381743..3382528)
                     /locus_tag="YPA_3038"
     CDS             complement(3381743..3382528)
                     /locus_tag="YPA_3038"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS1661"
                     /protein_id="ABG15000.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(3382582..3383118)
                     /locus_tag="YPA_3039"
     CDS             complement(3382582..3383118)
                     /locus_tag="YPA_3039"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion element IS1661 DNA-binding protein"
                     /protein_id="ABG15001.1"
                     /translation="MIWRFGSMKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLT
                     RWIRAFRRQGEAGLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQN
                     WMKRYREGGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKK
                     RKALREEKALREQQKKPE"
     gene            3384449..3384640
                     /locus_tag="YPA_3040"
     CDS             3384449..3384640
                     /locus_tag="YPA_3040"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane lipoprotein Pcp
                     precursor"
                     /protein_id="ABG15002.1"
                     /translation="MAGGVVGQQVQSLMNRSSGVELEVRRDDGSTFLVVQAQGVTQFH
                     PGQRVTIATSGSTVTITPR"
     gene            complement(3385134..3385589)
                     /locus_tag="YPA_3041"
     CDS             complement(3385134..3385589)
                     /locus_tag="YPA_3041"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15003.1"
                     /translation="MMLTTPKWGLPLLIIVYAAIGFVVPNALVEVYFHGKHLMVDDAE
                     AFIRKPLIDAAMFAVGICVIYYLFTLVDKYDSLKKEMIFHVKFLLTNAVLLLVILYLS
                     SRDDVRLNEAVVSVTVDYINFYPYYIISTVISFIILFFLRKKKSNENNQ"
     gene            complement(3385586..3386182)
                     /locus_tag="YPA_3042"
     CDS             complement(3385586..3386182)
                     /locus_tag="YPA_3042"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15004.1"
                     /translation="MNGIENHKKTNIFFIVERLYPRDSLAPSVGTVGPSLVQVHRMIY
                     QLTKKQDVFLDGEKVDLSNITLWQRLKSITGGKITTKDSQEVKFAYVLDYAGSEFAAV
                     PIQGLRLEGNTNYFYKKFTKEYKISTPKLLHYGSDTIKNITLHGRSNVSFFMDNGGRN
                     APTAAAKYNKNTGEISLIKSMHELSKSMQDIKNSGART"
     gene            complement(3386642..3387553)
                     /locus_tag="YPA_3043"
     CDS             complement(3386642..3387553)
                     /locus_tag="YPA_3043"
                     /codon_start=1
                     /transl_table=11
                     /product="putative chemotaxis membrane protein"
                     /protein_id="ABG15005.1"
                     /db_xref="InterPro:IPR006665"
                     /translation="MRNHASGGATTIIKRANRKKHHVRHSGAWKVAFADFTLAMMALF
                     MVLWIVGVVSEEERQEIVAQLNGKTIFAQQSFISIPSKSKSGGGKLSNSIDGKEQAKE
                     TKSNLAIEVPEPEQSLEEVVDKSRHEMEELSRIIMQITSAYNAQSNLQMEVVPQGLRI
                     LIQDDQQRDMFQRSSAVLTPFFSRLLGELAPAFNEMDNKIIITGHTDASRYRDQLLYN
                     NWNLSGERALMAHKALVNGGLDEGRVLQINAMADQMLLDPTDPLAAKNRRIEIMVLTK
                     TASDTLYQFFGHHGENVVKPAAEKAEK"
     gene            complement(3387553..3388419)
                     /locus_tag="YPA_3044"
     CDS             complement(3387553..3388419)
                     /locus_tag="YPA_3044"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar motor transmembrane channel
                     protein"
                     /protein_id="ABG15006.1"
                     /db_xref="InterPro:IPR000540"
                     /translation="MQKLFGLLVIMGCVIGGYLMSGGSLSSFWQPGEIIIIFGSGIGA
                     LILGNPGSVLQEMWHQILAVARRSEYTVEFQQQLLLLLYELLEMVDEGGLKRLDEHIE
                     IPANSSVFQRYPLILQDLHLITFISDNFRLMAMGKINQHELESILEQELSAVEEELLV
                     PSRSFQRIGEAMPGFGICAAVLGIIITMQSIDGSIAMIGIKVAAALVGTFLGVFICYC
                     LMDPLSNAMEQEIKKKLALFECVRMVLVNHVAGKPSLLAVDAGRKMLPMDNKPTFATL
                     DSWINKLITAGV"
     sig_peptide     complement(3388354..3388419)
                     /locus_tag="YPA_3044"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.916) with cleavage site probability 0.482 at
                     residue 22"
     gene            complement(3388435..3389130)
                     /locus_tag="YPA_3045"
     CDS             complement(3388435..3389130)
                     /locus_tag="YPA_3045"
                     /codon_start=1
                     /transl_table=11
                     /product="putative RNA polymerase sigma factor for
                     flagellar operon"
                     /protein_id="ABG15007.1"
                     /db_xref="InterPro:IPR000943"
                     /translation="MENREFEACLTLTAEEEGKYLNAYLPLVKRIVRQLSFQADSVIG
                     KEDMQQIALMGLLEALRRYGHPDGQFAAYAVHRIRGSILDQLREHDWRPRRLRQKTHK
                     TNEAIRQIAKRLGHEPNFEEISAELNLTADEYQEYLLLENAGAMESLDEILALEAHND
                     ILQSRDLEENIIIEDNLKQAISTLDEREQMILHLYYQQELSMKEIAQVLDLTEARICQ
                     LNKKLVQKIKSFF"
     gene            complement(3389136..3389606)
                     /locus_tag="YPA_3046"
     CDS             complement(3389136..3389606)
                     /locus_tag="YPA_3046"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar biogenesis protein"
                     /protein_id="ABG15008.1"
                     /translation="MKTKKKVFSPKIRAFLLLISGMAAVFLFSRESVLKQMGYQPATV
                     SQSFTRGNKAVQFVEIKNMVITLKDNNTERYLQLELGMATGDDKDIKNVIAMVPVIQA
                     TTVNLLSSMDYQAVRHTSILDLRRQLMNEYKQDFAGLNVPMPFDDVVISRMVFQ"
     sig_peptide     complement(3389517..3389606)
                     /locus_tag="YPA_3046"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.813 at
                     residue 30"
     gene            complement(3389645..3390883)
                     /locus_tag="YPA_3047"
     CDS             complement(3389645..3390883)
                     /locus_tag="YPA_3047"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar hook-length control protein"
                     /protein_id="ABG15009.1"
                     /db_xref="InterPro:IPR001451"
                     /db_xref="InterPro:IPR001635"
                     /translation="MPLWRSAPTRIWHRKRAAKMITLNTTTLNTLSQVTDSFAPTKEE
                     IKVPATARPEGVSVSNLANFDAVLSQALVPHQPISLSPAAVEEVIAAFDAEGTVDSHE
                     ADLTLSADEQNQQLLDTLLQTQPANVSPMALKPAVQSQAFQPVRSEGEQPTPLSDSVP
                     VSLSTPERSLTQNESLFPLLRNGPSASQVQIDSPVQIGSPVQIGSPVQIGSPVQIGSP
                     VQIGSPVQIDSPVQIDSPVQIDRHVQINSPIQIGSPVLNGSHETSTASRIDSPLTLAN
                     NREEWPQQLRMALGERLQVQADNRVQHATIRLDPPDMGKIDISIHFEGGKLQVNINAN
                     QGEVYRALQQSSAELRQTLIGQNSTEVNVQVSANSQQQQQQPQPRHSNHHGQADILAA
                     QHFESQAEINADDGTLLITI"
     gene            complement(3390828..3391154)
                     /locus_tag="YPA_3048"
     CDS             complement(3390828..3391154)
                     /locus_tag="YPA_3048"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15010.1"
                     /translation="MTILATAEALSGELESASQSKDWPRLLLLDERVAHLLVSIAKQK
                     LSSDCVQSLKLLQQSHQRAIQRCQAYQQVLKADMEQMRNRQEGISAYAAMAIRAYQDM
                     AQEEGR"
     gene            complement(3391156..3391536)
                     /locus_tag="YPA_3049"
     CDS             complement(3391156..3391536)
                     /locus_tag="YPA_3049"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar protein"
                     /protein_id="ABG15011.1"
                     /db_xref="InterPro:IPR003713"
                     /translation="MMYDEPMAGLYQQTDIAIQAAATPHQLVMMLFDGLRDELICAKG
                     HIEAGRYEHKVKSINKCINILNGLTSVLNYEDGGDLSVTISKLYDYCVYRLYEASNLL
                     SIEIIAEVEGILAALYQGWEGMKH"
     gene            complement(3391546..3392823)
                     /locus_tag="YPA_3050"
     CDS             complement(3391546..3392823)
                     /locus_tag="YPA_3050"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar hook-associated protein"
                     /protein_id="ABG15012.1"
                     /translation="MITVEPEKQAAFSADKTVFRKRNRLEAQQKQINSQKVSSNKLQT
                     SVTDFRSALNQLNQRDSGLLKIKTTSSDDKLVSASATAQAVKGKYHLFVEQLAKTDQI
                     ALKGITDNQLTLAAGPIDLSVGKTTLTVDLTSVNSLEELANAINNASDKAKNSDGQGI
                     TASLVRTGSDVVLTLSSNKSGAAHKLDVSKLTTKISAATEQQLAAGQDAIVWLGEQNK
                     GIKITHDTNVLDKAIQGLTLSLQKEKVAVEVGVEIDNEASEEQLKTFVSKFNQLQKLV
                     ESSSSVPNASAISTLLNNIIRSPIDGERIYAFGVTSGRDGELTIDSKQLQQTLSSNTQ
                     HFNEFFNGKNGVVNKLTEALEPYINVTSGLFKLDNDRLSLDITAIEKELKVVKDDYDN
                     AYDKYLVVYTGIRNMLTKMNATLELFKPEKEQK"
     gene            complement(3393043..3394248)
                     /locus_tag="YPA_3051"
     CDS             complement(3393043..3394248)
                     /locus_tag="YPA_3051"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellin"
                     /protein_id="ABG15013.1"
                     /db_xref="InterPro:IPR001029"
                     /db_xref="InterPro:IPR001492"
                     /translation="MSLSIHTNASAKTAINSLSNAGLANAKSSQRLSTGFRINSPADN
                     AAGLQITNRMEKFLNSAGQAKQNIQESIAMLQIADGGLAESVKTLNAMKKLATQAAND
                     TNSAADREAIQKEFSELGKELQNALNNTEYNSEKLFADGGKMRKELNFQSGTDAESSL
                     KLDLNSVIAELTESVTKQAPKITGKSSSATGSLEKQAYDLDKAVTDTKSLVAGAEGVQ
                     KTLEHDFAASGNKAVAEIKIPEYKDALGKTVPEVVIALGAVITSANSNQMKDAVAALK
                     TTHDAAVKAEATFQAKNSTGGGVMNMQLADKDLAMKADKKLSDVIDAYGAFRATLGAN
                     QNRLQSSSNNLDNMISNTAQALGSIKDTDFADEMKNHAQSEMLMQSSVMMLKKANAAT
                     QLISTLLQG"
     gene            complement(3394531..3395730)
                     /locus_tag="YPA_3052"
     CDS             complement(3394531..3395730)
                     /locus_tag="YPA_3052"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellin"
                     /protein_id="ABG15014.1"
                     /db_xref="InterPro:IPR001029"
                     /db_xref="InterPro:IPR001492"
                     /translation="MSLSIHTNASAKTAINSLSNAGLSNAKSSQRLSTGFRINSPADN
                     AAGLQITNRMEKFLNSAGQAKQNIQESIAMLQIADGGLAESVKTLNAMKKLATQAAND
                     TNSAADREAIQKEFSELGKELQNALNNTEYNSEKLFADGGKMRKELNFQSGTDAESSL
                     KLDLNSVIAELTESVTKKATPVKADVAGSTLEKEADVLDKATKAAKKAKEAAEGVQKT
                     LETDFAVAGNKASAKITIPEYKDALGKTVPEVVINSGTAITPANSTQMKDAVAALKAT
                     HDAAVKAEATFQAKNSTGGGVMNMQLADKDLAMKADKKLSDVIDAYGAFRATLGANQN
                     RLQSSSNNLDNMISNTAQALGSIKDTDFADEMKNHAQSEMLMQSSVMMLKKANAATQL
                     ISTLLQG"
     gene            complement(3396245..3397441)
                     /locus_tag="YPA_3053"
     CDS             complement(3396245..3397441)
                     /locus_tag="YPA_3053"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellin"
                     /protein_id="ABG15015.1"
                     /db_xref="InterPro:IPR001029"
                     /db_xref="InterPro:IPR001492"
                     /translation="MSLSIHTNASAKTAINSLSNEGLANAKSSQRLSTGFRINSPADN
                     AAGLQITNRMEKFLNSAGQAKQNIQESIAMLQIADGGLAESVKTLNAMKKLATQAAND
                     TNSAADREAIQKEFSELGKELQNALNNTEYNSEKLFADGGKMRKELNFQSGTDAESSL
                     KLDLNSVIAELTESVTKPGLKANSGGTAEEKELARLEGLAKDAKSTAATTKSAETTLL
                     VDDATGKGGNASIDIIIPAHKDTTGKDVAEKKIASGTAITPANITSMADAKAYWDKQE
                     IETPKAVNEYVVKHSADSGVMNMQLADKDLAMKADKKLSDVIDAYGAFRATLGANQNR
                     LQSSSNNLDNMISNTAQALGSIKDTDFADEMKNHAQSEMLMQSSVMMLKKANAATQLI
                     STLLQG"
     gene            3398067..3399113
                     /locus_tag="YPA_3054"
     CDS             3398067..3399113
                     /locus_tag="YPA_3054"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulatory protein"
                     /protein_id="ABG15016.1"
                     /db_xref="InterPro:IPR001867"
                     /translation="MHTIIEKNMNKQSHIVNGWLIDLTSGFITHQETREKKRLGEYQL
                     KLINVLLEHAGEILSRDELTNLVWKRRVIGNNSLPNAIHTLRVALGDENKQQRIIQTI
                     PKIGYLLDASFCEIIDATKETETAEQTALAQTDDEEIVAPLNGVTLHEAVAASASDIA
                     HSRIAETNEEPADTAINAPLPPTQTGPVVMTRQHVTASQRPPWNIFSYWSRVAIALLV
                     LITAVAFYRLFPQNKGVSYTAIEQDQEAYSNIRLFQLVDSALSLQQEEKLNQRLKDTL
                     YAINKQSKAKSMSINIYYYVSLRRLDFTFSVESQCENKQLGMTIYHWRQNSQLLNNLI
                     YREMERKINEMVNC"
     gene            3399094..3399540
                     /locus_tag="YPA_3055"
     CDS             3399094..3399540
                     /locus_tag="YPA_3055"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15017.1"
                     /translation="MKWLTASNGILLSILGLFLSLAALASSEGKKKPTLADAQLQMGF
                     YDLLSQQKEIYDARITATQGGVISTITSPNDNRFIFKGKFTEQTTQNSQLSFSYSPIF
                     FNNPTSGRMIEGFLDYLMHNTVFMTPMVVEGQPLLVGQSGIVLGEK"
     sig_peptide     3399094..3399171
                     /locus_tag="YPA_3055"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.979 at
                     residue 26"
     gene            complement(3399704..3400717)
                     /locus_tag="YPA_3056"
     CDS             complement(3399704..3400717)
                     /locus_tag="YPA_3056"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15018.1"
                     /translation="MQVGLNRPQWEVANKTSLPDFDRLQGANSLSLIKKEVDFPESPF
                     ISSQPLRYNVQLNRQLTALQRAEGYLHTTERQVAQLQRALQQERAETEIKPLALKTLH
                     WLQQRTAMSGNAVDRQLNFVPEQRTEVNFALHGAEQLLQPAESETLLFSLTGNGYNVV
                     AVNLPAYASPAQNLLRLNNGLGRLGIHGRLDPQGNAQFHVDEKRWAEIEAHLQVRGGG
                     GRFAKESFQPLKLQPEVVLEDRVRDIAAKPQEAKKHLAGIQQAMGQITGQMRKLSEHK
                     RNTGVQINSMSSFSAPNSALMAAEALAEKLLQGRSQYAMWANMLTAQGNARSAMVRNL
                     LGG"
     gene            complement(3400729..3401652)
                     /locus_tag="YPA_3057"
     CDS             complement(3400729..3401652)
                     /locus_tag="YPA_3057"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar hook-associated protein"
                     /protein_id="ABG15019.1"
                     /translation="MRVSTPTMSSTMNRFITQHNEKLEKINKQMMTQQRITLPSEDPI
                     ASTRLLQINREQANIKQYSSNISGLSNSLTNQTGHVSAINKQLVSIKSSLVSINGNIK
                     SNKDIAGVADELNYMLESVVAGLNAKNSEGRYLFAGTASNKQPITFDSAKNKYTYVGN
                     SDNRQTGVGEGVKITENVHLQSGFTDTSGDLATLNKLKKLCDNIKKPILPAAVASHTA
                     AIDEMMGLIDNASDHMGVTLTELGIRQKHSQLLQKNHEEMELSNATIQENLVGLDLAE
                     SYMELMNLMAVTNANYTTFKQINSLSLFNLI"
     gene            complement(3401681..3403042)
                     /locus_tag="YPA_3058"
     CDS             complement(3401681..3403042)
                     /locus_tag="YPA_3058"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar hook-associated protein"
                     /protein_id="ABG15020.1"
                     /db_xref="InterPro:IPR002371"
                     /translation="MNFIRTAFSGMQATQAHLNATSMNIANMHTPGYSRQRAEQSAIG
                     ADGQGGVNAGNGVNVDGIRRLSQQYVVMQEWRANSQQQYYDAGEQYLNAVELMVSNES
                     TSLATGLNNFFSSLSAATQLPDSPPMRQQIIESANAMALRFNNVNNFIVQQKKSIGQQ
                     RDITVKEINSLTRSIADYNQQILKNRSDGNNINDLLDKQELQIKKLSGLIETQVNQAE
                     DGTYRISVKQGQPLVNGAVAAELAVDTSSVDTKITLHFSGATQGMNMSCGGQLGGIND
                     YELTTLKKLQDSTQEMAKTVADKFNDQLGKGTDFTGAPGQDLFVFNPSDPNGMLQLSA
                     ITAEQLALAAHGKPAGDNSNLFELLDIRKTPVTGMKNVPLDDAATALVGYIAITSNRN
                     HSELENAENTLNQATRYHESFSGVNNDEEAMNLMEYQRAYQSNMKVIATGDKLFSDLL
                     ALV"
     gene            complement(3403155..3403448)
                     /locus_tag="YPA_3059"
     CDS             complement(3403155..3403448)
                     /locus_tag="YPA_3059"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar protein"
                     /protein_id="ABG15021.1"
                     /translation="MIEAINKSSPVIPGSFVGDLQPQDLEQAAVQFEAVFMRTLLQQM
                     RKAAEVLAADDDPFNSKQQRMMRDFYDDKLASTLASQRSSGIANLLIQQLGSK"
     gene            complement(3403458..3404633)
                     /locus_tag="YPA_3060"
     CDS             complement(3403458..3404633)
                     /locus_tag="YPA_3060"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar P-ring protein"
                     /protein_id="ABG15022.1"
                     /db_xref="InterPro:IPR001782"
                     /translation="MFLNRIHFSALMRFFSVSIRFLSVLIKTRHCFVLLGLWLVLPTA
                     SAQPLGSLVDIQGVRGNQLVGYSLVVGLDGSGDKNQVKFTGQSMANMLRQFGVQLPEK
                     MDPKVKNVAAVAISATLPPGYGRGQSIDITVSSIGDAKSLRGGTLLLTQLRGADGEVY
                     ALAQGNVVVGGIKAEGDSGSSVTVNTPTVGRIPNGASIERQIPSDFQTNNQVVLNLKR
                     PSFKSANNVALALNRAFGANTATAQSATNVMVNAPQDAGARVAFMSLLEDVQINAGEQ
                     SPRVVFNARTGTVVIGEGVMVRAAAVSHGNLTVNIREQKNVSQPNPLGGGKTVTTPES
                     DIEVTKGKNQMVMVPAGTRLRSIVNTINSLGASPDDIMAILQALYEAGALDAELVVI"
     sig_peptide     complement(3404493..3404633)
                     /locus_tag="YPA_3060"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.988 at
                     residue 47"
     gene            complement(3404647..3405312)
                     /locus_tag="YPA_3061"
     CDS             complement(3404647..3405312)
                     /locus_tag="YPA_3061"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar L-ring protein"
                     /protein_id="ABG15023.1"
                     /db_xref="InterPro:IPR000527"
                     /translation="MKRFLILTPMVLALCGCESPALLVQKDDAEFAPPANLIQPATVT
                     EGGGLFQPANSWSLLQDRRAYRIGDILTVILDESTQSSKQAKTNFGKKNDMSLGVPEV
                     LGKKLNKFGGSISGKRDFDGSATSAQQNMLRGSITVAVHQVLPNGVLVIRGEKWLTLN
                     QGDEYMRVTGLVRADDVARDNSVSSQRIANARISYAGRGALSDANSAGWLTRFFNHPL
                     FPI"
     sig_peptide     complement(3405238..3405312)
                     /locus_tag="YPA_3061"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.809) with cleavage site probability 0.370 at
                     residue 25"
     gene            complement(3405347..3406132)
                     /locus_tag="YPA_3062"
     CDS             complement(3405347..3406132)
                     /locus_tag="YPA_3062"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar basal-body rod protein"
                     /protein_id="ABG15024.1"
                     /db_xref="InterPro:IPR001444"
                     /translation="MNSALWVSKTGLAAQDAKMGAISNNLANVNTDGFKRDRVVFADL
                     FYQNQRTPGAPLDQNNTTPSGIQFGSGVQIVGTQKQFTVGNIKVTKGDMDVAITGQGF
                     FQIETADGGIAYTRAGNLTTNADGVLVNAQGMPLIPQIELPTGSKQLHIGKDGTVTAT
                     VGGETEPVEVGQITLVNFINPAGLEAIGGNLYRETAASGEAVEGVPGEEAFGQLEQGA
                     LEGSNVQVVEEMVDMITVQRAYEMNAKMVSAADDMLKFVSQKL"
     gene            complement(3406200..3406931)
                     /locus_tag="YPA_3063"
     CDS             complement(3406200..3406931)
                     /locus_tag="YPA_3063"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15025.1"
                     /translation="MDKLLYTAVSGANRSLSQQQIHANNLANSNTQGFRADLEKATAT
                     QVMGGGYSSRVAVLSQNAGVDMTPASLQETGRDLDIALKNQGLIAVLSGGREAYTRNG
                     QMDVSAEGALTINGLPVLGDGGPIVLPPYSALSIADDGTIAIIPQAGGIKTPEEIERI
                     KLVDIPANQLRKNNRGLLVSNRGPAARDETVQVVNKHLESSNVSAISEMIASISLSRQ
                     FEAQIKMMKVAEDLAQAGNRMIRGS"
     gene            complement(3406931..3408172)
                     /locus_tag="YPA_3064"
     CDS             complement(3406931..3408172)
                     /locus_tag="YPA_3064"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar hook protein"
                     /protein_id="ABG15026.1"
                     /db_xref="InterPro:IPR001444"
                     /translation="MSFSIANTALNAHTEQLNTISNNIANSATKGFKASRTEFSSMYA
                     QSQPLGVAVSGVSQNISKDGQKEKTGMGLDLAISGGGFFVVRESSGDKAYTRAGMFRS
                     DVDGYLVNGQGMKLQGYPADAAGNIQAGIISDLKINNAGVPAKASEQLDFMANLNASV
                     TAPSVSVFNPTNEKSYNFTTTSTVYDSLGREHAVAHYFVKSTTPPAGSVASEWAVHHT
                     VDGGTATPPLTLQFTDTGALIPGIPAAGSGMKGSAINLHGTFNPAGAADYDIDIDYTG
                     TTQLSQGFTTTRNKSDGYTSGVKNAERIESDGSVYATFSNGERVLQGKVVLANFASPS
                     GLVTQNGTSWSESNKSGAALLGTPGTGLLGSLESGALENSNVDITAELVGLMTAQRNY
                     QASTKIISTNDSMMNALFQVL"
     gene            complement(3408227..3408883)
                     /locus_tag="YPA_3065"
     CDS             complement(3408227..3408883)
                     /locus_tag="YPA_3065"
                     /codon_start=1
                     /transl_table=11
                     /product="putative basal-body rod modification protein"
                     /protein_id="ABG15027.1"
                     /translation="MQINESRNSANVGNQSPAPEGGLPGGEQLNNQFMTLLVAQIKNQ
                     DPLNPADGTEFVSQMAQLSQVQATENMAKLLKSNTVQMAKMQTMATANLVGQQVMVEG
                     HEITLGKDPVAGRLTLKQPAPTLLLHITDILGQEKVIDLGKQPAGPVNFTLDPAAAKL
                     QPGQYQLSAVSGSGEELIPLEVAGKVNNVRISPQGGAPQLNITGLGEVSYSQITQFGA
                     "
     gene            complement(3408886..3409311)
                     /locus_tag="YPA_3066"
     CDS             complement(3408886..3409311)
                     /locus_tag="YPA_3066"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar basal-body rod protein"
                     /protein_id="ABG15028.1"
                     /db_xref="InterPro:IPR001444"
                     /db_xref="InterPro:IPR006299"
                     /translation="MSFNQIYRVAGSAMTAQTIRLNTIASNLANAESPAASAATVYKA
                     RSPVFSAVYSARTAADPRGVQSAQVQVLDVVEVGGSVQRYEPNHPMANPQGYVFYPAV
                     NVVSEMADMMSASRSFETNVEVLNSVKSMQQSVLKLGER"
     gene            complement(3409314..3409721)
                     /locus_tag="YPA_3067"
     CDS             complement(3409314..3409721)
                     /locus_tag="YPA_3067"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar basal-body rod protein"
                     /protein_id="ABG15029.1"
                     /db_xref="InterPro:IPR001444"
                     /db_xref="InterPro:IPR006300"
                     /translation="MAMQLRLTRAELLSANLANVNTPNFQAKDIDFAAEMQRAKRGNG
                     VMAAPDRSSAQMLSTQMSSAQMSSPQMMSSPQIMSSPQIKYRLPYQPSLDGNTVALNV
                     EQAEFSKNALDYQTSLSFLNMKLTGLKQAIEGK"
     gene            3409749..3410666
                     /locus_tag="YPA_3068"
     CDS             3409749..3410666
                     /locus_tag="YPA_3068"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagella basal body P-ring formation
                     protein"
                     /protein_id="ABG15030.1"
                     /translation="MDAHKIRPVLMLKHSCCTKSHHSMQLTCQVYNIIINSIFYFYCS
                     PKWKVNFRLSVTFSIRVRHCLQSLLICGALLCANTISAAENNTRKQVYTQALHAATAD
                     IAQTAKNKNWQGYSVKMNIFIPAEISRYKPCQKALQVALPTAETQHLSRLRYEISCPD
                     GQGWEVVATVKPDIYLPIWVAKQTLERGRKVQADDIELKKKNITGVQGGYITDPDEIL
                     GLTIKRRIRQLQAVIPSQLEQPVLVTRNQHVLMLAAQDGIEAQMLGIAQKNGRKGELI
                     KVKNLSSGRVVTATVDGSGRVRMLGLSTP"
     gene            3410895..3411161
                     /locus_tag="YPA_3069"
     CDS             3410895..3411161
                     /locus_tag="YPA_3069"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar regulatory protein"
                     /protein_id="ABG15031.1"
                     /translation="MEINTHRRRPFVAQPVSTDTVSAVKAIEPIKTVTNNPHYATSDL
                     HAQLDAMPEVDSEKVDAAKAAILAGRITLDSAAVARAILNFHGR"
     gene            3411168..3411593
                     /locus_tag="YPA_3070"
     CDS             3411168..3411593
                     /locus_tag="YPA_3070"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15032.1"
                     /translation="MEPTQRVKQLLIDIQEDRKRYIALEKLLIKQRELMIGHKTEALE
                     ALNPQLTELYSVLDNTATERRLLMQQLQLPANKEGIHQLLSRLPAHYREHAGALWADL
                     RLRAHACHQQNHHNGMLLTQQIALLSSLAEQPTEFLYAG"
     gene            complement(3411921..3412358)
                     /locus_tag="YPA_3071"
     CDS             complement(3411921..3412358)
                     /locus_tag="YPA_3071"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15033.1"
                     /db_xref="InterPro:IPR002110"
                     /translation="MSDMIDTLQQLQQLRQRSLNQVTSQLTQQKQLCQRYQRNINALN
                     ALTLSEEAFPGVSALQMANHAGYQRHIQRLIDWQKQEQALADIEVGNLQTQMQQQARR
                     EKIVAVVLEQQQEEYQREQGRLAQKNTDALATQCWQRQQAGDI"
     gene            complement(3412362..3413702)
                     /locus_tag="YPA_3072"
     CDS             complement(3412362..3413702)
                     /locus_tag="YPA_3072"
                     /EC_number="3.6.3.15"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellum-specific ATP synthase"
                     /protein_id="ABG15034.1"
                     /db_xref="InterPro:IPR000169"
                     /db_xref="InterPro:IPR000194"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005714"
                     /translation="MSESPALDHALKSIENIHLARVAGRLVRVTGLLLESVGCRLAIG
                     QRCRIESVDETFIEAQVVGFDRDITYLMPFKHPGGVLGGARVFPSEQDGELLIGDSWL
                     GRVINGLGEPLDGKGQLGGSTPLQQQLPQIHPLQRRAVDTPLDVGVNAINGLLTIGKG
                     QRVGLMAGSGVGKSVLLGMITRYTQADVVVVGLIGERGREVKEFIEHSLQAAGMAKSV
                     VVAAPADESPLMRIKATELCHAIATYYRDKGHDVLLLVDSLTRYAMAQREIALSLGEP
                     PATKGYPPSAFSIIPRLAESAGNSSGNGTMTAIYTVLAEGDDQQDPIVDCARAVLDGH
                     IVLSRKLAEAGHYPAIDISQSISRCMSQVIGSQQAKAASLLKQCYADYMAIKPLIPLG
                     GYVAGADPMADQAVHYYPAITQFLRQEVGHPALFSASVEQLTGMFPSFAPTDEA"
     gene            complement(3413695..3414411)
                     /locus_tag="YPA_3073"
     CDS             complement(3413695..3414411)
                     /locus_tag="YPA_3073"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar assembly protein"
                     /protein_id="ABG15035.1"
                     /db_xref="InterPro:IPR000563"
                     /translation="MLIKNTPRAGAVKLRVHQFPPLRKVRQVAPSAADQTLDPAEYQK
                     QLMAGFQEGISQGFDKGLAEGKEEGYQEGVRLGHDDGLKKGRIEGRQSELASFNDVIK
                     PFSGYITQLHTYLETYEQRRRDELLQLVEKVTRQVIRCELALQPAQLLTLVEEALAAL
                     PMVPQQLKVYLNPAEFGRINDVAPEKVQAWGLAADPDMVGGECRIVTETTEIDVGCQH
                     RLDQCIGALHSSFLTEPHHE"
     gene            complement(3414416..3415222)
                     /locus_tag="YPA_3074"
     CDS             complement(3414416..3415222)
                     /locus_tag="YPA_3074"
                     /codon_start=1
                     /transl_table=11
                     /product="puative flagellar motor switch protein"
                     /protein_id="ABG15036.1"
                     /translation="MDHYCTVRYTSRSYLQAILNKALGSDIAKSVINGIYGDEIRHRM
                     TRLQWVDTPQLVALIDQEHLQLQAVFLAFLPPDVAAAVLAYLDKDRQDDILYRIAKLD
                     DVNRDVVDELDRLIERGVAVLSEHGSKVIGIKQAANIVNRIPGNQQQLLDQLGERDEE
                     VLNELKDEMYEFFILSRQSEATLQRLMDLIPMSDWAIALKGTEPALRQAIYDVLPKRQ
                     IQQLQNATQRTGAVPVSRVEHIRKVIMAQVRELAEAGEIQVQLFAEQTME"
     gene            3415281..3416303
                     /locus_tag="YPA_3075"
     CDS             3415281..3416303
                     /locus_tag="YPA_3075"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15037.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3416303..3417082
                     /locus_tag="YPA_3076"
     CDS             3416303..3417082
                     /locus_tag="YPA_3076"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15038.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3417092..3417418)
                     /locus_tag="YPA_3077"
     CDS             complement(3417092..3417418)
                     /locus_tag="YPA_3077"
                     /codon_start=1
                     /transl_table=11
                     /product="puative flagellar motor switch protein"
                     /protein_id="ABG15039.1"
                     /db_xref="InterPro:IPR000090"
                     /translation="MNESNLNLNDDSSVKSDTKGRSRLEQASILLLSIGEEAAAMVMQ
                     QLSREEVVCVSQMMSRLHNIKLDQARQALDDFFQDYREQSGINGASCQRRMKSDPLIS
                     PPTAQY"
     gene            complement(3417390..3419030)
                     /locus_tag="YPA_3078"
     CDS             complement(3417390..3419030)
                     /locus_tag="YPA_3078"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar M-ring protein"
                     /protein_id="ABG15040.1"
                     /db_xref="InterPro:IPR000067"
                     /translation="MLDKIKQKLSPGQLGENTKTILMSAVALLVTAAIIFSLWRSSQG
                     YTALFGSQENIPITQVVEVLEGEAIAYRINPDNGQVLVAENQLGKARILLAAKGITAT
                     LPIGYELMDKESMLGSSQFIQNVRYKRSLEGELAQSMMALSAVEYARVHLGMSEASSF
                     AISNHADNSASVVLRLRYGQTLSTEQVGAIVQLVAGSIPGMKPANVRVVDQHGELLSQ
                     AYQANSEGVPSVKSGTELAHYLQSTTEKNIANLLNSVIGANNYRISVSTQLDMSRIEE
                     TAEHYGPDPRINDENIQQENSNDDMAMGIPGSLSNQPIPQSQAGQTPAAVSRSQAQRK
                     YIYDRNIRHVRYPGYKLEKMTVAVVLNKSLPVLEQWTPEQQEELKRLIEDAAGIDVKR
                     GDSLTINMMAFAVPTLIDEPVMPWWQEPSTFRWAELLGIGLLSLLVLWFGVRPLMKRY
                     SRKGSENLPLAISSASADEALDHVDTGVDGAESSPRTENAFSASSLWKSDDLPEQGSG
                     LETKIAHLQQLAQSETERTAEVIKQWINSNERIKSQPE"
     sig_peptide     complement(3418896..3419030)
                     /locus_tag="YPA_3078"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.656) with cleavage site probability 0.558 at
                     residue 45"
     gene            complement(3419040..3419420)
                     /locus_tag="YPA_3079"
     CDS             complement(3419040..3419420)
                     /locus_tag="YPA_3079"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar hook-basal body complex
                     protein"
                     /protein_id="ABG15041.1"
                     /db_xref="InterPro:IPR001624"
                     /translation="MDNIDSINMPRSQSPVMLEMRQMAAMAGSGLEFGTIQPAATNSP
                     FFPVEKGANNLSFSQVLNGAIKSVDQLQHVASEKQTAMDMGISDDLTGTMLASQKASV
                     AFSAMVQVRNKLTSALDDVMNTAL"
     gene            complement(3419437..3420465)
                     /locus_tag="YPA_3080"
     CDS             complement(3419437..3420465)
                     /locus_tag="YPA_3080"
                     /codon_start=1
                     /transl_table=11
                     /product="sigma-54 transcriptional regulatory protein"
                     /protein_id="ABG15042.1"
                     /db_xref="InterPro:IPR002078"
                     /db_xref="InterPro:IPR002197"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMNINVDVFPKNDHGFVANAPSSVSVFSLARRVAEFNVPVLVTG
                     ETGTGKECVAKYIHQKAMGDASPYIAVNCAAIPESMLEAILFGYEKGAFTGAIASVAG
                     KFEQANGGTLLLDEIGDMPLALQVKLLRVLQEQEVERLGGHKPIPLDIRIIASTNKDL
                     SVEIAEGRFRQDLYYRLSVVPIHILPLRERPEDILPLVKAFINKYQSFLNVKIDITAE
                     AQCELYKYTWPGNVRELENVIQRGIIMSNNGVIELPSLGLPMAQGISSPVGETSLPFS
                     TIQPPDGENNIKLRGRLAQYQYIVDLLQRHQGNKSKTAAFLGITPRALRYRLANMRED
                     GIDIECHS"
     gene            3420988..3421533
                     /locus_tag="YPA_3081"
     CDS             3420988..3421533
                     /locus_tag="YPA_3081"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar motor switch protein"
                     /protein_id="ABG15043.1"
                     /translation="MQSNKVKAKVYNHDPRPDIVSLEINKLGRPHHKIPKIVNSYFSI
                     IESEISLYFLKKYRINITLDDIKFQTNCSHKNAKMLTSQMGNIAFDIDRLLLLNILND
                     YYGLSQEKYGLSQEKKTTTTGKLSPLTKTEERLKNKLGLEITDLFLNQPFFGEHLIIN
                     NSTAALIACWSYRIDFFSKRL"
     gene            3421508..3421888
                     /locus_tag="YPA_3082"
     CDS             3421508..3421888
                     /locus_tag="YPA_3082"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar motor switch protein"
                     /protein_id="ABG15044.1"
                     /translation="MIFFLKDYNKSGFSIFIDAPHIDRLIDTIKTKNEKAVEKNVSLS
                     ERQLEHLVKKLPVTLTSQLSNINLTLAELMALKEGDIISASLPEYFPVFIGKEALFSA
                     AITENRGKLFFSEFNDQPNEMNHD"
     gene            3421881..3422294
                     /locus_tag="YPA_3083"
     CDS             3421881..3422294
                     /locus_tag="YPA_3083"
                     /codon_start=1
                     /transl_table=11
                     /product="flagellar switch protein"
                     /protein_id="ABG15045.1"
                     /db_xref="InterPro:IPR001172"
                     /db_xref="InterPro:IPR001543"
                     /translation="MTDQQIELNNDLDFTLALDESAISPTEHFDSVINSPEIINTPEK
                     TATKTDEQKRKMSLFSRIPVTLTLEVASVEIPLSELLTVNNDSVIELDKLAGEPLDIR
                     VNGIMFGQAEVVVINEKYGLRIININSQNLGELAL"
     gene            3422291..3423061
                     /locus_tag="YPA_3084"
     CDS             3422291..3423061
                     /locus_tag="YPA_3084"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar assembly protein"
                     /protein_id="ABG15046.1"
                     /db_xref="InterPro:IPR005837"
                     /db_xref="InterPro:IPR005838"
                     /translation="MSRSLRAITPVTIISRGLLVGGLLYSPLLLAQEGGITLFNTVQT
                     ATGQDYNVKIEILILMTLLGLLPIMMLMMTCFTRFIIVLAILRQALGLQQSPPNKVLT
                     GIALALTLLVMRPVWTKIHQDAVIPFQQDEITLSQALGRAEAPLKNYMLAQTSTKSLD
                     QMMAIAQVSGEPQQQDLSVVTPAYVLSELKTAFQMGFMIYIPFLVIDLIVASILMAMG
                     MMMLSPLIVSLPFKLMLFVLCDGWTLMVGTLTASVQGL"
     sig_peptide     3422291..3422386
                     /locus_tag="YPA_3084"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.990) with cleavage site probability 0.988 at
                     residue 32"
     gene            3423063..3423335
                     /locus_tag="YPA_3085"
     CDS             3423063..3423335
                     /locus_tag="YPA_3085"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar assembly protein"
                     /protein_id="ABG15047.1"
                     /db_xref="InterPro:IPR002191"
                     /db_xref="InterPro:IPR006305"
                     /translation="MMTTDIAGDIIAMGLHLVLMISIVAIVPSLLIGLLVSIFQATTQ
                     INEQTLSFLPRLVMTMLVLIFAGKWMMIKLSDFTVSIFQQAAQLVG"
     gene            3423342..3424115
                     /locus_tag="YPA_3086"
     CDS             3423342..3424115
                     /locus_tag="YPA_3086"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar assembly protein"
                     /protein_id="ABG15048.1"
                     /db_xref="InterPro:IPR002010"
                     /db_xref="InterPro:IPR006303"
                     /translation="MGIDIHAMTAPLFALWLPFVRILSFLHFCPVIRHKAFTRKAKIG
                     TALLLAILITPMISQPVVSGELLSIENLLLAGEQILWGWLFGSMLHLVLAALEAAGQI
                     LSMNMGLGMAMMNDPTSGASTAVISQIIFTFSVLIFFTLNGHLLFVTILLKSFSSWPI
                     GEAINDFSLRSLALSLGWILSSATLLALPTTFIMLIVQGSFGLLNRISPTLNLFSLGF
                     PIGMLFGLLCLLLLAINIPDHYLHLTNEILTQFERMKVH"
     gene            3424115..3425248
                     /locus_tag="YPA_3087"
     CDS             3424115..3425248
                     /locus_tag="YPA_3087"
                     /codon_start=1
                     /transl_table=11
                     /product="putative flagellar assembly protein"
                     /protein_id="ABG15049.1"
                     /db_xref="InterPro:IPR006135"
                     /db_xref="InterPro:IPR006136"
                     /translation="MSNSSGEKSEKPTAGKLSKARKKGDIPRSKDVTMAAGLVTSFIL
                     LSLFLPYYKALVSQSFVSVAQLASQLDDQGALEQFLLANLFIFAKFLATLIPIPLFSM
                     LATLIPGGWNFTPVKLIPDLKKLSPLAGIKRIFSASNGTEVLKMLAKCSIVLYTLYLV
                     VHSSLDDLLHLQTLPLEEAITQGFAQYHHILLYFIAIVVVFAAIDIPLSHHLFTKKMK
                     MTKQEVKQEHKNNDGNPEIKSRVRQLQRQYAIGQINKTVPSADVIITNPTHFSVALKY
                     APEKASAPYIVAKGKDDIALYIRSIAQKHKIEIVEFPPLARAIYHTTKVNQQIPAQLY
                     RAIAQVLTYVMQIKSWRSGQASKPVLNTHLGLPKEMQRFHDET"
     gene            3425235..3427331
                     /locus_tag="YPA_3088"
     CDS             3425235..3427331
                     /locus_tag="YPA_3088"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15050.1"
                     /db_xref="InterPro:IPR001712"
                     /translation="MMKHKLYDISRLLKETHIAVPVLLLCVLAMVILPLSPLVLDILF
                     TFNIVMAVLVLLVSVNSKRPLDFSILPPILLIATLMRLTLNVASTRVVLLNGHEGADA
                     AGKVIEAFGQVVIGGNFVVGFVVFIILMIINFVVVTKGAERVSEVSARFTLDALPGKQ
                     MAIDADLNAGLINQEQASIRRKEVASEADFYGAMDGASKFVRGDAVAGMMILVINVID
                     GICIGIFKYDLSASQSFQQYVLLTIGDGLVAQIPSLLLATAAAIIVTRVSDGGDMTDE
                     VKDQLLAKPTILYAAAFVMFILAIVPGMPHLAFLSFTGLLLFAARQQSKKIQQADLNP
                     DFTALNPVISDENALSISWDSIPAVEPIGLNLGYKLVTLVDESKGKPLNQRLRGVRQI
                     ISESSGVLLPEVRVRENFRLKPSQYTININGVRIAGGEVHVDKLMAIPTTQQYGEVDG
                     ILATDPTYGLAIVWIDPQEKPQALNLGYQVVDCASVVATHVNKVVREHLSELFNYDDI
                     TLLHQRLAALSPRLAEDLVTTLNFSQLLKVYRQLLTENVSLKDIVTISTTLLDSVTVT
                     KDALLLTSDVRYALRNGIVNSINGDDKDLAVYTINNELENMLLSSLNQAQQAGKVVLD
                     NFPVDPNILTQLQQNLPIIKEQMKAENHQPILLVTPQLRPLISRYARLFCSGLNVLSY
                     NEIPDDMNLNVIGVLE"
     gene            complement(3427400..3427531)
                     /locus_tag="YPA_3089"
     CDS             complement(3427400..3427531)
                     /locus_tag="YPA_3089"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15051.1"
                     /translation="MLSLLLFFIITVTYYYSVYSVYSVYSVYSVLVSGEMLTTEQVS"
     gene            3427534..3428112
                     /locus_tag="YPA_3090"
     CDS             3427534..3428112
                     /locus_tag="YPA_3090"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG15052.1"
                     /translation="MDKMKIKRAAGLPLLLILTACQTSPLLQSAEINKRATQGKWSFT
                     FVTPESQPAQVTYARIVDTADNLHPFNTRDMTQNSPSQMGESGELIHQTSIHFNQTNS
                     PPQSMVFCWNSIADKKVYETHLVLPQSVRQSMITPARTGNTTQYKTMLLGLSPGGKVL
                     VWLQDEGGPQNNRVPIVNINTLSGDKLAICKS"
     sig_peptide     3427534..3427623
                     /locus_tag="YPA_3090"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.823 at
                     residue 30"
     gene            complement(3428204..3429199)
                     /locus_tag="YPA_3091"
     CDS             complement(3428204..3429199)
                     /locus_tag="YPA_3091"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15053.1"
                     /translation="MNILSLRGGFFLWMMLISTSSLAINCQRASTPVEYTVCSNEDLH
                     WLDQTFNSIYQVLLVKYNTEMVYQQRQTWEKSLNSCTSDSCIQRAYLQGIALMSDVDK
                     NFNWDGQWWNITKGNDRGGVIEIHRVTEWGFSLDSRAWSGENMGNFHAEARKTEGVAV
                     VDVIENTANCRLLLIPGKDGSLQVHSNGSWGCRISMPKDVFIDGQYVRAEKDPRKAPT
                     LLSIGIFSEASVDDAFRNLVGEHYAQFVQSANVYIYTNDLDNQGAKVLSTWVRGAANK
                     RASIIMYTHTGQYWAAYVAPDKKGQLQIHYFTNVAADKNKRPKTIVEWQQSFIDN"
     sig_peptide     complement(3429128..3429199)
                     /locus_tag="YPA_3091"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.957) with cleavage site probability 0.776 at
                     residue 24"
     gene            3430055..3431134
                     /locus_tag="YPA_3092"
     CDS             3430055..3431134
                     /locus_tag="YPA_3092"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic binding protein"
                     /protein_id="ABG15054.1"
                     /translation="MFLYMTYIERKIRHSLFISLGCLGLILSLSGCEPAEETNFHPFP
                     IDENHSTSSPWSRTVDTVKGPVTLTHKPARIVSTSITITGTLLAINAPIIASSATEPN
                     TTLADNKGFFTQWSDIARARHLIPMYQTEPNIKAVAKMRPDLIIISATGDDSTLELYD
                     QLSAIAPTLVINYDDKSWQELTLQLGQATGHEGDAEQVIDKFARRLNEVKQKITLPPQ
                     PVSAFVYQEVSGSAKLWTENSAQGRLLLELGFTLANVPDTLKDNTHTEHRKDIIQLGG
                     DELAQGLNGKTILLFSGVHSAIDALKSNKFLTNLPAIQHDNVYAAGYDTFRLDYYSAN
                     NLLTRIESMFKGKKDSEPTYHESRT"
     sig_peptide     3430055..3430150
                     /locus_tag="YPA_3092"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.889) with cleavage site probability 0.859 at
                     residue 32"
     gene            complement(3431346..3432452)
                     /locus_tag="YPA_3093"
     CDS             complement(3431346..3432452)
                     /locus_tag="YPA_3093"
                     /codon_start=1
                     /transl_table=11
                     /product="Fimbrial protein"
                     /protein_id="ABG15055.1"
                     /translation="MKKNIFLTLRSERYKAGLLLLLLLLLCTTSKPSFAALQVNSCSL
                     AVSGAGGETPFVIKALPVTLTNGFVLGSMNFSVVTTFTKTGTTADYLYLGGWSMLAGG
                     AVMPVSTGVPGVKMSVNVSDALFGGYEWGNTEKATQSLFVPGTKITIANRVTVQLIVT
                     DASVYQGGVINWFNVARSFALVSGNAQVWSTKSVATGGSRCGDMVTFNIGSTNIVLPP
                     PTVATCDLGATDIVVALDPIDTSSLQTQGDRAGGQAFSIPLGSCAKDAKPYITFTDSS
                     NKANRTNILSLSPSSTATGVGLVLEKSDGNLVTFGAENASVSASNVGQFLIGTSTAAG
                     GSMPLNLTARYIRAEGVLKSGNVKADAIFTVAYP"
     sig_peptide     complement(3432345..3432452)
                     /locus_tag="YPA_3093"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 36"
     gene            complement(3432477..3433196)
                     /locus_tag="YPA_3094"
     CDS             complement(3432477..3433196)
                     /locus_tag="YPA_3094"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial chaperone protein"
                     /protein_id="ABG15056.1"
                     /db_xref="InterPro:IPR001829"
                     /translation="MKKLSLIALTSTVVFTSYTANAAIALDRTRIIYNGQDKSISLNI
                     SNENKTLPYLAQAWIENEQQQKVTTPLVATPPVQRVEAGKKSAVRISATPEALKLPQD
                     RESLFYFNLREIPPRSEKSNVMQIALQTKIKLFYRPEGITPATGQIWQEQLVLHKTAQ
                     GFRLENPTPYYITVVGLAEKGKSSADSNFQPLMVAPKSSAELKSASFTAPVLTYINDY
                     GGRPELSFSCSGSTCRAAKAI"
     sig_peptide     complement(3433128..3433196)
                     /locus_tag="YPA_3094"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.859 at
                     residue 23"
     gene            complement(3433214..3435694)
                     /locus_tag="YPA_3095"
     CDS             complement(3433214..3435694)
                     /locus_tag="YPA_3095"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane usher protein"
                     /protein_id="ABG15057.1"
                     /translation="MRIIKKIPIAMTTSLIMLSGAVSAIDFNTDAMDANDKQNIDLSH
                     FTNVGYIMPGEYRLEINVNNHRIPEQVIAFYARDDEPNSSEVCLPEAVVEQFGLKPDV
                     LQKITFWHEGQCADLRELAGLTTEVDLATSTLAINVPQDWMEYSDSNWVPSSQWDEGI
                     PGFLLDYNVNSLFSKPKESGSTRNISLNGTSGLNAGPWRLRGDYQGNYSHNSGEQNSS
                     TSTFDWSRIYMYRAIKSLAATLSVGENYFASSLFDTFRYAGASLSSDERMLPPNLRGY
                     APEVSGIARTNAKVTVSQQGRILYQTTVASGPFRIQELSDSVSGRLDVSVEEQDGTVQ
                     TFQVETAAVPYLTRPGAIRYKTSVGQPSTLNHGTEGPVFASGEFSWGVSNRWSLFGGA
                     IGSGDYNAVSVGVGRDLYAFGAISTDITQTRASGLPNQETQSGKSLRVRYAKRFDELN
                     SDISLAGNRFFEREFMSMNQYFGTRYFDNDLGRNKEMYTVTASKNFPDIQTNINFSYS
                     YQNYWDQPTSNSYSATVSHAFDAFSLKDMTVNLSASRSKNNGVNDDVLYLSFSVPLGN
                     QQTLSYSGQHNGQGNNQTVNYSNSSAIDSSYRLSAGVNNSNDNGARGQFSGFYIHRSS
                     IAETSLNVAYAQDDFTSTGVSMRGGATVTAKGAALHGPGMSGGTRLMVNTDDIAGVPL
                     EERNIRSNRFGIAVLNNINSYYRTDTRIDINQLADDVEVKQSAVEFALTEGAIGYRRF
                     AMMKGEKVLATISLTDSSHPPFGSLVISAKGQELGIVSDDGFTYLSGVEPGETLDVVW
                     SGAKQCQVAIPAVIQPQAQILLPCISVN"
     sig_peptide     complement(3435620..3435694)
                     /locus_tag="YPA_3095"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.996) with cleavage site probability 0.797 at
                     residue 25"
     gene            complement(3436047..3436505)
                     /locus_tag="YPA_3096"
     CDS             complement(3436047..3436505)
                     /locus_tag="YPA_3096"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15058.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            3436705..3437127
                     /locus_tag="YPA_3097"
     CDS             3436705..3437127
                     /locus_tag="YPA_3097"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15059.1"
                     /translation="MDVIRLSLIVLIVSQLLFVCYSDIRHRIISNKFIISISFNAIIF
                     SLVMHHTVSIIIPIVALFIGYIIFHFNVMGGGDVKLITVLLLALTAEQSLNFIIYTAV
                     MGGVVMVVGLLINRVDIQKRGVPYAVAITAGFLSSVLI"
     gene            3437179..3438045
                     /locus_tag="YPA_3098"
     CDS             3437179..3438045
                     /locus_tag="YPA_3098"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15060.1"
                     /translation="MNRKFLILFSLLIVAIGISGILLNPDKEIPELLTQTEKRKERNI
                     VLAQTRHDLTAGTLISKEDYSLQNITVDESSDLVKNDLSHGHRIDGDSIADDRTHDHK
                     LDGHLLKNNILAGSYIIDEMLISPDSREFSRLNLKHGEIIYKFYITEKNEYLLNTLNP
                     GDFLSFQLLTLETNKTKGMENGIAIDSKSMSSKQRQKYSLNNVIPDMPILSIKTYSPE
                     ELSVKNNKNNKTEEYSLGYIEVIMKIQDLEFIHTVEKAGEVFLTPKSGDHKRIDLDDI
                     IPTLQTIRELRG"
     sig_peptide     3437179..3437250
                     /locus_tag="YPA_3098"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.777) with cleavage site probability 0.521 at
                     residue 24"
     gene            3438042..3438896
                     /locus_tag="YPA_3099"
     CDS             3438042..3438896
                     /locus_tag="YPA_3099"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15061.1"
                     /translation="MNLYQLKDKKQNIIIFLSIVILYFLFENSANAKQIYLPIGGSHI
                     IKVQEEIDTVFVSAAKTADYEIVDNNSVIIYAKKEGLAEFTLFNKNHQPISKTRVLVN
                     NTINDAYRRIRTEFPDSKIEINKIGESYILTGSAETEEAKDTIASIVGEATASKKEKE
                     RETSYQSNPEYQGVINKIKLPQANQVNVKLTIVEITKDFTENIGLDWNSIKSAAGAFQ
                     FLNFNAQSISTLVHAINDEAIAKVLAEPNLSVLSGEYASFLVGGEIPIVSTNQNGISV
                     ELKSLALS"
     sig_peptide     3438042..3438140
                     /locus_tag="YPA_3099"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.607) with cleavage site probability 0.568 at
                     residue 33"
     gene            3438911..3439360
                     /locus_tag="YPA_3100"
     CDS             3438911..3439360
                     /locus_tag="YPA_3100"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane secretin family protein"
                     /protein_id="ABG15062.1"
                     /db_xref="InterPro:IPR001814"
                     /translation="MNEKKRIRVMLGEEVSSIDKVFNLRGGDSYPSLRIRKANTTVEL
                     GDGESFILGGLISSTEQESLKKIPFIGDIPLLGALFRNAQTQRNQSELVVVATVNLVK
                     PVSARQIELPDFMHTSTVERFFNLTNIKDAKRRKQAKEFLQKGGFIK"
     gene            3439658..3440785
                     /locus_tag="YPA_3101"
     CDS             3439658..3440785
                     /locus_tag="YPA_3101"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15063.1"
                     /translation="MQLILNKDLINKKYNREKSAVVIISTRKGLKDKISEYVRLADIK
                     NIKEIDDDIFSAASILIPDNVKGIIIDINENHDINTILDLMKVHTPRDCWCILVGDID
                     SISIAQQFIERGILYLHIQSQLADLTQNLLKGIQIESDRKAFFISILGCRGGIGTTLL
                     SYQLAHVITQIKKSPTLLLQGNQGSQDLDLITEKKMGEDITGYQKNFDLMRGNERKLS
                     EVNEHNNKKHNFIIFDQPIHNARKEKTLDYISNSNCIILLIDHSMMSVRVAKEFIDTL
                     ERFKRDNRQAIRLFICLNENRPITKDMLTTSDIQSLLGHSIDTAIPYINNAKNSLNSP
                     DYFGRKKTKVVELAKQSLGININLSSHTNMWIREKLNKLFK"
     gene            3440797..3442083
                     /locus_tag="YPA_3102"
     CDS             3440797..3442083
                     /locus_tag="YPA_3102"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type II secretion protein"
                     /protein_id="ABG15064.1"
                     /db_xref="InterPro:IPR000217"
                     /db_xref="InterPro:IPR001482"
                     /db_xref="InterPro:IPR001687"
                     /translation="MIVPLKIQELMRERMLANIDINKVELLVGDRNKLIGLLSQTFDD
                     LFNNNEYNLTTQAQKYIIEMIADEITGFGPLRELMEDDSISDIMVNGPERIFIERYGL
                     LKLTDRRFVNNTQLTDIAKRLMQKVNRRIDEGRPLADARLIDGSRINVAISPIALDGT
                     ALSIRKFSKNKRRLEDLVDMGAMSSDMANFLIIAASCRVNIIISGGTGSGKTTLLNAL
                     SKYISEDERVITLEDAAELNLEQPHVVRMETRLAGLENTGQITMRDLVINSLRMRPDR
                     IIIGECRGEETFEMLQAMNTGHNGSMSTLHANTPRDAVARLESMIMMGPVNMPLITIR
                     RNIASAINLIVQVSRMNDGSRKIRNISEIMGMEGEHVVLQDIFTFQPASTRDDQGRIQ
                     GEFINHGLFNRSSVRINADIHNLANELNSVFSTVSK"
     gene            3442080..3442955
                     /locus_tag="YPA_3103"
     CDS             3442080..3442955
                     /locus_tag="YPA_3103"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15065.1"
                     /translation="MIYYVVALSGILLLVLNNLKWMKIKRSISNTKKSKAKSTSSITI
                     LIKKIFFEWIDYVSTHSKSTPHILLPICSLVIVYYINSTWINVNYSFVFIINIIFIIV
                     LQLKYARSKHYLLFKQDFPEVLLMINMAASSGASINQVLERCGKEIRGPLGQELGLIC
                     RRLNLGETPETVFYDAYERFHYPEFYFLVTIILLNIQQGGQLKELITRLSQIITKKKT
                     TEQKKAVMTAQIRMSVNIISIMPMLFSFLLYLLDPTTIEFVWQHPTGRFIIYYIIISE
                     VIGILIIRKMLGKSL"
     gene            3442952..3443785
                     /locus_tag="YPA_3104"
     CDS             3442952..3443785
                     /locus_tag="YPA_3104"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15066.1"
                     /translation="MRIIFFTLLILLGLIIILKVNSRSRRISVYNKINSRENKSKEAN
                     NDTKDKPTVLSDFIKLPVFLSNILYLKVLIVIFILSILTILAIFNVVNINQKTLLTIG
                     LLSIISTLYLPRMIIKNALTKRTNNLLKSLPFFIDITAACVQSGMTIENSLNYTTQKF
                     QTINTDLCLIMSKVTKRAEINGLENAIKELQYYSPAIEMKMFCSTLQYSISFGSTVYE
                     QLTHLSQDMREMQLLMTEESISKLSTKLTLPLFLFILIPFVLLVISPSILELLNYVKN
                     I"
     gene            3443769..3444539
                     /locus_tag="YPA_3105"
     CDS             3443769..3444539
                     /locus_tag="YPA_3105"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15067.1"
                     /translation="MLKIFNTIIIIPVMIFLLSGCLSQQGLSSQGLSTKEFSYRESIL
                     IKANNQIGLIKLYRESLKNKEDESIRVKLANAYYLSGDSHSSLYYLQPISHKPNVSIY
                     LLQIKNLINEGDNSGATTVLHRLLSIAPHNPEAHNLKGIILANRGDTAGARTAIVQSQ
                     ALFIQEDIARNNIAVISMLDNRYEDAVKILLPDYLSGKRNNLILHNLVFALIKMGDTR
                     YAKNIIEAERLSDNADELVLALSQVDSFPQEQSFIREK"
     sig_peptide     3443769..3443855
                     /locus_tag="YPA_3105"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.934) with cleavage site probability 0.463 at
                     residue 29"
     gene            3444536..3445009
                     /locus_tag="YPA_3106"
     CDS             3444536..3445009
                     /locus_tag="YPA_3106"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15068.1"
                     /translation="MMRDTILRLLPANRGSIAVEFTLIFILFIFMLLLVAETSRLFYT
                     SANLDFALSEAAKTAKNRDAENVLSYQQLFEHNFNRQVTVLGSLINTAPSAELTVNFS
                     HSVADLINGNSEENNHTLPLAHYQVRLHYQPIFLPFPQAWVNTLLSREVIFVQEK"
     gene            3444993..3445565
                     /locus_tag="YPA_3107"
     CDS             3444993..3445565
                     /locus_tag="YPA_3107"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15069.1"
                     /translation="MFRKNNTLINNQGGAIIVEFAFVTFIIVLFIKLLIAIAEYQSIS
                     GKLDRLSYSAAGIIRERGRLYPHDPELNQQQVDQLRDLVQRALLNSGVPADNLRMRVE
                     TLHFNPIEPPGSRQQQIDEHKSLSFSTGDCSPVQPLRGLVALSPLSQSERWVPLYQVT
                     ICLPPPQRYRDLISVSPLPTLKSSAITIGR"
     gene            3445590..3447146
                     /locus_tag="YPA_3108"
     CDS             3445590..3447146
                     /locus_tag="YPA_3108"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15070.1"
                     /db_xref="InterPro:IPR002035"
                     /translation="MQKKTMITFILEKYEFFIKNRQGAILLSFMALIPVFIGLIFLSF
                     EFSHFIQKRAKLSDALEQASLALSTENNYRNDRASNNRNNYLVTSYAQSYLPSERFSQ
                     PRVVNTYNESLGYTEYNASLQMNYQLALLNSYLKQTPSPTWDVNENGAARKYLSSIAE
                     PIDVVFVTDFSGSMDLPFGDIERNNRITKLDELKAIFVKLNNRIFSNDGINTIGFVPF
                     SWGTKRISANGQVSSTYCHFPYSPKKIDGNGHYLQRYTASNLKNIPGLDNLSGIDNLA
                     YGQLDEDKHHAILSEIEKKHRDNEIPTKTRDQAKNFLDKAYKVNQISTITKIVEEHID
                     YKETINSIDRNGETIDIPMDDILDPFFCLKETNAKSLNFDPNSKGDINEILNMKAEGG
                     TLASSGILVGNKMLTESQNNNKLMIILSDGDDNTQKMSSPHDQKAGIINITQKLITEG
                     MCQKIKDNGIKMVFIGIGYVPDNNIIDWEKDCVGTGNFYLAKNAHELEISIERALVVD
                     DEVGRNIPKS"
     gene            complement(3447243..3447668)
                     /locus_tag="YPA_3109"
     CDS             complement(3447243..3447668)
                     /locus_tag="YPA_3109"
                     /codon_start=1
                     /transl_table=11
                     /product="ExbD/TolR-family transport protein"
                     /protein_id="ABG15071.1"
                     /translation="MRMNDSLDESGELHEINVTPFIDVMLVLLIIFMVAAPLATVDIK
                     VDLPASSAVPQPRPEKPVFLTVKADNQLYVGDQPVDRETLATALDKVTQSNKETTIFF
                     QADKVVDYETLMSVMDALRKSGYLKVGLVGMEAGSSGAK"
     gene            complement(3447678..3448715)
                     /locus_tag="YPA_3110"
     CDS             complement(3447678..3448715)
                     /locus_tag="YPA_3110"
                     /codon_start=1
                     /transl_table=11
                     /product="MotA/TolQ/ExbB proton channel family protein"
                     /protein_id="ABG15072.1"
                     /translation="MKIAGKESKEISRVQGRVMKGVMVLLLATGLAGHAQAAPGNGSA
                     VAATVTAPTAATSTPLPAPEITSVAAIPESTPESVLTSASALTSESIPAPMVQPVTAP
                     VPQKLAMDLSVWGMYQNADVVVKGVMIGLVLASIVTWTILFSKGTELFRARRRLRQEH
                     EVIGAVTDLDTASERAEDFGQGSVSSLLLHEALNERLLSIESNDNNGIKERTAFRLER
                     RVAAIGRQMGKGNGFLATIGAISPFVGLFGTVWGIMNSFIGIAHSQTTNLAVIAPGIA
                     EALLATALGLVAAIPAVVIYNIFARQIGNYRAQVGDVAAQVLLLLSRDLDLASSAEVK
                     SPRHPHQLRAG"
     sig_peptide     complement(3448602..3448715)
                     /locus_tag="YPA_3110"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.997) with cleavage site probability 0.950 at
                     residue 38"
     gene            3449194..3450405
                     /locus_tag="YPA_3111"
     CDS             3449194..3450405
                     /locus_tag="YPA_3111"
                     /EC_number="4.4.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="cystathionine beta-lyase"
                     /protein_id="ABG15073.1"
                     /db_xref="InterPro:IPR000277"
                     /db_xref="InterPro:IPR006233"
                     /translation="MAVNKAIPEKLETALVSAGRSKKFTQGSVNTVIQRASSLVFESV
                     KAKKHATINRGNGELFYGRRGTLTHFSLQEAMTELEGGAGCVLYPCGAAAISNAILSF
                     VATGDHVLMTGSAYEPAQSFCDKILSRMNITTTYFDPMIGAGIASLITPKTKVIFLES
                     PGSITMEVQDIPAMVAAIRAVAPDVVIMMDNTWAAGVLFKALDFDIDISIQSGTKYII
                     GHSDAMLGIAVANARCWEQLREDSYLMGQMVDADTAYLASRGLRTLSVRLKQHEKNSI
                     EIANWLAERPEVAVVYHPALPGCKGHEFYKRDFNGCNGLFSFELKEELTQQQLENYLD
                     HFTHFSMAFSWGGFESLILGYQPKDIRAIRKYDAEGIKGTLFRLHIGLENVQDLQDDL
                     AAGFERIQAVK"
     gene            3450598..3451149
                     /locus_tag="YPA_3112"
     CDS             3450598..3451149
                     /locus_tag="YPA_3112"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DedA-family membrane protein"
                     /protein_id="ABG15074.1"
                     /translation="MDVLREILHALWQQDFSKLADPNVIWVIYGILFTTLFLENGLLP
                     ASFLPGDSLLLLAGALIAKGVMGFLPTLIILTTAASLGCWLSYLQGRWLGDTSVVKRW
                     LLQLPLQYRQRAHTLFVRHGLAALLVGRFLAFVRTLLPTLAGISGLNSIRFQLFNWLS
                     GLLWVGSVVGLGFGFCPQPYSVG"
     gene            complement(3451359..3452252)
                     /locus_tag="YPA_3113"
     CDS             complement(3451359..3452252)
                     /locus_tag="YPA_3113"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG15075.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MVDVIDIQAQMADKIARLAQGDGLTPSTVSGVKILYSTVHQPRT
                     PVMYTPSVVIIFQGHKVGYLGSKVFQYDPKNYLILSVPLPFECETFASPEIPLAGISI
                     QVDSQMLQDLMMTMGDDELEKPPGNTSGVNSAPLTEEMLCATERLLDVMSIARDARVL
                     GPQIVREILYYVLCGSCGGALQALVNRHGHFNQITKTLRRIENHFADNLSVEQLAAEV
                     NMSVSAFHHNFKAVTNTSPLQYLKSYRLHRARMMMLHDGLKASTAAIKVGYESASQFS
                     REFKRYFGHTPSEGVAKQRIN"
     gene            3452650..3453807
                     /locus_tag="YPA_3114"
     CDS             3452650..3453807
                     /locus_tag="YPA_3114"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-containing alcohol dehydrogenase"
                     /protein_id="ABG15076.1"
                     /db_xref="InterPro:IPR001670"
                     /translation="MQNFTLHTPTKVLFGTGQIAQLTQEIPADARILITYGGGSIKQN
                     GVLDQVHQALKGFDFLEFGGIEPNPTYETLMKAVELCRTEGINFLLAVGGGSVLDGTK
                     FIAAAVNYPQDPWHILETTGRDITEALPMGSVLTLPATGSEANNGAVISRRSTGDKQH
                     FFSPHVQPLFAVLDPVVTYTLPPRQVANGVVDAFVHTIEQYLTYPVDAKVQDRFAEGL
                     LLTLIEEGPKALKDPENYNVRANIMWSATMALNGLIGAGVPQDWATHMLGHELTARHG
                     LDHAQTLAVVLPALLVAKKQQKRAKLLQYAERVWGLREGSEDQRIDAAIEATRHFFES
                     LGVATRLSAYKLDGSSIPDLIKKLEEHGMTKLGEHSDITLADSKRIYEAAV"
     gene            3454226..3455059
                     /locus_tag="YPA_3115"
     CDS             3454226..3455059
                     /locus_tag="YPA_3115"
                     /EC_number="1.1.1.274"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aldo/keto reductase family protein"
                     /protein_id="ABG15077.1"
                     /db_xref="InterPro:IPR001395"
                     /translation="MTMQPLIKLYDGRLMPQLGLGVWQASIQETELAVSKALEVGYRS
                     IDTAAIYKNEEGVGKALKAAAVARDELFITTKLWNDDQHNPQQALETSLQKLQLDYVD
                     LYLIHWPDPKQDHYVSAWRELVTLKEQGLIRSIGVCNFHIPHLQRLIDETGIAPTVNQ
                     IELHPLLQQRQLHAWNATHHIATESWSPLAQGGKGVFDQEIIRKLAQQYNKTPAQIVI
                     RWHLDSGLIVIPKSVTPARIRENFEVFDFKLQKEELLAITKLDCGKRLGPDPEVFGSD
                     R"
     gene            complement(3455081..3455893)
                     /locus_tag="YPA_3116"
     CDS             complement(3455081..3455893)
                     /locus_tag="YPA_3116"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15078.1"
                     /translation="MGGYLKIAPEHTEEGPLSKMMKPGMGSYQRFKELFDTYSKQAGK
                     EQYLIPYFISAHPGTEDKDMVNLALWLKKNRFRLDQVQNFYPSPLANSTTMYYTGKNP
                     LAKVDYKSEEVVVPKGDRQRRLHKALLRYHDPANWPMLRSALEDMGLQHLIGARRECL
                     VPAPTLEEQREARRALRHHTPALTKHTSITRQRQPSNRAPAASAGKKAPTVANGTSSA
                     HSTSANQSTSANQSTSAAHSTLATKKSAGKTGVNKAAVNKPSAGSRGKNRQH"
     gene            complement(3455878..3457425)
                     /locus_tag="YPA_3117"
     CDS             complement(3455878..3457425)
                     /locus_tag="YPA_3117"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15079.1"
                     /db_xref="InterPro:IPR005839"
                     /translation="MSISLIQPERDLFSYQPYWAECYGTAPFLPMSREEMDILGWDSC
                     DIIVITGDAYVDHPSFGMAIVGRMLEAQGFRVGIIAQPDWTNKHDFMRLGEPNLFFGV
                     TAGNMDSMINRYTADRKLRHDDAYTPDNQSGKRPDRATLVYSQRCKEAYSHVPVLLGG
                     IEASLRRIAHYDYWSDTVRRSVIVDAKADMLVYGNGERPLVEVAHRLAAGEKITDIQD
                     VRNTVVMRKTPLPGWSGVDSTRLDKPGRIEAIPNPYGEDLPCATDDISIPEAKPITVR
                     AAKPKPWEKTYVLLPSYEKVKADKVLYAHTSRILHHETNPGCARALMQKHGDRYIWIN
                     PPAIPLSTEEMDSVFALPYQRVPHPSYGKSPIPAYDMIRFSINIMRGCYGGCSFCSIT
                     EHEGRIIQSRSEDSIIREIEEIRDKVPGFTGIISDLGGPTANMYMLRCQSPRAEQTCR
                     RASCVYPEICPHMDTNHQPTISLYRRARDLKGIKKILIASGVRYDLAVEDPRYIKELA
                     SHMWAVI"
     gene            complement(3457733..3459157)
                     /locus_tag="YPA_3118"
     CDS             complement(3457733..3459157)
                     /locus_tag="YPA_3118"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein SufI"
                     /protein_id="ABG15080.1"
                     /db_xref="InterPro:IPR006311"
                     /translation="MSLSRRQFIQAAGLALGAGSLPLRAQASSTQQPQLPVPPLLESR
                     RGQPLFLTLQRAHWAFSGNKKAAVWGINGMYLGPTVRVFNGDDVKLIYSNRLTEPVSM
                     TISGLQVPGTLMGGEARMIRPGEDWSPVLPVRQPAANCWYHANTPNRMAPHVYNGLAG
                     MWLVEDAVSKAMPLPSHYGVDDFPLIIQDKRLDNFGVPEYNPPAKGGFVGDTLLVNGA
                     QSPFVEVSRGWVRLRLLNASNARRYTLQLSDGRPLYVVASDQGFLPAPVAVQQLSLAP
                     GERREVVIDMSQGNEVSITAGESAGIMDRLRGLFEPSSILISTLVLTLKPTGLLPLVT
                     DNLPMRLLADQIIEGSVIRSREFQLGDNLPGINGAIWDMNRVDVQAQQGTWERWIIHA
                     DMPQAFHIQGVSFLVKSVNGAAAMAEDRGWKDTVWVDGTVELWVYFNQVSSPQFPFLF
                     YSQTLEMADRGSAGQLVTVAAPTL"
     sig_peptide     complement(3459074..3459157)
                     /locus_tag="YPA_3118"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.739 at
                     residue 28"
     gene            complement(3459336..3460067)
                     /locus_tag="YPA_3119"
     CDS             complement(3459336..3460067)
                     /locus_tag="YPA_3119"
                     /EC_number="2.3.1.51"
                     /codon_start=1
                     /transl_table=11
                     /product="1-acyl-sn-glycerol-3-phosphate acyltransferase"
                     /protein_id="ABG15081.1"
                     /db_xref="InterPro:IPR002123"
                     /db_xref="InterPro:IPR004552"
                     /translation="MLLILRTVLAVLYCFLVCVFGSIYCLFSPRNPRHVATFSHLFGR
                     MSVLFGITIEQRIPAEAAKYGNCIYIANHQNNYDMVTMSNVVQPGTVTVGKKSLLWVP
                     LFGPLYWLTGNLLIDRDNRAKAHSTIAQVVEQVQKRNISIWMFPEGTRSRGRGLLPFK
                     TGAFHAAIAAGVPIVPICVSSTNGIKLNRWSNGKVIIEMLPPIDTSGYTKERVRELSE
                     HCRNLMLAKIEQLDAEVAQQSVAKK"
     gene            complement(3460374..3462647)
                     /locus_tag="YPA_3120"
     CDS             complement(3460374..3462647)
                     /locus_tag="YPA_3120"
                     /EC_number="5.99.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase IV subunit A"
                     /protein_id="ABG15082.1"
                     /db_xref="InterPro:IPR002205"
                     /db_xref="InterPro:IPR005742"
                     /translation="MSDLTHDGAERLPLHTFTENAYLNYSMYVIMDRALPFIGDGLKP
                     VQRRIVYAMSELGLNNSAKFKKSARTVGDVLGKYHPHGDSACYEAMVLMAQPFSYRYP
                     LVDGQGNWGAPDDPKSFAAMRYTESRLSKYAEVLLGELAQGTVDWVPNFDGTMQEPKM
                     LPARLPNILLNGTTGIAVGMATDIPPHNVREIAQAVLALIDKPTTSLDELLEFVQGPD
                     FPTEAEIITPRDDIRKIYQNGRGSVRMRAVWKKEDGSAVITALPHQVSGAKVLEQIAN
                     QMRAKKLPMVEDLRDESDHENPTRLVIVPRTNRVDLDQVMSHLFATTDLERSYRINMN
                     MIGLDNRPSVKGLLEILTEWLVFRRQTVRNRLNFRLEKVLKRLHILEGLLIAFLNIDE
                     VIHIIRTEDDPKPLLMQRFSISETQAEAILELKLRHLAKLEEVKIRGEQDELAKERDQ
                     LQALLASERKLNTLIKKEIQADAAAYGDDRRSPLTERGEAKAMSEHDIVPSEPVTIVL
                     SEMGWVRSAKGHDIDPSGLSYKAGDSFRAAARGMSNQPVVFIDSTGRSYALDPLTLPS
                     ARGQGEPLTGKLTPPPGATIEHVLMAPDSQKLLMASDAGYGFVCTFNDLVAKNRAGKT
                     MITLPENAKVLPPLEIYGPDDMLLSITAVGRMLMFPVADLPELSKGKGNKIVSIPAAQ
                     AAAGEDRLAWLFVLPPQTSITLHFGKRKLTLRPEDLQKFRAERGRKGSPLPRGLQRID
                     RIDVDAPPRAIATESEE"
     gene            3462951..3463535
                     /locus_tag="YPA_3121"
     CDS             3462951..3463535
                     /locus_tag="YPA_3121"
                     /codon_start=1
                     /transl_table=11
                     /product="putative modulator of drug activity"
                     /protein_id="ABG15083.1"
                     /translation="MSNVLIINAMKEFAHSKGALNLTLTNVAADFLRESGHQVKITTV
                     DQGYDIESEIENYLWADTIIYQMPAWWMGEPWILKKYIDEVFTDGHGRLYQSDGRTRS
                     DATKGYGSGGLIQGKTYMLSVTWNAPREAFTDPEQFFHGVGVDGVYLPFHKANQFLGM
                     KPLPTFMCNDVIKQPDIEGDIARYRQHLAENVNS"
     gene            complement(3463593..3464504)
                     /locus_tag="YPA_3122"
     CDS             complement(3463593..3464504)
                     /locus_tag="YPA_3122"
                     /codon_start=1
                     /transl_table=11
                     /product="LysR-family regulatory protein"
                     /protein_id="ABG15084.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MKVTLEELQAFTSVVDCGSITAAAEQRSQTTSGISRALSRLEQK
                     LATTLLRRTTRRLELTEEGALFLSHARQIIGAVDDAEEQIALRRLKPAGRLRVNAAAP
                     FMQHVIVPMITGFRALYPQITLELNTDDLNIDLLEQRTDIAIRIGALRDSTIHARLLG
                     ASRVRLLASPNYLQRHGTPHIIEALADHSLLGFTQPEFLNQWSLPHLPGGRSSIIPNL
                     AASSGETLRLLALQGEGIAELSDFMTREDQLAGRLVEVLADQILETWQPINAVYYRNT
                     QLAARITCFLDYVSEQIKLQGSHWLRI"
     gene            complement(3464508..3466403)
                     /locus_tag="YPA_3123"
     CDS             complement(3464508..3466403)
                     /locus_tag="YPA_3123"
                     /EC_number="5.99.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA topoisomerase IV subunit B"
                     /protein_id="ABG15085.1"
                     /db_xref="InterPro:IPR000411"
                     /db_xref="InterPro:IPR001241"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR005737"
                     /db_xref="InterPro:IPR011558"
                     /translation="MTESSYNADAIEVLSGLEPVRRRPGMYTDTSRPNHLGQEVIDNS
                     VDEALAGHTRRIDVILHADQSLEVIDDGRGMPVDIHPEEGVPAVELILCRLHAGGKFS
                     NKNYQFSGGLHGVGISVVNALSKRVEVTVRRDSQIYSIAFENGDKVQDLQVIGTCGKR
                     NTGTSVHFWPDVSFFDSPRFSVSRLSHLLKAKAVLCPGVEIVFKDQVNNTEQRWCYAD
                     GLTDYLMEAVNGFITLPEAPFVGSFAGDTEAIDWALLWLPEGGELLTESYVNLIPTMQ
                     GGTHVNGLRQGLLDAMRDFCEYRNILPRGVKLSADDIWERCAYVLSVKMQDPQFAGQT
                     KERLSSRQCAAFVSGVVKDAFSLWLNQNVQAAEQLAELAISSAQRRMRAAKKVVRKKL
                     TSGPALPGKLADCTSQDLSLTELFLVEGDSAGGSAKQARDREYQAIMPLKGKILNTWE
                     VSSDEVLASQEVHDISVAIGIDPDSEDLSQLRYGKVCILADADSDGLHIATLLCALFV
                     RHFRALVRNGHVYVAMPPLYRIDLGKEVFYALDEEEKAGVLEQLKRKRGKPNVQRFKG
                     LGEMNPLQLRETTLDPNTRRLVQLTISDDDIDHTLAVMDMLLAKKRSEDRRNWLQEKG
                     DTAEIEV"
     gene            complement(3466505..3467086)
                     /locus_tag="YPA_3124"
     CDS             complement(3466505..3467086)
                     /locus_tag="YPA_3124"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15086.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MSTLLYIHGFNSSPSSAKATAFKEWLQQHYPHIEMLTPQLPPYP
                     APAAEMLENIVMDKAGQSIGIVGSSLGGYFATWLSQRFGIPAVVVNPAVRPYELLSDY
                     LGKNENPYTGQQYVLESRHIYDLKAMQIEKLESPDLLWLLQQTGDEILDYRQAVAYYT
                     PCRQTVESGGNHAFIGFDHYFSPIVTFLGLANT"
     gene            complement(3467086..3467607)
                     /locus_tag="YPA_3125"
     CDS             complement(3467086..3467607)
                     /locus_tag="YPA_3125"
                     /codon_start=1
                     /transl_table=11
                     /product="Icc-like protein"
                     /protein_id="ABG15087.1"
                     /translation="MHWLRRGLPPSKQVLAGEHWQILLLDSQVFGVPYGELSDYQLEW
                     MERCLIAYPERYTLILLHHHPMPSGCTWLDQHSLRNAHMLAAILTRYPRVTTLLCGHI
                     HQDLDLDWYGKRLLASPSTCVQFKPHCTNFTLDAVAPGWRYLDLLPDGGLETEVHRLD
                     SDEFCPDMDSDGY"
     gene            complement(3467501..3467914)
                     /locus_tag="YPA_3126"
     CDS             complement(3467501..3467914)
                     /locus_tag="YPA_3126"
                     /codon_start=1
                     /transl_table=11
                     /product="regulator of lacZ"
                     /protein_id="ABG15088.1"
                     /db_xref="InterPro:IPR004843"
                     /translation="MESLFKLPMASGARVRILQITDTHLFAGEHETLLGVNTFHSYRA
                     VLDAIIAEQHPFDLVVATGDLAQDHSVAAYQNFAKGISRLPVPCVWLPGNHDFQPAMF
                     DALAEAGIAPFKTGSGGRTLADPVAGQPSIWRTLW"
     gene            complement(3467996..3468421)
                     /locus_tag="YPA_3127"
     CDS             complement(3467996..3468421)
                     /locus_tag="YPA_3127"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15089.1"
                     /translation="MSKRYTPDFPEMMRLCEINYAQLRRLIPRINEVGESVAYQIKEV
                     SYRLTIIESTRYTSVVEIVQTAPAASHWSLPSMVVRLYHDAMVAEVCASQQISRFKAS
                     YDYPNKKLHQRDEKHQINQFLADWLRYCLAHGAVAVPVC"
     gene            complement(3468455..3469087)
                     /locus_tag="YPA_3128"
     CDS             complement(3468455..3469087)
                     /locus_tag="YPA_3128"
                     /EC_number="3.6.1.13"
                     /codon_start=1
                     /transl_table=11
                     /product="putative MutT-family protein"
                     /protein_id="ABG15090.1"
                     /db_xref="InterPro:IPR000086"
                     /db_xref="InterPro:IPR004385"
                     /translation="MTSKQSSPVTFDKNDVEIIARESLYRGFFSLNSYRFRHRLFNGE
                     MSGEVKREIFERGHAAVLLPYDPQRDEVVLVEQLRIAAIDSAVSPWLLEMVAGMIEEG
                     ESVEEVARREAEEEAGIQVGRCKPVLSYLASPGGTSERLSIMVGEVDATTASGIHGLA
                     EENEDIRVHVVSREQAYRWVEEGVIDNAASVIALQWLALHHQALRAEWQR"
     gene            3469483..3470880
                     /locus_tag="YPA_3129"
     CDS             3469483..3470880
                     /locus_tag="YPA_3129"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-transporter outer membrane component"
                     /protein_id="ABG15091.1"
                     /db_xref="InterPro:IPR010130"
                     /translation="MKKLLPLLIGLSLAGFSTMSQAENLLQVYKQARDSNPDLRKAAA
                     DRDAAYEKINEVRSPLLPQLGLSAGYTHANGFRDASNSPDSNATSGSLKLTQTIFDMS
                     KWRALTLQEKAAGIQDVTFQTSEQQLILNTATAYFNVLRAIDSLSYTEAQKQSVYRQL
                     DQTTQRFNVGLVAITDVQNARASYDTVLAAEVAARNNLDNALESLRQITGVYYPELAS
                     LNVERLKTQRPDAVNNLLKEAEKRNLSLLSARLSQDLAREQIKSAETGYMPTVDLTAS
                     SSITNTRYSGGTPSSQQVNNDSGQNQIGVQFSLPLYSGGATNSAVKQAQYNFVGASEL
                     LESAHRNMVQTLRSSFNNISASISSINAYQQVVISNQSSLDAMEAGYQVGTRTILDVL
                     TATTNLYQSKQQLADARYNYLINQLNIKSALGTLNMNDLMALNAVLDKPVPTSAAALA
                     PENTTRQTVTTPRAQ"
     sig_peptide     3469483..3469551
                     /locus_tag="YPA_3129"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 23"
     gene            3471181..3471867
                     /locus_tag="YPA_3130"
     CDS             3471181..3471867
                     /locus_tag="YPA_3130"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15092.1"
                     /translation="MMKRTKNINQETFRKSWRSYRLAPVALAVSAVFMLAGCEKTDET
                     VSLYQNADDCSQANPSQSAECTTAYNTALQEAVKTAPKYATREDCVAEFGESQCTQAP
                     AQAGMVPTSSSETTAAAPQQSGSMWMPLMAGYMMGRMMGGGASQPLFTSKAPNSPANG
                     KFVDASGKNFGAATTGRTMTVPKTALAPKPAVTKTITRGGFGESVAKQSSMQRSAATS
                     SKTTTRSMGG"
     sig_peptide     3471181..3471294
                     /locus_tag="YPA_3130"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.996) with cleavage site probability 0.813 at
                     residue 38"
     gene            3471877..3473037
                     /locus_tag="YPA_3131"
     CDS             3471877..3473037
                     /locus_tag="YPA_3131"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15093.1"
                     /translation="MKRLAISERPDWREKATEFGFRFHTMHGEPYWCEDAYYEFTLAQ
                     IEELEETTAELHQMCLQVVEKVINSDQLLTKCRIPKHCWEFVRHSWRSNQPSLYSRLD
                     LAYDGKNPAKLLENNADTPTSLYEAAFFQWLWLEDQISAGNLSTDSDQYNSLQEKLIE
                     RFVELRDNHGFSLLHLACCQDSEEDRGTVQYLQDCALEAGLPTEFMFMEEIGLGEKGQ
                     FTDLDNQVISNLFKLYPWEFMFREIFSTKLEDAGVRWLEPAWKSIISNKALLPLLWEM
                     FPNHPNLLPAYFAEDDHPPLDHYVIKPLFSREGANIQIVENGKEVAKVDGPYGEEGMI
                     IQQFHPLPKFGDSYTLIGSWLVNDQPCGIGLREDRELITQDLSRFYPHIILG"
     gene            complement(3473444..3474226)
                     /locus_tag="YPA_3132"
     CDS             complement(3473444..3474226)
                     /locus_tag="YPA_3132"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15094.1"
                     /translation="MNTFRMPALFLGHGSPMNVLEENSYTQAWRTLGETLPRPKMILA
                     ISAHWYTRGTAVTAMEHPRTIHDFGGFPQALFDIQYPAPGSPELAAHIQQLLAPTPVR
                     ADTGEWGLDHGSWGVLIKMYPEADIPVVQLSIDGTQPAAYHYELGQKLAALREQGVMI
                     VASGNVVHNLRLGKWQGESSPYPWAESFNQFVRDNLSYQGDDHPLVNFMQHEGAALSN
                     PSPEHYLPLLYVLGSWDGKEPVSIPTDGVEMGSLSMLSVQIG"
     gene            complement(3474685..3475338)
                     /locus_tag="YPA_3133"
     CDS             complement(3474685..3475338)
                     /locus_tag="YPA_3133"
                     /EC_number="4.1.2.-"
                     /codon_start=1
                     /transl_table=11
                     /product="3,4-dihydroxy-2-butanone 4-phosphate synthase"
                     /protein_id="ABG15095.1"
                     /db_xref="InterPro:IPR000422"
                     /translation="MNQTLLSDFGTPVERVERAIDALRNGRGVMVLDDESRENEGDMV
                     FAAEAMTLEQMALTIRHGSGIVCLCITDERRQQLDLPMMVTHNSSQFQTAFTVTIEAA
                     EGVTTGVSAADRLTTIRKAIADNAKPADLNRPGHVFPLRGQPGGVLSRRGHTEASIDL
                     ATLAGYKPAGVLCELTNDDGSMAHAPEVIAFAKLHDMPVVTIDDLAAYLQSRAKKAS"
     gene            complement(3475580..3475769)
                     /locus_tag="YPA_r076"
     misc_RNA        complement(3475580..3475769)
                     /locus_tag="YPA_r076"
                     /product="FMN riboswitch"
     gene            3475907..3476188
                     /locus_tag="YPA_3134"
     CDS             3475907..3476188
                     /locus_tag="YPA_3134"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15096.1"
                     /translation="MIDPKKIEQIARQVHESMPKGIREFGEDVEKKIRLILQSQLTRL
                     DLVNREEFDVQTQVLLRTREKLALLEQRVGALEAKFNSAPADHGEKTGE"
     gene            complement(3476513..3477763)
                     /locus_tag="YPA_3135"
     CDS             complement(3476513..3477763)
                     /locus_tag="YPA_3135"
                     /codon_start=1
                     /transl_table=11
                     /product="putative permease"
                     /protein_id="ABG15097.1"
                     /db_xref="InterPro:IPR002293"
                     /translation="MGGLKQELSLAQGVGLLSTSLLGTGVFAVPALAAMLAGHDSLWA
                     WPVLIVLVFPIAIAFAALGRHFPSAGGAAHFVAIAFGPKLGKVTGWLFLSVIPVGLPA
                     ALQIAAGFWQAMFGWSDTGLLMVQLVTLLVIWLLGTRSAGSSANLQTVIALLVIALVA
                     AIWWQGDIRLSQIPWPALQDVSPPNIFNALAVMFWCFVGLEAFAHLATEFRHPERDFP
                     RALIVGLLVAGAVYWGCTVAVLHFQAYGESQAAAASLPGIVVQLFGEHALWIACIIGY
                     LACFASVNIYTQSFARMVWSQSQVRPQSKLARLSAGQTPVNALTAVVGSCLVFALLIY
                     WLALPLDLLIVYANGIFVLIYLLCMLAGIRLLSGRARVMSVIGSLLCCVLLVMIGWKS
                     VYALLMFALLWMLMSKPKTQLTQP"
     sig_peptide     complement(3477662..3477763)
                     /locus_tag="YPA_3135"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.979) with cleavage site probability 0.941 at
                     residue 34"
     gene            complement(3477800..3479230)
                     /locus_tag="YPA_3136"
     CDS             complement(3477800..3479230)
                     /locus_tag="YPA_3136"
                     /EC_number="2.7.7.-"
                     /EC_number="2.7.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="D-beta-D-heptose 1-phosphate adenylyltransferase
                     / D-alpha,beta-D-heptose 7-phosphate 1-kinase"
                     /protein_id="ABG15098.1"
                     /db_xref="InterPro:IPR002173"
                     /db_xref="InterPro:IPR004821"
                     /db_xref="InterPro:IPR011913"
                     /db_xref="InterPro:IPR011914"
                     /translation="MKVTLPDFRRAGVLVVGDVMLDRYWYGPTCRISPEAPVPVVKVD
                     TIEERPGGAANVAMNIASLGAVARLVGLTGIDDAARALICKLSEVRVRCDFVSVPTHP
                     TITKLRVLSRNQQLIRLDFEEGFDGVDPTPIFERIQLALPQIGALVLSDYAKGALNSV
                     QPMIQLARKANVPVLIDPKGSDFERYRGATLLTPNLSEFEAVVGRCKNEEELVNRGMQ
                     LVADFELSALLVTRSEQGMTLLQLGKPPLHLPTQAKEVFDVTGAGDTVIGVLAAALAA
                     GNSLEESCFLANAAAGVVVGKLGTSTVSPIELENAIRGRAETGFGVMDEQQLKIAVAQ
                     ARQRGEKVVMTNGIFDILHAGHVSYLANARKLGDRLIVAVNSDASTKRLKGEKRPVNP
                     LEQRMVVLGALEAVDWVVPFEEDTPQRLIADILPDLLVKGGDYKPHEIAGSEEVWAAG
                     GEVKVLNFEDGVSTTNIIQSIKNGRG"
     gene            complement(3479365..3482220)
                     /locus_tag="YPA_3137"
     CDS             complement(3479365..3482220)
                     /locus_tag="YPA_3137"
                     /EC_number="2.7.7.42"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate-ammonia-ligase adenylyltransferase"
                     /protein_id="ABG15099.1"
                     /translation="MLPLPSELQIQAQSIKQRFSELPAPPDLRDEDIAVLALSDFVSD
                     MLLIHPQWLEELHQQPPQPQEWQYYSQWLSQALAGVQDEAALLTALRLFRRRVMVRIA
                     WSQVLQTSGTAETLQQLSTLAESMIIAARDWLYQVCCRELGTPCNRQGVPQPLLILGM
                     GKLGGGELNFSSDIDLIFAYPENGQTQGGRRELDNAQFFTRLGQRLIKALDQHTIDGF
                     VYRVDMRLRPFGDSGPLVLSFAALEDYYQEQGRDWERYAMVKARLMGGADDPYSQELR
                     QMLRPFVFRRYIDFSVIQSLRNMKGMIAREVRRRGLKDNIKLGAGGIREIEFITQVFQ
                     LIRGGREPRLQERALLPTLQAVAELGLLPEQQVADLSGSYLFLRRLENLLQAIADEQT
                     QTLPNDPLNQARLAWGMGYADWAAMSTALENHMQAVRVVFDDLIGDETPDIGEDPSHG
                     LYKSLWQDVLEESDLAPLTPHLEEAARRQLLATISGFRHDVDKRTIGPRGREVLDQLM
                     PRLFAEVCPRPDANVALSRLILLLLSIVTRTTYLELLVEYHAALKHVIRLCSASPMVA
                     SQLARYPLLLDELLDPQSLYQPLAPSAYRDELRQYLLRVPEDDEEQQLEALRQFKQAQ
                     QLRIAAGDITEALPVMKVSDHLTYLAEAIIDAVIQQAWNQMVARYGQPSHLQQSEGRG
                     FAVIGYGKLGGWELGYSSDLDLVFLLDCPLDVMTDGDRSIDGRQFYLRLAQRIMHLFS
                     TRTSSGILYEVDARLRPSGEAGMLVSTIEAFADYQRNEAWTWEHQALVRARIVYGSPK
                     LHQQFDAIRQQILCRHREDPQLQQEVREMREKMRNHLGSKQRDIFDIKADAGGITDIE
                     FIAQYLVLRYAASEPRLTRWSDNVRIFESMAHYDIMSPEEAAALTRAYVTMRDEIHHL
                     ALQEQSSKVAADSFIAEREQVAASWHKWLAANDANVS"
     gene            complement(3482391..3483698)
                     /locus_tag="YPA_3138"
     CDS             complement(3482391..3483698)
                     /locus_tag="YPA_3138"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15100.1"
                     /translation="MTVEIELKFIATPAAIAALPEWIESQKNQHFPPQTLANIYFDTA
                     DKRLRQNDIGLRIRGYDGRYEMTVKTGGKVVGGLHQRPEYNVDIDSDQLDLARFPQDI
                     WPEGWAVDLLQAELQPLFRTDFTREKWVITYGESEIELALDQGSISADTLSEPLSEIE
                     LELKQGTQGDLLALAAELAKMGGLRQSNLSKAARGYHLAQGNPPRELRPFLVFQPVAK
                     STVEQGMAGGLESILEHWQYHEELWLRGEPAAKTMIIDALAMVRQSLAIFGGLVPRKA
                     STELRALLIALEPQLEPKSVDAALLCYSVDYLKCKLALTSWLITAGWRPFMDAKAQAK
                     FDGSFKRFCDIMLSRSAADLKEAFGHNLDDDGYLAQLPRLNRQLIAFQLLSGFYPQSE
                     WHPYIDAWFGLQQAIMARQGHWRDTARKEALSQAAFWLNGAVR"
     gene            3484002..3484625
                     /locus_tag="YPA_3139"
     CDS             3484002..3484625
                     /locus_tag="YPA_3139"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15101.1"
                     /db_xref="InterPro:IPR003646"
                     /translation="MQKLRLICLTILSVSLSWGAQAEEKRYISDELDTYVHSGPGNQY
                     RIVGTLKGGDEVTLISVDNGTNYGQIRDSKGKTTWIPLNQLSETPSLRVRVPDLEQQV
                     KTLTDKLANIDNSWNQRTAEMQQKVAASDSVISELQKENESLKNQLIVAQKKVNAVNL
                     QLDDKQRTIILQWFMYGGGVAGIGLLLGLVLPHLIPSRKKNNRWMNC"
     sig_peptide     3484002..3484070
                     /locus_tag="YPA_3139"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.984 at
                     residue 23"
     gene            3484785..3486023
                     /locus_tag="YPA_3140"
     CDS             3484785..3486023
                     /locus_tag="YPA_3140"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA nucleotidyltransferase"
                     /protein_id="ABG15102.1"
                     /db_xref="InterPro:IPR003607"
                     /translation="MNIYLVGGAVRDSLLNLPVTEQDWVVVGATPEQLLKLGYQQVGK
                     DFPVFLHPVSHEEYALARTERKSGQGYTGFTCYAAPDVTLEDDLLRRDLTVNAIARSA
                     DGEFIDPYHGKQDLENRVLRHVSDAFGEDPLRVLRVARFAARFAYLGFTIAPETMSLM
                     SNMAQSGELSALTPERVWKETEKALKTQSPHVYFQVLRDCGALAVLFPEIERLFGVPA
                     PEKWHPEIDTGIHTLMTLAIAAQLSPEVDIRFAALCHDLGKGLTPKEHWPHHHGHGPA
                     GVKLVEQLCQRLRIPNPVRDLAKLVAEYHDLIHTVNKLRPETLLKLFNAIDVWRKPER
                     LEQMIMTSEADARGRTGFENNPYPQGDYLRAAFQIANGVSIQEVVASGLQGLAIRDEL
                     QRRRQQALAEWKQTQETASI"
     gene            complement(3486259..3487077)
                     /locus_tag="YPA_3141"
     CDS             complement(3486259..3487077)
                     /locus_tag="YPA_3141"
                     /EC_number="3.6.1.27"
                     /codon_start=1
                     /transl_table=11
                     /product="Undecaprenyl-diphosphatase"
                     /protein_id="ABG15103.1"
                     /db_xref="InterPro:IPR003824"
                     /translation="MTDMYSLFVAFILGVVEGLTEFLPVSSTGHMIIVGELLGFTGDK
                     AKTFEVIIQLGSILAVVVVFWRRLFGLIGIHFGAVPHEGKTNGHLTLGHILLAMIPAV
                     ILGLAFHDVIKALFDPKSVMYALVAGGVLLLAAEWLKPKNPKAVGLDDITYRQAFAIG
                     CFQCLALWPGFSRSGATISGGMLVGVNRYAASEFSFILAVPMMIGASGLDLYKSLHFL
                     TLGDLPMFAVGFITAFIVALIAIKTFLSLIKRISFVPFAIYRFIVAAVVYWVFM"
     gene            complement(3487351..3487710)
                     /locus_tag="YPA_3142"
     CDS             complement(3487351..3487710)
                     /locus_tag="YPA_3142"
                     /codon_start=1
                     /transl_table=11
                     /product="putative dihydroneopterin aldolase"
                     /protein_id="ABG15104.1"
                     /db_xref="InterPro:IPR006156"
                     /db_xref="InterPro:IPR006157"
                     /translation="MDIVFIEELSVITTIGVYDWEQTIQQKLVFDIEMGWDNRKAAGS
                     DDVNDCLSYADISEAVIQHVGSQRFALVERVAEEVAELLLRRFNSPWVRIKVSKPGAV
                     AQAKNVGVIIERGQRLS"
     gene            3487818..3488468
                     /locus_tag="YPA_3143"
     CDS             3487818..3488468
                     /locus_tag="YPA_3143"
                     /codon_start=1
                     /transl_table=11
                     /product="acyl-phosphate glycerol-3-phosphate
                     acyltransferase"
                     /protein_id="ABG15105.1"
                     /db_xref="InterPro:IPR003811"
                     /translation="MSAIALGMIIFAYLCGSISSAILVCRVARLPDPRTHGSGNPGAT
                     NVLRIGGRTAAVAVLLFDILKGMLPVWIAYLLHIPPLYLGLTAIAACLGHIYPVFFHF
                     KGGKGVATAFGAIAPIGWDLTGLMTGTWLLTVLLSGYSSLGAIVSALIAPFYVWWFKP
                     QFTFPVAMLSCLILMRHHDNIQRLWRGKEGKIWDKLRKKKQKTPAEEAAELEEKED"
     gene            complement(3488714..3489727)
                     /locus_tag="YPA_3144"
     CDS             complement(3488714..3489727)
                     /locus_tag="YPA_3144"
                     /EC_number="3.4.24.57"
                     /codon_start=1
                     /transl_table=11
                     /product="O-sialoglycoprotein endopeptidase"
                     /protein_id="ABG15106.1"
                     /db_xref="InterPro:IPR000905"
                     /translation="MRVLGIETSCDETGIAVYDDKAGLLANQLYSQVKLHADYGGVVP
                     ELASRDHVRKTVPLIQAALKEANLSAKDIDAVAYTAGPGLVGALLVGATIGRALAFAW
                     GVPAVPVHHMEGHLLAPMLEENAPEFPFVALLVSGGHTQLISVTGIGEYLLLGESVDD
                     AAGEAFDKTAKLLGLDYPGGPMLSRMAQQGTVGRFTFPRPMTDRPGLDFSFSGLKTFA
                     ANTIRANGDDDQTRADIARAFEDAVVDTLAIKSKRALDQTGFKRLVIAGGVSANQTLR
                     LKLADMMQKRGGEVFYARPEFCTDNGAMIAYAGMVRLRSNLNSELSVSVRPRWPLSEL
                     PKV"
     gene            3490133..3490348
                     /locus_tag="YPA_3145"
     CDS             3490133..3490348
                     /locus_tag="YPA_3145"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S21P"
                     /protein_id="ABG15107.1"
                     /db_xref="InterPro:IPR001911"
                     /translation="MPVIKVRENEPFDVALRRFKRSCEKAGVLAEVRRREFYEKPTTE
                     RKRAKASAVKRHAKKLARENARRTRLY"
     gene            3490484..3492232
                     /locus_tag="YPA_3146"
     CDS             3490484..3492232
                     /locus_tag="YPA_3146"
                     /EC_number="2.7.7.-"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA primase"
                     /protein_id="ABG15108.1"
                     /db_xref="InterPro:IPR002694"
                     /db_xref="InterPro:IPR006154"
                     /db_xref="InterPro:IPR006295"
                     /db_xref="InterPro:IPR006647"
                     /translation="MAGRIPRVFINDLLARTDIIDLIDARVKLKKQGKNYHACCPFHH
                     EKTPSFTVNGEKQFYHCFGCGAHGNAVDFLMNYDRLEFVESIEELATMHGLEVPYEAG
                     SGTTQIERHQRQSLYQLMESLSAFYQQSLKGQNAKQAREYLKHRGLSEEIIQHFAIGF
                     APPGWDNALKRFGRDGESRTALNDAGMLVTNDTGRTYDRFRERVMFPIRDKRGRVIAF
                     GGRILGDGVPKYLNSPETEIFHKGRQLYGLYEAQVNHPNPTRLLVVEGYMDVVALAQF
                     GIDYAVASLGTATTAEHIQLLFRATDNVICCYDGDRAGRDAAWRALETALPYLNDGRQ
                     LRFMFLPDGEDPDTLVRKEGKDAFEQRMEAAQPLSTFLFETLMPQVDLSSPDGRAKLS
                     TLALPLISQVPGEALRLYLRQQLGNKLGLLDDSQLDKLMPKQIDNANTYQPPQLKRTT
                     MRILIGLLVQNPQLATLIPSLQGLEQAKLAGLPLFIELVETCLAQPGLTTGQLLELYR
                     DNKFSQQLETLATWNHMIVEDMVEPTFVDTLASLYDSILEQRQETLIARDRTHGLNAE
                     ERKELWSLNLALARKK"
     gene            3492390..3494228
                     /locus_tag="YPA_3147"
     CDS             3492390..3494228
                     /locus_tag="YPA_3147"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma factor RpoD"
                     /protein_id="ABG15109.1"
                     /db_xref="InterPro:IPR000943"
                     /translation="MEQNPQSQLKLLVTRGKEQGYLTYAEVNDHLPEDIVDSDQIEDI
                     IQMINDMGIQVLEEAPDADDLMLAENTTDTDDDAAEAAAQVLSSVESEIGRTTDPVRM
                     YMREMGTVELLTREGEIDIAKRIEDGINQVQCSVAEYPEAITYLLEQYDRVEAGESRL
                     SDLITGFVDPNAEEDIAPTATHVGSELSTEEMDDEDEDEDEDDDAEDDNSIDPELARQ
                     KFSDLREQYENARMEIKKNGRNHANAAAEILKLSEVFKQFRLVPKQFDYLVNNMRAMM
                     DRVRTQERIIMKLCVEQCKMPKKNFVTLFSSNETSDTWFNAAVAMGKPWSEKLKDVSE
                     DVQRSLQKLRQIEEETGLTIEQVKDINRRMSIGEAKARRAKKEMVEANLRLVISIAKK
                     YTNRGLQFLDLIQEGNIGLMKAVDKFEYRRGYKFSTYATWWIRQAITRSIADQARTIR
                     IPVHMIETINKLNRISRQMLQEMGREPTPEELAERMLMPEDKIRKVLKIAKEPISMET
                     PIGDDEDSHLGDFIEDTTLELPLDSATSESLRSATHDVLAGLTAREAKVLRMRFGIDM
                     NTDHTLEEVGKQFDVTRERIRQIEAKALRKLRHPSRSEVLRSFLDD"
     gene            3494424..3494500
                     /locus_tag="YPA_r077"
                     /note="tRNA-Met3"
     tRNA            3494424..3494500
                     /locus_tag="YPA_r077"
                     /product="tRNA-Met"
     gene            complement(3494515..3494667)
                     /locus_tag="YPA_3148"
     CDS             complement(3494515..3494667)
                     /locus_tag="YPA_3148"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15110.1"
                     /translation="MEEANASPMIVVSKCGDAVNGHKITNKPHDYPCKISPAYPRNNK
                     GVTLLT"
     gene            complement(3494746..3495084)
                     /locus_tag="YPA_3149"
     CDS             complement(3494746..3495084)
                     /locus_tag="YPA_3149"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15111.1"
                     /translation="MGRTTIHDIATFGNYQIGENEEGQPVFQASWKFKDSKDIKPEHL
                     AAVAELSTGKDGLKIKLHDPKAAIKQLAGMCGWEAPKKAELTGANGGPIQTSNLTPDE
                     AAEAYRKMMG"
     gene            complement(3495062..3495352)
                     /locus_tag="YPA_3150"
     CDS             complement(3495062..3495352)
                     /locus_tag="YPA_3150"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15112.1"
                     /translation="MTLTEEQKALFDALTQLQRRFVTALLEGANQTEAYRRAGGKAKG
                     DGERSKASQLVTNSNVQAFLQSVQHETVNAAIMTYTEALERLTLIDGAHDNS"
     gene            complement(3495369..3495824)
                     /locus_tag="YPA_3151"
     CDS             complement(3495369..3495824)
                     /locus_tag="YPA_3151"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15113.1"
                     /translation="MANLEKAVNEFTRISKSMGYNINPPYTGKLETYDFGRDISPEQP
                     DFWKQYGSFLRISNGSFADGCVFYGMSGGEDDAGLIEFNNALNIPDFKDETMTGLIVI
                     GGNNTDTFYYDPRTGKWEACDRIGTDRVWESCDSLAELIETQIKMLENG"
     gene            complement(3495851..3496321)
                     /locus_tag="YPA_3152"
     CDS             complement(3495851..3496321)
                     /locus_tag="YPA_3152"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15114.1"
                     /translation="MTDIEKAVTTFQAYRAAIGYPKIPPYEGEVIEYDFGRKIESNQP
                     DFWTQYHEFLRLSDGLAADGVYFYGIACEGKLIGNRLIDNNDALRDGEMYDESMDGLI
                     AIGSSNSDIFVYDTNTHKWESRDRIAIDDINESYDTLAELIDSQLQRINIGDAF"
     gene            complement(3496330..3497712)
                     /locus_tag="YPA_3153"
     CDS             complement(3496330..3497712)
                     /locus_tag="YPA_3153"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15115.1"
                     /translation="MSFNLPGMYLYYLSRDNLAPEEYERIISPHAAWARICREYEFDD
                     SHNTSRYLINMREREQRSSPDQPRPGGIREKEKLEKLVFSGDVVMLSDMYGPARLFYI
                     NGEGQLMSTDPHAFRFEGAAKIIKAFDDSVKCRNYQRTGGKPRSTQTRRLKSTTNTIP
                     DRSMVTRASDESGRVLSAKWQSVTDSAKTLWEATPFTHDKATTEAARGRIADGAVGTL
                     EGLGTLMGPSAQEYMAGAFNPEQAAINKVRQQNQQAAGKAIYDNTKGAVTDAYQRNGL
                     AGAAAMVVTASVAELAGTKGLGTVEKVGTLGDVAKLGKAVELEKLEGYLGTYKGQKVL
                     LQNVDVVKMDYVRRSTADRNLLRKEFDNGVRKKFLKDIANNPEVVKRLDAFDRSVLAK
                     GVVPDGYQVHHKLPLDDSGNNNFDNLVLISTRPEHAAFTTTQKHITKNLTPTGTNIVL
                     WPKPQGIIYP"
     gene            complement(3498335..3499114)
                     /locus_tag="YPA_3154"
     CDS             complement(3498335..3499114)
                     /locus_tag="YPA_3154"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15116.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3499114..3500136)
                     /locus_tag="YPA_3155"
     CDS             complement(3499114..3500136)
                     /locus_tag="YPA_3155"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15117.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3500590..3500748
                     /locus_tag="YPA_3156"
     CDS             3500590..3500748
                     /locus_tag="YPA_3156"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15118.1"
                     /translation="MTKKTAHSQITKTQIYRAVASSTAIETGVSVQKIEQQLKQNLAQ
                     AKAVGLAR"
     gene            complement(3500745..3501119)
                     /locus_tag="YPA_3157"
     CDS             complement(3500745..3501119)
                     /locus_tag="YPA_3157"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15119.1"
                     /translation="MAPPVAGECVHQWAGRLRNANLTKDGFQKQFLARSGELKSLARP
                     ELVSYLAECHVEFILIHPFREGNGRLSRLLCDVLAVLAGKGLLDYSLWDEHKAFYFKA
                     IQAGVSGNYSPMMRLVSDILPD"
     gene            complement(3501053..3501256)
                     /locus_tag="YPA_3158"
     CDS             complement(3501053..3501256)
                     /locus_tag="YPA_3158"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15120.1"
                     /translation="MLANKLGIIDEYEMEALESGLLLMLYEQLFIEGPLPTTLAFNSI
                     REWHRQWLGNVYTSGQGDYVTLT"
     gene            complement(3501707..3502639)
                     /locus_tag="YPA_3159"
     CDS             complement(3501707..3502639)
                     /locus_tag="YPA_3159"
                     /codon_start=1
                     /transl_table=11
                     /product="LysR-family regulatory protein"
                     /protein_id="ABG15121.1"
                     /db_xref="InterPro:IPR000847"
                     /db_xref="InterPro:IPR005829"
                     /translation="MDKFSAMTTFAKVVETGSFTRAADVLALPKARVSQRVSDLERHL
                     GVRLLNRTTRSLNLTEDGQAYFAKCQVILQEIDELEGALKGGSVEPRGKLRVEALVSV
                     ARWVIAPSLHEFQARYPNISVRLGGSDRISHLLDNGIDCAIRGGHLEDSSQIARHVCD
                     VHLGLYAAPAYLEAAGAVTHPQELSVHRRISWFTGQRNPFIWSLQSASDAFELPAEEG
                     LLFDDPDVALASCMAGSGICPGAPFAVESWVRAGALVPVLPHWRFKARPIHIIYPSNR
                     HLSARVRCFVDWSLEMMQANTSMRITPWELAERI"
     gene            3502801..3503517
                     /locus_tag="YPA_3160"
     CDS             3502801..3503517
                     /locus_tag="YPA_3160"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15122.1"
                     /db_xref="InterPro:IPR006662"
                     /translation="MMKCDPVKGTCQLPDFKSTETAVPAIRNGVAVHYIGDPMCSWCW
                     GISPTVSKVMAFCEAEGIEFSMTMGGLRAGGGDPWNTAFKDFLHNEWRHIAQVTGQPF
                     GFTLLDAAHFDYDTEPACRAVMTVQLLQTRKNLAPSIALKFFSAIQRKFYVEGKDPKV
                     TDFYADICASIGLDFAEFRNLFEYSEARQAVQEAFLRCRQWSVSSFPTLLLESNNKMA
                     PLATGFVTTEQVLSRLRQRI"
     gene            3503777..3504079
                     /locus_tag="YPA_3161"
     CDS             3503777..3504079
                     /locus_tag="YPA_3161"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15123.1"
                     /translation="MSYILQVDFPYTGPWGNEMTKAMEGLARSIAEEPGLIWKIWTVN
                     ETTNEAGGIYLFSDISAAKAYLAMHTARLKSFGIPHVNGKIFLVNEALSQLDRAPI"
     gene            complement(3504294..3504698)
                     /locus_tag="YPA_3162"
     CDS             complement(3504294..3504698)
                     /locus_tag="YPA_3162"
                     /codon_start=1
                     /transl_table=11
                     /product="putative translational inhibitor protein"
                     /protein_id="ABG15124.1"
                     /translation="MNRRVINPETMYPSVPFGFSHAVEQLSGRTLHIAGQVAWNANGE
                     LVGGQDLLAQTQQVLANLKEVLRYAGATPADVVRLRTYVVNHSPANLAAICAQIGAFY
                     EGADPAANSFIGVQALALPELLIEIEATACLG"
     gene            complement(3504983..3505363)
                     /locus_tag="YPA_3163"
     CDS             complement(3504983..3505363)
                     /locus_tag="YPA_3163"
                     /codon_start=1
                     /transl_table=11
                     /product="putative translational inhibitor protein"
                     /protein_id="ABG15125.1"
                     /db_xref="InterPro:IPR006056"
                     /translation="MKSVIETKNAPSAIGPYSQAICFNGILYASGQIPINPDTGDLVE
                     NDIEKQTRQVLKNIDAVLLQAGTTKDKIVKTTIFITNINNSSQVNDIYADYFKGTIFP
                     ARSTVEVSALPKGALVEIEVIAGV"
     gene            complement(3505379..3506005)
                     /locus_tag="YPA_3164"
     CDS             complement(3505379..3506005)
                     /locus_tag="YPA_3164"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15126.1"
                     /translation="MTQDEIIKSWIPMVEFIARTYGENCEVILHDLRDLDKSIVAIKN
                     NHITGRQIGGTITDFALKLIHEKSWEERDFIINYKGRIPGKSENIRASTFFIKDEEGE
                     IIAMLCMNVDLTSLSLAHKIIGNLMFIEEDNKNDEEVLRNTSITDMLHELITDVLKNY
                     PRAPSLLIMDEKKEIVKKLNEKGVFYLKGQLLRWRCVLKRQSRQFIVI"
     gene            3506005..3506142
                     /locus_tag="YPA_3165"
     CDS             3506005..3506142
                     /locus_tag="YPA_3165"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15127.1"
                     /translation="MQFSTFIYDIHNALFNLKPIKMAILFIIIITFYYYFLLVTLDFT
                     F"
     gene            complement(3506139..3506585)
                     /locus_tag="YPA_3166"
     CDS             complement(3506139..3506585)
                     /locus_tag="YPA_3166"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15128.1"
                     /translation="MVNMMECITVSDVINVSVEEVWKKISAFDEFSDYHPGAVRSFYL
                     HQAADQQGSIRRVEMSDGYVEELLVNIDPKNYHLEYSILKSSFPLDGYSAEIKLIPVT
                     QDNRTFIQWNVSFTTTHPSPEALVAEIKNNVLIAGINGLNDYFSKS"
     gene            complement(3506589..3508040)
                     /locus_tag="YPA_3167"
     CDS             complement(3506589..3508040)
                     /locus_tag="YPA_3167"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15129.1"
                     /translation="MDNEGLIFRGGKNMALLPMLLFIVSCSLFFSVFHVFDMTALAML
                     AFLAIMIGAIFSRNVSHYWKAVISEGIGSEMAVTIATILLIIGMYAKMIAQSGVADSF
                     ALLANHLGLHGGAFTLFTFISVCIVATATGTSVGTLFTAFPVFYPSGILLGADPVVLA
                     SAILCGAIFGDNIAPISDTTVASSSTQTYKHKPGSAEIAGVVAARFRFAIVSAIIAGA
                     LFYFLGSNNIPLAESSLVRDSQASYRSLWMLVPMAVLLIVAMKTRNIFKAIPSGILTG
                     IIIGLLSGIFNLTDIFALDNGNVTGFLYNGFHEMVSTILFVLSLFGIIGILRASKTMD
                     RISAAICSSRLAQSAQGAEWCIAIGSIIATALVGGVTSASILAFGPVANEIGLRKSLH
                     PYRRAVLVDCFAMTLAAIIPFLSAFIFIVSAIISSLQKEYPFIQPVNPIDLSLAAFYP
                     LTLFVVMSFSIIVGWGRSFESKDGSLVKSLPLN"
     gene            complement(3508033..3509265)
                     /locus_tag="YPA_3168"
     CDS             complement(3508033..3509265)
                     /locus_tag="YPA_3168"
                     /EC_number="2.6.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase"
                     /protein_id="ABG15130.1"
                     /db_xref="InterPro:IPR001176"
                     /db_xref="InterPro:IPR004838"
                     /translation="MNTIRRKMRPEFQGLQGGLFSSVKKADVGTAVLDLMANGVDMLC
                     WADPFFPDPVLPEHISQAVIKSMENGSASHYTMPIGNPELKEKIALKLQRYNNLTVEA
                     QRNILITPGSDSGLLFAMMPFINNDDEVLIHSPSYPSNFLNVELLGGKPISVELKAEN
                     NFQIDIKDFENKITEKTKMVILTNPNNPTGTVLRRESLQAIADFIIAHDLILVVDQAF
                     EDAIFDEIEFISIASLPGMWERTVSVFSFSKGMGLSGFRVGYLVADAQIVDVLFGCTV
                     NVVGATNTSSQAGMIAALDEPSFMGEYTQIFERRRKVVFEMMNAIPGVCMVMPESGFL
                     SWIDISKLGTSTFICDYLLQHAHVMVNSGVPYGQGGEGYIRLVHGCYKDDEKLYAVLT
                     RIQQALMQLAKEKGICHG"
     gene            3510031..3510231
                     /locus_tag="YPA_3169"
     CDS             3510031..3510231
                     /locus_tag="YPA_3169"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15131.1"
                     /translation="MENNTLANLTLLEGHPLEDRQLVTQTEKAFRLIMNQKHSGKCSV
                     AVVYDDEPSFLVGFSALIEAVQ"
     gene            3510228..3510563
                     /locus_tag="YPA_3170"
     CDS             3510228..3510563
                     /locus_tag="YPA_3170"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15132.1"
                     /translation="MNNMTSLRKLRWFFCTCLTTAKQALWRGPLILLSAIALSGCSGA
                     EAPSFSVVGSYFPYWMACAFIGIITAVIARVLFIRVGIDEVLPWRLLVYVCLALAVAF
                     ICSLLLFTR"
     sig_peptide     3510228..3510362
                     /locus_tag="YPA_3170"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.990) with cleavage site probability 0.875 at
                     residue 45"
     gene            3510573..3511622
                     /locus_tag="YPA_3171"
     CDS             3510573..3511622
                     /locus_tag="YPA_3171"
                     /codon_start=1
                     /transl_table=11
                     /product="putative HlyD family secretion protein"
                     /protein_id="ABG15133.1"
                     /translation="MNKQQGSGRKRQLALIVAGVIIIAAAISGWLSVRQTTLNPLSED
                     AELGASVVHIASSVPGRIISINVEENSKVRRGDLLFSIEPDLYRLQVEQAQAELKMAE
                     ATHDTQQRTVVAERSNAAITNEQIVRAQANLKLATQTLARLQPLRPKGYVTAQQVDDA
                     ATAKHDAEVSLKQALKQSVAAEALVSSTASSEALVVARRAALAIAERELANTQIHAPN
                     DGRVVGLTVSAGEFVAPDQAIFTLINTEHWHASAFFRETELKHIKVGDCATVYVMADR
                     QRAIQGRVEGIGWGVSSEDMLNIPRGLPYVPKSLNWVRVVQRFPVRISLEKPPEDLMR
                     IGATAVVIVRNDDGC"
     sig_peptide     3510573..3510659
                     /locus_tag="YPA_3171"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.850) with cleavage site probability 0.646 at
                     residue 29"
     gene            3511606..3513507
                     /locus_tag="YPA_3172"
     CDS             3511606..3513507
                     /locus_tag="YPA_3172"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15134.1"
                     /translation="MTTVADGTLGGIIRQAKADLAFFPGRVAMAWRVAVLCALMAMIA
                     MIYGIPESAISCYLIIFVMKPDGVESMVMAVAITILVSLVVGLVFLLIHFTLEAAPLR
                     MAALIVSSFLFLYLGSASKLGPVGSIIALVIAYVMTLLSNIPMGEVATRGLLYAWLMA
                     VSPMLLIIGFNLFFGRAPQTLLRASLAERLSTVAETLRYPNAANMARVGEQLQEGQHE
                     HQQRALFVRIFHLRPSAEAAWLESAVKSSYRLLLVTSALPPTSPEAVRLELAAYCSDA
                     AQAIASGDLAAPPHFAIEDTSDEINEIRNALIALANADNGQDLDAPKSSFFAADALTN
                     PVHQQFALKTTAAALICYLIYTALDWQDIHTAMITCYVAALGTTGETVHKLVLRIIGC
                     LIGALMGVLSIIFIIPHMSDIGQLMALVFGCILVAAWVSCGSERIAYAGVQVGLAFLL
                     TVLQGFGPSTDMGVALDRVLGILLGNLVVYLIFSRLWPVAITDAVHVHISRALKGLTN
                     LAALSPDARPAALREATTVEAEITKAQEELALIPFEPVQFRPSRKECARLQAILAEMG
                     KLCPVLFLPTEKSASDVEQLRQLSAGSDAMTLSDEQGQNSGSLRQELSPINLTIQQRI
                     KRLEELLGI"
     gene            3513512..3515038
                     /locus_tag="YPA_3173"
     CDS             3513512..3515038
                     /locus_tag="YPA_3173"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15135.1"
                     /translation="MMTHAVLTARIAKISLTCSILSWSLLIVGCATDRLDLAPASYTE
                     PWTPDGNARASMGGGNFSVPPNPIVAELAQPPTIKSDHAYSLPELIDIAQRQNPDTRI
                     AWQQARQAALAVGMGEAIFLPIISASVIGGYQRTTTPLPYAIGNEKDLKTTGSAVIPA
                     LALQWLIFDFGQRSALLDAAKQTSYAANVTFNGMHQKLIYDVTRTYFQYGAAQAQSQI
                     AKQTLQNSLKIQDAAEERQKKGIATTVEVALARQQVAQSQLRRVVAKGTERDAYQALL
                     GAMGVSPSLDIKAAYTEDRALPDGISAPTEKMIQLALSQRPDVLASYAAVEAAKAGIK
                     ATEADFLPKVYLAGAVAGGDGHFDIQGLPGISPQTSSSSILVGVSVPLYDGGIRAARV
                     KEAESRAAVAAEGFKKTQELAVREIVVAADTLRSALESNQAALNLVKTSFISYDAALE
                     SYRSGVGTITVANEAANGLLNAQQMSTDAHAASLVAAANLAFVMGKMTNTSPPLELLH
                     "
     gene            complement(3515102..3517285)
                     /locus_tag="YPA_3174"
     CDS             complement(3515102..3517285)
                     /locus_tag="YPA_3174"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosyl hydrolase"
                     /protein_id="ABG15136.1"
                     /db_xref="InterPro:IPR001764"
                     /translation="MSTVYRDATLPIEARIDDLLSQMTLAEKVGQLCQQPMLDYQQHR
                     DDYLAGVRAGRWGSRILADTAWAGNAPGENVDPCQLNEIQRAAVEHSRLGIPLLFARD
                     VIYGQATVLPIPLAQAASWNPELVQQAYRVIAREAASLGIHWTFAPMLDIARDPRWGR
                     TIETSGEDPWLTAQFAAAVVKGFQGDDLSAADSLMACAKHFVGYAAVEGGRDYDTTEL
                     SDNTLHNVHLPPFQAAIEAGVGSVMTGFCDFGGTPVTAHGELIRGWLKQQQNFDGLVI
                     SDWGSIADLTHFGIAQDALRAAELALQAGVDMAMTHEAYEDKLDQLVLQGRIKEALLD
                     DAVRRVLRAKFRCGLFERPYVDEEWHKRELRRPEHLALAQRLAEQSIVLLKNRQALLP
                     ISRTSVPLTLAVIGPHAHSQRQHLGSWCLDGDADQVMSIYQSLCAIAGEVKVITEQSC
                     FSDEMIECAHRADIVILCTGESHRRTGEARNIAELQLPPGQEELIAAVGRTGKPLVVI
                     QCTGRPLPSPATEQYADALLYGWQCGSEAGKAIARIIFGEQVPCGKLPMTVPRSTGQI
                     PIYYGRKPLGKMRDYREYQPYKDLADTPLYPFGFGLSYTRFTYSDLQLSHESLELGAS
                     LRVTMTVTNDGAVAGDEVVQCYIRQYVASTTRPQRELKGFQRISLQPGELGEVSFTLG
                     VRELAFYGQHRRYAQEPSRISVFVGGDSTTPHQADFTLFENLYTV"
     gene            complement(3517336..3517851)
                     /locus_tag="YPA_3175"
     CDS             complement(3517336..3517851)
                     /locus_tag="YPA_3175"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15137.1"
                     /translation="MMSGKKGFFALVLIILLAYLSAWLMVYQQSKRYFDFAEQRYAAG
                     DYILALKGMNKIELYRHDVYSGGYQQVIDDWRHGMLVYRPDFYYQALARSSDLLARAS
                     DQQLAEFIATYTEIDTRFVAEAATCLLARYRQRGERASQRTMEEYLAEAFPAHALRTS
                     SQLDAGCNTDS"
     sig_peptide     complement(3517777..3517851)
                     /locus_tag="YPA_3175"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.966) with cleavage site probability 0.477 at
                     residue 25"
     gene            complement(3517848..3518666)
                     /locus_tag="YPA_3176"
     CDS             complement(3517848..3518666)
                     /locus_tag="YPA_3176"
                     /codon_start=1
                     /transl_table=11
                     /product="putative permease"
                     /protein_id="ABG15138.1"
                     /translation="MRISKKNLLIYSLLIIISLIVLYPFFFMIMNSFKTGSEIINAPN
                     ALPKNFSFNGYIQAFYSLNLGRIFLNTLFISVTVTLVNTLLSAMVAYAIVKMNLPGRE
                     FWIKLILTSMMVPAVLFTIPTYMMLYSWGWVNTFQALIVPGTISAYNIFLLVQFLKQV
                     DNAYLEAARIDGAGEFTIFFKVVLPMIRPALATVAILTFMGSWNDFMGPLLYVRDDSL
                     MTLQLALFKFVNDIPTDNLEQLWAMTTMIAVPVVLVFFFLQRNFIKAFTGIGVK"
     sig_peptide     complement(3518562..3518666)
                     /locus_tag="YPA_3176"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.945) with cleavage site probability 0.673 at
                     residue 35"
     gene            complement(3518666..3519547)
                     /locus_tag="YPA_3177"
     CDS             complement(3518666..3519547)
                     /locus_tag="YPA_3177"
                     /codon_start=1
                     /transl_table=11
                     /product="putative permease protein"
                     /protein_id="ABG15139.1"
                     /db_xref="InterPro:IPR006025"
                     /translation="MKNKNVMMGYLFIAPWIIYFLVFILYPFFLSFQNSFLDINVLSP
                     ESTQFVGLNNWISVSSDELFWRSLFNVIFNQVIFVLLSFVLAMGMALLLHEITHFGGL
                     FRTIMFIPVITSITVAMIIFNFLSSPAGPVQSLLLEWGVLDAPVFWKFERWLPMPLIA
                     VFSTWKWFGIQMIIFLGGIAGISKSLYEAADIDGASWRRKTWSITLPLLKPQIIFVMT
                     MNIINGMQMFIEVLMNFDLHGGPYNAALTPVLYLYKTGFSDMKMGTASTIGLLLAAVI
                     YIFTMLQLKFTQEKEHS"
     gene            complement(3519601..3520845)
                     /locus_tag="YPA_3178"
     CDS             complement(3519601..3520845)
                     /locus_tag="YPA_3178"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar binding protein"
                     /protein_id="ABG15140.1"
                     /translation="MKILYYIAIAIASLPLMAAERLEIMVPSGSYVSFMRNTVTPEFN
                     KLYPEVNLVVSNDEQLDTRMAAGDNPNVYIGVFGYQPAKLAKLGKLAYLDKFPGFAEL
                     NERIDPHFLRENFGRTYYIPWNATTQMMIYNKELFAEAGLDPERPPATWDEFLLAAEK
                     ISALPPRSDGSKVYGTVFWNDVLSFGSWYWNLLAPMYYNVNQGQYQLLNRYGTDIVFD
                     RPDANMAQFMRTMQQAQRFAPLTMEKSFFSRNIGMWLQFGFGWKATLSSAAERPMVVG
                     QDVAIAPIPVQTKGDIHYSVLDGRAIMIFKDEARKEQLSWALLNLLMRDDINLQANIA
                     LGQLPTLKALQDAPYFQSAEAQPFVQQLQHAILSEPFANAMEVANIILANYSKVVLKG
                     EISPEQAVATSAQAARQLLNEH"
     sig_peptide     complement(3520789..3520845)
                     /locus_tag="YPA_3178"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.992) with cleavage site probability 0.991 at
                     residue 19"
     gene            complement(3520922..3521908)
                     /locus_tag="YPA_3179"
     CDS             complement(3520922..3521908)
                     /locus_tag="YPA_3179"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG15141.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MSVTIKDVAKRAKVSISTVSYAINGSPKITEETRLRVLKIAQEM
                     NYTANNNAKMLKAKKSGAIGLFFNSWFGPVYSELVRGIEERVHREHYDLVACSLYGGE
                     QSTAHKYLRDRSVDGAIILTSSFDDRFLQSVASDVLPIVVLDRELKSPHIYNVLIDNF
                     GGAFKAVNALLAKGCRDIYFFSGPEQSYDNQKRLDGFIAALGYHNIQLNRDFIIHSNF
                     TEADAYLKMQALIAAGRVPSAIFSANDEMAIGILRAAKEHNIRVPDDLKVVGFDNIYA
                     SSVLTPSLTTINHHKYEMGVISANTLLRAIKEETNIDAVTLLPTELIERETL"
     gene            complement(3522017..3525370)
                     /locus_tag="YPA_3180"
     CDS             complement(3522017..3525370)
                     /locus_tag="YPA_3180"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15142.1"
                     /translation="MITKSITNVVHSAQGGVLQFNFMQGNMLKNMLAGDIMLNLFDTP
                     RLDMAIANIFLRQLDDSGIVRVTPLLFHNDQLVTYKNAQDEIIWQTTAPDFTAFVTLS
                     FSHEQEETYYYSVRVENHSAQALRYDLIYGQDLSLSDAGATKTNESYCSQYLDHKVFS
                     LDKYGYTVSSRQNLPQSTGNPLLQLGSFSPAVGFSTDGYQFFAKQYKFSHLPTIVTEP
                     SLENRNYQYEMAYVALQLQPVTLSAGDSADSVFYGFYLSHQPEANIAQAFDVARIRAN
                     YRQPQREPATEQASPTQQGYDQRPLSGDKLTAEEIEQLFDGEKQFVEQLDGELLSFFY
                     QEANYVTLAEKERHLERPTGHIISSGNNIDFTNPIMNSTHYIYGVFNSHLTLGNTSFN
                     KLLGVNRNMLNQFKSSGQRILVQIGGEYRILAMPSAYEVGANFSRWIYKLAEGMIQVR
                     AFASQSEPVIQLDIAVSGHSQPLNVIVSHQLIMGNLEEEATVQVERHGDLLQISRTGD
                     DHGPRFSIATRGGFTGVERYVDSDSQGVQYLLLQGQIAQQASIAFGGVLNGVDSRGKW
                     LDFEHERQAYHAQYRALLNDFSVSFSAAPQQAQKLNHAMHWFTHNALTHYSSPHGLEQ
                     PAGAAWGTRDVSQGPIEFFMAMGRYQQVEAILCQTYRHQYLETGTWPQWFMFDEYAQV
                     QQQESHGDIVVWPLKALADYLLATDRVALLDTRLSYTSIKQNFAFTGEQETLLQHVQR
                     QIDHIVAHLVPGTYLSSYGDGDWDDTLQPANQSLRENMVSGWTIPLTLQTLKTLTKAL
                     QAYPQFADFIARIVTLTSNMEADYHKYLIKDGVISGFIHFNQGEAEYLLHPTDTTTQI
                     KYRLLPAKRSIISESFDKEMAEQHMKIIMDNLMYPDGVRLMDRMAEYKAGKQTYFKRA
                     ELSANLGREIGLQYCHAHIRFIEALCKMGMAQELYDNLFKTIPVGIQESVPNAELRQA
                     NSYFSSSDAKFDDRYQAYNNFDQLKTGAVAAKAGWRIYSSGPGIYINQIVSNVLGVRY
                     QAGDLLLDPVISRQFGDVTLNYQLYNLPVTLRIYPQQGEFTPKRVLLDGQSLAFTLQD
                     NPYRSGAALIHRQEIEGRLTAHSQLEIYL"
     gene            complement(3525453..3526556)
                     /locus_tag="YPA_3181"
     CDS             complement(3525453..3526556)
                     /locus_tag="YPA_3181"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transporter ATP-binding protein"
                     /protein_id="ABG15143.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MLHNVNKIYPNGMQVLHDINLDIKDGEFMVIVGPSGCAKSTMLR
                     MIAGLEEISSGELTIADRKCNDVQPKDRGIAMVFQNYALYPHMTVYENMAFGLKVAKK
                     TKAEIAQRVNEAAELLEITDLLQRKPKEMSGGQCQRVALGRAMVRKPAVFLFDEPLSN
                     LDAKLRVSMRLRISKLHQQLRESGRPATMIYVTHDQVEAMTMGERVCILRKGKIMQVD
                     RPMNVYRHPLNKFVAEFVGSPAMNMFSGRIEEYQEQLVIRCGEYRFPLPADKVAKSRS
                     YLGREIDFGIRPEDISISRADVANALTATVIRVDAMGSDEFIYFNLMGQQAICKRPNP
                     EDEIQINETCHFSFNLDKCHLFDKESEKNILYI"
     gene            3526894..3528273
                     /locus_tag="YPA_3182"
     CDS             3526894..3528273
                     /locus_tag="YPA_3182"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15144.1"
                     /translation="MINKRKIVLAAILLTVNGGLFAQSVVIDQLKVSEHLYPKGFESE
                     FQNNLDFYRDGVGVDEKAKVPYDTIRIEGTEIVKGYYTNTTEVGLYLNILTESVKAGN
                     LQALQRIKETLTTLEQAPKWNGLFYWPYDIRDGKLVTNPDEIVPAVDNGNLSFALAGV
                     AGAFLDSSDADKQEIVQRIEAILDGQKPGWAALYDENKGLLSSGWSTKNNASLGYFVD
                     RKGNESRAAVAWAVLATKDMGAKALPVSAFSKMELYTQRYEINGKQYNPLLTWDGAYF
                     QMMMPQIWLNERELMPNYGIVEDHTFIQKVYASKHGIPMVSSSATTDNAYHAFGVPQL
                     SESKVRFKNKIDDGYTGTPHAIALSYIVDPAGAISALKKLKQAYPNIESPYGWYDAVD
                     SSGKISKNILSLDVGMFVGAFLAKEINADVEKYLQSKGDMELLKEMYQSYVPNNYKPL
                     DGLSSSSLH"
     sig_peptide     3526894..3526962
                     /locus_tag="YPA_3182"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.992 at
                     residue 23"
     gene            3528375..3529370
                     /locus_tag="YPA_3183"
     CDS             3528375..3529370
                     /locus_tag="YPA_3183"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15145.1"
                     /translation="MKRLLLSALLITPGTLLAADAQELPLLSGGDAPTIKNSNLDLFG
                     VSRDFGDIIFIDDDRTVNDSAPKRTRVFTGYEYENIKFSNHPAQLYSTLVFADGSTKI
                     TDSFSMGYVLRETTIYDGPRNNAFAGSDKSRRDSFMEIQLLPKYINWVNENLSYGAEL
                     GYERFTDAKDAPEKQMYHIRPEINLGFGRNFLHLNAELGWIDRTDRGAYIETEPLYLY
                     RVTDNFNIGAKAYYHAEDNDYRWRETAIRPLIQYRFANSTYLELRWEIGGIRTHDGSG
                     YNYNNYGLYTEIPFNPTISFMADLQYKDQKQHRGNEWSWGDKEDIFAKVGFILNF"
     sig_peptide     3528375..3528431
                     /locus_tag="YPA_3183"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.929 at
                     residue 19"
     gene            3529430..3531715
                     /locus_tag="YPA_3184"
     CDS             3529430..3531715
                     /locus_tag="YPA_3184"
                     /codon_start=1
                     /transl_table=11
                     /product="putative autotransporter protein"
                     /protein_id="ABG15146.1"
                     /db_xref="InterPro:IPR006315"
                     /translation="MNNHKIWRLSAVAVALLISGNSYADQTLHFAQQPHNTGDHTVIA
                     APEVNNFSLADLTANAEGQAVDATNAGALPLRVEPTQGDAQANGVLVTSGTFTNQAQG
                     SITVSASSQDQHAVASGLQATDAYWSTLRNQGSIRATSNSLHGSAEVYGIQAGLAFSD
                     AAGDHYGDHMMLSNEGVMQVSATAEQDAFASGIYTNAGNGVVNNGRLDVSAHASAGDA
                     RATGLHTLSANPGVDPDPWNPANPTHLMSNNGSLSVTASGNNATASAISTEGEGVYIY
                     NNGTLIVDAFSESAQGGASAYGIHVLNGSATINSSGRILATATGGSQQQAYEVMADGS
                     VVNIERYTLALGNETPWAVSNGGSIVLGNGTQGADLVLMAGQASEGFAYGKEYSLDNL
                     AYDTTSGQQSTVGGSIAGLYGITPDIKVIHSGSSSSSLGSAALVYAPDVSHAGVSALA
                     QRSSMEQASNIISSQLHSQLVSNAGCNQKLESADSCVFITPYAGEYRRDPVTSGYSGQ
                     RYGVLLGQNQHFGDFQLGWHGGYESASTDFNGTSVGRKEEINTLMLGVQGGMKLSESL
                     FIAATSTWFSSDTDYSDSNTYYGVGSQSGSYDSSGLYTDVSVGNSWQLNRNYAMTPMV
                     GLTHIWQQRDGYTVSSNNKNYDLIDTRYSSYSDHAVALHAGVRLDGRYPLTNETLLKP
                     FFNVGFQQMLYGDEITIDQSIPNSPVVGVSTKDKTTQGTFDLGMALVSDNGVSASLQL
                     SGMVNSDRQDFTGWANLGWAF"
     sig_peptide     3529430..3529504
                     /locus_tag="YPA_3184"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 25"
     gene            complement(3531983..3532147)
                     /locus_tag="YPA_3185"
     CDS             complement(3531983..3532147)
                     /locus_tag="YPA_3185"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15147.1"
                     /translation="MGARVNAGTIDVQAQNITLSAATDSLSVTGGSSSKRHTAALNLY
                     CTPPKFRLAA"
     gene            complement(3532211..3532966)
                     /locus_tag="YPA_3186"
     CDS             complement(3532211..3532966)
                     /locus_tag="YPA_3186"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hemagglutinin/hemolysin"
                     /protein_id="ABG15148.1"
                     /translation="MRRTYKGKLWGIAWGPEMKLRPNNQYASSITAKTLTGSGTVINN
                     TVINNGTAPGAIVAPRDRDSTGKNIAVEFNGIALTLPRSGLYQLKTDKGDYAPGPEAA
                     LSLANISPPSSLDATGPRGVPPPSDDLNRTGLVTPDRAVSGGYLVETHPAFASLNNWK
                     GSDLYLQQLSSDPSVIHKRLGDNAYEQRLLRDQVLALTGRTVASDYRSEQAQFEQLFA
                     AGVQYRKAFNLAPGTRLSAEQMATLTGNIVLME"
     gene            complement(3532999..3533430)
                     /locus_tag="YPA_3187"
     CDS             complement(3532999..3533430)
                     /locus_tag="YPA_3187"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15149.1"
                     /translation="MRFADMLLSIAEIQKKVDEMALRAGLPRHSVNLCTEPIGEGTPY
                     ITFENNMYNYIYSERGYEFSRRVTKSLDELLYWIMSELAHKAAFQYELDHRVEGRDGR
                     RIAFPKFIELMANMNSAWESEARHEIQKILAESPYDDSLYT"
     gene            complement(3533511..3533738)
                     /locus_tag="YPA_3188"
     CDS             complement(3533511..3533738)
                     /locus_tag="YPA_3188"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15150.1"
                     /translation="MSMVVVGSGGSANLSMSRDQLRSNFDSVQEQTEKNAVENNFLSA
                     TKNEKLMKALNDQKEDKTLACYTRKNCSRFR"
     gene            complement(3533793..3533942)
                     /locus_tag="YPA_3189"
     CDS             complement(3533793..3533942)
                     /locus_tag="YPA_3189"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15151.1"
                     /translation="MNFGKEYGLSLFVSSNKSQGNDRGDGTFWTETQLNSGGTLSLKS
                     GRDLL"
     gene            complement(3534234..3544121)
                     /locus_tag="YPA_3190"
     CDS             complement(3534234..3544121)
                     /locus_tag="YPA_3190"
                     /codon_start=1
                     /transl_table=11
                     /product="putative adhesin"
                     /protein_id="ABG15152.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR008638"
                     /db_xref="InterPro:IPR010069"
                     /translation="MNKNLYRIVFNQARGMLMVVADIAASGRAASSPSSGVGHTQRRR
                     VSALSPLSFRLLIALGCISLSAQAAIVADGSAPGNQQPTIISSANGTPQVNIQTPSSG
                     GVSRNAYRQFDVDNRGVILNNGRGVNQTQIAGLVDGNPWLARGEASVILNEVNSRDPS
                     QLNGYIEVAGRKAQVVIANPAGITCEGCGFINANRATLTTGQAQLNNGQLTGYDVERG
                     EIVIQGKGLDSRGQDHTDLIARSVKVNAGIWANELNITTGRNQVDAAHQNINTNAADG
                     RHRPAVAVDVANLGGMYAGKIRLIGTETGVGVHNAGEIGASAGDIVITADGMLVNRGQ
                     ISSAQQLAVNTPSGIENSGVLYGKGNTQLTTAGKLSNSGTVAAAGDTLIRAAEVNSSR
                     NSVLGAGIKSDNSAITRGTLDIKARGQLTAQGKNISGTAQTFNANRIDLSGSQTQSGD
                     LTFTTEGGDIDLTGANLFANRRLSVSTPSLLRTDKANLFAEQIALDAQALANVGGVIT
                     QTGLTDFNLNLPGDIDNRDGTLLTRGNFLLQAEHLTSNSQSLLGAGIQSDGKLAPRGD
                     LNVTTRHALIAQGKTLTAGTLALSGSRLDLTDSLTQAKYMRLTATEGDIALTGATVMA
                     ANTLFADTRQILRSDKAYLTADQINLTAYSLSNVEGRVVQKGSGDFRLDLPGYLDNRG
                     GVLLTKGNLALQAERLTSNSQSLLGAGIQADGSKASKGDLQANTTQALIAQGQNVAAG
                     TMTLSGSRVDLTGSQTHASNITITARDGDVTTREATLITPGTLSMTAVANPEQTLNNR
                     GGKLHADNIQLNLAKLENSNGEIAAATDLWLRLQSDFIHQAGARLTAGRDLLFNSRGA
                     LINQYKLEAGRDMQLTALSIRNTSADRNTNADNSSLLAGRGLSLSTDSLFNRGAIYTT
                     GVGQFTVNGNTENIGEIYTEQQLTFTATGNLANRGVMQTRGEMQLSAQGDVNNSGMLY
                     SAGDQMRLSIAGNLTNEGKLHVANGEMRLLTEGNLDNRGSLYGAGNSDITTQGNAVNT
                     GSVYTQGALQWLTKGSVRNSASIAALGDLQLRANDLLSDNQSLMAAGLKADGSRSDSG
                     NLAVSTEQALIAQGQNIAAGSLALAGSQIDLTGSQTQANAISLTAKSGDITLTSAVIK
                     AATQLLVTQLAATRSSFIPPSSIPPSSTQSSSTQASASPSAWLRTDKASLIADQLTFD
                     VQALSNLGGVIAQTGATDFNLNLPGYLDNRGGTILSKGNVAIQAQGLDSDSGSLLGAG
                     VQSDGKLTNAGDLAVTVRQDLIAHGQSLAAGAMTLTGSGVDLTGSQTQARGITITANK
                     GDVSTQRANILSLGSLAINAGANAGQTLNNQGGSLQANNIALNLGQLDNRTGKIAASQ
                     DLVLGLQSDFNILADSTLQAGRDFSFTTHGALTNDGQLLAGRKLSTRSNSLLNNGNIR
                     AVQADLRASGALTNRGEILTRGGLSTDANTLFNSGTLIGATATLNARERITNSGPNAL
                     IGATDKNGTLALLAPVIENSDTVTRTDTAPTTTLLGMGKVILAGGQDNSGNYSSAAQV
                     LNLSGLIESGNDLLVYAKTLTNRRQILTATTDFIVGDTETGAAYWTAENPDIPGGRYT
                     QPPAGGPMNSDYIGTNYTSTVAYNRIDQISPEAQLLAGGNLTLQVGTLENNWSKVSAQ
                     GVIDLTGVTLQQDDWGSQQRLVEQTTSSGEYRYRTYKGKLWGIAWGPEMKLRLNNQYA
                     SSITAKTLTGSGTVINNTVINNGAAPGAIVAPRDRDSTGKNIAVEFNGIALTLPRSGL
                     YQLKTDKGDYAPGPEAALSLANISPPSSLDATGPRGVPPPSDDLNRTGLVTPDRAVSG
                     GYLVETHPAFASLNNWKGSDLYLQQLSSDPSVIHKRLGDNAYEQRLLRDQVLALTGRT
                     VASDYRSEQAQFEQLFAAGVQYSKAFNLAPGTRLSAEQMATLTGNIVLMENRDVAGQT
                     VLVPVVYLAGVKPGDLRANGALIAAENISLTEVQGFANAGAISASNNLQISMAKDITL
                     NNRCGLLQAGNHLQLSTLNSDIDLTSARLNATNLQLDSGRDVILRTASDQYSSGNGAV
                     QRTQTILGPLASLNISNNAVITAQRDFIQQGAGINIGKDLQVNTGGDWLLSTVQRSDQ
                     ISAQYGGGSATSGSLRHLGSEVKVGGALSANVDNLTAVGARVNAGTIDVRAQNITLSA
                     ATDSLSVTGGSSSKRHTSSVNLYDETLLGSQLNATGDINLQTVNDITLSASAVQTDGA
                     LKLAAGGDVTLTSQTEQHDEQRNHTGTKKGLLSSTTTRSEEGRSQTLAVGSMLSAGSI
                     DVSSQNIAVAGSSVVADKDIRLRAQENLTVSTAQQSESGSQLFEQKKSGLMSTGGIGV
                     FIGTSRQKTTDQTQTVSHVGSTVGSLTGNVRLEAGNQLTLHGSDVVAGKDLALTGADV
                     AISAAENSRSQQYTAESKQRGLTVALSGPVGSAVNTAVTTAKAAREENTGRLAGLQGV
                     KAALSGVQAVQAGQLVQAQGGGITEMVGVSVSLGSQKSSSQQQQEQTQVSGSALTAGN
                     NLSIKASGSDILIAGSQLKAGGDTRLDAARDVQLLGAANRQKTDGSNSSRGGSVGVSV
                     GGSGLSVFANANKGQGNERGDGTFWTETTVDSGGMFSLRSGRDTALTGAQVSAETVKA
                     DVGRNLTLQSQQDRDNYDAKQSRASGGISVPVAGGGAAVNLSMSRDRLSSQYDSVQAQ
                     TGIFAGSGGVDIRVGEHTQLDGAVIASTAAADKNTLDTGTLGFSDIKNKAVFTVEHQG
                     GSLSTGGPVGSDLLSNLGGMVLAGLGNGGYAEGTTQAAVSEGTITVRDTENQQQNVDD
                     LSRDTGNANGSIGPIFDKEKEQNRLKEVQLIGEIGGQALDIASTQGKIIATHAANDKM
                     KAVKPEDIAAAEKQWEKAHPGKAATAEDINQQIYQTAYNQAFNESGFGTGGPVQRGMQ
                     AATAAVQGLAGGNMGAALTGASAPYLAGVIKQSTGDNPAANTMAHAVLGAVTAYASGN
                     NALAGAAGAATAELMAPTIISALGWDKNTLTEGQKQAVSALSTLAAGLAGGLTGDSTA
                     DALAGGQAGKNAVENNLLGGNEFTHTQFVQKHGADVLSCADNPSNAACQRGIAENKAY
                     IAALATGSVALLPGSSQAMWALGAGTNAGMQYADNGKINPVNSVAAGWINVITMGQGW
                     KGTIAWNAAGGALINAINGGDPLTGAITNGTGAGFGYGVGNYVVKPAANTLGKWITGG
                     WNPKFDPNLLKYAEVKGQLGISKEMLPSKIPSAVGNAGGSLSSEFGSSLIQQKKDAME
                     DSK"
     gene            complement(3544166..3545854)
                     /locus_tag="YPA_3191"
     CDS             complement(3544166..3545854)
                     /locus_tag="YPA_3191"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hemolysin activator protein"
                     /protein_id="ABG15153.1"
                     /translation="MSRFYYSILVAGVLLKIVAIPDASYGAELAPVQQSIHQQERQRA
                     LEERLAPPTPDVRLSAPSAFFSRIIFPLETPCFVINRIKISGAEPLPRWLPLQRIADQ
                     AQGQCLGAKGINLLMSQMQNRLVDHGYVTTRVLAPQQDLNSGTLALNVVPGKIRGVEL
                     TPDSNRYVTLFSAFPARAGTLLDLRDIEQGLENLQRVPTVQANMVLIPGSAPGETDII
                     LNWQQRKMWRLAASLDDSGTRSTGRYQGGATLFLDNPLSLSDLFYVSAGGALQRRGDK
                     GTNNLTGHYSLPFGYWTAGMTASRYDYYQAVAGLNGDINYRGESENVAFQLSRLLHRN
                     ASQKTTFTYDVLTRSSKNYINDTEVEVQRRRTSAWRIGLQHRHFISQAILDAGISYQR
                     GTRWFGAIPAQEEYFGEATALSKILRLNAQLDIPFVVMAQNLHYNLQYQRQSTNTPLT
                     PQDQFSIGGRWSVRGFNGERTLIADRGWWVRNDIGWYLPLPGHELYVGVDYGEVGGRS
                     GAYLLGRHLAGSAVGVRGNVLNTRYDLFAGKPLSKPNGFKTDSLAVGFNLNWLY"
     gene            3546569..3547207
                     /locus_tag="YPA_3192"
     CDS             3546569..3547207
                     /locus_tag="YPA_3192"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tellurium resistance protein"
                     /protein_id="ABG15154.1"
                     /db_xref="InterPro:IPR002035"
                     /translation="MRRLPVYLLLDTSGSMTGEPIEAVKNGVQMLLSTLRQDPYALET
                     AYVSVITFDSSARQAVPLTDLLNFKLPELVANGTTALGDALSLTAKCIGNEVQKTTAD
                     TKGDWRPLVFIMTDGSPTDDWRKGLSDFKAARTGVVVACAAGHAVETKVLQEITEIVL
                     QLDTADSSSIKAFFKWVSASISVGSQKVESGKKEVIGLDDLPPPPPEVNVVL"
     gene            3547240..3547881
                     /locus_tag="YPA_3193"
     CDS             3547240..3547881
                     /locus_tag="YPA_3193"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tellurium resistance protein"
                     /protein_id="ABG15155.1"
                     /translation="MSVSLHKGQGVSLRKNEYDLSSVTIGLGWDINEEKKGILGSLFG
                     KKEEEYDLDVIAFLCNAQGKVTDLGNVENGKPSLVNGDIIFFNSLRHKSGQIWLTGDN
                     RTGAGDGDDEQIIVKLNTLDPKYEKIVFIVQIYNGSKLQQHFGKVQNAFIRAVDAKNI
                     EMARFNLSGGPAFNQQCSMLFAELVRESTGWKLNAIGEPSDSDTFVTHLKNYL"
     gene            3547820..3548521
                     /locus_tag="YPA_3194"
     CDS             3547820..3548521
                     /locus_tag="YPA_3194"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15156.1"
                     /db_xref="InterPro:IPR002035"
                     /translation="MPLVSLLILTPLSLILRTTSDMRRLPVYLLIDTSGSMRGESIHA
                     VNVGIQAMMSALRQDPYALESVHLSIITYDNQAREYIPLTALENFQFTDITVPSAGGT
                     FTGAALECLIHCVDRDIQRSDGDQKGDWRPLVFLMTDSTPSDVYAYGEAIKEVKKRAF
                     GSIIACAVGAKAKHEHLKQLTSQVVALETLDSTAFSGFFKWVSASVAAGSSSAGINTG
                     QDNLPPPPPEIQLVL"
     gene            3548623..3549606
                     /locus_tag="YPA_3195"
     CDS             3548623..3549606
                     /locus_tag="YPA_3195"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15157.1"
                     /db_xref="InterPro:IPR002035"
                     /translation="MRRLPIFFVLDCSESMIGENLKKMNDGLQMIINDLKKDPHALET
                     AWISVIAFAGVAKTIVPLVEVVSFYPPRLPIGGGTSLGAALQELTRQIDTQVRKTTEE
                     RKGDWKPVVYLLTDGRPTDDTTAEITRWKTHYARKVNLIAIGLGPSADLNILRQLTEN
                     VLLFNDTQEGDFTQFIKWITASVSAHSRSVGEESPPLLNQTDYIVKLAKDDVARAYDE
                     NCVTLIGRCSKSRRPYIIKYERPAVNLSSLNFKLNINGFNLAGCLPIDEDYFAWSDES
                     VSSQQVNTSDCMAHLVAHIAATAVHLPCVTAVNCSVSMARMMLSARGVIEG"
     gene            3549662..3551395
                     /locus_tag="YPA_3196"
     CDS             3549662..3551395
                     /locus_tag="YPA_3196"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15158.1"
                     /translation="MDINDNLHQDDLRQDDVYQKVLRLLLDEAGIVLPETELVALKQD
                     TAIRSLLNDLLASVSAKAEHLALANNETAIDDRQPLVSLSEEKSHEVIGSEENIVKEP
                     DQHNERLLLAETLSAKTLEPNPPADVLPPIEIHHKVPVEEESWQAMLFSPIEQHANTA
                     SSAAGTKLLRPGQIPVGMPNPANCPPQYTQPKAKINIANARVGTPFHSDVDISLDNGA
                     KAEILDLSFAKDIGLIFDQATSSLSGTPTESGDIEATVTWSCHSAPYFSTKVLFIVNP
                     DPRSLWKILEPPADDHYFKENVDHKLISAPGVNIAAASRRGRSHEHVGSFRDDDFFIS
                     SNHDTGWNIMLVADGAGSAKNSRKGSQIVTETVGHYLSAQLSGDKGRELKERIINWTP
                     EDQRVVGETFIRQFHHASVIAINNIKNESLIAEETVKSYSTTLLATVSFRTGTELFAA
                     AFWMGDGAIAAYGPVGRVRILGTPDSGEYAGQTRFLDVDAVGDPEFSKRVSIGKWTGI
                     SHLVLMTDGVSDPRFETDNGLQNPQKWDALIAEISPCLNDNPQAAEQLAEWLNFFSPG
                     NHDDRTMVVSW"
     gene            3551427..3552926
                     /locus_tag="YPA_3197"
     CDS             3551427..3552926
                     /locus_tag="YPA_3197"
                     /codon_start=1
                     /transl_table=11
                     /product="putative kinase protein"
                     /protein_id="ABG15159.1"
                     /db_xref="InterPro:IPR000719"
                     /db_xref="InterPro:IPR008266"
                     /translation="MANIVTCTTKDGETIQYVDEIIGSGSMKDVYFSPDKSYVVAFYK
                     KPQNDQAKERIDMITGRYRQNIFEQSGGEYWKDLFCWPTHVVEHNGKIGIVVPSYQNH
                     FFFKYGSKNNDFLGIKGREKEGKWFASANNQNKFLDPRERGNILNYLKVCLLLTRAVR
                     RMHAAGLCHSDLSYKNVLIDPEQGHACIIDVDGLVVPGKFPPDVVGTPDFIAPEVVKT
                     SHLLKEDPQRILPNITTDRHALSVLIYMYLFYRHPLRGGKIHDMDDEVRDESLAMGER
                     ALFIEHPTDRSNAVKLNQVKPSSLPWADPQKVPYTIMGPYLTQLFEKAFIDGLHDPSK
                     RPTADEWETALVKTVDLIQPCQNTACEQKWYVFSGKTKPVCPYCGTAFKGKLPILNLY
                     SSRKAGSYRPDDHRLMVWNGQSLYAWHVNRLIAPNERTSEAQKKRVGYFVFHNDQWWL
                     VNEGITGLMSLPDKKTIGIGEKLALTDGAQLVLSTEEGGRLVVVQLVAN"
     gene            3553317..3553886
                     /locus_tag="YPA_3198"
     CDS             3553317..3553886
                     /locus_tag="YPA_3198"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15160.1"
                     /db_xref="InterPro:IPR006187"
                     /translation="MLNIDQKYLTNLDESALKKQRIFMRIVAVLLLLGGIFCLINPLA
                     SGAALSMVIGILLLLSGIAMIVGMIANRSDNFWPMVAGILLGVAYIVMGYVFITNPAI
                     GMISLAVVLAVLFAFGGVLRLINGFKDLKRPGAWLQILLGVLDLVITYLLVSAGPLMS
                     ITMVTTLVGIEMLFSSFSCFMVASLFKRS"
     sig_peptide     3553317..3553457
                     /locus_tag="YPA_3198"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.790) with cleavage site probability 0.504 at
                     residue 47"
     gene            3554099..3556120
                     /locus_tag="YPA_3199"
     CDS             3554099..3556120
                     /locus_tag="YPA_3199"
                     /EC_number="1.3.1.34"
                     /codon_start=1
                     /transl_table=11
                     /product="2,4-dienoyl-CoA reductase"
                     /protein_id="ABG15161.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR000759"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /translation="MLAYPHLFTPLDLGFTTLKNRILMGSMHTGLEELPDGPQRLAAF
                     YAERAAGGVGLIVTGGIAPNMKGGVYQGASVLNDAAQIPHHQVVTEAVHQAGGKIALQ
                     ILHAGRYSYQKHPVAPSALQAPINPFVPQALSHEEILQTIADFAHCAQLAKQAGYDGV
                     EIMGSEGYLINQFLTARTNQRDDEWGGDFTHRMRFAVEIVRAVRQATGHDFILIYRLS
                     MLDLVEEGSNWVEIEQLAQAVEQAGATVINTGIGWHEARIPTIATMVPRAGFSWVTRK
                     LMGKVNIPLITTNRINDPAVAEQVLADGCADMVSMARPFLADAAFVQKAAQGRADEIN
                     TCIGCNQACLDQIFDGKLTSCLVNPRACRETEMPELPTDAPKRLAVVGAGPAGLAFAV
                     TAARRGHQVTLFDAAAEIGGQFNIAKQIPGKEEFYETLRYFRRQLVLNGVTLQLNTLV
                     QVKQLAEFDEVILACGIQPRLPCINGIDHPKVLTYLDVLRDKKPVGQRVAIIGAGGIG
                     FDTAEYLSQSGDSPRFDSTAFSTEWGIDQDLAHRGGLSPAGAKVPPSPRQIFLLQRKA
                     SKVGEGLGKTTGWIHRTSLAMRGVKMLNSVSYEAIDDKGLHIIRAEQACCLPVDTIII
                     CAGQEPRRELHQPLLDMGKTVYLIGGADKAVELDARRAIDQGTRLALAI"
     gene            complement(3556236..3557423)
                     /locus_tag="YPA_3200"
     CDS             complement(3556236..3557423)
                     /locus_tag="YPA_3200"
                     /EC_number="2.1.1.171"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA m(2)G 1207 methyltransferase"
                     /protein_id="ABG15162.1"
                     /db_xref="InterPro:IPR002052"
                     /translation="MSQLDLGTQSLELERFPPQENSNTLQAWEAADEYLLQNIDLSQI
                     DGRPVLVFNDQFGTLACALHAYRPFSSSDSYMSQLATAHNLRLNHLDESAVTLLSSVD
                     DLPEAPKLVVIKIPKALALLEHQLRALRRVVAPDTVIIAGAKSRDVHNSTLQLFEKIL
                     GPTKTTLAWKKARLIHCEVADIPLADAPETIDWPLPNTDYIIHNHANVFSRNNLDIGA
                     RFFMEILPYDVTGKIADLGCGNGVVGLIALEQNPLAEMLFVDESYMAVASSELNITVN
                     RPQDLSRCEFMVSHGLAGVERESLQLVLCNPPFHQQHAVSDHVAWQMFCDAKRCLKAG
                     GELMIVGNRHLDYFHKLKRLFGNCETLDSNQKFMVLKSVKQASSRSEGGGSGSLDMSY
                     SDF"
     gene            3557892..3560876
                     /locus_tag="YPA_3201"
     CDS             3557892..3560876
                     /locus_tag="YPA_3201"
                     /codon_start=1
                     /transl_table=11
                     /product="putative autotransporter protein"
                     /protein_id="ABG15163.1"
                     /db_xref="InterPro:IPR006315"
                     /translation="MKNSNRSPKNISRNFKHHKETSLSSKNKSPIATCVAAALFIFGS
                     SSVIANPDHEGIVVGKSILNKKQSAVNAIINEGNSLVLTDSASAEHTAVNTGSIFTLK
                     EDSTADITSVTGGFFSLSGSSKANINTVLSGGWLEVNDDASITETTISSDIEKKSTVR
                     LYQDGSATKTTVGDNGILYVSGDSRAEETHVTKGGKLIVYSESQGPTLKNTQIAGTLT
                     LKSDVTLEGKTEFVSSATIKTTGHLIDNQGQLIFNSDKDIVIEAMIDGQGSLTKENPL
                     TTLTLSSAGDAWVASYVYSGETHINAGNLKLANTHFFGSPISGNPNTRLILEKSTLDT
                     TVQGSSVFIDKHSIWNMLGDSNIHHLDILDSGRHDLNNPGKTGNQLIINGDYFSDNGT
                     LIFHSQLAGDDSVTDHILIKGNTGGHTNVRVINVNGEGNKTDSGIQLIEVRGISDGEF
                     SQVGRITAGAYEYRLGRGKDELSKNWYLSSDITDYSSDGVPEAELPGILVLKSDNAAV
                     FSAKLADYALQAVGGVVDSFTQPETSPPSNTPELTVPDPKRANAAAFSAKLADYALQT
                     VGGVVDSFTQPETSPPSNTPELTVPDPKRANAEAFSAKLADYALQAVGGVVDTFTSPE
                     QTEQTTATPDSTPKSTDSAVKPASTPKPTDLAVKPANTVISNAKTAAPKRQTLVHTPE
                     NGSYIANIAMARNLFTTRLEDRTSHYLYKDIVTGQWQPTSMWMHTQGGRSQFGHTVEQ
                     LNIKGNYYSVQLGGDIAQWATNEQGSGRIGMLAGLGKATNHSHSKVTSYHSRGAVDGY
                     NLGIYATWFADQQHNTGVYIDTLAQYSWFNNAVNGQDKAEEKYKSSGFTTSIESGYTF
                     NLANSDQLSYFIQPNAQITWAGINAQTHKTADGAVVSYRNNGHFITRIGAKAYLQTHD
                     TLNTKFTPFVAVNWIHQNQNTGTTISGQGIDNKIQNSTEFNVGVESQIDQQLHIWANI
                     NHQIGRYNYTDTNALVGVKYHF"
     sig_peptide     3557892..3558041
                     /locus_tag="YPA_3201"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 50"
     gene            3561115..3561624
                     /locus_tag="YPA_3202"
     CDS             3561115..3561624
                     /locus_tag="YPA_3202"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15164.1"
                     /translation="MSVLTYLQGYPEHLQTQVRQLITEQRLGNVLRQRYPQPHDYNTD
                     KTLYHYTIELKNQYLRNAQPLSKVAYDNKIQVMKHALGLHTAISRVQGGKLKSKAEIR
                     VATVFKNAPEAFLKMIVVHELAHLKEKDHNKAFYNLCCHMEPQYHQLEFDTRLYLTHL
                     DLFGSIYAY"
     gene            3561827..3562822
                     /locus_tag="YPA_3203"
     CDS             3561827..3562822
                     /locus_tag="YPA_3203"
                     /codon_start=1
                     /transl_table=11
                     /product="putative MocA-family oxidoreductase"
                     /protein_id="ABG15165.1"
                     /translation="MIRFAVIGTNWNTARFVDAAHESGKMKLVAVYSRKLDQAQTFGD
                     DYHVTDCFDNLEALAASDLIDAVYIASPNALHYSQAKLFLSHKKHVICEKSLASNLAE
                     VESLIACAHQHQVVLFEAFKTAYLPNFIQLQQALPRVGKLRKAFINFCQYSSRYQRYL
                     NGENPNTFNPAFSNGSIMDIGYYCLASALALWGEPKSVWASASLLPSGVDAHGTVSLN
                     YGDFDVIIIHSKVSQSDIPSEIQGEDGSLVIESISECLSVAFTPRGSHSQDLTQPQHI
                     NTMLYEAEAFARLVENNRVDHDGLHLSLLTSRIQTEIRRQTGVIFPADTQYPAAS"
     gene            3563294..3564613
                     /locus_tag="YPA_3204"
     CDS             3563294..3564613
                     /locus_tag="YPA_3204"
                     /codon_start=1
                     /transl_table=11
                     /product="putative symporter protein"
                     /protein_id="ABG15166.1"
                     /db_xref="InterPro:IPR001991"
                     /db_xref="InterPro:IPR002016"
                     /translation="MKGINGQNILNFTWEEALLEAMEKTQSVFIRFIVNGSLVKQILI
                     GLVAGIVLALVSTPAAIAVGLLGSLFVGALKAVAPVLVLMLVIASIANHKKGQKTSIR
                     PILFLYVLGTFSAALVAVVVSFIYPSTLILVAESADITPPSGIVEVLHGLLNSIIANP
                     IHALLNANYIGILAWAVGLGIALRHAADTTKALINDMSDAVTLVVRVVIRFAPLGIFG
                     LVASTIAATGFGALQLYAQLLVVLIGCMLLVALVVNPLIVYWKIRRNPYPLVFACLRE
                     SGVTAFFTRSSAANIPVNMEMCKKMNLNEDTYSISIPLGATINMAGAAITITVLTLAA
                     VHTLGITVDLPTALLLSVVAAICACGASGVAGGSLLLIPLACSMFGIPNDVAMQVVGV
                     GFIIGVLQDSAETALNSSTDVLFTAAVCQAEDAKLANPDPLAAGKSV"
     gene            3564814..3565272
                     /locus_tag="YPA_3205"
     CDS             3564814..3565272
                     /locus_tag="YPA_3205"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15167.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3565390..3565920)
                     /locus_tag="YPA_3206"
     CDS             complement(3565390..3565920)
                     /locus_tag="YPA_3206"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15168.1"
                     /translation="MTFYWFAQAVGVLAFFVGITMFFNRDERRFKQQLSVYSAIIGCH
                     FFLMGASAAGSSALLNSLRTLISTKTRSSRVMVVFIILTLALGIWRMQHAVEILPIFG
                     TVISTWALFRTSGLTTRSVMWISTACWFIHNVWLGSIGGSLIEGSFLLLNGFNIIRFR
                     RLQLQGIDPFEIEKKA"
     gene            complement(3566073..3567563)
                     /locus_tag="YPA_3207"
     CDS             complement(3566073..3567563)
                     /locus_tag="YPA_3207"
                     /EC_number="4.2.1.7"
                     /codon_start=1
                     /transl_table=11
                     /product="D-altronate dehydratase"
                     /protein_id="ABG15169.1"
                     /translation="MQNIIKIHPLDNVAVALQDLAADERIESGEFSVKLAQPVVRGHK
                     FALTAIELGQMIVKYGLPIGHALTLIQPGEHIHSQNAKTNLSDLDEYEYQPEFSSLPP
                     QMADRDVQIYRRPKGDVGIRNELWIIPTVGCVNGIARQIQQRFLKETQDAEGIDGVYL
                     FSHPFGCSQLGQDHENTRTMLQNMVRHPNAGAVLVIGLGCENNQVDVFQTTLGKVDEE
                     RVRFMVCQQHDDEVEAGLEHLHALYQVMRHDRREPGQLSELKFGLECGGSDGLSGITA
                     NPLLGRFSDYVITNGGTSVLTEVPEMFGAERILMSRCRDEATFEKTVSMVNDFKQYFI
                     AHDQPIYENPSPGNKAGGITTLEEKSLGCTQKAGQSQVVDVLKYGERLQRPGLNLLSA
                     PGNDAVATSALAGAGCHMVLFSTGRGTPYGGFVPTVKLATNSELAAKKPHWIDFDAGK
                     LIHGTSMDTLLNEFVDLIVEIANGKPARNEVNDFRELAIFKSGVTL"
     gene            complement(3567574..3568677)
                     /locus_tag="YPA_3208"
     CDS             complement(3567574..3568677)
                     /locus_tag="YPA_3208"
                     /EC_number="1.1.1.58"
                     /codon_start=1
                     /transl_table=11
                     /product="tagaturonate reductase"
                     /protein_id="ABG15170.1"
                     /translation="MFSNTTEAGIAWNEADQFSDAPPSSFPAKLTRLLFERFEHFDGA
                     ADKGWVLLPCELIDYNGEALRELVLRYASHWQLPAAFTHWLTENNTFCSTLVDRIVTG
                     YPRDEVAALQTELGYQDSFLDTAEYFYLFVIQGPQGLAQELRLDQLDLNVRIVDDIKP
                     YKERKVAILNGAHTALVPVAYLSGLDTVGQTMDDAQISRFVEKTITEEIVPVLDLPED
                     ELLSFSQAVLSRFRNPFIQHQLLSIALNGMTKFRTRILPQLLTYQQQKGQLPPRLTFA
                     LAALIAFYRGEREGQTYPLQDDAHWLERYSTLWNGVKHGDIALAELVNRVLSDANHWG
                     QDLTAVPQLANQVTEQLQTILSRGMRAAVAAYS"
     gene            complement(3568723..3569025)
                     /locus_tag="YPA_3209"
     CDS             complement(3568723..3569025)
                     /locus_tag="YPA_3209"
                     /EC_number="1.1.1.58"
                     /codon_start=1
                     /transl_table=11
                     /product="tagaturonate reductase"
                     /protein_id="ABG15171.1"
                     /translation="MQTLNRRDFPGRSHPDKIIQFGEGNFLRAFVDWQIDLLNEHTDL
                     NAGIVVIRPIDTDFPPSLSTQDGLYTAVIRGLNEQGEAVRESRLIRSVNREINIYR"
     gene            complement(3569224..3570633)
                     /locus_tag="YPA_3210"
     CDS             complement(3569224..3570633)
                     /locus_tag="YPA_3210"
                     /EC_number="5.3.1.12"
                     /codon_start=1
                     /transl_table=11
                     /product="D-glucuronate isomerase"
                     /protein_id="ABG15172.1"
                     /translation="MSQFLTEDFLLDTEFARRLYHDYAKDQPIFDYHCHLPPEQIAEN
                     YRFKNMYDIWLKGDHYKWRAMRTNGVAERLCTGDASDREKFDAWAATVPHTIGNPLYH
                     WTHLELRRPFGITGKLLSPATSEEIWQRGNELLAQDPFSARGIMQQMNVKMVGTTDDP
                     IDDLRHHKAIAADGSFNIKVLPSWRPDKAFNIEAAGFNDYMQRLEAAADTSISRFADL
                     CVALNKRMDHFAAHGCKVSDHALDVVVYGEADETTLDAILARRLAGNQPSTEEIAQFK
                     TAVLLFLSGEYHRREWVQQYHIGALRNNNSRMFNLVGPDIGFDSINDQPLAQPLSRLL
                     DAQGLRNALPKTILYCLNPRDNEVIGTMVGNFQGEGEAGKMQFGSGWWFNDQKDGMQR
                     QMTQLAQLGLLSRFVGMLTDSRSFLSYTRHEYFRRILCQMIGRWVADGEAPADIALLG
                     AMVKNICFDNAQQYFAIEL"
     gene            3571378..3572682
                     /locus_tag="YPA_3211"
     CDS             3571378..3572682
                     /locus_tag="YPA_3211"
                     /codon_start=1
                     /transl_table=11
                     /product="ExuT transport protein"
                     /protein_id="ABG15173.1"
                     /db_xref="InterPro:IPR004744"
                     /db_xref="InterPro:IPR007114"
                     /translation="MMRKIKGLRWYMIALVTVGTILGYLTRNAIAVAAPTLQEQLHIT
                     TQQYSYIIAAYSAAYTLMQPVAGYVLDVMGTKVGYAMFAVMWAIFCMSTALASSWGGL
                     AIARGAVGMAEAAMIPAGLKASSEWFPAKERSIAVGYFNVGSSIGGMIAPPLVVWAIV
                     MHSWQMAFIITGVLSLIWAIAWLILYKHPKDQKRLSDEEREYILSGQEAQHSTANAKK
                     MSAMQIIRNRQFWGIAIPRFLAEPAWGTFNAWIPLFMFKAYGFNLKEIAMFAWMPMLF
                     ADVGCILGGYLPPLFQKYFKVNLIVSRKLVVTMGGVLMIGPGTIGLFTSPYAAIALLC
                     IGGFAHQALSGALITLSSDVFGRNEVATANGLTGMAAWTASTLFALVVGALADTMGFS
                     PLFAALAVFDLLAVVVIWTVLQDRTADEPTNDPVQRPPVGQN"
     sig_peptide     3571378..3571473
                     /locus_tag="YPA_3211"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.976) with cleavage site probability 0.759 at
                     residue 32"
     gene            3572945..3573739
                     /locus_tag="YPA_3212"
     CDS             3572945..3573739
                     /locus_tag="YPA_3212"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG15174.1"
                     /db_xref="InterPro:IPR000524"
                     /translation="MEFTETRRLYQQLAAELKRRIEAGVYPVGDKLPAERYISEEMNV
                     SRTVVREAIIMLEVEGYVEVRKGSGIHVMSNQQKHLVTNQGIEFDTAGPFELLQARQL
                     IESNIAEFAATQVTRQDIVQLIEIQKHARQEDRFRDSQWDLKFHVQVALATQNTAMAT
                     IVEKMWSQRTHNPYWIKLHEHIDDVSIESWCEDHDKILEALIRKDPHASKLAMWQHLE
                     NTKQMLFRATTDDFEFNVDRYLFTENPVVHLDNLMNNSKVPISSKN"
     gene            3573940..3574521
                     /locus_tag="YPA_3213"
     CDS             3573940..3574521
                     /locus_tag="YPA_3213"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG15175.1"
                     /translation="MATLFYLVALGAKRKYMRWLFALFITVSCWASLVSGNMLLPPHS
                     TPSGAALSALSTVYSDNHCASYSLSSFHALSAKLRLQNQDVSPQLRLVGVSVKKTAIK
                     NRLSAAQFTGSANLSLLNNTWPAAYFAISRSHRADDIYKQPRQSLSLVNYSNWIFHAA
                     TQQNRVGGWKESNTQYSGMLTYHHYDAMVFMLA"
     gene            3574799..3575497
                     /locus_tag="YPA_3214"
     CDS             3574799..3575497
                     /locus_tag="YPA_3214"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DedA-family membrane protein"
                     /protein_id="ABG15176.1"
                     /translation="MDIIKELLHALWAQDYETLADPSLVWAIYLLLFVILFLENGLLP
                     AAFLPGDSLLILVGVLIAKGAMSFPVTLVVLTTAASLGCWVSYIQGRWLGNTKVVQGW
                     LSHLPAHYHQRAHNLFHRHGLSALLVGRFLAFVRTLLPTIAGLSGLDNARFQFFNWMS
                     GLLWVLILTTMGFAFGKTPVFLRYEDEVMFVLMLLPLALLVIGLFGSLYVLWRKKNAT
                     PAKVSHDNKKGKSE"
     gene            3575494..3575883
                     /locus_tag="YPA_3215"
     CDS             3575494..3575883
                     /locus_tag="YPA_3215"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15177.1"
                     /translation="MINFRGRFGRPLWHYLVLPVVLLLLAVILLTPMIVQTESTLKIR
                     PNQQGLSLPDGFYLYQHLNGRGIHIKSIIPENDSLVVSLEFPEQQMQAIEVLQDVLPA
                     GYAIVASESKKRHRLLPVFRSNQQNLG"
     sig_peptide     3575494..3575607
                     /locus_tag="YPA_3215"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.935) with cleavage site probability 0.921 at
                     residue 38"
     gene            3576109..3576489
                     /locus_tag="YPA_3216"
     CDS             3576109..3576489
                     /locus_tag="YPA_3216"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15178.1"
                     /translation="MLLRRSLLLALPLITFCGFATAASDNECDIKAKEIQQQIDYAKQ
                     HGNTRRAAGLETALKEVKTHCTEESLQAERQKKIRQKQHNVTERQQELKEAQQKGDAG
                     KIAKQQKKLAEAQAELQQAQSQQH"
     sig_peptide     3576109..3576177
                     /locus_tag="YPA_3216"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.988 at
                     residue 23"
     gene            3576493..3576639
                     /locus_tag="YPA_3217"
     CDS             3576493..3576639
                     /locus_tag="YPA_3217"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15179.1"
                     /translation="MLNAEFLLFFGFLCQKNIDNMVKFSKDLPINLIKNPLCYIFTSV
                     MLKE"
     gene            3576644..3576949
                     /locus_tag="YPA_3218"
     CDS             3576644..3576949
                     /locus_tag="YPA_3218"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15180.1"
                     /translation="MPQDKTSEHLRAELKSLADTLEEVLQSSTDKPKAELDKLRAKAE
                     SALKDTRVRLSETSDKIAAQTKEIADKADNYVHDNPWTGVGIGAAVGVVLGVLLSRR"
     gene            3576952..3577347
                     /locus_tag="YPA_3219"
     CDS             3576952..3577347
                     /locus_tag="YPA_3219"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15181.1"
                     /translation="MAEQPRTQGPAKGVLDTVHRIATIVVGIVETRVRLAVIELEEEK
                     ATLVQLLMMAGITLLLTAFGLMSLLVLVIWAIDPAYRLVALGTTTAVLLILALIGVIW
                     TLTKVRHSTLLGSTRKQLETDRELLEKDH"
     gene            3577344..3577628
                     /locus_tag="YPA_3220"
     CDS             3577344..3577628
                     /locus_tag="YPA_3220"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15182.1"
                     /translation="MSRHQLALEKEALLREIQQQRLDLADSAARWVEVTAPFDRGWAQ
                     IVSMRKYLIAGGSLVALYSVRHPSKLLRWSRRAVSTWSTLQLFRRTFLSR"
     gene            3577932..3578327
                     /locus_tag="YPA_3221"
     CDS             3577932..3578327
                     /locus_tag="YPA_3221"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15183.1"
                     /translation="MNKLQDTGLLVARILMPIIFIVAGYGKMGDAYAGTQQYMQAMGV
                     PGFFLPLTILLEFGGGLAILFGFLTRTTSLFIAGFTLLTAFIFHTDFTDSTNQLMFMK
                     NLSIAGGFLVLAMAGPGGFSIDRLLGKKW"
     gene            3578413..3578592
                     /locus_tag="YPA_3222"
     CDS             3578413..3578592
                     /locus_tag="YPA_3222"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15184.1"
                     /translation="MGQLINGVWKDVWYDTQSTGGHFKRSTAQFRNWVTTVTNGAIVI
                     HTQRLKSDPGGNLLS"
     gene            3578606..3579628
                     /locus_tag="YPA_3223"
     CDS             3578606..3579628
                     /locus_tag="YPA_3223"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15185.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3579628..3580407
                     /locus_tag="YPA_3224"
     CDS             3579628..3580407
                     /locus_tag="YPA_3224"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15186.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            3580519..3581004
                     /locus_tag="YPA_3225"
     CDS             3580519..3581004
                     /locus_tag="YPA_3225"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15187.1"
                     /translation="MIDRSSVIIGNVILGDDVSVWPLVAIRGDVNQVIIGARSNIQDG
                     SVLHVTHQSEHNPEGYPLIIGEDVTIGHKAMLHGCTIGNRVLVGMGSILLDGTIIEDD
                     VMIGAGSLITPGKRLVSGYLYVGSPAKQIRPLTPLELEGLLYSAGNYVRWKDDYLAES
                     K"
     gene            complement(3581059..3581880)
                     /locus_tag="YPA_3226"
     CDS             complement(3581059..3581880)
                     /locus_tag="YPA_3226"
                     /EC_number="1.1.1.25"
                     /codon_start=1
                     /transl_table=11
                     /product="shikimate dehydrogenase"
                     /protein_id="ABG15188.1"
                     /db_xref="InterPro:IPR011342"
                     /translation="MDQKFAVFGNPISHSKSPRIHTLFSEQTGIEHRYGKVLAPSEAF
                     ENTLVSFFADGAQGANITTPFKERAYDQCDELTDRASLAGAVNTIKRLEDGRLLGDNT
                     DGIGLLSDLERQNLIRTTDHILLVGAGGAARGVILPLLSYGCTVVVTNRTHTRAQQLA
                     KVFNHIGDIDVCEMSELAGQRFDLVINATASGLHGEVPNLPAAILTSQTRCYDMFYQA
                     GTTPFLAWAQRLGLADYADGLGMLVGQAAHAFKLWHGVMPEITPVLAQLRSELGK"
     gene            complement(3581889..3582461)
                     /locus_tag="YPA_3227"
     CDS             complement(3581889..3582461)
                     /locus_tag="YPA_3227"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15189.1"
                     /db_xref="InterPro:IPR004388"
                     /translation="MNQQENNFVLADIVRALRQEEVIAYPTEAVFGLGCDPDSEKAVN
                     TLLALKQRPWQKGLILVAANYAQLEPYINDSMLNEIQRETLFSTWPGPITWVIPARVE
                     TPQWLTGCFDSLAVRVSNHPLVQQLCAEYGKPLVSTSANLSGHEPCRTEEEVRIQFGP
                     SLPVLSGHVGGRLNPSEIRDALTGKRFRQG"
     gene            complement(3582463..3583023)
                     /locus_tag="YPA_3228"
     CDS             complement(3582463..3583023)
                     /locus_tag="YPA_3228"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA-binding protein"
                     /protein_id="ABG15190.1"
                     /translation="MAYIEGVMTKKVITKDNGSCPECGSALVIRSGGHGPFLGCSHYP
                     DCQYIRPLKAQADGHVVKTLEGQPCPECGSDMMLRQGRFGMFIGCSQYPQCDHTEVID
                     KPDETSIDCPQCGQGKLLQRKSRFGKVFHACNRYPDCQFTLNQPPIAGKCGYCHYPLL
                     IEKRTARGIKRICASKLCGKAVASES"
     gene            complement(3583043..3583516)
                     /locus_tag="YPA_3229"
     CDS             complement(3583043..3583516)
                     /locus_tag="YPA_3229"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15191.1"
                     /translation="MFDVLIYLFETYMHNEPEMLVDQDKITDDLADAGFYREDINNAL
                     NWLEVLADLQEGQKAPYLYTADPQALRIYTVEECRRLGAACRGFILFLEQIQVLQFDT
                     REMVIDRIMALDSPEIDLEDLKWVVLMVLFNIPGYENAYKQMEELLFEVNDGYLH"
     gene            complement(3583488..3584609)
                     /locus_tag="YPA_3230"
     CDS             complement(3583488..3584609)
                     /locus_tag="YPA_3230"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15192.1"
                     /db_xref="InterPro:IPR003488"
                     /translation="MLAAELWLRMTQVKGLGVVKRSALAKRLLASGDIHPGRLAAYGL
                     DSQQCHQFAQLSPRYIADTLEWLSDPNHHLLTYGEPGYPPRLVHIAGAPLVLFVSGEL
                     DVLYRPQIAMVGSRHFSHYGEQWGRYFASELARTGLVITSGLAVGIDGICHQAALNIQ
                     GRTIAVLGSGLENIYPQRHSRLAKEIEYQGGALVSEFLTTALPIAAHFPRRNRIISGL
                     SDAVLVVEATLKSGSLITARYAMDQGRDVFALPGPLGSASSEGTHWLIQQGAYLATSV
                     KDVSEQVSGSLQWLSLPEEVIISSPQEQVELPFADVLANVGDEVTPVDVVAERAGQPV
                     QDIASKLLELELAGWIAAVPGGYVRIRRAGHVRRSNLLI"
     gene            3584744..3585256
                     /locus_tag="YPA_3231"
     CDS             3584744..3585256
                     /locus_tag="YPA_3231"
                     /EC_number="3.5.1.88"
                     /codon_start=1
                     /transl_table=11
                     /product="peptide deformylase"
                     /protein_id="ABG15193.1"
                     /db_xref="InterPro:IPR000181"
                     /translation="MSVLQVLHYPDERLRKIAAPVKEVNGEIQRIVDDMFETMYAEEG
                     IGLAATQVDVHQQIIVIDISENRDQRLVLINPELLEKSGETGIEEGCLSIPEQRALVP
                     RAEKVKIRALDRDGKPFELETDGLLAICIQHEMDHLIGKLFVDYLSPLKRQRIRQKLE
                     KMAKLNARAN"
     gene            3585281..3586228
                     /locus_tag="YPA_3232"
     CDS             3585281..3586228
                     /locus_tag="YPA_3232"
                     /EC_number="2.1.2.9"
                     /codon_start=1
                     /transl_table=11
                     /product="methionyl-tRNA formyltransferase"
                     /protein_id="ABG15194.1"
                     /db_xref="InterPro:IPR005794"
                     /translation="MSDSLRIIFAGTPDFAARHLGALLSSQHKIVGVFTQPDRPAGRG
                     NKLTPSPVKILAEHHGIPVFQPKSLRPEENQHLVADLNADIMVVVAYGLILPAAVLAM
                     PRLGCINVHGSLLPRWRGAAPIQRSVWAGDEKTGITIMQMDIGLDTGAMLHKIECAIQ
                     PEDTSATLYDKLAQLGPQGLLITLQQLAAGTALAEVQNETQATYAEKLSKEEAKLDWT
                     LSATQLERCIRAFNPWPVSYFIVDEQPIKVWQAQVLPAGEDAEPGTIIHADKHGIQVA
                     TADGVLNITQLQPAGKKAMSAADLLNSRREWFIPGSQLV"
     gene            3586322..3587611
                     /locus_tag="YPA_3233"
     CDS             3586322..3587611
                     /locus_tag="YPA_3233"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15195.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR001678"
                     /db_xref="InterPro:IPR004573"
                     /db_xref="InterPro:IPR006174"
                     /translation="MKNTYNLRSIAAKAISQVLDQGQSLSAVLPELQKNISDKDRALL
                     QELCFGTLRVLPQLEWCIQQLMARPMTGKQRVFHYLIMVGLYQLIYTRIPPHAALAET
                     VEGATVLKRPQLKGLINGVLRQFQRQQVELLERAVNNDSHYLHPSWLLARIKQAYPAQ
                     WQQILDANNQRPPMWLRVNRLHHSRSEYLELLTQADINAEPHPIYRDAVRLITPCAVN
                     HLPGFELGWVTVQDASAQGCVDLLDPQNGEQILDLCAAPGGKTTHILEAAPKAHVLAV
                     DIDEQRLSRVKENLQRLQLQAVVRVGDGRAPDTWCGDQQFDRILLDAPCSATGVIRRH
                     PDIKWLRRDRDISELAQLQSEIIEAIWPKLKHGGVLVYATCSILPEENQQQIAAFLQR
                     HPEAQLTETGTTAAPGKQNLPHPEDGDGFFYAKIIKK"
     gene            3587667..3589043
                     /locus_tag="YPA_3234"
     CDS             3587667..3589043
                     /locus_tag="YPA_3234"
                     /codon_start=1
                     /transl_table=11
                     /product="trk system potassium uptake protein"
                     /protein_id="ABG15196.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR006036"
                     /translation="MKIIILGAGQVGGTLAENLVGENNDITVVDIDSGRLRQLQDKFD
                     LRVVQGYGSHPRVLREAGAEDADMLVAVTNSDETNMIACQIAYSLFNTPNRIARIRST
                     EYIREADKLFLPEAVPIDHLISPEQLVIDYIYKLIEYPGALQVVNFAEGKVSIAAVKA
                     YYGGPLVGNALSSLREHMPHIDTRVAAIFRQDRPIRPQGSTIIEAGDEVFFVAASQHI
                     RAVMSELQRLEKPYKRIMIVGGGNVGAGLALRLEKDYSVKLIERDQQRAAELAEMLHD
                     TIVFYGDASDQELLAEEHIEQVDVFIAITNDDEANIMSAMLAKRMGAKKAMVLIQRSA
                     YVDLVQGSVIDIVISPQQATISALLGHVRKADIVSVSSLRRGVAEAIEAIAHGDESTS
                     KVVGRMVEDIKLPPGTTIGAIVRGDEVIIANSNSIIKQGDHVIMFITHKKFVPDVERL
                     FQPSPFFL"
     gene            3589182..3589595
                     /locus_tag="YPA_3235"
     CDS             3589182..3589595
                     /locus_tag="YPA_3235"
                     /codon_start=1
                     /transl_table=11
                     /product="mechanosensitive ion channel"
                     /protein_id="ABG15197.1"
                     /db_xref="InterPro:IPR001185"
                     /translation="MSFMKEFREFAMRGNVVDLAVGVIIGAAFGRIVSSLVADIIMPP
                     LGLLLGGVDFKQFHFVLRAAEGTIPAVVMNYGTFIQSIFDFVIVALAIFSAVKLMNKL
                     RREKAEEEPATPPAPTTEEILLAEIRDLLKAQHTK"
     gene            complement(3589705..3589905)
                     /locus_tag="YPA_3236"
     CDS             complement(3589705..3589905)
                     /locus_tag="YPA_3236"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15198.1"
                     /db_xref="InterPro:IPR005589"
                     /translation="MTTYRHTKGKIKDNALEALLHDPLFRQRIEKNSKGKGSYQRKEK
                     YAKGSNWEASGKQSIDFLLLAF"
     gene            complement(3589993..3590418)
                     /locus_tag="YPA_3237"
     CDS             complement(3589993..3590418)
                     /locus_tag="YPA_3237"
                     /codon_start=1
                     /transl_table=11
                     /product="MerR-family transcriptional regulator"
                     /protein_id="ABG15199.1"
                     /db_xref="InterPro:IPR000551"
                     /db_xref="InterPro:IPR011788"
                     /translation="MLKIGQLAKLADVTPDTIRYYEKQGMMDHGERTDGGYRLYTDQD
                     LQRLRFIRYAKQLGFTLDTIAELLSIRIDPDHHTCQESKSIVDSRLSDVEGKIRELER
                     MRDSLKRLSEACCGTSHATTYCSILEALEQGATEELIKV"
     gene            complement(3590865..3591254)
                     /locus_tag="YPA_3238"
     CDS             complement(3590865..3591254)
                     /locus_tag="YPA_3238"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L17P"
                     /protein_id="ABG15200.1"
                     /db_xref="InterPro:IPR000456"
                     /translation="MRHRKSGRQLNRNSSHRQAMFRNMAGSLVRHEIIKTTLPKAKEL
                     RRVVEPLITLAKTDNVANRRLAFARTRDNEIVAKLFNELGPRFASRAGGYTRILKCGF
                     RAGDNAPMAYIELVDRAASQAEVVAAE"
     gene            complement(3591295..3592284)
                     /locus_tag="YPA_3239"
     CDS             complement(3591295..3592284)
                     /locus_tag="YPA_3239"
                     /EC_number="2.7.7.6"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase alpha chain"
                     /protein_id="ABG15201.1"
                     /db_xref="InterPro:IPR011260"
                     /db_xref="InterPro:IPR011263"
                     /db_xref="InterPro:IPR011773"
                     /translation="MQGSVTEFLKPRLVDIEQVSSTHAKVTLEPLERGFGHTLGNALR
                     RILLSSMPGCAVTEVEIDGVLHEYSTKEGVQEDILEILLNLKGLAVRVQGKDEVILTL
                     NKSGIGPVTAADITHDGDVEIVKPQHVICHLTDENASINMRIKVQRGRGYVPASARIH
                     SEEDERPIGRLLVDACYSPVERIAYNVEAARVEQRTDLDKLVIEMETNGTIDPEEAIR
                     RAATILAEQLEAFVDLRDVRQPEVKEEKPEFDPILLRPVDDLELTVRSANCLKAEAIH
                     YIGDLVQRTEVELLKTPNLGKKSLTEIKDVLASRGLSLGMRLENWPPASIADE"
     gene            complement(3592310..3592930)
                     /locus_tag="YPA_3240"
     CDS             complement(3592310..3592930)
                     /locus_tag="YPA_3240"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S4P"
                     /protein_id="ABG15202.1"
                     /db_xref="InterPro:IPR001912"
                     /db_xref="InterPro:IPR002942"
                     /db_xref="InterPro:IPR005709"
                     /translation="MARYLGPKLKLSRREGTDLFLKSGVRAIDTKCKIEQPPGQHGAR
                     KPRLSDYGVQLREKQKVRRIYGVLERQFRNYYKEAARLKGNTGANLLQLLEGRLDNVV
                     YRMGFGATRAESRQLVSHKAIMVNGRVVNIASYQVSPNDVVSIREKAKKQSRVKAALE
                     LAEQREKPTWLEVDAVKMEGVFKRIPERTDLSADINEHLIVELYSK"
     gene            complement(3592961..3593350)
                     /locus_tag="YPA_3241"
     CDS             complement(3592961..3593350)
                     /locus_tag="YPA_3241"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S11P"
                     /protein_id="ABG15203.1"
                     /db_xref="InterPro:IPR001971"
                     /translation="MAKAPIRARKRVRKTVSDGVAHIHASFNNTIVTITDRQGNALGW
                     ATAGGSGFRGSRKSTPFAAQVAAERCAEAVKEYGIKNLEVMVKGPGPGRESTIRALNA
                     AGFRITNITDVTPIPHNGCRPPKKRRV"
     gene            complement(3593367..3593723)
                     /locus_tag="YPA_3242"
     CDS             complement(3593367..3593723)
                     /locus_tag="YPA_3242"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S13P"
                     /protein_id="ABG15204.1"
                     /db_xref="InterPro:IPR001892"
                     /translation="MARIAGINIPDQKHTVIALTAIFGIGKTRSQAICVAAGIAEHVK
                     ISELSEEQIEKLRDEVAKYVVEGDLRREVTLSIKRLMDLGTYRGLRHRRGLPVRGQRT
                     KTNARTRKGPRKPIKK"
     gene            complement(3594021..3595352)
                     /locus_tag="YPA_3243"
     CDS             complement(3594021..3595352)
                     /locus_tag="YPA_3243"
                     /codon_start=1
                     /transl_table=11
                     /product="protein translocase subunit secY/sec61 alpha"
                     /protein_id="ABG15205.1"
                     /db_xref="InterPro:IPR002208"
                     /translation="MAKQPGLDFQSAKGGLGELKRRLLFVIGALIVFRIGSFIPIPGI
                     DATVLAKLLEQQRGTIIEMFNMFSGGALSRASIFALGIMPYISASIIIQLLTVVHPAL
                     AEIKKEGEAGRRKISQYTRYGTLVLAIFQSIGIATGLPNMPGMQGLVINPGFAFYFTA
                     VVSLVTGTMFLMWLGEQITERGIGNGISIIIFAGIVAGLPPAIAHTIEQARQGDLHFL
                     LLLLVAVLVFAVTFFVVFIERGQRRIVVNYAKRQQGRRVYAAQSTHLPLKVNMAGVIP
                     AIFASSIILFPATIASWFGGGTGWNWLTTISMYLQPGQPLYVLLYASAIIFFCFFYTA
                     LVFNPRETADNLKKSGAFVPGIRPGEQTAKYIDKVMTRLTLIGAMYITFICLIPEFMR
                     DAMKVPFYFGGTSLLIVVVVIMDFMAQVQTLMMSSQYESALKKANLKGYNR"
     gene            complement(3595360..3595794)
                     /locus_tag="YPA_3244"
     CDS             complement(3595360..3595794)
                     /locus_tag="YPA_3244"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L15P"
                     /protein_id="ABG15206.1"
                     /db_xref="InterPro:IPR001196"
                     /db_xref="InterPro:IPR005749"
                     /translation="MRLNTLSPAEGAKHAPKRVGRGIGSGLGKTAGRGHKGQNSRSGG
                     GVRRGFEGGQMPLYRRLPKFGFTSRKAMITAEVRLSELALVEGDVIDLNTLKAANVVG
                     IQMEFVKVILSGEVNRAVTLRGLRVTKGARAAIEAAGGKIEE"
     gene            complement(3595798..3595977)
                     /locus_tag="YPA_3245"
     CDS             complement(3595798..3595977)
                     /locus_tag="YPA_3245"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L30P"
                     /protein_id="ABG15207.1"
                     /db_xref="InterPro:IPR000517"
                     /db_xref="InterPro:IPR005996"
                     /translation="MAKTIKVTQTKSSIGRLPKHKATLIGLGLRRIGHTVEREDTPAV
                     RGMVNLVSYMVKVEE"
     gene            complement(3595980..3596483)
                     /locus_tag="YPA_3246"
     CDS             complement(3595980..3596483)
                     /locus_tag="YPA_3246"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S5P"
                     /protein_id="ABG15208.1"
                     /db_xref="InterPro:IPR000851"
                     /db_xref="InterPro:IPR005712"
                     /translation="MSHIEKQAGELQEKLIAVNRVSKTVKGGRIFSFTALTVVGDGNG
                     RVGFGYGKAREVPAAIQKAMEKARRAMINVALNNGTLQHPVKGAHTGSRVFMQPASEG
                     TGIIAGGAMRAVLEVAGVHNVLAKAYGSTNPINVVRATIAALEDMKSPEMVAAKRGKS
                     VEEILGK"
     gene            complement(3596498..3596851)
                     /locus_tag="YPA_3247"
     CDS             complement(3596498..3596851)
                     /locus_tag="YPA_3247"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L18P"
                     /protein_id="ABG15209.1"
                     /db_xref="InterPro:IPR002197"
                     /db_xref="InterPro:IPR004389"
                     /db_xref="InterPro:IPR005484"
                     /translation="MDKKAARIRRATRARRKLKELGATRLVVHRTPRHIYAQVIAPNG
                     SEILVAASTVEKAINEQLKYAGNKDAAAAVGKTIAERALEKGITKVSFDRSGFQYHGR
                     VQALADAAREAGLQF"
     gene            complement(3596861..3597394)
                     /locus_tag="YPA_3248"
     CDS             complement(3596861..3597394)
                     /locus_tag="YPA_3248"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L6P"
                     /protein_id="ABG15210.1"
                     /db_xref="InterPro:IPR000702"
                     /db_xref="InterPro:IPR002358"
                     /translation="MSRVAKAPVVIPAGVEVKLNGQVISIKGKNGELTRTVHSAVEVK
                     QEENTLTFAPREGAVDGWAQAGTTRALLNSMVIGVTEGFTKKLQLVGVGYRAAVKGNV
                     VNLALGFSHPVDHELPAGITAECPTQTEIVLKGADKQVIGQVAADLRAYRRPEPYKGK
                     GVRYADEVVRTKEAKKK"
     gene            complement(3597409..3597801)
                     /locus_tag="YPA_3249"
     CDS             complement(3597409..3597801)
                     /locus_tag="YPA_3249"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S8P"
                     /protein_id="ABG15211.1"
                     /db_xref="InterPro:IPR000630"
                     /translation="MSMQDPIADMLTRIRNGQAANKVAVTMPSSKLKVAIANVLKEEG
                     FIEDFKIEGDTKPVLELALKYFQGKAVVESIQRISRPGLRIYKKKDELPKVMAGLGIA
                     VISTSKGVMTDRAARQAGLGGEIICYVA"
     gene            complement(3597835..3598140)
                     /locus_tag="YPA_3250"
     CDS             complement(3597835..3598140)
                     /locus_tag="YPA_3250"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S14P"
                     /protein_id="ABG15212.1"
                     /db_xref="InterPro:IPR001209"
                     /translation="MAKQSMKAREVVRVKLANKYRAKREELKAIISGVNSSDEDRWDA
                     VLKLQSLPRDSSPSRQRNRCNQTGRPHGFLRKFGLSRIKVRETAMRGEIPGLKKASW"
     gene            complement(3598154..3598693)
                     /locus_tag="YPA_3251"
     CDS             complement(3598154..3598693)
                     /locus_tag="YPA_3251"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L5P"
                     /protein_id="ABG15213.1"
                     /db_xref="InterPro:IPR003236"
                     /translation="MAKLHDYYKDEVVKQLMSQFGYDSVMQVPRVEKITLNMGVGEAI
                     ADKKLLDNAAADLAAISGQKPFITKARKSVAGFKIRQGYPIGCKVTLRGERMWEFFER
                     LITIAVPRIRDFRGLSAKSFDGRGNYSMGVREQIIFPEIDYDKVDRVRGLDITITTTA
                     KSDDEGRALLAAFKFPFRK"
     gene            complement(3598708..3599022)
                     /locus_tag="YPA_3252"
     CDS             complement(3598708..3599022)
                     /locus_tag="YPA_3252"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L24P"
                     /protein_id="ABG15214.1"
                     /db_xref="InterPro:IPR003256"
                     /db_xref="InterPro:IPR005825"
                     /db_xref="InterPro:IPR006646"
                     /translation="MAAKIRRDDEVIVLTGKDKGKRGKVKNVLSSGKVIVEGINLVKK
                     HQKPVPALNQPGGIVEKEAAIQVSNLALFNATTGKADRVGFRFEDGKKVRFFKSTSET
                     IK"
     gene            complement(3599033..3599404)
                     /locus_tag="YPA_3253"
     CDS             complement(3599033..3599404)
                     /locus_tag="YPA_3253"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L14P"
                     /protein_id="ABG15215.1"
                     /db_xref="InterPro:IPR000218"
                     /db_xref="InterPro:IPR005745"
                     /translation="MIQEQTMLNVADNSGARRVMCIKVLGGSHRRYAGIGDIIKITIK
                     EAIPRGKVKKGDVLKAVVVRTKKGVRRPDGSVIRFDGNACVILNNNSEQPIGTRIFGP
                     VTRELRNEKFMKIISLAPEVL"
     gene            complement(3599585..3599839)
                     /locus_tag="YPA_3254"
     CDS             complement(3599585..3599839)
                     /locus_tag="YPA_3254"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S17P"
                     /protein_id="ABG15216.1"
                     /db_xref="InterPro:IPR000266"
                     /translation="MTDQIRTLQGRVVSDKMEKSMVVAIERVVKHPIYGKFIRRTTKL
                     HVHDENNECGIGDVVEIRECRPLSKTKSWTLVRVVEKAIL"
     gene            complement(3599839..3600030)
                     /locus_tag="YPA_3255"
     CDS             complement(3599839..3600030)
                     /locus_tag="YPA_3255"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L29P"
                     /protein_id="ABG15217.1"
                     /db_xref="InterPro:IPR001854"
                     /translation="MKAQELREKSVEELNTELLNLLREQFNLRMQAASGQLQQTHLLK
                     QVRRNVARVKTLLTEKAGA"
     gene            complement(3600030..3600440)
                     /locus_tag="YPA_3256"
     CDS             complement(3600030..3600440)
                     /locus_tag="YPA_3256"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L16P"
                     /protein_id="ABG15218.1"
                     /db_xref="InterPro:IPR000114"
                     /translation="MLQPKRTKFRKMHKGRNRGLAQGTDVSFGEFGLKACGRCRLTAR
                     QIEAARRAMTRAIKRQGKVWIRVFPDKPITEKPLEVRMGKGKGNVEYWVALIQPGKVL
                     FEMAGVPEETAREAFKLAAAKLPVGTTFVTKTVM"
     gene            complement(3600453..3601151)
                     /locus_tag="YPA_3257"
     CDS             complement(3600453..3601151)
                     /locus_tag="YPA_3257"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S3P"
                     /protein_id="ABG15219.1"
                     /db_xref="InterPro:IPR001351"
                     /db_xref="InterPro:IPR004044"
                     /db_xref="InterPro:IPR004087"
                     /db_xref="InterPro:IPR005704"
                     /translation="MGQKVHPNGIRLGIVKAWNSTWYANTKEFADNLDSDFKVRQFLT
                     KELAKASVSRIVIERPAKSIRVTIHTARPGIVIGKKGEDVEKLRKVVADIAGVPAQIN
                     IAEVRKPELDAKLVADSIISQLERRVMFRRAMKRAVQNAMRLGAKGIKVEVSGRLGGA
                     EIARTEWYREGRVPLHTLRADIDYNTSEAHTTYGVIGVKVWIFKGEILGGMAAVEQPE
                     PAAQPKKQQRKGRK"
     gene            complement(3601169..3601501)
                     /locus_tag="YPA_3258"
     CDS             complement(3601169..3601501)
                     /locus_tag="YPA_3258"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L22P"
                     /protein_id="ABG15220.1"
                     /db_xref="InterPro:IPR001063"
                     /db_xref="InterPro:IPR005727"
                     /translation="METIAKHRHARSSAQKVRLVADLIRGKKVSQALETLTYTNKKAA
                     GLVKKVLESAIANAEHNDGADIDDLKVTKIFVDEGPSMKRIMPRAKGRADRILKRTSH
                     ITVVVSDR"
     gene            complement(3601516..3601794)
                     /locus_tag="YPA_3259"
     CDS             complement(3601516..3601794)
                     /locus_tag="YPA_3259"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S19P"
                     /protein_id="ABG15221.1"
                     /db_xref="InterPro:IPR002222"
                     /db_xref="InterPro:IPR005732"
                     /translation="MPRSLKKGPFIDLHLLKKVEKAVESGDKKPIRTWSRRSTVFPNM
                     IGLTIAVHNGRQHVPVFVSDEMVGHKLGEFAPTRTYRGHAADKKAKKR"
     gene            complement(3601809..3602633)
                     /locus_tag="YPA_3260"
     CDS             complement(3601809..3602633)
                     /locus_tag="YPA_3260"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L2P"
                     /protein_id="ABG15222.1"
                     /db_xref="InterPro:IPR002171"
                     /db_xref="InterPro:IPR005880"
                     /translation="MAIVKCKPTSPGRRHVVKVVNPELHKGKPYAPLLEKLSKSGGRN
                     NNGRITTRHIGGGHKQHYRLVDFKRNKDGIPAVVERLEYDPNRSANIALVLYKDGERR
                     YILAPKGLKAGDQIQSGVDAAIKAGNTLPMRNIPVGSTVHNVEMKPGKGGQLARSAGA
                     YVQIVARDGSYVTLRLRSGEMRKVQADCRATLGEVGNAEHMLRVLGKAGASRWRGIRP
                     TVRGTAMNPVDHPHGGGEGRNFGKHPVTPWGVQTKGKKTRSNKRTDKFIVRRRSKK"
     gene            complement(3602650..3602952)
                     /locus_tag="YPA_3261"
     CDS             complement(3602650..3602952)
                     /locus_tag="YPA_3261"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L23P"
                     /protein_id="ABG15223.1"
                     /db_xref="InterPro:IPR001014"
                     /db_xref="InterPro:IPR010916"
                     /translation="MIREERLLKVLRSPHVSEKASAAMEKNNTIVLKVAKDATKAEIK
                     AAVQKLFEVEVEDVNTLLVKGKSKRHGQRVGRRSDWKKAYVTLKEGQNLDFIGGAE"
     gene            complement(3602949..3603554)
                     /locus_tag="YPA_3262"
     CDS             complement(3602949..3603554)
                     /locus_tag="YPA_3262"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L4P"
                     /protein_id="ABG15224.1"
                     /translation="MELVMKDAPGALTVSETTFGRDFNEALVHQVVVAYAAGARQGTR
                     AQKTRAEVTGSGKKPWRQKGTGRARAGSVKSPIWRSGGVTFAAKPQDHSQKVNKKMYR
                     GALKSILSELVRQDRLIIVEKFSVEAPKTKLLAQKLKDMALEDVLIVTGELDENLFLA
                     ARNLYKVDVRDVAGIDPVSLIAFDKVVMTADAVKQVEEMLA"
     gene            complement(3603571..3604200)
                     /locus_tag="YPA_3263"
     CDS             complement(3603571..3604200)
                     /locus_tag="YPA_3263"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L3P"
                     /protein_id="ABG15225.1"
                     /db_xref="InterPro:IPR000597"
                     /translation="MIGLVGKKVGMTRIFTEDGVSIPVTVIEIEANRVTQVKSLENDG
                     YRAVQVTTGAKKANRVTKPEAGHFAKAGVEAGRGLWEFRLPEGQEFTAGQEISVEIFA
                     DVKKVDVTGTSKGKGFAGTVKRWNFRTQDATHGNSLSHRVPGSIGQNQTPGKVFKGKK
                     MAGHMGDERVTVQSLDVVRVDAERNLLLVKGAVPGATGGNLIVKPAVKA"
     gene            complement(3604233..3604544)
                     /locus_tag="YPA_3264"
     CDS             complement(3604233..3604544)
                     /locus_tag="YPA_3264"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S10P"
                     /protein_id="ABG15226.1"
                     /db_xref="InterPro:IPR001848"
                     /db_xref="InterPro:IPR005731"
                     /translation="MQNQRIRIRLKAFDHRLIDQSTAEIVETAKRTGAQVRGPIPLPT
                     RKERFTVLISPHVNKDARDQYEIRTHKRLVDIVEPTEKTVDALMRLDLAAGVDVQISL
                     G"
     gene            complement(3604958..3605431)
                     /locus_tag="YPA_3265"
     CDS             complement(3604958..3605431)
                     /locus_tag="YPA_3265"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterioferritin"
                     /protein_id="ABG15227.1"
                     /db_xref="InterPro:IPR002024"
                     /db_xref="InterPro:IPR009040"
                     /translation="MKGDKKIIAHLNKLLGNELVAINQYFLHARMFKNWGLMRLNDKE
                     YHESIDEMKHADKYIERILFLEGIPNLQELGKLNIGEDVEEMLKSDLALELSGATDLR
                     EGIAYADSIHDYVSRDLLKEILVDEEEHIDWLETELSLIDRLGIQSYSQAQLAKD"
     gene            3605929..3606951
                     /locus_tag="YPA_3266"
     CDS             3605929..3606951
                     /locus_tag="YPA_3266"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15228.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3606951..3607730
                     /locus_tag="YPA_3267"
     CDS             3606951..3607730
                     /locus_tag="YPA_3267"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15229.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3607851..3608309)
                     /locus_tag="YPA_3268"
     CDS             complement(3607851..3608309)
                     /locus_tag="YPA_3268"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15230.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3608512..3609696)
                     /locus_tag="YPA_3269"
     CDS             complement(3608512..3609696)
                     /locus_tag="YPA_3269"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor 1A (EF-1A/EF-Tu)"
                     /protein_id="ABG15231.1"
                     /db_xref="InterPro:IPR000795"
                     /db_xref="InterPro:IPR004541"
                     /db_xref="InterPro:IPR005225"
                     /translation="MSKEKFERTKPHVNVGTIGHVDHGKTTLTAAITTVLAKTYGGSA
                     RAFDQIDNAPEEKARGITINTSHVEYDTPARHYAHVDCPGHADYVKNMITGAAQMDGA
                     ILVVAATDGPMPQTREHILLGRQVGVPYIIVFMNKCDMVDDEELLELVEMEVRELLSA
                     YDFPGDDLPVVRGSALKALEGEAEWEAKIIELAGYLDSYIPEPERAIDKPFLLPIEDV
                     FSISGRGTVVTGRVERGIVKVGEEVEIVGIKDTVKSTCTGVEMFRKLLDEGRAGENVG
                     VLLRGIKREDIERGQVLAKPGSIKPHTTFESEVYILSKDEGGRHTPFFKGYRPQFYFR
                     TTDVTGTIELPEGVEMVMPGDNINMIVTLIHPIAMDDGLRFAIREGGRTVGAGVVAKV
                     IA"
     gene            complement(3609769..3611877)
                     /locus_tag="YPA_3270"
     CDS             complement(3609769..3611877)
                     /locus_tag="YPA_3270"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor 2 (EF-2/EF-G)"
                     /protein_id="ABG15232.1"
                     /db_xref="InterPro:IPR000795"
                     /db_xref="InterPro:IPR004540"
                     /db_xref="InterPro:IPR005225"
                     /translation="MARKTPIERYRNIGISAHIDAGKTTTTERILFYTGVNHKIGEVH
                     DGAATMDWMEQEQERGITITSAATTCFWSGMAKQFEPHHVNIIDTPGHVDFTIEVERS
                     MRVLDGAVMVYCAVGGVQPQSETVWRQANKYKVPRIAFVNKMDRMGANFLRVVGQLKS
                     RLGANPVPLQLAIGAEEKFTGIIDLVKMKAINWNEADQGVTFEYEEIPADMAELAAEW
                     HQNLVESAAEASDELMDKYLGGEELTEEEIKKALRQRVLKSEIILVTCGSAFKNKGVQ
                     AMLDAVIEYLPAPTDVESINGILDDGKDTPAVRHSDDKEPFSALAFKIATDPFVGNLT
                     FFRVYSGIVNSGDTVLNSVKSQRERLGRIVQMHANKREEIKEVHAGDIAAAIGLKDVT
                     TGDTLCDPNNPIILERMEFPEPVISVAVEPKTKADQEKMGMALGRLAKEDPSFRVWTD
                     EESGQTIIAGMGELHLDILVDRMRREFNVEANVGKPQVAYRETIRETVKDVEGKHAKQ
                     SGGRGQYGHVVIDMSPLPPGGVGYEFVNEIVGGSIPKEFIPAVDKGIQEQLKSGPLAG
                     YPVVDVKVRLHYGSYHDVDSSELAFKLAGSIAFKEGFKRAKPVLLEPIMKVEVETPED
                     YMGDVMGDLNRRRGIIEGMEDTATGKTVRVKVPLSEMFGYATDLRSQTQGRASYSMEF
                     LEYAEAPSNVAKAVIEARGK"
     gene            complement(3611971..3612441)
                     /locus_tag="YPA_3271"
     CDS             complement(3611971..3612441)
                     /locus_tag="YPA_3271"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S7P"
                     /protein_id="ABG15233.1"
                     /db_xref="InterPro:IPR000235"
                     /db_xref="InterPro:IPR005717"
                     /translation="MPRRRVIGQRKILPDPKFGSELLAKFVNILMVDGKKSTAEAIVY
                     TALETLAQRSGKDFLEAFEVALDNVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALAMR
                     WIVDAARKRGDKSMALRLANELSDAAENKGSAVKKREDVHRMAEANKAFAHYRW"
     gene            complement(3612538..3612912)
                     /locus_tag="YPA_3272"
     CDS             complement(3612538..3612912)
                     /locus_tag="YPA_3272"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S12P"
                     /protein_id="ABG15234.1"
                     /db_xref="InterPro:IPR005679"
                     /db_xref="InterPro:IPR006032"
                     /translation="MATINQLVRKPRSMKVAKSNVPALEACPQKRGVCTRVYTTTPKK
                     PNSALRKVCRVRLTNGFEVTSYIGGEGHNLQEHSVILIRGGRVKDLPGVRYHTVRGAL
                     DCSGVKDRKQSRSKYGVKKPKA"
     gene            complement(3613050..3613337)
                     /locus_tag="YPA_3273"
     CDS             complement(3613050..3613337)
                     /locus_tag="YPA_3273"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15235.1"
                     /translation="MLYTVSHSPYHCDLSALLRLATSEDDILLLQDGVIAALKESETL
                     KLLLNNPASLFVLEDDVIARGLVGQISDNATLISYTHFVDLTLRHQQQLAW"
     gene            complement(3613357..3613722)
                     /locus_tag="YPA_3274"
     CDS             complement(3613357..3613722)
                     /locus_tag="YPA_3274"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15236.1"
                     /translation="MARKRIAFIFTQGPHGSSAGREGLDALLATSALSEDIGVFFISD
                     GVLQLLPQQQPEKILARNYIATFGVLPLYDVENCYLCERSLQQRGLSKMADWILDVTV
                     LSPADLRRELGTYDVVLTF"
     gene            complement(3613722..3614117)
                     /locus_tag="YPA_3275"
     CDS             complement(3613722..3614117)
                     /locus_tag="YPA_3275"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15237.1"
                     /translation="MSALKYCLLVTGPAYGTQQASSAYQFAQAVVGAGHHLVSIFFYR
                     EGVLNANQLTAPASDEFDLVRAWQQLAAEQAVTLNVCVAAALRRGITDQHEAEQLNLA
                     AANLQPGFTLSGLGALAEATLTCDRMVQF"
     gene            complement(3614117..3614839)
                     /locus_tag="YPA_3276"
     CDS             complement(3614117..3614839)
                     /locus_tag="YPA_3276"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA-binding protein"
                     /protein_id="ABG15238.1"
                     /translation="MSNSLLCSETSELDLLDERPFSQTDHEILKSYEVVVDGLAMLIG
                     GHCEIVLHSLEDLKNSAVRIANGEHTGRQIGSPITDLALRMLHDMAGADSSVSKAYFT
                     RAKSGVLMKSVTIAIRNRDQRVIGLLCINMNLDVPFSQIIQTFMPPETQEVPSSVNFA
                     SSVDDLVAQTLEFTIEEVNADRNVSNNAKNRQVVLNLYEKGIFDIKDAINQVAERLNI
                     SKHTVYLYIRQFKSGDLVGHER"
     gene            complement(3615093..3615893)
                     /locus_tag="YPA_3277"
     CDS             complement(3615093..3615893)
                     /locus_tag="YPA_3277"
                     /EC_number="5.2.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidyl-prolyl cis-trans isomerase"
                     /protein_id="ABG15239.1"
                     /db_xref="InterPro:IPR000774"
                     /db_xref="InterPro:IPR001179"
                     /translation="MKSLFKVTLLATAMTLTLNTSTVFAADATSPVVTNSAFKNNDQQ
                     SAYALGASLGRYMDNSLKEQEKLGIKLDKDQLIAGVQDAFANKSKLTDEEIEKTLQNF
                     EARVKASAQAKMEQDAKENADKGAKYRDTFAKEKGVKKTASGLLYKVENAGTGDAPKD
                     SDTVVVNYKGTLADGTEFDNSYKRGEPLSFRLDGVIPGWTEGLKQIKKGGKITLVIPP
                     ELAYGKAGVPGIPANSTLIFDVELLDVKAAAKADAQEQQPAVDTKAKK"
     sig_peptide     complement(3615816..3615893)
                     /locus_tag="YPA_3277"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 26"
     gene            3616208..3616426
                     /locus_tag="YPA_3278"
     CDS             3616208..3616426
                     /locus_tag="YPA_3278"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15240.1"
                     /translation="MEQSLLEQRLEMLESRLAFQEVTIEELNLIVTEHQMEMTKLREH
                     LRLLTDKLRESQSSMLASPSEETPPPHY"
     gene            complement(3616647..3617234)
                     /locus_tag="YPA_3279"
     CDS             complement(3616647..3617234)
                     /locus_tag="YPA_3279"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidyl-prolyl cis-trans isomerase"
                     /protein_id="ABG15241.1"
                     /db_xref="InterPro:IPR001179"
                     /translation="MKVTKDLVVSLAYQVRTEDGVLVDESPVSAPLDYLHGHGSLIAG
                     LENALEGHEAGDSFDVRVNADEGYGSYDENLVQRVPKDVFMGVDELEVGMRFLADTDQ
                     GPVPVEITAVEDEHVVVDGNHMLAGQDLNFHVEVVAVREATEEELQHGHVHGEHDHHH
                     EHGDGCCGGHGHDDHEHEHEHGKGGCGKSGGCGCH"
     gene            complement(3617329..3617550)
                     /locus_tag="YPA_3280"
     CDS             complement(3617329..3617550)
                     /locus_tag="YPA_3280"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15242.1"
                     /db_xref="InterPro:IPR012658"
                     /translation="MTITLNKTVTRKRFIAGAVCPQCNALDTLALWREDQVEVVECVK
                     CGHHQRQTDEQVNKHVRPHEQVIGIFPPE"
     sig_peptide     complement(3617473..3617550)
                     /locus_tag="YPA_3280"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.821) with cleavage site probability 0.817 at
                     residue 26"
     gene            complement(3617566..3619374)
                     /locus_tag="YPA_3281"
     CDS             complement(3617566..3619374)
                     /locus_tag="YPA_3281"
                     /codon_start=1
                     /transl_table=11
                     /product="potassium-efflux system protein"
                     /protein_id="ABG15243.1"
                     /db_xref="InterPro:IPR004771"
                     /db_xref="InterPro:IPR006036"
                     /translation="MEGTGLLTAVLVFLFAAVVAVPIAQRLGIGAVLGYLIAGIAIGP
                     WGLGFIRDVDEILHFSELGVVFLMFIIGLELNPAKLWQLRRSIFGVGAGQVVITAAVL
                     GALLYFTQFAWQAAVIGGVGLAMSSTAMALQLMREKGMNRNEGGQLGFSVLLFQDMAV
                     IPALALIPILAGNEGGANDWVKIGLKIAAFAGMLIGGRYLLRPLFRYIVASGVREVFT
                     AAALLVVLGSALFMDALGLSMALGTFIAGILLAESEFQHELEIAIEPFKGLLLGLFFI
                     SVGMALDLGVLFTHLLDVLLGVLALVFIKSAILYGLARVFGLRRSVRLQFAGVLSQGG
                     EFAFVLFSAAFSQRVLNAEQLALLLVVVTLSMMTTPLLMQVIDRILVRRYNAQEESDE
                     KPFVEDNDPQVIIVGFGRFGQVIGRLLMANKMRITVLERDVSAVSMMRKYGYKVYYGD
                     ATELELLRAAGAEKAKAIVITCNEPEDTMALVHLCQQHFPNLHILARARGRVEAHELL
                     QNGVKDFTRETFSSALELGRKTLLELGMHPHQAYRAQQHFRRLDMRMLRELMPQHHGD
                     VAQISRIKEARRELEDIFQREMLHESRQLDGWDEYE"
     sig_peptide     complement(3619312..3619374)
                     /locus_tag="YPA_3281"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.963) with cleavage site probability 0.858 at
                     residue 21"
     gene            complement(3619378..3619926)
                     /locus_tag="YPA_3282"
     CDS             complement(3619378..3619926)
                     /locus_tag="YPA_3282"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15244.1"
                     /translation="MLQPPKVLLLYAHPESQDSVANRVLLQPVQQLEHVTVHDLYAHY
                     PDFFIDIHHEQQLLRDHQVIVFQHPLYTYSCPALLKEWLDRVLARGFANGVGGHALTG
                     KHWRSVITTGEQEGTYRIGGYNRYPMEDILRPFELTAAMCHMHWINPMIIYWARRQKP
                     ETLASHAQAYVQWLQSPLTRGL"
     gene            3620177..3620749
                     /locus_tag="YPA_3283"
     CDS             3620177..3620749
                     /locus_tag="YPA_3283"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15245.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /translation="MIVFSSLQIRRGTRVLLDNATATINPGQKVGLVGKNGCGKSTLL
                     ALLKGELSADGGNVTFPNNWALAWVNQETPALDIPAIEYVIDGDREYRQLEAELQAAN
                     EKNDGHAIATVHGKLDAIHAWTIQSRAASLLHGLGFSQEKLQQPVRSFSGGWRMRLNL
                     AQALVCRSDLLLLDEPTTWIWMPSSGWKNG"
     gene            3620710..3622095
                     /locus_tag="YPA_3284"
     CDS             3620710..3622095
                     /locus_tag="YPA_3284"
                     /codon_start=1
                     /transl_table=11
                     /product="ATPase"
                     /protein_id="ABG15246.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR002017"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MDLDAVIWLEKWLKSYTGTLVLISHDRDFLDPIIDKILHIEQQT
                     LNEYTGNYSSFERQRATKLSQQQSMYQHQQEKVAHLQSYIDRFRAQATKAKQAQSRIK
                     MLERMELIAPAHVDNPFHFSFRTPESLPDPLLRMDKVSAGYGENTVLQSIKLNLVPGS
                     RIGLLGRNGAGKSTLIKLLAGTLEPQSGEIALSKGIKLGYFAQHQLEFLRADESPLQH
                     MSRLAPKESEQQLRDYLGGYGFQGDQVTDPTARFSGGEKARLVLALIIWQRPNLLLLD
                     EPTNHLDLDMRQALTEALIDFEGALVVVSHDRHLLRSTTDDLYLVHDGKVEQFDGDLE
                     DYQQWLVDSQRQQSQQDNPAKELSGNSAQQRKDQKRRDAEFRTQTQPLRKQIMTLEKQ
                     MDKLSTELAAIEAQLADSALYDIARKADLTQCLLQQTQVKSKLEETEMQWLDVQEQLE
                     ILTKEFSDADI"
     gene            3622230..3623219
                     /locus_tag="YPA_3285"
     CDS             3622230..3623219
                     /locus_tag="YPA_3285"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosyl transferase"
                     /protein_id="ABG15247.1"
                     /db_xref="InterPro:IPR001173"
                     /translation="MNSVDISVIVPVYNCANYLTDLLDSLRSQTGVSLEIIAVNDGST
                     DHSLALLEQVAHIDSRLVIINQQNQGLSEARNVGIAKAKGNWVAFADGDDWLAPHALS
                     TWLQQVKQQKLDVLIGNGYQFSSNPERKPVTPLLGQQPWGATLNGQQWIILSVKQKEW
                     PHYAWLQLIRRDVISTHQLQFIRDMLHEDILWTTQLALVAQRIGFCATPFYGYRTNPD
                     SITNSPSMQALLRRANSYVDIINALVKIAASTKPPVRDALLSHANQESGHLLGLLRKK
                     LPASPQRTALAIRFITLGLRPALFRGVTNLHELWRAIRCSFLMGSYARQKRAE"
     gene            3623312..3624292
                     /locus_tag="YPA_3286"
     CDS             3623312..3624292
                     /locus_tag="YPA_3286"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sugar transferase"
                     /protein_id="ABG15248.1"
                     /translation="MQRILVIRIDFLGDMVCTTALLHALKQRWPAAEIHVLANKYNQS
                     VLARNPDVSAVHTYVYSKQCERNQRPGRLMALFDRLALIWRLRRLGFDLLLIPNGGMN
                     KNSIQFAKQLNVADRRWHTAETEFDDRNPEHVATRPIRHEALSGFALMPELGRVDIET
                     LKLHVYPEPQLQAKWQADLGGKDRPRVGLFISNKSAQRRWSWDKWRQLALKLNAQAEL
                     LIFHDPAEQPSEQQLAGLTARCLSTPSTDDLMAAMSQLDLVISADSAPVHIGSALQIP
                     VVALFESRPEKYLRWYPLGVRHVLVHAGPQVEDIHVDAVESAARSLLTTD"
     gene            complement(3624305..3625153)
                     /locus_tag="YPA_3287"
     CDS             complement(3624305..3625153)
                     /locus_tag="YPA_3287"
                     /EC_number="1.14.11.17"
                     /codon_start=1
                     /transl_table=11
                     /product="putative taurine dioxygenase"
                     /protein_id="ABG15249.1"
                     /translation="MNERLIVTPLGPHIGALVENINIAHPLGDSQFEQLYHVLLKHQV
                     LFFRNQPITPLQQRDLAGRFGDLHIHPVYPHTQECEEIIVLDTADDNPPDNDNWHTDV
                     TFIETPPLGAILAAKQLPTTGGDTLWSSGIAAYDALSAPFKQLLAGLQAEHDFTKSFP
                     EHKHRTTPEEHQRWLQGKEKNPPLLHPVIRTHPVSGRQALFVNEGFTTRIIGLSDKES
                     EALLGFLFAHTTKPEFQVRWRWQQDDVAIWDNRVTQHYANADYLPQRRVMHRATILGD
                     RPVFRP"
     gene            complement(3625150..3626004)
                     /locus_tag="YPA_3288"
     CDS             complement(3625150..3626004)
                     /locus_tag="YPA_3288"
                     /codon_start=1
                     /transl_table=11
                     /product="putative taurine transport system permease
                     protein"
                     /protein_id="ABG15250.1"
                     /translation="MSLHSTLRNQAINLPAADAPKKTPRRLPANQTLWISIATLASVV
                     ALWWAVTALQLIGPLFLPAPQQVLHQLWTIASPQGFMDATLWQHLAASLGRIFVALLA
                     AVVLGVPTGIAMGLNSNVRGVLDPLIEIYRPVPPLAYLPLMVIWFGIGETSKILLIYL
                     AIFAPVTLAAVAGVRSVAHVRVRAARALGASRWQVLWFVVLPSALPEILTGIRIGLGV
                     GWSTLVAAELIAATRGLGFMVQSAGEFLATDVVIAGISVIAIIAFGMELSLRAIQRRL
                     TPWYGEQQ"
     gene            complement(3626001..3626768)
                     /locus_tag="YPA_3289"
     CDS             complement(3626001..3626768)
                     /locus_tag="YPA_3289"
                     /codon_start=1
                     /transl_table=11
                     /product="putative taurine transport ATP-binding protein"
                     /protein_id="ABG15251.1"
                     /db_xref="InterPro:IPR001482"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MLNVSGLWAEYQGKPALQDVSLQIASGQLVVVLGPSGCGKTTLL
                     NLIAGFMTPSAGVITLDNIPVSGPSAERGVVFQNEGLLPWRDVVSNVEFGLQLAGMSK
                     EQRRVTALKMLNRVGLAGFEHHFIWQLSGGMRQRVGIARALAVDPRLLLLDEPFGALD
                     AFTREQMQELLLTIWRDTGKQILLITHDIEEAVFLASELLLLSPGPGQVVERLSLNFG
                     QRYAEGEPCRAIKSDPEFIARREDVLGKVFQQREVLI"
     gene            complement(3626777..3627817)
                     /locus_tag="YPA_3290"
     CDS             complement(3626777..3627817)
                     /locus_tag="YPA_3290"
                     /codon_start=1
                     /transl_table=11
                     /product="putative taurine-binding periplasmic protein
                     precursor"
                     /protein_id="ABG15252.1"
                     /db_xref="InterPro:IPR001638"
                     /db_xref="InterPro:IPR010068"
                     /translation="MAITFSSATLAASRRSFLQLRTILLASLLPASLLLATSAQAVDV
                     IVAYQTSAEPAKVAQADNSFAKLSGANADWRKFDSGSSVVRALASGDVQIGNIGSSPL
                     AVAASQNVPIEVFLLASQLGSSEALVVKKEIKTPQDLIGKRIAVPFISTAHYSLLAAL
                     KHWGIKPGQVTILNLQPPAIAAWQRGDIDGAYVWAPAVSELAKTGTVLTDSAQVGQWG
                     APTLDVWVVRKDFAKAHPEVVTAFARSALAAQAAYLNNPEQWLQNQAHLAPLSRLSGV
                     PTEQVPALVKGNTYLPVAEQITQLGQPVDQAIRDTAEFLKQQGKIPQVASDYRDFVTD
                     RFVKEIQATPQS"
     sig_peptide     complement(3627692..3627817)
                     /locus_tag="YPA_3290"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 42"
     gene            complement(3628020..3628622)
                     /locus_tag="YPA_3291"
     CDS             complement(3628020..3628622)
                     /locus_tag="YPA_3291"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC-transport protein"
                     /protein_id="ABG15253.1"
                     /db_xref="InterPro:IPR001123"
                     /db_xref="InterPro:IPR003439"
                     /translation="MELSLFLSMVGFLWVAAITPGPNNMLLTSTGANFGFMRSIWLML
                     GIMLGMQSMLLLVAFGVGSLILIYPSLHLALKILGSLYLLWLAWKIATSAYEKLDTNV
                     APAKPLRLYQGWLLQFLNPKAWLMGLGSVASFSMAGAAYNHSILMISLGMFMVNLVAG
                     IIWLGFGTLIGRLLGSRRAWFTFNISMGLLTAACVLLIWH"
     gene            3628724..3629704
                     /locus_tag="YPA_3292"
     CDS             3628724..3629704
                     /locus_tag="YPA_3292"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15254.1"
                     /db_xref="InterPro:IPR000379"
                     /db_xref="InterPro:IPR000952"
                     /translation="MHETFRPLAGASNPHLQTLLPRLVRRHVQLSPYWQRLELPDGDF
                     IDLAWSENPELAREKPRVVLFHGLEGNFYSPYAHGLLRAWQAAGWLGVVMHFRGCSGE
                     PNRKSRIYHSGETEDANFFLHWLQETYGQVPTAAVGISLGGNMLACYLAKKGKNSGLR
                     AAVVVSAPLMLEPCADRMDQGFSRVYQRYLLNQLKLNATRKLLQYPNSLPVNLFQLKK
                     LRRVRDFDDAITAKIHGFNDAGDYYRRCSALPLLPQIRVPLLIIHAKDDPFMTAEVIP
                     NIETLPDNIDYQLTEHGGHVGFVGGSLKHPQMWLEQRIPAWLSPYLEQQS"
     gene            3629701..3629937
                     /locus_tag="YPA_3293"
     CDS             3629701..3629937
                     /locus_tag="YPA_3293"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15255.1"
                     /translation="MIIPWQQVDSETLDNLLEAFVLREGTDYGEHERSLTEKVADVRR
                     QLVSGEAVLVWSELHETINIMPRGSFRAGAEEQQ"
     gene            3630086..3630955
                     /locus_tag="YPA_3294"
     CDS             3630086..3630955
                     /locus_tag="YPA_3294"
                     /EC_number="2.7.1.19"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribulokinase 1"
                     /protein_id="ABG15256.1"
                     /db_xref="InterPro:IPR006082"
                     /translation="MSTKHPVIAVTGSSGAGTTTTSLAFRKIFQQLDIRAAQIEGDSF
                     HRYTRPEMDAAIRKARDQGRHISYFGPEANDFGQLEQSVAEYSKHGTGRSRKYLHTYD
                     EAVPYNQIPGTFTPWEPLPEPTDVLFYEGLHGGVVTEHHDVAKHVDLLVGVVPIVNLE
                     WIQKLVRDTGERGHSREAVMDSVVRSMDDYINYITPQFSRTHINFQRVPTVDTSNPFA
                     AKAIPSLDESFVVIHFRGLDHIDFPYLLAMLQGSFISNINTLVVPGGKMGLAMELIMA
                     PLVQQLLEGKQIA"
     sig_peptide     3630086..3630160
                     /locus_tag="YPA_3294"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.794) with cleavage site probability 0.765 at
                     residue 25"
     gene            complement(3631133..3631564)
                     /locus_tag="YPA_3295"
     CDS             complement(3631133..3631564)
                     /locus_tag="YPA_3295"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15257.1"
                     /translation="MKYLILGGYTVVANKNKISVACGAISLFVVASFSLFFSLTHYFN
                     FFKMNDEVHFSWAVSLLLSGSPLLFYLSVVSGGYIIGYEKIYNDRVGKILAYIAVLGM
                     VFSLFFSFYVDSSLKEAGYLKCERKSFIAPNKYVIDLKLCR"
     gene            complement(3631636..3632043)
                     /locus_tag="YPA_3296"
     CDS             complement(3631636..3632043)
                     /locus_tag="YPA_3296"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15258.1"
                     /translation="MQARVKWVEGLTFLGESASGHQVLMDGNSGDKAPSPMEMLLMSA
                     GGCSAIDVVSILQKGRNNVRDCEVKLTSERREEAPRLFTQINLHFIVSGKGLTDKVVE
                     RAVDLSAEKYCSVALMLGKAATITHSFEVREVA"
     gene            3632379..3633011
                     /locus_tag="YPA_3297"
     CDS             3632379..3633011
                     /locus_tag="YPA_3297"
                     /codon_start=1
                     /transl_table=11
                     /product="cAMP-regulatory protein"
                     /protein_id="ABG15259.1"
                     /db_xref="InterPro:IPR000595"
                     /db_xref="InterPro:IPR001808"
                     /db_xref="InterPro:IPR002197"
                     /translation="MVLGKPQTDPTLEWFLSHCHIHKYPSKSTLIHQGEKAETLYYIV
                     KGSVAVLIKDEEGKEMILSYLNQGDFIGELGLFEEGQERSAWVRAKTACEVAEISYKK
                     FRQLIQVNPDILMRLSSQMANRLQITSEKVGNLAFLDVTGRIAQTLLNLAKQPDAMTH
                     PDGMQIKITRQEIGQIVGCSRETVGRILKMLEDQNLISAHGKTIVVYGTR"
     gene            3633097..3635217
                     /locus_tag="YPA_3298"
     CDS             3633097..3635217
                     /locus_tag="YPA_3298"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15260.1"
                     /db_xref="InterPro:IPR010020"
                     /translation="MKWQRLIYHPEVNYALRQTLVLCLPAALGFAIGDLRLGLMFSLI
                     PACCNIASLDTPHQHFFRRLIIGGVLFTLSSFLTQQLLLWHIPLPVIMLGLALIVGVS
                     GTISPLNGRLLPAALIAAIFSLSMVGRAPIWQAPLLCAVGTLWYGVFNWLWFRLCKDQ
                     PIREPLSQLYHLLADYCDAKYSRLTQHLEPEKAIPPLLDRQQGMMDKVNQLYQQFNLL
                     HNTTKKEQKRLLGLFQMALDLQEHITAALNQPEEMQDLIKKTPIEAVTQSNAQIISAQ
                     MRAIADDILYHRRTVEHFTAGVPLAELETIAQQNPDNPVAQFCYYHISHITQILSDRR
                     PLYNRDLMSSQLSQPFWPALVSYLSFKSSALRDAARIGVTLAVGSYIGVLINLPKPYW
                     ILLTIMLVMQNGYNATRVRIHHRALGTLVGLILAAGLLHLQMTEITTLGIMLLITLLS
                     YLVQRKNYGLAVVGRTITAVYILQLLTGEGANFLVPRLLDTLIGCALALGSALWLWPQ
                     WQSGLLRKNAHQALEAYQTILRLLLTPHPDITQLDYERFNVNKASNTVLSSLNQAMQE
                     PGFNSKYLADMRLWATHSELIVCHINEMTTLIRENPLTEVDSPSTGGHTLMSTKLAAS
                     YLQLCEMAIQLCQQRLESDNLEDNDSVVQIPDMAPDTQASELERNLRRVLSHLNVMHT
                     VSAMAWQQQPHHGIWRSRKLRDNT"
     gene            complement(3635443..3636660)
                     /locus_tag="YPA_3299"
     CDS             complement(3635443..3636660)
                     /locus_tag="YPA_3299"
                     /EC_number="2.6.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="aminotransferase"
                     /protein_id="ABG15261.1"
                     /db_xref="InterPro:IPR004636"
                     /db_xref="InterPro:IPR005814"
                     /translation="MTDKLAVNRNTFDQVILPVYAPAQFIPVKGKGSRVWDQQGTEYI
                     DFAGGIAVTALGHCHPALVSALHQQGETLWHTSNVFTNEPALRLAQKLIAATFADRVF
                     FANSGAEANEAAFKLARHYAIERHSPYKTKIIAFHNAFHGRTLFTVSVGGQPKYSDGF
                     GPKPADIIHVPFNDLAAVKAVMDDHTCAVVLEPIQGEGGITSATPEFLQGVRALCDQH
                     NALLVFDEVQSGMGRSGKLFSYMHYGVTPDILTTAKALGGGFPISAMLTTEEIASVMT
                     VGTHGTTYGGNPLACAVAEAALDVINTPEVLNGIEQRHGLFVQALQSINSKYDVFSDI
                     RGMGLLIGAELTAKYRGQAREFLAAAAANGLMILNAGPDVLRLAPSLVIELEDIQQGM
                     ARLEKAMASVIKG"
     gene            complement(3636793..3637368)
                     /locus_tag="YPA_3300"
     CDS             complement(3636793..3637368)
                     /locus_tag="YPA_3300"
                     /EC_number="2.6.1.85"
                     /codon_start=1
                     /transl_table=11
                     /product="aminodeoxychorismate synthase, glutamine
                     amidotransferase subunit"
                     /protein_id="ABG15262.1"
                     /db_xref="InterPro:IPR000991"
                     /db_xref="InterPro:IPR001317"
                     /db_xref="InterPro:IPR006220"
                     /db_xref="InterPro:IPR006221"
                     /db_xref="InterPro:IPR011702"
                     /translation="MLLLIDNYDSFTYNLYQYFCELGTEVMVKRNDELQLTDIEQLAP
                     SHVVISPGPCTPNEAGISLAVIRHFADKLPILGVCLGHQALGQAFGARVVRARQVMHG
                     KTSAICHSGQGVFRGLNQPLTVTRYHSLVIATDSLPGRFELTAWTERGGEMDEIMGIR
                     HRTLPLEGVQFHPESILSEQGHQLLDNFLKN"
     gene            complement(3637611..3639152)
                     /locus_tag="YPA_3301"
     CDS             complement(3637611..3639152)
                     /locus_tag="YPA_3301"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15263.1"
                     /translation="MSNTLLIGKALVTEKTQPASRDLVILSALANRHGLITGATGTGK
                     TVTLQKMAEQFSRIGVPVFLADVKGDLSGIGAEGVNSEKLQARLAAIDVTDWQPQACP
                     IVPWDIFAEKGHPIRATISDLGPLLLGRLLDLNDVQSGVLQLVFKIADDNGLLLLDMK
                     DLRAIVQYVGDNAKQFRTQYGNITSASIGAIQRGLLTLEEQGANQFFGEPMLDIHDLM
                     QTDSHGQGVINLLAADRLINQPKLYAIFLLWLLAELFEQLPEVGDVEKPKLVFFFDEA
                     HLLFTDAPAALVDKVEQVVRLIRSKGVGIYFVTQNPLDIPDKILGQLGNRVQHALRAF
                     TPRDQKAVKAAAQTMRPNPAFSAEQVITELGVGEALISFLDEKGRPNVVERAMVIAPQ
                     SKMGALDAAARNHAINHSPLYGRYEEMIDRESAYEKLSAGGFSTMGRAAEGEPSVPQQ
                     PTNQQGSGGGLMGGLNDLLFGSSGPRGGKRDGIVQTAAKSMARDLGRQILRGVLGSIT
                     GGRKR"
     gene            complement(3639478..3640047)
                     /locus_tag="YPA_3302"
     CDS             complement(3639478..3640047)
                     /locus_tag="YPA_3302"
                     /EC_number="5.2.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidyl-prolyl cis-trans isomerase A"
                     /protein_id="ABG15264.1"
                     /db_xref="InterPro:IPR002130"
                     /translation="MFKRTLVTFIALCSLSAVAPAALAAGEPHVLLTTSAGNIELELN
                     SQKAPISTQNFVDYVNNGYYNNTIFHRVIPGFMIQGGGFTADFKEKTPKTPIKNEADN
                     GLRNLRGTISMARTADKDSATSQFFLNVADNAFLDHGQRDFGYAVFGKVVKGMDVVEK
                     ISQVQTENVGPYQNVPVKPITILSAKVLP"
     sig_peptide     complement(3639973..3640047)
                     /locus_tag="YPA_3302"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.988 at
                     residue 25"
     gene            3640563..3641876
                     /locus_tag="YPA_3303"
     CDS             3640563..3641876
                     /locus_tag="YPA_3303"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycosyl hydrolase"
                     /protein_id="ABG15265.1"
                     /db_xref="InterPro:IPR001088"
                     /translation="MSTFKITIIGGGSSYTPELVDGLIQRIEQLPVTELALVDVEQGR
                     QKVEIIAALTQRMLARHGLEQVKVSVHYSLDEAIRGARFVLTQFRVGQLPARAADERL
                     GLKYNLLGQETTGIGGFAKALRTIPVMLDIAANVERLAPDAWIINFTNPAGIVTEAVS
                     RYTKAKIIGLCNVPISMHHMIAKLLQAPYEDLQLRFAGLNHMVWVHEVLQRGKYVTAD
                     VLKMLCDGASLSMNNIKEAPWPPEFLQAMGAIPCPYHRYFYQTQDMLAEEMAAAAERG
                     TRAEQVMQVEKELFALYADPHLDTKPEQLSFRGGSFYSEVALELIRAIHNNLGTQLVV
                     NTTNRGAIRGLSDDSVVETNCIIDAKGAHPLTFGPLPVSMHGLTQQVKAYERLTIDAA
                     VHGDRRSALLALVTNPLIANASIAQPLLEEVLQVNKPYLPQFSGL"
     gene            3642125..3643111
                     /locus_tag="YPA_3304"
     CDS             3642125..3643111
                     /locus_tag="YPA_3304"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG15266.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MVTLEDVAVLAGVSRATVSRVVNGDTNVKALTREKVEQAVAVLG
                     YTPHPAARALASSQSNTLGLVTTSYRGGFFGALMDFVQTETESQGKQLLVTQGRDNAD
                     KEWLAIQRLYNLRCDGLILHVRFLSDERLRQLAAANRPFVLLDRLVPDLEARCVTFDH
                     HHASQMATQVLIDAGHRDIACISGSSQRQSSVLRIQGFLDAMQLAGLEPVACLEGVYD
                     LESGYLRADEILKQPRLPTAIYCCNEEMAIGALLAINKHGLQVPQDISLICYDSGERA
                     PFVCPALTSVHFPIVEMAQYATQLLIDPLIPAVNFPPAIIMRDSVMPPKTAC"
     gene            complement(3643206..3645266)
                     /locus_tag="YPA_3305"
     CDS             complement(3643206..3645266)
                     /locus_tag="YPA_3305"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane receptor protein"
                     /protein_id="ABG15267.1"
                     /db_xref="InterPro:IPR010100"
                     /translation="MISGKNKVCKKKLLACAVTSAISAFASNAIASNAIADTTSLAAM
                     NRSAINISSTHNSNKKLNDADVITVTAPLYSPLVVVTSPKVPRQPVPASDGTDYLRTI
                     PGFSLVRNGGTNGDVVFRGMFGSRLKILTDGAEILGTCPSRMDAPTSYISPESFDLLT
                     VVKGPQSVLWGPGVSAGTILFERERPHFDQSGVKGNASVLAGSNGRWDKNLDASLGNE
                     QGYLRMMGNQSRAADYKDGNNVRVPSQWDKWNADMALGWTPDTDTLLELSVGKGNGEA
                     RYGGRGMDGSQFLRESLAARVEKSNIGEVLDKIEAKINYTYVDHIMDNKTLRTPPMMA
                     MSSNLDRRMLGGRVMGTWLWQDLKLDAGTDMQTNTHRKNKQGNWDKNARFMNNGVFGE
                     LTWAASEQNKLISGARLDRHQVTNYTRAGEPTRSATLPAAFMRVEHNLANAPVMLYAG
                     LGHTERFPDYWELFSPKFGPAGSTSAFEGVKSEKTTQIDIGGQYSGEQFRGWLSAYIG
                     RVNDFILFKYDPKNLRISQADNINATIMGGEMGMEYALTPYWKADASLAYAWGENTRD
                     NRPLPQIPPLEARLGLTFEAGDWSSSALWRLVNSQHRVAINEGNVVGKDFSSSAGFGV
                     LSANVAYKVNKQVKLSSGIDNLLNKAYSEHLNLAGNSGFGYSVNTPLNEPGRTLWAKL
                     NLTF"
     sig_peptide     complement(3645171..3645266)
                     /locus_tag="YPA_3305"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.801 at
                     residue 32"
     gene            3645752..3646936
                     /locus_tag="YPA_3306"
     CDS             3645752..3646936
                     /locus_tag="YPA_3306"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved integral membrane protein"
                     /protein_id="ABG15268.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MNNSNRIRLTWISYLSYALTGALVIVTGIVMGNIAEYFNLPIAS
                     MSNTFTFLNAGILISIFLNAWLMEIIPLKRQLVFGFILMLIAIAGLMVGHNLMIFSIS
                     MFIFGVVSGITMSIGTFLVTHMYEGRQRGSRLLFTDSFFSMAGMIFPIAAAMLLARHI
                     EWYWVYACIGLLYVGIFVLTLCSEFPVLGHKATDQSKPVVKEKWGVGVLFLAIAALCY
                     ILGQLGFIQWVPEYATKTFNMNISQAGQLVSNFWISYMIGMWIFSFILRFFDLQRIVT
                     VLAAMATLAMYLFVSTDNPAYLSYYILALGFVSSAIYTTLITLGSLQTKVSSPKLVNF
                     ILTCGTVGTMLTFVVTGPIVANNGVHAALETANGLYLAVFILCLALGFFTKHRSHGHV
                     TH"
     sig_peptide     3645752..3645850
                     /locus_tag="YPA_3306"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.933) with cleavage site probability 0.923 at
                     residue 33"
     gene            complement(3647021..3648319)
                     /locus_tag="YPA_3307"
     CDS             complement(3647021..3648319)
                     /locus_tag="YPA_3307"
                     /EC_number="3.5.99.4"
                     /codon_start=1
                     /transl_table=11
                     /product="cytosine deaminase"
                     /protein_id="ABG15269.1"
                     /translation="MAGQSVPNYSLTTVNNVRRIGLAGLWQITIAEGKISLIQPQPEQ
                     SLTGQGVLDAQGGLVLPPFIEPHIHLDTTQTAGQPSWNQSGTLFEGIERWAERKARLT
                     REDVKQRAWQTLKWQIANGIQHVRTHVDVSDPHLTALSAMLEVKEEVSPWVDMQIVAF
                     PQEGILSYPDGAALLEEALRLGADAVGAIPHFEFTREYGVESLHIAFALAQKYQRLVD
                     VHCDETDDEQSRFIETVAALALRENMGARVTASHTTAMHSYNGAYTSRLFRLLKLSGI
                     NFVANPLVNIHLQGRFDTYPKRRGITRVKEMLAAEINVCFGHDDVFDPWYPLGTANML
                     QVLHMGLHICQLMGYEQINDGLNLITTHSAKTLNLADYGLQPGNRANLIILPAENGFD
                     ALRRQVPVSYSIRHGVVIAKTQPAESRIYLGQEEIVDFRR"
     gene            3648641..3651187
                     /locus_tag="YPA_3308"
     CDS             3648641..3651187
                     /locus_tag="YPA_3308"
                     /EC_number="1.7.1.4"
                     /codon_start=1
                     /transl_table=11
                     /product="assimilatory nitrite reductase (NAD(P)H) large
                     subunit precursor"
                     /protein_id="ABG15270.1"
                     /db_xref="InterPro:IPR000103"
                     /db_xref="InterPro:IPR000209"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR006066"
                     /translation="MSKIKIAIIGNGMVGHRFIEDLLDKADKDQFDITVFCEEPRIAY
                     DRVHLSSYFSHHTAEELSLVREGFYEKQGVKVLVGERAITINRAEKVIHSNSGRSLYY
                     DKLVMATGSYPWIPPIKGSEGQDCFVYRTIEDLNAIEACTRRSKRGAVIGGGLLGLEA
                     AGALKSLGVETHVIEFAPVLMAEQLDPMGGDQLRQKIERMGVRVHTGKNTQEIVHSGQ
                     NSRKTMLFADGTQLEVDFIVFSTGIRPQDKLANQCGLATARRGGIAINDYCQTSDPDV
                     YAIGECASWQERTFGLVAPGYKMAQVAADHLLGRENAFLGADMSAKLKLLGVDVGGIG
                     DAHGRTEGARSYVYLDESKEIYKRLVVSADNKTLLGAVLVGDTTDYGNLLQLALNNIT
                     LPENPDSLILPAHAGNKPTIGVDSLPDSAQICSCFDVTKGDIIRAIGQGCQTVAALKS
                     ATKAGTGCGGCIPLVTQVLNAELSKQGIEVNNHLCEHFAYSRQELYHLIRVEGIKTFT
                     ELREKYGKGYGCEVCKPTVGSLLASCWNEYVLEPQHTPLQDTNDNFLGNIQKDGTYSI
                     IPRSPGGEITPDGLLVVGQIAKEYNLYTKLTGSQRIGMFGAQKDDLPAIWARLIDAGF
                     ETGHAYAKALRMAKTCVGSTWCRFGVGDSVGFGVALEHRYKGIRAPHKIKFGISGCTR
                     ECAEAQGKDVGIIATENGWNLYVCGNGGMKPRHADLLAADLDEETLMRYLDRFMMFYI
                     RTADKLQRTSVWLESLEGGIRYLQLVILEDKLGINDQLEAEIARLRDKVACEWKATVE
                     NPAAQVRFAHFINSSLRDPNVQVVREREQHRPARPDERIPVRVLELEDNA"
     gene            3651184..3651510
                     /locus_tag="YPA_3309"
     CDS             3651184..3651510
                     /locus_tag="YPA_3309"
                     /EC_number="1.7.1.4"
                     /codon_start=1
                     /transl_table=11
                     /product="assimilatory nitrite reductase (NAD(P)H) small
                     subunit"
                     /protein_id="ABG15271.1"
                     /translation="MSQWIPLCPLNDILPGSGVCGLIKQQQVAVFRPYADEQVFAISN
                     IDPFAQASVLSRGLIAEHQGELWVASPLKKQHFRLRDGFCLEDEDRSVTHYDVRVRDG
                     MVQVNA"
     gene            3651701..3652507
                     /locus_tag="YPA_3310"
     CDS             3651701..3652507
                     /locus_tag="YPA_3310"
                     /codon_start=1
                     /transl_table=11
                     /product="putative nitrite transporter"
                     /protein_id="ABG15272.1"
                     /db_xref="InterPro:IPR000292"
                     /translation="MYTDTINKCAANAARIVKLAKESPLGFWIGSAMAGAYVGLGIIL
                     IFTLGNLIDPALRPLVMGATFGLALTLVIIAGSELFTGHTMFLTFGVKAGTIKSSQMW
                     AVLPQTWLGNLLGSVFVALLYYYGGGNLLSVDTSLVHTAALAKTTAPAMTLFFKGVLC
                     NWLVCLAIWMAIRVEGAAKFIAIWWCLLAFIASGYEHSVANMTLLALSWFGHHSEAYT
                     LSGIGHNLLWVTLGNTLSGAVFMGLGYWYATPRAQRPQPATINAPHSAKS"
     gene            3652595..3654007
                     /locus_tag="YPA_3311"
     CDS             3652595..3654007
                     /locus_tag="YPA_3311"
                     /EC_number="1.3.1.76"
                     /EC_number="2.1.1.107"
                     /codon_start=1
                     /transl_table=11
                     /product="precorrin-2 dehydrogenase / uroporphyrinogen-III
                     C-methyltransferase"
                     /protein_id="ABG15273.1"
                     /db_xref="InterPro:IPR003043"
                     /db_xref="InterPro:IPR006366"
                     /db_xref="InterPro:IPR006367"
                     /translation="MDYFPIFCQLQHKACLLVGGGEIAERKARLLLDAGALVTVNACE
                     FTPQFHHWADQGQLSLISGEFVPELLADKWLVIAATDQLSVNALVYQSANQQRIFCNV
                     VDDPKRTSFIMPSIIDRSPIMIAVSSGGKAPVLARLLREKLEALLPQHLGQLAGNLRQ
                     RVKQHFTVMTERRRFWEKLLTHDRLAQSLANNDHVQADQHVEQLFSAPLTDRGEVVLV
                     GAGPGDAGLLTLKGLQQIQQADVVVYDRLVSDEVMNLVRRDAERIFVGKQSGHHCVPQ
                     EQINQILLQQAQSGKRVVRLKGGDPFIFGRGGEELEELAGYGIPFSVVPGITAASGCS
                     AYSGIPLTHRDHAQSVRLVTGHAKKEGQLDWANLAAEKQTLVFYMGLSQAGEIQQQLI
                     QHGMPATTQVALVENGTSRHQRVVSGELSQLALLSQQVSSPSLIIVGSVVSLREKLNW
                     FSSRHHDDQPKVTECVAHVG"
     gene            complement(3654180..3655220)
                     /locus_tag="YPA_3312"
     CDS             complement(3654180..3655220)
                     /locus_tag="YPA_3312"
                     /EC_number="6.1.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="tryptophanyl-tRNA synthetase"
                     /protein_id="ABG15274.1"
                     /db_xref="InterPro:IPR001412"
                     /db_xref="InterPro:IPR002306"
                     /translation="MSEPMVLSKPTVSSKPIVFSGAQPSGELTIGNYMGALRQWVQMQ
                     DDYDCIYCIVDLHAITARQDPALLRKRTLDTLALYLACGIDPKKSTIFVQSHVPEHSQ
                     LSWALNCYTYFGELSRMTQFKDKSARYAENINAGLFDYPVLMAADILLYQTNQVPVGE
                     DQKQHLELSRDIASRFNNLYGDIFKIPEPFIPKAGARVMSLQDPTKKMSKSDDNRNNV
                     IELLEDPKSVVKKIKRAMTDSDEPALIRYDVEKKAGVSNLLDILSGVTGQSIPELEAQ
                     FTGQMYGHLKGAVADAVSGMLSELQERYRTYREDEALLQDVMREGAAKARARAQVTLA
                     KVYEAIGFVAQP"
     gene            complement(3655222..3655953)
                     /locus_tag="YPA_3313"
     CDS             complement(3655222..3655953)
                     /locus_tag="YPA_3313"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglycolate phosphatase"
                     /protein_id="ABG15275.1"
                     /db_xref="InterPro:IPR005833"
                     /db_xref="InterPro:IPR006346"
                     /db_xref="InterPro:IPR006402"
                     /db_xref="InterPro:IPR006439"
                     /translation="MPCAMNWRWRLMVKFKAIRGVAFDLDGTLVDSAPGLARAIDMAL
                     AHQGLPAAGEALVSTWIGNGADVLVERALHWAGREHNAQLVAQTRELFDHYYAKTVEQ
                     GSQLFPQVKATLAQLAANGLPIGLITNKPTPFVAPLLTSLGISDYFSVIIGGDDVVVK
                     KPHPAPLYLLLGKLGLHAREMLFVGDSRNDIMAAQAAGCPCIGLTYGYNYGEAIATSH
                     PDCVLAHFADLLPAIGLPSLKDQEV"
     gene            complement(3655913..3656590)
                     /locus_tag="YPA_3314"
     CDS             complement(3655913..3656590)
                     /locus_tag="YPA_3314"
                     /EC_number="5.1.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="ribulose-5-phosphate 3-epimerase"
                     /protein_id="ABG15276.1"
                     /db_xref="InterPro:IPR000056"
                     /translation="MKKYLIAPSILSADFARLGEDTAKVLAAGADIVHFDVMDNHYVP
                     NLTIGPMVCKALRDYGITAPIDVHLMVKPVDRIVPDFAKAGATYITFHPEASEHVDRT
                     LQLIKESGCKAGLVFNPATPLSYLDYVMDKLDVILLMSVNPGFGGQSFIPETLNKLRQ
                     VRKLIDDSGYDIRLEVDGGVKVENIRQIAAAGADMFVAGSAIFNQPDYAAVIDAMRNE
                     LAMAANG"
     gene            complement(3656893..3657708)
                     /locus_tag="YPA_3315"
     CDS             complement(3656893..3657708)
                     /locus_tag="YPA_3315"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA adenine methylase Dam"
                     /protein_id="ABG15277.1"
                     /db_xref="InterPro:IPR002052"
                     /db_xref="InterPro:IPR002294"
                     /db_xref="InterPro:IPR012326"
                     /translation="MKKNRAFLKWAGGKYPLVDDIRRHLPAGDCLIEPFVGAGSVFLN
                     TEFESYILADINNDLINLYNIVKLRTDDFVRDARVLFTGDFNHSELFYQLRQEFNAST
                     DAYRRALLFLYLNRHCYNGLCRYNLSGEFNVPFGRYKKPYFPEAELYWFAEKSQNAVF
                     VCEHYQETLLKAVQGAVVYCDPPYAPLSATANFTAYHTNNFGIADQQNLARLAYQLST
                     ESKVPVLISNHDTELTRNWYHQAASLHVVTARRTISRNILGRSKVNELLALYS"
     gene            complement(3657792..3658781)
                     /locus_tag="YPA_3316"
     CDS             complement(3657792..3658781)
                     /locus_tag="YPA_3316"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical membrane protein"
                     /protein_id="ABG15278.1"
                     /translation="MDDLKLDDDLKPDSSDRRPTRSRKSPTGPKLAVSRQHMMIGIGI
                     LVLLLIIIAIGSALKAPTEHEASQQNPNVNAARDINLSDSSSLTSGNNSQPSIANNTS
                     DGHDASGVKNTAPPQDISAPPISPTPTEAAIPPSANSTTQRIELPGNMSDALSQTQGQ
                     VDTLSQNISDAHTSTLPTAAATVAPSKGAKVPATRETITQPVQKQATKQPAVNHKNTA
                     TVAVPPATSGTPKSGAASSRALSSAPSSHYTLQLSSASRSDTLNAYAKQQNLTDYHVY
                     ETKRDGKPWYILVSGNYASSAEAKKAITTLPADVQAKKPWVKPVQQVQQDLKK"
     gene            complement(3659035..3660123)
                     /locus_tag="YPA_3317"
     CDS             complement(3659035..3660123)
                     /locus_tag="YPA_3317"
                     /EC_number="4.2.3.4"
                     /codon_start=1
                     /transl_table=11
                     /product="3-dehydroquinate synthase"
                     /protein_id="ABG15279.1"
                     /db_xref="InterPro:IPR002658"
                     /translation="MEKITVTLGERSYPITIAAGLFNDPASFKPLKAGDQVMLVTNQT
                     LAPLYLDSLRAVLEHGGIKVDQVILPDGEQYKSLSVMEQVFSALLEKPHGRDTTLVAL
                     GGGVVGDLTGFAAACYQRGVRFIQVPTTLLSQVDSSVGGKTAVNHPLGKNMIGAFYQP
                     ASVVVDLNCLKTLPPRELASGLAEVIKYGIILDAAFFDWLENNIDALLALDMSALAYC
                     IRRCCELKADVVAADEREESGARALLNLGHTYGHAIEAEMGYGVWLHGEAVAAGMVMA
                     AQTSRRLGQLSVSDVERIKKLLLRAGLPVCGPKEMAPESYLPHMMRDKKVLAGELRLV
                     LPTAIGKSEIRGGVAHDMVLASIADCRP"
     gene            complement(3660180..3660701)
                     /locus_tag="YPA_3318"
     CDS             complement(3660180..3660701)
                     /locus_tag="YPA_3318"
                     /EC_number="2.7.1.71"
                     /codon_start=1
                     /transl_table=11
                     /product="shikimate kinase"
                     /protein_id="ABG15280.1"
                     /db_xref="InterPro:IPR000623"
                     /translation="MAEKRNIFLVGPMGAGKSTIGRQLAQQLNMEFFDSDQEIERRTG
                     ADVGWVFDVEGEEGFRDREEKVINELTEKQGIVLATGGGSVKSRETRNRLSARGVVVY
                     LETTIEKQLARTQRDKKRPLLQVDEPPREVLEALAKERNPLYEEIADVTIRTDDQSAK
                     VVANQIINMLESN"
     gene            complement(3661050..3662402)
                     /locus_tag="YPA_3319"
     CDS             complement(3661050..3662402)
                     /locus_tag="YPA_3319"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane transport protein"
                     /protein_id="ABG15281.1"
                     /db_xref="InterPro:IPR001775"
                     /db_xref="InterPro:IPR001814"
                     /db_xref="InterPro:IPR003522"
                     /translation="MGVPSHSRSSNSHLSDSKLSNSASSNSTSSNSVLSNNVSSSNIS
                     PNNASSSNASLPRTRSGGPVTLEFQDAPVSVILQALADYRQLNLITTTGVGGNLSLRL
                     IEVPWEQALAIILRMGRLKAEREGTVMMVFTEQEIQERQQRTKQQAAPEALANLTLAL
                     QYANAEQVADSLDPLQGGLLSPLGSVVADKRTNTLLIRDTPASLALLKNWLIEMDLPL
                     QQVQLSAHIVTISSEDLQELGVRWGMGEGKGNTALRINDFNVNLPLPNSAASVGFHVA
                     RIGGRLLELELSALEQENQVDIIASPRLITSHQQTASIKQGSDIPYTVSRGKKEAAAI
                     EFKEAVLGMEVTPKILRNGKIILDLKISQNMPGITIKRGESEMLLIDKQEIKTQVTVN
                     DGETIVLGGIFQQKKRQSVNKVPLLADIPLLGAMFRQDTQQQSRRELVIFITPKLISA
                     "
     gene            3662209..3662598
                     /locus_tag="YPA_3320"
     CDS             3662209..3662598
                     /locus_tag="YPA_3320"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15282.1"
                     /translation="MTGPPLRVRGNEALLDEALFGEILLDETLFDKTLFDEVLFDEAL
                     FDNLLSDKWLLEERLCDGTPMSKRHPINKLINPLERFKCLFLPGKYTKLKFVRLHHQV
                     LNCLPAAGIKIVISLLPFNADHHQTIH"
     gene            complement(3662601..3663029)
                     /locus_tag="YPA_3321"
     CDS             complement(3662601..3663029)
                     /locus_tag="YPA_3321"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15283.1"
                     /translation="MTWVILMFKINSYKINSYIAVLAMGLAATRLLVIGLLPSSIFAS
                     PHLANIERDPFQAVLATSCDSERERLTGWKLHGVVSGGGYQSAWIQRPDATWQRLTLG
                     MRLVSEWQVTQISAQWVDFQYENPETPCSGLSVTFSLFQQ"
     sig_peptide     complement(3662898..3663029)
                     /locus_tag="YPA_3321"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.895) with cleavage site probability 0.842 at
                     residue 44"
     gene            complement(3662995..3663621)
                     /locus_tag="YPA_3322"
     CDS             complement(3662995..3663621)
                     /locus_tag="YPA_3322"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15284.1"
                     /db_xref="InterPro:IPR006052"
                     /translation="MQKAMISTVIMWQGTMNKSLQRCMDRPGWQLCLWQWFFLSLLGV
                     IAYGGLLRPTWQQRSEAIAEVTKLQQHVEQQVSALAQLPSQVLIRQQINTLLSEKAWW
                     QKPEILLAHQVGETIMPFGGQVIRWQRYSGSEEAVVENAIAFRRWEATLRVSFYGLYH
                     LFGQLSEIRSPVLVKVISLIGDGNALTVKLILTEYLTDDLGDFDVQDK"
     gene            complement(3663569..3664174)
                     /locus_tag="YPA_3323"
     CDS             complement(3663569..3664174)
                     /locus_tag="YPA_3323"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15285.1"
                     /translation="MYQVNFLPWRIARQQARYRFWRNTMLIQGIGLALYLVVVLMQAR
                     SEHKHRQGTAAALSQQQAALSQRQQQVQQAMAQLQRIKQHIQRYHQAHQPARGYSILL
                     QQLSQQIPERCWLMALRQQGDVLSFEVISRDYATINAFLAMLGRQPLLVNVSLQGITQ
                     QDEGGFRFVVHASWRDENHHVEGHHAEGHDIDGHHVAGDYE"
     gene            complement(3664174..3665070)
                     /locus_tag="YPA_3324"
     CDS             complement(3664174..3665070)
                     /locus_tag="YPA_3324"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15286.1"
                     /translation="MYSQYWQVGLDIQMEAIRALAVIRRRNGWQLRYWWHKILPSGVL
                     REGILHQPDILSEQLKLLRKQLPRHISLRIALPAQRILQHTIHVPDRRLREPERDGFI
                     KASASRLFPVNSQALALDYCRETVASSELLITAARQSEVQQWQACLEQAGLSSQVIDI
                     APCALRYMATATGLSGPYWLVHRLANEWLWVSSSDMPFHSGVVAIETECRTQENDIRL
                     LSALLAQLNMRGAGEDGAPLPVYYSSVVKESLPENTRSWSPLTAFAHYQPPLPALPAA
                     FTLAGGLAVRAADSLSAAGAGY"
     gene            3665190..3667745
                     /locus_tag="YPA_3325"
     CDS             3665190..3667745
                     /locus_tag="YPA_3325"
                     /codon_start=1
                     /transl_table=11
                     /product="penicillin-binding protein"
                     /protein_id="ABG15287.1"
                     /db_xref="InterPro:IPR001264"
                     /db_xref="InterPro:IPR011816"
                     /translation="MKFVKYFLILAVCCILLGAASIFGLYKYIEPQLPDVATLKDIRL
                     QTPMQVYSAEGELIAQFGEKRRIPLTLNQIPPEMVHAFIATEDSRFYDHHGVDPVGIL
                     RAVSIAMLSGRASQGASTITQQLARNFFLSPERTLMRKIKEAFLAIRIEQMLTKDEIL
                     ELYLNKIYLGYRAYGVGAAAQVYFGKEVHELTLSQIAMIAGLPKAPSTFNPLYSHDRA
                     VARRNVVLLRMLDEKYITQAQYDQARSEELVANYHVPQIAFSAPYLAEMVRQEMIKRY
                     GENAYTDGYQVYTTITRKLQLAAVDSLRANVLAYDMRHGYRGPSNVLWKVGESAWSRE
                     QIIDSLKALPVYGPLLPAVVTEADAAQATAMLADGSNVTLPMVGIRWARPFKSDNAQG
                     PVPKKATDVVQPGQQIWVRKVDDNWWLAQVPDVNSALVSIDPNNGAIKALVGGFDFNQ
                     SKFNRATQALRQVGSNIKPFLYTAAMDKGLTLATILNDLPITRWDSGAGTDWRPKNSP
                     PTYDGPIRLRQGLGQSKNVVMVRAMRAMGVDYAAEYLQRFGFPAQNIVHSESLALGSA
                     SFTPLQLVRGYAVLANGGYLVDPYFITKITDDVGNVLFETKPKVVCDNCNLPVIYGDT
                     QRSVVLSDDNIENVATSQNQNASNVPMPELEQVTPAQTTLNSEQQYAPHVISTPLAFL
                     MRDALNSNIFGEPGWMGTGWRAGRDLKRKDIGGKTGTTNSSKDAWFSGYGPDTVTSVW
                     IGFDDHRRNLGRSTASGAIPDQISGAEGGAKTAQPAWNDFMKVALEGLPEKQVPPPPG
                     IVSVVIDKQTGKLSNGGPGSRSEYFIDGTQPTEHTVHEVGTTLMDNGQTHELF"
     sig_peptide     3665190..3665273
                     /locus_tag="YPA_3325"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.975) with cleavage site probability 0.448 at
                     residue 28"
     gene            complement(3667881..3668426)
                     /locus_tag="YPA_3326"
     CDS             complement(3667881..3668426)
                     /locus_tag="YPA_3326"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hydrolase"
                     /protein_id="ABG15288.1"
                     /db_xref="InterPro:IPR000086"
                     /translation="MKHLQKPKILKIETVACSRLFNVEAVELEFSNGVQRIYERMRPS
                     NREAVMIVPVIGNDLLLIREYAVGIEEYELGFPKGLIDPGEGVLEAANRELMEEVGYG
                     AERFDFLAKLTMAPSYFSSKMNIVIAHGLYPQSLEGDEPEPLPQVRWPIANMMALLNE
                     ADFREARNVSALFLAHTFLNQ"
     gene            3669013..3671160
                     /locus_tag="YPA_3327"
     CDS             3669013..3671160
                     /locus_tag="YPA_3327"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15289.1"
                     /translation="MSTIVLILALLLTSLIAVGLLWWLRFRRPHPITAALPFVKLTHR
                     KLTPEERVSIENYLRNQQNKHGFNTQPAFDSHALAASTSSTPMLVLTPQSDNVYSVTR
                     AITRYGVASDEPNKWRYYLDSIEVHLPSAWEQYITQDNDVELIQTQTIPLVISLNGHT
                     LNNHQSENTYQPILPSVSKNASIRKEDSEHIELLNIRKETPEEYALHGPNGLKEACAI
                     CIALLLLFFALSGPTVTLPWLVIVAVSLTCWACWYLFRPLSEKDLREVHCLNGTPKRW
                     GLFGESNQGQINNISLGIVDLIYPAHWGPYFVHDLGKKTHIDIYLNRQVVRQGAFLSL
                     HDEMKMFPLQRWGKNLTLIVGSLLVLVLLLIYVPLGLPLKLSVAWLQGAQSQQVTSVA
                     ALDKMPLRIGDMLKAQGNGMCYVPPNIQNTRGFVFTPFDCSGIYWNTASPLPQPESET
                     IEKAAALVETINKQLHPQGSDASVNPKLATAIEKSGMILLDDFSDIVLKTQALCSENT
                     DCIRLKNALVNLGNAKNWSALVKRAQSGNLEGMNVLLRPISADVLENLINTAASSFVY
                     RETHLATEALNSPPPGGFLITSDEGKQLVNHPAPTLPLFDYSALEQWRELQRLSALLL
                     DTPFKAEGIITNITTDANGTRHIALHSEPDIVTLGRYLATSLLLLVLIFCLVVNMVLL
                     IQRAMKNRRRMDNIQRYYDDCFNQTLTPPPFLR"
     sig_peptide     3669013..3669072
                     /locus_tag="YPA_3327"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.968) with cleavage site probability 0.859 at
                     residue 20"
     gene            3671304..3671984
                     /locus_tag="YPA_3328"
     CDS             3671304..3671984
                     /locus_tag="YPA_3328"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15290.1"
                     /db_xref="InterPro:IPR005833"
                     /db_xref="InterPro:IPR006402"
                     /translation="MPPDFNWQEIDTVLLDMDGTLLDLAFDSHFWLKLVPETLSQRRG
                     IPLEQAHKIIHDEYNAVQHTLNWYCFDYWRERLDLDIYAMTTDIGSRARLRQDTVPFL
                     SGLRQHGLQTILLTNAHPHSLAVKIEHTALDQHLDLLLSTHTFGYPKEDQRLWQAVTQ
                     HTGLNPARTLFVDDSEAILDAAQTFGIRYCLGVENPDSSCADKTFHRHPAINDYRKLL
                     PALQLRCE"
     gene            3672013..3672420
                     /locus_tag="YPA_3329"
     CDS             3672013..3672420
                     /locus_tag="YPA_3329"
                     /codon_start=1
                     /transl_table=11
                     /product="heat shock protein 15"
                     /protein_id="ABG15291.1"
                     /db_xref="InterPro:IPR002942"
                     /translation="MKDKISPAESVRLDKWLWAARFYKTRAIARDMVDGGKVHYNGQR
                     SKPSKLVELHAEIRLRQGNDERTVRVLALHSQRRGAEEAQTLYEETEASIANREKVAQ
                     ARKLNALTMPHPDRRPDKKERRNLIKFKQGEPE"
     gene            3672583..3673464
                     /locus_tag="YPA_3330"
     CDS             3672583..3673464
                     /locus_tag="YPA_3330"
                     /codon_start=1
                     /transl_table=11
                     /product="heat-shock chaperonin"
                     /protein_id="ABG15292.1"
                     /translation="MSNHDQLHRYLFANHAVRGELVSVNETYQQVLANHDYPPAVQKL
                     LGEMLVATSLLTATLKFDGDITVQLQGGDGPLTLAVINGNNRQEMRGVARVKGEISDD
                     STLQEMVGNGYLVITITPAQGERYQGVVALEGETIAACLENYFMQSEQLPTRLFIRTG
                     HVADKAAAGGMLLQVLPAQERNEDEFDHLAQLTATIKAEELFTLPANEVLYRLYHQEE
                     VTLYEPQNVSFRCTCSRQRCADALVTLADDDVTEMLEQDGNIDMHCEYCGNHYLFDAV
                     DIATLKNGNSASSEQIH"
     gene            3673661..3675280
                     /locus_tag="YPA_3331"
     CDS             3673661..3675280
                     /locus_tag="YPA_3331"
                     /EC_number="4.1.1.49"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate carboxykinase (ATP)"
                     /protein_id="ABG15293.1"
                     /db_xref="InterPro:IPR001272"
                     /db_xref="InterPro:IPR008210"
                     /translation="MSVKGITPQELAAYGIHNVSEIVYNPSYDLLFEEETKPTLEGYE
                     RGTLTTTGAIAVDTGIFTGRSPKDKYIVRDAITQDTVWWADQGKGKNDNKPLSQEIWN
                     HLKGLVTEQLSGKRLFVVDTFCGANADTRLQVRFITEVAWQAHFVKNMFIRPSDEELA
                     RFEPDFIVMNGAKCTNPQWKEQGLNSENFVAFNLTERMQLIGGTWYGGEMKKGMFSMM
                     NYLLPLKGIASMHCSANVGEKGDVAIFFGLSGTGKTTLSTDPKRKLIGDDEHGWDDDG
                     VFNFEGGCYAKTIKLSEEAEPDIYHAIKRDALLENVVVLADGTVDFNDGSKTENTRVS
                     YPIYHIDNIVKPVSKAGHATKVIFLTADAFGVLPPVSRLTANQTQYHFLSGFTAKLAG
                     TERGVTEPTPTFSACFGAAFLSLHPTQYAEVLVKRMQAVGAQAYLVNTGWNGTGKRIS
                     IKDTRAIIDAILNGEIDKAETFTLPIFDLAVPMALPGVNPDILDPRDTYADKAQWQEK
                     AEDLAKRFATNFDKYTDTPAGAALVSAGPKI"
     gene            complement(3675415..3676767)
                     /locus_tag="YPA_3332"
     CDS             complement(3675415..3676767)
                     /locus_tag="YPA_3332"
                     /codon_start=1
                     /transl_table=11
                     /product="osmolarity sensor protein"
                     /protein_id="ABG15294.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MKWWRFSPRSSFARTLLLIVTLLFVSLVTTYLVVLNFAILPSLQ
                     QFNKVLAYEVRMLMTDRLQLEDGTLLEVPPAFRREIYRELGISLYTNAAAEESGLRWA
                     QHYKFLSDQMAQQLGGPTDVRVEVNKNSPVVWLKTWLSPDIWVRVPLTEIHQGDFSPL
                     FRYTLAIMLLAVGGAWLFIRIQNRPLVELEHAALQVGKGNIPPPLREYGASEVRSVTR
                     AFNQMAAGVKLLSDDRTLLMAGVSHDLRTPLTRIRLATEMMSEDDAYLSESINKDIEE
                     CNAIIEQFIDYLRTGQEMPTEPSDLNSVLGEVIAAESGYERVIETDLAEGEVLVDIHP
                     LSIKRALTNMVVNAARYGNGWIKVSSGKELQRAWFQVEDDGPGIKPEDLKHLLQPFVR
                     GDSARSTSGTGLGLAIVQRIIDAHAGSLEIGTSKRGGLRIRAYIPLPLDVKPKPPAVA
                     "
     sig_peptide     complement(3676675..3676767)
                     /locus_tag="YPA_3332"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.971) with cleavage site probability 0.519 at
                     residue 31"
     gene            complement(3676764..3677483)
                     /locus_tag="YPA_3333"
     CDS             complement(3676764..3677483)
                     /locus_tag="YPA_3333"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulatory protein"
                     /protein_id="ABG15295.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MQENHKILVVDDDMRLRALLERYLTEQGFQVRSVANAEQMDRLL
                     TRESFHLMVLDLMLPGEDGLSICRRLRSQSNPMPIIMVTAKGEEVDRIVGLEIGADDY
                     IPKPFNPRELLARIRAVLRRQANELPGAPSQEEAIIAFGKFKLNLGTREMFREDEPMP
                     LTSGEFAVLKALVSHPREPLSRDKLMNLARGREYSAMERSIDVQISRLRRMVEEDPAH
                     PRYIQTVWGLGYVFVPDGNKA"
     gene            complement(3677619..3678134)
                     /locus_tag="YPA_3334"
     CDS             complement(3677619..3678134)
                     /locus_tag="YPA_3334"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription elongation factor GreB"
                     /protein_id="ABG15296.1"
                     /db_xref="InterPro:IPR001437"
                     /db_xref="InterPro:IPR006358"
                     /translation="MAKSNYITREGWQALDRELHYLWREERPVVTQAVSEAAAMGDRS
                     ENAEYIYGKKRLREIDRRVRFLAKRLEVLKIVDPDPRQEGKVFFGAWVRVENEQEEQR
                     IFRLVGPDEFDPAKKWISIDSPVARALIGKQVDDEVTVQTPNGEATYWILEIRYRPFD
                     EDRPFNEDIDN"
     gene            3678668..3681043
                     /locus_tag="YPA_3335"
     CDS             3678668..3681043
                     /locus_tag="YPA_3335"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15297.1"
                     /db_xref="InterPro:IPR003029"
                     /db_xref="InterPro:IPR006641"
                     /translation="MNEPLSRIIASELQARPEQVISAIRLLDEGNTVPFISRYRKEVT
                     GGLDDIQLRQLESRLGYLRELEDRRQTILKSIEDQGKLTDQLAGAINATLSKTELEDL
                     YLPYKPKRRTRGQIAIEAGLEPLAERLWQDPQQDPEHTALAYVDADKGVADTKAALDG
                     ARYILMERFAEDATLLAKVRQYLWKNAHLVSKVVEGKEQEGAKFRDYFDHHEPIAQVP
                     SHRALAMFRGRNEGVLQLALDPDPQFDEPPRESQGEQIIINHLDLRLNNAPADGWRKA
                     VVNWTWRIKVLLHLETELMSTLRERAEDEAINVFARNMQDLLMAAPAGMRATMGLDPG
                     LRTGVKVAVVDATGKLVAFDTIYPHTGQAAKAAAVVAALCIKHQVELVAIGNGTASRE
                     TERFFVELQQQYPAVTAQKVIVSEAGASVYSASELASQEFPDLDVSIRGAVSIARRLQ
                     DPLAELVKIDPKSIGVGQYQHDVSQSQLAKKLDAVVEDCVNAVGVDLNTASVPLLTRV
                     AGLTRMMAQNIVNWRDENGRFRNREQLLKVSRLGPKAFEQCAGFLRINHGDNPLDAST
                     VHPEAYPVVERILAATEQALQDLMGNANALRNLNARDFTTERFGVPTVTDILRELEKP
                     GRDPRSEFKTATFAEGVETLNDLTPGMILEGAVTNVTNFGAFVDIGVHQDGLVHISSL
                     ADKFVDDPHKVVKAGDIVKVKVMEVDLQRKRIALTMRLDEQPGETHSRRSNNGTGSER
                     TNNDNRGVNRPHNDAKGHNAPNRAPAKGRSDSSSAGNSAMSDALAAAFKKR"
     gene            3681567..3681794
                     /locus_tag="YPA_3336"
     CDS             3681567..3681794
                     /locus_tag="YPA_3336"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical ferrous iron transport protein A"
                     /protein_id="ABG15298.1"
                     /translation="MHLIPQRSYKIIGFSPEISPAYRQKLLSLGMLPGSSFNVVRLAP
                     LGDPIQIETRRVSLVVRKKDLDLLTLDLQPQ"
     gene            3681886..3684201
                     /locus_tag="YPA_3337"
     CDS             3681886..3684201
                     /locus_tag="YPA_3337"
                     /codon_start=1
                     /transl_table=11
                     /product="ferrous iron transport protein B"
                     /protein_id="ABG15299.1"
                     /db_xref="InterPro:IPR003373"
                     /db_xref="InterPro:IPR005225"
                     /translation="MKALTIGLIGNPNAGKTTLFNQLTGARQRVGNWAGVTVERKEGH
                     FNTAQHQVTLVDLPGTYSLTTISEQTSLDEQIACHYILSGEADLLINVIDAVNLERNL
                     YLTLQLLELGIPCIVALNMLDIAESQHIEIDINTLSKKLGCPVIPLVSTRGRGIDELK
                     NSIDQFQPATCRTLVSYPPILLSEVDKLVAAMSDALPMQQRRWLALQILEGDIYSLNR
                     AGVAPSMVEQARQQLREQQHEDPALIIADARYQSIAHLCEAVGNSQQAEPNRLTQALD
                     SVILNRWLGVPIFLFVMYLMFVLAINIGGALQPIFDIGSAAIFIQGLQWVGHTLHFPP
                     WLTIFLAQGVGGGINTVLPLVPQIGMMYLFLSFLEDSGYMARAAFVMDRLMQALGLPG
                     KSFVPLIVGFGCNVPSIMGARTLDAQRERLITIMMAPFMSCGARLAIFAVFAAAFFGQ
                     DGASIVFSLYLLGIAVAILTGLVLKYTIMRGEASPFVMELPVYHVPHLKSLLLQTWQR
                     LKGFVLRAGKVIVIASIFIGGLNSFSFNGKPVDSINDSALASVSKVLTPLLMPMGIHA
                     DNWQATVGLVTGAMAKEVVVGTLNTLYTAEQINNDPFDAENFNLLDELAGAVDETWQG
                     LKDTFSLSVLANPIEASKGDGEMTTGSMGMMSSKFGSSISAYSYLIFVLLYVPCVSVM
                     GAIARETSRGWMTFSILWGLNVAYSLATLFYQAATFRDHPQESLSIIVLVIVVNALIL
                     FGLRRARSRVTVRLQNSEPANCCRSSGSNCH"
     gene            3684237..3684494
                     /locus_tag="YPA_3338"
     CDS             3684237..3684494
                     /locus_tag="YPA_3338"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15300.1"
                     /translation="MASLLQLRDAIALNGSAEASQLSRQLAIPLPLVNAMLEKLTAMG
                     KIERIELDHSGCLTGSCKSCPEGHQHCNTVIYQLKEPHAHQ"
     gene            complement(3684632..3684901)
                     /locus_tag="YPA_3339"
     CDS             complement(3684632..3684901)
                     /locus_tag="YPA_3339"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15301.1"
                     /translation="MKLLKNMAVALVISGLSFAAIAAKEITKQEAEANNYEKIGTVST
                     TGEATSPMDVKKALSKLADEKGGKYYVIIAEREKGKFDADAEVYK"
     sig_peptide     complement(3684833..3684901)
                     /locus_tag="YPA_3339"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.888 at
                     residue 23"
     gene            complement(3685071..3685868)
                     /locus_tag="YPA_3340"
     CDS             complement(3685071..3685868)
                     /locus_tag="YPA_3340"
                     /codon_start=1
                     /transl_table=11
                     /product="putative biotin biosynthesis protein"
                     /protein_id="ABG15302.1"
                     /db_xref="InterPro:IPR000379"
                     /db_xref="InterPro:IPR010076"
                     /translation="MATGYYCMKQLYWYTCGEGDCDLVLLHGWGLNSGVWHCIIDRLA
                     PHFRLHLVDLPGYGRSQDYGAMSLADMAERVAQQAPKQALWLGWSMGGLVASQIALSQ
                     PECVRGLITVSSSPCFTARDEWPGIKPEVLAGFQHQLSDDFHRTVERFLALQTLGTES
                     SRQDARLLKSVVLQHQMPDVEVLTGGLAILRTADLRTALAGFTLPFMRVYGHLDSLVP
                     RKVASLLDSAWPQTQSVVMQGAAHAPFISHPNDFAKLILNFAEENKK"
     gene            3685934..3686635
                     /locus_tag="YPA_3341"
     CDS             3685934..3686635
                     /locus_tag="YPA_3341"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15303.1"
                     /translation="MLTTVSQCWLCQQPLYHNRHGICCYCQRHLPVLPPCCPCCGLPS
                     TSTFLRCGRCLIAPPRWHHMTFVGDYAPPLSGLIKQLKFGGAPQLAPVLARLLLLRWL
                     RHWRETQCRKSDKAIKPQRIVSVPLHHWRCWRRGYNQTDLLARPLAHWLGCDYTPLTL
                     QRIHATPPQQQLTAAQRRKNVRGIFRCAESVRGQHIALLDDVVTTGSTLNEIAHLLWA
                     QGIASLQIWSVCRTL"
     gene            3686695..3687270
                     /locus_tag="YPA_3342"
     CDS             3686695..3687270
                     /locus_tag="YPA_3342"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15304.1"
                     /db_xref="InterPro:IPR000361"
                     /db_xref="InterPro:IPR001075"
                     /translation="MITITDAAQSHFAKLLANQEEGTQIRVFVINPGTPTAECGVSYC
                     PPDAVEATDTELKFEQLSAYVDELSVPYLQDAEIDFVTDQLGSQLTLKAPNAKMRKVD
                     DSAPLMERVEYVLQSQINPQLAGHGGRVTLMEITPEGLAILQFGGGCNGCSMVDVTLK
                     EGIEKELLQKFPELKGVRDLTEHQRGEHSYY"
     gene            complement(3687599..3689695)
                     /locus_tag="YPA_3343"
     CDS             complement(3687599..3689695)
                     /locus_tag="YPA_3343"
                     /EC_number="2.4.1.25"
                     /codon_start=1
                     /transl_table=11
                     /product="4-alpha-glucanotransferase"
                     /protein_id="ABG15305.1"
                     /db_xref="InterPro:IPR003385"
                     /translation="MDRKSLDQAATLAGIAASYINAHGKPQATLAETKEQLLAAMGRS
                     LGAHDTQTANTPLPVVKVFTFGSPMQLPMAGSGDYHWQLQTENGELHQGRISAKKTLT
                     LPASLPLGYHRLILEQDLQQWQCSIIVAPKRCYEPDALLQGKKLWGACVQLYTLRSEH
                     NWGIGDFGDLKQMLEQVGERGGSFIGLNPIHALYPANPHSASPYSPSSRRWLNVIYID
                     INRVEEFQQSEAAQRWWHQAETQQALAKSRESEWVDYPLVMQLKLTALRLSFPLFTAR
                     KAKDAQVQAFRHFVEQGGSSLHQQAVFDALHAHLSEHDPMMWGWPVWPEKYRDGHSSA
                     VADFCREHADEVTFYLWLQWLAASQFDDCFQSSQQRKMPIGLYRDLAVGVAEGGAETW
                     CDRELYCLKASVGAPPDILGPLGQNWGLPPMDPHVMVARAYQPFIDLLRANMTSCGAL
                     RIDHVMALLRLWWIPYGHTADQGAYVKYPVDDLLAVLALESQRHHCMVIGEDLGTVPV
                     EIVGKLRDSGVYSYKVLYFEHDSENIFRAPQSYPVQAMATITTHDLPTLRGYWQADDL
                     TLGNKLGLYPDQQILKQLYLDRERAKQGLLEGLHRYDCVPKKVGHKAALLSMSPVLNR
                     GLQRYVADSASALLGLQPEDWLDMAAPVNIPGTTDEYPNWRRKLSASLEEIFADSQIN
                     RLLKDLDKRRKNVSVG"
     sig_peptide     complement(3689621..3689695)
                     /locus_tag="YPA_3343"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.840) with cleavage site probability 0.508 at
                     residue 25"
     gene            complement(3689708..3691780)
                     /locus_tag="YPA_3344"
     CDS             complement(3689708..3691780)
                     /locus_tag="YPA_3344"
                     /EC_number="2.4.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="Glycogen/starch/alpha-glucan phosphorylase"
                     /protein_id="ABG15306.1"
                     /db_xref="InterPro:IPR000811"
                     /db_xref="InterPro:IPR011833"
                     /translation="MGNGGLGRLAACFLDSMATVEQPATGYGLNYQYGLFRQSFRECK
                     QQEAPDNWQRESYPWFRHNAALAVDVGFGGNLVKQADGRQLWRPAFTLRGEAWDLPVL
                     GFRNGVTQPLRLWQATHQHPFDLTLFNDGKFLLAEQNGVEAEKLTKVLYPNDNHLAGK
                     RLRLMQQYFQCACSVADILRKHHLAGRKLAELPDYEVIQLNDTHPTIAIPEMLRVLLD
                     EHQLSWDAAWAITSKTFAYTNHTLMPEALECWDEKLVRSLLPRHFVIIKQINAQFKKL
                     VNKQWPGNDEVWAKLAVHHNKQVRMANLCVVSGFAVNGVAQLHSDLIIKDLFPEYYQL
                     WPNKFHNVTNGITPRRWLKQCNPALSGLIDDTLKVEWANDLDVLQDLEPYAEDPAFRQ
                     RYQQIKYDNKVKLAHYVKRVMGLVINPDAIFDVQIKRLHEYKRQHLNLLHILSLYRQI
                     RDNPALDIAPRVFLFGAKAAPGYYLAKNIIYAINQVADKINNDPIVKDRLKVVFIPDY
                     RVSVAELMIPAADVSEQISTAGKEASGTGNMKMALNGALTVGTLDGANVEIAEQVGDE
                     NIFIFGHTVDQVKAILAKGYQPKKYVKADPHLKSILDELASGAFSQGDKQAFDMMLHS
                     LLEGGDPYLVLADFASYCQAQKQIDALYRDKDEWTRRAILNTARVGMFSSDRSIRDYQ
                     QRIWQAKR"
     gene            complement(3691762..3692112)
                     /locus_tag="YPA_3345"
     CDS             complement(3691762..3692112)
                     /locus_tag="YPA_3345"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15307.1"
                     /translation="MSQPMLKKDDFLAALTRQWQRFGLTSAQQMTPYQWWEAVSAALA
                     EQLSAQPAPSKPKNVQRHVNYISMEFLIGRLTANNLINLGWYDTVDALLAEQQVKLSD
                     LLEQETTQHWATGA"
     gene            3692430..3695141
                     /locus_tag="YPA_3346"
     CDS             3692430..3695141
                     /locus_tag="YPA_3346"
                     /codon_start=1
                     /transl_table=11
                     /product="maltose regulon positive regulatory protein"
                     /protein_id="ABG15308.1"
                     /db_xref="InterPro:IPR000792"
                     /translation="MLIPSKLSRPVRLQNTVVRDRLLVKLSSAANYRLTLINCPAGYG
                     KTTLIAQWAADQSNLGWYSLDESDNQSERFATYLIAAIQLATGGHCSKSEALSQKHQY
                     ANLSALFSQLFIELSNWDGPLYLVIDDYHLITNDAIHEAMRFFLRHQPENLTLIILSR
                     TLPSLGIANLRVRDQLLELGMQQLAFNHHEAQQFFECRLSSPLEQGDSSRLCDEVEGW
                     VTALQLIALSSRQPNSSAQKSAKRLAGLNASHLSDYLVDEVLDQVDSKARAFLLRCSV
                     LRSMNDALIVRLTGEDNGQQLLEELERQGLFIHRMDDSAEWFCFHPLFATFLRQRCQW
                     ELALELPELHHAAAEGWMALGYPAEAIHHALAAGDVGMLRDILLQHAWSLFHHSELAL
                     LEQCLTALPYPLLVQNPELALLQAWLAQSQHRYSEVNTLLEQAELAMQERKIPVDEIL
                     RAEFGALRAQVAINAGKPDEAEKLATDALKYLPMAHYYSRIVATSVTGEVHHCKGELA
                     RALPMMQQTEQMARRHEAYHYALWALLQQSEILIAQGFLQAAYETQEKAFELIREQHL
                     EQLPMHEFLLRIRSQVLWSWSRLDEAEEAARKGVEILANYQPQQQLQCLAMLAKCSLA
                     RGDLDNANVYIQRCEALQHGSQYHLDWITNADKPRVIHWQMTGDKVAAASWLRQTEKP
                     GMADNHFLQGQWRNIARVQIILGRFDEAEVVLDELNENARRLRLTSDLNRNLLLSNTL
                     YWQTERKGEAQKALIESLTLANRTGFISHFVIEGEAMAQQLRQLIQLNALPELEQHRA
                     QRILKDINQHHRHKFAHFDEIFVDKLLTHPQVPELIRTSPLTQREWQVLGLIYSGYSN
                     DQIANELDVAATTIKTHIRNLYQKLGVAHRQEAVQQAQRLLQMMGYV"
     gene            3695516..3695845
                     /locus_tag="YPA_3347"
     CDS             3695516..3695845
                     /locus_tag="YPA_3347"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15309.1"
                     /db_xref="InterPro:IPR001763"
                     /translation="MEQFEAISVEQAYLRWKEGKTALVDIRDPQSYEAGHAPGAFHLT
                     NSSLHTFMQQTDFDQPVMVMCYHGNSSKGAAQYLLQQGFDVVYSIDGGFEAWARSYPQ
                     DITSESR"
     gene            3695863..3696699
                     /locus_tag="YPA_3348"
     CDS             3695863..3696699
                     /locus_tag="YPA_3348"
                     /codon_start=1
                     /transl_table=11
                     /product="membrane protein"
                     /protein_id="ABG15310.1"
                     /translation="MTRVIVISNLRLAQAFVDYMATHHVALEIRPDAQGVEIWLADDE
                     QLSAVQHELEQFLLDPLNPRYQAASWQAGNVNSNLPYQRFSYLQTLRSQAGPLTLSVM
                     VLCIAIYILMLITGDMAVMSWLAWPYNSSQYLQIWRWVSHAFLHFSLLHILFNLMWWW
                     YLGGQMEKRLGTSKLLVLTIVSAVFSGWGQSLFSGANFGGLSGVVYALMGYVWLTGER
                     APERGISLPRGLMAFSVLWLIAGYFDILGLSIANAAHVSGLIIGLLMAFWDTRNSART
                     VQ"
     gene            3696734..3697492
                     /locus_tag="YPA_3349"
     CDS             3696734..3697492
                     /locus_tag="YPA_3349"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate repressor protein"
                     /protein_id="ABG15311.1"
                     /db_xref="InterPro:IPR001034"
                     /translation="MKQTQRHDAIIELVRLQGYVSTEELVEHFAVSPQTIRRDLNELA
                     DQNKIHRHHGGAALPSSSVNAAYNDRKVMWSEEKARIAQRVASQIPDGATLFIDIGTT
                     PEAVAHALMNHKGLRVVTNNLNVATLLTAKEDFRLILAGGEVRTRDGGIIGEATLDFI
                     SQFRLDYGILGISGIDMDGSLLEFDYHEVRTKRAIIENSRCVMLVTDHSKFGRNAMVN
                     LGNMNLIDYLFTDQQPPASVMKIIEQHEVQLELC"
     gene            3697556..3698215
                     /locus_tag="YPA_3350"
     CDS             3697556..3698215
                     /locus_tag="YPA_3350"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion element IS1661 DNA-binding protein"
                     /protein_id="ABG15312.1"
                     /translation="MIGFGCYGFTAHLASDEPTAKGAISALNPRSWIFLSMIWRFGSM
                     KHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAFRRQGEAGLEHHLSRTY
                     TPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYREGGKEALNPSKTGPTM
                     PKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALREEKALREQQKKLSTTDE
                     K"
     gene            complement(3698259..3699038)
                     /locus_tag="YPA_3351"
     CDS             complement(3698259..3699038)
                     /locus_tag="YPA_3351"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15313.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3699038..3700060)
                     /locus_tag="YPA_3352"
     CDS             complement(3699038..3700060)
                     /locus_tag="YPA_3352"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15314.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3700117..3700998
                     /locus_tag="YPA_3353"
     CDS             3700117..3700998
                     /locus_tag="YPA_3353"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS1661"
                     /protein_id="ABG15315.1"
                     /translation="MWITIAPFVTKTRIVQALTAEHRLSCLLCAAKLARSTYYYHASK
                     PDGVIDDYADAVKAIGALSRRHAQRYGYRRMTVALRKEGFTLNHKTVRKLMNQHGLLS
                     LIRRKKYRSYRADGGRASDNLLARNFTSEISGLKWCTDVTEFRVGAQKLYLSVIQDLF
                     NNEIISWHMSERAALILTCKTLEKALKVKGRKEGLMLHSDQGWHYRTPMWRSMLVEAG
                     IRQSMSRKGNCLDNAVMENFFSHLKAEMYHRKKYDSATVLKRDIVEYIHYYNTERISL
                     KTGGMSPAEYRTQVEKQ"
     gene            complement(3701194..3703560)
                     /locus_tag="YPA_3354"
     CDS             complement(3701194..3703560)
                     /locus_tag="YPA_3354"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic sensor diguanylate
                     cyclase/phosphodiesterase"
                     /protein_id="ABG15316.1"
                     /db_xref="InterPro:IPR000014"
                     /db_xref="InterPro:IPR000160"
                     /db_xref="InterPro:IPR001633"
                     /translation="MQQDSLKTRIKDNAFWGDAYQHLHVKMDTDWAFISQNMGPSLYK
                     DFSLEGVFVIDGQGKTRYSVINGQLVNTDLQSWLHKDITPLIDIARQRAEKPYIAVDT
                     LEIAGQPALIAAAALTPGEDPRVQWVAGPPSVLVFINILTPAELSALGENYGIHNLRM
                     PRNSQDATSKPSLVIASSDNSTLTLHWDQEMPGTPLLNILLPLLALVALIIGLTAWLV
                     IRRAISEAQATDRSRAALAASEERFRHVAESASDWLWETDAELQVTYLSPRFLIISGW
                     SVDHWLGLNLDSLLNCDITSLRTWLQHTHLTDSRNELQCTYFSAKGSKRVCRIHAKPI
                     IQQGEIVGFRGTASDLTREIEAEKRIEHLSLHDALTGLPNRTLMTEFLENKLHNLAAV
                     EHPLVILNVNLDKFKPVNDIFGHVTGDQVLYQVAERLRSCLRDKDLVSRQGGDEFVLI
                     ISNLSSSYEIELLCARVITRLQTPYVINDQEIYLGASIGITLAPQDSMQAEELLRFAD
                     IAMCEAKNSPRNRWRFYASEMNDRLMQRIELEKFLRLAVKKSEFCLYYQPRYRTDDMQ
                     LIGAEALVRWNHPVLGLLMPDQFIALAEETGLITAISDWTLLQACQDAMTWPTSLIVS
                     VNISAIEFRGQCLIERVRQALLVTGLPSHRLELEITERIMIEDADGALKIMTALKTLG
                     IRLSIDDFGTGYSSLNYLHRFPFDGLKIDKSFIDKLTESHEGQSIVEGIINLGHAISM
                     TVIAEGVETAEQLTYLQSLHCDEVQGYFLAKPMPVEALSLVFSEDLSV"
     gene            3703652..3703825
                     /locus_tag="YPA_3355"
     CDS             3703652..3703825
                     /locus_tag="YPA_3355"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15317.1"
                     /translation="MIVIPTSKAMVCSIRFAKKTFSPVIRDVDSGGLALVIARSLSDY
                     ICGLKFNGRKVIR"
     gene            3704200..3705477
                     /locus_tag="YPA_3356"
     CDS             3704200..3705477
                     /locus_tag="YPA_3356"
                     /codon_start=1
                     /transl_table=11
                     /product="putative drug efflux protein"
                     /protein_id="ABG15318.1"
                     /db_xref="InterPro:IPR006143"
                     /translation="MFTLNWVRSTPIFYVPRTLRSRLILRSPRMGPLRAKQHRHSLLS
                     HALFLLILGVGTVSAATAPLPAVTVAVVASITPDNAVQYLGRIEAIQAVDVTTRTEGF
                     IARRLFTEGKMVKQGELLYEIDPALHQASVAQAQAQLDSATASANHAQVNLTRLQRLG
                     NNRSVSQAEVDEAQAQRDISRAAVAQAQANLQIQQLQLSFTQIHAPISGQMGHSRFNV
                     GSLINPASGTLVNIVQLDPIRVAIAVNERDYITATYQRAVAREKNIENPLLLLGTFTP
                     RIQLANGKQYPESGVFESVDNQIDKQTGTVIIRTRFANPRHLLLPGGVVNVSLAADDA
                     KPVTVIPIAALQQNKQGHFVLVVTDKAVVEVRPVTLGEQFEQQYAVTDGVKVGEKVIV
                     AGLQHVRPGMAVNASTVNDGTVNDRVAAPLTAN"
     sig_peptide     3704200..3704379
                     /locus_tag="YPA_3356"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.892 at
                     residue 60"
     gene            3705490..3708609
                     /locus_tag="YPA_3357"
     CDS             3705490..3708609
                     /locus_tag="YPA_3357"
                     /codon_start=1
                     /transl_table=11
                     /product="putative integral membrane efflux protein"
                     /protein_id="ABG15319.1"
                     /db_xref="InterPro:IPR000731"
                     /db_xref="InterPro:IPR001036"
                     /db_xref="InterPro:IPR004764"
                     /translation="MLHFFIRRPKFAIVIALVITLVGWVSLYVIPVEQYPDITPPVVS
                     VSAVYPGASARDVAQAVASPLEAQVNGVSHMLYMESTSANNGSYQLSITFASGTDPDM
                     AAVEVQNRISQVSAQLPAEVNENGISVRKRASNLLLGVSVFSPQQTHDALFVSNYTSI
                     QLRDAIARISGVGDVQVFGARDYSMRVWLDPQRMESLNVSVQDIVAALQQQNVQAAAG
                     QIGSSPSMPNQQQTLTISGQGRLTDARQFADVIIRSNPQGGMIRLGDVARVALGAQNY
                     QVSAAQNQTESAFLVVYPVPGANALNVANGVRDEMARLSAAFPADLTYEINYDSTLPV
                     TATLHEIAVSLTLTLIVVLAVVYLFLQSLRATFIVALTVPVSLLGTFAVLYVFGYSAN
                     TLSLFAIILALTIVVDDAIVVVENVERLLSNDPHLSPAEATRQAMSQIAGPIIATTLV
                     LMAVFVPIAILPGIIGELYRQFAVTLSAAVILSSINALTLSPALCAVLLKRRTLATTG
                     MFGTINKGLDRARDGYVGLTGRINRRAVFSIAALLLVGLATWWGYSRLPTSFLPEEDQ
                     GYFFVSLQLPDGASLNRTQTVMDQMYQQVSTNEAVEDVIKITGFSLLSGNNAPNAGFA
                     IVMLKPWGQRPHIDRVLASIQANLAAIPSAMIMAVNPPAIAGLGSASGFDLRIQALLG
                     QSPQELAQVSQGIIFAANQDPTLSRVFTTFSASVPETNLSIDRDRAALLQVPVSRIFQ
                     TLQTSLGGMNAGDFTLNNRMFRVQLQNDMNFRQRTAQINNLNVRSDNGALVSLANLVT
                     LTPSVGAPFISNFNQFPSVAISGSAADGASSGQAMAAMEALLAQNLPQGYSYSWSGMS
                     WQEQQTGGQVVFIYLAALVFAYLFLVAQYESWSIPLVVVLSVVFAVGGAVAGLSAMGF
                     ANDVYAQIGLVLLIGLAAKNAILIVEFSKARREEGASIAEAAQDGAKQRFRAVMMTAI
                     SFILGVMPLVFASGAGAMSRQIIGITVFGGMLMATAVGILFIPALYLHIQRLREWTKN
                     RKQDVDESL"
     gene            complement(3708744..3710234)
                     /locus_tag="YPA_3358"
     CDS             complement(3708744..3710234)
                     /locus_tag="YPA_3358"
                     /codon_start=1
                     /transl_table=11
                     /product="enterotoxin-like protein"
                     /protein_id="ABG15320.1"
                     /translation="MDIFSSFNLYNKELYSNSPTHPAFDKSKPYISELKSREEKNLNG
                     EVNFKDNVDKLIMCRHLSSQYILDSLSDEDTGKVDLDKFSSKDIIANRITSNVEELYE
                     QLQLQAKEIYFIPNNEFGICLSKIFKSMERKSENTQSILLESFNHAMAVRLRIKENEN
                     NNTKRYVISVYDPNMTNVTVRCEVDDLVKVRDFQVKDFINHHLFGNFYKSYNPTESSE
                     ISTLYICKKPANESVPECTGKKITFYDWIALPASSINLYTFLIEGFSQEIKNLKNQLE
                     IIYKKNPEKLMEILTAKSTDGIMGFEQALLNDHADAINAFGELLQLVPENKRSELLVN
                     NKKTKYTLFDIVCSREKNKTTMAFKNIVSLISKNERYKLIESKVNILDTVINSLITKK
                     DSSHLNEIFELISLAPEEHVINLLSNIDITQSLEYSLYHNDTKSINIITKMLKGLSEQ
                     GRENIPFLRKLDESIVNMYIQLGKKIAVSAYRELLALKPGTLKESK"
     gene            3710512..3711099
                     /locus_tag="YPA_3359"
     CDS             3710512..3711099
                     /locus_tag="YPA_3359"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15321.1"
                     /translation="MKKTFVVTARLTMIALAAITYSHMASAQSSPSSSVTAQQTDFLA
                     QQGLAGKSAEQMVDAIDQSPQTRPLPYSASVTHTELILSDGQQKFVYPLGDRFYLSFA
                     PYINQTHPCFNHSLSGCRGELANTPFEVKITDNSGKVIMHQQVTSYQNGFIGVWLPRN
                     IEGTLEVSYQGLTAVSPFATGAESQTCLTTLQLQK"
     sig_peptide     3710512..3710595
                     /locus_tag="YPA_3359"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.930 at
                     residue 28"
     gene            3711953..3723070
                     /locus_tag="YPA_3360"
     CDS             3711953..3723070
                     /locus_tag="YPA_3360"
                     /codon_start=1
                     /transl_table=11
                     /product="putative autotransporter protein"
                     /protein_id="ABG15322.1"
                     /db_xref="InterPro:IPR006315"
                     /translation="MNTIFKVIWNASLNVWVVVSELAKGRIKTKSSRNLISEGVLPKF
                     EQSMVSKLFRKNLLALSLGSIVFLSTGPVFAADITVSTQAELSAALSNGTYDKIILGA
                     DITLIGSLTVNMTSNQVVIDGQGKFGLTVNNTTNYGLVVSSGSGTLTLQNMSKIDSAN
                     YYSMVVLNGANTAVNVIYNNIDFLGSSQLIYMGAYGAATNSIMTFGDILNDVVVNDRA
                     QEIGEVNKLAFTGRFHVTHTGSSVTSFVSTGGANNTSTMDFASGADVKIDRTGSTGDL
                     TSTGVNAFAYTFADGASFELIANQNVFSGTTTNRGLEIGSYNSIDGFGSGVKIVLQSR
                     SDGSIISGNGIDNATTNAAGINNNASGDANVIYNLGTGSILKATNTGILATKNANNAS
                     DIYIRSAGDITAATGISATHNGTGTVKIKNDGTITSTTAGIAISSASIKEISVDNTDG
                     TITATAGTGVNVLASAILNLFGGTINTSATANGITFAGTEGGHTLTDLTINLLGTGIA
                     LSNVAGVNLTLSNVTLNTLNGTALNSLTGLTLVDSLNGRNTINIEGAGIGIAATNTEL
                     NTFDAEALDINVNGAGIGIQATGGGVNLSASNLIINVANTLGTALQITDGIDNTTTIG
                     NEIQLNAENATAINFLGSSSKTLNNNGTIKGSVIFAGVADHIINNNGTLDGTLTTGAG
                     NDTLVLDSSSQSNDVINLGDGNNSVTIQNGATVSSIITGNGNDTFTINGMSVGSTYLG
                     SLDAGTGLNTLNFNASTDELAAATSLQGFTNINLVDSHITLVSDDNIGSGMVNIDSSS
                     ELLFGSTFDGILHATLGAGTGSAIVNNSANVSLEQASMFAGTWQVNQGGALTASNSNQ
                     LGSAKIGLDGTLNLDNIALFNHVLTGNGTLNVAKNLATTAFDFGSTVGGAFSGIVNLT
                     KTTFALSADNAAALASATLKLSDDSVTTVGTTDRTLHGLDLSGGTLIFDGAVPQSQTS
                     GVVTVTDLALNSGTVNITGSGSWDNTDPLATNVSILEQDRAGSTLELINATNVTGDID
                     ALDLLVNGTAITSGTQGVQSAIQQGGSTVANAIHNYGLASSNSNGDSGLYVNYTLSAL
                     ELLADGADALLLATESGLTANRVLNAELFGVGGLVVDAQNGALTLANGSNRYEGTTTV
                     TAGELILGANGAFGQTSLLDIASGASANINGYSQTVGAVTNVGTVTLGSGGVLTSGLL
                     TNGGILDLTGGALNLTAGGASTVAGGLTGAGTLNINGGNLSVSAANSGLSGQTHIADV
                     ASVTLTDTGTLGTSAVEVLGTLNLNGANAAMTNVLSGDGTINTNAAVTLSGNNSFSGA
                     HQIGTDGELTVGQASNLGASSATVNLGTLTSHLILNGVSESIANVLSGVAGSTVDIIG
                     GADTALTANNSGFLGQYALAGNSKLTVASTNNLGASSSVALAGAGDTLSLSGFNGTFG
                     NSVTGSGVLQVTDDAEVTLTSSNGVSNAVTIDIADATLNLDDIALFNHVLTGNGLLNV
                     AKNDASTAFDFGSTVGGAFSGIVNLTNTTFALSADNAAALARATLKLSDDSVTTVGAT
                     DRTLHGLDLNGGTLIFDGSPPQSQANGVVTVTDLALNSGTISITGAGNWENEHPVTPP
                     NVSLLEQDRGDILLELINAANVTGNANNLDLLVDGTAITSGTQGVESAIQQGGSTVAN
                     AIHNYGLTSSNGNGGSGLYVNYTLSALELLANGANALLLATESGLTANRVLNAELFGV
                     GGLVVDAQNGALTLANGNNRYEGTTTVTAGELILGANGAFGQTSLLNIASGASANING
                     YRQTVGAVTNSGAVTLGNGGVLTSGLLTNGGILDLTGGALNLAAGGSSTVAGGLTGAG
                     TLNINGGDLAVSATNSGLSGQPHIADVASVTLTGTGTLGTSAVEVLGTLNLNGANAAM
                     TNVLSGGGVINTNAAVTLSGNNSFSGAHQIGTDGELTVGQASNLGASSATVNLGTLTS
                     HLILNGVSESIANVLSGVAGSTVDIIGGADTALTANNSGFLGQYALAGNSKLTVASTN
                     NLGASSSVALAGAGDTLSLSGFNGTFGNSVTGSGVLQVTDDAEVTLTSSNGVGNTVKV
                     DIADATLNLNDIALFDHVLTGNGTLNVAKNLATTAFDFGSTVGGAFSGIVNLTNTTFA
                     LSADNAAALARATLKLSDDSVTTVGTTDRILHGLDLNGGTLIFDGSPPQSQANGVVTV
                     TDLALNSGTISITGAGNWENEHPVTPPNVSLLEQDRGDILLQLIDADNVTGNANDLEL
                     MINGTTISAGQGVQSTVQQGGYTVANATHNYGMTSNGGSGLYVNYTLSALELLADGAN
                     ALLLATESGLTANRELNAELSGVGGLVVDAQNGALTLANGNNRYEGTTTVTAGELILG
                     ANGAFGQTSLLNIASGASANINGYRQTVGAVTNTGTVTLGNGGELTSTDTLINTGMIN
                     VTDGILNLENGGASSISGGLTGNGILNIKGGDFTISIDNNGLAGQTNISDGASVTLGN
                     GGTIIGTGNLGSSVIDVLGDLNLVADNSLANVISGDGTINTTATVTLSGNSSFSGAHQ
                     IGTNGELTVGQASNLGASSATVNLGTLTSHLILNGVSESIANVLSGVAGSTVDIIGGA
                     DTALTANNSGFLGQYALAGNSKLTVASTNNLGASSSVALAGTGDTLSLSGFNGTFGNS
                     VTGSGVLQVTDDAEVTLTSSNGVSNAVTIDIADATLNLDDIALFNHALTGNGLLNVAK
                     NDASTAFDFGATVGGAFTGTVNLNNSTFDLSGNNTTVLAQATLKLSSGNLTSVGNGVQ
                     NIGTLAMNGGTLLFDNIVDNAGIITSDGTIAANSINTTGGGEVRVNLPSNLAPSLDGL
                     SVMELDEGEIIVTLATGAATGTGHELTLTDENGDPISAVTYQGVHNAGSTSAAATGSF
                     NYGMTTGEDYDGLYVNYGLTALELLSTGSEALVLTAILANNGTQSNDLSAQITGSGDL
                     AFASANDGSTASLSNSTNSYTGTTWVSSGNLRLDADSALGQTSLLAMSTATHVDINGT
                     QQVVGELATEGGSTLDLNDGKLTVTGGGQIDGALTGGGELVLSGGLLNVSYDNAGFTG
                     STDIANGAVAHLSQAQGLGNGTINNNGTLHLDNTIGTLFNALTGSDGEVLLSNNASVQ
                     LAGDNSGYSGLFTNQAGSILIANSAEHLGGSSIANSGALILDTGSVWELTNTISGTGT
                     LVKRGSGTVKIEGDTVSAGLTTIEEGLLQLGSSAVTQTLSLEESLQERALLVSFASNM
                     ANLTSNVLITANGSLGGYGQVTGNVENYGNLIMPNALTGGDFGTFTIDGNYTGDEGMI
                     TFNTILAGDTSVTDRLVITGDTAGQSYVTVNNIGGVGARTFEGIKIIDVGGDSAGQFT
                     LNGRAVGGAYEYFLYQGGASTPDDGNWYLRTEADDRRPEPASYTANLAAANNMFVTSL
                     ADRMGETLYTDVFTGEQKTTSLWLRNEGSHNRSRDDSGELKTQDNRYVMQLGGDVAQW
                     SRNAQDLWRVGVMAGYANSSSSTVAQVAGYRSTGSVDGYSVGIYGSWLADNADDTGAY
                     VDSWVQYSWFDNRVSGQDLATEKYDSKGFTASVEGGYAFKVGESVNQSYFIQPKAQVV
                     WMGVKADDHTETNGTVISGDGNGNIQTRLGAKAFINPSDKAKVSGPAFKPFVEANWIH
                     NTKDFGTTLDGVTVKQAGTANIAELKLGVDGQVNSQLNLWGNIGQQVGNKGYSETSVV
                     LGVKYNF"
     gene            complement(3723173..3725053)
                     /locus_tag="YPA_3361"
     CDS             complement(3723173..3725053)
                     /locus_tag="YPA_3361"
                     /codon_start=1
                     /transl_table=11
                     /product="putative antigenic leucine-rich repeat protein"
                     /protein_id="ABG15323.1"
                     /db_xref="InterPro:IPR001611"
                     /translation="MNLSNITSNVSMPNIEPDREIHSARTSTAALTPADYYAIWEKWE
                     SEAIPGTDEQRRFAVECMKDCLEKNTYHLCLRDLNLASLPDILPPCNELDLMGNKLTE
                     LPATLPDNLQKLNASFNQLRTLPDTLPASLLSLNVYGNELERLPESLPEGLKELDVND
                     NESLQLPNRLPPNLESLGIASCGLTELPTLPNSLKRLDADSNQLRTLPDTLPISLLNL
                     SVTSNQLTQLPETLPASLSFLMVLSNRLTKLPENLPGSLRCISAEYNQLSQLPDLARL
                     PQNCEILLEGNPLSTSTLQVLQHLRINPYYQGPRINWSELDNLPPASLRNIVATWLPP
                     EQQNRLAGDWANIETEANSAAFSVFLHRLATTQNANNIPEFKQQIAAWLLQLADSPTL
                     REQTFLIAQEASATCEDRITLTHNDMQKAVMLHEVEKGKYDEKLPELMARGREMFRLE
                     QLENIAREKVKILKTLNVNSVDDIEVYLAYQVKLLNSLQLSSVNKEMRFFGVSHVTAD
                     DLLSAETRVKTAENQDFSRWLSQWSPWKSVVQRIEPERYAAAVEKQYHALENIYPDKL
                     AAELAANGMTGDVDANRIVGKRINDELMGEIDMALTHEVLSAKGASSLLDNLWMEYLI
                     SP"
     gene            complement(3725616..3726491)
                     /locus_tag="YPA_3362"
     CDS             complement(3725616..3726491)
                     /locus_tag="YPA_3362"
                     /codon_start=1
                     /transl_table=11
                     /product="putative antigenic leucine-rich repeat protein"
                     /protein_id="ABG15324.1"
                     /db_xref="InterPro:IPR001611"
                     /translation="MYLSNITSNVSMPNIGPDREIHADRPAATALTPADYHAIWEKWE
                     NDPRTVAGEQRGQAVARMKECLENNAERLNLSSLDLTSLPDTLPPCNELNIICNNLTE
                     LPTTLPDNLQTLKASYNQLRTLPNTLPASLLSLKVHMNELERLPEPLPEGLKTLDVGC
                     NTSLQLPSRLPPVLESLDISNCNLTELPTLPNSLKELDAHGNQLRILPDTLPISLLRL
                     NVAYNQLTALPENLPGSLRCIYTEYNQLSQLPDLAHLRQNCNICLDGNPLSPSTLLAL
                     LRLSTKPNYQGPRIS"
     gene            3726821..3727279
                     /locus_tag="YPA_3363"
     CDS             3726821..3727279
                     /locus_tag="YPA_3363"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15325.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3727411..3729228)
                     /locus_tag="YPA_3364"
     CDS             complement(3727411..3729228)
                     /locus_tag="YPA_3364"
                     /codon_start=1
                     /transl_table=11
                     /product="putative antigenic leucine-rich repeat protein"
                     /protein_id="ABG15326.1"
                     /db_xref="InterPro:IPR001611"
                     /translation="MNLSNITSNESMPNIEPDREIHSARTSTAALTPADYYAIWEKWE
                     NDPRTVAGEQRGQAVARMKECLENNTERLDLDELGLTSLPDTLPPCNKLNIIENKLTE
                     LPTTLPDNLQTLNAAFNQLRTLPNTLPASLLSLNVYGNELERLPESLPEGLKKLDVGR
                     NESLQRPNRLPPNLESLGMANCRLTELPTLPNSLEKLEVDNNQLHTLPDTLPALLSSL
                     LVSSNRLTALPENLPGSLRDIYAKDNQLSQLPDLAHLPQNCSIRLDGNPFSTSTLQAL
                     QHLYINLDYQGPRISCRELDNLPPVSLRNIVATWVPPEQQKSLAEDWAKIEKETNSGD
                     FNVFLCRLATTQNVKNIPEFKQQIAAWLLQLAGSFTLREQTFLIAQEASATCEDRITL
                     THNDMQKAVMLHEVEKGKYDEKLPELIARGREMFRLEQLENIAREKVKTLKTLNVHSV
                     DDIEVYLAYQVKLRGSLELSSVNKEMRFFGVSDVTTDDLLSAETRVKTAENQDFPRWL
                     SQWSPWKSVVQRIEPERYAAAVEKQYHALENIYPDKLAAELAANGMTGDVDANRIVGK
                     RINDEIMEEIDMALTHEVLSAKGASSLLDNLWMESLISF"
     gene            complement(3729247..3729432)
                     /locus_tag="YPA_3365"
     CDS             complement(3729247..3729432)
                     /locus_tag="YPA_3365"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15327.1"
                     /translation="MDLLLLSGSHHCQSLHFIDLVGNSQSRSDKLTQAVNELKIPVVD
                     LIHPLLFISQNNTYKAY"
     gene            3729947..3731503
                     /locus_tag="YPA_3366"
     CDS             3729947..3731503
                     /locus_tag="YPA_3366"
                     /codon_start=1
                     /transl_table=11
                     /product="putative integral membrane efflux protein"
                     /protein_id="ABG15328.1"
                     /translation="MSDVKPQNDRQTGILNAIERIGNAMPDITMLFIYALGVCWALSF
                     GLSFINFDYFHPLTGDQIKVTNMLAPVELVTFITTMVKNFINFPPLAITIVATLGIGI
                     AEGSGFIQVMLKKMLNVTPQRILTPAVVFIGVVSHVASDSAYVILMPVAAMMFYASGR
                     HPLAGIAAAFAGLAGGFSASYTPSIIDPIMQGFTQGAAHIIDPSYNVNVLCNYFLSFG
                     STFGVILVCWFITDKIVEPRLLKSMPLNSDLSGLQSNNELQKVTPQESKAFKRAGLVM
                     LLMLIGLAAALYPENSLLRSPDGSLTRPDAPIMQAIVPLLFFMFAIPGLIYGFSSGTF
                     KSTKDVTASMENITRSLVSFLVFSFFCAQFLYSFSHSNIGTLMAISGADFLRTLAMPA
                     GFTILGVILLSCALDIIITSASSKWSILAPILVPMLMAVGISPELTQASFRVSSTVNI
                     STPMFAFYPLIIMYCRQYCSKTGVGTLCAMMLPYTLGLTVVLTLMLYLFWGLDIPLGF
                     QSGYTYPATQ"
     gene            3731581..3732813
                     /locus_tag="YPA_3367"
     CDS             3731581..3732813
                     /locus_tag="YPA_3367"
                     /EC_number="3.4.11.4"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidase"
                     /protein_id="ABG15329.1"
                     /db_xref="InterPro:IPR010161"
                     /translation="MTIALSEQLTNRFFRYLAVSSQSDAASPTLPSTEGQHKMAQMLA
                     EELRQLGLEDILIDEHATVTARKPGNQPTAPRIGFITHIDTVDVGLSPDIHPQRLRFT
                     GSDLCLNAEQGIYLRTAEHPEILRYQGEEIIFSDGTSVLGADNKAAVTVVMTLLENLT
                     ADDCHGDIVVAFVPDEEIGLRGAKALDLARFDVDFAYTIDCCELGEVVYENFNAASAE
                     IDIIGVTAHPMSAKNVLINPIRVAYDIISEFSPQETPEHTEGREGYVWFTDMTANPNS
                     AKLKIAIRDFDNVSFAARKAYIGEVVAKVSAQYPRAKISYSVTDVYSNISNSIGEDKR
                     AIDLIFSSMAELNIEPKVIPMRGGTDGAALSTQGLLTPNYFTGAHNFHSPFEFLPISS
                     FVKSYQLTRTICLSAAKA"
     gene            3733201..3735273
                     /locus_tag="YPA_3368"
     CDS             3733201..3735273
                     /locus_tag="YPA_3368"
                     /codon_start=1
                     /transl_table=11
                     /product="putative TonB-dependent outer membrane receptor"
                     /protein_id="ABG15330.1"
                     /db_xref="InterPro:IPR010916"
                     /translation="MMVFYRKFFTVTVLISLPCLAWSQSHNNSKDELDTITVVAQKIN
                     QQQQKTPISISVLTGFDLERENIENIYESIMRIPNVYMVKAGNPSDAGFFTMRGTTPG
                     MEGIQSVGFFIDGVYANTFDTELLDVDRIEVLRGPQATLYGRNTESGVINVITKDPEF
                     SPEYKIGLSYGNYNRTQVTTVLGGSINDSEQFSYRAALKYLYGNGYFKRDYDGKNNVD
                     NLNDFSGRFKLRWQPMDDGWDVMTTFDIQNRRNGNTSFTALDKIKSGQKYVDSNYIGK
                     SDVDAYKGQVNAVYTFDDIDFTSVSAYVDERKVDNQDLDFTRLSISELLMNRKTKQFS
                     QEFRLNSKYSGPFNWLIGSYYFYQDDENEIDFRYLPYNLAQLRKSDIKTNNYAVFGNV
                     NYYLLNDVELVAGARYDYEKKKLNFLMDNGFNPYQPYSHDNNSNSFGAFLPKVGLNYY
                     ITGDAMLYTSIARGYKSGGFNTLGPQSSRAYNAEYMTTYEAGVKTEWFDRTVRWNTSL
                     FWNDMKDQQVEVAYYPISYSVNSGKSLSRGLESELAWRITRGLTVSANVGYTDAYFKN
                     FPTEIKVDNNYIPVNYKGNRPANSPGYTYSIGADYNFLNGYFVNATYNVKGSTYLDNA
                     NSKKQPAYGLLDLTAGYENKDYGVNVWIKNILDETYVTRAFKMDDGIWYGRAGEPINF
                     GVNFNVKF"
     sig_peptide     3733201..3733266
                     /locus_tag="YPA_3368"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.972) with cleavage site probability 0.546 at
                     residue 22"
     gene            3735424..3738837
                     /locus_tag="YPA_3369"
     CDS             3735424..3738837
                     /locus_tag="YPA_3369"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15331.1"
                     /db_xref="InterPro:IPR000794"
                     /db_xref="InterPro:IPR006163"
                     /translation="MNLLNNETRWVREALFEQATKSKYDVALRYCDKDDVDSYSYSQL
                     ISLGYSLATQIEIENNPPGPAILLMPGGSLFVISFIACIIRGVPAVPVHLTNHFKLGR
                     SIDTLSHILADSHGEYIFTLSSLSDEIKKQGWHRTHQIVFVDQQLTGSRRYFPTKKNY
                     DALYYPSHLPVYLQYSSGSTAKPKAVCNYDHNMRVQHHILLELHLHCQPKIITANWLP
                     FYHDLGMFSGLLLPLLSGGCCNFMPSVHFITEPFRWLKMINDYQANSGAAPDFAWDLC
                     TTMVTDEHICQLDLSSIKMAMNGAEPIRPETMANFAARFASTGFDAHSFTPGYGMAEA
                     TLTVSHKPIDTDYCCLAFNPMALAAGKAILDPQGCRLVSSGHVVRAWQLQIVDPQTCQ
                     PLPEANIGEVWVRGGSVAGGYWQQPELTKATFHNTLAGNSHHDYLRTGDLAFVYQGEL
                     FICGRLKDLIIVAGQNYMPKDIETAIEYACDDIHTGGVCVCQHFDSGEFIVMAEVYRH
                     LTSTALQRIAQQIVATVARHFQLKSDKVILLARGKLLKTSSGKIRRSHMLSLYFTQQL
                     SALYVQESQRKTQDEMLFDQESVLFEQEAILFDWLHKTGCELLGCEAINPDSGLHQAG
                     LTSLLAIQFCQSINHFLGCHLNVADLFAYPTLRQLTLFLSQHQEDIASSSSTEAGDDR
                     DVAIVAISCRLPGQVGVSWADYCTELSAGNSAVRHEKNRLRHCVLPIGALEDIDQFDA
                     AFFNISEREAILLDPQQRHILELSWHLFEQAGWQPEQLKQGDIGFYIGQSGSEYGQML
                     LQKNDPDYAKSYLATGICSSATSGRLAKFYGTRGPALTIDTACSSSLVALDSAMLSLQ
                     QKQCSAAVVGGVNLLLSAQIEQTLINAGMLSPKGHCATFSDDADGYARGEGAVLFLLK
                     PYRQAVIDGDPVLAIIEGSVVAQDGESSSLTAPNPHAQAAMMSQLLQRASLAPDDISL
                     LETHGTGTSLGDPVELSAIDRVYGQRKTPLRLGASKSQVGHLEAAAGGFALARAVAQI
                     QQQKAFGHPTLNSYNPLIAEKLSRYYFDKDTCPWVIKRVAINAFSFTGTMAAAVLRKP
                     TAVARSIKSITSIKSATSIKSVTSINVTNGAIVIHTQRLKSDPGGNLLS"
     gene            3738851..3739873
                     /locus_tag="YPA_3370"
     CDS             3738851..3739873
                     /locus_tag="YPA_3370"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15332.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3739873..3740652
                     /locus_tag="YPA_3371"
     CDS             3739873..3740652
                     /locus_tag="YPA_3371"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15333.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            3740668..3747318
                     /locus_tag="YPA_3372"
     CDS             3740668..3747318
                     /locus_tag="YPA_3372"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore biosysnthesis protein"
                     /protein_id="ABG15334.1"
                     /db_xref="InterPro:IPR000873"
                     /db_xref="InterPro:IPR006162"
                     /db_xref="InterPro:IPR006163"
                     /db_xref="InterPro:IPR010071"
                     /translation="MGRWWRYKWITFHPSLTIKPVTSIKSATSIKSVASIEPVASTTW
                     LSDEEAVGWLPISAKTEAALLATARQLAEVLSQHTALARAVVAAWRTKRSHHFPIRAL
                     IQYHSLSDLIAQLHQVTGEKSDPRCRFEKAQSPKQWLAGGAFDWAAVTPSEGAVSAEV
                     LALLPLYPFTRQRYWAEGLLAESTPLSSPSVIAHPLDFSFVRTWVAETLAIASGALSD
                     EDDLLSLGLDSLQMLDLVDECKKRHITLTLARLFEKTTLGAWEQYWDSICRSGVCGES
                     VSAVTPLTEEQTTDEYWQGEPFVLTPVQQAYWQGRQKGQTLGQVACQVYLELDCPSLA
                     DERLHQAVTQLFHRHELLRMRINEQGMGVIQEIEPVTVTQYHWDQLSARAGAKERYAL
                     RARLSHRMADLTDESGFQLIASHDGQNTRLHINVDMVIADAMSLQILLEELGLLLSSQ
                     NTPFAPLDYHFPQYLLEQKSTPSTGESEAYWQQRLIAGLPLAPQLPLAIKPEQIDKPI
                     FQHREWRLASEHWAKLQQIARQHRLTPSMLLAGCFAETLRGWAKLPDFSLNLTIFNRR
                     GAHPQLAKLVADFTSLLILACEVKENESLLDHFRRLNQQFMVDLDHGDYSAVHVLRQW
                     SQQRGEQVTLPVVFTSNLGRELLGENAPGALHYLVSQTPQVWLDCQVMEYQKALLISW
                     DTVDALFPEGMLDQMFAFMQQLLQSIVENEQVLQSPVQAYVDDKVLAHRQQPLSGVHG
                     VPFEAKTLHQGFWQQVALVPNNIAVINASGVLTYREMAIRVGDLAGYLQQRIARQGHV
                     GICLPKGIEQVIAVLAVLSIGAVYVPLDITAPSERLQQLIAQADIGVLISDHEISANC
                     DTVNINITGGFPSPFTPSVFTSSAAAPSIFVPSIFVQPDEPAYLIFTSGSTGVPKAVV
                     VTHQAAMNTIDEINRRYVDDGKIILFALSALNFDLSVYDIFGPLSVGGSLVLPNAGDE
                     KEAKQWLSALHQHQVTHWNSVPALFEMLLIAAEQGTQALPRSLQQVLLSGDWIGLDLL
                     PRLRALGSQARFTTLGGATEAAIWSNALDIAVIPEEWVSIPYGYPLAHQYYRVVDQAG
                     RDCPDWVTGELWIGGRGVALGYYREPEKTAAQFVSVHRAGFYRTGDYGRFWPNGCLEF
                     LGRQDRQIKLHGYRIELAEIEAVAEHLATIKRAVVLYLDQPQKHLYLFVEPQNQVSTL
                     FSATVDDVLPETRLVTDIREQENTITAFLLCHVLSNVLKLDLAEYQSTQVLQEKGGIS
                     EAYQPLFLAWLHWLVEQGVLLSRDDQFKTTGIQPVRPEVTEPHLLPLLMTLEQKASWI
                     GEVVTGRGNPLLLLDDTLLSPEILVANTHDAQVVIDVLCQRIARLSRQLQRPVNVTEL
                     NGRTGLFASRVLSRLGTEVLSYCLLESANSLRQHAKYRLSGYSHETDVIATPDEQQQL
                     ADILIVNNSLHRFDALPEGIAMLQSLCHGGTEIVLFESLALSPLSLLTVLLLQHPNGF
                     RDQRQGALSPLLDLPAWQSLLTDSGIAIQQLSIIEPYSALFVCQPQITKVPVSREQIK
                     QHLQQHLPAYMVPSSITVLETLPLTPNGKIDRTSLYKQAVEYGQLSHDGEAPRVLSAQ
                     QKPPDERERSDKRELSDKKEQCVARLWQQVLGVTPQSDSNFFLCGGDSLHATRIVALL
                     EKEGTVGVPLSQVFLLPVLRDFAHSLAFRHAPVQEAQLVHCAAQRYSPFELTDVQRAY
                     LMGRQSGFPLGGVATHYYQEYEYQEYEYQENEIYQEHESHQQYKGTPFDRERLERALT
                     LLVARHDALRIVFDEQGTQRVLPHQPSPALQVIHCGAVEWETVTATQRDRLSHYVSEP
                     TQWPLFHATLIQSDEGRNRFCLGLDNLVLDGLSMQIFFKELAVLYEDHTATLPSVEIG
                     FRDYLLAESSSPHRQVSEDYWRESLPMLPDAPRLPLVCDPALVGTPKFKRWQAVLSAS
                     DWQMLLHKAKQHQITPSCLLLTCYAQVLAKWSESASLTINVTLFDRKPCHPDINHIMG
                     DFTSLLLLGCRQEKGEGWLATAQRIQQQLWRDLEHREVSAVWVLRELNRQRGTTHIHM
                     PVVFTSALGAQVDGYPDSAFQAPLWGISQTPQLWIDHQVFERDGELHFNWDVVEALFP
                     AGVIDAMFAAYCQLLEKLCVTEHWHDSVEIALPAPQQQSRQRVNATHQAMIFSPMHCR
                     VAHAMAAYAQQTALIWGGQPPQLSTT"
     gene            3747326..3749014
                     /locus_tag="YPA_3373"
     CDS             3747326..3749014
                     /locus_tag="YPA_3373"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore biosysnthesis protein"
                     /protein_id="ABG15335.1"
                     /db_xref="InterPro:IPR000873"
                     /db_xref="InterPro:IPR006163"
                     /db_xref="InterPro:IPR010071"
                     /translation="MQRLAQYLHEQGVRESAHVGVALPRGCDQIIAVLAIQWLGAAYV
                     PISVEWPACRRSQVITLADIHFLIGDRTLGWPEEVDVLSVESEPVSDERPTPRVVSAD
                     SLAYLIFTSGSTGVPKGVAVSHGAAVNTIESVNRQHQINPQDTALALSALYFDLSVWD
                     VFGVLSAGARLVLIPQQAQREAAIWLSLVQQHQVTVWNSVPALLEMMLLFNEQIFNEQ
                     DEQPPALPSLRVVMLSGDWIVPELPQRLRRFAPNAHCVAMGGATEAAIWSNYWIADTA
                     LTGWCSVPYGVPLPNQQFRIVNEQEEDCPDWVAGELWIGGQGVAQGYYGDSAGTEQQF
                     ILRDGQRWYRTGDTGRYRPDAIIEFLGRKDQQVKISGYRVELEEITLALKSYPSIEDV
                     VAFVIQHNDRSVLAAVAVTPTPLDRQAVTAFLRERLPEYAIPSRLGHCCAWPLTDNGK
                     RDQHALRAFVTPSFEPTETPQVTQPMTAMEQLLCEQLQLLLNVVSIQSHDNFFALGGD
                     SFIAIRLTSVLRRNYGVELPLWKIFSVQTIAQIALVMEPAHQSAGRIQFVEDSI"
     gene            3749027..3754810
                     /locus_tag="YPA_3374"
     CDS             3749027..3754810
                     /locus_tag="YPA_3374"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore biosysnthesis protein"
                     /protein_id="ABG15336.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR000873"
                     /db_xref="InterPro:IPR001601"
                     /db_xref="InterPro:IPR006162"
                     /db_xref="InterPro:IPR006163"
                     /db_xref="InterPro:IPR010071"
                     /translation="MNINLDSSSATQATDLLVNLEQQEVRFWLEGERIKFRAPEGVMT
                     GAVMASLKALKPQLVAILAVREQQETLPIDTENRFVAFPLSHVQAAYFVGRQSVFEYG
                     GVGCHGYFEILAPCWDKAKLECIWEQMIIRHDMLRAIITPNGEQRILPSVAPFVIEQV
                     DVSSETVRQAMSHRVYQTDKWPLFDLKISHQNGKDCLHFSIDLLIADFLSVQILLAEL
                     FKGYLGQTFPAAPLTASFRDVICYERQQQSGRAYGDARQYWFSRLPTLPACPQLPTCV
                     QLPTGSPSPAMQTNASEIPRFVRYRHQLAPSCWRRLQQGCQQQGVSPSAFLLTVFSEV
                     IGRWSENRHFTLNLTVMNRPNIHKDIDKLVGDFTSVSLLEVDLRSPKTVYERVKQIQK
                     QLWQDLEHRTFSGIEVMREWGRQQGVGHARMPIVFTSALVGEGKNQVQEAISETQLDL
                     VFDYGISQTPQVWIDCQIMVLQGRLQLNWDVMADVFPKGVVAAMFSTFIDSVERIDSV
                     ECIDSIECIDRVKCLCMEEVGTGEALCDSPLFWHSALSLPLPESQQQRRKQVNATEKT
                     LTPRCLHDGILARAAQQPQAIALVDPQHCLTYAALITRAQALAAKLNSHQRYAVLMEK
                     RHEQVVAVLGIFIAGSAYVPVDIHQPPARILTILSDAAVSGVVTASPQACLADAHFRE
                     INLSLLAQIPDAIEAKILPLPHDLAYVIYTSGSTGQPKGVMISHDAAYNTLADMQQRM
                     ALTPDDRVLALARLSFDLSVFDIFGVLGAGGALIFPDEGDLQNPARWAHDIAQHQITL
                     WNSVPAQMKMLTDYLRAEQITLPSLRYILLSGDWIPVNLPPAIAQIAPHCTQLALGGA
                     TEAAIWSNYWRIDPQITYPVSIPYGVPLTNQQFRVVNPWGEDCPDWGAGELLIGGRGV
                     AQGYWQDEAKTQAHFFIDTQGLRWYRTGDLGRYTSEGVIEFLGRRDHQIKVRGYRVET
                     GEIEAQLLKLPEVAQAVVMQTTQAIQTEQAEQATQIAQATQATQATQAAQTTQTTQTT
                     QTTQTTQTTQTAQATQIAQTTQAIQTTQATPTTHTELQAYIEAAQVAAASDYTQSLRE
                     QGRTALAHLQSAAQQAGDALDRPCIDRLFSLLDKVALMQMVKALSDMQTVNTHHAVTL
                     DAIMEKGQIASVNRQLLRRWLRALTQHQYLQQINDTYRLISVVAEQEIRLCWQQCEQL
                     ITQLDDNRGLLTYLERSSQCLPELLQGKEDPLNLLFPDGRLDVATQAYQNNLISQFMN
                     RLLLKAAEQKVKNQAQGRVLKVFEIGAGVGGTSNVLIPLFAEGNAEYTFTDISPFFLN
                     EARKRYQHYDFIHYQLFDFNQSPVQQGLDCGQYDLVVAANVLHNAIIARHGLNNLRQL
                     LAPGGWLLIIEATRDNYQLMTSMEFKQGLTAFEDERLALDSPFLPQQNWIHALQDVGA
                     EMLWAYPPTDDVLHKMGQSFIFAQFNSQRMSCEPDALLAYLQQQLPDYMVPAKLVILD
                     KLPVSANGKIDRKQLPRLPESQQRQAPALQDTDSPLEKTLLALGRTLIGNNAMGVDDD
                     FFTSGGDSLLITQWINQVREVLGEDKVPWEGCLRQVLQQPTARALAAYLRNIREEEPE
                     SQRPQMAVTCLKESACLKERSGLKERSEEPVVILHEGSGTVLPYLSLVDKLSGPIYGV
                     NVTDSAAFLSIPAERLICQLASTYLPEIQKVGDQCHLVGYCMGGLLAFEIARQALENG
                     RPVSSLTIISSYQIPYHINDPLMIDLVMSWTLGVEPPWNLLKADLEGIYHAILADKPA
                     VITVNAVVERAKANGLTALANEYACLQQQSNEVRLSQLLTAIEQHSTASSHVSRQPFD
                     VFRHSIQGVCQYQPNYFAGDMTFVCQQGDTYLLPALQQDMTAFWQTYCLGQINRLTLP
                     GDHFTCLSADNISPLIQHLEQCKGVRG"
     gene            3754807..3755877
                     /locus_tag="YPA_3375"
     CDS             3754807..3755877
                     /locus_tag="YPA_3375"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15337.1"
                     /translation="MRQPKTILVVGGQGAVGQAAVTQLSQRGYWVITAGRREHPNHPH
                     HIVFDLFDHKALADSCRQVDLVLNAAGPASDIEAHIALTALAEGKHYVDVAGDPVIER
                     TLLVPMAASSSACVLGAGFIPGLAAMLPRYAVDCLSPVTQLTVYSGGIETFTPTSAHD
                     FLSSQYTGRAQGKSGYVWYDGGLCKESLKKAVSIPTAQRLFDALPYFSFEHERLVTVH
                     SLSHLAAYNLIADQRLLVGLGGEGGGAAQTLIAFSQQLTRQEGEQQHLFMVAKGLLAG
                     QPAALQLQIRFTNSYQLTGTIAALAAHHVLCTHRVGLYWLTDLLPIKVLLSQLNALAL
                     FSHFHIHCQLDNNAVNFQEGAL"
     gene            3755874..3757001
                     /locus_tag="YPA_3376"
     CDS             3755874..3757001
                     /locus_tag="YPA_3376"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15338.1"
                     /db_xref="InterPro:IPR010091"
                     /translation="MIQPQKIVVCGTLFGQVYLSAFKTAFEGGELAGILAQGSERSRQ
                     LAHAYGVPLYHHVDELPDDINMACVVIRSTIVGGKGSEITKALLKRGISVLQEHPVCL
                     EDVAECLRLARQQGCHYQVNTHYPHVPAVRQFIAYLHEAMQTQKPCFIEATCGVQVIC
                     GLLDIIGRVLGGHFSPYGFSVAGGDVLLRSLLENPAPYTQLQGVIAGVPLTLNLQNQL
                     DPAAPDNHFHIMHRLCVGLPSGNLLLVNTHGPVIWSPYFHIPRVRTPFGCREVIDPDD
                     APHYFLPPLSQLFSQESDNLLSVLHHQWPSAIRHALREFIEQQQHSSPAYAQFLLSLT
                     QVWKTLMEKVGNPESVHFVEPMMASPKVATFLSQWQGERDD"
     gene            3756994..3757758
                     /locus_tag="YPA_3377"
     CDS             3756994..3757758
                     /locus_tag="YPA_3377"
                     /codon_start=1
                     /transl_table=11
                     /product="putative thioesterase"
                     /protein_id="ABG15339.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MIERLFRLIKPGTRQQMVCFHHAGGSAEYFLPWKTDLPPDTALY
                     AIQLPGHGGRINESLLHNLHQMADVIAQSYVYLPVRDTFFFGHSMGAALAFEVALRLQ
                     KAGRGITTLYVSGRLPPHKNTNTDFYRQSDVSILNKITQLGGSTLDYQQPELKDLLLP
                     IFRADFTAIETYQRQCTELLNCSVMACVGEQDTEVSVRQMSEWCQVTKGAFRLQVFPG
                     GHFYLNHAQKRLLAFINQSVAAQQSSKECKEYHDEI"
     gene            3757748..3759052
                     /locus_tag="YPA_3378"
     CDS             3757748..3759052
                     /locus_tag="YPA_3378"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15340.1"
                     /translation="MKYNANITSLFGLSSLFGLFSLFGLYCAQGVPLGLAIFALPGIL
                     RSLGADMRLIGLVGLSMLPWAFKMLWASFIENHKPWFFRGLPTGLAWIQFCKVCSLIA
                     MTLLWFFAPETHVLALLLLVTLINFFYASQDVAVGALVVRVFAGSRHVRVNVSQIAGF
                     SLGMLLGGVVSLYVFSVWGWSVTVWWFLLLQGLCHLPFMFHLGRFAAENKLPVIPGSA
                     SLWKIFRRKGWVPIVVMAVVFKFASTMGAALVSPLLVDMGVSLEQIALLAGGVLIISY
                     IVGAILSGVLHRWFSSPQLTIFGLLGSMLCWLGMTLSLSFSAHNSLPVFVFFILEGFF
                     FNLCCVSIFAWFMCWSEGDEDQGIVQPGTDFTLLQCCEVLGGSIAMVLSGTLAYYLGF
                     TYAFGVATVCAFLVVLLTLYCFRRSQSAYAGFQKDRHTVEIG"
     sig_peptide     3757748..3757834
                     /locus_tag="YPA_3378"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.972) with cleavage site probability 0.756 at
                     residue 29"
     gene            3759052..3760824
                     /locus_tag="YPA_3379"
     CDS             3759052..3760824
                     /locus_tag="YPA_3379"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-transporter transmembrane protein"
                     /protein_id="ABG15341.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MDTQASAFRWLIQLLSTQHKRLALSMILAVGYSLLSLVPYVLIY
                     QLIANFLYHPSAATSQLWWLVGMAVLALAGKAILQLASGLLSHQAAFQLLFELRRQVI
                     ERVGRLPLSVSHQHTTAKLKKIISDDIGRIETFVAHHLPDMAAAIVTPIAAAILLFFF
                     DWRLALVALIPLPIACLLQCWMFQGFNQRITVYYHVVADLHTSIVDFVKSMPLVKAFN
                     MTVNSHQRYTNAVNAHNQLVREWLTETRTATALFKLSLDLGLLCIMPVGIMLFSQGEV
                     TLAVIFMFMLLGIGLMEPLYNLLRFGNLFSALLKGVENIREFAHAKPQREGQTPLPIK
                     HYDICFNQVSFRHPDAKENTLEQLSFVAKQGEITALVGPSGAGKSTAAQLIPRLYEHQ
                     GGDICIGDTPIEMLPLEQLMSLTAFVFQDTFIFNDTVMNNIRMGNDSLTEAEIINAAK
                     AACADDFIEQLPERYQTVIGPETLSGGQAQRIAIARAIAKNAPIVLLDEATAYADARN
                     EVRIQQALSDLIKDKTVIVIAHRLNTLIHVNHIIVMAEGRKVAEGTHQTLLATHSLYQ
                     NMWAAHQAAKIWHFSTDAKAVSYD"
     gene            3760799..3762574
                     /locus_tag="YPA_3380"
     CDS             3760799..3762574
                     /locus_tag="YPA_3380"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC-transporter transmembrane protein"
                     /protein_id="ABG15342.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MPRQSLMIKLSGLSTLTGGRLKGLKGMVSIAIIDAFLASLPYAF
                     LYYIVLDMLSSHPDAIYQLKLTGFCGLLMLVRVILARVLYFHVAIIGFDAGAKIRIRL
                     GEHLRRLPMGFFYRSDMSSVNNTLLKDIDMIENIFTHLYAPIIATASVLCFFSLGLLL
                     KDWRMALAMLSTLPLAVCAYILTRRYAQRWQEYMQLLMFKLNDALMEYIDGLKELKAY
                     RMTGAAFQRLSQVLTTTYQQSLTAEKAGVWPIYSFNVLVECGFIVLLVALTWGWVGGR
                     IPLSEVLIFLIAAVRFFRPLLNMSMFLAELNYFGLAVERVEKVFAIPELVHGDLQPNI
                     TDMRIRLDNVCFAYPDKPLLFNHLNLTIEKNKITALVGPSGSGKSTLASLIARFWDIE
                     QGHILVGDKANEMSLAEIDVDYWQRHLSVVFQKSYVLNETIANNLRVACPDATNEQLL
                     SVCRAAQLLPLLDKLPSGLDTEIGAGGVHLSGGELQRLAIARALLKDAPLIILDEATA
                     SLDPENEQDIQLAMQALIRGKTVLVIAHKLSSIQYVDHIIVMDSGQIVEEGDHSTLIQ
                     HQGLYAELWSLQQQAQAWQPGRLGE"
     gene            complement(3762897..3763772)
                     /locus_tag="YPA_3381"
     CDS             complement(3762897..3763772)
                     /locus_tag="YPA_3381"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15343.1"
                     /translation="MRSNNKFTLKKLALALMLAGCTISNAYAVLIPVAGAIQGSAPTL
                     SAPSNSALHAVDLSSNATGAVLASGDTITLTYTYNDADEDLDNSINYVNWYYTKGGVD
                     TQIATTNITNSPAKTNDGKGRSVLIIPATAIGADAIKVVIQEFSASGDPISGQTISVA
                     DTSTGGGGTTTRPGPIAPGSNVTPGIYLSTDTLFTNNLLGSETILSANNVYVFKLWDS
                     EAVGVIDLTNAVHYNWRLLGDSATDSVAAPTTGFVTSVSNADFSVPMNTAADGTQLTG
                     SVDGMQGFQLTVDYN"
     sig_peptide     complement(3763686..3763772)
                     /locus_tag="YPA_3381"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.901 at
                     residue 29"
     gene            complement(3764208..3764606)
                     /locus_tag="YPA_3382"
     CDS             complement(3764208..3764606)
                     /locus_tag="YPA_3382"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15344.1"
                     /translation="MFSCIIKTTDNYFRHGLFILLKEALMDCHVNANATLADDADWHT
                     KMVFIDADSSYCHRTLEQTYQAYKNQQSGTPGIFIILRSKGALLPLNMSYNTSAHILY
                     KSDEQADIKSKIGVVIKNALGRKNTINPTV"
     gene            3766008..3767489
                     /locus_tag="YPA_3383"
     CDS             3766008..3767489
                     /locus_tag="YPA_3383"
                     /codon_start=1
                     /transl_table=11
                     /product="putative gluconate transporter"
                     /protein_id="ABG15345.1"
                     /db_xref="InterPro:IPR003474"
                     /db_xref="InterPro:IPR006162"
                     /translation="MTRHLRLYCQSEGEFESIKTIKFGPTNIAADTKARILRFNYWGK
                     QEMEWINILWVMLGIGLMLVLNIRYQINSMVALLLAALLVGTLAGMDLLKLLHTIKAG
                     FGGTLGELAIIVVFGAVIGKLMVDSGAAHQIAQTLLRRFGLKYVEAAVIIIGLIFGLA
                     MFYEVAFIILAPLVIAIAVEAKIPFLKLAIPAVAAATTAHSLFPPQPGPVALVAAYGA
                     DMGMVYIYGVLVAIPSVICAGLILPKFLGNLERPIPTFLKSDNPIDENNLPSFSTSIL
                     VPLIPAFIMIFTTIANIWLVKGTTSYTILNFIGSSPIAMFIAMLVAFVLFGTGRGHKM
                     EWVMHSFEGAVKGVAMVILIIGAGGALKQVIIDTGIGDTIGMLMSAGGVSPYIMAWLI
                     TVLIRLTTGQGVVSAMTAAGIIGAAVMDPVTGTITSVDPALLVLATAAGSNTFTHIND
                     ASFWLFKGYFELSIKDTLKTWGLLELTNSVVGLAVVLLISMFV"
     gene            3768490..3770148
                     /locus_tag="YPA_3384"
     CDS             3768490..3770148
                     /locus_tag="YPA_3384"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15346.1"
                     /translation="MYIQFREPISTSPAQPDAGHRHLFSCAPAAAINPITLAIIVAFS
                     ALVLPQTARASCNSSGVGTYVCEGENHAGIILSGTDIAVETQPGFSITEPGGADPALS
                     LIGSGAISYLDTNRSALDTTGADSLYIQNDTSMAGQSTSINIQSNSSIGSGININNRS
                     GADAAIQIDLSGTLSGNQNGSAALSIHSSAEGNSAFILNLDALSGSMGLQSYNDSRSG
                     IATTNINIVNDINVEYSGASINNTGNGETSIINFNSKNITTEFDGLNVYNTNYAGAAI
                     TNINIDGDIRSANSQAATFYNSAYEGPSSLRLRANHVTGEYAGLYISNDSRKSSAITD
                     ILLTGDLTSTSGAGLVFNSYVEEDDIGASIKLNNIYSYYEALSLSANTLNGDMQFDLD
                     ISGDIVNEYGTGILMMGMASEGNSTIIINANNINSGSQSLKVNNYSHLGTAVSDITAT
                     GHLVSEQGVGAIFSTYVSQGDAIAVINLNDITAAGSSVEIDTIASEGNSTTYLTVVGQ
                     INASNGEGITLISQATDGSTWSTLTSIISPVNTMLFTSITLLLA"
     gene            3770253..3772253
                     /locus_tag="YPA_3385"
     CDS             3770253..3772253
                     /locus_tag="YPA_3385"
                     /codon_start=1
                     /transl_table=11
                     /product="Outer membrane autotransporter barrel"
                     /protein_id="ABG15347.1"
                     /db_xref="InterPro:IPR006315"
                     /translation="MGGLVHGGNGTAIGIHRLENVQTSATLELQSGYALEGVTQALVF
                     TGSYAEINDAALDLANSHLVLGGTGDAVFDLTRIDNREEAILDGDPNRITGFGTLTKT
                     NNSIWTLTGANMADGDANAFLSANIAGGILVLDNATLGLTPATTILNRLSAADIAADP
                     TLVATETGALTLAEGGALSSLGDSVLSGNLISAGGILLSNTYTGGNGAATDDRLTVTG
                     TYLGENNGSGEGAWLALDTVLGDDDSATDRLVINGDATGTTSVRVNNAGGLGDKTLNG
                     INLITVDGLAQDDTFLLAGDYVTTDGYQAVVAGAYAYTLQADGEAATAGRNWYLSSEL
                     MLTEGVRYQVGVPLYEQYPQVLAALNTLPTLQQRVGNRYGAPGALADLNFDDNQWAWG
                     RIEGSHQVTDPARSTSGSQREIDVWKLQTGIDVPLYQSQGGSLLTGGVNFTYGKAKAD
                     IHSFFGDGRINSAGYGLGTSLTWYGNNGVYVDGQLQTMWFDSDLSSRTAGHAVASGNN
                     GRGYTSAIEAGKGYALGNGLSLTPQMQVTYSRVDFDTFRDPFDSEVSLQEGDSLRGRL
                     GVSLDKETTWSAKDGTTRRSHIYSHLDLHNEFLNGSKVQVSGVEFATRDERQSVGLGA
                     GGTYEWQNGRYAVYGNVNLLGATRNVSDNYAVGGTIGARVSW"
     gene            3772839..3775088
                     /locus_tag="YPA_3386"
     CDS             3772839..3775088
                     /locus_tag="YPA_3386"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15348.1"
                     /db_xref="InterPro:IPR006533"
                     /translation="MFADSNKAKVKERSAVNSASTGTAAISAAINAPSGLQFKLTAAG
                     LPPQTFAVVDFSLNEAFSSPFVLHVGLASADPAVDFSAVLDEDATLSIWREGILQRSI
                     TGMIASFEQGNTGFHQTRYSMVIRPALWRTSLRRNSRIFQLESVEAIISTLLKENGIN
                     DFAFGFRHSHPAREFCVQYQESDFDFIQRLTAEEGIFYYFEFSTGKNTVVYADDVGSL
                     PKGASLPYNPNVAAQAQELSITTFTRSAQVRPAMVQLKDYTFKNPKWAAEFSEQAREL
                     QNQRPDYEHFDFPGRFKDEQHGKDFTRYRLEALRNDANKGQGESNEFTLQPGQLFSLS
                     AHPRDDLNHAWQIVSIQHTGKQMQALEQESGDQGTVLFNQFSFIPPTQTWRPTPLPKP
                     VTDGPQIAMVVGPPSEEIYCDEYGRIRLQFQWDRYGQSNDQSSCWIRVTQPWAGQGWG
                     MLAIPRIGQEVVVDFLHGDPDQPIVTGRTYHANNLPPSALPGAKTQMALQSKTHKGEG
                     YNELRFEDQDGKQELSMRAQRDMNTTVLNDRSTTVSGNHTETVTKDQAVTVSGNQTMD
                     ITQDQTITVTGTQRIDVTQDRIIDVTQDRIIDVTAEQQTTVKADDRLLISGKQKTKID
                     LDQEYEVVGSQKKTIGANQTLKVGGYQKNTLEGYKKSKIGGDNTTTVGGHDKLTVGDT
                     ITITAGTSITLQCGASSIVMDEAGNIKITGVNITSAASTTHTIKAKTVTSCGDTENIV
                     EGGILKLNP"
     gene            3775114..3776433
                     /locus_tag="YPA_3387"
     CDS             3775114..3776433
                     /locus_tag="YPA_3387"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15349.1"
                     /translation="METPGVSNPIERRFMQAHDDWLTFAGNKKAKLLLWQANEADEPL
                     LKTYFQVQEENACAVIQFDDVFETAEQFTDAIIKHIIHFYHQRREGSAAAGITADWHP
                     PELTSPGSHQVLFTIAKSLIQHHPDVFPGFVWVFRPNIVVSEPRFTEWLLTLTADLCL
                     DPWLAERLRLVLYGELSDGIQSLSQAAPENIQLINGVYHMAGAPGEMVEESTERGPGA
                     DFRRLFIALTETIPLNDPSRLARLQKQALNISQKEGWFDQSVVIYLLVGAAQLKWQDF
                     PRALSAYQSAAQEGENAIIADHPAGNKLVANALFGEASVYFSQKEYAMAAQCYESIAP
                     YTEAAADAVLTIETWRMSAYCWWEDNYFTLAWNAGLNALKIGLPLGDDIKTNSSLGVA
                     AYWMHQHYGRWENYDDELRTVLSALYGDEWLDIITPLDQRNITLAAG"
     gene            3776447..3780763
                     /locus_tag="YPA_3388"
     CDS             3776447..3780763
                     /locus_tag="YPA_3388"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15350.1"
                     /db_xref="InterPro:IPR000425"
                     /db_xref="InterPro:IPR001826"
                     /db_xref="InterPro:IPR006530"
                     /translation="MAMPAVKHFDPVIGLDVHTVIIPPSPAPIPIPHPHVGFVLDLRE
                     CVNGVKSVVGSIVFSFAAEAAADVMEDNPELLAAGMALVSKAGSALEAAANNPVVKTG
                     LALKDAKDQLSGLKAGIIDTLGGNIGGGGGSNRPVKVNGTLRSTVGTHTFHIPGLHFP
                     LGTLFAPLIPSKDSESFMGSKTVMANGDPLSYMALPAMSCWFVGLPSTPKNAAHTQRK
                     SLSLPTSVMLPIPMGRPVVVGGMPVLNLLALMMGLFKIFRGSKLAKKLAEKLGLKSGF
                     LKCTILDAEPVNSITGEVVVEQNDFVVEGRFPLVWDRYYGSQKAVTGVIGQRWQCPAD
                     IRLEVLVDQGELGVVARFPDHETVFSLMPIEQGWDERVYDWQQGHALYRSGNQLVLRT
                     RHEEEYFFTLPNDWESTVIPFTAADRLTLPILRMADRYGNGWQFKRQGNSLLLALIEL
                     TQGLLSGREVHVIQDENAPISGMLNDFVLVNKTNGERRFLVGYRHDGEGNLIATLDAD
                     NHPYQFEYIADSQMVRHTDRNGLSFYYRYQRHSDGLDRVEHAWGDGGLFDYRFHYDRV
                     YQETQITDSLGHTTLLRYDERGLPFARVTPLGGVYSYQYDAQCRTIAEIDPAGNTHGW
                     MYDQYANLTEETFADRSSVKTEYGDDHKPVRITDPGGRFWRQSWDAQGKVISQTTPGK
                     IATHFTYDDLGQLVAVVDASQQRTELAYDAWGFLRVITDARGNATSFKHDFCGNLLKK
                     VAANGDITRYQYDKKQRLTGCTLPDARTIRCEYDREDNLLLYNENGSRITRFGYFGQG
                     RLQSRTDPDGSLTEYLYDTEEQLIGVKNQRGKTWQLKRNAEGRLIEEVDYWGQSRRYQ
                     YNAVGHLTGSHDPLGQILAVTCDKLGRITEKNIAGDEQAWERYEYNVQGQLIGAVNPA
                     VTVTRRYNQDGQLAQEIQQQPQVSATVEYGYNAAGQQVEQRHLLQYADEDDIQVQQRI
                     RYGYDVLGQCISQQIDDHRPMAFSYDKIGRLTEQRLTPSLSHHLRYSAAGQLAGYQTR
                     RKGMVWSETDYFYDQHGNLTQREDSRQGSERYHYDVLGQIVGYQDPLGTLHRYRYDAC
                     GDRFSTVADNAEGRHTQQDNGTAYQLDKAGQLVSRTDRFSQLALRWNTFGRLAGIKNE
                     HHDHAYTYDALGRRVGKRHLQRPTKLLDGLRVIDKETPSRGEPVWQDETWFMWDGDVM
                     VGELQREVAPRVVTPETWDKPDGIVYSGQFYVYQPDSFEPRAMQRYQQIAEAEDGEIA
                     PLGEEQIYFYQNDPNGMPIRLQDGEGEVVWEAQFTPFGQLSVTGTSQLRQPLRMQGQY
                     YDTESGLHYNRYRYYDPACGVFISQDPIGLKGGLNPYQFAVNTLGWVDPLGLWKKRRN
                     NGQFAKKPGRKKTNLVIQHMEIAMILINQQKGILCVIVISVMLRNMVKQLKVRRDTLR
                     SI"
     gene            3781038..3781280
                     /locus_tag="YPA_3389"
     CDS             3781038..3781280
                     /locus_tag="YPA_3389"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15351.1"
                     /translation="MIRDSKNWADEVAKRHIKRKVLEFRLKIDHNEFLNGNFSQRANL
                     FLDALQRSIDKMENLGISLEDRNKLYGILASVKSEL"
     gene            3781824..3782237
                     /locus_tag="YPA_3390"
     CDS             3781824..3782237
                     /locus_tag="YPA_3390"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15352.1"
                     /translation="MPFFYLQIRKNHLTLKNLDSQKVVSGTANFSTERLLIGEFFIAE
                     ACLYPLVSQVLPGFINQLKRRCLRTHILIHAQEMLEGGVSQVEQRIMREFTVPSFPKG
                     YHSLYAAPQTLSDDAVKRIILMGSETLLTAADLKI"
     gene            complement(3782417..3783787)
                     /locus_tag="YPA_3391"
     CDS             complement(3782417..3783787)
                     /locus_tag="YPA_3391"
                     /codon_start=1
                     /transl_table=11
                     /product="Sodium:sulfate symporter"
                     /protein_id="ABG15353.1"
                     /db_xref="InterPro:IPR001898"
                     /translation="MADAPLSTAAPPSISRRNLAILITDILLFILLLNVLPFDTNANR
                     GLAFIGILWLTEALHVTITALLVPLIAVGTGLMDVNTGLRSFANPIIFLFFGGFALAT
                     ALHIQGLDKLIANRLLLAAKGQLMVAVLMLFGATALVSMWISNTATTAMMLPLALGVI
                     GNLNLERERNTYVFILLGIAYSASIGGLGTLVGSPPNAIAAAQLGLDFVGWMKYGTPA
                     MIILMPLMVATLYVILRPNLKHHFDIELEQLPWTAARRITIGIFGMTVIGWIFSSQLS
                     QMLGGVKQFDTLVALSAVVLIGISGVASWRQIQQNTGWGVLLLFGGGLTLSVILRDSG
                     ASAVMAQGIVSIFGAYHWFIIILAVATFIIFLTELTSNTASAALLVPVFATVSEALGM
                     PPLLLTMIIGIGASCAFMLPVATPPNAIVYGTGFIRQPEMVKVGFWLNIICIIVVSLL
                     AWYLWY"
     gene            complement(3784069..3785088)
                     /locus_tag="YPA_3392"
     CDS             complement(3784069..3785088)
                     /locus_tag="YPA_3392"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG15354.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MNKKTKVTMSHIAAKAGVSQSTVSLVLNGSYSIKLADDTREKVL
                     RIAQEMGYVHKAVERPIARDKIALIINGLINHDPFIEAISAVQQAAWQHNKLLAIFDQ
                     ENEPEHCAALEEEICRGGYQGVIYASCMTSQLAPMFRNLSIPMVMLNGYCPELPDVPC
                     ILPADKIGAYKATSHLLQQGYKRIAILAGELWMDAANDRISGYRQALINHDICPDEGY
                     IQVTNWSLKEAYKKTLELLALTARPEAIFCSSDYIALGCYQAILSQGLRIPDDIAVVG
                     YDNQSISSELSPELSSVNLPYGEMGEMALHTLLNITQQQPLLSLKMKVEGELVIRQSS
                     IRPEK"
     gene            3785370..3786545
                     /locus_tag="YPA_3393"
     CDS             3785370..3786545
                     /locus_tag="YPA_3393"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15355.1"
                     /db_xref="InterPro:IPR001547"
                     /translation="MRIIMSKWSEEKSWEWHKQQGWLRGFNYLPRTAVNWTEMWQQDT
                     FDPACMTQELQWAAEAGYNTLRTNLPFVVWQHDPDGLMTRVEHFLDICQRVDIKVMLT
                     LMDDCGFSGDHPFIGQQKQPIPGLHNSQAAASPGRNVVMQPYLWGQVERYLKEIIGHF
                     AHDERIVIWDLYNEPTNRMIFTLAGEDAFDPALEEYSHQLMEKAFMWAREVNPTQPLT
                     VGAWHIANILDLGAPIYQHPTDIRALELSDIISFHAYVPLDLMNKAIGLLKEYKRPML
                     CTEWLARHAESKMHEQLPLFNAEGIGCYQWGLVKGATQTHIPWPEIKRTDNDYASRWF
                     HDVFNEEGTAYALNPKTWTSALLLFYLSPVFCRTHSACFQANALCIVIMDIFYNVTL"
     gene            complement(3786435..3787220)
                     /locus_tag="YPA_3394"
     CDS             complement(3786435..3787220)
                     /locus_tag="YPA_3394"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS1661"
                     /protein_id="ABG15356.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(3787274..3787921)
                     /locus_tag="YPA_3395"
     CDS             complement(3787274..3787921)
                     /locus_tag="YPA_3395"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion element IS1661 DNA-binding protein"
                     /protein_id="ABG15357.1"
                     /translation="MRSFLASVRSDGGSSQTRCTPGHDPGALNPRSWIFLSMIWRFGS
                     MKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAFRRQGEAGLEHHLSRT
                     YTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYREGGKEALNPSKTGPT
                     MPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALREEKALREQQKKPE"
     gene            3787840..3788583
                     /locus_tag="YPA_3396"
     CDS             3787840..3788583
                     /locus_tag="YPA_3396"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15358.1"
                     /translation="MHRGHGREYTSFESFHHQIEHSQEKTALYYRLRVKNSLFRKGFE
                     HYISFVRSDESKLVLAEENVSVSLTCTNRELPLSLRVGDINQLSTDSPSFATFRNITR
                     PSVPLYPVLDGGLHWSLLSNMSLNYMSLLDKDALKQILHTYDFPSLHNRQSARASQKK
                     LDAIQRIETQPIDRLFRGLPVRGLQTTLWLEQGAFSSEGELYLFSTVLARFFSLYASV
                     NAFHLLKVINLDNQECYEWPVQTGQHALM"
     gene            3788547..3789635
                     /locus_tag="YPA_3397"
     CDS             3788547..3789635
                     /locus_tag="YPA_3397"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15359.1"
                     /translation="MAGTDRSTCTDVSVVEDVSGVENVNGVEARPEGQALDVSRYNFF
                     QLVELLNQLAVAWQGAAPVATPANEAIRFKSTASLAFPTRDVIALDTSARGQFELEVS
                     FLGLHGSQSPLPGYYLDSLAWEDAQNENRLTDFMNVFNHRLLTLLHQIWRKYRYYICF
                     DNGGDDAFSQRMFSLVGLGSEVVRNKLQINHSKMLAYAGLLASPGRAPEVICSLVSHC
                     FNLPDITLHSWQLRKVDIAPSQQNRLGTRVKVRGKKYDEKSVLGVNFSIGSRVADRSG
                     KFLLCINKLTREQFLSFLPNGANYASLVMFVAFIMRDQFAWDLRLGLAEQQVGGMVLG
                     TEQNSLLGWTSILGDPEQKPSVTIGVME"
     gene            3789761..3791077
                     /locus_tag="YPA_3398"
     CDS             3789761..3791077
                     /locus_tag="YPA_3398"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15360.1"
                     /translation="MDKKQPTLSLRVVNSDKLESGKQASSLFHTQGGSVGSDGSHHWS
                     IQDQGGNISPSQFAIEWRDGSFCLRMLNGSLNINHSMLTPNSGFVRLQQGDEMTLGNL
                     VIKSHISRSAADMIDPLMVSPESLVSSYSNPMDAMMEGEPLASPHHQQDSRLAATVSH
                     NFSHDPLRVLETESLTTQGHDAVISDADHSLQQDRYRNPLFSSPLSDTPKDSAMDQAF
                     IDLPQISTFLNGKQAGGKPEGLNNQMEQHHVAITPLMRGFDAQLPIRNSQEAHDFLEE
                     AGKTLKATIEGLLALQRSQHGLRDKHLRPIEDNPLRLNMDYDTTLNLMFADQKSPVHL
                     SAPAAVAESLDNLRLHHQANQQAITQALNTMLEAFSPERLLTRFTHYLRSNERQEQDS
                     AWAWDMYKNYYNELASSRQQGFEKLFGEVYEQAYDRALRQGMKDSE"
     gene            3791077..3791622
                     /locus_tag="YPA_3399"
     CDS             3791077..3791622
                     /locus_tag="YPA_3399"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG15361.1"
                     /translation="MNNARGYLLTWALCVVFLLSGCSGAWEATKKVGKVVMDPDIPVG
                     QATDQPSTVRLTLLSDPDTNPNEKGEAVPTEIVVVYLSENSKLLAADYDQLSSDALEK
                     TLGKNYIDHQEYTLLPDQFKALDPIKLEEKNSYLGVIAHYADANRSEWKKIIKIKGIG
                     HNYQVLVHVRSNDVDLRKEEE"
     sig_peptide     3791077..3791154
                     /locus_tag="YPA_3399"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.746 at
                     residue 26"
     gene            3791625..3792971
                     /locus_tag="YPA_3400"
     CDS             3791625..3792971
                     /locus_tag="YPA_3400"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15362.1"
                     /translation="MPTKNRVIWREGLFIKPQHFQQQQRHNDYQLQRRIIALQGYSYG
                     FSSLILNQELLKLGRIGLTVASGNMADGTVFDIPYQDYSPKPLDVLNCNDAASRDIYL
                     ALPMLNDAINEVAGQQGQAPGTLRYREHSDDVRDLHTEGGDVSQLVLAQLAPRLMQGS
                     EDLSAYSVLPLCRVKEKRPDGSLILDEEFIPTCTTLSVSTQLKGFMDEVEGTLVERAQ
                     LLAKRIGSPGQQGIADVAEFMMLQVFNRTQPLFTHLAHQAILHPEAFYHQLVQTCGEL
                     RTFTDESRLAGTFPVYNHDNLTDSFQPLFLAMRQALSTVLTPRAISIQLHMQAHGIRV
                     ATINDSDLLRSADFVLAVRAQIPQEQLRRQFVQQTKITSLEKIRDLVSVQLPGVPLVA
                     LSAAPRQLPYHSGYTYFMLDLQSPVWKEIQQSNAIAFHVSGDFPDLDMQFWAIRSS"
     gene            3792971..3793738
                     /locus_tag="YPA_3401"
     CDS             3792971..3793738
                     /locus_tag="YPA_3401"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15363.1"
                     /translation="MKTDAVTDNTPFPAAEAVTSHRQYQLPLRGESLNAMIDTATPLL
                     GMVLRLKDMENQALPDQLYQQVVTDIRAIEQYLQTKGYEPGAIISFRYVLCTFIDETA
                     LGHGWNTQNGWLQQSLLVHFHNETWGGEKVYVLLERLMGEPKRYQDLLEFIYLCFCLG
                     YRGRYKVTSQNGDDFERLFRRLHHQLQQLRGDAPPTVLYQGGGRLNSRYHLSKRLTIK
                     HLLWGGVSLLVVIYLFYAIHLHTQSQDILQQLNNLLS"
     gene            3793749..3796352
                     /locus_tag="YPA_3402"
     CDS             3793749..3796352
                     /locus_tag="YPA_3402"
                     /codon_start=1
                     /transl_table=11
                     /product="Clp ATPase"
                     /protein_id="ABG15364.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MIQIDLPTLVNRLNPIARHSLEAAAAHCVSQQEAEITVSQVLLQ
                     MISTPLCDVRLILSHAGVEEDELRESLDQRVSGYQAITQAYPSFSPLLVEWLQDSWLL
                     ASTEMEHSQLRSGVMLLTLLLSPSRYLVPTANRLLSPINRELLRQNFANWTADSAETP
                     RAEKGAEAGNGAEINGDSLLARYASNMTEQARNGELDPVLCRDTEIDLMIDILCRRRK
                     NNPIVVGEAGVGKSALIEGLALRIVDNQVPEKLRNSELMTLDLGALQAGAAVKGEFEK
                     RFKGIMAEIAQSTTPIILFIDEAHTLIGAGNQQGGLDISNLLKPALARGELKTIAATT
                     WSEYKKYFEKDAALSRRFQLVKVSEPSAQEATIIMRGLRTVYEQAHGVLIDDEALQAA
                     AVLSDRYISGRQLPDKAIDVLDTAAARVAINLTSAPRQVSALKNELYHQGMEIEMLER
                     EQRLSLSRPDERLSVLQQQRIEIEQQLIALNTGWEKQQHLVQQIIALRAVLLAQEESA
                     TDEQVVNLTALSDELERLQQHQTLVSPHVDKSQIAAVIAEWTGVPLNRLSQSELAVVT
                     ELPSYLGQQIKGQETAIHCLHQHLLTARADLRRPGRPMGAFLLVGPSGVGKTETVLQI
                     ADLLYGGRQYLTTINMSEFQEKHTVSRLIGSPPGYVGYGEGGVLTEAIRQKPYSVVLL
                     DEVEKAHPDVLNLFYQAFDKGELADGEGRIIDCKNIVFFLTSNLGYQTIVDHADEPAL
                     LNERLYPELSAFFKPALLARMEVVPYLPLGMETLQIIIHGKLNRLDTLLRQRFSADVV
                     IEPEVIDEILLRATRAENGARMLESIIDGALLPPVSLLLLQKVAAGTAISHIRIAVEG
                     NVFTAQVEGAI"
     gene            3796349..3797146
                     /locus_tag="YPA_3403"
     CDS             3796349..3797146
                     /locus_tag="YPA_3403"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15365.1"
                     /db_xref="InterPro:IPR002197"
                     /translation="MRQRLKSVLALLDNDSTEQLIHRFLTINHHRQRFSALMVSMFNA
                     SEGRLDCYHQPDGGMNVALKLDANIEDVNHPLVRVLRNGFPEVWGSLYQGVRIEDDDF
                     RSFIQALPTRCGLYALPLFDVHGHACGVIAVFSENIERFADTRGIFSIYCHIFQHRLN
                     KLQEMDQLRSQFNQIRTVFKEQRQREKQLDELLVSLSTSDTHALPGISQDYSKIDSLT
                     TAVETFECAVLTQRQRLYGNDKSRIAASLGLSLRALTYKLAKYRCQL"
     gene            3797143..3797829
                     /locus_tag="YPA_3404"
     CDS             3797143..3797829
                     /locus_tag="YPA_3404"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15366.1"
                     /translation="MNTWLLISSLLFSGGHTDAFWTMGLPPPVAEKEEAGTLALVMRC
                     RSENSALVRLDCYDKALSPVNAVDEKRVNAGPAWQRAMNQEKGRTDHSTAFLVTEGEG
                     SNPMVLITTPAIGMPPPRPVLMLSCIDNITRLQIALVGPQKESSVTLIIDKAGIIDKT
                     RLDAQWFLRENGYLLESSRGLAGIDEIKRLMSAETLTIEGANGAFPRLTFTLSQLTPA
                     LKPLRNACHW"
     sig_peptide     3797143..3797202
                     /locus_tag="YPA_3404"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.748) with cleavage site probability 0.603 at
                     residue 20"
     gene            3797835..3799223
                     /locus_tag="YPA_3405"
     CDS             3797835..3799223
                     /locus_tag="YPA_3405"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15367.1"
                     /translation="MDITSQHPWHVLLQAPLSPEQTAQALADDDPQWEYIDGQMVKLG
                     SLAHATLNIDDIQQQAMALLSQKSKDFRLVVHLLRTLQHGGQPDELMLAMSLLTEYVQ
                     LFWTTAWPQNPLHKRRFAQQILKRFDSASSSFSQRADEAQRENVQGLLAHLAQVWHSR
                     EPGLAKEVDALRSRYARPPERVIEAVASDEPLSSNTLAAAMAATPVSPSLAIDNTSDR
                     AWRQTLLKMADLLSEQQPDAAIGFRLRRHAVWGALTAPPMAQSDGRTPLAAVSADRTA
                     DYLARLANADLPLWHQVEQSLTLAPYWLDGHVLSAQIALQLGYDAVAQAIRDELSVFL
                     ARIPALKTLFFTDMTPFLSSESAAWLQQDANHQGRSRTIEQDEIWQCYQQQGLEAALQ
                     MINRQPQQSEPRDRFYHQLLSAQLFEKAGLTALAQQHYHSLLLVGQQLQLSEWEPALI
                     ALLTEKQRQLKP"
     gene            3799255..3802788
                     /locus_tag="YPA_3406"
     CDS             3799255..3802788
                     /locus_tag="YPA_3406"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15368.1"
                     /translation="MKLPFFIRIAKPAIPRLKASIPVVLALMACAALIWVWIYGPEWQ
                     LGENYPFETLLSRWLVTAVFVLVAVCWLSLKVMRRVQHLEKLQLQTKIQLDDPVSADI
                     EQQNHYLNGWKHQLQRHLNTPEYLYRLPWYMVIGARNSGKSTLIKEGYKLTEISASER
                     LHAEDAADLRVRCWLGEQAVIIDPAGVLIEQPTTPIAGKASLNSRLWQSLLSWLIEQR
                     QRQPLNGIILTVDLHQMMTANKAQRETYVADIHQRLQEIRLSLHSQVPLYVVFTKMDL
                     LYGFEAMYQSLDKAEREAVLGVTFSLNAADPDVWRTELKQFWQQWVAQLNGAMPDMML
                     NSVDAGQRSQLFSFTRQMQGLHDYVVQLLEGILYRGEHAQPLLRGVYLTSAQQRGQMD
                     DIFTQSAAVQYHLAPQAFPTWPVSDTTPYFTKALFNQVLLAEPNLAGENGIWLQKTRK
                     RMFIFSGVGALAALTLWGYWHYYHQLNYRAGEEVLTQAKTFLSIPPPEGDDRYGNLQL
                     PLLNPIRDATLAYGNYHERSPFLADMGLYQGNNIGPYVESTYLQLLQQRFVPALMSGL
                     LEQLNAAPKGSEEKLEILRVMRMLEDGSGRNAALVEQYMSHRWSQQFNGQRELQEQLS
                     SHLNYALKHTDWHGARESGDQYAIKSFVPYLRPIQSAQQELSKLSIYQRVYQNLRIKA
                     QDALPPALDLRDQIGASFDDIFVSGNDRLLVIPQFLTRSGLQSYFIKQNDQLVDLTVM
                     DSWVLNLTKNVEYSEADRKEIHRQVTEQYLGDYTATWRAAMNNLSVSDFEGLPQAISA
                     IEQVISGEQPFRRALQTLSDNTRLPVISDLIPAKEQQELLQKPDYLLLTRINREFSPE
                     TAVLVENGDKGSVIQSVYQKLTELHRYLLAIQNSPAPGKAALKAVQLRLDQNNSDPIF
                     EVQQLAKNLPEPLNRWVGELAEQAWRVVMMEAIQSLEVEWNETVIKQYQTYLAGRYPF
                     DPHAKQDVPLSEFERFFGPKGTLDAFYQQNLKPFVENNLTGGSDGELLIRPDVLQQLA
                     QARKIRDTFFSAQNGLGTQFAIEPVLLSGNKRRSVLNLDGQLLDYAHGRSGVVHLVWP
                     NSMRAGVESKLTLVPDESGKSPRTLSFSGPWAQLRLINAGELTNVGTNSFDVRFKVDG
                     GEMTYRIFVDESDNPFAGGLFSKFSLPDTLY"
     sig_peptide     3799255..3799350
                     /locus_tag="YPA_3406"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.897) with cleavage site probability 0.788 at
                     residue 32"
     gene            3802913..3803695
                     /locus_tag="YPA_3407"
     CDS             3802913..3803695
                     /locus_tag="YPA_3407"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15369.1"
                     /translation="MSDTPQHIIIKTGTDPRNRPEFNAIREEINKINHPARPEVNWGL
                     IESLALTLFRTHGVDLQTAVYYTLARTQKNGLAGFTEGCELLAGMVVGQWDHLWPEQP
                     QARSEILEWFNTRVSNQLRQHDFTRDDLRLVYRAERALQLLYDKLQQVELKRVPRIEN
                     LLYLMQNTAKKLESASDAAKAQQTAAPLKMPPMVYLSVPEAEPVRTAAAAPEPAANIE
                     VRSPPRRLNGGRCCGALVPVSCVVYWWRLRFTLPSSNRCNSK"
     gene            3803602..3804225
                     /locus_tag="YPA_3408"
     CDS             3803602..3804225
                     /locus_tag="YPA_3408"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15370.1"
                     /translation="MLWGFGAGVLCSLLVATAVYVTQFKPLQQQMTVLATQPESAALL
                     WLNRPDVATYGEQLSTLENLSPLFVLNTADQSVAMARQRWPSDPSQVAESQRWARLVE
                     ARIGLAGTDSSYFQLQQRLHALSEKLLEQERSRGSLTISYLKTAVYQMQTELNREIPL
                     EELLRQLAVSADEHQPASPVLIKQIDDRWNALLSRYHHLTQQTNSAR"
     sig_peptide     3803602..3803667
                     /locus_tag="YPA_3408"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.844) with cleavage site probability 0.610 at
                     residue 22"
     gene            3804247..3806649
                     /locus_tag="YPA_3409"
     CDS             3804247..3806649
                     /locus_tag="YPA_3409"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Rhs accessory genetic element"
                     /protein_id="ABG15371.1"
                     /db_xref="InterPro:IPR001757"
                     /db_xref="InterPro:IPR006533"
                     /translation="MFAHDKANNNKAADKTGTVTPTHIVSPEAAPTVSGAQMTEMAGG
                     IGDAVGGTAGKRINQAAEVAKTALDAKAKVLDGGVTPTNIVATGPAPTVSGAQMTEMA
                     GGIGDAVGGTAGKRINQAAEVAKTALEAKAKVLDGGVTPMNLAAGGAGAGLPDSAAAA
                     ISRLVKQPSGLQFTLTTASLPPQTFAVVDFTLSEMLSSPFVLNVGLASADPAVDFAAV
                     LDEDATLFIWREGVLQRSITGMVASFEQGDTGFHQTRYSMVIRPALWRTSLRRNARIF
                     QQASVEEIITTLLKENGINDFAFGFRHPHPVREFCVQYQESDFDFIQRLTAEEGIFYY
                     FEFSAGKNTVVYADDVGSLPKGASLPYNPNVAAQAQELSITTFTRSAQVRPAMVQLKD
                     YTFKNPNWAAAFSEQSGELQNQRPDYEHFDFPGRFKDAQHGQDFTRYRLDALRNDANL
                     GQGASNDFTLQPGQLFSLYNHPRGDLNHAWQLLGIQHSGKQMQALEQASGDQGTVLFN
                     HFSFIPHTQTWRPTPLAKPAMDGPQIAMVVGPPGEEIYCDEYGRIRLQFLWDRYGQSN
                     DNSSCWIRVTQPWAGQGWGMLAIPRIGQEVVVDFLHGDPDQPIVTGRTYHANNIPPGS
                     LPASKTQMAFRSKTHKGEGYNEMRFEDAKGGEGLFMHAQKDMTTMVLNDRKTDVTQDH
                     SEHIGQDQSVTVVRNQSNTIQNDRRVEVTRDQQTEVGNDYQLVVKGEKKEFVTKIRYT
                     EVHEDETLTVTKSIKIHAKQGDISISTPNAGITITHDGAIVLQGKYIRLAADMIDLNP
                     EE"
     gene            3806655..3807113
                     /locus_tag="YPA_3410"
     CDS             3806655..3807113
                     /locus_tag="YPA_3410"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15372.1"
                     /translation="MPENNINTYCIQEGTLECPEGFTDRTVNLFMKGKPGAAFALNIA
                     RDVPEAHEVLSDYVQRQIGILKDNLKKYEVKKHQQIDVGAQHIPGEYVEATYMAETRR
                     VWQRQVAIQVGDHMMIFTATNASPFNPQQQATWEQWIHSFAPWAREAGHV"
     gene            3807106..3809970
                     /locus_tag="YPA_3411"
     CDS             3807106..3809970
                     /locus_tag="YPA_3411"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15373.1"
                     /db_xref="InterPro:IPR006530"
                     /translation="MFEAARVDDKLYHSSALAGFIIGSIIGAAVIFAAAAYAASIVLT
                     GGATLVATGFIVGMGVTTLGVVAGGLIRSVGEKIGSMCHHDVGQITTGSKNVKVNSKR
                     AAHVELSTVACKDDSAIQRMAEGSSNIFINSKAAVRLEDKTTCDAVVDSASSNVTFGG
                     GRVQYLDIKREISDEMRDLSEKLFIVAGLAGGIFGAAKQAGCFGLKCLSKIALGEMAG
                     AAAGYGLEKGVGAIAGYFGYPVDVISGQKLLTGEGDDTDFILPGIFPLHWSRIYRSEN
                     HHVGALGQGWSLVWERSLRKEDDSIVYQNDEGREIVFPLIKRGERYFSPTEHIWLART
                     ERDTYAISSPFETCFIFEAFSEAGVAKLASLEDLNGHALYFSYDDIGQLKKISTTSGY
                     GVYCQYEKGRLVSVACVKGGTPGTLVRYQYNEQHQLVSVTNREGQITRQFGYHGHLIN
                     KLADVRGLECRYTWADIGGTPRITHSATNLGEQWQFDYDIDNQQTTLTDLNTGQTACW
                     GYNAQHLITDYRDFDGGKYAFDYNDLNMPVRVVLAGERTLVLVYDALARPIQITDPLK
                     RETHIDYHRNSLRVVRRQYPDGQVWKGEYDRTGRLLKENAPDGGVTLYHYPGASSLPE
                     RITNAVGAQTHLGWERHGQLTEHTDCSGKLTRYEYDIDGHLLTVIDAENHSTHYSYNR
                     LGQPTGIRYADGRKEQLRYNAQGLVEQFTDPVGRQLHWRYNLRGQPVSFTDRLQREYR
                     YRYDCHGQMIELDNANGGQYHFRWSSGGQLVEEQYPDNLVRRYRYGESGMLMALETTA
                     PTVDDLTVSRQVSFDYDAGGRMTQRLTGMSATRYDWDIMDRLLLAERVPTAVGEQAGI
                     VGHGVRLAYDKAGHLLTESGDLGAVTYQWDPLHHLAALTLPDGQTLSWLRYGAGHVSA
                     IRHGDTLISEFSRDNLHREVSRTQGILTQYRDYDAMGRRL"
     sig_peptide     3807106..3807222
                     /locus_tag="YPA_3411"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.928) with cleavage site probability 0.893 at
                     residue 39"
     gene            3809998..3811368
                     /locus_tag="YPA_3412"
     CDS             3809998..3811368
                     /locus_tag="YPA_3412"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15374.1"
                     /db_xref="InterPro:IPR006530"
                     /translation="MAADLLPRQGDIWRKFSFDTAGELSMATDFIRGEQQYRYDAEGR
                     LTDSRERHQLSVAEDFAYDNADNLLNLRKLPFDTVDPLYDTPVANNRLTQWQHYRFEY
                     DAWGNMTTRHAGGRMQHFAYDDDNRLLRAWGTGPLGEHDSHYRYDALGRRIHKSVTIK
                     RGAEKTTRQTDFIWQGLRLLQEQHTDGNATYIYDPNESYTPLARVDQRHGETESQVYY
                     FHTDINGTPLDVTDGEGKHRWSGKYHAWGKVTRQNVSDPRQSTVSRFAQPLRYPGQYS
                     DDETGLHYNTFRYYDPEIGRFSTQDPIGLAGGINLYQYGPNPLTWIDPWGWAFGGVDF
                     TGSPDLFPVKGSQLNIVEITMQGARGRDFTEAFKLAGISKADATGYTWHHLNDFDPVS
                     GKTTMQLVTTSAHEATFPHAGSVSQFEKHFNLPSQSYGSADAVAISHSKGWLKGRIPK
                     ALRSGC"
     gene            3811370..3811855
                     /locus_tag="YPA_3413"
     CDS             3811370..3811855
                     /locus_tag="YPA_3413"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15375.1"
                     /translation="MKNPCQNCEKNIDLSDIKSVEKTLGYSFPEAFVSHYLSFNGGVP
                     LRAWWACDDGCEPLEIAAFKPFKYHKMTNDNPNSLIDGCYNEMIRKNVIPSNIIPFGN
                     DWGGNFFCLNKDDDSVVFYATDSFDPEVSMSKNHDVLQKKLTSSFEEFINGLVEEDDL
                     E"
     gene            complement(3811905..3812096)
                     /locus_tag="YPA_3414"
     CDS             complement(3811905..3812096)
                     /locus_tag="YPA_3414"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15376.1"
                     /translation="MQDLRPAQYLKYNNIVMAWIQDNGELSLSGEWLTQTGLTGQPLA
                     ISVMAGKVIIQFQKMNMLL"
     gene            complement(3812172..3812396)
                     /locus_tag="YPA_3415"
     CDS             complement(3812172..3812396)
                     /locus_tag="YPA_3415"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15377.1"
                     /translation="MAKAHSTSGTGINKTPKTERYYTVGYVPQRGKRNPPPAINLKGR
                     WLEALGFFSGQPVLITVEHGRLVIQPEIKI"
     gene            complement(3812478..3812885)
                     /locus_tag="YPA_3416"
     CDS             complement(3812478..3812885)
                     /locus_tag="YPA_3416"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional regulatory protein"
                     /protein_id="ABG15378.1"
                     /db_xref="InterPro:IPR001387"
                     /translation="MTDVIDEIMQTEEQRRAFGLRLKELRKQQHKTQKEVATRIGLQL
                     SQYNKYESGMHIPPADKLITLAELLVTSIDYLLLGSSNETSSIRNTRLLERFKALSQC
                     QPEEQETVIKLIDAVIVKHRVESALQPVDPEKK"
     gene            3813048..3813224
                     /locus_tag="YPA_3417"
     CDS             3813048..3813224
                     /locus_tag="YPA_3417"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15379.1"
                     /translation="MQTELNREIPLEELLRQLAVSADEHQPASPVLIKQIDDRWNALL
                     SRYHHLTQQTNSAR"
     gene            3813246..3815444
                     /locus_tag="YPA_3418"
     CDS             3813246..3815444
                     /locus_tag="YPA_3418"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Rhs accessory genetic element"
                     /protein_id="ABG15380.1"
                     /db_xref="InterPro:IPR001757"
                     /db_xref="InterPro:IPR006533"
                     /translation="MFAHDKANNNKTADKTGTVTPTHIVSPEAAPTVSGAQMTEMAGG
                     IGDAVGGTAGKRINQAAEVAKTALDAKAKVLDGGVTPLNLAAGGAGAGLPDSAAAALT
                     RLVKQPSGLQFTLTTASLPPQTFAVVDFTLSEMLSSPFVLNVGLASADPAVDFAAVLD
                     EDATLFIWREGVLQRSITGMVASFEQGDTGFHQTRYSMVIRPALWRTSLRRNARIFQQ
                     ASVEEIITTLLKENGINDFAFGFRHPHPVREFCVQYQESDFDFIQRLTAEEGIFYYFE
                     FSAGKNTVVYADDVGSLPKGASLPYNPNVAAQAQELSITTFTRSAQVRPAMVQLKDYT
                     FKNPNWAAAFSEQSGELQNQRPDYEHFDFPGRFKDAQHGQDFTRYRLDALRNDANLGQ
                     GASNDFTLQPGQLFSLYNHPRGDLNHAWQLLGVQHSGKQMQALEQASGDQGTVLFNHF
                     SFIPHTQTWRPTPLAKPAMDGPQIAMVVGPPGEEIYCDEYGRIRLQFLWDRYGQSNDN
                     SSCWIRVTQPWAGQGWGMLAIPRIGQEVVVDFLHGDPDQPIVTGRTYHANNIPPGSLP
                     ASKTQMAFRSKTHQGEGYNEMRFEDAKGGEGLFMHAQKDMSTTVKDNQTTTVEKGNQT
                     VTVEKGDRTVTVATGNETTDITQGSLTETIKVRRSTCANFIQVKAEGDAPGTQLYTAT
                     EQIKFVVGKSSITLNPDSIILQFSGSTSITLNAANIDAIAPLINLNKDKG"
     gene            3815447..3815869
                     /locus_tag="YPA_3419"
     CDS             3815447..3815869
                     /locus_tag="YPA_3419"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15381.1"
                     /translation="MYYFNEGSLELPEAWRDMTVNVLTSSLDETVGLSFTVSRDTPPW
                     GMGFHEFFDREIGSLSRQLNHYQLLHQDTGEVNNHPSVTAEFCWSSEQGRIHQLMTLV
                     DIAPRVLILTATMVGELTPQQKEHITAIVQTLQINARS"
     gene            3815914..3820452
                     /locus_tag="YPA_3420"
     CDS             3815914..3820452
                     /locus_tag="YPA_3420"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15382.1"
                     /db_xref="InterPro:IPR001826"
                     /db_xref="InterPro:IPR006530"
                     /translation="MTVAQSIGTGYGAAGAQSALRQTALGQQSPARTDYQVSNPNVGN
                     IARASDSLLNVAESQQFNTLVTAGFGMQAIAAGVAGGYVGAKIGNKLGHGIARALNFN
                     QVATEGESPAHLGHPIAHQKKDWGVWGAIGGILLGAAAAALVVVTFGTGLVVIAAAAA
                     AAGLIGGIAAATGAALGQYGDNKGVIAEGSANVFFEGQPVARVGDKIQCSDHPSSPPP
                     MIAEGAKTVFANQKQIARLGHRTTCDGNINAGCGSLAITQETAYVYEVADSRNPYLRW
                     SAVILSFLPIQKKFEQGFRSLKKPPNTAVNATHNCPTGSDPVDMVSGDYLQVWPVIDI
                     AGVLPVRLQRTYRSGDYFTVSGCFGHKWADSWSQHLVVHEDNIDYIDEEGVGLSFFTP
                     ENKVQAVNLYNLRYELVGERHGELRVFDRSTQQTLHFNQQQQQQRYLSAITDRKGNRI
                     DFRYQQGELISVEHSDGYVLEIDSRGRTIHAVELVTQEKRQKLLQSTFSERGYLVQCQ
                     SFQYGTLSHEYDPKGYMVRWRDTDSTDVAVRYDISGRVVALKTSTGFFADHFIYHDKE
                     RYTIYRDGEGGETGYHYNENNLLIKLVDPLGNTTLTDWDLTQKIKETDALGRITRFIY
                     NERGDLTAVILPDETRTEYEYNPSGVVTAFTSSAGDSWQYQYDRQGLLRQVTYPSGQT
                     MSFRYGKKGEVLRKIIAEDQVWRYHYDHHGCLSTIIDPKGNSTAVTLDVLGRLFSHQN
                     ALGELTRYTHSDAHASPAGSVTKMVMPDGVEQAIAYDSEKRIAALTDGAGKTTRYEYG
                     GFDLLTGLIRPDGQRLTFGYDTLTRLNQVTNASGDTYRYTRDRAGQVISETDFTGRTV
                     HYQYDAVGRRIGARYPDQRLVRWHYSMQDQVLAQQTWHCDALSSTLVGTVSYGYDGAG
                     RLLSATNADAVVEFDYDEAGQLVAERLNGREVRHQWDALNGTPVARQVGELGLTFVYG
                     AQGELTRLQLAGHQPLQLQHDRLGRETVRESAAGFIQACNYTPSGLLAHQAAGRNSAL
                     FQQQLIAPESPALHGSAVNRSWQYDRAYNVVGMDDGRWGKTQYQYDRNDQVVRADFGG
                     FLPLQEQFSYDVNQNLREHRCLPRGAQAVLAQASQQQQAGRVVKRGDSQYRYDAAGRL
                     VEKRSQKDGYRPQLWRYRWNEQDQLSELITPTGARWRYGYDAFGRRIRKLRVVDTPPL
                     NEMDAPSTGPATASLAGYAYLWSGDQLIEEVPVYADGTVAYEQGIHWLYAPGGLTPMA
                     RYAQGKLHYVVADHLGTPRELLNEQGKVVWASRLSTWGQAELWRQAANEEDRVSCNLR
                     FAGQYADAESGLHYNRFRYYDGETGQYLCPDPIGLEGGLNPYGYVHNPVSWVDPLGLA
                     TCPMREVNGTKIFGKGQKDGTPGHDQFSEVIANKLAMSGKFKEVYLNRSYNFANGKGI
                     SGRRPDIMAVDMNGKVHAIELASKTDMGRKFPSLRTRNQDAMKNLPSIDRGSVIVLEH
                     QYNSSKIKNALDNLISGI"
     gene            3820461..3821255
                     /locus_tag="YPA_3421"
     CDS             3820461..3821255
                     /locus_tag="YPA_3421"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15383.1"
                     /translation="MCTAIAIYGTENIPPETAYEIGMLFFKVIELDITSTGYYKYRED
                     RSEEDIDFIEVSLSDLKNELKNKNATSFRFYNESEKSNYWTASFGFSTSDFGGFYHFD
                     AQCALSKNGKEKFIEFIKEFSSKNNFSYGIVYNPDNVADGFYYAEGGNFVQIYQYENP
                     MFFEKETGGMYEGQERYKNTMLRMVYPVNVINHHHLDIIIGNVSLKEWISSDEKHGTL
                     EGLNNDLWLWTVEDTKLDEVNKYLGEAGVLISWKPPTIKKAPRKLP"
     gene            complement(3821602..3822501)
                     /locus_tag="YPA_3422"
     CDS             complement(3821602..3822501)
                     /locus_tag="YPA_3422"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15384.1"
                     /translation="MINVGIFTGYYPYTLSGTIDKIKQAGMGCVQLDLEFTDIDLRRG
                     RITKEKAHQVRNAFRRANIPIVAISAYTNLVHPDPVKRAENIAAVKEILAHARHFGTP
                     YVISETGTYNTDSDWLYDPKNSTEEAYQEFKAIAKELATFAYEHNAVFLVENYVNNII
                     GSVGQVARLMQEVEHPGLGLALDPTNYFDDKNIDAIDETLHNIFNVLESRIKIAHAKD
                     CKKTDAIAEKFGGGAAEHNSFRGAGSVELPAAGLGALNYPLYVELLAQKHPNIPLIIE
                     HVDEEDIPRAKRFVDEVLMATGS"
     gene            complement(3822498..3822869)
                     /locus_tag="YPA_3423"
     CDS             complement(3822498..3822869)
                     /locus_tag="YPA_3423"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG15385.1"
                     /translation="MDHFSSVVDKNNYINWRVEGSDGLAEGDFGWHRREPEYCGSTLK
                     LASRNHPGQWIAPKWERQWFPDAFIGTMANLMCAIEENRPPEISAEDNLGTLACIEAC
                     YLSIQQERTVYLNEILLENAK"
     gene            complement(3822908..3823687)
                     /locus_tag="YPA_3424"
     CDS             complement(3822908..3823687)
                     /locus_tag="YPA_3424"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15386.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3823687..3824709)
                     /locus_tag="YPA_3425"
     CDS             complement(3823687..3824709)
                     /locus_tag="YPA_3425"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15387.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3824799..3825350
                     /locus_tag="YPA_3426"
     CDS             3824799..3825350
                     /locus_tag="YPA_3426"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acetyltransferase"
                     /protein_id="ABG15388.1"
                     /translation="MKIVLLNAATFPIYRSGLASLLIDAVTYGASVGYNTHTLSQEEA
                     EGYFHSLRPAIEREALLLWIARDEIGIIGTIQLVLCQKPNGLNRAEIQKLLVHSRSRR
                     TGIGHKLIIAAENTAVQLRRGLIYLDTQSGSSAESFYRAQGYRYVGEIPDYACTPNGN
                     YHPTAIYFKRLFTVVQPHTAIQN"
     gene            3825561..3826511
                     /locus_tag="YPA_3427"
     CDS             3825561..3826511
                     /locus_tag="YPA_3427"
                     /EC_number="2.7.1.33"
                     /codon_start=1
                     /transl_table=11
                     /product="pantothenate kinase"
                     /protein_id="ABG15389.1"
                     /db_xref="InterPro:IPR004566"
                     /translation="MTKREQSLATPYLQFDRTQWAALRDSVPLTLTEEEIVKLKGINE
                     DLSLDEVAQIYLPLSRLLNFYISSNLRRQAVLEQFLGTDGQRIPYVIGIAGSVAVGKS
                     TTARLLQALLSRWPEHRSVELITTDGFLHPNKVLNERGLMKKKGFPESYDMHNLVKFV
                     SEVKSGADYVTAPVYSHLIYDVVPDGNKVIKQPDILILEGLNVLQSGMDYPHDPHHVF
                     VSDFVDFSIYVDAPEDLLQSWYINRFLKFRQGAFSNPDSYFHNYAKLPETEAIKIATQ
                     LWNEINGLNLKQNILPTRERASLIMTKSANHAVESVRLRK"
     gene            complement(3826546..3827505)
                     /locus_tag="YPA_3428"
     CDS             complement(3826546..3827505)
                     /locus_tag="YPA_3428"
                     /EC_number="6.3.4.15"
                     /codon_start=1
                     /transl_table=11
                     /product="bifunctional protein BirA"
                     /protein_id="ABG15390.1"
                     /db_xref="InterPro:IPR004408"
                     /db_xref="InterPro:IPR004409"
                     /translation="MKDIRVPLRLVSILSDGFFHSGEQLGETLGMSRAAINKHMQTIR
                     DWGLDVFTVPGKGYSLPTSIQLLDEQKILSYLPTGHVTVLPVVDSTNQYLLDRITELK
                     SGDACVAEYQQAGRGRRGRQWVSPFGANLYLSMYWRLEQGPAAAMGLSLVVGIVMAEV
                     LQNLGAEKVRVKWPNDLYLNDKKLAGILVELTGKTGDAAQLVIGAGINLTMRGSETNA
                     INQDWINLQDAGVTIDRNKLTAEILSELRLAVVKFENEGLSAFLSRWQKMDNYLNRPV
                     KLIIGNQEIFGIARGIDQQGALLLEQDGNIKPYIGGEISLRGV"
     gene            complement(3827502..3828539)
                     /locus_tag="YPA_3429"
     CDS             complement(3827502..3828539)
                     /locus_tag="YPA_3429"
                     /EC_number="1.3.1.98"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramate dehydrogenase"
                     /protein_id="ABG15391.1"
                     /db_xref="InterPro:IPR003170"
                     /translation="MSNQRSSLKHLNTFALPAYASNVISAGSVETLIAAWHESKAKRQ
                     PVLLLGEGSNVLFIKNFSGTVLLNRIMGITSTEDSAAWYLHVGAGENWHQLVCHSLQN
                     NMPGLENLALIPGCVGSAPIQNIGAYGVELKQVCEYVDLLDMDKGTIQRISAEECQFG
                     YRDSIFKHRYGNGFAIVSVGIKLMKSWTPTLGYGDLIHMDPLTVTATDIFNSVCTMRR
                     SKLPDPMVTGNAGSFFKNPVVSAAIAEEIVHCYPNAPHYLQPDGSVKLAAGWLIDQCS
                     LKGYQIGGAAVHQQQALVLINQSEATGQDVIHLARYIRQQVAQRFSIWLEPEVRFIAD
                     NGEVNAVEHLS"
     gene            complement(3828995..3829228)
                     /locus_tag="YPA_r078"
     rRNA            complement(3828995..3829228)
                     /locus_tag="YPA_r078"
                     /product="5S ribosomal RNA"
     gene            complement(3829228..3832134)
                     /locus_tag="YPA_r079"
     rRNA            complement(3829228..3832134)
                     /locus_tag="YPA_r079"
                     /product="23S RNA"
     gene            complement(3832353..3832428)
                     /locus_tag="YPA_r080"
                     /note="tRNA-Ala3"
     tRNA            complement(3832353..3832428)
                     /locus_tag="YPA_r080"
                     /product="tRNA-Ala"
     gene            complement(3832480..3832556)
                     /locus_tag="YPA_r081"
                     /note="tRNA-Ile2"
     tRNA            complement(3832480..3832556)
                     /locus_tag="YPA_r081"
                     /product="tRNA-Ile"
     gene            complement(3832668..3834183)
                     /locus_tag="YPA_r082"
     rRNA            complement(3832668..3834183)
                     /locus_tag="YPA_r082"
                     /product="16S RNA"
     gene            complement(3834685..3835218)
                     /locus_tag="YPA_3430"
     CDS             complement(3834685..3835218)
                     /locus_tag="YPA_3430"
                     /EC_number="1.3.3.4"
                     /codon_start=1
                     /transl_table=11
                     /product="protoporphyrinogen oxidase"
                     /protein_id="ABG15392.1"
                     /db_xref="InterPro:IPR001226"
                     /db_xref="InterPro:IPR008254"
                     /translation="MKILILYSSRDGQTKTIASYIAKQLTEAATCEIQDLSQVGQIDL
                     SQYQQVIIGASVRYGHFSPVLNKFVNKHVAQLSQMPSAFFAVNLTARKPEKRSPQTNT
                     YVRKFLLNTPWQPTLCSVFAGALRYPRYSWIDRIMIQLIMRMTGGETDTSKEVEYTDW
                     QEVSRFTQDFLALQYKK"
     gene            complement(3835240..3836691)
                     /locus_tag="YPA_3431"
     CDS             complement(3835240..3836691)
                     /locus_tag="YPA_3431"
                     /codon_start=1
                     /transl_table=11
                     /product="Trk system potassium uptake protein TrkH"
                     /protein_id="ABG15393.1"
                     /db_xref="InterPro:IPR004772"
                     /translation="MHFRAITRIVGLLVILFSGTMFIPGLVALIYRDGAGRAFSETFF
                     VAVSIGLLLWLPNRKQKHELKPREGFLIVVLFWTVLGSVGALPFLFSERPNLSLTDAF
                     FESFSGLTTTGATTLVGLDSLPKAILFYRQMLQWLGGMGIIVLAVAILPILGVGGMQL
                     YRAEMPGPLKDNKMRPRIAETAKTLWLIYVLLTIACALALWGAGMSVFDAISHSFSTI
                     AIGGFSTHDASIGYFNSPTINTIIGIFLLISGCNFGLHFAVLSGRSLKVYWRDPEFRM
                     FIFVQLTLVIVCTLVLWQHSVYKSGIETLNQAFFQVVSMATTAGFTTDSIAKWPLFLP
                     LLLLCSAFIGGCAGSTGGGLKVIRILLLYLQGSRELKRLVHPNAVYTIKLGRRALPER
                     ILEAVWGFFSAYALVFIISMLAIVATGVDEFSAFAAVTATLNNLGPGLGVVADNFTSM
                     NPAAKWILVITMLFGRLEVFTLLVLFTPTFWRE"
     sig_peptide     complement(3836605..3836691)
                     /locus_tag="YPA_3431"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.829) with cleavage site probability 0.760 at
                     residue 29"
     gene            complement(3836731..3837207)
                     /locus_tag="YPA_3432"
     CDS             complement(3836731..3837207)
                     /locus_tag="YPA_3432"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15394.1"
                     /db_xref="InterPro:IPR001498"
                     /translation="MKNLRLCRRIFIAGPPTDSQQLGFSDDGEPSGTAGKPILAQLMG
                     SDIGEITAVVVRYYGGIKLGTGGLVKAYGSGVQQALKQVAVKYKVPQVEYTLQCDYAQ
                     LAMVEMLLQQVEGQILRGEYTELVTLHLTLPATQASQVGDKLRDLSRGTLQLTPIS"
     gene            complement(3837280..3837738)
                     /locus_tag="YPA_3433"
     CDS             complement(3837280..3837738)
                     /locus_tag="YPA_3433"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15395.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3837843..3838052)
                     /locus_tag="YPA_3434"
     CDS             complement(3837843..3838052)
                     /locus_tag="YPA_3434"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15396.1"
                     /translation="MQPYLIPAMPVTISEEIKKSRFITLLAHTCGVNEAKDFIQQVKQ
                     QHPTARHHCWAFVVPRKPPARLGVQ"
     gene            complement(3838052..3839383)
                     /locus_tag="YPA_3435"
     CDS             complement(3838052..3839383)
                     /locus_tag="YPA_3435"
                     /EC_number="3.4.13.9"
                     /codon_start=1
                     /transl_table=11
                     /product="Xaa-Pro dipeptidase. Metallo peptidase. MEROPS
                     family M24B"
                     /protein_id="ABG15397.1"
                     /db_xref="InterPro:IPR001131"
                     /translation="METLASLYNEHLSTLQQRTRDVLERHQLDALLIHSGELQRLFLD
                     DRDYPFKVNPQFKAWVPVTEVPNCWLWVDGVNTPKLWFYSPVDYWHSVEPLPDSFWTK
                     NIDVQPLLNADDIAQQLPVQRERVAYIGYAQQRAQALGFSAENINPQPVLDYLHYYRS
                     YKTDYELACMREAQKTAVVGHRAAYEAFQSGMSEFDINLAYLMATGHRDTDVPYDNIV
                     ALNEHSAVLHYTILQHQPPAEIRSFLIDAGAEYNGYAADLTRTYTADRDSDFAALISD
                     LNTEQLALIDTIKSGERYTDYHVQMHQRIAKLLRTHNLVTGISEEAMVEQGITCPFLP
                     HGLGHPLGLQVHDTAGFMQDDKGTNLNAPSKYPYLRCTRVLQPRMVLTIEPGLYFIDS
                     LLAPWRIGEFSKHFNWDRIDALKPYGGIRIEDNIVIHDKRVENMTRDLKLA"
     gene            3839710..3841899
                     /locus_tag="YPA_3436"
     CDS             3839710..3841899
                     /locus_tag="YPA_3436"
                     /EC_number="1.1.1.35"
                     /EC_number="4.2.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="3-hydroxyacyl-CoA dehydrogenase / short chain
                     enoyl-CoA hydratase"
                     /protein_id="ABG15398.1"
                     /db_xref="InterPro:IPR001753"
                     /db_xref="InterPro:IPR006180"
                     /translation="MLYQSETLQLHWLENGIAELVFDAPGSVNKLDTKTVANLGEALN
                     VLEKQSELKGLLLRSAKTALIVGADITEFLSLFNAPPEKLHQWLVFANTIFNRLEDLP
                     VPTISAINGYALGGGCECILATDFRIASPEARIGLPETKLGIMPGFGGSVRLPRLLGA
                     DSALEIIATGKDVTANDALKIGLVDAVVDPEKLVGSALTMLKQAIDGKLDWQAARRPK
                     LEPLKLNPTEAAMCFTIAKGRVMQVAGKHYPAPLTAVKTIEAAAKFGRTEALNLETNS
                     FVPLAGSNEARALVGIFLNDQYVKAQAKKLSKGVAAPKLAAVLGAGIMGGGIAYQSAL
                     KSVPVIMKDINENSLDLGMNEAAKLLNKQLERGKVDGLKMASILATIRPTLDYAGIER
                     AQVIVEAVVENPKVKAAVLAEVEALIGEDTVLASNTSTIPIDQLAKSLKRPENFCGMH
                     FFNPVHRMPLVEIIRGAKTSDKTLAAVVAYATQMGKTPIVVNDCPGFFVNRVLFPYLA
                     GFGMLVRDGGDFHQIDKVMEKQFGWPMGPAYLLDVVGIDTAHHAQAVMAAGFPERMNK
                     DYRDAVDVMFDNQRFGQKNGQGFYRYTQDAKGKPRKENDEQVDKLLAEISQPLQEFSD
                     EDIIARTMIPMINEVVRCLEEGIIASAAEGDMALVYGLGFPPFHGGVFRYLDTLGSAN
                     YVEMAQRYAHLGALYHVPAGLRAKAEHNESYYPVAAALLDVSTNQPA"
     gene            3841911..3843074
                     /locus_tag="YPA_3437"
     CDS             3841911..3843074
                     /locus_tag="YPA_3437"
                     /EC_number="2.3.1.16"
                     /codon_start=1
                     /transl_table=11
                     /product="3-ketoacyl-CoA thiolase"
                     /protein_id="ABG15399.1"
                     /db_xref="InterPro:IPR001412"
                     /db_xref="InterPro:IPR002155"
                     /translation="MENVVIIDAVRTPMGRSKGGAFRHVRAEDLSAHLMRAVISRNPG
                     LNAAEIDDIYWGCVQQTLEQGFNIARNASLLAEIPHSVPAVTVNRLCGSSMQALHDGA
                     RAIMVGDAKISLIGGVEHMGHVPMNHGVDFHPGMGRTVAKAAGMMGLTAEMLAKIHNI
                     SRQSQDEFAFRSHQRAYAATQAGHFAKEIVATNGHDAEGVLKRFDFDEVIRPETNLSG
                     LAALRPAFDPVNGTVTAGTSSALSDGASAMLIMSESRAKSLGLTPRARIRSMAVVGCD
                     PSIMGYGPVPASQLALKRAGLELADIGLFELNEAFAAQSLACLKGLGLLESMDDKVNL
                     NGGAIALGHPLGCSGARISTTLLNLMERRDVQFGLATMCIGLGQGIATVFERL"
     gene            complement(3843234..3843935)
                     /locus_tag="YPA_3438"
     CDS             complement(3843234..3843935)
                     /locus_tag="YPA_3438"
                     /codon_start=1
                     /transl_table=11
                     /product="NAD(P)H-flavin reductase"
                     /protein_id="ABG15400.1"
                     /db_xref="InterPro:IPR001221"
                     /translation="MTTLSCKVTSVEAITDTVYRVQLVPESSFSFRAGQYLMVVMDER
                     DKRPFSMASTPFQQDFIELHIGASELNLYAMAVMDRILKEKKLDVDIPHGDAWFREGS
                     KRPLVLIAGGTGFSYARSILLAALAEQPDREVSIYWGGREAVHLYDLGELEALSIKYP
                     QLKVIPVVEQPEEGWRGRTGTVLSAVLQDYGSLAEQDIYIAGRFEMAKIARERFCVER
                     GAQEEHIFGDAFAFI"
     gene            complement(3843990..3845510)
                     /locus_tag="YPA_3439"
     CDS             complement(3843990..3845510)
                     /locus_tag="YPA_3439"
                     /EC_number="4.1.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="3-octaprenyl-4hydroxybenzoate decarboxylase"
                     /protein_id="ABG15401.1"
                     /db_xref="InterPro:IPR002830"
                     /translation="MAHPIAAEMISMKYRDLRDFLSLLEQRGELKRISQPIDPYLEMT
                     EIADRTLRAGGPALLFENPKGYSMPVLCNLFGTAKRVAMGMGQEDVSALRDVGKLLAF
                     LKEPDPPKGFRDLFDKLPKFKQVLNMPTKRLNSAPCQEQVWQGEDVDLSRIPVMHCWP
                     EDAAPLVSWGLTITRGPHKERQNLGIYRQQVLGKNKLIMRWLSHRGGALDYQEWCEAH
                     PGERFPVAVALGADPATILAAVTPVPDTLSEYAFAGLLRGHKTEVVKCLSNDLEVPAS
                     AEIVLEGYIEQGDMAPEGPYGDHTGYYNEIDNFPVFTVTHITQRQDAIYHSTYTGRPP
                     DEPAVMGVALNEVFVPILQKQFPEIVDFYLPPEGCSYRLAVVTIKKQYAGHAKRVMMG
                     IWSFLRQFMYTKFVIVCDDDINARDWNDVIWAITTRMDPSRDTVLIENTPIDYLDFAS
                     PVSGLGSKMGLDATNKWPAETPREWGRPIKMDEDVRARIDALWDELAIFSDKDAKR"
     gene            3845734..3846222
                     /locus_tag="YPA_3440"
     CDS             3845734..3846222
                     /locus_tag="YPA_3440"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulatory protein"
                     /protein_id="ABG15402.1"
                     /db_xref="InterPro:IPR006645"
                     /db_xref="InterPro:IPR006646"
                     /db_xref="InterPro:IPR010215"
                     /translation="MKSWYLLYCKRGQILRAKEHLERQTVNCWTPIVAIEKIVRGKRI
                     EVIEALFPNYLFAEFDPENIHTTTVSATRGGSHFVRFGTQPAVIPATVIADMQAHAVD
                     KIIAPEVPKPGDIVKIIDGVFAGLQAIYTEPDGEARSMLLLNMLNSQIKHSLDNRQFE
                     KQ"
     gene            complement(3846332..3847354)
                     /locus_tag="YPA_3441"
     CDS             complement(3846332..3847354)
                     /locus_tag="YPA_3441"
                     /EC_number="4.2.1.24"
                     /codon_start=1
                     /transl_table=11
                     /product="porphobilinogen synthase"
                     /protein_id="ABG15403.1"
                     /db_xref="InterPro:IPR001731"
                     /translation="MSYAFPGTFPGRRMRRVRCHDFSRRLVAENHLTVNDLIYPVFVM
                     EGTHQQQAVSSMPGVSRMTIDLLLKEAEAIAKLGVPVISLFPVIEAGKKSLYAEEAYN
                     PDGLVQRTVRALKDAVPELGILTDVALDPYTTHGQDGVIDSDGYVINDVTKEILVRQA
                     LSHAEAGAEIIAPSDMMDGRIGAIRDQLERQGLVNTQIMAYSAKYASCYYGPFRDAIG
                     SSSNLKGGDKKTYQMDPANSDEALQEIAQDLQEGADMVMVKPGMPYLDVVRRVKDTFG
                     VPTFAYQVSGEYAMHMAAIQNGWLQEKPTVMESLLCFKRAGADGVLTYFAKQVAQWLH
                     DDQMQR"
     gene            complement(3847369..3847704)
                     /locus_tag="YPA_3442"
     CDS             complement(3847369..3847704)
                     /locus_tag="YPA_3442"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15404.1"
                     /db_xref="InterPro:IPR001130"
                     /db_xref="InterPro:IPR008162"
                     /translation="MDHFSSVVDSDELDACLALGLSIGITGWVCDERRGLDLRALLPR
                     IPVQQLLLETDAPYLLPRDLNPKPASRRNEPCFLPHIVQQVAAWRQEDPNWLGQKTDE
                     NARRVFRLV"
     gene            complement(3847743..3848522)
                     /locus_tag="YPA_3443"
     CDS             complement(3847743..3848522)
                     /locus_tag="YPA_3443"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15405.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3848522..3849544)
                     /locus_tag="YPA_3444"
     CDS             complement(3848522..3849544)
                     /locus_tag="YPA_3444"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15406.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(3850079..3850318)
                     /locus_tag="YPA_3445"
     CDS             complement(3850079..3850318)
                     /locus_tag="YPA_3445"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15407.1"
                     /translation="MKELTQTEVMEVSGAGIVSDAGKVLGSGFGALIDAGASIFGIKP
                     NASATIGKIGESIGSAFDAGISGVKQFFGLSAPQQ"
     gene            3850531..3851823
                     /locus_tag="YPA_3446"
     CDS             3850531..3851823
                     /locus_tag="YPA_3446"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15408.1"
                     /db_xref="InterPro:IPR003997"
                     /db_xref="InterPro:IPR006144"
                     /translation="MSSNQIFRRDAVEYIRTKWLGKALLTSGYSTTFIAALCAIFLVL
                     LITLIIYGTYTRRINVNGEVISQPHPINIFSPQQGFITKKWVEVGDIVRKGQHLYQID
                     VSRTTFSGNVSLNSLEAINNQLSQIDSIINNTQKNKELTLLNLRQQLAQYQKAHKKSQ
                     ELVDNAGKGMDDMRRTMASYGTYQRQGLITKDQLTNQRSLFYQQQNAFQSLNTQLIQE
                     SLQIAKLESEISTRASDFDNDISQYLFQKGDLKRQLAEVDASGMLLINSPSDGKIENM
                     SVTQGQMVNVNDSLVQLTPSDNPYYCLVLWVPNNSVPYINTGDKVNIRYDAFPFEKFG
                     QFPGRIISISNVPVSQQEIASYNIAPRLPNGGLIEPYYKVIVALDDIHFRYQSKPLML
                     SNGLKANVTLFLEKRPLYQWMLSPFYDIKKSVTGPVNE"
     gene            3851816..3853930
                     /locus_tag="YPA_3447"
     CDS             3851816..3853930
                     /locus_tag="YPA_3447"
                     /codon_start=1
                     /transl_table=11
                     /product="colicin V processing peptidase. Cysteine
                     peptidase. MEROPS family C39"
                     /protein_id="ABG15409.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MNDTHFNEIKNRLNFSFRRKVPQVLQTEAAECGLACLVMTCRYH
                     GMDIDLFNLRQRFGISSHGATLALLINISAQLKFKTRALSLDLDELRQLKTPCILHWD
                     MSHFVVLVAVKGTRFIIHDPAFGRRTVSLSEMSQHFTGVALELWPNSEFTRQKSRTRL
                     SLLSLMRNISGLPGFLTKIFCLSLMVEAINLLLPVGTQLVMDHVIIAEDYDLLALICI
                     GLLFFILFRTFLSMLRSWTSLVMGSLVDVQWKAGLFDHLLKLPLAYFEKRKLGDIQSR
                     FGSLDIIRSTLTNNVVNGIIDGLMSIGVFIMMFLYGGWLVWVVLGFTAMYMILRLATY
                     NQYRQASEEQIVKNAKASSHFMETLYGISTLKALGLAATRSQFWLNLNIDTTNANIRL
                     TKLDMFFGGVNTLICTIDQVVILWLGASMVIDGQMTLGMFVAFNAYRGQFSDRATNLI
                     NMVLQLRMLALHSERIADIVFTETEKEQTPRQLLSPNQPAVFEARNIAFQYDNLSKPI
                     FSDLNIHVEAGESVAITGPSGIGKTTLMKVIAGLLTPSQGHILIDGLDITTVGLNNYR
                     DCIACVLQDDKLFAGSIADNIASFDVNKDEQRILSCANHCNIHKEIMHMPMGYETLIS
                     ELGGSLSGGQKQRLLIARALYRQPSLLFLDEATSHLDLANEAHINNAIASLKITRIFI
                     AHRPSTIASAQRIINLEKQNVS"
     gene            3854308..3854766
                     /locus_tag="YPA_3448"
     CDS             3854308..3854766
                     /locus_tag="YPA_3448"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15410.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3854974..3855213)
                     /locus_tag="YPA_3449"
     CDS             complement(3854974..3855213)
                     /locus_tag="YPA_3449"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15411.1"
                     /translation="MSFEVFEKLEVKVQQAIDTITLLQMEIEELKEKNNTLTQEVQDA
                     AGSREALVRENEQLKQEQHVWQDRLRALLGKMEEV"
     gene            3855841..3856689
                     /locus_tag="YPA_3450"
     CDS             3855841..3856689
                     /locus_tag="YPA_3450"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol uptake facilitator protein"
                     /protein_id="ABG15412.1"
                     /db_xref="InterPro:IPR000425"
                     /db_xref="InterPro:IPR012269"
                     /translation="MSQTASSTLKGQCIAEFLGTGLLIFFGAGCVAALKLAGASFGQW
                     EISIIWGLGVAMAIYLTAAISGAHLNPAVTIALWLFACFERRKVLPYIVAQVAGAFCA
                     AALVYGLYYSLFVDFEQTHQMVRGSTESLQLAGIFSTYPNPHISVVQAFLVETVITAI
                     LMCLILALTDDGNGIPRGPLAPLLIGILIAVIGASMGPLTGFALNPARDLGPKAFSYL
                     AGWGDIAFTGGRDIPYFLVPIFGPIVGALLGAFGYRALIGRHLPCDVCTLEDEESTTI
                     TTERKA"
     gene            3856866..3858389
                     /locus_tag="YPA_3451"
     CDS             3856866..3858389
                     /locus_tag="YPA_3451"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15413.1"
                     /db_xref="InterPro:IPR000577"
                     /db_xref="InterPro:IPR005999"
                     /translation="MTTENTTQKKYIVALDQGTTSSRAVVLDHNANIVSVSQREFTQI
                     YPKAGWVEHDPMEIWATQSSTLIEVLAKAGINSDEIAGIGITNQRETTIVWDKVTGKP
                     VYNAIVWQCRRTADICEKLKKEGLEEYIRHNTGLVVDPYFSGTKVKWILDNVEGARER
                     AERGELLFGTVDTWLVWNMTQGRVHVTDYTNASRTMMFNIRTKEWDDRMLKALNIPRA
                     MLPEVRPSSEIYGKTNIGGKGGTRIPIAGIAGDQQAALFGQLCVQPGMAKNTYGTGCF
                     LLMNTGEEAVQSTHGLLTTIACGPRGEVNYALEGAVFIGGASIQWLRDELKLIGDATD
                     SEYFATKVKNSNGVYVVPAFTGLGAPYWDPYARGAIFGLTRGVNSNHIIRATLESIAY
                     QTRDVLDAMQADSGARLKSLRVDGGAVANNFLMQFQADILGTRVERPAIRESTALGAA
                     FLAGLATGFWDDLDEVKSKASIEREFRPGIETTERDIRYKGWKKAVARARDWEEHDE"
     gene            3858626..3859636
                     /locus_tag="YPA_3452"
     CDS             3858626..3859636
                     /locus_tag="YPA_3452"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15414.1"
                     /db_xref="InterPro:IPR004464"
                     /translation="MKRELAIEFSRVTEAAALAGYKWLGRGDKNAADGAAVQAMRIML
                     NQVNIDGRIVIGEGEIDEAPMLFIGEHVGTGQGDAVDIAVDPIEGTRMTAMGQANALA
                     VLAVGDQGTFLHAPDMYMEKLVVGPAAKGAIDLNLPLEQNLCNIATALNKPLADLTVI
                     TLAKPRHDGIIAAMQQLGVKVFAIPDGDVAASILTCMPESEVDVMYCIGGAPEGVISA
                     AVIRALDGDMQGRLLPRHQVKGDSEDNRRIGEQELLRCKSMGIEAGNVLQLGDMARND
                     NVIFSATGITKGDLLEGIYRKGNMATTETLLIRGKSRTIRRIRSTHFLDRKDPALHEF
                     LL"
     gene            3859791..3860537
                     /locus_tag="YPA_3453"
     CDS             3859791..3860537
                     /locus_tag="YPA_3453"
                     /codon_start=1
                     /transl_table=11
                     /product="ferredoxin--NADP reductase"
                     /protein_id="ABG15415.1"
                     /db_xref="InterPro:IPR010916"
                     /translation="MAEWVSGKITHIEHWTDALFSLQVNAPVDPFTAGQFAKLALDIN
                     GERVQRAYSYVNAPSDHNLEFYLVTVPEGKLSPRLDQLSVGGEVMITKQAAGFFVLEE
                     IPDCDTLWMLATGTAIGPYLSILQEGQDLERFKHLVLVHAARFAHDLSYLPLMQQLEQ
                     RYNGKLRIQTVVSREESPGSLTGRVPALIENGALEAAVGLKIDAKDSHVMLCGNPQMV
                     RDTQQLLKEQREMRKHLRRKPGHMTSEQYW"
     gene            complement(3860878..3861339)
                     /locus_tag="YPA_3454"
     CDS             complement(3860878..3861339)
                     /locus_tag="YPA_3454"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved membrane protein"
                     /protein_id="ABG15416.1"
                     /translation="MLGKWICSSMTIQQWCFSFKGRIGRREFWIWMGLWLLAMLVIFT
                     LAGKEWLPIQSASFALVFLLWPTAAVVVKRLHDRNKAGWWALLAVLAWMLMAGNWQML
                     TPIWQWGVGRFIPTLIFVMMFIDCGAFLGTEGDNRFGPEAVPVKFFADKAK"
     gene            3861460..3862095
                     /locus_tag="YPA_3455"
     CDS             3861460..3862095
                     /locus_tag="YPA_3455"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15417.1"
                     /translation="MRKEIVSMRIILLLAALLLITFMLITTINHAHADPTNDSSPPKE
                     GAPPIAPYLLFNAPTFDLTLVKFRESYNRANPTLPINEFHAITVKEDSPPLTRAASKI
                     NENLYASTALEKGTGKIKTLQITYLPIKGNEEKTAKLLAINYMAALMRQFEPTLSVAQ
                     SLANVQKLLTEGKGSPFYAHTIGAIRYVVADNGEKGLTFAVEPIKLSLSEA"
     sig_peptide     3861460..3861561
                     /locus_tag="YPA_3455"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.871 at
                     residue 34"
     gene            3862224..3862991
                     /locus_tag="YPA_3456"
     CDS             3862224..3862991
                     /locus_tag="YPA_3456"
                     /EC_number="5.3.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="triosephosphate isomerase"
                     /protein_id="ABG15418.1"
                     /db_xref="InterPro:IPR000652"
                     /translation="MRHPLVMGNWKLNGSTHMVNELIAGLRKELSTVDGCGVAIAPPA
                     IYLNQAKHELAGSRIALGAQNVDVNLSGAFTGETSAEMLKDIGAQYIIIGHSERRTYH
                     QESDELIAKKFGVLKEIGLIPVLCIGESEAENEAGQTEAVCAKQLDAVLNTLGVKAFE
                     GAVIAYEPIWAIGTGKSATPAQAQAVHKFIRDHIAKQDAAVAAQVIIQYGGSVNDKNA
                     AELFTQPDIDGALVGGASLKADAFAVIVKAAAKAKKA"
     gene            complement(3863223..3864458)
                     /locus_tag="YPA_3457"
     CDS             complement(3863223..3864458)
                     /locus_tag="YPA_3457"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator"
                     /protein_id="ABG15419.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MQKKNDRNSIKIMQIRAFCMTAEQGAASLAALNLFRTQSAITRS
                     IRDLEHTLAISLFERHAKGMLLTDLGNVILPRARSAMEELTRIPALLRRLQQRDDEGI
                     EDLEPTWLFNERRLQIFLSLYRQQHALHVAQALDITQSAVSAALKVLEKGAGMYLFHR
                     TPKGMLPTPAGHEIAPCISRALNALHHIPEEITAHRGDLTGSVRVGALPLSRARLLPQ
                     AMIKLISRHPGIKIVTNESGFTALIAELRAGDIDFIIGALRNEKMLLDIHSEILFEEE
                     LILLARPNHPLSDRRVKNQELKDIQWVLPRNHAPSRHLLEVAFCKMGLASPQPVVESG
                     DPAVVRALLLGSDMVAAVSSHQLDFEVSEGILIPLQVNLTGTRREIGLMTRQKALNSP
                     ATDALINCVREVIQSSNDK"
     gene            3864400..3865332
                     /locus_tag="YPA_3458"
     CDS             3864400..3865332
                     /locus_tag="YPA_3458"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15420.1"
                     /translation="MQNALICIIFIELRSFFFCIFRRVILFNFFSLNKTCRLGNKTHY
                     FPLIKPCQNPRQLKQQKKEKDMAMIPQKTALVVSAHSADFVWRAGGAIALHVEQGYQV
                     HIVCLSYGERGESAKLWRKGDMTEERVKASRHTEAQAAANVLGASIEFFDMGDYPLRA
                     DKESLFRLADVFRRIQPHFVLTHSLADPYNYDHPLAANLAQEARIIAQAEGYRPGEAI
                     IGAPPVYCFEPHQPEQCGWKPDVLLDITSVWEKKYAAIQCMAGQEHLWEYYTRVALQR
                     GVQAKRNIGIASTKTIIHGEGYQSLFPRVTEDLS"
     gene            3865329..3866042
                     /locus_tag="YPA_3459"
     CDS             3865329..3866042
                     /locus_tag="YPA_3459"
                     /codon_start=1
                     /transl_table=11
                     /product="transferase"
                     /protein_id="ABG15421.1"
                     /translation="MSLVNMKGVVVTNIERAELALLQRFAEYGVATVHEAQLRQGLLD
                     ERIKPIQQGRCIAGNAVTVLVTPGDNWMFHVAVEQCQPGDVLLVAPTSECHDGFFGDL
                     LATSLLARGVVALVGDIGIRDSQTLREMNFPVWSRAVWAQGTVKASLGSVNVPVICAG
                     QLVNPGDIVVADDDGVVIVPREQATAIADAAQTRVDLETSKRQRLANGELGLDIYQMR
                     APLAKKGLRYVNSLNALKS"
     gene            3866108..3867535
                     /locus_tag="YPA_3460"
     CDS             3866108..3867535
                     /locus_tag="YPA_3460"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane transport protein"
                     /protein_id="ABG15422.1"
                     /db_xref="InterPro:IPR001898"
                     /translation="MKNKIWKLCILVMIPLVIWFIPPPEGLTELSWRLSGFYLAAICG
                     LILKPFSEAVVLLGVVGFAGFFLNNTSQILVGYATSTVWLVFAAFGISISFVKTGLGR
                     RIAFHMIRFCGSTTLRLGYVTAFLEFVISPVTPSNTARSGGIVFPIILSVVKALGSEP
                     GDTAKKAGSYLMSNIYFVMKVSSFMFITAMAPNLLAADFAAKILGIHLDWGVWALAMV
                     VPGLLLLLIVPAVGYYLDKPELKKVDNKKIADEGLAELGPITRNEKLLVGIFISALLG
                     WALPSLLGQLFGITLKIDATAVAIMAMALCILLGVIKWDDVLQNKGAWNTLLWFGGII
                     GLASALSKEKVFDWLANLIQNNVDFGHNPFIALTIIGFLSIIIRYFFASASSYAIAML
                     PVFLTVGKVAGADPMALALVLAATNSYGGALTHYGGGSAPIIFGAGYNNVKQWWASGA
                     VIATVCFIVTMTVGYVWWQFLGFVK"
     gene            3867653..3868429
                     /locus_tag="YPA_3461"
     CDS             3867653..3868429
                     /locus_tag="YPA_3461"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15423.1"
                     /db_xref="InterPro:IPR011587"
                     /translation="MKYSNVIVSGLCMSMVSLATAAPTEVPSDEPVTLRIISSMATRQ
                     FLTEVIAQFAQQSKYQVELESVGGVDATKRVEAGEAFDVVILSANAIDKLIDSGKILP
                     NSRIDLVKSGVAIAVKEGAQIMDVSSEETVKQAVLAANTIAYSTGPSGVYLTEVFEHW
                     GIAEQIKDRIVKVPPGVPVGSLVAKGEVELGFQQLSELLHLKGIIILGPLPTDIQIMT
                     HFSAGVPLKTNQQKAIKVLLDFLASPAATEAKIKNGMEPI"
     sig_peptide     3867653..3867718
                     /locus_tag="YPA_3461"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.986 at
                     residue 22"
     gene            complement(3868679..3869668)
                     /locus_tag="YPA_3462"
     CDS             complement(3868679..3869668)
                     /locus_tag="YPA_3462"
                     /codon_start=1
                     /transl_table=11
                     /product="exported sulfate-binding protein"
                     /protein_id="ABG15424.1"
                     /db_xref="InterPro:IPR000957"
                     /db_xref="InterPro:IPR005669"
                     /db_xref="InterPro:IPR011587"
                     /translation="MRKWGVGLSLLVLASGAMAKDIQLLNVSYDPTREFYQEYNQAFS
                     KYWQQQTGDKVTVRQSHGGSGKQATSVINGIEADVVTLALAYDVDAIAERGRIDKNWI
                     KRLPDNSAPYTSTIVFLVRKGNPKQIHDWSDLVKPGTSVITPNPKTSGGARWNYLAAW
                     GYALEHNNNDQAKAQEFVNALYKNVEVLDSGARGATNTFVERGIGDVLIAWENEALLA
                     VNEVGNGQFDIVTPSVSILAEPTVSVVDKVVDKRGTRDVADAYLKYLYSPEGQTIAAK
                     NYYRPRDPVVAAKFAKEFPQLKLFTIDEVFGGWTQAQKTHFATGGVFDEISKR"
     sig_peptide     complement(3869609..3869668)
                     /locus_tag="YPA_3462"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 20"
     gene            complement(3869889..3870872)
                     /locus_tag="YPA_3463"
     CDS             complement(3869889..3870872)
                     /locus_tag="YPA_3463"
                     /EC_number="2.7.1.11"
                     /codon_start=1
                     /transl_table=11
                     /product="6-phosphofructokinase"
                     /protein_id="ABG15425.1"
                     /db_xref="InterPro:IPR000023"
                     /translation="MVKKIGVLTSGGDAPGMNAAIRGVVRAALSAGLDVFGIEDGYLG
                     LYENRMKKLDRYSVSDMINRGGTFLGSARFPEFRDPEVRKVALKNMHERGIDGLVVIG
                     GDGSYAGADLLTKEGGIHCVGLPGTIDNDVAGTDYTIGFFTALETVVEAIDRLRDTSS
                     SHQRISIVEVMGRYCGDLTLAAAIAGGCEFIAIPEVEFKRDDLVAEIKAGIAKGKKHA
                     IVAITEKLDDIDSLAKYIEKETGRETRGTVLGHIQRGGAPVAYDRILASRMGAYAVDL
                     LLQDHDYKKGGFCVGVQNEKMVHELISVCIAPENKKSKFKEDWYDTAKKLF"
     gene            complement(3871090..3871992)
                     /locus_tag="YPA_3464"
     CDS             complement(3871090..3871992)
                     /locus_tag="YPA_3464"
                     /codon_start=1
                     /transl_table=11
                     /product="putative integral membrane protein"
                     /protein_id="ABG15426.1"
                     /db_xref="InterPro:IPR002524"
                     /translation="MDPQYARWVKAAALSATALASILLIIKIFAWWHTGSVSLLAALV
                     DSLVDLAASLTNLFVVRYSLQPADEEHTFGHGKAESLAALAQSMFISGSALFLFLTGF
                     RHLASPEPLQDPSIGIGVTLVALFSTLILVTFQRWVVRKTHSQAIRADMLHYQSDVLM
                     NGAILIALALSWYGFRRADALFALGIGVYILYSALRMGYEAVQSLLDRALPDDERQQI
                     IDIVTSWPGVIGAHDLRTRRSGQTRFIQLHLEMEDMMPLMEAHVLAEQVEHALLYRFP
                     GADVLIHQDPCSVVPKERHAHWEL"
     gene            complement(3872554..3873513)
                     /locus_tag="YPA_3465"
     CDS             complement(3872554..3873513)
                     /locus_tag="YPA_3465"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15427.1"
                     /db_xref="InterPro:IPR010106"
                     /translation="MIAQEDAHDYHRPMKTTPTPHDALFKNFMTQPATACDLLEFHLP
                     PELRQLCDLSTLRLESGSFIENNLRACYSDVLYSLKTTVGDGYVYALIEHQSSPDKHM
                     AFRLMRYAIAAMQSHLEAGYDKLPLVIPILFYHGMVTPYPYPMSWLHAFNQPELAGQL
                     YCGNFPLVDVTVIPDHEIMTHRRIALLELLQKHIRQRDLSELLDQLVILIASGYTTED
                     QLKSAINYIIQVGETAEPEVFIRSLAHRLPEHEESLMTIAQKLEQKGEARGIVKGRVE
                     GRVEGAQETALKIARTMLANGLDRATVMKMTGLSEEELTQIHH"
     gene            complement(3873558..3873734)
                     /locus_tag="YPA_3466"
     CDS             complement(3873558..3873734)
                     /locus_tag="YPA_3466"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15428.1"
                     /translation="MPSLLASTLQISPLYECINVLTDAVTINNQETDIQQLVACKHYR
                     VALMRTHAAPKSPQ"
     gene            3873830..3874033
                     /locus_tag="YPA_3467"
     CDS             3873830..3874033
                     /locus_tag="YPA_3467"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15429.1"
                     /translation="MLRHTCASHFMMNSRNIIALQQILRHANIQPTMAYAHLAPDYLQ
                     NTVILTPLKGGLAAETRPQSVHT"
     gene            complement(3874191..3874679)
                     /locus_tag="YPA_3468"
     CDS             complement(3874191..3874679)
                     /locus_tag="YPA_3468"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15430.1"
                     /translation="MRKVTTLVMASMFVLGSSAAFAADNTKVTEGYHGDGKMMMNKKG
                     DRGHHNMFDGINLTEQQRQQMRDLMRQSHQSQPRLDLEDREAMHKLITADKFDEAAVR
                     AQAEKMSQNQIERHVEMAKVRNQMYNLLTPEQKEALNKKHQERIEKLQQKPAAQPSSA
                     QK"
     sig_peptide     complement(3874611..3874679)
                     /locus_tag="YPA_3468"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 23"
     gene            3874853..3875551
                     /locus_tag="YPA_3469"
     CDS             3874853..3875551
                     /locus_tag="YPA_3469"
                     /codon_start=1
                     /transl_table=11
                     /product="two component system response regulatory
                     protein"
                     /protein_id="ABG15431.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MHKILLVDDDRELTSLLKELLEMEGFNVVVAYDGEQALSQLDSS
                     IDLLLLDIMMPRKNGIETLKELRQHHQTPVIMLTARGSELDRVLGLELGADDYLAKPF
                     NDRELVARIRAILRRSNWSEQQQNAEQGAPTLEVDCLQLNPGRQEASFEGQPLELTGT
                     EFTLLYLLAQHLGQVVSREHLSQEVLGKRLTPFDRAIDMHISNLRRKLPDRKDGLPWF
                     KTLRGRGYLMVSET"
     gene            3875548..3876924
                     /locus_tag="YPA_3470"
     CDS             3875548..3876924
                     /locus_tag="YPA_3470"
                     /codon_start=1
                     /transl_table=11
                     /product="two component sensor kinase"
                     /protein_id="ABG15432.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MINSLTTRIFAIFWFTLALVLMLVLMVPKLDSRQLTVLLDSEQR
                     QGTMLEQHIEAELANDPANDLMWWRRLHRAIEKWAPPGQHLILVTSEGRIIGVQRQEV
                     QMVRNFIGQSDNADQPKKKKYGRVEMVGPFSIRDGEDNYQLYLIRPANSPQSDFINLM
                     FDRPLLLLIATMLISAPLLLWLAWSLAKPARKLKNAADDVARGNLKQHPELESGPQEF
                     LATGASFNQMISSLDRMVVAQQRLISDISHELRTPLTRLQLATALMRRRHGEGKELER
                     IEMEAQRLDSMINDLLVLSRSQHKNELHREPIKADELWSDVLENAQFEAEQMGKTLVV
                     TAPPGPWPLFCNPAALDSALENIVRNALRYSHHHIAVAFSIDNQGVTIIVDDDGPGVS
                     PEDREQIFRPFYRTDEARDRASGGTGLGLAIVETAVSQHRGWVKAEDSPLGGLRLIVW
                     LPLHPLKS"
     sig_peptide     3875548..3875646
                     /locus_tag="YPA_3470"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.732) with cleavage site probability 0.710 at
                     residue 33"
     gene            complement(3876973..3878037)
                     /locus_tag="YPA_3471"
     CDS             complement(3876973..3878037)
                     /locus_tag="YPA_3471"
                     /EC_number="2.1.1.63"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-O6-methylguanine--protein-cysteine
                     S-methyltransferase / Transcriptional regulator Ada"
                     /protein_id="ABG15433.1"
                     /db_xref="InterPro:IPR000005"
                     /db_xref="InterPro:IPR001497"
                     /translation="MNNVKDPRWAAIINRDKTADGQFVYAVKTTGIYCRPSCPSRRAK
                     AENIEFFIDNTAAEQAGYRPCKRCQPTQLSRAQQQVEKISQACRLIELAETPPKLNEL
                     AAQLGLSTFYFHRLFKAITGLTPKGYANATRSERIRAQLSHGGSVTDAIFEAGYNSSS
                     RFYAQSQQLLGMTPTRYRKGGCDARLHFAVGESSLGAILVAKSELGVCAILLGDDPVR
                     LVQQLQDKFPQANLVGGDAEFEQWVAQVVGCVEAPKLGLNLPLDIRGTAFQQRVWQAL
                     REIPIGETASYADIASRIGSPTAVRAVAGACAANILAVAIPCHRVIRQDGALSGYRWG
                     VERKRLLLEREGVEKEAEDH"
     gene            3878226..3878714
                     /locus_tag="YPA_3472"
     CDS             3878226..3878714
                     /locus_tag="YPA_3472"
                     /codon_start=1
                     /transl_table=11
                     /product="putative methyltransferase"
                     /protein_id="ABG15434.1"
                     /db_xref="InterPro:IPR001537"
                     /db_xref="InterPro:IPR004440"
                     /translation="MLNIVLFEPEIPPNTGNIIRLCANTGCQLHLIKPLGFTWDDKRL
                     RRAGLDYHEFADIKHHHDYQAFLDSEKLDSTQPARLFALTTKGTPAHSAVSYQANDYL
                     LFGPETRGLPAYILDALPAQQKIRIPMQADSRSMNLSNAVSVVVYEAWRQLGYPGALL
                     KE"
     gene            complement(3878837..3879658)
                     /locus_tag="YPA_3473"
     CDS             complement(3878837..3879658)
                     /locus_tag="YPA_3473"
                     /EC_number="2.3.1.30"
                     /codon_start=1
                     /transl_table=11
                     /product="serine O-acetyltransferase"
                     /protein_id="ABG15435.1"
                     /db_xref="InterPro:IPR001451"
                     /db_xref="InterPro:IPR005881"
                     /translation="MSSEELEQVWSNIKSEARALAECEPMLASFFHATLLKHENLGSA
                     LSYILANKLANPIMPAIAIREVVEEAYRSDAHMIVSAARDILAVRLRDPAVDKYSTPL
                     LYLKGFHALQAYRIGHWLWAQDRKALAIYLQNQVSVAFGVDIHPAATIGCGIMLDHAT
                     GIVIGETAVVENDVSILQSVTLGGTGKTSGDRHPKIREGVMIGAGAKILGNIEVGRGA
                     KIGAGSVVLQSVPAHTTAAGVPARIVGKPESDKPSLDMDQHFNGSIQGFEYGDGI"
     gene            complement(3879924..3880943)
                     /locus_tag="YPA_3474"
     CDS             complement(3879924..3880943)
                     /locus_tag="YPA_3474"
                     /EC_number="1.1.1.94"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate dehydrogenase"
                     /protein_id="ABG15436.1"
                     /db_xref="InterPro:IPR006109"
                     /db_xref="InterPro:IPR006168"
                     /translation="MNTNPASMAVIGAGSYGTALAITLARNGHQVVLWGHDPKHIQQL
                     QQDRCNRAFLPDAAFPDTLRLETDLACALAASRDVLVVVPSHVFGAVLHQLKPHLRKD
                     ARIVWATKGLEAETGRLLQDVAREVLGEAIPLAVISGPTFAKELAAGLPTAIALASTD
                     VQFSEDLQQLLHCGKSFRVYSNPDFIGVQLGGAVKNVIAIGAGMSDGIGFGANARTAL
                     ITRGLAEMTRLGTALGADPSTFMGMAGLGDLVLTCTDNQSRNRRFGIMLGQGLGVKEA
                     QDNIGQVVEGYRNTKEVLALAQRHGVEMPITEQIYQVLYCHKNAREAALTLLGRTKKD
                     EKIGI"
     sig_peptide     complement(3880878..3880943)
                     /locus_tag="YPA_3474"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.901) with cleavage site probability 0.779 at
                     residue 22"
     gene            complement(3880943..3881419)
                     /locus_tag="YPA_3475"
     CDS             complement(3880943..3881419)
                     /locus_tag="YPA_3475"
                     /codon_start=1
                     /transl_table=11
                     /product="protein translocase subunit secB"
                     /protein_id="ABG15437.1"
                     /db_xref="InterPro:IPR003708"
                     /translation="MSEQNNTEMAFQIQRIYTKDISFEAPNAPQVFQQDWQPEVKLDL
                     DTASSQLAEDVYEVVLRVTVTASLGEETAFLCEVQQGGIFSVAGIEGTQLAHCLGAYC
                     PNILFPYARECITSLVSRGTFPQLNLAPVNFDALFMNYLQQQAEGEVEGVEQRQDA"
     gene            complement(3881507..3881755)
                     /locus_tag="YPA_3476"
     CDS             complement(3881507..3881755)
                     /locus_tag="YPA_3476"
                     /codon_start=1
                     /transl_table=11
                     /product="glutaredoxin"
                     /protein_id="ABG15438.1"
                     /db_xref="InterPro:IPR002109"
                     /db_xref="InterPro:IPR011767"
                     /db_xref="InterPro:IPR011900"
                     /translation="MAKIEMYTKATCPFCHRAKALLNAKGAAFHEIAIDNDPAKREEM
                     IARSGRTTVPQIFIDGQHIGGCDDLHALDARGGLDPLL"
     gene            complement(3881874..3882308)
                     /locus_tag="YPA_3477"
     CDS             complement(3881874..3882308)
                     /locus_tag="YPA_3477"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15439.1"
                     /db_xref="InterPro:IPR001763"
                     /translation="MLQEIMQFISQHPILSLAWVLLFGAVVFTSFKNSLSKVKEVTRG
                     EATRLINKEDAVVVDIRTREDYRKGHIANSINLIPSDIKNGNLGELEKHKTQPIIVVC
                     AMGTTSRASADMLSKAGFERVFTLKEGISGWSGENLPLARGK"
     gene            3882705..3884252
                     /locus_tag="YPA_3478"
     CDS             3882705..3884252
                     /locus_tag="YPA_3478"
                     /EC_number="5.4.2.1"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglycerate mutase"
                     /protein_id="ABG15440.1"
                     /db_xref="InterPro:IPR005995"
                     /translation="MSSTKKPLVLTILDGYGHREEQQDNAILNAKTPVMDVLWQQQPH
                     TLIAASGLDVGLPDGQMGNSEVGHVNLGAGRIVYQDLTRLDKEIKEGDFFTNPTLTAA
                     VDNAVKTGKAVHIMGLLSAGGVHSHEDHIMAMVELAAKRGATAIYLHAFLDGRDTPPR
                     SAESSLKRFTAKFAELGNGRIASIIGRYYAMDRDNRWDRVQLAYDLLTQAKGEFTADN
                     AVAGLQAAYARGENDEFVKPTVIQATGEADAAMNEGDTLIFMNFRADRARQITRTFVN
                     AEFDGFKRDKVVNFGDFIMLTEYAADIKVACAYPPASLTNTFGEWLMKHDKTQLRISE
                     TEKYAHVTFFYNGGVEEPFKGEDRILINSPKVATYDLQPEMSSAELTEKLVSAIGSGK
                     YDVIICNYPNGDMVGHTGDYDAAVKAVETLDNCIEQVVAAVKAADGQLLITADHGNAE
                     QMRDPATGQAHTAHTSLPVPLIYVGNKAVKAVEGGKLSDIAPTMLSLMEMEIPQEMTG
                     KPLFIVE"
     gene            3884262..3885632
                     /locus_tag="YPA_3479"
     CDS             3884262..3885632
                     /locus_tag="YPA_3479"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15441.1"
                     /translation="MKDRELLAKSITTKDAVSDGRESPSLLSDKLSRLPWSTLYASVF
                     CAGVLLLPFSGQAVEPPVAAKASENKNQLKTLQQDIAEKEKSVQQQKKQRSSLLDQLK
                     QQENTISQTSRSLRETQATLAELSKDIASLTTSIEKLQNQQSQQQSILSKQLAAAFKQ
                     GKHSSLQLILSGEESQRSERILAYFSYLNEARQKAIEELKQTRTTLSAEKKMLEQKQN
                     QHKALLDEQKAQQQKLEQARIARQKTLTSLEASLEKDQQSLAELKLNESRLRDQIAKA
                     EREAKARAEREAKEAARVREQVKVKEQQAKKTGSSYKPSESERSLMARTGGLGRPGGQ
                     ALWPVRGNVSHRFGEPLQGELRWKGMVITAPEGSEVKAIADGRVLLADWLQGYGLVVV
                     IEHGKGDMSLYGYNQSALVNVGAQVKAGQPIALVGTSGGQGEPSLYFEIRRQGQAVNP
                     QPWLGR"
     gene            3885656..3886093
                     /locus_tag="YPA_3480"
     CDS             3885656..3886093
                     /locus_tag="YPA_3480"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15442.1"
                     /translation="MRYFNTRQFIIVSTLFIASTAQAGKLSIVIDDFGYRPQNENKIL
                     QMPLPISVAILPNAPYAREMATKAHNQGREILIHLPMAPQSKQPLERDTLQPSMSSEE
                     IQRIIRQAANNVPYAKGMNNHMGSAMTASLPGMQKVMQALVSK"
     sig_peptide     3885656..3885727
                     /locus_tag="YPA_3480"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.993 at
                     residue 24"
     gene            3886090..3886590
                     /locus_tag="YPA_3481"
     CDS             3886090..3886590
                     /locus_tag="YPA_3481"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15443.1"
                     /translation="MIKRKIFLDDSQNEAAIRQQFNRAVALARRNGSAIAIGHPHPAT
                     IKVLQQMLPQLPADIVLVRPSALLNEPVQSLSPDKTKPREPVKGQRLPAIKQCKAKAS
                     YVPEKIYADKLFILLGESLMQNPAVIFIQQHWQQYFTPAPPATPIDEQKAIENTEKLP
                     PKKAAQ"
     gene            complement(3886728..3887753)
                     /locus_tag="YPA_3482"
     CDS             complement(3886728..3887753)
                     /locus_tag="YPA_3482"
                     /EC_number="1.1.1.103"
                     /codon_start=1
                     /transl_table=11
                     /product="L-threonine 3-dehydrogenase"
                     /protein_id="ABG15444.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR002328"
                     /db_xref="InterPro:IPR004627"
                     /db_xref="InterPro:IPR011597"
                     /translation="MKALSKLKAEEGIWMTDVPQPELGHNDIMIKIRKTAICGTDVHI
                     YNWDEWSQKTIPVPMVVGHEYVGEVVAIGQEVKGFNIGDRVSGEGHITCGHCRNCRGG
                     RTHLCRNTVGVGVNRPGSFAEYLVIPAFNAFKIPDNISDELAAIFDPFGNAVHTALSF
                     DLVGEDVLVSGAGPIGIMAAAVCKHVGARHVVIADVNEYRLDLARKMGVTRAVNVSKE
                     NLNDVMTELGMTEGFDVGLEMSGAPPAFRSLLNSMNHGGRIAMLGIPPSDMSIDWNQV
                     IFKGLFIKGIYGREMFETWYKMAALIQSGLDLTPIITHRFPIDEFQQGFDAMRSGKSG
                     KVVLSWD"
     gene            complement(3887763..3888974)
                     /locus_tag="YPA_3483"
     CDS             complement(3887763..3888974)
                     /locus_tag="YPA_3483"
                     /EC_number="2.3.1.29"
                     /codon_start=1
                     /transl_table=11
                     /product="2-amino-3-ketobutyrate coenzyme A ligase"
                     /protein_id="ABG15445.1"
                     /db_xref="InterPro:IPR001917"
                     /db_xref="InterPro:IPR011282"
                     /translation="MSLPCNKHPFYQQLEQQLDTTRTEGLYKNERVITSAQQANIAVA
                     DGSRVINFCANNYLGLANHPKLIAAAKAGMDSHGFGMASVRFICGTQDIHKELEHKLA
                     SFLGMEDAILYSSCFDANGGLFETLLGPEDAIISDALNHASIIDGVRLCKAKRYRYAN
                     NDMTELEAQLKQAKAEGARHIMIATDGVFSMDGVIANLKRVCDLADEYQALVMVDDSH
                     AVGVIGANGRGTHEYCEVMDRVDIITGTLGKALGGASGGYTAGRKELVEWLRQRSRPY
                     LFSNSLAPAIVAASIEVLSLLEEGGALRDRLWANARLFREKMSAAGFTLAGADHAIIP
                     VMLGEAKLAQDFANALLKEGIYVTGFFFPVVPKGQARIRTQMSAGHTTEQVERAIEAF
                     VRIGKQLNVIA"
     gene            3889220..3890152
                     /locus_tag="YPA_3484"
     CDS             3889220..3890152
                     /locus_tag="YPA_3484"
                     /EC_number="5.1.3.20"
                     /codon_start=1
                     /transl_table=11
                     /product="ADP-glyceromanno-heptose 6-epimerase precursor"
                     /protein_id="ABG15446.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR011912"
                     /translation="MIIVTGGAGFIGSNIVKALNNIGYKDILVVDNLKDGTKFVNLVD
                     LDIADYMDKEDFVASIVAGDDMGDIDAIFHEGACSSTTEWDGKYMMDNNYQYSKDILH
                     FCLDRSIPFLYASSAATYGGRTDNFIEDRQYEQPLNVYGYSKFLFDQYVREILPQADS
                     QICGFRYFNVYGPREGHKGSMASVAFHLNNQINAGERPKLFAGSENFKRDFIYVGDVA
                     DVNLWFWQNGVSGIFNCGTGRAESFQAVADAVVDYHQSGPVEYIEFPEKLKGRYQAYT
                     QADLTKLRAAGYGKPFKTVAEGVKEYLAWLNRSV"
     gene            3890183..3891247
                     /locus_tag="YPA_3485"
     CDS             3890183..3891247
                     /locus_tag="YPA_3485"
                     /codon_start=1
                     /transl_table=11
                     /product="ADP-heptose--LPS heptosyltransferase II"
                     /protein_id="ABG15447.1"
                     /db_xref="InterPro:IPR011910"
                     /translation="MKILVIGPSWVGDMMMSQSLYRTLKAEYPAADIDVMAPAWCRPL
                     LARMPEVRHAIPMPLGHGAFAFEERRRLGLALRETEYDRAYVLPNSFKSALIPYFSGI
                     KRRIGWRGEMRYFLLNDLRILDKQAFPMMVQRYVALAYDKERIRSAADLPQPLLWPQL
                     QVRDEEIAETTASFNLTDNRPIIGFCPGAEFGPAKRWPHYHYATLAQKLIDDGYQVIL
                     FGSAKDNEAGEDIRQALSDTDREYCLNLAGQTSLEQAVVLIAACSAVVSNDSGLMHVA
                     AALNKPLVALYGPSSPDFTPPLSEKATVIRLITGYHKVRKGDSAQGYHQSLIDIQPEH
                     VMAALEKQLATQECSVKGGD"
     gene            3891247..3892212
                     /locus_tag="YPA_3486"
     CDS             3891247..3892212
                     /locus_tag="YPA_3486"
                     /codon_start=1
                     /transl_table=11
                     /product="lipopolysaccharide heptosyltransferase-1"
                     /protein_id="ABG15448.1"
                     /db_xref="InterPro:IPR011908"
                     /translation="MHVLIVKTSSMGDVLHTLPALTDAMNAIPGIRFDWVVEEGFSQI
                     PSWHPAVDKVIPVAIRRWRKNWFGSDTRQERCDFKRVVQQRSYDRVIDAQGLIKSAAL
                     ITRIAKGTKHGPDCKSAREPFASWFYNCRHEIDTKQHAVERIRQLFAKSLGYDKPESY
                     GDYAIAQRFLNQLPADAGQYLVFLHATTRDNKHWPESHWVQLIELVQPTGLKIKLPWG
                     AEHEHQRALRLAEHFPHVEVLPKLSLQQVAEVLAGAKAVVSVDTGLSHLTAALDRPNI
                     TLFGPTDPGLIGGYGKNQIAVISEQKKMDSLSAPTIMARLETLIS"
     gene            3892524..3893909
                     /locus_tag="YPA_3487"
     CDS             3892524..3893909
                     /locus_tag="YPA_3487"
                     /codon_start=1
                     /transl_table=11
                     /product="3-deoxy-D-manno-octulosonic-acid transferase"
                     /protein_id="ABG15449.1"
                     /translation="MNNHGSMWCSALLAGKSLFCPDMVLFLIIHINEIDRMLLRLYQV
                     LLYLIQPLIWLRLLLRSRKAPAYRKRWGERYGFCAGKVVAGGIMLHSVSVGETLAAIP
                     LVRALRHRYPSLPITVTTMTPTGSERVQSAFGKDVHHVYLPYDLPGSVNRFLDQVNPK
                     LVIIMETELWPNLINTLHRRKIPLVIANARLSARSAAGYKKIGSFIRTILQRITLIAA
                     QNQEDGDRFIELGLKRSQLTVTGSLKFDISVTPELAARAVTLRRQWAPHRPVWIATST
                     HDGEETILLEAHRQLLQQFPTLLLILVPRHPERFGKAVELTQKIGLSYTLRSKGEVPS
                     SSTQVVIGDTMGELMLLYGIADLAFVGGSLVERGGHNPLEAAAHAIPVLMGPHTFNFK
                     DICAKLEQAEGLITVTDTLSLVKEITVLLTDEDCRLYYGRHAVDVLHENQGALQRLLH
                     LLEPYLPQRSH"
     gene            3893910..3894692
                     /locus_tag="YPA_3488"
     CDS             3893910..3894692
                     /locus_tag="YPA_3488"
                     /codon_start=1
                     /transl_table=11
                     /product="lipopolysaccharide core biosynthesis glycosyl
                     transferase"
                     /protein_id="ABG15450.1"
                     /db_xref="InterPro:IPR001173"
                     /translation="MGTKKRLSVVMITKNEASLLTDCLASVAWADEIIVLDSGSEDET
                     RALAQQFGAKVYSNINWPGYGKQRQLAQQYASGDYILMLDADERVTPELKIAIESVLL
                     APEEGAVYSCSRRNLFLGRFMRHSGWYPDRVTRLYPHHQYRYNDNLVHESLDSGSAKV
                     IPLAGDLLHLTCRDFFAFQRKQLSYAEAWAIQRHQQGKSCSYFAILSHTLGAFSKTWL
                     LRAGFLDGKQGLLLAVVNAQYTFNKYAALWALSHQYQKSEKS"
     sig_peptide     3893910..3894002
                     /locus_tag="YPA_3488"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.787) with cleavage site probability 0.787 at
                     residue 31"
     gene            3894689..3895168
                     /locus_tag="YPA_3489"
     CDS             3894689..3895168
                     /locus_tag="YPA_3489"
                     /EC_number="2.7.7.3"
                     /codon_start=1
                     /transl_table=11
                     /product="Phosphopantetheine adenylyltransferase"
                     /protein_id="ABG15451.1"
                     /db_xref="InterPro:IPR001980"
                     /db_xref="InterPro:IPR004821"
                     /translation="MITKAIYPGTFDPITNGHLDLVTRASAMFSHVILAIADSSSKKP
                     MFTLDERVALAKKVTAPLKNVEVLGFSELMAEFAKKHNANILVRGLRSVSDFEYEWQL
                     ANMNRHLMPKLESVFLIPSEKWSFISSSLVKEVARHGGDITPFLPKPVTKALLAKLA"
     gene            complement(3895174..3895983)
                     /locus_tag="YPA_3490"
     CDS             complement(3895174..3895983)
                     /locus_tag="YPA_3490"
                     /EC_number="4.2.99.18"
                     /EC_number="3.2.2.23"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-(apurinic or apyrimidinic site) lyase /
                     Formamidopyrimidine-DNA glycosylase"
                     /protein_id="ABG15452.1"
                     /db_xref="InterPro:IPR000191"
                     /db_xref="InterPro:IPR000214"
                     /translation="MPELPEVETSRRGIEPYLVGQTILYAVVRNARLRWPVSDEILTL
                     SDQPVLSVQRRAKYLLLELPKGWIIIHLGMSGSLRVLSEETAAEKHDHVDLVVSNGKI
                     LRYTDPRRFGAWLWAKDLETSNVLAHLGPEPLSDEFTAQYLFDKSRNKRTLIKPWLMD
                     NKVVVGVGNIYASESLFAAGILPDRAAGSLTDAESVLLVATIKAVLLHSIEQGGTTLR
                     DFLQSDGKPGYFAQELQVYGRAGEPCRQCGHPIEIAKHGQRSTFFCRHCQH"
     gene            complement(3896066..3896233)
                     /locus_tag="YPA_3491"
     CDS             complement(3896066..3896233)
                     /locus_tag="YPA_3491"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L33P"
                     /protein_id="ABG15453.1"
                     /db_xref="InterPro:IPR001705"
                     /translation="MAKGVREKIKLVSSAGTGHFYTTTKNKRTKPEKLELKKFDPVVR
                     QHVLYKEAKIK"
     gene            complement(3896245..3896481)
                     /locus_tag="YPA_3492"
     CDS             complement(3896245..3896481)
                     /locus_tag="YPA_3492"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L28P"
                     /protein_id="ABG15454.1"
                     /db_xref="InterPro:IPR001383"
                     /translation="MSRVCQVTGKRPMSGNNRSHAMNATKRRFLPNLHSHRFWVEGEK
                     RFVTLRVSAKGMRVIDKKGIETVLAEIRARGEKY"
     gene            complement(3896744..3897412)
                     /locus_tag="YPA_3493"
     CDS             complement(3896744..3897412)
                     /locus_tag="YPA_3493"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA repair protein"
                     /protein_id="ABG15455.1"
                     /db_xref="InterPro:IPR001405"
                     /translation="MDEWYGQVAPREKLLKYGAAVLTDAELLAIFLRTGIPGMHVMKM
                     AEYLIETFGSLHGLISADYQTLCAHKGIGASKYSQIQAIGELACRCFSSHLMRESVLL
                     NPGITQKFLQNILSHREREIFLVVFLDNQHRVIRHEEMFTGTISSVEVHPREIVREAL
                     KVNAAALILAHNHPSGKAEPSQADRLITTQVIKACSLLDIRVLDHLVVGRGECVSFAE
                     RGWL"
     gene            3897492..3898823
                     /locus_tag="YPA_3494"
     CDS             3897492..3898823
                     /locus_tag="YPA_3494"
                     /EC_number="4.1.1.36"
                     /EC_number="6.3.2.5"
                     /codon_start=1
                     /transl_table=11
                     /product="Phosphopantothenoylcysteine decarboxylase /
                     Phosphopantothenate-cysteine ligase"
                     /protein_id="ABG15456.1"
                     /db_xref="InterPro:IPR005252"
                     /translation="MRDVSQILRLVASESALIANLFNGYAKISPLTAFIRTIMMTGLS
                     GKHIVLGISGGIAAYKSPELVRRLRDKGADVRVVMTHAAKAFIAPLTLQAVSGYPVSD
                     DLLDPAAEAAMGHIELGKWADLVIIAPATADLLARMAAGMANDLLTTVCLATAAPIAA
                     VPAMNQQMYRAPATQENLQTLSKWGVLLWGPDSGSQACGDIGPGRMLDPQEIVALAYN
                     HFSAKQDLQHLSVMITAGPTREPLDPVRFISNQSSGKMGFAIAQALAARGSNVTLIAG
                     PVNLSTPEGVKRIDVITALEMQQAVQKIAQQQNIFISCAAVADYRAEHVSDEKIKKQG
                     DEITLKLVKNPDIVAGVASMAKNRPFVVGFAAETQNVEEYARQKLARKNLDLICANDV
                     SLAEHGFNSDTNALHLFWSTGEKRLPLSDKYLLSQRLIDEIVSRYDEKNRH"
     gene            3898801..3899259
                     /locus_tag="YPA_3495"
     CDS             3898801..3899259
                     /locus_tag="YPA_3495"
                     /EC_number="3.6.1.23"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxyuridine 5'-triphosphate
                     nucleotidohydrolase"
                     /protein_id="ABG15457.1"
                     /db_xref="InterPro:IPR008181"
                     /translation="MMKKIDIKILDPRVGNEFPLPTYATEGSAGLDLRACLDHAVELQ
                     PGQTTLLPTGLAIHIGDSALAAVILPRSGLGHKHGIVLGNLVGLIDSDYQGQLMVSVW
                     NRGQQPFTIEPGERIAQMVFVPVVQAEFNLVEDFTDSERGTGGFGHSGRQ"
     gene            3899381..3899977
                     /locus_tag="YPA_3496"
     CDS             3899381..3899977
                     /locus_tag="YPA_3496"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division inhibitor SlmA"
                     /protein_id="ABG15458.1"
                     /db_xref="InterPro:IPR001647"
                     /translation="MAEKENTKRNRREEILQALAQMLESSDGSQRITTAKLAANVGVS
                     EAALYRHFPSKTRMFDSLIEFIEDSLMSRINLILQDEKETFNRLRLILLLVLGFAERN
                     PGLTRIMTGHALMFEQDRLQGRINQLFERIEMQLRQVLREKKLRDGQGFIHDEALLAT
                     QLLAFCEGMLSRFVRSEFRYCPTQEFDSRWPLIVAQLQ"
     gene            complement(3900112..3900759)
                     /locus_tag="YPA_3497"
     CDS             complement(3900112..3900759)
                     /locus_tag="YPA_3497"
                     /EC_number="2.4.2.10"
                     /codon_start=1
                     /transl_table=11
                     /product="orotate phosphoribosyltransferase"
                     /protein_id="ABG15459.1"
                     /db_xref="InterPro:IPR002375"
                     /db_xref="InterPro:IPR004467"
                     /translation="MKAYQREFIEFALNKQVLKFGEFTLKSGRISPYFFNAGLFNTGL
                     DLAKLGRFYAAALMDCGVEFDLLFGPAYKGIPIATTTAVALAEHHERDVPYCFNRKEA
                     KTHGEGGNLVGSPLQGRVMLVDDVITAGTAIRESMEIINAQGATLAGVMISLDRQERG
                     RGEISAIQEVERDYHCKVIAIVTLNDVIRYLEDKPEMAEHLVAVRQYREQYGVTL"
     gene            complement(3900926..3901642)
                     /locus_tag="YPA_3498"
     CDS             complement(3900926..3901642)
                     /locus_tag="YPA_3498"
                     /EC_number="2.7.7.56"
                     /codon_start=1
                     /transl_table=11
                     /product="RNAse PH"
                     /protein_id="ABG15460.1"
                     /db_xref="InterPro:IPR002381"
                     /translation="MRPADRAAQQVRPLTLTRNYTKHAEGSVLVEFGDTKVLCTATVE
                     EGVPRFLKGQGQGWITAEYGMLPRSTHSRNAREAAKGKQGGRTLEIQRLIARSLRAAV
                     DLKKLGEFTITLDCDVLQADGGTRTASISGACVALADALNKLVASGKLKANPMKGLVA
                     AVSVGIVKGEALCDLEYVEDSAAETDMNVVMMEDGRMIEVQGTAEGEPFSHEELLALL
                     DLARGGIETIFQAQKAALES"
     gene            3901769..3902632
                     /locus_tag="YPA_3499"
     CDS             3901769..3902632
                     /locus_tag="YPA_3499"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15461.1"
                     /db_xref="InterPro:IPR005229"
                     /translation="MIRSMTAYARRDIKGEWGNAAWELRSVNQRYLETYIRLPEQFRS
                     LEPVIRERIRSRLTRGKIECHLRFELDANAQSSLILNEKLAKQLVEAGNWVKMQSDEG
                     EINPVDILRWPGVMSAEEQDLDAISTELMQALDTALDDFIVSRETEGAALKTLIEQRL
                     EGVSAEVVKVRAHMPNILQWQRERLLNKLEEAQVQLENTRLEQELVLMAQRIDVAEEL
                     DRLEAHVKETYNILKKKEAVGRRLDFMMQEFNRESNTLASKSINAEVTNSAIELKVLI
                     EQMREQIQNIE"
     gene            3903035..3903658
                     /locus_tag="YPA_3500"
     CDS             3903035..3903658
                     /locus_tag="YPA_3500"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15462.1"
                     /translation="MLLSVLYIIGITAEAMTGALAAGRRQMDMFGVIIIASATAIGGG
                     SVRDMLLGHYPLGWVKHPEYIVIVAIAAIVTTWMAPLMKQLRHLFLVLDAIGLIVFSI
                     IGAQIALDMGHSTIIAAIAAVITGVFGGVLRDMLCNCIPLVFQKEIYAGISFAAAWIY
                     IALQYTPLSHNWVIIITLITGLALDYSPYDSGLACLYSNMSTQTIKL"
     gene            complement(3903671..3905374)
                     /locus_tag="YPA_3501"
     CDS             complement(3903671..3905374)
                     /locus_tag="YPA_3501"
                     /EC_number="6.5.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA ligase"
                     /protein_id="ABG15463.1"
                     /db_xref="InterPro:IPR000445"
                     /db_xref="InterPro:IPR001679"
                     /db_xref="InterPro:IPR010916"
                     /translation="MNILNLKIIMFLLISNTIVVGGAWATSTCPDWPATRIAVEINAL
                     EQQLNKWSAAYHQQGHSPVTDDIYDQLQDKLRVWQSCRGLPDKTESQPIPGKGQFLHP
                     VAHSGLKKLKDETALTRWMAGRKNLWVQPKVDGVAVTLVYHGGKLVQLLSRGNGVKGQ
                     NWTEKAPFISAIPQYIANAPALLTLQGELFLLMDGHQQAKSGGVNARSTVAGALMRKS
                     PSPLLAQVGVFIWAWPDGPTTMKEKVALLQVMGFPFTAKYSEPVMSHLDVVQWRQFWF
                     QAPLPFVTDGVVVRQEEEPAGRYWQATPGQWSMAWKYPPLQHIAEVKDIHFTLGRTGK
                     GTVVLEVLPIKIDDKWIRRVNIGSVTRWKQWDIAPGDHITLALAGHGIPRLDNVVWRV
                     HQRNTITAPNWDKFHQLSCFQRLPHGCEPQFLSRLIWLSGPGGLDIGGIGGGFWQELI
                     HHELINDLVGWLLLTPEQIASIPGIGNARAEKIYQQFQRAKQQPFSRWLLALGFPQVV
                     SVDAQWQVVLRRSLSEWATMAGIGQMRAKQIKHFLDHPDVQALADFLSTQKVVGFELT
                     E"
     sig_peptide     complement(3905297..3905374)
                     /locus_tag="YPA_3501"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.953) with cleavage site probability 0.919 at
                     residue 26"
     gene            3905775..3906398
                     /locus_tag="YPA_3502"
     CDS             3905775..3906398
                     /locus_tag="YPA_3502"
                     /EC_number="2.7.4.8"
                     /codon_start=1
                     /transl_table=11
                     /product="guanylate kinase"
                     /protein_id="ABG15464.1"
                     /db_xref="InterPro:IPR008144"
                     /db_xref="InterPro:IPR008145"
                     /translation="MVQGTLYIVSAPSGAGKSSLIQALLKTQPLYDTQVSISHTTRAK
                     RPGENHGEHYFFVSEKEFCQMIDDDAFLEHAKVFENYYGTSRLAIEQVLATGVDVFLD
                     IDWQGAQQIRAKMPTARSIFILPPSKTELDRRLRGRGQDSEEVIAKRMEQAVAEMAHY
                     AEYDYLIVNDDFNLALSDLKTIIRAERLRLGRQKQRHDALISKLLAD"
     gene            3906453..3906728
                     /locus_tag="YPA_3503"
     CDS             3906453..3906728
                     /locus_tag="YPA_3503"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase, omega chain"
                     /protein_id="ABG15465.1"
                     /db_xref="InterPro:IPR003716"
                     /translation="MARVTVQDAVEKIGNRFDLVLVAARRARQIQSGGKDALVPEEND
                     KVTVIALREIEEGLITNQILDVRERQEQQEQQAAEIQAVTAIAEGRR"
     gene            3906748..3908856
                     /locus_tag="YPA_3504"
     CDS             3906748..3908856
                     /locus_tag="YPA_3504"
                     /EC_number="2.7.6.5"
                     /codon_start=1
                     /transl_table=11
                     /product="guanosine-3',5'-bisbis(diphosphate)
                     3'-pyrophosphydrolase"
                     /protein_id="ABG15466.1"
                     /db_xref="InterPro:IPR003607"
                     /db_xref="InterPro:IPR004811"
                     /translation="MYLFESLNLLIQRYLPEEQIKRLKQAYLVARDAHEGQTRSSGEP
                     YITHPVAVACILAEMRLDYETLMAALLHDVIEDTPATYQDMEQLFGKSVAELVEGVSK
                     LDKLNFRDKKEAQAENFRKMIMAMVQDIRVILIKLADRTHNMRTLGSLRPDKRRRIAR
                     ETLEIYSPLAHRLGIHHLKTELEELGFEALYPNRYRVIKEVVKAARGNRKEMIQKILA
                     EIEGRLTEAGIPCRVSGREKHLYSIYCKMHLKEQRFHSIMDIYAFRVIVKEVDTCYRV
                     LGQAHSLYKPRPGRVKDYIAIPKANGYQSLHTSLIGPHGVPVEVQIRTEDMDQMAEMG
                     VAAHWAYKEQGESGTTAQIRAQRWMQSLLELQQSAGSSFEFIESVKSDLFPDEIYVFT
                     PEGRIVELPAGATPVDFAYVVHTDIGHACVGARVDRQPYPLSQPLSSGQTVEIITAPG
                     ARPNAAWLNFVVSSKARAKIRQLLKNLKRDESVSLGRRLLNHALGNGRKLSDISEENI
                     KHELDRMKLATVDDLLAEIGLGNAMSVVVAKNLLGDPSTLGTSASGTRKLPIKGADGV
                     LITFAKCCRPIPGDPIIAHISPGKGLVIHHESCRNIRGYQKEPEKFMAVEWDQETEQE
                     FIAEIKVDMFNQQGALANLTAAINAAESNIQSLNTEEKDGRVYSAFIRLTTRNRVHLA
                     NIMRKIRIMPDVVKVSRNRN"
     gene            3908862..3909554
                     /locus_tag="YPA_3505"
     CDS             3908862..3909554
                     /locus_tag="YPA_3505"
                     /EC_number="2.1.1.34"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA (guanosine-2'-O-)-methyltransferase"
                     /protein_id="ABG15467.1"
                     /db_xref="InterPro:IPR001537"
                     /translation="MNPQRYARICDMLATRQPDLTVCLEQVHKPHNVSAIIRTADAVG
                     IHQVHAIWPTTQMYTRLSAAAGSNSWVQVKTHPHIADAIAYLKSQDMQILATHLSDKA
                     VDFREIDYTRPTCILMGQEKTGISPEALALADQDIIIPMIGMVQSLNVSVASALILYE
                     AQRQRQNAGMYKRTHSVLAESEQQRLLFEGGYPVLAHVAKRKGLPQPHIDEQGQIIAD
                     AQWWSAMQATES"
     gene            3909555..3911636
                     /locus_tag="YPA_3506"
     CDS             3909555..3911636
                     /locus_tag="YPA_3506"
                     /EC_number="3.6.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-dependent DNA helicase RecG"
                     /protein_id="ABG15468.1"
                     /db_xref="InterPro:IPR001410"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR004609"
                     /db_xref="InterPro:IPR011545"
                     /translation="MKGRLLDAVPLSTLSGVGASQAGKLAKIGLETIQDLLLHLPLRY
                     EDRTRLYRIGDLLPGLSVTVEGEVLRSDISFGRRRMMTCQISDGSGVLTLRFFNFNAA
                     MKNSLSVGKHVIAYGEAKRGNNGPEIIHPEYRVHGENIGVELQESLTPVYPTTEGIRQ
                     ATLRKLIDQALAMLDTCVIAELLPIELSRSLISLPEAIHTLHRPPADIQLADLEQGKH
                     PAQRRLIMEELLAHNLSMLAVRAGAQSYRALPLMAEEQLKQRFLAALPFTPTQAQQRV
                     VAEIERDMTQSFPMMRLIQGDVGSGKTLVAALAALRAIAHGKQVALMAPTELLAEQHA
                     TTFRQWLEPLGFSVGWLAGKQKGKARLAQQEAVASGQVSMVIGTHAMFQEQVQFSGLA
                     LVIIDEQHRFGVHQRLTLWEKGEEQGFHPHQLIMTATPIPRTLAMTAYADLDTSVIDE
                     LPPGRTPVTTVAIPDTRRSDVIQRVKNACLEEGRQAYWVCTLIEESELLEAQAAEVTC
                     EELKIALPEIKVGLVHGRMKGPEKQAIMLAFKQGELQLLVATTVIEVGVDVPNASLMI
                     IDNPERLGLAQLHQLRGRVGRGAVASHCVLLYKTPLSKTAQMRLQVLRDSNDGFVIAQ
                     RDLEIRGPGELLGTRQTGSAEFKVADLLRDQAMIPEVQRVARHLHQQYPEHAKALIER
                     WLPERVRYTNA"
     sig_peptide     3909555..3909623
                     /locus_tag="YPA_3506"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.831) with cleavage site probability 0.813 at
                     residue 23"
     gene            complement(3912002..3913216)
                     /locus_tag="YPA_3507"
     CDS             complement(3912002..3913216)
                     /locus_tag="YPA_3507"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium/glutamate symport carrier protein"
                     /protein_id="ABG15469.1"
                     /db_xref="InterPro:IPR004445"
                     /translation="MFHLDTYGTLVAACLVLLLGRKLVQTVPFLKKYTIPEPVAGGLL
                     VAFMMLLVQKTLGWEVSFDMSLKDPLMLAFFATIGLNANLASLRAGGKALSIFVFIVV
                     GLLLVQNTIGIVLAKLMGLDPLMGLLAGSITLSGGHGTGAAWSKLFSERYGFENATEV
                     AMACATFGLVLGGLIGGPVARYLVKHSSTPEGTPDDSAVPSAFEKPSAGRMITSLVLI
                     ETIAMISICLMAGNLIAGWLQGTMFELPIFVCVLFVGVILSNTLSASGFYRVFDRAVS
                     VLGNVSLSLFLAMALMSLKLWELASLALPMLVILSVQALAMALYAIFVTYRIMGKNYD
                     AAVLAAGHCGFGLGATPTAIANMQAITDRFGPSHLAFLVVPMVGAFFIDIVNAIVIKL
                     YLLLPIFPAVTG"
     gene            3913421..3914839
                     /locus_tag="YPA_3508"
     CDS             3913421..3914839
                     /locus_tag="YPA_3508"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane permease"
                     /protein_id="ABG15470.1"
                     /db_xref="InterPro:IPR006042"
                     /translation="MPPLPIWKYHAMSTQSAELDTAPPSPAHPSELIYHLEDRPPLPQ
                     TLFAACQHLLAMFVAVITPGLLICQALGLPAEDTQRIISMSLFASGLASLLQIKTWGP
                     VGSGLLSIQGTSFNFVSPLIMGGLALKNGGADIPTMMAALFGTLMVASCTEILLSHVL
                     HLARRIITPLVSGIVVMIIGLSLIQVGLTSIGGGYGAMSDNTFGAPKNLLLAGAVLGV
                     IILLNRQRNPYLRVASLVIAMAVGYLLAWALGMLPESRPVVDTALITIPTPLYYGLSF
                     DWNLLIPLMLIFMVTSLETIGDITATSDVSEQPVRGPLYMKRLKGGVLANGLNSMLSA
                     IFNTFPNSCFGQNNGVIQLTGVASRYVGFVVAIMLIILGLFPAVAGFVQHIPEPVLGG
                     ATLVMFGTIAASGVRIVSRETLNRRAIMIMALSLAVGMGVAQQPLILQFAPDWIKTLF
                     SSGIAAGGITAIVLNLLFPQEK"
     gene            3914987..3916696
                     /locus_tag="YPA_3509"
     CDS             3914987..3916696
                     /locus_tag="YPA_3509"
                     /codon_start=1
                     /transl_table=11
                     /product="exported protein"
                     /protein_id="ABG15471.1"
                     /translation="MKFLGKTLLTLLLLFALSIVLCYAVLQTSWAAGWLSRWVSNNSG
                     YHLSLRGIDHRWSQPGQISFSDVTLARADQPPFLTAQQVIFGLSWRQLTDPKHFLSLQ
                     LQNGSLTLNNSTPSLPLQADTLQLTDMTLNTTVESKNATSQWKIAGQHVNGGLVPWQP
                     IPGNSFGENTQFHFSAGFLTINDISAQQIYLQGSIQKDILTLTNFGANIAQGELTGNA
                     RQSADGSWLVDRLRLSNIRLQTTASLEDVWNNVLQLPPITLKRFDLIDARVEGKGWAV
                     NDVDLTLKNITFKQGDWQSDDGELVFNASDIIKGNIHLIDPIATFTLSPEGVAINQFT
                     TRWQDGLLRTLGSWSRATHRLQLGELTVVALVYTLPNDWKQLWQQTLPDWLSEVYVGK
                     LSANRNLLIDISPDFPFQITSLDAAGSNLLLAKNHQWGVWSGSLVLNAGNATFNKNDI
                     RRPSLALNANEQQITFSDLSAFTKEGLLEATASIDQTPDRALSLALTGRSVDLNFLHN
                     WGWPALPLQGLGNLKLQIKGNLTADAPLKPTLNGSLQAIDSNGQQINQTVLHGVVQGT
                     AEQ"
     sig_peptide     3914987..3915082
                     /locus_tag="YPA_3509"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.594 at
                     residue 32"
     gene            complement(3916831..3917754)
                     /locus_tag="YPA_3510"
     CDS             complement(3916831..3917754)
                     /locus_tag="YPA_3510"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved membrane protein"
                     /protein_id="ABG15472.1"
                     /db_xref="InterPro:IPR012660"
                     /translation="MYHLRVPITEQELKDYYQFRWEMLRKPLHQPIGSEKDAYDAMAH
                     HQMVVDEQGKAVAIGRLYINADNEAAIRFLAVAPSVRNKGLGTLVAMTLESVARQEGV
                     KRVVCSAREDAVDFFAKLGFVCQGEITAPQTTPVRHFLMIKPVATMDDILHRPDWCGQ
                     LQQAWYDHIPLSEKMGVRISQYTGQRFVTTMPEAGNQNPHHTLFAGSLFSLATLTGWG
                     LIWLLLRERHLGGTIILADAHIRYSAPVTGRPRAVAELSSLSGDLDRLARGRRARVQL
                     NVNLFGDENQGAVFEGTYMVLPVAAGDDMAN"
     gene            3918024..3919046
                     /locus_tag="YPA_3511"
     CDS             3918024..3919046
                     /locus_tag="YPA_3511"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15473.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3919046..3919825
                     /locus_tag="YPA_3512"
     CDS             3919046..3919825
                     /locus_tag="YPA_3512"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15474.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3919899..3920336)
                     /locus_tag="YPA_3513"
     CDS             complement(3919899..3920336)
                     /locus_tag="YPA_3513"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15475.1"
                     /db_xref="InterPro:IPR003732"
                     /translation="MIALIQRALSASVVVEGNIVGEIGPGLLVLLGVEQGDTEQKAQR
                     LCERVLGYRIFSDENDKMNLNVQQAGGSVLVVSQFTLVADTQKGMRPSFSRGAIPQEA
                     DRLYQYFVAQCRERGVKTETGLFAADMKVSLVNDGPVTFWLQV"
     gene            complement(3920343..3921287)
                     /locus_tag="YPA_3514"
     CDS             complement(3920343..3921287)
                     /locus_tag="YPA_3514"
                     /EC_number="3.1.-.-"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA-processing RNAse BN"
                     /protein_id="ABG15476.1"
                     /db_xref="InterPro:IPR004664"
                     /translation="MLTLITLAHPELYRVDRETNMASFRRFRLLSPLKPCVTFGRMLY
                     TRIDKDGLTMLAGHLAYVSLLSLVPLITVIFALFAAFPMFAEISIKLKAFIFANFMPA
                     TGDIIQNYLEQFVANSNRMTVVGTCGLIVTALLLIYSVDSVLNIIWRSKIQRSLVFSF
                     AVYWMVLTLGPILVGASMVISSYLLSLHWLAHARVDSMIDEILRVFPLLISWVSFWLL
                     YSVVPTVRVPARDALIGALVAALLFELGKKGFAMYITLFPSYQLIYGVLAVIPILFLW
                     VYWSWCIVLLGAEITVTLGEYRAERHHAKSVTTQSPEM"
     gene            complement(3921324..3921914)
                     /locus_tag="YPA_3515"
     CDS             complement(3921324..3921914)
                     /locus_tag="YPA_3515"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15477.1"
                     /db_xref="InterPro:IPR006402"
                     /translation="MLYIFDLGNVIVDIDFKRVLGVWSKLSSVPLATLNERFTMGEVF
                     QQHERGEISDEDFAHQLSDEMGISLSFEQFAEGWQAIFVALRPEVIDIMNKLRREGNR
                     VVVLSNTNRLHCYYWPEHYPEVAAAADHMYLSQDLGMRKPEARIYQHVLNAENVPAEQ
                     AVFFDDVEANVLAAKAVGINAIHVTDRQIIPTYFSL"
     gene            complement(3922236..3924059)
                     /locus_tag="YPA_3516"
     CDS             complement(3922236..3924059)
                     /locus_tag="YPA_3516"
                     /codon_start=1
                     /transl_table=11
                     /product="putative GTPase"
                     /protein_id="ABG15478.1"
                     /db_xref="InterPro:IPR000795"
                     /db_xref="InterPro:IPR005225"
                     /db_xref="InterPro:IPR006298"
                     /translation="MIENLRNIAIIAHVDHGKTTLVDKLLQQSGTFGERTEATERVMD
                     SNDLEKERGITILAKNTAINWKDYRINIVDTPGHADFGGEVERVMSMVDSVLLVVDAM
                     DGPMPQTRFVTKKAFAHGLKPIVVINKVDRPGARPDWVVDQVFDLFVNLDATDEQLDF
                     PIIYASALMGIAGEDHNDMAEDMTPLYQAIIDHVPAPDVDSSGPLQMQISQLDYNNYV
                     GVIGIGRIKRGIVKPNQQVTVIDSEGKTRNGKVGKVLGHMGLERIETTQAEAGDIVAI
                     TGLGELNISDTICDVNAVEALPPLSVDEPTVTMYFCVNTSPFCGKEGKYVTSRQILDR
                     LNKELIHNVALRVEETEDADAFRVSGRGELHLSVLIENMRREGFELAVSRPKVINRII
                     DGRNQEPFESVTLDIEEQHQGAVMQAMGERKGDVKDMIPDGKGRIRLDYMIPSRGLIG
                     FRTEFMTMTSGTGLLYSTFSHYDDVRPGDIGQRQNGVLISNGQGKAVAFALYKLQDRG
                     KLFIGHGTEVYEGQIIGIHSRSNDLTVNCLTGKQLTNMRASGTDEATTLVPFLKKTLE
                     QALEFIDDDELVEVTPQSIRIRKRHLTENDRKRAGRGPREG"
     gene            3924621..3926030
                     /locus_tag="YPA_3517"
     CDS             3924621..3926030
                     /locus_tag="YPA_3517"
                     /EC_number="6.3.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="L-glutamine synthetase"
                     /protein_id="ABG15479.1"
                     /db_xref="InterPro:IPR001637"
                     /db_xref="InterPro:IPR004809"
                     /db_xref="InterPro:IPR008146"
                     /db_xref="InterPro:IPR008147"
                     /translation="MSAEHVLTMLNEHEVKFVDLRFTDTKGKEQHITIPAHQVNADFF
                     EEGKMFDGSSIGGWKGINESDMVLMPDASTAVMDPFFADSTLIIRCDILEPGTMQGYD
                     RDPRSISKRAEDFLKSSGIADTVLFGPEPEFFLFDDIRFGSSINGSHVSIDDVEGAWN
                     SSTKYEGGNKGHRPAVKGGYFPVPPVDSAQDLRSAMCLTMEEMGLVVEAHHHEVATAG
                     QNEVATRFNTMTKKADEIQIYKYVVHNVAHAFGKTATFMPKPMFGDNGSGMHCHMSLS
                     KNGNNLFAGDKYGGLSEIALFYIGGIIKHAKAINALANPTTNSYKRLVPGYEAPVMLA
                     YSARNRSASIRIPVVASPKARRIEARFPDPAANPYLCFAALLMAGLDGIINKIHPGDA
                     MDKNLYDLPPEEEAEIPKVAGSLDEAMAALNEDREFLTRGGVFTDDAIDAYIELRREE
                     MDRVRMTPHPVEFELYYSV"
     gene            3926298..3926756
                     /locus_tag="YPA_3518"
     CDS             3926298..3926756
                     /locus_tag="YPA_3518"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15480.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            3926963..3928042
                     /locus_tag="YPA_3519"
     CDS             3926963..3928042
                     /locus_tag="YPA_3519"
                     /EC_number="2.7.3.-"
                     /codon_start=1
                     /transl_table=11
                     /product="PAS/PAC sensor signal transduction histidine
                     kinase"
                     /protein_id="ABG15481.1"
                     /db_xref="InterPro:IPR000014"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MHRNCAGVCIMATGTLPDAGQILNTLINSILLLDDDLAIHYANP
                     AAQQLLAQSSRKLFGTPLPDLLGYFSLNIVLMRESLQAGQGFTDNEVTLVVDGRAHIL
                     SLTAQSLAEGFILLELAPMDNQRRLSQEQLQHAQQVAARDLVRGLAHEIKNPLGGLRG
                     AAQLLAKALPDPALLEYTQVIIEQADRLRNLVDRLLGPQRPGQHITQSIHQVAERVCQ
                     LVSLEKPDNVTLIRDYDPSLPELAHDPDQIEQVLLNITRNALQALGETGGTITLRTRT
                     AFQVTLHGMRYRLAARIDIEDDGPGVPTQLQDTVFYPMVSGREGGTGLGLSIARNLID
                     QHSGKIEFNSWPGHTEFSVYLPIRQ"
     sig_peptide     3926963..3927025
                     /locus_tag="YPA_3519"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.622) with cleavage site probability 0.429 at
                     residue 21"
     gene            3928050..3929462
                     /locus_tag="YPA_3520"
     CDS             3928050..3929462
                     /locus_tag="YPA_3520"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrogen regulation protein"
                     /protein_id="ABG15482.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR002078"
                     /db_xref="InterPro:IPR002197"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR010114"
                     /translation="MQRGIVWIVDDDSSIRWVLERALTGAGLNCVAFDSGNQVLDALA
                     TRTPDVLLSDIRMPGMDGLALLKQIKQRHPMLPVIIMTAHSDLDAAVSAYQQGAFDYL
                     PKPFDIDEAVALVERAISHYQEQQQPARSQPVSGPTADIIGEAPAMQDVFRIIGRLSR
                     SSISVLINGESGTGKELVAHALHRHSPRAKALFIALNMAAIPKDLIESELFGHEKGAF
                     TGANQVRQGRFEQADTGTLFLDEIGDMPLDVQTRLLRVLADGQFYRVGGYAPVKVDVR
                     IIAATHQNLELRVQEGKFREDLFHRLNVIRVHLPPLRERSEDIPRLARYFLHVAAKEL
                     GVESKNLHPETEAALTRLPWPGNVRQLENTCRWLTVMAAGQEVLVQDLPSELFETHMP
                     DASGQRAPDSWSTLLAQWADRALRSGHQDLLSEAQPEMERTLLTTALRHTQGHKQEAA
                     RLLGWGRNTLTRKLKELGME"
     gene            complement(3929516..3930889)
                     /locus_tag="YPA_3521"
     CDS             complement(3929516..3930889)
                     /locus_tag="YPA_3521"
                     /EC_number="1.3.99.22"
                     /codon_start=1
                     /transl_table=11
                     /product="coproporphyrinogen III oxidase, anaerobic"
                     /protein_id="ABG15483.1"
                     /db_xref="InterPro:IPR004558"
                     /db_xref="InterPro:IPR006638"
                     /translation="MSEHAIVWDLSLIQKYNYSGPRYTSYPTALEFSEDYNESAFQQA
                     VKRYPQRPLSLYVHIPFCHKLCYFCGCNKLVTRQQHKADEYLVVLEKEIRQRAALFTG
                     RQVSQMHWGGGTPTYLNKTQISHLMTVLREHFDFLPDAEQSIEVDPREIELDVLDHLR
                     AEGFNRLSMGVQDFNKEVQRLVNREQDEDFIFALIARAKALGFNSTNIDLIYGLPKQT
                     PESFAFTLKRVAELNPDRLSVFNYAHLPSLFAAQRKIKDADLPTAEQRLDILQHTIRF
                     LTESGYQFIGMDHFARPDDELAIAQQEGTLHRNFQGYTTQGESDLLGLGVSAISMLGD
                     SYAQNEKDLETYYACVEQRGNALWRGLTMTEDDCLRRDVIKTLICHFQLSYQPIEQRY
                     GIRFADYFAEDFELLAPFEQDGLVERNETGLRVTPRGRLLIRNICMCFDIYLRKQARK
                     QQFSRVI"
     gene            complement(3931072..3931638)
                     /locus_tag="YPA_3522"
     CDS             complement(3931072..3931638)
                     /locus_tag="YPA_3522"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15484.1"
                     /translation="MKQPNKAPRANIAAPKGTATPKRRRKTRDELDAEARDRKRQKKH
                     SGNRSGARTNVEGSNKKGHSQTQEKDPRVGSKVPVPLVIESQVKAKSMPKPVEKNVVK
                     PRLTPEEELAKLENDERLDALLDRLDNDEVLNKEDQAYVDLTLDRIDALMEQLGIELG
                     DDEDDVEREEKQEDILQLLKRGNPKDTF"
     gene            complement(3931783..3932037)
                     /locus_tag="YPA_r083"
     misc_RNA        complement(3931783..3932037)
                     /locus_tag="YPA_r083"
                     /product="regulatory RNA CsrC"
     gene            3932383..3933033
                     /locus_tag="YPA_3523"
     CDS             3932383..3933033
                     /locus_tag="YPA_3523"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division checkpoint GTPase YihA"
                     /protein_id="ABG15485.1"
                     /db_xref="InterPro:IPR005289"
                     /translation="MTIRNYNYHMTHFVISAPDIRHLPRDEGIEVAFAGRSNAGKSSA
                     LNTLTNQKGLARTSKTPGRTQLINLFEVVDGVRLVDLPGYGYAEVPEEMKLKWQRALG
                     EYLQKRNCLKGLVVLMDIRHPLKDLDQQMITWAVAVGTPVLLLLTKADKLASGARKAQ
                     LNLVREAIIPFMGDIQVEAFSSLKKIGVDKLREKLDTWFSEIPPEVMAEEFDGEGE"
     gene            complement(3933285..3933743)
                     /locus_tag="YPA_3524"
     CDS             complement(3933285..3933743)
                     /locus_tag="YPA_3524"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15486.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3933887..3933993)
                     /locus_tag="YPA_r084"
     misc_RNA        complement(3933887..3933993)
                     /locus_tag="YPA_r084"
                     /product="Spot 42 RNA"
     gene            complement(3934152..3936950)
                     /locus_tag="YPA_3525"
     CDS             complement(3934152..3936950)
                     /locus_tag="YPA_3525"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase I"
                     /protein_id="ABG15487.1"
                     /db_xref="InterPro:IPR000513"
                     /db_xref="InterPro:IPR001098"
                     /db_xref="InterPro:IPR002298"
                     /db_xref="InterPro:IPR002421"
                     /db_xref="InterPro:IPR002562"
                     /db_xref="InterPro:IPR008918"
                     /translation="MAQIAENPLLLVDGSSYLYRAYHAFPPLTNGSGEPTGAMYGVLN
                     MLRSLLLQYRPSHVAVVFDAKGKTFRDELFAEYKSHRPPMPDDLRVQIEPLHQMVKAM
                     GLPLLVVSGVEADDVIGTLAREAEKAGHSVLISTGDKDMAQLVTPNITLINTMNNTIL
                     GPQDVCDKYGVPPELIIDFLALMGDSSDNIPGVPGVGEKTAQALLQGLGGLDTLFSNL
                     DKISTLTFRGAKTMSAKLEQNKDVAYLSYKLATIKTDVELDVTCDELTVSPPDDKQLH
                     QLFSRYEFKRWLADVEAGKWLDSKKDRPTGQTSSQSFVAADTAPTAEVTAVLSQENYQ
                     TILDEKALADWIERLKAAEVFAFDTETDGLDTLSCNLIGMSFAVAPGEAAYLPLAHDY
                     LDAPPQLDRDWVLATLKPLLEDDKALKVGQNLKFDKSMLARYGIDLKGIAFDTMLESY
                     VLDSVAGRHDMDSLAERYLNHKTITFEEIAGKGKNQLTFNQIALEQAGPYAAEDADVT
                     LQLHLVLWPKLQQSEGLKRVFQEIEMPLLPILSRIERTGVLIDQNILAAHSKELTIRL
                     DELEKQAHELAEEPFNLASPKQLQAILYEKQKLPILKKTPGGAASTNEEVLAELALDY
                     PLPKVILEYRGLAKLKSTYTDKLPLMINPVSGRVHTSYHQAVTATGRLSSRDPNLQNI
                     PVRNEEGRRIRQAFIAPKGYCIMAADYSQIELRIMAHLSQDNGLLAAFAAGQDIHRAT
                     AAEVFGSPLEKVTTEQRRSAKAINFGLIYGMSAFGLARQLGIPRGEAQRYMDLYFERY
                     PGVLEYMERTRKQAAEQGYVTTLDGRRLYLPDIHSRNANRRKAAEREAINAPMQGTAA
                     DIIKRAMIAVDGWLQQEPEPLVRVIMQVHDELVFEVHESVLQSAEQKIRELMEQSMQL
                     AVPLKVDVGVGANWDQAH"
     gene            complement(3937442..3938065)
                     /locus_tag="YPA_3526"
     CDS             complement(3937442..3938065)
                     /locus_tag="YPA_3526"
                     /codon_start=1
                     /transl_table=11
                     /product="secreted thiol:disulfide interchange protein
                     DsbA"
                     /protein_id="ABG15488.1"
                     /db_xref="InterPro:IPR006662"
                     /db_xref="InterPro:IPR006663"
                     /translation="MKNVWLALVGIVMAFSVTAAQFTDGKQYLTLDKPVTGEPQVLEF
                     FSFYCPHCYQFEEVYQVPKAVKKALPEGTKMTRYHVEFLGPLGKQLTQAWAVAMALGV
                     EEKITPLMFEGVQKTQTVQTPGDIRNVFIKAGISGEDYDAALNSFVVKSLVAQQQKAA
                     EDLQLRGVPAMFVNGKYMIKNDGMDTSSMDNYVKQYADVVTFLLTQK"
     sig_peptide     complement(3938006..3938065)
                     /locus_tag="YPA_3526"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.989 at
                     residue 20"
     gene            complement(3938093..3939214)
                     /locus_tag="YPA_3527"
     CDS             complement(3938093..3939214)
                     /locus_tag="YPA_3527"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15489.1"
                     /translation="MKKILKQHCCVLVALLKISHTPVCGDRGFNDIIYYSQHLYRLNV
                     VMNNSAFNFQTLSPDLIMDALEGAGLRVDSGLTALNSYENRVYQFMDEESKRYVVKFY
                     RPERWSSEQITEEHQFSLDLAESEIPVIAPLRLNGKTLHTHCGFFFAVFPSVGGRQYE
                     IDNLDQLEWVGRFLGRIHQAARNSLFVARPTMGIEEYLTEPRQLLANCDLVPVKQRDK
                     FLAAADLLITTIKQYWHTEWQPLRLHGDCHPGNILWRDGPMFVDLDDARNGPAIQDLW
                     MLLHGDRRDQSMQLDILLEAYSEFADFDQRELALIEPLRAMRMVYYLAWVARRWQDPA
                     FPKSFPWMAESDFWLQQTASFTEQVKLLQEPPLQLMPMY"
     gene            complement(3939159..3939428)
                     /locus_tag="YPA_3528"
     CDS             complement(3939159..3939428)
                     /locus_tag="YPA_3528"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15490.1"
                     /translation="MKCHRVNELIELLHPAWQQEPDLNLVQFLQKLAAEAGFKGDFSD
                     LTDDVLIYHLKMRGAASTEVIPGLKKDYEEDFKTALLRARGIIKD"
     gene            3939582..3940169
                     /locus_tag="YPA_3529"
     CDS             3939582..3940169
                     /locus_tag="YPA_3529"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdenum cofactor guanylyltransferase"
                     /protein_id="ABG15491.1"
                     /translation="MQPNITGVILAGGRSSRMGGNDKGLIPLNGKPLFQYVIDRFKPQ
                     VSDLVINANRNQGLYKESGIPVIDDIITGFVGPLAGMHAGLSYASTEWVVFAPCDVPA
                     LPSDLVSQLWQGKKQALAAYANDDERAHPTFALMHISLKTQLADYLIRGDRKLMLFLD
                     SINAQRVKFSGKADLFSNLNTPADCDLWEQKRRGQ"
     gene            3940169..3940699
                     /locus_tag="YPA_3530"
     CDS             3940169..3940699
                     /locus_tag="YPA_3530"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin-guanine dinucleotide biosynthesis
                     protein B"
                     /protein_id="ABG15492.1"
                     /db_xref="InterPro:IPR004435"
                     /translation="MNYKSPPLLGIAAYSGTGKTTLLKSLIPLLQQRQVRVGLIKHTH
                     HNMEIDTPGKDSYELRKAGALQTLVASDCRWALMTETPEQQPLNLHYLASRLDASTID
                     LILVEGFKHEPINKIALYRESIGKPFSGLIDKHVIALASDKPIETTVKQLDINQPEQI
                     TEFICTWLENISFEVR"
     gene            complement(3940757..3941965)
                     /locus_tag="YPA_3531"
     CDS             complement(3940757..3941965)
                     /locus_tag="YPA_3531"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG15493.1"
                     /db_xref="InterPro:IPR001207"
                     /translation="MDENKLKALAAELAKGLKTEADLNAFSRMLTKLTVETALNAELT
                     EHLGHEKNTPKSGSNTRNGYSSKTLLCDDGEIELNTPRDRENTFEPQLIKKNQTRITQ
                     MDSQILSLYAKGMTTREIVATFKEMYDADVSPTLISKVTDAVKEQVAEWQNRQLDALY
                     PIVYMDCIVVKVRQNGSVINKAVFLALGINTEGQKELLGMWLAENEGAKFWLSVLTEL
                     KNRGLQDILIACVDGLKGFPDAINSVYPQTHIQLCIIHMVRNSLKYVSWKDYKAVTSG
                     LKMVYQAPTEEAALMALDKFAEAWDDKYPQISKSWRTHWENLNTFFGYPPDIRKAIYT
                     TNAIESVNSVIRAAIKKRKVFPTDDSVRKVVYLAIKDASKKWSMPIQNWRLAMSRFII
                     EFGDRLSDHL"
     gene            complement(3942460..3942693)
                     /locus_tag="YPA_r085"
     rRNA            complement(3942460..3942693)
                     /locus_tag="YPA_r085"
                     /product="5S ribosomal RNA"
     gene            complement(3942693..3945599)
                     /locus_tag="YPA_r086"
     rRNA            complement(3942693..3945599)
                     /locus_tag="YPA_r086"
                     /product="23S RNA"
     gene            complement(3945852..3945927)
                     /locus_tag="YPA_r087"
                     /note="tRNA-Glu4"
     tRNA            complement(3945852..3945927)
                     /locus_tag="YPA_r087"
                     /product="tRNA-Glu"
     gene            complement(3946065..3947580)
                     /locus_tag="YPA_r088"
     rRNA            complement(3946065..3947580)
                     /locus_tag="YPA_r088"
                     /product="16S RNA"
     gene            3948050..3948250
                     /locus_tag="YPA_3532"
     CDS             3948050..3948250
                     /locus_tag="YPA_3532"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15494.1"
                     /translation="MVDPLHFNDDPNGQLVVIPSAKASIAGKRDLIKRLLLCATLSAV
                     TNGAIVIHTQRLKSDPGGNLLS"
     gene            3948264..3949286
                     /locus_tag="YPA_3533"
     CDS             3948264..3949286
                     /locus_tag="YPA_3533"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15495.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3949286..3950065
                     /locus_tag="YPA_3534"
     CDS             3949286..3950065
                     /locus_tag="YPA_3534"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15496.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3950075..3950290)
                     /locus_tag="YPA_3535"
     CDS             complement(3950075..3950290)
                     /locus_tag="YPA_3535"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15497.1"
                     /translation="MEQDVRRLLHFLCPENPQLGWGFSKAFSFGSVIKTPFDLLKQFA
                     VWQLQMFNKCQRRMKSDPLISPPTAQY"
     gene            complement(3950327..3950713)
                     /locus_tag="YPA_3536"
     CDS             complement(3950327..3950713)
                     /locus_tag="YPA_3536"
                     /codon_start=1
                     /transl_table=11
                     /product="mutator protein MutT"
                     /protein_id="ABG15498.1"
                     /db_xref="InterPro:IPR000086"
                     /db_xref="InterPro:IPR003561"
                     /translation="MKHLQIAVGIIRNSQQEIFITQRAADSHMAGFWEFPGGKIEQGE
                     TPEIALKRELLEETGIVVQQATLLTMLEHTFSDRIVTLHFYRVEVWDGEPFGREGQPM
                     RWVLQSELRADEFPPANAAIIELLTK"
     gene            complement(3951008..3953722)
                     /locus_tag="YPA_3537"
     CDS             complement(3951008..3953722)
                     /locus_tag="YPA_3537"
                     /codon_start=1
                     /transl_table=11
                     /product="protein translocase subunit secA"
                     /protein_id="ABG15499.1"
                     /db_xref="InterPro:IPR000185"
                     /translation="MLIKLLTKVFGSRNDRTLRRMQKVVDVINRMEPDIEKLTDTELR
                     AKTDEFRERLAKGEVLENLIPEAFAVVREASKRVFGMRHFDVQLLGGMVLNERCIAEM
                     RTGEGKTLTATLPAYLNALSGRGVHVVTVNDYLAQRDAENNRPLFEFLGLSIGINLPN
                     MTAPAKRAAYAADITYGTNNEFGFDYLRDNMAFSPEERVQRQLHYALVDEVDSILIDE
                     ARTPLIISGPAEDSSEMYIRVNKLIPKLIRQEKEDSDSFQGEGHFSVDEKSRQVHLTE
                     RGLILIEQMLVEAGIMDEGESLYSPANIMLMHHVTAALRAHVLFTRDVDYIVKDGEVI
                     IVDEHTGRTMQGRRWSDGLHQAVEAKEGVEIQNENQTLASITFQNYFRLYEKLAGMTG
                     TADTEAFEFSSIYKLDTIVVPTNRPMIRKDLADLVYMTEQEKIGAIIEDIRERTANGQ
                     PVLVGTISIEKSEVVSAELTKAGIEHKVLNAKFHAMEAEIVSQAGQPGAVTIATNMAG
                     RGTDIVLGGSWQSEIAALEDPTEEQIAAIKAAWQIRHDAVLASGGLHIIGTERHESRR
                     IDNQLRGRAGRQGDAGSSRFYLSMEDALMRIFASDRVSGMMRKLGMKPGEAIEHPWVT
                     KAIANAQRKVESRNFDIRKQLLEYDDVANDQRRAIYSQRNELLDVSDVSETINSIRED
                     VFKTTIDSYIPTQSLEEMWDIEGLEQRLKNDFDLDMPIAKWLEDEPQLHEETLRERIL
                     QQAIETYQRKEEVVGIEMMRNFEKGVMLQTLDSLWKEHLAAMDYLRQGIHLRGYAQKD
                     PKQEYKRESFAMFAAMLESLKYEVISVLSKVQVRMPEEVEALEVQRREEAERLARQQQ
                     LSHQTDNSALMSEEEVKVANSLERKVGRNDPCPCGSGKKYKQCHGRLQ"
     gene            complement(3953800..3954333)
                     /locus_tag="YPA_3538"
     CDS             complement(3953800..3954333)
                     /locus_tag="YPA_3538"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15500.1"
                     /translation="MIGILNRWRQFGRRYFWPHLLLGMVAASLGVPLNLSGVPDHAAL
                     ANTSSSQSRQNHGTTNFNSLALLHDIHRRLSFSVDYWQQHALRTVIRHLSFALAPQAA
                     YARVQEVAETERVAPSKIQQLALLDTLNALLTHEFKPPAIIRYTEQVERPVLSPYKPG
                     LWLAQVQGIRAGPANLS"
     sig_peptide     complement(3954220..3954333)
                     /locus_tag="YPA_3538"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.794) with cleavage site probability 0.440 at
                     residue 38"
     gene            3954362..3954886
                     /locus_tag="YPA_3539"
     CDS             3954362..3954886
                     /locus_tag="YPA_3539"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15501.1"
                     /translation="MRENRPQLLDVLFDDAVAAENGPLHNVQQRATALLKLNRAVKGL
                     LPSQLQPWCRVANYRQSVLVLETANASWLMRLRYEQPALLSALRAQILPSLSSIDIRI
                     NPSLMAKGHNVTQDAAKSPQDRVKSPPVRHLSLESAKELRGLASRSPEKLRVILERLA
                     ALAGEGANATKRDK"
     gene            complement(3955053..3955988)
                     /locus_tag="YPA_3540"
     CDS             complement(3955053..3955988)
                     /locus_tag="YPA_3540"
                     /EC_number="3.5.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-3-O-[3-hydroxymyristoyl] N-acetylglucosamine
                     deacetylase"
                     /protein_id="ABG15502.1"
                     /db_xref="InterPro:IPR004463"
                     /translation="MRDKMMIKQRTLKRIVQATGVGLHTGKKVTLTMRPAPANTGVIY
                     RRTDLNPPVDFPADAKSVRDTMLCTCLVNEHDVRISTVEHLNAALAGLGIDNIIIEVN
                     APEVPIMDGSASPFVYLLLDAGIEELNSAKKFLRLKETVRVEDGDKWAELSPFNGFRL
                     DFTIDFNHPAIDSSTQRYCLDFSADSFVRQISRARTFGFMRDIEYLQSRGLCLGGSFD
                     CAIVVDDYRVLNEDGLRFEDEFVRHKMLDAIGDLFMCGHNIIGAFTAYKSGHALNNKL
                     LQAVLAKQEAWEFVTFQDEAEMPLAFKAPSTVLAY"
     gene            complement(3956073..3957224)
                     /locus_tag="YPA_3541"
     CDS             complement(3956073..3957224)
                     /locus_tag="YPA_3541"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsZ"
                     /protein_id="ABG15503.1"
                     /db_xref="InterPro:IPR000158"
                     /translation="MFEPMELTNDAVIKVIGVGGGGGNAVEHMVRERIEGVEFFAVNT
                     DAQALRKTAVGQTIQIGSGITKGLGAGANPEVGRNSAEEDREALRAALDGADMVFIAA
                     GMGGGTGTGAAPVVAEVAKELGILTVAVVTKPFNFEGKKRMAFAEQGIAELSKHVDSL
                     ITIPNDKLLKVLGRGISLLDAFGAANDVLKGAVQGIAELITRPGLMNVDFADVRTVMS
                     EMGYAMMGSGVACGEDRAEEAAEMAISSPLLEDIDLSGARGVLVNITAGFDLRLDEFE
                     TVGNTIRAFASDNATVVIGTSLDPEMNDELRVTVVATGIGMDKRPEITLVTNKKTQPV
                     MDHRYQQHGMSPLPQEVKPAAKVVNDTTAQTNKEPDYLDIPAFLRKQAD"
     gene            complement(3957297..3958553)
                     /locus_tag="YPA_3542"
     CDS             complement(3957297..3958553)
                     /locus_tag="YPA_3542"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsA"
                     /protein_id="ABG15504.1"
                     /db_xref="InterPro:IPR003494"
                     /translation="MIKSTDRKLVVGLEIGTAKVSALVGEVLPDGMVNIIGVGSCPSR
                     GMDKGGVNDLESVVKCVQRAIDQAELMADCQISSVYLALSGKHISCQNEIGMVPISEE
                     EVTQEDVENVVHTAKSVRVRDEHRILHVIPQEYAIDYQEGIKNPVGLSGVRMQAKVHL
                     ITCHNDMAKNIVKAVERCGLKVDQLIFAGLAASYAVLTEDERELGVCVVDIGGGTMDM
                     AVYTGGALRHTKVIPYAGNVVTSDIAYAFGTPPTDAEAIKVRHGCALGSIVSKDESVE
                     VPSVGGRPPRSLQRQTLAEVIEPRYTELLNLVNDEILQLQEQLRQQGVKHHLAAGIVL
                     TGGAAQIDGLAECAQRVFHAQVRIGQPLNITGLTDYAQEPYYSTAVGLLHYGKESHLS
                     GESEVEKRASVGNWFKRINSWLRKEF"
     gene            complement(3958580..3959407)
                     /locus_tag="YPA_3543"
     CDS             complement(3958580..3959407)
                     /locus_tag="YPA_3543"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsQ"
                     /protein_id="ABG15505.1"
                     /translation="MSQAALNARERAAEKNAARRSNGSQLAGVIFLLMVLGTILWGGW
                     VVIGWMKDANRLPLSKLVVTGERHYTTNDDIRQAILALGAPGTFMTQDVNIIQQQIER
                     LPWIQQASVRKQWPDELKIHLVEYVPFARWNDLHMIDEQGRSFSVPSERMGKQVLPLL
                     YGPEGSERDVLEGYRAINKVLAANKYQLKMVAMSARHSWQLALDNDVRLELGRSDRMG
                     RLQRFIELYPMLQQQPDKRVSYIDLRYDTGASVGWAPVFIDNQGGEPPINGQQNSNP"
     gene            complement(3959409..3960329)
                     /locus_tag="YPA_3544"
     CDS             complement(3959409..3960329)
                     /locus_tag="YPA_3544"
                     /EC_number="6.3.2.4"
                     /codon_start=1
                     /transl_table=11
                     /product="D-alanine--D-alanine ligase"
                     /protein_id="ABG15506.1"
                     /db_xref="InterPro:IPR000291"
                     /db_xref="InterPro:IPR005905"
                     /translation="MAEKVAVLLGGTSAEREVSLLSGQAVLAGLKEAGIDAYGVDTKD
                     FPVTQLKEQGFDKVFIALHGRGGEDGTLQGVLEFLQLPYTGSGVMASALTMDKLRTKL
                     VWQALGLPISPYVALNRQQFETLSPEELVACVAKLGLPLIVKPSHEGSSVGMSKVDHA
                     SELQKALVEAFQHDSDVLIEKWLSGPEFTVAILGDEVLPSIRIQPPGVFYDYDAKYLS
                     DKTQYFCPSGLSDESEQQLAALALQAYHALDCSGWGRVDVMQDRDGHFYLLEVNTSPG
                     MTSHSLVPMAARQYGLSFSQLVARILMLAD"
     gene            complement(3960322..3961845)
                     /locus_tag="YPA_3545"
     CDS             complement(3960322..3961845)
                     /locus_tag="YPA_3545"
                     /EC_number="6.3.2.8"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramate--L-alanine ligase"
                     /protein_id="ABG15507.1"
                     /db_xref="InterPro:IPR005758"
                     /translation="MNAGCEYMTDKKVKRNVNTQQLAKLRTIVPEMRRVRHIHFVGIG
                     GAGMGGIAEVLANEGYQISGSDLAPNSVTQHLTALGAQIYFHHRPENVLDASVVVVST
                     AISADNPEIVAAREARIPVIRRAEMLAELMRYRHGIAVAGTHGKTTTTAMLSSIYAEA
                     GLDPTFVNGGLVKAAGTHARLGSSRYLIAEADESDASFLHLQPMVAIVTNIEADHMDT
                     YQGDFENLKQTFINFLHNLPFYGRAVMCIDDPVVRELLPRVGRHITTYGFSDDADVQI
                     ASYRQEGPQGHFTLRRQDKPLIEVTLNAPGRHNALNAAAAVAVATEEGIEDEDILRAL
                     VGFQGTGRRFDFLGNFPLAPVNGKEGSAMLVDDYGHHPTEVDATIKAARAGWPDKRIV
                     MLFQPHRYTRTRDLYDDFANVLSQVDVLLMLDVYAAGEPPIPGADSRALCRTIRNRGK
                     LDPILVPDSESAPEMLAQILNGEDLILVQGAGNIGKIARKLAEHKLQPQLKDEEHHG"
     gene            complement(3961935..3963005)
                     /locus_tag="YPA_3546"
     CDS             complement(3961935..3963005)
                     /locus_tag="YPA_3546"
                     /EC_number="2.4.1.227"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylglucosamine--N-acetylmuramyl-
                     (pentapeptide) pyrophosphoryl-undecaprenol
                     N-acetylglucosamine transferase"
                     /protein_id="ABG15508.1"
                     /db_xref="InterPro:IPR006009"
                     /translation="MSGKTKRLMVMAGGTGGHVFPGLAVAHHLMAQGWQVRWLGTADR
                     MEASLVPQHGIEIDFIKISGLRGKGLMAQLTAPIRIYRAVRQAQKIMRDYQPNVVLGM
                     GGYVSGPGGLAAWLCGVPVVLHEQNGIAGLTNRWLARIAKKVLQAFPGAFPNADVVGN
                     PVRTDVLALPLPAVRLSGREGPIRVLVIGGSQGARILNQTLPLVAASLGEQITLWHQV
                     GKGALPEVSQAYQQAGQAGHLVVEFIDDMAAAYAWADVVVCRSGALTVSEVAAAGLPA
                     IFVPFQHKDRQQYWNALPLEKAGAAKIIEQPQFTATSVSSLLASWDRATLLSMAERAR
                     SVAIPDATERVAAEVVAASKSA"
     sig_peptide     complement(3962925..3963005)
                     /locus_tag="YPA_3546"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.953) with cleavage site probability 0.786 at
                     residue 27"
     gene            complement(3963002..3964204)
                     /locus_tag="YPA_3547"
     CDS             complement(3963002..3964204)
                     /locus_tag="YPA_3547"
                     /codon_start=1
                     /transl_table=11
                     /product="cell division protein FtsW"
                     /protein_id="ABG15509.1"
                     /db_xref="InterPro:IPR001182"
                     /translation="MRMPGLGLFNTLKHYVMGSRESDTTSMVLYDRTLLWLTFGLAII
                     GFVMVTSASMPIGQRLANDPFLFAKRDALYLALAFGLSLVTLRIPMDVWQRYSNIMLL
                     ISIVLLLVVLVVGSSVNGASRWIALGPLRIQPAELSKLSLFCYLASYLVRKVEEVRSN
                     FWGFCKPMGVMVILAVLLLAQPDLGTVVVLFITTLAMLFLAGAKMWQFMAIIGSGAFA
                     VCLLIIAEPYRMRRVTSFWNPWADPFGSGYQLTQSLMAFGRGEFWGQGLGNSVQKLEY
                     LPEAHTDFIFSILGEELGYFGVVLALLMVFFVAFRAMSIGRRALEIGQRFSGFLACSI
                     GIWFSFQALVNVGAAAGMLPTKGLTLPLISYGGSSLIIMSTAIVLLLRIDFETRLAKA
                     QAFVRSAR"
     gene            complement(3964204..3965520)
                     /locus_tag="YPA_3548"
     CDS             complement(3964204..3965520)
                     /locus_tag="YPA_3548"
                     /EC_number="6.3.2.9"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramoylalanine--D-glutamate ligase"
                     /protein_id="ABG15510.1"
                     /db_xref="InterPro:IPR005762"
                     /db_xref="InterPro:IPR006162"
                     /translation="MVDYQGKKVVIIGLGLTGLSCVDFFIARGVTPRVMDTRINPPGL
                     DQLPESVEQHVGDLNQEWLLDADLIVVSPGMALAHPALSEAAEAGVEIIGDIELFCRE
                     NQAPVVAITGSNGKSTVTTLVGEMAKAAGWSVGGGGNIGVPALTLLKQDNQLTVLELS
                     SFQLETTHSLRASAATILNVTEDHTDRYPLGLQQYRAAKLRVYENAKVCVVNADDALT
                     MPVRGADSRCISFGVDVGDYHLNKQQGEIWLRVRGEKVLNTREMKLSGRHNYTNALAA
                     LALADAVGIPRASSLKALTTFSGLPHRFQLVLERHGVRWINDSKATNVGSTEAALDGL
                     QVDGTLHLLLGGDGKSADFSGLTHFLQGDRIKVYCFGRDGGQLAALRPDVSQLTETMA
                     QAMALVAKVVLPGDRVLLSPACASLDQFRSFEHRGNEFARLAEELG"
     gene            complement(3965523..3966605)
                     /locus_tag="YPA_3549"
     CDS             complement(3965523..3966605)
                     /locus_tag="YPA_3549"
                     /EC_number="2.7.8.13"
                     /codon_start=1
                     /transl_table=11
                     /product="Phospho-N-acetylmuramoyl-pentapeptide-
                     transferase"
                     /protein_id="ABG15511.1"
                     /db_xref="InterPro:IPR003524"
                     /translation="MLVWLAEYLVKFYSGFNVFSYLTFRAIVSLLTALFISLWMGPHL
                     IAWLQKLQIGQVVRNDGPESHFSKRGTPTMGGLMILFSITISVLMWAYPSNPYVWCVL
                     FILIGYGIVGFIDDYRKVVRKNTKGLIARWKYFWQSIIALAAAFTMYSIGKDTSATEL
                     VVPFFKDIMPQLGLLYVLLAYFVIVGTSNAVNLTDGLDGLAIMPTVFVAAGFALVAWA
                     TGNVNFAAYLHIPYLRHAGELVIVCTAIVGAGLGFLWFNTYPAQVFMGDVGSLALGGA
                     LGTIAVLLRQEFLLVIMGGVFVVETLSVILQVGSFKLRGQRIFRMAPIHHHYELKGWP
                     EPRVIVRFWIISLMLVLIGLATLKVR"
     gene            complement(3966599..3967975)
                     /locus_tag="YPA_3550"
     CDS             complement(3966599..3967975)
                     /locus_tag="YPA_3550"
                     /EC_number="6.3.2.10"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramoyl-tripeptide--D-alanyl-D-
                     alanine ligase"
                     /protein_id="ABG15512.1"
                     /db_xref="InterPro:IPR005863"
                     /translation="MIKVSLRFLASLLNAEYIVAESVSDDIEITEVTIDTRKVTAGCL
                     FVALKGERFDGHDFAEDAIAAGAGALLVSKRLLVGGPQLVVKDTRLALGQFAAWVRQQ
                     VPARIVALTGSSGKTSVKEMAAAILRQCGNVLYTAGNFNNDIGVPLTLLRLTAEHDFA
                     VIELGANHVGEIAYTTDLSRPESALVNNLAAAHLEGFGSLAGVAQAKGEIFAGLPANG
                     TAIINADSNDWPHWQETLHNKRVWRFSPHAAEHIDFYASDVRITPQLTSFTLHSPFGT
                     VAIELPLPGQHNIANALAAAALAMSVGADLAAVRQGLAQLQAVPGRLFPVPLAEGQLL
                     LDDSYNANVGSMIAAAQVLAEMPGYRVMVVGDMAELGETAADCHRQVGEAAKLAGVDK
                     VLSVGTLSQILSSASGNGEHFQDQNTLSTRVNALLNEYPVITVLIKGSRSAAMENVVR
                     ALQEKASC"
     gene            complement(3967972..3969459)
                     /locus_tag="YPA_3551"
     CDS             complement(3967972..3969459)
                     /locus_tag="YPA_3551"
                     /EC_number="6.3.2.13"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylmuramoylalanyl-D-glutamate--2,
                     6-diaminopimelate ligase"
                     /protein_id="ABG15513.1"
                     /db_xref="InterPro:IPR005761"
                     /translation="MADRNLRDLFAPWGLDVPERALREMTLDSRIAAAGDLFVAVVGH
                     QTDGRRYIPQAIAQGVAAIVAEADGVAPDVSVAEIHGVPVIYLRNLNQHLSTLAGQFY
                     HQPGAALRLVGVTGTNGKTTTTQLLAQWSQALGETSAVMGTVGNGLLGQVIPTENTTG
                     SAVDIQHLLRNLVDQGATFAAMEVSSHGLIQDRVAALSFAAVVFTNLSRDHLDYHGNM
                     TSYEAAKWLLFSTHQSEHKIINADDDVGRRWLSQLPQAVAVSMAGNVPKGWNGPWLSA
                     NKVIYHDNGASIAFDSSWGEGELESRLMGAFNVSNLLVALATLLVQGYPMAQLLAAAP
                     HLQPVCGRMEVFNAPGKPTVVVDYAHTPDALEKALAAARLHCTGKLWCVFGCGGDRDK
                     GKRPLMGGIAEQLADCVVVTDDNPRSEEPQAIVADILSGLLDAGRVQAIHGRAEAVTS
                     AIMQAKEDDVVLIAGKGHEDYQLVGNRRLDYSDRVTVARLLGGQA"
     gene            complement(3969446..3971209)
                     /locus_tag="YPA_3552"
     CDS             complement(3969446..3971209)
                     /locus_tag="YPA_3552"
                     /EC_number="2.4.1.129"
                     /codon_start=1
                     /transl_table=11
                     /product="peptidoglycan synthetase FtsI"
                     /protein_id="ABG15514.1"
                     /translation="MKTARPGKLKRQEEQASFISWRFALLCGCILLALVGLIMRTAYL
                     QVINPDKLVREGDMRSLRVQEVPTARGMISDRSGRPLAVSVPVNAVWADPKELIEQGG
                     ISLDTRWKALSDALEIPLDQLATRINANPKGRFVYLARQVNPAIGDYIRKLKLPGIHL
                     RQESRRYYPAGQVMAHIIGVTNIDGQGIEGVEKSFDRWLTGQPGERTVRKDHYGRVIE
                     DISSVDSQAAHNLVLSVDERLQALVYRELNNAVAFNKAESGTAVLVDVNTGEVLAMAN
                     SPSYNPNNLTGTPKDAMRNRAITDIFEPGSTVKPMVVMTALQHGVVKENSVLNTLPYF
                     VNGHQIKDVARYAELSVTGILQKSSNVGVSKLALAMPSSALVDTYSRFGFGKATNLGL
                     VGESSGLYPKKQRWSDIERATFSFGYGLMVTPLQLARVYATIGSMGVYRPLSITRVDP
                     PVAGERIFPEPLVRTVVHMMESVALPGGGGTKAAIKGYRIAIKTGTAKKVGPDGKYMD
                     RYLAYTAGVAPASNPRFALVVVINDPQAGKYYGGAVSAPVFGAIMGGVLRTMNIEPDA
                     LPTGDKSELVINTKEGSGGRS"
     sig_peptide     complement(3971075..3971209)
                     /locus_tag="YPA_3552"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.813) with cleavage site probability 0.725 at
                     residue 45"
     gene            complement(3971275..3971592)
                     /locus_tag="YPA_3553"
     CDS             complement(3971275..3971592)
                     /locus_tag="YPA_3553"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cell division protein"
                     /protein_id="ABG15515.1"
                     /db_xref="InterPro:IPR011922"
                     /translation="MIGNERHGLVGVIGADLIRNAKIPLILLVAVLISAVLVVTTAHR
                     TRLLTAEREQLVLERDALDIEWRNLILEENALGDHSRVESIAIEKLKMQHVDPSQENI
                     VIK"
     gene            complement(3971589..3972551)
                     /locus_tag="YPA_3554"
     CDS             complement(3971589..3972551)
                     /locus_tag="YPA_3554"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15516.1"
                     /db_xref="InterPro:IPR002903"
                     /translation="MVDNNKTVDNNYKHTSVLLDEAVKGLNIRDNGIYIDGTFGRGGH
                     SRLILSQLGPEGRLIAIDRDPEAIEAAKQITDPRFSIVHGPFSDLAHYVRDLDLVGRI
                     DGILLDLGVSSPQLDDAERGFSFMRDGPLDMRMDPSRGLSAAEWLMKASADDIAWVLK
                     TFGEERFAKRLAKAIVERNLTQPMTRTKELADLIANASPFRDKHKHPATRSFQAIRIY
                     INSELEEIERALDGAHEVLAPEGRLSVISFHSLEDRIVKNFIRHHSRGPQVPAGLPLT
                     EAQLRSMGGRTLKSVGKMMPGDAEIAENPRARSSVLRFAERIGE"
     gene            complement(3972554..3973012)
                     /locus_tag="YPA_3555"
     CDS             complement(3972554..3973012)
                     /locus_tag="YPA_3555"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15517.1"
                     /db_xref="InterPro:IPR003444"
                     /translation="MFRGATMVNLDSKGRLAVPTRYRESLNEESQGQMVCTIDLHQPC
                     LLLYPLPEWEIIEQKLSRLSSMNPAERRVQRLLLGHASECQMDGAGRLLIAGTLRQHA
                     GLNKEVMLVGQFNKFELWDEQTWYQQVKDDIDAEQSTQEPLSERLQGLSL"
     gene            3974114..3974554
                     /locus_tag="YPA_3556"
     CDS             3974114..3974554
                     /locus_tag="YPA_3556"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15518.1"
                     /translation="MFSTGPRWRSAVADTFALVVYCFVIGMAIEVVISGMTFRQSLSS
                     RLLSIPVNILIAWPYGMYRDAFIRFAQRHAGQRFWARNLADLLAYVSFQSPVYAMILW
                     SVGADFEQMISAVASNAVVSMVMGVAYGYFLEYCRRLFRVAGYV"
     gene            complement(3974685..3975695)
                     /locus_tag="YPA_3557"
     CDS             complement(3974685..3975695)
                     /locus_tag="YPA_3557"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG15519.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MKLDEIARLAGVSRTTASYVINGKAKQYRVSDKTVDKVMAVVRE
                     HNYHPNAVAAGLRAGRTRSIGLVIPDLENTSYTRIANYLERQARQRGYQLLIACSEDQ
                     PDNEMRCVEHLLQRQVDAIIVSTALPPEHPFYQRWAKDPFPIIALDRALDREHFISVV
                     GADQEDAQMLAQELRSFPAESVLYLGALPELSVSFLREMGFREAWKDDPRKVEYLYAN
                     SYEREAAGVLFAEWLKTHPMPQALFTTSFQLLQGVMDVTLKQSGRLPCNLAIATFGDN
                     ELLDFLECPVLAVAQRHRDVAERVLELVLASLDEPHKPKPGLTRIRRNLFRRGTLSLS
                     RR"
     gene            complement(3976200..3976658)
                     /locus_tag="YPA_3558"
     CDS             complement(3976200..3976658)
                     /locus_tag="YPA_3558"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15520.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(3976857..3977351)
                     /locus_tag="YPA_3559"
     CDS             complement(3976857..3977351)
                     /locus_tag="YPA_3559"
                     /EC_number="2.2.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, small subunit"
                     /protein_id="ABG15521.1"
                     /db_xref="InterPro:IPR004789"
                     /db_xref="InterPro:IPR010916"
                     /translation="MRRRILSVLLENESGALSRVVGLFSQRGYNIESLTVAPTDDPTL
                     SRMTIQTVGDAKVLEQIEKQLHKLVDVLRVSELVSGSHVEREIMLVKLQASGYGREEV
                     KRCAEIFRGQIVDVTATLYTVQLAGTSEKLDAFLNAVREVAEIVEVARSGIVGVSRGD
                     KIMR"
     gene            complement(3977354..3979081)
                     /locus_tag="YPA_3560"
     CDS             complement(3977354..3979081)
                     /locus_tag="YPA_3560"
                     /EC_number="2.2.1.6"
                     /codon_start=1
                     /transl_table=11
                     /product="acetolactate synthase, large subunit"
                     /protein_id="ABG15522.1"
                     /db_xref="InterPro:IPR000399"
                     /db_xref="InterPro:IPR004407"
                     /translation="MEMLSGAEMVVRSLIDQGVKHVFGYPGGAVLDIYDALHTVGGID
                     HVLVRHEQGAVHMADGYARATGEVGVVLVTSGPGATNAITGIATAYMDSVPMVVLSGQ
                     VPSSLIGFDAFQECDMVGISRPVVKHSFLVKRTEDIPMVLKKAFYLASTGRPGPVVID
                     LPKDIVGPAVKMPYAYPEQVSLRSYNPTVQGHRGQIKRALQTIMAAKRPIMYVGGGAI
                     NAACHEELLILAEKLNLPVTSSLMGLGSFPGTHRQSVGMLGMHGTFEANMAMHNTDLI
                     FAVGVRFDDRTTNNLAKYCPDATVLHIDIDPTSISKTVTADIPIVGDAKQVLTQMLDL
                     LSQVGCTQDFDSLRDWWQSIEQWRTRNCLGYNKDSGKIKPQAVIEALHRLTKGDAYVT
                     SDVGQHQMFAALYYPFDKPRRWINSGGLGTMGFGLPAALGVKLALPNETVVCVTGDGS
                     IQMNIQELSTALQYNLPVLVLNLNNRYLGMVKQWQDMIYSGRHSQSYMDSLPDFVKLA
                     EAYGHIGVAINTPDELESKLADALTQLSETNRLVFVDVTVDETEHVYPMQIRGGGMDE
                     MWLSKTERT"
     gene            complement(3979541..3981346)
                     /locus_tag="YPA_3561"
     CDS             complement(3979541..3981346)
                     /locus_tag="YPA_3561"
                     /codon_start=1
                     /transl_table=11
                     /product="putative AMP-binding enzyme-family protein"
                     /protein_id="ABG15523.1"
                     /db_xref="InterPro:IPR000873"
                     /translation="MIHKLHQYHLVRRLRQQVSDRSELVAFREWSPEGEKQLNWQQID
                     EHVTRISTALLSLGAAIQERIGIFANNSMAWSLVDLAILQLRGVSVPLYATNTAAQAA
                     YIVNDADVRILFVGEQSQFDIAITLQPLCPQLAHIIVLDPAVDLRGCEYAQHLADFEQ
                     QQQPDTVQQHLLTTRIEGCDLDDLFTLIYTSGTTGEPKGVMLDYRNMAAQLYLHDQRL
                     TLTPQDVSLSFLPLSHVFERAWSFYVMHTGAQNVYIRNTDWVRSAMQAVKPTVMCAVP
                     RFYEKVFSAINDKVALAKWHQRVLFHWAVGCGERKFKRLQQGRPLPWLSEQMYTLADR
                     LVLRKLRGVLGGRVRFLPAAGARLDDNIILFFQAIGVNIKYGYGMTETCATVSCWEEQ
                     NFRFGSIGKPLPGIDVRLGAENEIQVRGPIVMRGYFKKPQETLEAFTEDGWLKTGDAG
                     ALDAQGHLFITERLKDLMKTSGGKYIAPQMIEGTLGQDRFIEQVAIIADTRKFVSALI
                     VPSFESLEEYARSINLKYHDRLELLRHSHIVNMFEQRLKEIQKELALFEQVKKFTLLP
                     QAFTMETGELTPTMKLRRKIILQRYQNEIDLMYSD"
     gene            complement(3981956..3982912)
                     /locus_tag="YPA_3562"
     CDS             complement(3981956..3982912)
                     /locus_tag="YPA_3562"
                     /codon_start=1
                     /transl_table=11
                     /product="LysR-family transcriptional regulator LeuO"
                     /protein_id="ABG15524.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MSEYNLVTDSQATKKESIDVHLRSVDLNLLTVFDAVMQMQNVTR
                     AAQSLGMSQPAVSNAVARLKVMFNDELFVRYGRGIQPTARARQLFGPVRQALQLVQNE
                     LPGAGFEAKNSERLFNLSICSPLDVRLAAQIVQRVKQSAPNVQLVIKSYLNDNIEHQL
                     RYQETEFVIGYTEFDRPDFHRIPLFKDELVLAVSKDHPRINDSITENQLLSESHAVVS
                     LDKKGSFSEPYYDSTTSTQSIAYESTDMNSVLNIVSQTYFVAIAPRWLVKTYSEALNL
                     KLISLPWENTSRACYLTWHESTDRDKGHQWMKALLGQFSSPV"
     gene            3984234..3984692
                     /locus_tag="YPA_3563"
     CDS             3984234..3984692
                     /locus_tag="YPA_3563"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15525.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            3984839..3986401
                     /locus_tag="YPA_3564"
     CDS             3984839..3986401
                     /locus_tag="YPA_3564"
                     /EC_number="2.3.3.13"
                     /codon_start=1
                     /transl_table=11
                     /product="2-isopropylmalate synthase"
                     /protein_id="ABG15526.1"
                     /db_xref="InterPro:IPR002034"
                     /db_xref="InterPro:IPR005671"
                     /translation="MSQQVIIFDTTLRDGEQALQASLSVKEKLQIALALERMGVDIME
                     VGFPVSSPGDFESVRTIAQQVKNSRVCALARCVDKDIDVAAEALRIAEAFRIHVFLAT
                     STLHIESKLKRSFDDVLAMAVHSVKRARNYTDDVEFSCEDAGRTPIDNLCRVVEAAIT
                     AGATTINIPDTVGYTTPYQFGGIITDLYERVPNIDKAIISVHCHDDLGMSVANSITAV
                     QAGARQVEGTINGLGERAGNCSLEEVIMAIKVRHEMLGVHTNINHQEIYRTSQLVSKI
                     CNMPIPGNKAIVGSNAFAHSSGIHQDGVLKNRENYEIMTPESIGLKEVQLNLTSRSGR
                     AAVKHRMEEMGYQDKDYNLDSLYDAFLKLADKKGQVFDYDLEALAFINKQQEEPEYYR
                     LDYFSVQSGSSVMATASVKLVCGEEIKSEAATGNGPVDAVYQAINRITDYPIELVKYQ
                     LSAKGQGKDALGQVDIVVDHKGRRFHGVGLATDIVESSAKALVHVLNNIWRAHQVEKE
                     KQRLQQNNQEMV"
     gene            3986404..3987495
                     /locus_tag="YPA_3565"
     CDS             3986404..3987495
                     /locus_tag="YPA_3565"
                     /EC_number="1.1.1.85"
                     /codon_start=1
                     /transl_table=11
                     /product="3-isopropylmalate dehydrogenase"
                     /protein_id="ABG15527.1"
                     /db_xref="InterPro:IPR001804"
                     /db_xref="InterPro:IPR004429"
                     /translation="MTKTYHIAVLPGDGIGPEVMAQASKVLDAVRQRFGLKISTSVYD
                     VGGAAIDRHGSPLPAATVAGCEQADAILFGSVGGPKWEHLPPAEQPERGALLPLRKHF
                     KLFSNLRPARLYQGLEDFCPLRSDIAARGFDILCVRELTGGIYFGQPKGREGQGMHER
                     AFDTEVYHRFEIERIARIAFESARKRRSKVTSIDKANVLQSSILWREVVNGIAADYPD
                     VALSHMYIDNATMQLIKDPSQFDVLLCSNLFGDILSDECAMITGSMGMLPSASLNEQG
                     FGLYEPAGGSAPDIAGKNIANPIAQILSLTLLLRFSLGKDDAADAIERAINQALEQGY
                     RTADLAGDGHAIGTHEMGDIIAKFVVEGV"
     gene            3987497..3988927
                     /locus_tag="YPA_3566"
     CDS             3987497..3988927
                     /locus_tag="YPA_3566"
                     /EC_number="4.2.1.33"
                     /codon_start=1
                     /transl_table=11
                     /product="3-isopropylmalate dehydratase, large subunit"
                     /protein_id="ABG15528.1"
                     /db_xref="InterPro:IPR001030"
                     /db_xref="InterPro:IPR004430"
                     /translation="MGTTSSQSKTLYQKLYDAHIVHEAPNETPLLYIDRHLVHEVTSP
                     QAFDGLRAMGRPVRQPGKTFATMDHNVSTQTKDINASGEMARIQMQELIKNCAEFGVS
                     LYDLNHPFQGIVHVIGPEQGMTLPGMTIVCGDSHTATHGAFGSLAFGIGTSEVEHVLA
                     TQTLKQGRAKTMRIEVNGTVGAGITAKDIVLAIIGKTGSAGGTGHVVEFCGSAIEALS
                     MEGRMTLCNMAIEMGAKAGLVAPDDTTFAYLKGRQFAPTGEQWEQGVAYWRTLKSDAD
                     AQFDTIVTLDAADIAPQVTWGTNPGQVIAVNQIIPAPESFSDPVERASAEKALAYMDL
                     RPGIKLTEVAIDKVFIGSCTNSRIEDLRAAAAIAQGRKVAKGVQAIVVPGSGPVKAQA
                     EAEGLDKIFIAAGFEWRLPGCSMCLAMNNDRLEPGERCASTSNRNFEGRQGRGGRTHL
                     VSPAMAAAAAVSGHFADVRELSATTH"
     gene            3988942..3989544
                     /locus_tag="YPA_3567"
     CDS             3988942..3989544
                     /locus_tag="YPA_3567"
                     /EC_number="4.2.1.33"
                     /codon_start=1
                     /transl_table=11
                     /product="3-isopropylmalate dehydratase, small subunit"
                     /protein_id="ABG15529.1"
                     /db_xref="InterPro:IPR004431"
                     /translation="MAKFIQHIGLVAPLDAANVDTDAIIPKQFLQKVTRTGFGQHLFN
                     DWRFLDDASKVPNPDFVLNLPRYQGATILLARENFGCGSSREHAPWALTDFGFKVVIA
                     PSFADIFYGNAFNNQLLPVTLSEADIDTLFQLVKENEGIEFVVDLEQQTVNAGGKSYA
                     FEIDPFRRHCMINGLDSIGLTLQHEHNISAYEKQQPEFLR"
     gene            complement(3989785..3990054)
                     /locus_tag="YPA_3568"
     CDS             complement(3989785..3990054)
                     /locus_tag="YPA_3568"
                     /codon_start=1
                     /transl_table=11
                     /product="MFS family transporter, sugar efflux pump"
                     /protein_id="ABG15530.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MHRSLQLQIFNAIFIGIVAGIGMLYFQDLMPGRAGAATTLFTNS
                     ISSGVILAGVLQGVLTETWGHNAVYVAAMVLVILALIICAKVREA"
     gene            3990124..3991146
                     /locus_tag="YPA_3569"
     CDS             3990124..3991146
                     /locus_tag="YPA_3569"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15531.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            3991146..3991925
                     /locus_tag="YPA_3570"
     CDS             3991146..3991925
                     /locus_tag="YPA_3570"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15532.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(3991969..3992925)
                     /locus_tag="YPA_3571"
     CDS             complement(3991969..3992925)
                     /locus_tag="YPA_3571"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15533.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MRSARAFSRRINPVFLAFFVVAFLSGIAGALQAPTLSLFLSTEL
                     KVRPLWVGLFYTVNAIAGITVSFLLAKRSDLGGDRRKLILICYLMAVGNCLLFAFNRD
                     YLTLITLGVLMASVANTAMPQIFALAREYADNSAREVVMFSSIMRAQLSLAWVIGPPL
                     SFMLALNYGFTLMFSIAAGIFVISALVVWFILPSVKQPEPVADAPVVVQGSLFADKNV
                     LLLFIASMLMWTCNTMYIIDMPLYITANLGLPERLAGLLMGTAAGLEIPIMLLAGYSV
                     RRFGKRKIMLFAVMAGVLFYTGLVLFKFKTALMILLSTTDEK"
     sig_peptide     complement(3992833..3992925)
                     /locus_tag="YPA_3571"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.744 at
                     residue 31"
     gene            3993589..3995250
                     /locus_tag="YPA_3572"
     CDS             3993589..3995250
                     /locus_tag="YPA_3572"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15534.1"
                     /translation="MSTSRLQQQFIRLWQRYNGQSTETTLQALAEVLNCSRRHVRSLL
                     GKMQHAGWLDWQAEAGRGKRSQLIFLRSGLALQQQRAEELLEQDHIDQLVQLVGDKKA
                     VRQMLLSQLGRSFRQGKHILRVLYYRPLENLLPGTALRRSETHMVRQIFNGLTRINEE
                     NGELEPDLSHHWQAITPLHWRFYLRPAIHFHHGRELEMSDVISSLTRLIPQPLFSHIA
                     EVRSPTPYVIDVYLHSPDHWLPWLLGSVHAMILPQEWETQPDFHRQPIGTGPYSVIRN
                     HHSQLKIQAFDNYFGFRALIDEVNIWVLPELSEELVYSGVQLQADDTGKNELESRLEE
                     GCYFLLFDQRSPQACTPEIRRWLCELITPIALLSHAAPFYQRYWSPAYGMLPRWHHNR
                     LTTQEPKPEGLNELTLTFYSEHSEFDAISQTLTQLLAAQGVTLKIQVLDYTRWYQGDA
                     QSDIWLGSANFYLPLEFSLFATLYEMPLLQHCLSEELHQDIESWRNNTLLMADWSQRL
                     VSQHQFHPLFHHWLELYGQHSMRGVRMNTLGWFDFKSAWFTPPEA"
     gene            3996106..3997182
                     /locus_tag="YPA_3573"
     CDS             3996106..3997182
                     /locus_tag="YPA_3573"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine-binding periplasmic protein"
                     /protein_id="ABG15535.1"
                     /db_xref="InterPro:IPR005948"
                     /db_xref="InterPro:IPR005967"
                     /translation="MITTVSSRIPMLTTASDTFATFMFKECKVFKHIISCLLLISATS
                     ALAAEKPTLTVYTYDSFAADWGPGPAIKQAFEAECDCQLKFVALEDGVSLLNRLRMEG
                     KNSQADVILGLDNNLVQAAEQTGLFTPSQVDTRNLTLPEPWQNKTFVPYDYGYFAFVY
                     NKEKLKNPPKSLHELISSKEPWKVIYQDPRTSTPGLGLMLWMQKVYGDQAPQAWQQLA
                     QKTVTVTKGWSEAYGLFLKGEADLVLSYTTSPAYHLIAEKNNNYAAADFSEGHYLQVE
                     VAGQLAASKQPELAQRFMQFIVTPAFQNHIPTGNWMYPVIKMDLPAGFETLAVPQTAL
                     QFDAKDVADNRSKWIQAWQSAVSR"
     sig_peptide     3996106..3996249
                     /locus_tag="YPA_3573"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.997 at
                     residue 48"
     gene            3997146..3998765
                     /locus_tag="YPA_3574"
     CDS             3997146..3998765
                     /locus_tag="YPA_3574"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine transport system permease protein"
                     /protein_id="ABG15536.1"
                     /db_xref="InterPro:IPR005947"
                     /translation="MDSGMAIRRQPLIAPWLWPGLLAAGLIVAVALLAFAAIWHHAPT
                     ADWQSVWHDRYLWHVIRFTFWQAFLSALLSVIPAIFLARALYRRNFPGRQFMLRLCAM
                     TLVLPVLVALFGILTVYGRQGWLAHLFDWLGVDYRFSPYGLQGILLAHIFFNLPLATR
                     LLLQSLEGIAVEQRQLAAQLGMNGWQHFRWVEWPYLRRQILPTAALIFMLCFASFATV
                     LSLGGGPQATTIELAIYQALSYDYDLGRAALLALIQLGCCLGLVVLSQRLNSVLTVGN
                     THGQIWRNPQDSGWARLGDTLLICSALLLMVPPLLTVVIDGSNKTILTVLQQPALWQA
                     FFTSVTIAIGAGLLCVILTMMLLWSSRELKLRQRAAYGQALEVSGMVILAMPGIVLAT
                     GFFLLLNDTLGLPQSPYGLVILTNALMAVPYALKVLDNPMRDLAERYTPLCLSLDIRG
                     WHRLRYIELRALKRPLAQALAFASVLSIGDFGVVALFGNEHFRTLPFYLYQQIGSYRS
                     NDGAVTALLLLLLCFLLFTLIERLPSRHAKA"
     sig_peptide     3997146..3997256
                     /locus_tag="YPA_3574"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.975) with cleavage site probability 0.955 at
                     residue 37"
     gene            3998752..3999462
                     /locus_tag="YPA_3575"
     CDS             3998752..3999462
                     /locus_tag="YPA_3575"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine transport ATP-binding protein"
                     /protein_id="ABG15537.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005968"
                     /translation="MLKLEKITYLYDHLPMCFDLRIQPGERVAILGPSGAGKSTLLSL
                     IAGFLAPTGGHMLLNNQDHTASTPAQRPVSMLFQENNLFAHLTVEQNIGLGLHPGLKL
                     SGEQRLLLQHIAQQVGLESCLDRLPAQLSGGQRQRAALARCLVRSQPILLLDEPFSAL
                     DPALRNEMLQLVDQVCINRQLTLLMVSHNLDDAARIAQRTLLIVEGRIDYDGPTQALV
                     DGSAAKASVLGIKSAVIS"
     gene            complement(3999531..4000298)
                     /locus_tag="YPA_3576"
     CDS             complement(3999531..4000298)
                     /locus_tag="YPA_3576"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DedA-family membrane protein"
                     /protein_id="ABG15538.1"
                     /translation="MEAYLLHLLTQSLAFTLFIVMLVTFLESLALVGMLLPGTVMMTS
                     VGALIGSGEVDFYFAWVAATLGCLLGDWISYFIGRRFKAPLHNWSFLQKHKSLLNKTE
                     HALHNHSMATVLLGRFIGPTRPIVPMVAGMLNLPTAKFALPSVIGGLTWPPIYLFPGI
                     LAGVAIDIPPSSNSFMFKCLLFVVVVLIWLSLWLSWRWWRFGKRSPDRLSVWLPLARL
                     RWVTLLTIAAAIASFIWLHMQPLMPIYRHLLWKVLAG"
     gene            4000494..4002863
                     /locus_tag="YPA_3577"
     CDS             4000494..4002863
                     /locus_tag="YPA_3577"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA damage-inducible DNA polymerase II"
                     /protein_id="ABG15539.1"
                     /db_xref="InterPro:IPR006172"
                     /translation="MGQTRQGFLLTRHWRDTPAGTEVEFWLATDEGPQHVRLPPQPSV
                     AFIPAEQQQRAETVLRAERHWQLRPLALTDFHQRPVLGLYCTQHRQLIRLEKRLRESG
                     VNVYEGDIRPPERFLMERFITAPVWFSGQENDHGPLLNTQLKPADDYRPTLKLVSLDI
                     ETSEHGELYCIGLEGCGQRQVYMLGPPNGETTGTPLDFNLEYVASRPLLLEKLNQWLA
                     VHDPDAIIGWNLVQFDLRVLQKHADRYQIPLRFGRGGNLLEWREHGFKQGHFFASAAG
                     RLIIDGIEALKSATWNFPSFSLESVSQTLLGEGKASDSPYQRMDEINQRFAHDKPALA
                     RYNLKDCELVTRIFAKTELLSFLLERSTVTGLAADRSGGSVAAFTHLYLPRMHRIGYV
                     APNLGELPEEHSPGGFVMDSQPGLYDSVLVLDYKSLYPSIIRTFLIDPVGLVAGMQQP
                     DIQHSVPGFRGAWFSREKHCLPAIVNQIWQGREAAKRQQNKPLSQALKIIMNAFYGVL
                     GSSGCRFFDPRLASSITLRGHEIMRQTRELIEAQGYQVIYGDTDSTFVWLKSAHNDEQ
                     ATRIGNELVQLVNQWWQNHIQQNFNLPCALELEFEIHYRRFLMPTIRGAEQGSKKRYA
                     GLISTPTGDQMVYKGLETVRTDWTPLAQQFQRELYLRIFQQQPYQDYVRDYVARTLNG
                     ELDEQLVYRKRLRRRLDDYQRNVPPHARAARLADEFNRKLGRPLQYQNGGWISYVMTT
                     AGPEPLETRQSPIDYDHYLTRQLQPVADAILPFTQDDFTTLITGQMGLF"
     gene            4003308..4006214
                     /locus_tag="YPA_3578"
     CDS             4003308..4006214
                     /locus_tag="YPA_3578"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase associated helicase"
                     /protein_id="ABG15540.1"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR011545"
                     /translation="MPFTLGQRWISDTESELGLGTVVAIDVRMITLLFPATGENRLYA
                     RNDSPITRVMFNPSDTITHHEGWQLKVEEVTQENGLITYIGTRLDTEETGVAMREVLL
                     DSKLTFSKPQDRLFAGQIDRMDRFALRFRARKYQSEQFRLPWSGLRGIRASLIPHQLH
                     IAYEVGQRHAPRVLLADEVGLGKTIEAGMIIHQQLLAGRAERVLIVVPESLQHQWLVE
                     MLRRFNLRFSLFDDSRYSEALLDSSNPFDTEQMVICSLDFVRRNKQRLEQLADASWDL
                     LVVDEAHHMAWSEEAPSREYQVIEQLAEHIPGVLLLTATPEQLGQQSHFARLRLLDPD
                     RFHDYEEFVNEQQKYRPIADAVTLLLGGERLTDDKLNLLGELIDEQDIEPLLKAANSQ
                     SEDSEAARQELVTMLMDRHGTSRVLFRNTRNGVKGFPHRVLHQIKLPLPTQYQTAIKV
                     SGIMGAKKTLDARAKDMLYPEQIYQEFEGENATWWNFDPRVEWLLNYLVANRGEKVLV
                     ICAQAATALQLEQVLREREAIRAAVFHEGLSLIERDRAAAYFASEEDGAQVLLCSEIG
                     SEGRNFQFACQLVMFDLPFNPDLLEQRIGRLDRIGQNREIQIMVPYLEDTAQAILVRW
                     YHEGLDAFEHTCPTGRTIYDSSYQELISYLATPSEQEGLDEFIHTCRQQHEGLKLQLE
                     QGRDRLLEMHSNGGEHGQELAQSIAEQDNDINLVSFALNLFDIVGINQEDRSDNLIVL
                     TPSDHMLVPDFPGLPPDGCTVTFDREQALSREDAQFVSWEHPIIRNGLDLILSGDTGS
                     CAVSLLKNKALPVGTLLAELVYVVEAQAPKHLQLTRFLPPTPVRMLMDRNGTNLAAQV
                     EFESFNRQLNAVNRHTSSKLVNAVQQEVHTMLQQAEALVEAQAQALIETAKREADDKL
                     STELARLEALKAVNPNIRDDEIEALEHNRKMVLENLNQAGWRLDAIRLVVVTHQ"
     gene            complement(4006470..4006823)
                     /locus_tag="YPA_3579"
     CDS             complement(4006470..4006823)
                     /locus_tag="YPA_3579"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15541.1"
                     /translation="MLDPKNIQNVLKSSTDLGQQSQSDLQKPFVKGMQNMEMSGADAA
                     RSIMQSVNQSCETMMSDMNKILGGLQDNVDAHQKMQSEERPKDFERAMSDLRSTLSNG
                     FPEEMKSMFDKLPKM"
     gene            complement(4006845..4010339)
                     /locus_tag="YPA_3580"
     CDS             complement(4006845..4010339)
                     /locus_tag="YPA_3580"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15542.1"
                     /translation="MIRRMLILIIALVLCYIVWWIGPLIAIGPYFPLGGVWVRKIIIA
                     LILFWALWPFVAIFFSWIFRYARAPLPKRKKKTVQLDRVSARFHDAMLTLQHADLSSQ
                     KTRWQRWRQRRKRQYIDAKPWFLVMGPPGCGKTSIVYESSEKFLLSEQYGLAQTTDIG
                     PTQDCNWWLTDRAVYIDTAGEWILLHGQSEEAGTARQKLFSMIRKYRRYPGVDGIVLC
                     LDVSVLLNSSVTERKSLADTLRLRILEVASTFQADIAVYLFLNNIDKLPGGETFLSLM
                     NDELLAGGLGISMTHNEKGQNNFVADEERYRELLTRVSRYVLEILHDSPNMEMRHQLL
                     LFTESLGALQKPLFGLFEQIFPATPIGYTGCLRQFWFGSTQNLTSWEALYYPSSTSTF
                     ESRPAGQMYFPALSQAITERGVLHATGPMPLRNRLLNIGKYVFVVLVLCILLLMLSAR
                     YFWEYDYIGYATARFEETRRIVRDIPITNQVNDNLVAAYEQLGYINTHYLESSPPLLT
                     PYFEHRLLNQAMLQTYHRHLNKVFWPAVQNYVTNELKKDTQSPDGDNYDTLKVYLMLG
                     QPDHRSQEALVQWFMSRWESFAPQGYGQNDRKLFSYHLSELFSDTASAAPKVKLNDEL
                     IRESRIKAMKTPIHIRVINRIHDAPLPARIEDLSLADAAGPSVTLMLRRKSPSTVTDL
                     AIPAFYTRASYHDVVNPQLQEASEAMINEEAWVLSDGKASVSQVSLLAAAQKLSDEAR
                     KYYLMEYANQWDAFFNDIRVRPINGLDDAALLARQLSDPSSPLANLVRFSTREITLTT
                     DNNGKGAMSSGWFNIQRNKLTTARRNIIDEMSGERSRFRLTPEKAVEDRFELLRRLGY
                     ALQSASTSNSDPLGRTFEQIYNQLITLSTSLRAGQILPQNNDFSRLQIDMARQPEPVR
                     SIMMDLLAVGQTQSLQQSKANLSKGVSSIASDLCSNAVSGRYPFNRLASEEIGIGDFN
                     RMFGRSGAMQSFFDQNLAPYVDTNGNRWKVKPDSNGVVTPKTLRSFENSAQIRDTFFD
                     ASGKMAMSMIIRPISLTPSILEAVLDVDGQIINYSHGSNQPVKVDWPGPKGGVYIRLT
                     FKTQDGNVETVSFNGPWAIFRMYDVSNPRPLGVNSRELMMVMDNVSGVFKIELSSTMK
                     DYPLWSKALAQFSCPKNL"
     sig_peptide     complement(4010259..4010339)
                     /locus_tag="YPA_3580"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.718) with cleavage site probability 0.716 at
                     residue 27"
     gene            complement(4010348..4011958)
                     /locus_tag="YPA_3581"
     CDS             complement(4010348..4011958)
                     /locus_tag="YPA_3581"
                     /codon_start=1
                     /transl_table=11
                     /product="putative OmpA-family membrane protein"
                     /protein_id="ABG15543.1"
                     /db_xref="InterPro:IPR006665"
                     /translation="MNEFERQIRAAISAARNGAKHAEQSLTTPMWQAKSTVASLGGIV
                     PRSGSSSTSQAENYKEGLADQAASGNNMARTSAPPVTLYQQQPNANDSYPNGNNNNPN
                     GDNNNPNGSNNNIARVQRMPHGISRGLYERPGMLLGAWDNAYIAAAMPLLLLVENIRS
                     WPTRNAAEVRPPIVRELQYFQQHLQKKNYPQEDINHLSYLLCTYIDGIFNGLQTPDSY
                     NQSLLVEFHRDAWGGEDCFEHLRVYMNSPKQYREVLEFYDLIMCLGFDGKYQMIEHGA
                     VLLMDLRSRLHTQLYGQDATQSLAIAQAVKGSPRRQYIKALKIFTYGFALCLCAYGVT
                     AWYLHQQSQQIRSNILTWVLPEPRKINIMETLPNPLSNILNEGWLEVRKDPRGWLLIF
                     TSDGAFRTGEATLSEEFINKKNIERLGLALAPWPGDIEVIGHTDNKPFRSTSGNNNLK
                     LSAARASVVADKLRESTQINETHQREISAIGRGESDPLADNATEEGRKRNRRVDILWK
                     IGQRDADKAMKQFLENPTPEVQGTNTQQ"
     gene            complement(4011955..4013310)
                     /locus_tag="YPA_3582"
     CDS             complement(4011955..4013310)
                     /locus_tag="YPA_3582"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15544.1"
                     /translation="MLPKQRVAWVEGMLMEPQHFQQQERYLEHLTEMRARSLSALAWG
                     FHSLSINQGLLDQGKIALNQASGVFPDGTPFHMAGDEPLPLPFDPGENCQGSVVCLSV
                     LMDIPGNTYIDLKKSNQGSRFVALDAEVQDRNHGVAAEGTPLIATLQLGQLQSKLTLR
                     ASVSDAESMLPVAYIKERTRDGRLILDDNFLPPMLDFRAIGWIDNAVTELLGLIVQRL
                     ESVYRPDVTLSVGGLSELLELLLLQTLSEYNLKISHVLMQKQVHPEQLFQLLLGLLGR
                     LSTIPGGEKPWSRQDLLYTHHEPHNGYFSLFAALRRALSLVIEAPAVALPFIERGDNI
                     YLCQNDSQLRLEKLIFTVSSKLPSETIRTYFPAQTKLGPVEKIVQLIDLQLPGARMIP
                     MSSPPRYIPYYPNSVYFEVDHDDPMYKEMMSGSAIALSIVGDFPELRFEVWGLRQGRL
                     G"
     gene            complement(4013430..4013921)
                     /locus_tag="YPA_3583"
     CDS             complement(4013430..4013921)
                     /locus_tag="YPA_3583"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG15545.1"
                     /translation="MRSLFRVLPIFILTGCVLLSGCSWFSSSSEAALQKRRIDLQVVA
                     APLINPGPNGQAQPLKVCIIELNKEGWSPPGLYQGTLCSGISVGGEVVSVTEYILAPT
                     EVRQYSRDVPFEQERWWAIAAEFQEMSNGKSLLTLKSDARADFNRVVLVDGKALSLKA
                     STK"
     sig_peptide     complement(4013826..4013921)
                     /locus_tag="YPA_3583"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.967 at
                     residue 32"
     gene            complement(4013914..4014279)
                     /locus_tag="YPA_3584"
     CDS             complement(4013914..4014279)
                     /locus_tag="YPA_3584"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15546.1"
                     /translation="MTAANTRAGGISFIGSDPMIPISAPNTAPNANGIPNVSNYFCCG
                     GNEQNLNTIRPATIDGGSVMGAASGTHSAKMDPMQGSGKYFIQGSPATRLGDMSMTNN
                     YNAPSTQIAPSQTKYFVNA"
     gene            complement(4014285..4014902)
                     /locus_tag="YPA_3585"
     CDS             complement(4014285..4014902)
                     /locus_tag="YPA_3585"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15547.1"
                     /translation="MSRLTTLLKPKNSLPGYLSYSPRTPLPAVSAPPQVITAKVIRPG
                     NASVSLLGYETLPVTTASSCLFQPENGDLVSAVIDQQQIYITAILYRTSPDAPLVMNS
                     GEVPLHLVTTALEIHSPDRVEIHTRHFSLLTRTTLWVAKTMHQVADSLFVRAKQASRE
                     VENTDDVHARHISQLADQSLMINSRIGSLNASAVLKIDGGQVHMG"
     gene            complement(4014895..4015998)
                     /locus_tag="YPA_3586"
     CDS             complement(4014895..4015998)
                     /locus_tag="YPA_3586"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15548.1"
                     /translation="MTPSDTPIMPPDSPRRIIGRHFTQRQLQQLTLSEVYFIQCTFTD
                     ISFAEIAVRNIHFESCHFTHLRLDGGRVENCSFRFCKFNDVSAQGVSILNTSCIEVQW
                     QGCYLTGCLIERWLLTSCQLDDAQLQDIQLNYWTVQDTPMTHLTMSDSKMQDSSWHGC
                     TIQQSVWKNSELIRQVMGSCVLKECQYQAIQSDTVVWSQCQLEQVDFRHQPLENSNFH
                     KSTLTQCGFSDANLAAALFSEATLEGCDFNMAQLAAAQFVDATLRDCNFDTADLQNAS
                     LLRANLTRCHLTQVNLTKADLRSCMLSESSLQASKLSKTRIHGAQIPTLDTPLQMPDP
                     LLSQIDNWYGHHQPGPKNNPKFPSIPSGASRYV"
     gene            complement(4016024..4017613)
                     /locus_tag="YPA_3587"
     CDS             complement(4016024..4017613)
                     /locus_tag="YPA_3587"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15549.1"
                     /translation="MAPPGQWLKKSAWPDSVPFKLIGFRPDNEEISGAFPAVSARAFV
                     WDNPSAPPSEVTLLRKTLWLLPDNDMGLMVFTGSVPLTHLFDEPIDTLLVGLDDSHSL
                     RELEYYQQVYKSRSVEGAASFEFLKDPELMPEGMPLNVIRDLADHPDSLRYSASAMSE
                     AESERFYQDVQDAIDRQEQQKSEEQETLGDLNVPAAGKEEAGTQWLESKEDTATNVTF
                     LGTDFSGMTLDNKQFRYCMFTGCHFDKATFKDCTFEHCQFTQSDFENSRWNNVHLSGC
                     LFKQAEWQKAAFTHCKWEKSTFEYGVFKHAQFTDNALDNCLINHSDFSLGTFDHCTLN
                     GCFFSETHCDQTQFNQVIITSCIFEKCDGPKACFTESTIEKTSFISSSWVGGRLSHCY
                     LNSLTTGLNTNLSESHFEQCSLNKMGFLKVNLQSSTFINCSMLESCCDKADFSQATLI
                     ACDMTAVRLKDANLVHSHWQNTSLQQSMFYNADLRDATFQRCNLAGANLAMISQNMDT
                     RFEHCLTEKTHWIPRRYTVPA"
     gene            complement(4017671..4018243)
                     /locus_tag="YPA_3588"
     CDS             complement(4017671..4018243)
                     /locus_tag="YPA_3588"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15550.1"
                     /translation="MRIIRPQQLVVLKSSYQIGHESHMGISVVAGCYLSKPEHMVTES
                     QIWQAWKAAPLSFRMLDSAEPKPFAEFLLAGHAGIGEEVTSLSAEVSVGSLTRRWCIE
                     GESNKTGLVIKPFLRMSMDHTQSWGGKGCKENPLGRGYNDERKPTIMSLGLDGSAIVR
                     SPLASPSPVPHDFQLRKVHINEVASTMTDP"
     gene            complement(4018256..4020595)
                     /locus_tag="YPA_3589"
     CDS             complement(4018256..4020595)
                     /locus_tag="YPA_3589"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15551.1"
                     /db_xref="InterPro:IPR006533"
                     /translation="MQLIEIENEVLSGQDAFPLSFKTQEKVSGNPSYQLVFQVAEADL
                     DLVSLLGEIIKVRIELPDSAGYRTFFTYVIAGADEGQRQDKFVYSLELSTWTWFLMQN
                     RNCRIFQDLNIIEQVFSKYNFADYRFDIVGNYRLREYCVQFAETDFDFVNRLMEDEGV
                     WYYFEHNEDKHTLVMTDQQQFPVLEGHYAELSFLPDSEEMRAIREGIQRIQRSQRIHS
                     SEIVLRDFDFLNPRNTLQTHIEESRQHLQGVPLEWYDYAAGYTDPQHGESIARLRLEA
                     IQSNGQLLSGESNATGLVPGRSFALVQHPDNNRNRGFKLISCDYSFVQDGPDSASQGR
                     NVACKFKALNDDVVYRPQCVTPPPKVPGVQSATVVGARESEVHTDKFARIRVHFHWDR
                     YKTTEDDSSCWIRVVQAWAGKGWGVLAMPRVGQEVLVNYVDGDLDRPMVTGIVYNGEN
                     PPPYRLPDHINYSGFVSRSLRFGQPQHASQLTFDDNRGNERIMLHAERDLQRTVERNS
                     ATAVGQDKYDTVERTATEWINNHISYKDFSFSVTGMSVSATGISVSTTGTSLSVTGMS
                     TSVTGVSVGFTLIGTSFTGVSTSFTGVGTSFTGASNSLTGVSNSMTGCSSSFTGTSNS
                     MTGSSHSMTGMSTSITGHSMSQTGSSSSITGDSTSFTGSSVSSTGSSVSTTGVSTSTT
                     GSSTSTTGCSVSTTGSSTSTTGNSVSMTGNSTSTTGCSISTTGSSIGTVGSSISTTGS
                     SVSTTGSSISTTGLSVSYTGAQYSDVGVDLKTVGMQSKN"
     gene            complement(4020699..4023287)
                     /locus_tag="YPA_3590"
     CDS             complement(4020699..4023287)
                     /locus_tag="YPA_3590"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Clp ATPase"
                     /protein_id="ABG15552.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MYQRERLFNRLGTFAYKTFVEATRLCRSYRHEYVELEHWLKILM
                     DQQRGDIPALLTHYGLSQTVISTQLDRIIQHMPVTKASVQDLSSRLESVVEGGLVLSQ
                     LMASPSPIRTSHILLALLQDTQHQRWLYRLCDEFKKLPVPQVAEEYEGLLVNSIEQTS
                     EVQRGDALVTETDSSSSKEAHAALNKWCNDLTQQARDGEIDPVIGREAELRQVIDILL
                     RRRQNNPILVGEAGVGKTAVVEALARKLASGDVPPLLQGARLLSLDLGRMQAGASMRG
                     EFESRLKSLIDGISQSDTPVILFCDEAHTLVGAGGQAGTGDAVNLLKPMLARGALRMI
                     AATTWSEYKQFIEPDAALTRRFQRVLIGEPNESTAVDMLRAIAPHFAQHHNVTIRDGA
                     IHAAVRLSLRNLPSRQLPDKAISLLDTACARVALSQYAQPQAIEQLSAQLDVLKTEHQ
                     YLVREKQLGEAVDQRLDDVQTQIQAFEHELTALQSRHLHEQQLVREVLPEGEGSGMMT
                     ENARWGELMALQEASPLVYPWVDEQSIAAVLSDWTGIPSGKMLQDDIECVLNLEQRLG
                     DHIFGQRNAIKEISQAIRIARAGIQSQERPLGIFLLAGSTGTGKTETANVLVETLYGG
                     AHNLITFNMSEFQEAHTLSTLKGAPPGYVGYGKGGKLTEAVRRKPYSVILLDEFDKAH
                     ADIQDAFYQVFDKGWMEDAEGRRVSFRQCFILLTCNQGAEEIEQAYLTANDIKPGALK
                     PLVYDALLRRFAPALLARVNIIPYIPLDQDALAQIASHHLARLQTRLWDEIGATLVTE
                     GDIPGWIASRVCSHPNHGRAVEELLRQTLLPAVGNEVLKRRHEAEPLREIRLIVEETE
                     LSIEFA"
     gene            complement(4023305..4024288)
                     /locus_tag="YPA_3591"
     CDS             complement(4023305..4024288)
                     /locus_tag="YPA_3591"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15553.1"
                     /translation="MASLQTLKNTFLPGISASQDFFELLRRIERATPEQGRLGTQRDR
                     SHLRLRIIQPADMGFAPREVSDIRQTLNTHQHLAEITIFCRHFGLFAPYGPLPIHVTE
                     HARNEALAKRNQAFEHFAGILSQRMAILHYRSWAQMHVAVGHDRASANPFMNHVRQIA
                     GLTPQQALNSHVDRVRRCFPGVYLPGRGSLRKLQEILSLYFSVPIRVEARKGLWIDDS
                     RNIESQRMGRLGNTRIGSRFFDVQHSLVLSIGPVSDPQYLDFQRNSKRINTLVQICHD
                     FVRHRMVLDVQLIIQTSPNMACRLGGGTLSRHSWLKPGSALSIQPIYRTVT"
     gene            complement(4024281..4026125)
                     /locus_tag="YPA_3592"
     CDS             complement(4024281..4026125)
                     /locus_tag="YPA_3592"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15554.1"
                     /translation="MPNESFLALYNEELRYLREDGQRFAHMHPQVAQHLGLHADGVLD
                     PFVERLLEGTAFLSSRIQQRLNNEHPEFALQMLGRLAPLWYTPLPSIATIAMVPDLTS
                     PQWHSRVVLPKGSRVTLSDSSLNNRLANFSTGRTLKIQPLVIENAECASTPPAYLPLS
                     VASQLQAGQAHLRLRLTTQGVASLSELDFAPMNLTLAGGIIQSNQLITTLLNNTLHIV
                     LWANTDGKPLVKVLTKEHLRQGGLDEQEALLPVAISEMPGNRLLREYFAAPSRFFDLE
                     LHGLNDFLQQGDGIHTFEVLFVLDQRPLHLIDRVTGNDFRLFATPIINLFKRRCSPVL
                     INGEHTEYPVIVDPLNPRLYEVHHVLGVNGLLSEGGSVQFSSLHGHARFDDDDKMAGY
                     SIRRRRDFTDKNHQKNSPLPHDSLFIALSPGTSGIDIDHVKSLSIEAMVCERHLIPSQ
                     LQHPEFKLEIALPVGQIEMLRHPAKPQGVPNIDQAWRALQLIANNPLRYALPDVTDCS
                     PLLKDWLSIFCQHEEASQHKRITSLTHASVAHNFERHTAPGPIAWSRGVEATLDFNSS
                     HHSDKGAFLFARILHHALSEYCELGQTLRLHMQVDGETFAKWGPVNYG"
     gene            complement(4026158..4026601)
                     /locus_tag="YPA_3593"
     CDS             complement(4026158..4026601)
                     /locus_tag="YPA_3593"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15555.1"
                     /translation="MDISAPILFDKLSLRHEHVRLPHWREVIVRDIESLLNDSAHSAR
                     LKLKKYPHCEASVLNYGLPSLSQQVPVITDLLELARHIQRIIATFESRLDPRSIKVVP
                     LINKGETWVLAILFDIHARCNLPGEEHLVNLRIALDYSYGMVRVL"
     gene            complement(4026675..4027193)
                     /locus_tag="YPA_3594"
     CDS             complement(4026675..4027193)
                     /locus_tag="YPA_3594"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15556.1"
                     /translation="MAALVDYFLHIEGVDGESPDQQYNGWIQVQAWQWAEENAGRWGL
                     GGGGGSGKVEMKDFEFRMVSNKASPKLFLMCAIGEHIPQAKLVCRKSGQGQQDFLIVT
                     FSNCLVSSFKTVGNMPLGKGDAVFTDTVLPTDAISLNFARIEVEYKEQQPDGSMGAVI
                     KAGYDLKLNSRI"
     gene            complement(4027356..4028261)
                     /locus_tag="YPA_3595"
     CDS             complement(4027356..4028261)
                     /locus_tag="YPA_3595"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15557.1"
                     /translation="MWITIAPFVTGNPRDIGKIFTTPEYAPWRRLRESNDSRYLVLTL
                     PRFLSRLPYGAKNHPIDDFAFEEVVSPHASEDFTWANAAYAMGVNINRAFNEYGWCSR
                     IRGIESGGAVEELPAYAFPSDEGGYELTCPTELAISDRRENELSNAGFLPLVYRKNSD
                     FAAFIGSCTLHAPANYDDPDATANARLSARLPYIFATCRFAHYLKCIVRDKIGSFRSR
                     DDMQLWLNDWVMNYVDGDPSISTEATKAKRPLAAAEVQVEDVEDDPGFYRAHFYLRPH
                     YQLEGMTVSLRLVSKLPSNKESEKK"
     gene            4028318..4029340
                     /locus_tag="YPA_3596"
     CDS             4028318..4029340
                     /locus_tag="YPA_3596"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15558.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            4029340..4030119
                     /locus_tag="YPA_3597"
     CDS             4029340..4030119
                     /locus_tag="YPA_3597"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15559.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(4030129..4030419)
                     /locus_tag="YPA_3598"
     CDS             complement(4030129..4030419)
                     /locus_tag="YPA_3598"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15560.1"
                     /translation="MKWRFDCEVQMNGAAFVSSMILAVIFTTATVQASPVAYQKEAIT
                     ENNLPVFYPQLKQQMNYQSSWLAGKYTDFALWRSCQRRMKSDPLISPPTAQY"
     sig_peptide     complement(4030318..4030419)
                     /locus_tag="YPA_3598"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.963) with cleavage site probability 0.938 at
                     residue 34"
     gene            complement(4030784..4031539)
                     /locus_tag="YPA_3599"
     CDS             complement(4030784..4031539)
                     /locus_tag="YPA_3599"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG15561.1"
                     /translation="MMQSRTVYNYRSHRDDRAITQRIREIAETRIRYGCPRIHILLRR
                     EGWLVNHKKTHRIYCLEGLNLRSKRPRWHVTARHRHASPEVTALDQCWSMDFVADNLF
                     NGRRVRALTIVDNFSRECLAIEVGQGLRGDDVVAVMDRLKHSLGRIPQRLQTDNGSEF
                     ISKSMDRWAYENRVSMDFSGPGKPTDNAFIESFNGSLRDECLNVHGFLSLEDAQEKIE
                     QWRQEYNHFRPYSSLNNLTPAEFARSHQKGPDL"
     gene            complement(4031617..4031883)
                     /locus_tag="YPA_3600"
     CDS             complement(4031617..4031883)
                     /locus_tag="YPA_3600"
                     /codon_start=1
                     /transl_table=11
                     /product="Helix-turn-helix, Fis-type"
                     /protein_id="ABG15562.1"
                     /db_xref="InterPro:IPR002197"
                     /translation="MKKTRYTEEQIAFALKQAETGTRVEEVCRKMGISEATFYNWKKK
                     FGGMGVTELRRLRQLEDENQRLKRLVADLSLDKEMLQDVIRKKF"
     gene            complement(4032342..4032575)
                     /locus_tag="YPA_r089"
     rRNA            complement(4032342..4032575)
                     /locus_tag="YPA_r089"
                     /product="5S ribosomal RNA"
     gene            complement(4032575..4035482)
                     /locus_tag="YPA_r090"
     rRNA            complement(4032575..4035482)
                     /locus_tag="YPA_r090"
                     /product="23S RNA"
     gene            complement(4035701..4035776)
                     /locus_tag="YPA_r091"
                     /note="tRNA-Ala2"
     tRNA            complement(4035701..4035776)
                     /locus_tag="YPA_r091"
                     /product="tRNA-Ala"
     gene            complement(4035828..4035904)
                     /locus_tag="YPA_r092"
                     /note="tRNA-Ile1"
     tRNA            complement(4035828..4035904)
                     /locus_tag="YPA_r092"
                     /product="tRNA-Ile"
     gene            complement(4036007..4037524)
                     /locus_tag="YPA_r093"
     rRNA            complement(4036007..4037524)
                     /locus_tag="YPA_r093"
                     /product="16S RNA"
     gene            4038210..4039799
                     /locus_tag="YPA_3601"
     CDS             4038210..4039799
                     /locus_tag="YPA_3601"
                     /EC_number="3.5.4.10"
                     /EC_number="2.1.2.3"
                     /codon_start=1
                     /transl_table=11
                     /product="IMP cyclohydrolase /
                     phosphoribosylaminoimidazolecarboxamide formyltransferase"
                     /protein_id="ABG15563.1"
                     /db_xref="InterPro:IPR002695"
                     /translation="MQQRRPIRRALLSVSDKAGIIEFAQALSQRGIELLSTGGTARLL
                     ADAGLPVTEVSDYTGFPEMMDGRVKTLHPKVHGGILGRRGQDDGIMAQHGIQPIDIVV
                     VNLYPFAQTVARPDCSLEDAVENIDIGGPTMVRSAAKNHKDVAIVVKSSDYPAIITEL
                     DNNDGSLTYPTRFNLAIKAFEHTAAYDSMIANYFGTLVPPYHGDTEQPSGHFPRTLNL
                     NYIKKQDMRYGENSHQQAAFYIEEDVKEASVATAQQLQGKALSYNNIADTDAALECVK
                     EFSEPACVIVKHANPCGVAIGDSILAAYERAYQTDPTSAFGGIIAFNRELDAATASAI
                     ISRQFVEVIIAPTVSSDALALLAAKQNVRVLTCGQWQARSAGLDFKRVNGGLLVQERD
                     LGMVTAADLRVVSKRQPTEQELRDALFCWKVAKFVKSNAIVYARDNMTIGIGAGQMSR
                     VYSAKIAGIKAADEGLEVAGSAMASDAFFPFRDGIDAAAAVGITCVIQPGGSIRDDEV
                     IAAADEHSIAMIFTDMRHFRH"
     gene            4039859..4041145
                     /locus_tag="YPA_3602"
     CDS             4039859..4041145
                     /locus_tag="YPA_3602"
                     /EC_number="6.3.4.13"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoribosylamine--glycine ligase"
                     /protein_id="ABG15564.1"
                     /db_xref="InterPro:IPR000115"
                     /translation="MNILIIGNGGREHALGWKAAQSPLADKIYVAPGNAGTALEPTLE
                     NVDIAATDIAGLLAFAQSHDIGLTIVGPEAPLVIGVVDAFRAAGLAIFGPTQAAAQLE
                     GSKAFTKDFLARHNIPSAEYQNFTDVEAALAYVRQKGAPIVIKADGLAAGKGVIVAMT
                     QEEAETAVNDMLAGNAFGDAGHRIVVEEFLDGEEASFIVMVDGENVLPMATSQDHKRV
                     GDGDTGPNTGGMGAYSPAPVVTDDVHQRVMDQVIWPTVRGMAAEGNIYTGFLYAGLMI
                     SADGQPKVIEFNCRFGDPETQPIMLRMRSDLVELCLAGTQGKLNEKTSDWDERPSLGV
                     VLAAGGYPADYRQGDVIHGLPQQEVKDGKVFHAGTKLNGNHEVVTNGGRVLCVTALGE
                     TVAQAQQYAYQLAEGIQWEGVFCRKDIGYRAIARGK"
     gene            complement(4041293..4041946)
                     /locus_tag="YPA_3603"
     CDS             complement(4041293..4041946)
                     /locus_tag="YPA_3603"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15565.1"
                     /translation="MQRVLITFGLTLGLSACSSLSDPPQFSASGYIADSGVVRLWRQD
                     NAQQQPQVLMSVYSPYFGGNTRVTFYEYQNGILREIRRNDLGATPQSVQLRFDEQGQV
                     SFMQRQLASRRESLSADDIAVYQLEAKRILELSRVLRAGDVRLIQGRWQDGMLTTCAG
                     KTLRLNLDDNSQAWLTTRGEKNTQPLGVAWLDSSEGQQLLLVANQDFCRWEPQAGSL"
     sig_peptide     complement(4041881..4041946)
                     /locus_tag="YPA_3603"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.995) with cleavage site probability 0.959 at
                     residue 22"
     gene            complement(4041996..4042271)
                     /locus_tag="YPA_3604"
     CDS             complement(4041996..4042271)
                     /locus_tag="YPA_3604"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial nucleoid protein HU alpha subunit"
                     /protein_id="ABG15566.1"
                     /db_xref="InterPro:IPR000119"
                     /translation="MNKTQLIDVIADKADLSKVQAKAALESTLAAITESLKEGDPVQL
                     VGFGTFKVNHRNERTGRNPQTGKEIKIAAANVPAFVSGKALKDAVKS"
     gene            complement(4042460..4043050)
                     /locus_tag="YPA_3605"
     CDS             complement(4042460..4043050)
                     /locus_tag="YPA_3605"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15567.1"
                     /translation="MLRNPIHLRLEKLESWQHLTFIACLCERMYPNYQQFCLETGFGD
                     PAVYRRILDLIWETLVVKDAKVNFDSQLEKLEEAIPSSDDYAIYGVYPAIDACIALSE
                     AIHSRLSGETLEHAIAISEASIRTVAMLEMTLAGKEMTDEELKILPAIEEEWDIQWEI
                     FRLLADCEERDLDLIKGLRSDLREAAVSNIGINLTQ"
     gene            complement(4043096..4043836)
                     /locus_tag="YPA_3606"
     CDS             complement(4043096..4043836)
                     /locus_tag="YPA_3606"
                     /EC_number="3.1.21.-"
                     /codon_start=1
                     /transl_table=11
                     /product="Endonuclease V"
                     /protein_id="ABG15568.1"
                     /translation="MVKTKSRVETKSMFDTKALQAEQRQRASEISLHDGIDNQSVRFI
                     AGADVGFEQHGEITRAAIAILRYPSLALVEYQVARVATSLPYIPGLLSFREYPALLAA
                     WAQLQQRPDLILVDGQGIAHPRRLGVASHFGLLVDVPTIGVAKSRLCGDFLPLHQDVG
                     AVQPLFDNDEQLGWVWRSKIRCNPLFISPGHRVSVGSALAWVQRCMAGYRLPEPTRWA
                     DAIASNRPQFQRWLRKNPDFLGKRRDMI"
     gene            complement(4043866..4044933)
                     /locus_tag="YPA_3607"
     CDS             complement(4043866..4044933)
                     /locus_tag="YPA_3607"
                     /EC_number="4.1.1.37"
                     /codon_start=1
                     /transl_table=11
                     /product="uroporphyrinogen decarboxylase"
                     /protein_id="ABG15569.1"
                     /db_xref="InterPro:IPR000257"
                     /db_xref="InterPro:IPR006361"
                     /translation="MNELKNDRYLRALLRQPVDMTPVWMMRQAGRYLPEYKATRAIAG
                     DFMSLCKNAELACEVTMQPLRRYPLDAAILFSDILTIPDAMGLGLYFETGEGPRFQSP
                     ITCRADVEKLPIPDPEQELGYVMNAVRTIRRELAGSVPLIGFSGSPWTLATYMVEGGS
                     SKAFTKLKKMMYAEPQTLHLLLDKLADSVILYLNAQIKAGAQSVMIFDTWGGVLTGRD
                     YHEFSLNYMHKIVDGLIRENEGRRVPVTLFTKGGGPWLEAMAATGCDALGLDWTTDIA
                     DARRRVGDKVALQGNMDPSVLYAPPARIEQEVSTILASFGQGEGHVFNLGHGIHQDVP
                     PAHAGAFVNAVHALSRPYHQK"
     gene            complement(4045052..4045795)
                     /locus_tag="YPA_3608"
     CDS             complement(4045052..4045795)
                     /locus_tag="YPA_3608"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15570.1"
                     /translation="MYPSLPKAFIQDKVMLSLHNKAALDSTIKGDAVRALLLHAYVDI
                     KGNEVERRTTAVGIQKLYEEVLQELLYQDPKCISVMISHTANPPTPLSIASPERVMQM
                     MHQNIRQDIASQKTITDRTQTLHNLLSYKNQFQYKAIYDQPRLKPEENYNFKMVNDVH
                     ENLHSIQTDSCCKAGALTGATYFLQDSPGEIHVFGIRITQANEESGKVELFQGLKSDV
                     QTNNKLDSLYLLLRGNSHQSPDDISSSVG"
     gene            complement(4045930..4046712)
                     /locus_tag="YPA_3609"
     CDS             complement(4045930..4046712)
                     /locus_tag="YPA_3609"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15571.1"
                     /db_xref="InterPro:IPR000086"
                     /translation="MELQLTGKESGWWIVSHENKLWLPKGELPQGNAANWSLQGTTAR
                     QIGEWQGQSVWLIRQMMPSGMGSVRQLLDVDRGLFQLAGRGVQLAEFYRSHRFCGYCG
                     HEMHASRTEWASLCNHCRERYYPQIAPCVIVAIRRGDEILLAQHVRHRGGINTVLAGF
                     VEVGETLEQAVSREVLEESNIHIKNLRYVTSQPWPFPHSLMMAFMADYDSGELCHDPK
                     ELLNAGWYRYDQLPLLPPPGTVARRLIEDTVVLCREHSDLSQ"
     gene            4046797..4047318
                     /locus_tag="YPA_3610"
     CDS             4046797..4047318
                     /locus_tag="YPA_3610"
                     /codon_start=1
                     /transl_table=11
                     /product="regulator of sigma D"
                     /protein_id="ABG15572.1"
                     /translation="MESFMLNRLESLTQRVGGSNELIDQWLHARKELLVSYCTVIGIK
                     PQKEKHTPLNAKTLENFCHNLVDYLSSGHFHLYDRIIKEVEGASSPKMALTAKIHPAL
                     KNNTQTIMAFHDCYTNIEIDDDSCTEYQQALSDIGEALDARFRLEDQLIQWAAESWQA
                     AQLADADKKSQVN"
     gene            4047694..4049739
                     /locus_tag="YPA_3611"
     CDS             4047694..4049739
                     /locus_tag="YPA_3611"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine biosynthesis protein ThiC"
                     /protein_id="ABG15573.1"
                     /db_xref="InterPro:IPR002817"
                     /translation="MSNNTTSLPAENSSHPRKGTPIRKKQREEAQQFINTLQGVTFPN
                     SQRIYLQGSRPDIQVPMREIQLSPTQIGGSKNEPRYEDNEAIPVYDTSGPYGDPQAKL
                     DVHNGLPKLRAAWVADRQDTEALASVSSGFTQQRLADEGLDHLRFEHLPRPRKAATGQ
                     CVTQLHYARQGKITPEMEFIALRENMGRERIRGEVLLQQHPGQAFGAHLPENITAEFV
                     RQEVAAGRAIIPANINHPESEPMIIGRNFLVKVNANIGNSAVTSSIEEEVEKLVWSTR
                     WGADTVMDLSTGRYIHETREWILRNSPVPIGTVPIYQALEKVNGVAENLTWEMFRDTL
                     LEQAEQGVDYFTLHAGVLLRYVPMTAKRLTGIVSRGGSIMAKWCLSHHQENFLYQHFR
                     EICQICAAYDVSLSLGDGLRPGSIQDANDEAQFAELHTLGELTKIAWEYDVQVMIEGP
                     GHVPMQMIRRNMTEELEHCHEAPFYTLGPLTTDIAPGYDHFTSGIGAAMIGWFGCAML
                     CYVTPKEHLGLPNKEDVKQGLITYKIAAHAADLAKGHPGAQIRDNAMSKARFEFRWED
                     QFNLALDPATARAYHDETLPQESGKVAHFCSMCGPKFCSMKISQEVRDYAAAQEQAAA
                     QAQAATPTTAAQPIDITQPINMLQSGMEKMSAEFRSRGSELYHRPANLSAEANNEPT"
     gene            4049726..4050400
                     /locus_tag="YPA_3612"
     CDS             4049726..4050400
                     /locus_tag="YPA_3612"
                     /EC_number="2.5.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine-phosphate pyrophosphorylase"
                     /protein_id="ABG15574.1"
                     /db_xref="InterPro:IPR003733"
                     /translation="MSQLDALSPVATPGFPSTEQRLGLYPVVDSLLWIERLLAAGVTT
                     LQLRIKNADDAQVEQDIVAAIELGKRYQARLFINDYWQLAVKHGAYGVHLGQEDLEAA
                     DLAAIQQAGLRLGISTHDEHELAVAKTLRPSYIALGHIFPTQTKQMPSSPQGLASLSR
                     QVKNTPDYPTVAIGGISIERVPHVLATGVGSVAVVSAITLASDWQRATAQLLHLIEGK
                     ELADEK"
     gene            4050390..4051187
                     /locus_tag="YPA_3613"
     CDS             4050390..4051187
                     /locus_tag="YPA_3613"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine biosynthesis protein ThiF"
                     /protein_id="ABG15575.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR000594"
                     /translation="MKNDQTLSDSEFLRYSRQLLLEDIGPEGQRKLKGASVLIVGLGG
                     LGSPAALYLAAAGVGQLLLADDDQLDLTNLQRQILYRTADIGQTLSNPTSSVSHNKAR
                     LAQRHLQQLNPQIRIVALDTRLTGQVLTDAVANADLVLDCSDNMETRHQVNAACVTAQ
                     KPLISGSAVGFSGQLLVIEPPYAQGCYACIYPDKELPQRNCRTAGVLGPVVGVIGTLQ
                     ALEAIKMLAGIPLALSGKLRLFDGKQQSWSTLQLTRAAHCPACGGGL"
     gene            4051184..4051399
                     /locus_tag="YPA_3614"
     CDS             4051184..4051399
                     /locus_tag="YPA_3614"
                     /codon_start=1
                     /transl_table=11
                     /product="ThiS, thiamine-biosynthesis"
                     /protein_id="ABG15576.1"
                     /db_xref="InterPro:IPR010035"
                     /translation="MKTNYIPIMLNDQPLEVECNLTAEMLLNQLKHHQPGTALAINQV
                     IIPRADWQNHRLQAGDHILLFQAIAGG"
     gene            4051401..4052216
                     /locus_tag="YPA_3615"
     CDS             4051401..4052216
                     /locus_tag="YPA_3615"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine biosynthesis protein ThiG"
                     /protein_id="ABG15577.1"
                     /db_xref="InterPro:IPR000771"
                     /db_xref="InterPro:IPR003009"
                     /translation="MLKIADTTFTSRLFTGTGKFSSPELMLEALRASGSQLITMAMKR
                     VDLQSGNDAILAPLRQLGVRLLPNTSGAKTAEEAIFAARLAREALNTHWVKLEIHPDV
                     RYLLPDPIETLKAAEVLVKEGFVVLPYCGADPVLCKRLEEVGCAAVMPLGSPIGSNLG
                     LRTRDFLQIIIEQSKVPVVVDAGIGAPSHALEALELGADAVLVNTAIAVAHSPVQMAH
                     AFRLAVESGERARLAGLGASPFNPSQPDTLQLRATATSPLTGFLSQLEEQDHV"
     gene            4052209..4053339
                     /locus_tag="YPA_3616"
     CDS             4052209..4053339
                     /locus_tag="YPA_3616"
                     /codon_start=1
                     /transl_table=11
                     /product="thiamine biosynthesis protein ThiH"
                     /protein_id="ABG15578.1"
                     /translation="MSEDFNQRWQQLDWDDISLTINSKKPADVERALNAIKPTREDLM
                     ALISPAALAYLEPMAQKAQQLTRQRFGNTVSFYVPLYLSNLCANDCTYCGFSMSNRIK
                     RKTLDEAEIIRECEAIKALGFEHLLLVTGEHQTKVGMDYFRRHLPTIRSRFSSLMMEV
                     QPLAEDEYTELKALGLDGVMVYQETYHPATYQQHHLRGHKQDFHWRLATPDRLGRAGI
                     DKIGLGALIGLSNSWRTDCYMLAEHLFYLQQTYWQTRYSISFPRLRPCAGGIEPASIM
                     SEPQLLQLICAFRLFAPDVELSLSTRESPFFRDNVIPVAINNVSAGSKTQPGGYADDH
                     PELEQFAPHDNRSPEQVAQALTKAGLQPVWKDWDSHLGRSLR"
     gene            4053771..4054229
                     /locus_tag="YPA_3617"
     CDS             4053771..4054229
                     /locus_tag="YPA_3617"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15579.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(4054356..4058612)
                     /locus_tag="YPA_3618"
     CDS             complement(4054356..4058612)
                     /locus_tag="YPA_3618"
                     /EC_number="2.7.7.6"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase beta' chain"
                     /protein_id="ABG15580.1"
                     /db_xref="InterPro:IPR006592"
                     /translation="MPIRSNSDRSQSVKDLLKFLKAQTKTEEFDAIKIALASPDMIRS
                     WSFGEVKKPETINYRTFKPERDGLFCARIFGPVKDYECLCGKYKRLKHRGVICEKCGV
                     EVTQTKVRRERMGHIELASPTAHIWFLKSLPSRIGLLLDMPLRDIERVLYFESYVVIE
                     GGMTNLERRQILTEEQYLDALEEFGDEFDAKMGAEAIQALLKNMDLEAECEILREELN
                     ETNSETKRKKLTKRIKLLEAFVQSGNKPEWMILTVLPVLPPDLRPLVPLDGGRFATSD
                     LNDLYRRVINRNNRLKRLLDLAAPDIIVRNEKRMLQEAVDALLDNGRRGRAITGSNKR
                     PLKSLADMIKGKQGRFRQNLLGKRVDYSGRSVITVGPYLRLHQCGLPKKMALELFKPF
                     IYGKLELRGLATTIKAAKKMVEREEAVVWDILDEVIREHPVLLNRAPTLHRLGIQAFE
                     PVLIEGKAIQLHPLVCAAYNADFDGDQMAVHVPLTLEAQLEARALMMSTNNILSPANG
                     EPIIVPSQDVVLGLYYMTRDCVNAKGEGMVLTGPKEAERIYRAGLASLHARVKVRITE
                     EIRNTEGESITRTSIIDTTVGRAILWMIVPQGLPYSIVNQPLGKKAISKMLNTCYRIL
                     GLKPTVIFADQIMYTGFAYAARSGASVGIDDMVIPEAKAGIIEEAETEVAEIQEQFQS
                     GLVTAGERYNKVIDIWAAANERVAKAMMDNLSVEDVVNRDGVVEQQVSFNSIFMMADS
                     GARGSAAQIRQLAGMRGLMAKPDGSIIETPITANFREGLNVLQYFISTHGARKGLADT
                     ALKTANSGYLTRRLVDVAQDLVVTEDDCGTHNGIVMTPVIEGGDVKEPLRDRVLGRVT
                     AEEVIKPGSADILVPRNTLLDEKWCDLLEENSVDSVKVRSVVSCETDFGVCANCYGRD
                     LARGHIINKGEAVGVIAAQSIGEPGTQLTMRTFHIGGAASRAAAESSIQVKNKGSLKL
                     SNVKFVTNAAGKLVITSRNTELKLIDEFGRTKESYKVPYGAVMAKGDGAEVQGGETVA
                     NWDPHIMPVVTEVSGFIRFADMVDGQTITRQTDELTGLSSLVVLDSAERTGSGKDLRP
                     ALKIVDAKGNDVLIPGTDMPAQYFLPGKAIVQLEDGIQIGAGDTLARIPQESSGTKDI
                     TGGLPRVADLFEARRPKEPAILAEISGIISFGKETKGKRRLVISPLDGSDAYEEMIPK
                     WRQLNVFEGEVVERGDVVSDGPESPHDILRLRGVHAVTRYITNEVQEVYRLQGVKIND
                     KHIEVIVRQMLRKGTIVDAGSTDFLEGEQAEMSRVKIANRKLAAEGKIEATFTRDLLG
                     ITKASLATESFISAASFQETTRVLTEAAVAGKRDELRGLKENVIVGRLIPAGTGYAYH
                     QDRMRRKAQGEAPVVPQVSADEATANLAELLNAGFGNNKG"
     gene            complement(4058705..4062733)
                     /locus_tag="YPA_3619"
     CDS             complement(4058705..4062733)
                     /locus_tag="YPA_3619"
                     /EC_number="2.7.7.6"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-directed RNA polymerase beta chain"
                     /protein_id="ABG15581.1"
                     /db_xref="InterPro:IPR007121"
                     /db_xref="InterPro:IPR010243"
                     /translation="MVYSYTEKKRIRKDFGKRPQVLDIPYLLSIQLDSFQKFIEQDPE
                     GQHGLEAAFRSVFPIQSYSGNSELQYVSYRLGEPVFDVKECQIRGVTYSAPLRVKLRL
                     VIYEREAPEGTVKDIKEQEVYMGEIPLMTENGTFVINGTERVIVSQLHRSPGVFFDSD
                     KGKTHSSGKVLYNARIIPYRGSWLDFEFDPKDNLFVRIDRRRKLPATIILRALNFTTA
                     QILDLFFEKVVFEIRDNKLQMELVPERLRGETASFDIEANGKVYVEKARRITARHIRQ
                     LEKDGIDRIEVPVEYIAGKVVAKDYVDASTGELICAANMELSLDLLAKLSQAGHKQIE
                     TLFTNDLDHGAYISETLRVDPTSDRLSALVEIYRMMRPGEPPTREAAENLFENLFFSE
                     DRYDLSAVGRMKFNRSLLRDEIEGSGILSKEDITEVMKKLIDIRNGRGEVDDIDHLGN
                     RRIRSVGEMAENQFRVGLVRVERAVKERLSLGDLDTLMPQDMINAKPISAAVKEFFGS
                     SQLSQFMDQNNPLSEITHKRRISALGPGGLTRERAGFEVRDVHPTHYGRVCPIETPEG
                     PNIGLINSLSVYAQTNEYGFLETPYRRVRDGVVTDEINYLSAIEEGNFVIAQANSNLD
                     DEGRFLEDLVTCRSKGESSLFSREQVDYMDVSTQQIVSVGASLIPFLEHDDANRALMG
                     ANMQRQAVPTLRADKPLVGTGMERAVAVDSGVTSVAKRGGTVQYVDASRIVIKVNEDE
                     MHPGEAGIDIYNLTKYTRSNQNTCINQMPCVNLGEPIERGDVLADGPSTDLGELALGQ
                     NMRVAFMPWNGYNFEDSILVSERVVQEDRFTTIHIQELACVSRDTKLGPEEITADIPN
                     VGEAALSKLDESGIVYIGAEVTGGDILVGKVTPKGETQLTPEEKLLRAIFGEKASDVK
                     DSSLRVPNGVSGTVIDVQVFTRDGVEKDKRALEIEEMQLKQAKKDLTEELQILEAGLF
                     ARIHAVLVSGGIEAEKLSKLPRERWLELGLTDEDKQNQLEQLAEQYDEMKSEFEKKMD
                     AKRRKITQGDDLAPGVLKIVKVYLAVKRQIQPGDKMAGRHGNKGVISKINPIEDMPYD
                     ENGTPVDIVLNPLGVPSRMNIGQILETHLGMAAKGIGEKINAMLKKQEEVAKLREFIQ
                     KAYDLGDNVCQKVDLSTFTDDEVLRLAENLKKGMPIATPVFDGATEKEIKELLQLGGL
                     PTSGQITLFDGRTGEQFERQVTVGYMYMLKLNHLVDDKMHARSTGSYSLVTQQPLGGK
                     AQFGGQRFGEMEVWALEAYGAAYTLQEMLTVKSDDVNGRTKMYKNIVDGDHRMEPGMP
                     ESFNVLLKEIRSLGINIELEEE"
     gene            complement(4063076..4063444)
                     /locus_tag="YPA_3620"
     CDS             complement(4063076..4063444)
                     /locus_tag="YPA_3620"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L12P"
                     /protein_id="ABG15582.1"
                     /db_xref="InterPro:IPR000206"
                     /translation="MSTITKDQILEGVAALSVMEIVELISAMEEKFGVSAAAVAAGPA
                     AAVEAAEEQTEFDVVLASFGENKVAVIKAVRGATGLGLKEAKDLVESAPAVLKEGVNK
                     DEAETLKKSLEEAGASVEIK"
     gene            complement(4063511..4064008)
                     /locus_tag="YPA_3621"
     CDS             complement(4063511..4064008)
                     /locus_tag="YPA_3621"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L10P"
                     /protein_id="ABG15583.1"
                     /db_xref="InterPro:IPR002363"
                     /translation="MALNLQGKQAIVAEVKEVAKGALSAVVADSRGVTVDKMTELRRA
                     GREAGVHMQVVRNTLLRRIVEGTPFECLKDTFVGPTLIAFSAEHPGAAARLFKAFAKD
                     NAKFEVKAAAFEGELIPAAQIDRLATLPTYEEAIARLMGTMKEAAAGKLVRTLAALRD
                     QKEAA"
     gene            complement(4064373..4065077)
                     /locus_tag="YPA_3622"
     CDS             complement(4064373..4065077)
                     /locus_tag="YPA_3622"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L1P"
                     /protein_id="ABG15584.1"
                     /db_xref="InterPro:IPR002143"
                     /db_xref="InterPro:IPR005878"
                     /translation="MAKLTKRMRVIRDKVDVTKQYDINEAVALLKELATAKFVESVDV
                     AVNLGIDARKSDQNVRGATVLPHGTGRSVRVAVFAQGANAEAAKEAGAELVGMDDLAD
                     QIKKGEMNFDVVIASPDAMRVVGQLGQILGPRGLMPNPKVGTVTPNVAEAVKNAKAGQ
                     VRYRNDKNGIIHTTIGKVDFDSDKLKENLESLVVALKKAKPATAKGIYIKKISLSTTM
                     GAGVAIDQSGLTAVVN"
     gene            complement(4065081..4065509)
                     /locus_tag="YPA_3623"
     CDS             complement(4065081..4065509)
                     /locus_tag="YPA_3623"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L11P"
                     /protein_id="ABG15585.1"
                     /db_xref="InterPro:IPR000911"
                     /db_xref="InterPro:IPR006519"
                     /translation="MAKKVQAYVKLQVAAGMANPSPPVGPALGQQGVNIMEFCKAFNA
                     KTESIEKGLPIPVVITVYSDRSFTFVTKTPPAAVLLKKAAGIKSGSGVPNKDKVGKVT
                     SAQVREIAETKAADMTGSDVDAMMRSIEGTAHSMGLVVEG"
     gene            complement(4065700..4066245)
                     /locus_tag="YPA_3624"
     CDS             complement(4065700..4066245)
                     /locus_tag="YPA_3624"
                     /codon_start=1
                     /transl_table=11
                     /product="transcription antitermination protein nusG"
                     /protein_id="ABG15586.1"
                     /db_xref="InterPro:IPR001062"
                     /db_xref="InterPro:IPR006645"
                     /db_xref="InterPro:IPR006646"
                     /translation="MSEAPKKRWYVVQAFSGFEGRVAQSLREHIKLHDMEELFGEVMV
                     PTEEVVEIRGGQRRKSERKFFPGYVLVQMVMNDASWHLVRSVPRVMGFIGGTSDRPAP
                     ISDKEVDAIMNRLQQVGDKPRPKTLFEPGELVRVSDGPFADFNGVVEEVDYEKSRLKV
                     SVSIFGRATPVELDFSQVEKG"
     gene            complement(4066247..4066630)
                     /locus_tag="YPA_3625"
     CDS             complement(4066247..4066630)
                     /locus_tag="YPA_3625"
                     /codon_start=1
                     /transl_table=11
                     /product="protein translocase subunit secE/sec61 gamma"
                     /protein_id="ABG15587.1"
                     /db_xref="InterPro:IPR001901"
                     /db_xref="InterPro:IPR005807"
                     /translation="MSANTEAPGSGRGLETAKWLIVAVLLVVAIVGNYYYREYSLPLR
                     ALAVVVIIAVAGAVALMTAKGKATVAFAREARTEVRKVIWPTRQETLHTTLIVAAVTA
                     VMSLILWGLDGILVRLVSFITGLRF"
     gene            complement(4066881..4068065)
                     /locus_tag="YPA_3626"
     CDS             complement(4066881..4068065)
                     /locus_tag="YPA_3626"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor 1A (EF-1A/EF-Tu)"
                     /protein_id="ABG15588.1"
                     /db_xref="InterPro:IPR000795"
                     /db_xref="InterPro:IPR004541"
                     /db_xref="InterPro:IPR005225"
                     /translation="MSKEKFERTKPHVNVGTIGHVDHGKTTLTAAITTVLAKTYGGSA
                     RAFDQIDNAPEEKARGITINTSHVEYDTPARHYAHVDCPGHADYVKNMITGAAQMDGA
                     ILVVAATDGPMPQTREHILLGRQVGVPYIIVFLNKCDMVDDEELLELVEMEVRELLSQ
                     YDFPGDDTPVIRGSALKALEGDAEWEAKIIELAEALDSYIPQPERAIDRPFLLPIEDV
                     FSISGRGTVVTGRVERGIVKVGEEVEIVGIIDTIKTTCTGVEMFRKLLDEGRAGENVG
                     VLLRGTKRDDVQRGQVLAKPGSIKPHTKFESEVYILSKDEGGRHTPFFKGYRPQFYFR
                     TTDVTGTIELPEGVEMVMPGDNVNMVVNLIAPIAMDDGLRFAIREGGRTVGAGVVAKV
                     IE"
     gene            complement(4068174..4068249)
                     /locus_tag="YPA_r094"
                     /note="tRNA-Thr4"
     tRNA            complement(4068174..4068249)
                     /locus_tag="YPA_r094"
                     /product="tRNA-Thr"
     gene            complement(4068256..4068330)
                     /locus_tag="YPA_r095"
                     /note="tRNA-Gly5"
     tRNA            complement(4068256..4068330)
                     /locus_tag="YPA_r095"
                     /product="tRNA-Gly"
     gene            complement(4068480..4068564)
                     /locus_tag="YPA_r096"
                     /note="tRNA-Tyr1"
     tRNA            complement(4068480..4068564)
                     /locus_tag="YPA_r096"
                     /product="tRNA-Tyr"
     gene            complement(4068583..4068658)
                     /locus_tag="YPA_r097"
                     /note="tRNA-Thr3"
     tRNA            complement(4068583..4068658)
                     /locus_tag="YPA_r097"
                     /product="tRNA-Thr"
     gene            complement(4069008..4069106)
                     /locus_tag="YPA_3627"
     CDS             complement(4069008..4069106)
                     /locus_tag="YPA_3627"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15589.1"
                     /translation="MGRWWRYKWITFHPSLTIIKFLSETVCSDIHC"
     gene            complement(4069122..4069901)
                     /locus_tag="YPA_3628"
     CDS             complement(4069122..4069901)
                     /locus_tag="YPA_3628"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15590.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(4069901..4070923)
                     /locus_tag="YPA_3629"
     CDS             complement(4069901..4070923)
                     /locus_tag="YPA_3629"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15591.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(4070937..4071053)
                     /locus_tag="YPA_3630"
     CDS             complement(4070937..4071053)
                     /locus_tag="YPA_3630"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15592.1"
                     /translation="MMMCGHGRVNLAPKIVTNGAIVIHTQRLKSDPGGNLLS"
     gene            complement(4070950..4071801)
                     /locus_tag="YPA_3631"
     CDS             complement(4070950..4071801)
                     /locus_tag="YPA_3631"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG15593.1"
                     /translation="MDTLISQLEHATQPVLPKRRDYRIGIIGAGFIVEHCHLVAYQKA
                     GFVPYGITSKEHSQNHRLAETFAIKKVYETWQDMVCDPQIDIIDIAVPPHIQLEIVRF
                     ICESNSAAKHIKGILCQKPLAMSLKDGREIVRLSQQSGIPIAVNSNMRYDPSMRALKY
                     ILENQLIGDPVIASIDMRAIPDWQAFLQKYKKLELYAMAIHHIDAFRFLFGDPVKVTA
                     VCRTDPRTTFEHIDGITQYTFQYANGLIATSLDDVWAWPGEPCAKNCNERCNSDPHPT
                     PEIRSRG"
     gene            4072059..4072937
                     /locus_tag="YPA_3632"
     CDS             4072059..4072937
                     /locus_tag="YPA_3632"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG15594.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MEKNMQRTQVVANWYRESDEFSTLVNYRILRAGHIRAADNFHVR
                     RQSVAGHELIFCLNGSGFIRLENNLHEVKKGNLAWLPVRWPHEHFPNKQEPWEILWLR
                     IDGAKLNNIMQILDVAQQPVFEFTSPETITDIYHRLFDLMQSHTLVADAHCDVLCSQL
                     IYTLLENRSFDATKSPVISHRGLGRLIYQIHSHYNDDWDIDKFMQYCQVSKSQLFRLF
                     QETFNQSPLRWLKNYRLSQARRLLVETEETISRIAGLVGYNDPLHFSRDFHRSVGLSP
                     SDFRRQERQLDNDRHD"
     gene            complement(4073099..4073602)
                     /locus_tag="YPA_3633"
     CDS             complement(4073099..4073602)
                     /locus_tag="YPA_3633"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbohydrate transport protein"
                     /protein_id="ABG15595.1"
                     /translation="MRPDRILHPELAAALATLGHTDIILVTDAGFPIPPQAKRIDLGF
                     WPGTVDVLHILRVLRKEIFVEEVRFASEVRDCHPQLYRDVQTLYTGSGAEFQAASHET
                     LCHDLAHQAKVVIRSGSFNPWANFALVASTDPFAWFTDESGVKPLPAYVARRQRILDN
                     VVPELNA"
     gene            complement(4073608..4074537)
                     /locus_tag="YPA_3634"
     CDS             complement(4073608..4074537)
                     /locus_tag="YPA_3634"
                     /codon_start=1
                     /transl_table=11
                     /product="carbohydrate kinase"
                     /protein_id="ABG15596.1"
                     /db_xref="InterPro:IPR002139"
                     /db_xref="InterPro:IPR002173"
                     /db_xref="InterPro:IPR002328"
                     /translation="MSVFILGSYAKALVMTTDRIPLAGETLIGYDFRQTWGGKGSDMA
                     VQAVRLGAEVAYAGVVGDDTFGHEFVGLMQEEGVNIDALTISGELPTGAGLIVKDKEA
                     RNVIVVDMGANKLFTPALVDSALSQLKQSNVVLTQLEIPLETARYGLQRAKEFGKITI
                     LNPAPARDLRGLDLSAIDYLTPNETEARVALGLPPDDPRSNREIANLLLETGCQYVVM
                     TLGESGSAVFGRNDTQEIPPCIIDVVDSNGAGDSFNAALAVALDEGLPISEAVLFANA
                     TAALCCMDWETVPSYRYREDVDAFMRSITVKEE"
     gene            complement(4074694..4075395)
                     /locus_tag="YPA_3635"
     CDS             complement(4074694..4075395)
                     /locus_tag="YPA_3635"
                     /EC_number="4.1.2.4"
                     /codon_start=1
                     /transl_table=11
                     /product="putative deoxyribose-phosphate aldolase"
                     /protein_id="ABG15597.1"
                     /db_xref="InterPro:IPR011343"
                     /translation="MIDFNDPRQVAKAIQFTNVNADLTREGVIKHLNICLEYQFDAAM
                     IAPCWVYLAKDVLKGSGVRVATTVNFPQANDTTAMKVAIVRELAKEGADEFDFPPNPG
                     FLLGGLDELYFNELKEVTHIAHDLGMKVKAMLEFGFITEEAMKIKATRYAYEAGIDWV
                     KQSSGWGKGGCAATVEDVQLLKANIQAPCRVKVSGKVNTLEKMKEMFLAGAELVGTSS
                     GPELVKGLTGDINAY"
     gene            4075866..4076447
                     /locus_tag="YPA_3636"
     CDS             4075866..4076447
                     /locus_tag="YPA_3636"
                     /codon_start=1
                     /transl_table=11
                     /product="putative NAD(P)H-dependent FMN reductase"
                     /protein_id="ABG15598.1"
                     /translation="MRVISLAGSPRTPSRSAALLNLSQHWLQQQNVEVIPYTLHDFQA
                     DDLLRANFNSPDVSAFVAQLATADGLLIATPIYKASFSGALKTLLDLLPERALDHKVV
                     LPLATGGSIGHMLAVDYALKPVLTALKAQEVLHGVFVDDSQVVFHGEQVTVSTSATTR
                     LEEALESFYLALGRRKPLASNAVSSSLVQQTAA"
     gene            4076462..4077598
                     /locus_tag="YPA_3637"
     CDS             4076462..4077598
                     /locus_tag="YPA_3637"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aliphatic sulfonates binding protein"
                     /protein_id="ABG15599.1"
                     /db_xref="InterPro:IPR001638"
                     /db_xref="InterPro:IPR010067"
                     /translation="MSLSFFFRRGFNVHRWLNIGAMAAIITLAFTNTVIAQDNAPAQF
                     RIGYQKGSVNLVLAKTHQLLEKRFPDTQISWIEFPAGPQMLEALNVNSIDLGSTGDIP
                     PIFAQAAGADLLYVGMEPPKPKAEVILVPENSAINSVAELKGHKVAFQKGSSSHNLLL
                     QALQKAGLKFTDIQPVYLTPADARAAFQQGNVDAWVIWDPYYSAALLQGGIRVLIDGS
                     QLNQTGSFYLASRPYTEANGPFIQQVLEVLTQADALTLSDRAQSITLLANAMGLPEAV
                     IASYLDHRPPTAIQPLSQATVAAQQRTADLFFANRLLPVKVDISQRVWQPAGQLSSKP
                     PSSKPSSSKPSSSNQSSPSQLPTDQPSIAQTSIEQSSTAKSQTK"
     sig_peptide     4076462..4076572
                     /locus_tag="YPA_3637"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 37"
     gene            4077617..4078765
                     /locus_tag="YPA_3638"
     CDS             4077617..4078765
                     /locus_tag="YPA_3638"
                     /EC_number="1.14.14.5"
                     /codon_start=1
                     /transl_table=11
                     /product="alkanesulfonate monooxygenase"
                     /protein_id="ABG15600.1"
                     /translation="MSINVFWFLPTHGDGHYLGSSEGARAVDYSYLQQIAQAADRLGF
                     GGVLIPTGRSCEDSWLVAASLIPVTQRLKFLVALRPGIISPTLAARQAATLDRLSNGR
                     ALFNLVTGGDPEELAAEGLHLNHTERYEASAEFTHVWRKVLEGETVDFAGKHIQVKGA
                     KLLFPPVQHPRPPLYFGGSSAAAQDLAAEQVELYLTWGEPPEQVKEKIEEVRAKAAAK
                     GRTVRFGIRLHVIVRETTEEAWRAANRLIANLDDKTIADAQQAFAGFDSVGQQRMAAL
                     HGGKKDNLEISPNLWAGVGLVRGGAGTALVGDGPTVAQRIQEYADLGIDTFVFSGYPH
                     LEEAYRVSELLFPHLDLATTELPTQRPATQPQGEVVANIYVPQKVSQS"
     gene            4078774..4079571
                     /locus_tag="YPA_3639"
     CDS             4078774..4079571
                     /locus_tag="YPA_3639"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aliphatic sulfonates transport permease
                     protein"
                     /protein_id="ABG15601.1"
                     /translation="MMTISAQRILHRLAPWILPVALVVGWQVAVEAGWLSNRILPAPS
                     AVVTAFWALTKSGELWQHLTISSWRALIGFSIGGSIGLVLGVITGLSRWGERLLNSSV
                     QMIRNVPHLALIPLVILWFGIDESAKIFLVALGTLFPIYLNTYHGIKNIDSGLLEMAR
                     SYGLSGFRLLTQVVLPGALPSIMVGVRFALGFMWLTLIVAETISANSGIGYLAMNARE
                     FLQTDVVVVAIVLYALLGKLADGSAQLLERVWLRWHPAYQQKSGEAQ"
     gene            4079568..4080383
                     /locus_tag="YPA_3640"
     CDS             4079568..4080383
                     /locus_tag="YPA_3640"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aliphatic sulfonates transport
                     ATP-binding protein"
                     /protein_id="ABG15602.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTTLTHIPQGTPITLESIGKRYGNRTVLDNLQLRITAGQFVAVV
                     GRSGCGKSTLLRLLAGLEAASDGTLLSGNALLSHAKDETRLMFQEARLLPWKKVIDNV
                     GLGLRGHWRDEALQVLDTVGLADRANEWPAALSGGQKQRVALARALIHRPRLLLLDEP
                     LGALDALTRIEMQGLIERLWQQHGFTVLLVTHDVSEAIALADRVLLIEEGRIGLDLAI
                     DLPRPRRKGSAKLAALEAEVLERVLSPPQGIEASRQGIKASRQGTATSRRVAN"
     gene            complement(4081002..4081205)
                     /locus_tag="YPA_3641"
     CDS             complement(4081002..4081205)
                     /locus_tag="YPA_3641"
                     /codon_start=1
                     /transl_table=11
                     /product="putative DNA-damage-inducible protein"
                     /protein_id="ABG15603.1"
                     /translation="MANAKALGLDLSTVIRMVVNRLAVNAELPIDLLQPNQETLQAIR
                     DLENGVEVYRVDSVDALKRDLGW"
     gene            4081659..4083014
                     /locus_tag="YPA_3642"
     CDS             4081659..4083014
                     /locus_tag="YPA_3642"
                     /codon_start=1
                     /transl_table=11
                     /product="putative xanthine/uracil permease"
                     /protein_id="ABG15604.1"
                     /translation="MSSSNPQAQPKGTLDAFFKLSERGSNVRQEVLAGLTTFLAMVYS
                     VIVVPSMLGKAGFPPTAVFVATCLVAGLGSLLMGLWANLPMAIGCAISLTAFTAFSLV
                     LGQQISIPVALGAVFLMGVLFTIISVTGIRSWILRNLPMGVAHGTGIGIGLFLLLIAA
                     NGVGLVIKNPIEGLPVALGAFTSFPVIMTLLGLAVIFGLEKLRVPGGILLVIVAISVI
                     GLIFDPSVTYQGLFAMPSLADANGDSLIFSLDIMGALQPVVLPSVLALVMTAVFDATG
                     TIRAVAGQANLLDKDGQIISGGKALTTDSVSSIFAGLVGAAPAAVYIESAAGTAAGGK
                     TGLTATVVGILFLLILFLSPLSYLVPAYATAPALMYVGLLMLSNVSKLDFEDFVDAMS
                     GLLCAVFIVLTCNIVTGIMLGFSSLVIGRVCSGEWRKLNVGTVIIAVALVAFYAGGWA
                     I"
     gene            4083363..4085012
                     /locus_tag="YPA_3643"
     CDS             4083363..4085012
                     /locus_tag="YPA_3643"
                     /codon_start=1
                     /transl_table=11
                     /product="putative putative Na(+)/H(+) exchanger protein"
                     /protein_id="ABG15605.1"
                     /db_xref="InterPro:IPR004705"
                     /translation="MEIFFTILILILVVSLSGVVTRMLPFQVPLPLMQIVCGALLAWP
                     NFGLHVNFDPELFLVLFIPPLLFADGWKTPTREFIHHGREILGLALALVLVTIVGIGY
                     LIYWMVPGIPLVAAFALAAVLSPTDAVALSGIVGKGRIPKSIMGVLEGEALMNDASGL
                     VALKFAIAVAMGTMIFTVSGATLEFLKVAIGGLLAGVAITWLYSKSLRIMSRWSGDDP
                     ATQIVLLLLLPFASYLVAEHLGVSGILAAVAAGMTISQSGIIRNAPLAMRLRADSVWS
                     MLEFVFNGMVFILLGLQLPGILETSITQAELDPTIQTWNLFADVAIIYGALLLLRFGW
                     LWSMKKISKRVLTKRPLQFSDYTTRELWVASFAGVRGAITLAGVLSIPLFLSDGSAFP
                     SRYQLVFIATGVILLSVIIGVIALPPLLRGVVVADKSASREEIRLARAAMAEVAIVSL
                     NKMEERLMTSSEENIDSELLKEVSSRVIGTLRRRTGSKDEVENTLLIENLERRFRLTA
                     LRAERGELYHLRATQKISNETLQKLLHDLDLLEALLIEKEG"
     gene            complement(4085230..4086417)
                     /locus_tag="YPA_3644"
     CDS             complement(4085230..4086417)
                     /locus_tag="YPA_3644"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15606.1"
                     /db_xref="InterPro:IPR010916"
                     /translation="MKSLILLLALLIPASVTANTLSVEPKDTKPALIDSLSATFAIDK
                     IAMLKKEKGANESNLYLPFEQTKDGLAILFGDINQDGKIDALVPFTWEGLNGLDQEIP
                     SNDWYSYYAIYLQDDQGWKQVGQIPTGTFTTDNQTLLTNIEDGVIYGEIMPRMTDDDP
                     QPQQWVLRAHPEKDNLLVPIPTPQPLANALTLNLSKKRPLTRNALVTAFGEPINIGDN
                     YFLVDGDCVGHPDWKYYQYPGAAFNVSQNDNSVGVSHFIGIPDNLSLVLGDLTITQKT
                     SAHQLIKALSQNDSFTVSRTSTDLRTDLGQSSPYFDDANDIFALRLPYYIAGFEAWAK
                     KNEAREVPNDEEADTFTRQFYFTTTIGVAPIQNSPTRLMFYFLGDKMVALSVIYDDGQ
                     VCI"
     sig_peptide     complement(4086361..4086417)
                     /locus_tag="YPA_3644"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.947 at
                     residue 19"
     gene            complement(4086569..4087558)
                     /locus_tag="YPA_3645"
     CDS             complement(4086569..4087558)
                     /locus_tag="YPA_3645"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15607.1"
                     /db_xref="InterPro:IPR011920"
                     /translation="MYRYRVMSLCVTHSHLTHNDRVHMIKPQKFHISLLHPRYWLTWF
                     GLGVLFLLVQLPYPLLNKLGVWLGRTSMRFLKRRVSIARRNLELCFPDMDKQVLEQTI
                     IGNFESLGMGLLETGMAWFWSDTRIQRWFSVSGLENLKRAQQGKRGVLVIGVHFMSLE
                     LGGRVMGQCQPMMAMYRPHNNKVMELVQTWGRMRSNKAMLDRRDLRGMVRALKQGEAV
                     WFAPDQDYGPRGSVFAPLFAVEHAATTSGTFMLARLAKPALLPLVLLRKKEGRGYDLL
                     IQPALEDYPIDDEIAAASYMNKVIEKEIMRAPEQYLWLHRRFKTRPIGEPSLY"
     gene            4088283..4089272
                     /locus_tag="YPA_3646"
     CDS             4088283..4089272
                     /locus_tag="YPA_3646"
                     /codon_start=1
                     /transl_table=11
                     /product="putative periplasmic binding protein"
                     /protein_id="ABG15608.1"
                     /translation="MKFNLALLNVCIVSACMLFTTQTLAAEKKHEIAVVAKVTGIPWF
                     TRMEVGVNEAAKKLNVNAYQVGPATPDPAQQVKVIEDLIAKNVDAIIVVPNDAKVLEP
                     VLKKAQEKGIVVLTHESPDQRIGQWDVETIDSEKYAQANMDELAKAMGNKGGYAIYVG
                     SLTVPLHNAWADYAIKYQKEKYPEMFEVTPRLPVAENIDKSYSTTLDLMKTYPQMKGI
                     IGFGSLGPIGAGQAVAKKRAKDQIAVVGIAMPAQAAPYLMRGDIKKALLWDPKDAGFA
                     VVEIANQLLNGQKVTEDLTIDGLGKADVDSKNGVIRFNKILEVTKDNAKTLGF"
     sig_peptide     4088283..4088360
                     /locus_tag="YPA_3646"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.997 at
                     residue 26"
     gene            4089476..4090972
                     /locus_tag="YPA_3647"
     CDS             4089476..4090972
                     /locus_tag="YPA_3647"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter ATP binding protein"
                     /protein_id="ABG15609.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MTQATAFITLENISKRFPGVLALDGVNLTLNKGEVHCLAGQNGC
                     GKSTIIKVISGVYQPEKGASILIDGKLLHQLTPQLSFYYGVQVIYQDLSLFPNLTVAE
                     NIAVHRYLPGGDFWVKRKSMRERALAAMQRVGVTLDLDKKVEQLSIADRQLVAICRAI
                     AADARLVIMDEPTASLTSQEVKGLLNVVRDLKSQGICVVFVSHRLDEVMEVADRISVM
                     RDGKWVGTWQASELDSHELAFLMTGQRFTYRPLPPLAAKAAPLLEIRKLSRGEQFRNI
                     DLTLHQGEIVSITGLLGAGRTELCLSLFGMTQPESGEIFVAGEPVRFRHNRDAIRHGI
                     GYVSEDRLTQGLIMEQSIYDNTIVSVFDQLHTRSGLLDHSKAAALVNKLVQDLNIKVS
                     DTALPVKTLSGGNAQRIAIAKWVATQPRILILDSPTVGVDIANKEGIYHIAKALAEQG
                     MAVLMICDEIPEAYYNSHRVLVMRKGELIAEFYPHQCTEQQIAEVVNG"
     gene            4090965..4091954
                     /locus_tag="YPA_3648"
     CDS             4090965..4091954
                     /locus_tag="YPA_3648"
                     /codon_start=1
                     /transl_table=11
                     /product="putative branched-chain amino acid transport
                     system, permease component"
                     /protein_id="ABG15610.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MDKLKLRQLTGHHEFYLGLLVLLLAIGLSVQSPEFLTLGNLTDV
                     ATSYAILGILACGLFVVLIAGGIDISFPAVTAIAQYVMASWVITQGGSFPLALVMAMA
                     VGLLLGLINGLLVYWLKVPAIIITIATLNLFYGLLVYFTNGTWLYGFPDWFMTGINWF
                     SFEGSDGYDYGLTLPLLCLAGTIIFTGVMMNYTRLGRQIFAMGSNKDAASRLGINIFR
                     LHLYVYGYMGILAGVAAVVQAQISQSVAPNSLMGFELTVLAAVVLGGTSMSGGRGSLT
                     GTVLGVMLLAFLQNGLTLLSVSSYWHTVFSGVIILVSISTTAWNEKRKLLREH"
     gene            4091956..4092909
                     /locus_tag="YPA_3649"
     CDS             4091956..4092909
                     /locus_tag="YPA_3649"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter, permease protein"
                     /protein_id="ABG15611.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MTWLNRTIPDDRIIRLQLLILIAVMLVFSLTLGQRFFSLGNFQS
                     MSSQLPILGMLALGMGLTMLTGGINLSIIAGANACSLVMAAIIVSHPGQPAFLLLALV
                     AGLLVAVAIGTLNGVLISVIGVSPILATLGTMTLITGLNILLSNGDVISGFPPVIQYI
                     GSGDIVGIPVAMILFLLVAAGLWVLLEHTTLGRSIYLVGSNEQATRFSGVNTHRVQIA
                     VYILSALLGWGAAILMMAKFNSAKAGYGESYLLVTILASVLGGINPDGGFGRIIGLIL
                     ALVVLQLLESGLNLLGVSSYLTMALWGGVLILFIALQNRKA"
     gene            4092928..4094565
                     /locus_tag="YPA_3650"
     CDS             4092928..4094565
                     /locus_tag="YPA_3650"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbohydrate kinase"
                     /protein_id="ABG15612.1"
                     /db_xref="InterPro:IPR006003"
                     /translation="MASYFIGVDVGTGSARAGVFDLQGRMVGQASREITMFKPKADFV
                     EQSSENIWQAVCNAVRDAVNQADINPIQVKGLGFDATCSLVVLDKEGNPLTVSPSGRN
                     EQNVIVWMDHRAITQAERINATKHPVLEFVGGVISPEMQTPKLLWLKQHMPNTWSNVG
                     HLFDLPDFLTWRATKDETRSLCSTVCKWTYLGHEDRWDPSYFKLVGLADLLDNNAAKI
                     GATVKPMGAPLGHGLSQRAASEMGLIPGTAVSVSIIDAHAGTIGILGASGVTGENANF
                     DRRIALIGGTSTAHMAMSRSAHFISGIWGPYYSAILPEYWLNEGGQSATGALIDHIIQ
                     SHPCYPALLEQAKNKGETIYEALNYILRQMAGEPENIAFLTNDIHMLPYFHGNRSPRA
                     NPNLTGIITGLKLSTTPEDMALRYLATIQALALGTRHIIETMNQNGYNIDTMMASGGG
                     TKNPIFVQEHANATGCAMLLPEESEAMLLGSAMMGTVAAGVFESLPEAMAAMSRIGKT
                     VTPQTNKIKAYYDRKYRVFHQMYHDHMRYQALMQEGA"
     gene            4094562..4095167
                     /locus_tag="YPA_3651"
     CDS             4094562..4095167
                     /locus_tag="YPA_3651"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphosugar isomerase/binding protein"
                     /protein_id="ABG15613.1"
                     /translation="MSQNKEWLAASDAWMIYSRELAALKENVDQQVWLQVLDALAECR
                     GKIAVTGVGTSGIAARKVAHMLACVEQPAIYLNATDAAHGDLGFLGAQDIIILISRGG
                     NSDELTRLLPTLQRKQVKIISVTENEQSAIAQVSALVLKTHVKQEIDPLNMLATTSIV
                     LVLALFDAICACLMARTGFSKETLLAVHPGGDVGMVLRKQQ"
     gene            complement(4095357..4096211)
                     /locus_tag="YPA_3652"
     CDS             complement(4095357..4096211)
                     /locus_tag="YPA_3652"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glutathione S-transferase"
                     /protein_id="ABG15614.1"
                     /db_xref="InterPro:IPR004045"
                     /db_xref="InterPro:IPR004046"
                     /translation="MMKDNEYQPPKIWTENNASGGVWSKINRPTAGARYEADLPVGKH
                     PLQLYSMGTPNGQKVTILLEELLALGEKGAEYDAHLIRISEGEQFSSGFVSINPNSKI
                     PALMDYSSTPPVRVFESGAILLYLADKFGHFLPKSHAARTEALNWLFWLQGAAPYLGG
                     GFGHFYHYAPVKIEYAIDRFTMEAKRQLDLLNTQLKTHEYIAGDEYTIADIAIWPWYG
                     SLVLGLQYEAGEFLDVKSYPHLIRWTETIAKRPAVQRGRIVNRTWGAPEEQLPERHDA
                     ADFDRLIK"
     gene            4096462..4097808
                     /locus_tag="YPA_3653"
     CDS             4096462..4097808
                     /locus_tag="YPA_3653"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15615.1"
                     /db_xref="InterPro:IPR002016"
                     /translation="MHMSKFRLVLLASSIAFSTSSWAQAVEVSAVLAGHAVLPVKSTV
                     ATPSDAPTDLQQSGKYTSGQRVSALGSVAAKSADRLTGIGLPISGQPLQGHSGIKHMP
                     DGTYWVLTDNGFGSKANSPDAMLYLNHYNIDFKNGNVTPLQTVFLHDPDKKVPFHIIN
                     ESTEKRYLTGSDFDPESFQFADDALWIGDEFGPYLIKADLNGKVLAVFETQVDGNVVK
                     SPDNPTLTLPGAPDGKQNFQVARSKGFEGMAVSPDGSKLYPMLEGALWDGEKFENIDG
                     KRYLRVLEFDVKNQAWTGRSWQYVLEDNQNAIGDFNLIDANHGLVIERDNGEGTADKA
                     CAAGAPTDKCFSQIAKFKRVYKIAFSDDNVGKPVEKVSYIDLLNIKDPQNLARKPLNN
                     GVLTFPFFTIENVDVVDASHIIVGNDNNFPFSSSRQPNEADDNEFILLDVKALLSQ"
     sig_peptide     4096462..4096533
                     /locus_tag="YPA_3653"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.985 at
                     residue 24"
     gene            complement(4097915..4099090)
                     /locus_tag="YPA_3654"
     CDS             complement(4097915..4099090)
                     /locus_tag="YPA_3654"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15616.1"
                     /translation="MKKLIKRLEIIKSGIELEDDDIIRHQLPYLKSETQDPVLVFIVM
                     AIEQGKFTQALDAIATWLGSKQGVIQWQDIELAACKLELKALEEQLSELIDKRNERIQ
                     LLDDFNDLYLVRLGPLMKQILNLRRQLAESTLRKAEAEARRRERDYRNCQQYISQAID
                     ELISLKQRWLALPSISNDTIEIRNRIQQQTELITALLAEIKELENSFCTRNTESTRKA
                     REEAKEKYERYQEQQTDAEQRLDNDRKLSSEQRQDLKRLWRQASRLCHPDLVADAFKE
                     KAHQLMVQLNQARQRGDFPAIHALLESLKQGLEPLMASDLIDDLERLRRKISDVRTQI
                     DAILHEIDALKGEESWRLATSLPDKDKWFKEQENVLSKTLNILERQVEEASRVLYEA"
     gene            4099495..4099953
                     /locus_tag="YPA_3655"
     CDS             4099495..4099953
                     /locus_tag="YPA_3655"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15617.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(4100136..4100348)
                     /locus_tag="YPA_3656"
     CDS             complement(4100136..4100348)
                     /locus_tag="YPA_3656"
                     /codon_start=1
                     /transl_table=11
                     /product="cold-shock DNA-binding protein family"
                     /protein_id="ABG15618.1"
                     /db_xref="InterPro:IPR002059"
                     /db_xref="InterPro:IPR011129"
                     /translation="MSNKMTGLVKWFDAGKGFGFITPADGSKDVFVHFSAIQSNDFKT
                     LDEGQNVEFSIENGAKGPAAVNVIAL"
     gene            complement(4100608..4100916)
                     /locus_tag="YPA_3657"
     CDS             complement(4100608..4100916)
                     /locus_tag="YPA_3657"
                     /codon_start=1
                     /transl_table=11
                     /product="cold-shock DNA-binding protein family"
                     /protein_id="ABG15619.1"
                     /db_xref="InterPro:IPR002059"
                     /db_xref="InterPro:IPR011129"
                     /translation="MSLLLSAQVRHPLKDRPRSLHYCGKIIEGNISMSNKMTGLVKWF
                     DAGKGFGFITPADGSKDVFVHFSAIQSNDFKTLDEGQNVEFSIENGAKGPSAVNVIAL
                     "
     gene            4101065..4101262
                     /locus_tag="YPA_3658"
     CDS             4101065..4101262
                     /locus_tag="YPA_3658"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15620.1"
                     /translation="MVFSSDFMGYVLHLMWINNLLRQLNACGNLCNIFGGGRAYHHFV
                     THISPKPTHMIGGLRAISLRL"
     gene            complement(4101353..4101820)
                     /locus_tag="YPA_3659"
     CDS             complement(4101353..4101820)
                     /locus_tag="YPA_3659"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane lipoprotein"
                     /protein_id="ABG15621.1"
                     /translation="MNKLAIAVALAATVLSGCANNTASGDTFTASQARQVQTVTYGSI
                     VSARPVTIQGGNNNNVAGAIGGAVVGGFLGNTIGGGRGNSLATAGGAVAGGVAGQGIQ
                     SAMNRSEGVQLEIRRDDGSNIVVVQAQGPTRFSAGQRVIIASDRSGTVTVSPR"
     sig_peptide     complement(4101743..4101820)
                     /locus_tag="YPA_3659"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.557 at
                     residue 26"
     gene            4102296..4103108
                     /locus_tag="YPA_3660"
     CDS             4102296..4103108
                     /locus_tag="YPA_3660"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15622.1"
                     /translation="MSASHENYRIFAIKYAHHHRLTRDNFLGGDPHDGPMPIDYFVWA
                     IVGTTRTIMVDTGFDAAMAHQRGRTITHCIEDGLSQLGIDAGKIEDVIISHMHYDHAG
                     NHGLFPNARFHLQDREMAFCTGRCMGHHGLSQAFDVEDVKAMVGRLFAGRLQFHHGDA
                     EIAPGISVHRVGGHTDGLQIIRVHTARGWVVLASDATHFYANIQQRRPYPILYNVGDV
                     LEGYNTLYRWADSFDHIIPGHDPMVLQRYPAGTPETAAWIAQVDVAPLTQWT"
     gene            4103173..4104063
                     /locus_tag="YPA_3661"
     CDS             4103173..4104063
                     /locus_tag="YPA_3661"
                     /EC_number="1.1.1.31"
                     /codon_start=1
                     /transl_table=11
                     /product="putative 2-hydroxy-3-oxopropionate reductase"
                     /protein_id="ABG15623.1"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="InterPro:IPR002204"
                     /translation="MKQLQRIGFIGLGKMGTPMVQRLVKAGFELYLCDADITKVQILT
                     AELNAESLTVDNAASLDALITMLPNSEAVEQVLLGSDGISGWVAQLSQAAVVIDMSSS
                     DPERSRRLAILLAVWELDYLDAPVSGGVKKAQNGTLSILIGGEDRVLKSCYTALAAMG
                     EQILFVGPAGSGHAAKALNNYVSATGLLATIEALHVAQRFGIEPEVMTEVLNTSTGRS
                     NTSENKVRQFMLNGSYASGFTLQLMNKDLHIARNLAQRLNYPMRLGMHCVDVWDEVSR
                     RATPMADHTEMYRLLIDKEP"
     gene            4104241..4104636
                     /locus_tag="YPA_3662"
     CDS             4104241..4104636
                     /locus_tag="YPA_3662"
                     /codon_start=1
                     /transl_table=11
                     /product="putative gamma carboxymuconolactone
                     decarboxylase"
                     /protein_id="ABG15624.1"
                     /translation="MVAQDRFERGFHNRKVVLGAEHVETSWGNSDEFNRPVQKLITEY
                     CWGEVWGDPALTFKTRSMLNIGILTAMGQHHELSLHVKGALRNGVTREEIRAVLLQTV
                     VYCGAPVALAAFRIASAAIKAYDDEIADS"
     gene            4104790..4106154
                     /locus_tag="YPA_3663"
     CDS             4104790..4106154
                     /locus_tag="YPA_3663"
                     /codon_start=1
                     /transl_table=11
                     /product="putative metabolite transport protein"
                     /protein_id="ABG15625.1"
                     /db_xref="InterPro:IPR005829"
                     /db_xref="InterPro:IPR007114"
                     /translation="METLSADSAITAAENDPLRDVKRKNAIKGAFFSEFIDMFDIYLP
                     VIVLPPVLFYFQPPNLSSSTANILASLVFITTLLGRPIGALLFGIMADRIGRRMASIY
                     SVSGFGVVTFLIALIPGYETLGIASYLLLVLLRFIDGIFLGGGYTGAIPLALEYSKKE
                     QRGFVGGLILSGFPAAYVAINLVAMLMFALIPLDGLYSPYAQWGWRIPFVIGGLLAGF
                     LALYYVFNVTESEVWQQGSSKKRAREKQPLSTLVSGQSGRNLWQVLLMMSGFWLTQNL
                     ITLFLPTGLLINTLNMRGLQVTSILLVTYCVLFFSYIGMGMLGQKIGRRRFFMIAGPL
                     IATMGSALLYVLSHGDGLSFSTVMLLVCLLAVVVTSPWGVIITYINEHFATGVRATGF
                     GVGFSLSVIIPSFYAFYMDWLSVVVPFELTAVVLLALGGMIGTVGAIMGPETKEVDFT
                     SSAG"
     gene            4106244..4106906
                     /locus_tag="YPA_3664"
     CDS             4106244..4106906
                     /locus_tag="YPA_3664"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, GntR family"
                     /protein_id="ABG15626.1"
                     /db_xref="InterPro:IPR000524"
                     /translation="MLAGMGVIKPETLRYQVENVLRQAIMSGRFTPGERLIERELCET
                     LGVSRTSIREALRRLEAEKLVSIVPHKGPIVAIISRQEAAELFALRGLLEGFAAREFA
                     QRATDVAIVHFAQAIQALRMAGMTKDRAKVLKAKTDLYDVLLDNCGNGLVKETLTSLH
                     SRINLLRATSLMDPQRLPVSINEIDDLYQALKARDPDAAERHVANAKEVALRILEETN
                     AT"
     gene            4106972..4107448
                     /locus_tag="YPA_3665"
     CDS             4106972..4107448
                     /locus_tag="YPA_3665"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15627.1"
                     /translation="MNTENKKLSTLIGKIHTIAKSRLAAGYEDRNGINEHQVTPCHHA
                     LTLLGGDDFAESYLPFLRNVNGFDLNGVRLFGYFDDKGDERDLRKQLADLKAFPELFP
                     DAFNDWVLIGETDTDILIFNKKNGSYENRDRIGLDRLNESYDDIVGLLISLMPLIE"
     gene            complement(4108202..4108498)
                     /locus_tag="YPA_3666"
     CDS             complement(4108202..4108498)
                     /locus_tag="YPA_3666"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA-binding protein Fis"
                     /protein_id="ABG15628.1"
                     /db_xref="InterPro:IPR002197"
                     /db_xref="InterPro:IPR005412"
                     /translation="MFEQRVNSDVLTVATVNSQDQVTQKPLRDSVKQALKNYFAQLNG
                     QDVSDLYELVLAEVEQPLLDMVMQYTRGNQTRAALMMGINRGTLRKKLKKYGMN"
     gene            complement(4108523..4109488)
                     /locus_tag="YPA_3667"
     CDS             complement(4108523..4109488)
                     /locus_tag="YPA_3667"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15629.1"
                     /db_xref="InterPro:IPR001269"
                     /db_xref="InterPro:IPR003009"
                     /db_xref="InterPro:IPR004652"
                     /translation="MRIGHFQLTNCLIAAPMAGITDRPFRALCHGMGAGMAVSEMLSS
                     NPEVWRTDKSRLRMVHVDEPGIRNVQIAGNDPDEMAAAARINVASGAQIIDINMGCPA
                     KKVNRKLAGSALLQHPDLVKQILSAVVNAVDVPVTLKIRTGWSPEHRNCIEIAQLAEN
                     CGIQALTIHGRTRSCLFNGEAEYDSIRAVKQTVSIPVIANGDITDPHKARAVLDYTGA
                     DALMIGRAAQGRPWIFREIQHYLDTGELLPPMPLGEVQRLLDGHIRELHDFYGPGKGF
                     RIARKHVSWYLQEHAPNDQFRRTFNAIEDASEQLEALEAYFENLA"
     gene            complement(4110077..4110991)
                     /locus_tag="YPA_3668"
     CDS             complement(4110077..4110991)
                     /locus_tag="YPA_3668"
                     /EC_number="2.1.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L11P methyltransferase"
                     /protein_id="ABG15630.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR004498"
                     /translation="MAPIPALERIAMPWIQLKLNTTGNQAESLGDVLVESGAVSVTFQ
                     DTHDNPVFEPLPGETRLWGDTDVIGLYDAETDMADVVAMLECHPQIGKGFIHKIEQLE
                     DKDWEREWMDNFHPMRFGERLWICPSWRDVPDPTAVNVMLDPGLAFGTGTHPTTALCL
                     QWLDSLDLNGKTLIDFGCGSGILAIAALKLGAARAIGIDIDPQAIQASRDNAQRNGVS
                     ERLELYLAKDQPAELSADVVVANILAGPLRELAPLISVLPTTGGHLGLSGVLATQAAG
                     VAQAYEDKFILDPVAEKEEWCRITGIKK"
     gene            complement(4111034..4112488)
                     /locus_tag="YPA_3669"
     CDS             complement(4111034..4112488)
                     /locus_tag="YPA_3669"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium/pantothenate symporter"
                     /protein_id="ABG15631.1"
                     /db_xref="InterPro:IPR001734"
                     /db_xref="InterPro:IPR011849"
                     /translation="MQTDVVLPLVGYLVLVFGLSIYAYTRRQTGNFLNEYFIGNRSMG
                     GFVLAMTLTATYISASSFIGGPGAAYKYGLGWVLLAMIQLPAVWLSLGVLGKKFAILA
                     RRYNAVTLNDMLYARYQSRLLVWLASISLLVAFVGAMTVQFIGGARLLETAAGIPYDT
                     GLLIFGISIALYTSFGGFRASVLNDALQGLVMLIGTILLLVAVIHAAGGLHKAVETLQ
                     HIDPALVSPQGGDQILDVPFMASFWILVCFGVIGLPHTAVRCISYRDSKAVHRGIILG
                     TIVVAILMFGMHLAGALGRAVLPDLKIPDQVIPTLMITVLPPFAAGIFLAAPMAAIMS
                     TINAQLLQSSATIVKDLYLNLWPAELKNERKLARISNLSTLILGLLLLLAAWRPPEMI
                     IWLNLLAFGGLEAVFLWPLVLGLYWERANAHGALSAMIVGAVCYTVLASFDIKIAGLH
                     PIVPSLTLNLLAFYIGNLFGDRARARHPAIVSAD"
     gene            complement(4112478..4112720)
                     /locus_tag="YPA_3670"
     CDS             complement(4112478..4112720)
                     /locus_tag="YPA_3670"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15632.1"
                     /translation="METRFLQANKEARWAFGLTLAYLAGWIITAYLPGNLPGMSGLPA
                     WFEAACIALPLLFIVLCILMVRLIFRDIPLEDDDAN"
     gene            complement(4114078..4115427)
                     /locus_tag="YPA_3671"
     CDS             complement(4114078..4115427)
                     /locus_tag="YPA_3671"
                     /EC_number="6.3.4.14"
                     /codon_start=1
                     /transl_table=11
                     /product="biotin carboxylase"
                     /protein_id="ABG15633.1"
                     /db_xref="InterPro:IPR004549"
                     /db_xref="InterPro:IPR005479"
                     /translation="MLDKIVIANRGEIALRILRACKELGIKTVAVHSVADRDLKHVLL
                     ADETVCIGPAPSVKSYLNIPAIISAAEITGAVAVHPGYGFLSENADFAEQVERSGFIF
                     IGPRAETIRLMGDKVSAISAMKKAGVPCVPGSDGPLSDDTTKNKAFAKRIGYPVIIKA
                     SGGGGGRGMRVVRHDKDLEESINMTRAEAKAAFNNDMVYMEKYLENPRHIEVQILADG
                     QGNAIYLAERDCSMQRRHQKVVEEAPAPGITSEMRRYIGERCAKACMEIGYRGAGTFE
                     FLYENGEFYFIEMNTRIQVEHTVTEMITGIDLIKEQLRIAAGQPLSIKQDEVKVHGHA
                     VECRINAEDPNTFLPSPGKITRFHAPGGFGVRWESHIYAGYTVPPYYDSMIGKLITYG
                     ENRDVAIARMKNALAELIIDGIKTNVELQQRIMNDENFQHGGTNIHYLEKKLGLQET"
     gene            complement(4115439..4115948)
                     /locus_tag="YPA_3672"
     CDS             complement(4115439..4115948)
                     /locus_tag="YPA_3672"
                     /codon_start=1
                     /transl_table=11
                     /product="biotin carboxyl carrier protein"
                     /protein_id="ABG15634.1"
                     /db_xref="InterPro:IPR001249"
                     /db_xref="InterPro:IPR001882"
                     /translation="MMGIIATHKEYGITLMDIRKIKKLIELVEESGISELEISEGEES
                     VRISRAPAAPNYPMMQQPYAFAAPQQQPALAAAVAPAPVAEAAPAAISGHIVCSPMVG
                     TFYHTPSPDAKAFVEVGQKVSVGDTLCIVEAMKMMNQIEADKSGTVKAILVENGQPVE
                     FDEPLVVIE"
     gene            complement(4116061..4116513)
                     /locus_tag="YPA_3673"
     CDS             complement(4116061..4116513)
                     /locus_tag="YPA_3673"
                     /EC_number="4.2.1.10"
                     /codon_start=1
                     /transl_table=11
                     /product="3-dehydroquinate dehydratase"
                     /protein_id="ABG15635.1"
                     /db_xref="InterPro:IPR001874"
                     /translation="MSDKFHILLLNGPNLNLLGTREPEKYGYTTLAEIVSQLEIQAQG
                     MDVALSHLQSNAEHALIDSIHQARGNTDFILINPAAFTHTSVALRDALLGVQIPFIEI
                     HLSNVHAREPFRHHSYLSDIAVGVICGLGADGYNFALQAAVNRLSKSN"
     gene            complement(4116776..4117396)
                     /locus_tag="YPA_3674"
     CDS             complement(4116776..4117396)
                     /locus_tag="YPA_3674"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15636.1"
                     /translation="MRLSLRHITWLKIAIWLAATLPLLWLVLSINLGGLSADPAKDIQ
                     HFTGRMALKLLLATLLVSPLARYSKQPLLLRCRRLLGLWCFAWGTLHLLSYSILELGL
                     SNIGLLGHELINRPYLTLGIISWLVLLALALTSTRWAQRKMGARWQKLHNWVYVVAIL
                     APIHYLWSVKTLSPWPIIYAVMAALLLLLRYKLLLPRYKKFRQWFR"
     sig_peptide     complement(4117286..4117396)
                     /locus_tag="YPA_3674"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.979) with cleavage site probability 0.485 at
                     residue 37"
     gene            complement(4117396..4118496)
                     /locus_tag="YPA_3675"
     CDS             complement(4117396..4118496)
                     /locus_tag="YPA_3675"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15637.1"
                     /db_xref="InterPro:IPR006311"
                     /translation="MHNTFTHTKNNTHTKNNTQAKNSGSQTKSNAVSLNKPRKLTEAD
                     VTPESIFYQRRKVLQALGITAATLALPASAQADLLAWFKGNEPPKAPSGKPLTFTPSA
                     AYHPDLALTPEDKVTGYNNFYEFGLDKADPAANAGTLKTEDWQIKIDGDVVKPMTLDM
                     DYLMKCFPLEERIYRLRCVEAWSMVVPWIGFELGKLLKLAEPTSNARYVAFQTLYAPD
                     QMPGQKNRFIGGGLDYPYVEGLRLDEAMHPLAFMVVGVYGKTLPPQNGAPLRLMTPWK
                     YGFKSIKSIVHIRLTRDQPPTTWNLSAPNEYGFYANVNPHVDHPRWSQATERVIGSGG
                     ILDVKRQPTLLFNGYAEQVASLYRGLDLRKNF"
     gene            complement(4118719..4119696)
                     /locus_tag="YPA_3676"
     CDS             complement(4118719..4119696)
                     /locus_tag="YPA_3676"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc-binding dehydrogenase"
                     /protein_id="ABG15638.1"
                     /translation="MRALILEQIEGRTTAEVRQISASQLPAGNVTVDVNWSSLNYKDA
                     LAITGQGKIIRQFPMVPGIDFAGTVHSSEDPRFHIGQSVLLTGWGVGENHWGGLAEQA
                     RVNGDWLVPMPDGLDARKAMIIGTAGFTAMLCVMALEDGGVTPKSGEVVVTGASGGVG
                     STAIALLSALGYQIAAISGRDSNSDYLKNLGAQRILPRSDYLDASRPLEKQLWAGAID
                     TVGDSMLAKILAQMNYNGTVAACGLAGGYNLPTTVMPFILRNIRLQGVDSVMTPQPRR
                     LQAWQRLQKILPESFYQQASQAITLADTPTIAARLLANEVTGRTLVKVR"
     gene            4120097..4122010
                     /locus_tag="YPA_3677"
     CDS             4120097..4122010
                     /locus_tag="YPA_3677"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase/phosphodiesterase"
                     /protein_id="ABG15639.1"
                     /db_xref="InterPro:IPR000160"
                     /db_xref="InterPro:IPR001633"
                     /translation="MRFTTKLSAFMTLLVVLAMCLVLLGSTISFFYLCQKKMEQRLQS
                     IVTAYDQSLLLQPINKKREWLPLMMQTLGVVDVSVKNSTSTLYQLHIPAVYTPWNSHS
                     RYRQMVLPLLHQPGTEMHFNYIDPLGSYARSIYAAAILSLVVVIALTLLLSFRWLRDQ
                     TVGQEKLERRARRILNGEREHAVRSEDYEWPPCASRAIDHLLSELMEVRAERNRVDTL
                     IRTFAAQDAQTGLSNRQFFDNQLTTQLEETGAHGVVMMVQLPDFEALNETHDQQQVQE
                     LMSSLVNLLSTFVARYPSALLARYLNSDIAILLPHKTLKDADVMAAQLVNAVRTLPEP
                     HIIDRESLLHIGIVAYRSGESVEQIMDNAGQATKSAALYGGNGWYVFDTQVPERGRGS
                     VKWRTLLEQTLASGGPRLYQKPVITVDGKISHREIISRIYDGEQELLAAEFMPLVQLL
                     GLGERYDRQKIDKIIPLLSLWPDETLAFSISVDSLLHRPFQRWLRDTLLQCKKSDRMR
                     IIFELAEADVCQHIEEIRQMVRLLRGVGCKVMASQAGLTVVSTSYIKSLQVEMIKLHP
                     GVVRSINFRYENQLFVESLTGACAGTQTKVFAAEVRTREEWQTLQEKGVYGGQGNFFA
                     PPTPLNSGKKKYS"
     sig_peptide     4120097..4120174
                     /locus_tag="YPA_3677"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.955 at
                     residue 26"
     gene            4122347..4123390
                     /locus_tag="YPA_3678"
     CDS             4122347..4123390
                     /locus_tag="YPA_3678"
                     /codon_start=1
                     /transl_table=11
                     /product="rod shape-determining protein MreB"
                     /protein_id="ABG15640.1"
                     /db_xref="InterPro:IPR004753"
                     /translation="MFKKFRGMFSNDLSIDLGTANTLIYVKGQGIVLNEPSVVAIRQD
                     RAGSPKSVAAVGHDAKQMLGRTPGNIAAIRPMKDGVIADFFVTEKMLQHFIKQVHSNS
                     FMRPSPRVLVCVPVGATQVERRAIRESAQGAGAREVFLIEEPMAAAIGAGLPVSEATG
                     SMVVDIGGGTTEVAVISLNGVVYSSSVRIGGDRFDEAIINYVRRNYGSLIGEATAERI
                     KHSIGSAYPGDEVLEIEVRGRNLAEGVPRGFTLNSNEILEALQEPLTGIVSAVMVALE
                     QCPPELASDISERGMVLTGGGALLRNLDRLLMEETGIPVVVAEDPLTCVARGGGKALE
                     MIDMHGGDLFSEE"
     gene            4123594..4124589
                     /locus_tag="YPA_3679"
     CDS             4123594..4124589
                     /locus_tag="YPA_3679"
                     /codon_start=1
                     /transl_table=11
                     /product="rod shape-determining protein MreC"
                     /protein_id="ABG15641.1"
                     /db_xref="InterPro:IPR005223"
                     /translation="MKPIFSRGPSLQLRLFFAIIAAIVLVIADSRLGTFVKIRTYMDT
                     AVSPFYFLANGPRKILDNVSDTLATREQLELENRALRQELLLKNTDLQLLGQFKQENN
                     RLRELLGSPLRQDEQKMVTQVMSSGTDPYSDHVVIDKGSNSGVYEGQPVISDRGVVGQ
                     VVAVSKFTSRVLLICDASHALPIQVLRNDIRVIAAGSGCSDDLLLEHLPSNTDIRVGD
                     VLVTSGLGGRFPEGYPVAVVSSVKVDNQRAYTVIQARPTADLQRLRYLLLLWGADRNG
                     DMPMPPDEVRRVANERLAPMMSQVLPSADAMGPPAPAASTPAGATPGVVTPGVSP"
     gene            4124586..4125074
                     /locus_tag="YPA_3680"
     CDS             4124586..4125074
                     /locus_tag="YPA_3680"
                     /codon_start=1
                     /transl_table=11
                     /product="rod shape-determining protein MreD"
                     /protein_id="ABG15642.1"
                     /translation="MNRYSSHGRWVIWLSFLIAMVLQIMPWPEQIYMFRPSWLALVLI
                     YWVMALPHRVNVGTGFILGLIMDLILGSTLGVRALAFSIIAYLVAFKFQLFRNMALWQ
                     QALIVMLLSLTMDVVVFWSEFLVINVAFRPEVFWSSVVNGILWPWLFLLMRKIRRQFS
                     VQ"
     gene            4125082..4125681
                     /locus_tag="YPA_3681"
     CDS             4125082..4125681
                     /locus_tag="YPA_3681"
                     /codon_start=1
                     /transl_table=11
                     /product="putative inhibitor of septum formation"
                     /protein_id="ABG15643.1"
                     /db_xref="InterPro:IPR003697"
                     /translation="MPMTALYLASASPRRRELLALLDLPFEVLKTEVEEQRHPGESAQ
                     VYVQRLAQDKARAGVAVAPQDLPVLGADTIVVLNGQVLEKPRDKEHAQQILSALSGQK
                     HQVMTAVALADRQNMLSAMVVTDVTFRVLSPLEISDYIATGEPMDKAGAYGIQGKGGC
                     FVRAIAGSYHAVVGLPLVETHELLSHFIAQRNVRGIHDS"
     gene            4125671..4127140
                     /locus_tag="YPA_3682"
     CDS             4125671..4127140
                     /locus_tag="YPA_3682"
                     /EC_number="3.1.4.-"
                     /codon_start=1
                     /transl_table=11
                     /product="RNAse G"
                     /protein_id="ABG15644.1"
                     /db_xref="InterPro:IPR003029"
                     /db_xref="InterPro:IPR004659"
                     /translation="MTAELLVNITPSETRVAYIDGGILQEIHIEREAKRGIVGNIYKG
                     RVSRVLPGMQAAFVDIGLDKAAFLHASDIMPHTECVAGDEQKNFNVRDIAELVRQGQD
                     LMVQVVKDPLGTKGARLTTDITLPSRYLVLMPGAAHVGVSQRIESEAERERLKKTVAA
                     YCDEQGGFIIRTAAEGIGEEELSADAAFLKRLWTKVQERKKRNITKYKLYGEMALAQR
                     VLRDFAGAALDKIRVDSKLTYDLLVEFTREYIPEMTDKLELYTGKQPIFDLYDVENEI
                     QRSLERKVELKSGGYLIIDQTEAMTTVDINTGAFVGHRNLEETIFNTNIEATQAIARQ
                     LRMRNLGGIIIIDFIDMSNEDHRRRVLHSLEQALSKDRVKTSINGFSQLGLVEMTRKR
                     TRESIEHVLCHECPTCRGRGTVKSVETVCYEILREIVRVHHAYDSDRFLVYASPAVGE
                     ALKGEESHALAEVEIFVGKQVKVQIEPLYNQEQFDVVMM"
     gene            4127234..4131157
                     /locus_tag="YPA_3683"
     CDS             4127234..4131157
                     /locus_tag="YPA_3683"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15645.1"
                     /db_xref="InterPro:IPR011836"
                     /translation="MRRLPKIMFATGATIIVVVALLVSALRMMLPLINEYRPQIVAKI
                     QSVSGIPLDVGFMQGTWETFGPTLELRDIRAQMPKADLQVQRVTLALDVWQSLLHWRW
                     QFRDLTFYQLQLDLHTTLDATQNNGSNLETGNVHNIFLRQLDRFDLRNSRISFLTPSG
                     PRAELEIPQLTWLNSSTRHRAEGQISLSTINGQHGVVQVRMDLHDNQGILNNGTVYMQ
                     ADNIDLKPWISRWLQNNTGLDNAEFSLAAWLSIKSGEVYRGNVLLSQGQANWTVGSNS
                     HQLSVDNFVLEGRRQGNGWQIDAPVLNLKTDGQAWPKGRLSALWLPENTQFIGPEQRQ
                     ELRIRASNLQLERIGPLLPTLSPFTPELLARWADLQPQGYVDALALDIPISQPETTRF
                     QAKWHDVSWQYWGQLPGVNHFDGELSGSARLGRLNINLKNSLLPYGDLFRAPLEVSQA
                     SGALNWRIDDKGWALWSDQLDVQAKSLWGNGSFYYMQPNQKPSQLNQAQPWLKILAGI
                     RLYDATDAWRYFPVSLMGEKLADYLTEALQGGQVDNATLVYNGNPHDFPYKNKEGQFQ
                     VYVPLRNAVFQFQPDWPALDNLAIDLNFLNEGLWMNAPHTLLGKVIGSNISAIIPDYL
                     KEKLYVDADVLGEGRDVHDYFTATPLKDSVAETLDELQVGGKISGRLHLDIPLEEESI
                     THASGEVTLNNNSLLVKPLQSQLENINGKFRFYDGNLESETLSANWYGQPLTVNFTTK
                     EQPKDFLVNVGLQGDWLPAKLPGVPDSLAKMLSGSANWQGKVAVKLPQHGKPDYQVDV
                     SADLKKVSSHLPSPLDKNSGQALPLHVQVNGGLEAFTLSGSAGNNNAFNSQWLLQGEK
                     VELARAIWQTDSKKIPSLPDDKALVFKLPAIDGERWLALLAPELATAASPFAASFSSP
                     SATSSTQPKIKGSKTNVILPKRLTLQTPELLVGGQAWHQLTLQADPLPSGMKITAKGQ
                     EVDGSLLMADYGPWHADLNYLYYNPQWGSREANNPLAQAVSQEPTVLQKPQPPSGISF
                     SDWPALQLRCKACWILGQNIGRVNADLTPKGSALILTNGLIEAGNGRANITGQWQQDR
                     AGDKTTLNIGLNGPRIDETLSFFGLTTLIKNASFAINADLNWRGVPWEPQINTLSGTL
                     KGRLGKGQLTDLGGGRAGQLLRLVSFDALLRKLQLDFSDTFSRDFAFDSIRSTATLKN
                     GVMSTNDLVIDGLAADIAMNGKVDLVKRQIAMEAVITPELSATVGVATAFAINPIVGA
                     AVFAASKILGPLWSKVSLIRYQITGSLDQPTIHEVLRQLKENEAP"
     sig_peptide     4127234..4127311
                     /locus_tag="YPA_3683"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.877) with cleavage site probability 0.576 at
                     residue 26"
     gene            4131154..4132023
                     /locus_tag="YPA_3684"
     CDS             4131154..4132023
                     /locus_tag="YPA_3684"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbon-nitrogen hydrolase"
                     /protein_id="ABG15646.1"
                     /db_xref="InterPro:IPR001110"
                     /db_xref="InterPro:IPR003010"
                     /translation="MKNANVALLQLCSGENTRDNLAQIEQQIKQLNAGIKLVMTPENA
                     LLFANAASYRHHAEHHNDGPLQQEVREMARRYGVWIQVGSMPMVSRESPDLITSSSLL
                     FDDQGELKARYDKIHMFDVDINDIHGHYRESDTYQPGQQLTVVDTPVGRLGMTICYDL
                     RFPGLFQALRAQGAEIISVPAAFTKMTGEAHWETLLRARAIENQCVILAAAQVGRHGA
                     TRRTWGHTMAVDAWGKIIGHNPDAVAALKVRIETAGLKTIRNQMPVMQHNRFQATLEP
                     TLNKPLLNKPPSN"
     gene            4132035..4133480
                     /locus_tag="YPA_3685"
     CDS             4132035..4133480
                     /locus_tag="YPA_3685"
                     /codon_start=1
                     /transl_table=11
                     /product="microcin-processing peptidase 2. Unknown type
                     peptidase. MEROPS family U62"
                     /protein_id="ABG15647.1"
                     /translation="MSLSFVSEQLLTANKLNHQDLFSVLGQLTERRLDYADLYFQSSY
                     HEAWVLEDSIIKDGSYNIDQGVGVRAVSGEKTGFAYADQITLNALQQSAHAARSIVRD
                     TGNGKVHTLGEIAYQALYPLLDPLQSLSREDKIALLHRVDKVARAADKRVQEVSASLT
                     GVYEQILVAATDGTLAADVRPLVRLSVSVLVEDNGKRERGACGGGGRFGYDYFLETVD
                     GEVRADNFANEAVRMALVNLSAIAAPAGAMPVVLGAGWPGVLLHEAVGHGLEGDFNRR
                     GSSVFSGQMGKLVASELCTVVDDGTMQGRRGSLAIDDEGVPGQYNVLIENGILKGYMQ
                     DKLNARLMGVAPTGNGRRESYAHLPMPRMTNTYMLAGQSTPEDIIASVEYGLYAPNFG
                     GGQVDITSGKFVFSTSEAYLIEKGKITHAVKGATLIGSGIEAMQQISMVGNDLALDKG
                     VGVCGKEGQSLPVGVGQPTLKLDNLTVGGTA"
     gene            complement(4133683..4136541)
                     /locus_tag="YPA_3686"
     CDS             complement(4133683..4136541)
                     /locus_tag="YPA_3686"
                     /codon_start=1
                     /transl_table=11
                     /product="putative insecticidal toxin"
                     /protein_id="ABG15648.1"
                     /db_xref="InterPro:IPR000387"
                     /db_xref="InterPro:IPR002345"
                     /db_xref="InterPro:IPR006530"
                     /translation="MSTSLPTQLCANTPALTIHDNRGLAIRTLAYNRRDHNETVDELI
                     SRNRYNASGQLIASRDPRLEVDNFRYQYSLSGVPLRTDSVDSGSTLQLADSAGRTVLT
                     LDAHHTRRWVEYETGEHSLGRPLSYHEQAKGGLKTVTDRFFYATNSEQDKNCNLNGQC
                     VRHYDSAGLQALISQSIIGVPLQQQRRLLTNPKGPVDWFGEKENWGARLSEQPFVSHS
                     TTDALGQLLTQTDAKGHIQRMAYNRAGQLIGSWLTIKNSAEQVILRSLTYSAAGQKLR
                     EESGNGVITEYRYEPQTQRLIGIKTTRPAKKDRPTRLQDLRYDYDPVGNILAIHNDAE
                     ATRFYRNQKIVPETTYRYDALYQLIEATGREADTNGIQNSQLPALASLNDSNQFVNYT
                     RSYHYDRAGNLLKIQHTGASQYSTHITVSDSSNHGIQQQDGIIARDIRSQFDAAGNQQ
                     QLQPGQPLRWNSRNQLQQVEPVPRNDGISDSESYLYDGSGRRVAKISLHKTHNAIQTR
                     SVIYLAGLELRGQHNDNNLTESFQVITVGAAGRAQVRVLHWESGQPVDIVNDQLRYSF
                     DNHLGSALIELDSDGDIISQEEYYPFGGTAVLASRNTVEAKYKTVRYSGKERDATGLY
                     YYGYRYYQPWLGRWLSADPAGTIDGLNLYRMVRNNPIRWRDNNGLLTEEQINMYVNLF
                     SNIGLKNDDELKSELLKYGLSEEEQNQIYLNMLRPMQSGSSSSLFSFPSESSSSSGST
                     QSVDSGYLSPVRNYHFFEDIKLATMHRPYPKKQASSDTITYSAEDLTEASPIKILIGL
                     DLTSKNTQPYKSALAEKGIKYITKEKYEITDFFEEGGLSTEQIDLTVNKILKLQKKDL
                     VGIHCGAGNGRSGVIASALSINKQYTTDKINSFDVTHSLRGSILKDTQTYQVDTVTAK
                     AVGIIREINPKAVERNQDVISLYRYSHFLYTRKHTTSL"
     gene            complement(4136566..4139514)
                     /locus_tag="YPA_3687"
     CDS             complement(4136566..4139514)
                     /locus_tag="YPA_3687"
                     /codon_start=1
                     /transl_table=11
                     /product="putative insecticidal toxin"
                     /protein_id="ABG15649.1"
                     /db_xref="InterPro:IPR000387"
                     /db_xref="InterPro:IPR002345"
                     /db_xref="InterPro:IPR006530"
                     /translation="MWSALAWRWCAVMLTGSQRYAFCNDRFHNRKITRLRNNFMPNIL
                     PTDLCANTPTLAIHDNRGFAIRTLAYNRRDHNETIGELISRNRYNASGQLIASRDPRL
                     EVDNFRYQYSLSGVPLRTDSVDSGSTLQLADSAGRTVLTLDAHHTRRWVEYETGEHSL
                     GRPLSYHEQAKGGLKTVTDRFFYATNSEQDKSGNLNGQCVRHYDSAGLQALINQSIIG
                     VPLQQQRRLLTNPKGPVDWFGEKENWGARLSEQPFVSHSTTDALGQLLTQTDAKGHIQ
                     RMAYNRAGQLIGSWLTIKNSAEQVILRSLTYSAAGQKLREESGNGVITEYRYEPQTQR
                     LIGIKTTRPAKKDRPTRLQDLRYDYDPVGNILAIHNDAEATRFYRNQKIVPETTYRYD
                     ALYQLIEATGREADTNGIQNSQLPALASLNDSNQFVNYTRSYHYDRAGNLLKIQHTGA
                     SQYSTHITVSDSSNHGIQQQEGITARDIRSQFDAAGNQQQLQPGQPLRWNSRNQLQQV
                     EPVPRNDGISDSESYLYDGGGSRVVKTSLHKTHNAIQTRSVIYLAGLELRSQYNGNNL
                     TEDFQVITVGAAGRAQVRVLHWERGQPVDIVNDQLRYSFDNHLGSALIELDSDGDIIS
                     QEEYYPFGGTAVLASRNTVEAKYKTVRYSGKERDATGLYYYGYRYYQPWLGRWLSADP
                     AGTIDGLNLYRMVRNNPVGLMDGDGLMTDKLLAKHEANFAKKNISSMAELKSEIEKLG
                     LLPADSKQLFLHLNGGESDDEPSGSSGSSGSSEILENTSPHKIKNFHFISEINLATMP
                     RPYYKDFSSTEDMLESAERLKAYGSIDTLLTLDLTSEDIPEFTSILADKGINYIAEKQ
                     YEIIDYFSEDELSSENIDRIVNMIKTIQNNNHKVGIHCAAGNGRSGLIATAMIINKKY
                     TQSRINSFEEKNKLKEIIDKNKNEINVDAITYDAMKLVRKTNPFAGERTTDIKAAREY
                     SRYLYSKQNR"
     gene            complement(4139598..4139966)
                     /locus_tag="YPA_3688"
     CDS             complement(4139598..4139966)
                     /locus_tag="YPA_3688"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15650.1"
                     /translation="MLPMISLSTLFGLGKSMMLLAGVVAIVWGVQASRTLDRLNQENV
                     QLTTQLARIGQINQQLTQHIQATTVQLKQAQEQERLEGEKSSELQKRLRLAQKGNRCA
                     EEPVPAAVIRMQQQSFSDGK"
     sig_peptide     complement(4139868..4139966)
                     /locus_tag="YPA_3688"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.800) with cleavage site probability 0.475 at
                     residue 33"
     gene            complement(4139954..4140355)
                     /locus_tag="YPA_3689"
     CDS             complement(4139954..4140355)
                     /locus_tag="YPA_3689"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phage-related protein"
                     /protein_id="ABG15651.1"
                     /translation="MMNDKPTFRLSQISEHNLHHVHPDLVLIVRRALTLSHIDFRVIE
                     GIRTPERQRQMVLNGHSKTMNSRHLTGHAVDLAPMVNNRIPWDDWHAFVHVAKAMKQA
                     AKAMELPLQWGGDWKNFRDGPHFELPRECYP"
     gene            complement(4140368..4140670)
                     /locus_tag="YPA_3690"
     CDS             complement(4140368..4140670)
                     /locus_tag="YPA_3690"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phage-related protein"
                     /protein_id="ABG15652.1"
                     /translation="MHVQVPIDDFFITWVIIGTFSAWGGLVRYIVDQNNEYEEWSWVG
                     VLCQVIVSAFTGLIGSLFTLETGSSRYITFAIAGLFGAMGNTALKHLWQRFFSHSK"
     gene            complement(4140804..4145294)
                     /locus_tag="YPA_3691"
     CDS             complement(4140804..4145294)
                     /locus_tag="YPA_3691"
                     /codon_start=1
                     /transl_table=11
                     /product="insecticidal toxin complex"
                     /protein_id="ABG15653.1"
                     /db_xref="InterPro:IPR000408"
                     /db_xref="InterPro:IPR003284"
                     /translation="MENSKQQVAVAPLSLPKGGGAITGMGDSLGPIGPSGMATLTLPL
                     PISAGRGYAPSLTLSYSSGSGNGPFGLGWQLGTMAIRRRTNAQVPRYDEYDEFLAPNG
                     EVMVVAADPQGSIERTEQSLNGEQFSVIRYLPRIEGNFHRIEYWRPRTNNSQAPFWLV
                     HSSDGQKHCLGYSAAARIADPLHPEHIAEWLLEESVSLSGEHIGYQYQAEDEQGIDEP
                     SIYKAEKQNHPAASAQRYLKRVVYGNRQAAYELYCLTQQPAPTSWLFSLIFDHGEYSN
                     IAEQVPVIIKGKSWNFRQDAFSHFNYGFEVRTRRLCQQVLMYHNLSALKGDEPDAQAT
                     LVSRLRLHYQHDAYATQLVGCQQLAHEPDGTKRSLPPLEFDYQDFSTRDALGWQPLTD
                     WAEFNYQYQMVDLNGEGMPGMLYQDSGHWIYRPPVRQPGTADGITFGAAQRLPSLPAM
                     RENAMLMDINGDGKLDWVISQPGLAGYFSRDPDLSRDPDLSWTQFIPLSTLPAEYFHP
                     QAQLVDLAGSGLSDLALVGPKSVRVYTNLCDSFAAATQVAQDDDITLPLPGVHFTELV
                     AFSDVMGSGQQHLVRIRHNSVTCWPNLGHGRFGHPLSLPGFNQPVEQFNPLAIYLADI
                     DGSGTIDLIYATTSQLLIYRNQSGNRFAEPLAIALPTGIRFDNSCQLSLADIQGLGVA
                     SIMLSVPHPTTQHWRYDFVASKPYLLCTTNNNMGAESQLLYRSSVQFWLDEKAQAAKQ
                     GRSLACQLPFPIHLLAQTTQFDEITGNSLSQTARYFHGFYDGVQREFSGFGRVDTLDT
                     DTSAQGSAAERTAPTKSSRWFHTGRAGNETLWQSEYWQGDDQAYSLLPTRLTKFINNT
                     QGDELLSELDDNQTFWLHRALKGSLLRSELYGLDDSELATQPYSVNSSRYQVRQIQSS
                     ADGISSPVALPMVLEQLSYHYERIAQDPQCSQQIVLRCNEYGHPLHSVTINYPRRDKA
                     RISPYSWLAKEHWDSHFDEQQQQLRITESQQSYHHEISDKFYVLGLPAGQRSDVLTYP
                     DNFVPTAGIHWEELQQPEGLLGTKAERTFTAQQQVFYTSDTIPGLVAYSQQAEFDDQT
                     LVALDELLPANERKQQLIKAGYQIAPRLFARTGETDIWVAQSGFTDYGDASRFYRPIS
                     QRSTQLVGKTILEWDATCCAVSDIILADYSITHAEYDYRFITPYLLIDINDNQHYIEL
                     DALGRVTSSRFAGTEIDPQTNKVIETGFPSIAEQPFSAPNSVDKALSLENTRIPVAQF
                     SVYQPQSWMISLQLDDIEIWIRANNITPEYLFQNHILIDNYYLCPLALRRWGRQNNLL
                     ITEGVGLTLKNPMRQPPHILTVVVDNYFSASEPQQHQQTLAFSDGFGRVLLSARRVET
                     GPSYSFDPENGLLVDDKGNLVQLEVDQRWAVSGRTEYDNKGLPRRRYQPYFFDNWIWL
                     YIANNRTLKEAYADTHIYDPLGREIKVITAKGYLRRTHYFPWFVISEDENDTASEITP
                     NP"
     gene            complement(4145351..4148944)
                     /locus_tag="YPA_3692"
     CDS             complement(4145351..4148944)
                     /locus_tag="YPA_3692"
                     /codon_start=1
                     /transl_table=11
                     /product="putative toxin subunit"
                     /protein_id="ABG15654.1"
                     /db_xref="InterPro:IPR006162"
                     /translation="MPTSTVLNKINESRRDALVNYYLAKNVSGDEKIKTAEQLYQYLL
                     LDTKIGHEVKTSPIAEAISSLQIYINRCVDGEENDLHEKNISTHFSSDNFLHGWNSYN
                     KRYARWAGKEKLMYYAADYIDPTLRYNKTELFNTFEQSINNSRLTEKSVKSALQSYLI
                     SYEKLAQIDTIKELYVENIKTHFFLGKTRESPCQYYWRSGEQLSNDSHHLRWSEWKKV
                     NCNINGTEEKFFINLSWHRSSLYIDWINKFSIRTDKDETTEKYHYNRVYKNDDNTWSE
                     LIINMDIGFKLSTSTEVITLPPFFVNQGDPNAKEEVENLFLTNGTSIKRIESRLHGYI
                     NGHIKILCNDDGISFEIAEKLINGDNGTIGEVKIIENEKIISTINNEKGENKKINLID
                     KFEIRIFPYNELVASTIVFNRIKPEEKIIDELDDKISLLSPNSLPLKEKFQTSVDELL
                     SYNTQKNNVKLNAFNGSYGIYLWELFFHIPLLASMRFLNEQRFDLAQHWLKYLFNSAG
                     YRDGNGNLLKEGDNILYWNILPLQQDTAWDKNTLIQATDDPDVIAMQDPMQYKLAIFM
                     RTLDLIISQGDQAYRQLERDTLAEAKIHYIQASQLLGPRPNLNSSHQWENIKLAEESR
                     QLENSHFLPPYNELLLSYWDKLEIRLYNLRHNLNLDGQPLHLPLFATPVDPKALQRQH
                     GAGNGINSSEQIATAQTSLYRFPLLIERAKSAVSAVIQFGNSLQSVLERQDNEAMTLL
                     FQQQQQKVLQHTKDIQNNNIQVLQASLEATDSLKSAAEQRRKHYKELLDNGISSDEQL
                     AINIRIASAALNGESLVPLGLSAVLDTAPNVFGLADGGSRWGAISQAVGWGMQSMAMA
                     LETTAGVRDAKANYSRRAQEWTLQKDQADKDIEQLAHQYTSVQEQLNMAQKQLNLAEL
                     EQGHADALYQMQSTRFTGKELYNWMAGRLSGLYFQLFDATQPLCLMAKAALEKEVDKA
                     KTDGLFIRSGWNDLYQGLLAGEDLQLNLQKLENVWLMEEQRALEVERTVSLAQHYQQL
                     SDHKFNLAEIVTGYMAQDKDQKTGNEQDFVELKNGTLITSLSIKGLNLVEDYPETMHL
                     GDIRRIKQISVSLPALLGPYQDVQATLDYAGENTHLAKGCTALAISRGMNDSGQFLLD
                     FNDGKYLPFEGIDISDKGTLVLRFPNATSKQKLLLQSLSDIILHIRYTIRS"
     gene            complement(4148985..4150208)
                     /locus_tag="YPA_3693"
     CDS             complement(4148985..4150208)
                     /locus_tag="YPA_3693"
                     /codon_start=1
                     /transl_table=11
                     /product="putative insecticial toxin"
                     /protein_id="ABG15655.1"
                     /translation="MPLLCLQWMSEQKLDITTLQAMLTKQYSTTATPELFNFLSNIYQ
                     TLGKQVYSESLKPNLYRSLANGFHLKANVVAGLVNWLAKNDSEFTLERFWQNISMTFA
                     EEPSLHQLEIHQPLLIQCQKLSQYVLIAQWAELSEQEIALILLPNGIDNRGSAPSPSI
                     TLLKLLSEFKLCQQEAKVSQSELFDIMQQLITDTNEKQEKLRNSADKVIRSIAKSIGS
                     INNSMDDIDSTISIRNGSATLFPPEHPMYKALKLEVSNLEKSKIQLEGKKKEEEIKLE
                     QAKDNIQSLINNWDSEIIIRLADAYHWDINIANSIFILIFGEKINFTFHYENRNDYHY
                     EEHYGYRFEQKPMYSFDKKLTNGFGSILLLKNHIYIAEKLKIHPGTIIKIKNYIFDDK
                     SNELENIANKLRVNL"
     gene            complement(4150177..4151475)
                     /locus_tag="YPA_3694"
     CDS             complement(4150177..4151475)
                     /locus_tag="YPA_3694"
                     /codon_start=1
                     /transl_table=11
                     /product="putative insecticial toxin"
                     /protein_id="ABG15656.1"
                     /translation="MQDNIDHTASVIADTDNTIHQQAKAEERHRQAVRRATQLRNDPV
                     LSGINKLAFSVAPKILQPEARTDLSLAEGIPERANEYADPASIQSLFSPGRYLCELYH
                     VAKELHEDGNKLHIDKRRPDLQELVLSNSNMNQEVSSLEILLNVLQTNAPLAKLAKDT
                     EAHANDVSFTLPYDDNLTVINAILEDKAISLREIAALLAENNDPWANPITPALVQEQL
                     GLNPASYALIDIKSPLDDNSAKRLAHATQLSVEQLQWLNKNAIESSSDKDSPLRPEIL
                     TIISEYRRLHQRYGLSVDPFIAIINAVNTTHTNENKTSFFQQIFSTLDVDAGFNFLDQ
                     GSWEVIIRKALGITAEELLRIAKYCFGKSSISNVKMNSKKFSQLYRMAMIPRTLGVSF
                     SQAEYLWQLYSHPDENIMEKIAQGNALTIIDAIIVPSMDE"
     gene            complement(4151711..4152577)
                     /locus_tag="YPA_3695"
     CDS             complement(4151711..4152577)
                     /locus_tag="YPA_3695"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lysR-family transcriptional regulatory
                     protein"
                     /protein_id="ABG15657.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MFISKNLLVFFTTVQEGSLTNAAVKLFTTPPPMSRSLKILEEEL
                     GFKLFTRTTSGLKLTLEGAAFYQEIYPTYVRLTEITKNYKKNKNGIINIATYQLNSDH
                     AGVICDYFIKKGNFNIELRENIGDISQMDIVISTKEIKGYDFDTELTASCEIKLLYAS
                     HLNDLPDRVEYLKKLPFIQSSIFCSSCCFKRFSHNLIQQGYSGNVLRIDDARVRHEII
                     KKGAGISLSTNYFFDKKKISHSTEISFISDINFDITYYIYFKSSVINKEFFIQYITNN
                     SLLQWQKAEKKH"
     gene            complement(4152838..4153749)
                     /locus_tag="YPA_3696"
     CDS             complement(4152838..4153749)
                     /locus_tag="YPA_3696"
                     /codon_start=1
                     /transl_table=11
                     /product="lysR-family transcriptional regulatory protein"
                     /protein_id="ABG15658.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MERLKQMSVFAKVVECGSFTAAARRLENSVSSISQTVSKLENEL
                     NVKLLNRSTRRIGLTEAGRIYYQGCRRMLQEVQQVHEQLYAFNNTPTGTLRIGCSSTM
                     AQNVLATMTADMLKAYPGLSVNLVAGIPAPDLIADGLDVVIRVGALQNSGLFSRRLGA
                     MPMVVCAAKSYLSQYGTPAKPSDMANFSWLEYNVRPDSNFELIAPEGITTQISPQGRF
                     VTNDSQTMIRWLKAGAGIAYTPLMWVIEEIKRGEVEILFKHYHSDPRPVYALYTEKDK
                     MPLKVQVCIDYLTEYFKRVADVYQDYR"
     gene            4154052..4154255
                     /locus_tag="YPA_3697"
     CDS             4154052..4154255
                     /locus_tag="YPA_3697"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15659.1"
                     /translation="MSLLPVMVIFGLSFPPIFLELLISLALFFVVRRILQPTGIYEFV
                     WHPALFNTALYCCLFYLTSRLFS"
     gene            4154263..4155198
                     /locus_tag="YPA_3698"
     CDS             4154263..4155198
                     /locus_tag="YPA_3698"
                     /codon_start=1
                     /transl_table=11
                     /product="putative HlyD family secretion protein"
                     /protein_id="ABG15660.1"
                     /translation="MSTFSLKIIRVGITVLVVVLAVIAIFNVWAFYTESPWTRDAKFT
                     ADVVAIAPDVSGLLTEVPVKDNQLVQKGQILFVIDQPRYQQALAEAEADVAYYQTLAA
                     EKQRESSRRHRLGIQALSQEEIDQASNVLQTVQHQLAKAIAVRDLARLDLERTTVRAP
                     AEGWVTNLNVHAGEFINRGATAVALVKKDTFYILAYLEETKLEGVKPGYRAEITPLGS
                     NRILHGTVDSISAGVTNSSSSADSKGLATIDNNLEWVRLAQRVPVKIHLDSEDQQYLY
                     PAGTTATVVITGPNDRDPHQASPMTKLMHRLREFG"
     sig_peptide     4154263..4154355
                     /locus_tag="YPA_3698"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.981) with cleavage site probability 0.978 at
                     residue 31"
     gene            4155200..4157155
                     /locus_tag="YPA_3699"
     CDS             4155200..4157155
                     /locus_tag="YPA_3699"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15661.1"
                     /translation="MTHPSFIRLRFAFKLSFAIVAALFLGFHLQLETPRWSVLTAAIV
                     SAGPAFAAGGEPFSGAIRHRGWLRIIGTFIGCIGGLVIIVLTIRAPVLTLMLCCLWAG
                     ICTWISSLVRVENSYAFGLAGYTALIIIVTTGETPLLTPQFAVERCSEIVLGIVCAVM
                     ADLLFSPRSIKQDIDRLVDKVLVDQYRLLQLCIQPAEKSEIDRAWNELVKNTTSLNGM
                     RSYLMMESSRWQRCNRRLQVLHTESLALITQACETYLVMSNHPEVISAELKTMLSEPA
                     QTPAEIHQQMKKLRQFIAASHSEAIPHTISSWVGAATRYLLLSKGIQTNSSINQVEED
                     ILAGDAPVKPISAEGHHAMINGLRTGIATAIGGLFWLWTGWTSGAGCMVMIAVVTSLA
                     MRTPNPRRMALDFLVGVIIALPIGALYFMFIIPSTQQSMLLLCISLGVLAFIIGIEVQ
                     KRRLGSLGTLASTINIIVLSNPMIFNVRQFLDSALGQIVGCFVSLIVLLLIRDNAKDR
                     TGRTLLNRFVYSAVSALTTNKTKRGENHLPALYQQLNQLLMMFPADIDKYRLALTLII
                     AHQRLNRTEIPVNAELSAFHKQIRSTAERVITVNNDQKRRYYFARLLQELDQYQQKLV
                     DYQAADAVIRPVKRLTEMLRKYQSALI"
     sig_peptide     4155200..4155355
                     /locus_tag="YPA_3699"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.986) with cleavage site probability 0.916 at
                     residue 52"
     gene            4157422..4158555
                     /locus_tag="YPA_3700"
     CDS             4157422..4158555
                     /locus_tag="YPA_3700"
                     /EC_number="1.2.1.16"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate semialdehyde dehydrogenase"
                     /protein_id="ABG15662.1"
                     /db_xref="InterPro:IPR002086"
                     /translation="MPAQNPLQHQRQHDGIYHIGYFVGGKWSQAQEQFDVYNPATGEL
                     VARVAKSGKQETEAAIKAASEAFPAWRKTPAKQRAEILQRWYLLIMEHQQSLAELMVS
                     EQGKPLKEALVEVAYAASFIQWFSEQAKRANGEIIPSAKEGARILATREPIGVVAAIT
                     PWNFPLAMLTRKLGPALAAGCTGLIKPANNTPLSAFALLALAEQAGVPAGVLNGVVGD
                     THAISDAIMASSDVRKISFTGSTNVGKTLMRNAAATMKRISMELGGNAPYIVFDDADL
                     EAAVAGAMACKFRNAGQVCVCVNRFYIQDAIYDEFVNRLAAEVKKLKVGNGMDKDVNM
                     GPLINLAGLEKVEEHVKDALEKGGRLLAGGIAMRWAVISSSQR"
     gene            4158552..4158890
                     /locus_tag="YPA_3701"
     CDS             4158552..4158890
                     /locus_tag="YPA_3701"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate-semialdehyde dehydrogenase"
                     /protein_id="ABG15663.1"
                     /translation="MIADANEQMKVASEETFGPLAACFRFSTEAEVIQRANNTPFGLA
                     AYFYTQNLQRVFRVSEALESGMIGVNECSVSTELAPFGGVKESGLGREGSVLGLDEFM
                     EVKTLHLGNL"
     gene            4159085..4159558
                     /locus_tag="YPA_3702"
     CDS             4159085..4159558
                     /locus_tag="YPA_3702"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ribonuclease"
                     /protein_id="ABG15664.1"
                     /db_xref="InterPro:IPR001887"
                     /translation="MNKRLMAILGAVLLLIAGAWQGIDGVTVRDIGSSAELERPALSA
                     SAATESLTQHQKVVKYLQTHHRLPDFYLTKKQAREQGWDAQKGNLCDVLPGKAIGGDR
                     FSNRERQLPDAKGRHWREADVNYRCGRRGSDRLLYSNDGLIYLTQDHYKHFIRME"
     sig_peptide     4159085..4159144
                     /locus_tag="YPA_3702"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.515 at
                     residue 20"
     gene            4159563..4159844
                     /locus_tag="YPA_3703"
     CDS             4159563..4159844
                     /locus_tag="YPA_3703"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ribonuclease inhibitor"
                     /protein_id="ABG15665.1"
                     /db_xref="InterPro:IPR000468"
                     /translation="MVKVVFDFNHIPDLPAFYRAFSQNFALSEDFGANLDALWDVVTG
                     EIALPVEIEFVHFSRRHQRRFAAIVLLLEEAEEELAGRLHFNVVDEHIV"
     gene            complement(4159956..4160504)
                     /locus_tag="YPA_3704"
     CDS             complement(4159956..4160504)
                     /locus_tag="YPA_3704"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15666.1"
                     /translation="MNKQPEDWLDDVPENKNDDDDEIIWVSKSEIKRDAEALKDLGTE
                     LVDLGKNALERIPLDEDLLAAIELAQKIKKEGRRRQLQLIGKMLRARDVEPIQTALDK
                     LKNRHNQQISLFHKLETLRDRLIAEGDEAIPTVLELYPDADRQQLRSLVRNAQKEQAA
                     NKPPKSFRQIFSYLRELAEKKQ"
     gene            4160685..4162025
                     /locus_tag="YPA_3705"
     CDS             4160685..4162025
                     /locus_tag="YPA_3705"
                     /codon_start=1
                     /transl_table=11
                     /product="microcin-processing peptidase 1. Unknown type
                     peptidase. MEROPS family U62"
                     /protein_id="ABG15667.1"
                     /translation="MKVVTQVAEQRKTLEQAVAQALELARVGSDAAEVAVSKTTGISV
                     STRFGEVENVEFNSDGALGITVYHQQRKGSASTTDLNPDAVARTVQAALDIARYTSPD
                     PYAGPADKSLLAFDAPDLDLFHPGDLDAEQGILLAARAEQAALQADKRITNTEGGSFN
                     SHYGIKVFGNSHGMLQSYCSSRHSLSSSVIAEHNGDMERDYAYTIGRRMEDLATPEWV
                     GEECARRTLSRLSPRKLPTMQSPVLFAAEVATGLFGHLVSAISGGNIYRKSTFLLDHL
                     GQQILPEWLTIEEHPHLLRGLASTPFDSEGVRTLQREIVKDGVLQTYLLTSYSARKLG
                     LQSTGHAGGIHNWRIAGQGQDFAGMLKQLDKGLVVTELMGQGVSTVTGDYSRGAAGFW
                     VENGEIQYPVSEITIAGNLKDMLRNIVSVGSDIETRSNIQCGSVLLPVMKIAGE"
     gene            4162310..4162918
                     /locus_tag="YPA_3706"
     CDS             4162310..4162918
                     /locus_tag="YPA_3706"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15668.1"
                     /translation="MIVMPSTYSPATIAREFKVIHEFELSSMKYGVIFDKNVPKAAII
                     RMNTESFNGIPRHRIIAALDLVAKQELGENVISVQRFWQDSALFQVEGMVVEQGARGK
                     GLATLLYEELVVKCGVILMSDNKQYEAGKALWQKIAQESDKLAVFILDSDVGQFYPYC
                     GDRVPYNGKGIPEEKIWSLHPDTTKWGVVLVAENREKISQYC"
     gene            4163126..4163512
                     /locus_tag="YPA_3707"
     CDS             4163126..4163512
                     /locus_tag="YPA_3707"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cytochrome"
                     /protein_id="ABG15669.1"
                     /translation="MGKTLMALITAALLSTSSLVMAASVADDMETIAEHYGKVLKADS
                     TAVIKQDLQAMRVAAVDAQKGIPTKLKSKVEDSPEMKDFRHGMDVLIGEIDGALALAD
                     QGKLDEAKQAAQDFKDTRNTYHKKYR"
     sig_peptide     4163126..4163194
                     /locus_tag="YPA_3707"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.965 at
                     residue 23"
     gene            complement(4163744..4164154)
                     /locus_tag="YPA_3708"
     CDS             complement(4163744..4164154)
                     /locus_tag="YPA_3708"
                     /codon_start=1
                     /transl_table=11
                     /product="regulator of nucleoside diphosphate kinase"
                     /protein_id="ABG15670.1"
                     /db_xref="InterPro:IPR001437"
                     /translation="MTKPTITINELDAERLDALLAQPAFAGSVVATALNEELDRAEIL
                     PPNEIPADVVTMNSRVRFLDLNSQEEHIRTLVYPASLKDSNEQLSVMAPLGAALLGLH
                     VNDEISWKLPGGDETRITVLELLYQPESAGEYHR"
     gene            complement(4164507..4166174)
                     /locus_tag="YPA_3709"
     CDS             complement(4164507..4166174)
                     /locus_tag="YPA_3709"
                     /codon_start=1
                     /transl_table=11
                     /product="putative trehalose-6-phosphate hydrolase"
                     /protein_id="ABG15671.1"
                     /db_xref="InterPro:IPR006589"
                     /translation="MNNPIPWWQHGVIYQIYPKSFQDSTGNGYGDLAGVAQRLDYLQK
                     LGVDAIWLTPVYVSPQVDNGYDVADYCAIDPAYGTLDDFKRLVAGAHQRGIRIIMDMV
                     FNHTSTEHAWFKASQDRNSPYRQFYIWRDGDGGDGSLPNNWRSKFGGHAWQWHAASGQ
                     YYLHLFAPEQADLNWEHQPVRDELKKVCEFWADLGVDGLRLDVINLVSKQQDFPNDLD
                     GDGRRFYTDGPRIHEFLQELSRDVFQPRRLMTVGEMSSTRLEHCQRYAALGGDELSMT
                     FNFHHLKVDYLNGEKWSLMPPNRVELKHIFNQWQQGMHNRAWNALFWCNHDQPRIVSR
                     FGHEGALRLPAAKMLAMVLHGMQGTPYIYQGEEIGMTNPNFTDITQYRDVESLNMFAE
                     LSVAGREPDELLAILAAKSRDNSRTPMQWDSSDNAGFSQGTPWIAPCSNYHEINVNAA
                     LADADSVFYAYQYLIALRKQYDIFTFGDYQDLCPQHPDLWCYLRSWQGKQLLVVANLS
                     EEPQRWQPEGLTLDGNWQLLMSSYDQSAFQPQDMILRGYEGIYWVCE"
     gene            complement(4166269..4167684)
                     /locus_tag="YPA_3710"
     CDS             complement(4166269..4167684)
                     /locus_tag="YPA_3710"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, trehalose-specific IIBC component"
                     /protein_id="ABG15672.1"
                     /db_xref="InterPro:IPR001996"
                     /db_xref="InterPro:IPR011296"
                     /db_xref="InterPro:IPR011535"
                     /translation="MGKVKQQDIDQLIVLVGGRENIATVSHCITRLRFVLKDPSIASP
                     KEIENLSMVKGCFTNAGQFQVVIGPEVDDYYKALIAKIGQSEVDKEQTKLAARQNMTW
                     FERGISHFAEIFFPLLPALISGGLILGFRNVIGDIPMSEGKTLAQMYPAWQTIYDFLW
                     LLGEAIFFYLPVAICWSTVKKMGGTPVLGIVLGITLVSPQLMNSYLLGQQLPDVWNFG
                     WFTIEKVGYQAQVIPSILAGLALGWIETNLKRIIPAYLYLVVVPVVSLLLAVFLAHTL
                     IGPFGRMIGDGVAWGVKAVMTGSFAPVGAALFGFLYAPLVITGVHQTTLAIDMQMVQS
                     MGGTPVWPLIALSNIAQASAVLGIIIISRKINEREISVPAAISAYLGVTEPAMYGINL
                     KYRFPMLCAMIGSALAGLICGLTGVMANGIGVGGLPGILSIQPQFWGIYAVAMLVAIV
                     VPLALTILVYKRKERRGELPV"
     gene            complement(4168095..4169048)
                     /locus_tag="YPA_3711"
     CDS             complement(4168095..4169048)
                     /locus_tag="YPA_3711"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG15673.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MQNRLTIKDIARMSGVGKSTVSRVLNNEGSVSPQTRERVEAVIR
                     QHGFTPSKSARAMRGQSDKVVGIIVSRLDSPSENQAVRTMLPLFYQQGYDPILMESQF
                     DTTLVSEHLHILQQRHVDGVILFGFSGLTAEMLAPWQEKMVVLAREYRGFSSVCYDDE
                     GAIYLLMDKLRQAGHRHISYIGVQSSDATTGMRRYQAYLDYSQQHGLTPMVALGELSY
                     QSGFQLAPQVITPQTSALVCASDTIAMGVSKYLQQQEREQPPIQVCGIGNTPLLHFLF
                     PDTLTIELGYGRAGVKAAQQLLDQLSNSQPIQQIIIPGQLV"
     gene            complement(4169282..4169758)
                     /locus_tag="YPA_3712"
     CDS             complement(4169282..4169758)
                     /locus_tag="YPA_3712"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15674.1"
                     /translation="MKLRTWLLIPIICSPFFWGSTAIAKNGVAIPLPDKRVAVLSEGD
                     LESASVGTYSVAIFKNDTFLDFIAGGVFSRDGSIFQDNGKPRVEFTDINGDGNKELIV
                     SQLTAGSGNYLRVDAFSLGPDSINKVLSIQSDTKSDYISLLKELCEICLPIDAPPH"
     sig_peptide     complement(4169684..4169758)
                     /locus_tag="YPA_3712"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.993) with cleavage site probability 0.976 at
                     residue 25"
     gene            complement(4170057..4170443)
                     /locus_tag="YPA_3713"
     CDS             complement(4170057..4170443)
                     /locus_tag="YPA_3713"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15675.1"
                     /db_xref="InterPro:IPR006056"
                     /translation="MLRAIKTKLAPAAIGPYVQGVDLGSMIMTSGQIPIDPKTGLVAD
                     DIAAQARQSLENVKAIVEAAGLKVADIVKTTVFVKDLNDFSIVNATYEAFFTEHSAPF
                     PARSCVEVARLPKDVKIEIEAIAVRR"
     gene            complement(4170581..4171048)
                     /locus_tag="YPA_3714"
     CDS             complement(4170581..4171048)
                     /locus_tag="YPA_3714"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate carbamoyltransferase regulatory chain"
                     /protein_id="ABG15676.1"
                     /db_xref="InterPro:IPR002801"
                     /translation="MMTQDYKLQVEAIKCGTVIDHIPAQIGFKLLSLFKLTATDQRIT
                     IGLNLPSKRSGRKDLIKIENTFLTEQQANQLAMYAPDATVNRIDNYEVVKKLTLSLPE
                     RIDAVLTCPNSNCISHNEPVDSSFTVKAQRGEISLKCKYCEKEFDHLTVLHAD"
     gene            complement(4171057..4171992)
                     /locus_tag="YPA_3715"
     CDS             complement(4171057..4171992)
                     /locus_tag="YPA_3715"
                     /EC_number="2.1.3.2"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate carbamoyltransferase"
                     /protein_id="ABG15677.1"
                     /db_xref="InterPro:IPR002082"
                     /db_xref="InterPro:IPR006130"
                     /translation="MANPLYHKHIISINDLSRDELELVLRTAASLKKTPQPELLKHKV
                     IASCFFEASTRTRLSFETSIHRLGASVVGFSDSSNTSLGKKGETLADTMSVISTYVDA
                     IVMRHPQEGASRLAAQFSGNVPIVNAGDGANQHPTQTLLDLFTIQETQGRLDNINIAM
                     VGDLKYGRTVHSLTQALAKFNGNHFFFIAPDALAMPAYILQMLEEKEIEYSLHESLEE
                     VVPELDILYMTRVQKERLDPSEYANVKAQFILRSSDLTGARDNLKVLHPLPRIDEITT
                     DVDKTPYAYYFQQAGNGIFARQALLALVLNAELAL"
     gene            complement(4172330..4172602)
                     /locus_tag="YPA_3716"
     CDS             complement(4172330..4172602)
                     /locus_tag="YPA_3716"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphocarrier protein"
                     /protein_id="ABG15678.1"
                     /db_xref="InterPro:IPR000032"
                     /db_xref="InterPro:IPR001020"
                     /db_xref="InterPro:IPR005698"
                     /translation="MTVKQTVEIKNKLGMHARPAMKLFELVQSFDAEVMLRNDSGTEA
                     EASSVIALLMLDSAKGRQIEVEATGVDEIQALAAVIELFNSGFDED"
     gene            complement(4172599..4173453)
                     /locus_tag="YPA_3717"
     CDS             complement(4172599..4173453)
                     /locus_tag="YPA_3717"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15679.1"
                     /translation="MVLMIVSGRSGSGKSVALRALEDMGFYCVDNLPVVLLPQLASTL
                     ADRNISAAVSIDVRNMPESPEVFEHAMTQLPDSFSPQLLFLDADRNTLIRRYSDTRRL
                     HPLSAKNLSLESAIDEESDLLEPLRSRADLIIDTSEMSVHELAEMLRTRLLGKREREL
                     TMVFESFGFKHGIPIDADYVFDVRFLPNPHWDPKLRPMTGLDKPVISFLDRHTEVHNF
                     IYQTRSYLEQWLPMLETNNRSYLTVAIGCTGGKHRSVYVAEQLADYFRARGKNVQSRH
                     RTLEKRKQ"
     gene            complement(4173759..4174241)
                     /locus_tag="YPA_3718"
     CDS             complement(4173759..4174241)
                     /locus_tag="YPA_3718"
                     /codon_start=1
                     /transl_table=11
                     /product="nitrogen regulatory IIA protein"
                     /protein_id="ABG15680.1"
                     /db_xref="InterPro:IPR002178"
                     /db_xref="InterPro:IPR006320"
                     /translation="MTNDPALQLSSVLNIESTKSSVHCSSKKRALEIISELAAKQLNL
                     PSQVVFDAVLTRERMGSTGIGSGIAIPHGKLEEDTLRAVGVFIRLEQPIAFDAIDNQP
                     VDLLFALLVPADQCKTHLHTLSLVAKRLADKTVCRRLRSAQSDDELYQIITELPPEIA
                     "
     gene            complement(4174359..4174532)
                     /locus_tag="YPA_3719"
     CDS             complement(4174359..4174532)
                     /locus_tag="YPA_3719"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S30P / sigma 54 modulation
                     protein"
                     /protein_id="ABG15681.1"
                     /translation="MVLSVEKVKQIAEATVHVNGGELHASSEQEDMYAAIDILVDKLA
                     RQLNKHKDKLKQH"
     gene            complement(4174539..4174646)
                     /locus_tag="YPA_3720"
     CDS             complement(4174539..4174646)
                     /locus_tag="YPA_3720"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sigma N modulation factor"
                     /protein_id="ABG15682.1"
                     /translation="MQLNITGHHVEITEALREFVTTKFAKLEQYFDRIN"
     gene            complement(4174670..4176103)
                     /locus_tag="YPA_3721"
     CDS             complement(4174670..4176103)
                     /locus_tag="YPA_3721"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA polymerase sigma-54 factor"
                     /protein_id="ABG15683.1"
                     /db_xref="InterPro:IPR000005"
                     /db_xref="InterPro:IPR000394"
                     /translation="MKQGLQLKFSQQLAMTPQLQQAIRLLQLSTLELQQEIQLALESN
                     PLLEQTDLHEEIDAKETVDSESLDTREALEQKDMPEELPLDATWDEIYTAGTPSGMGN
                     DYSDDELPVYQGETTQTLQDYLMWQVDLTPFTETDAAIATSIVDAVDDTGYLTVPLED
                     ILESMGDENVALDEVEAVLKRIQHFDPIGVAARNLRECLLVQLSQYAKDTPYLAEARL
                     IVSEYLDLLGNHDFRMMIRLSRLKEDTLKEAIALIQSLDPRPGQSINTGESEYVIPDV
                     LVRKEKGIWTVELNADSIPRLKVNQQYAAMGNSVRNDSDGQFIRSNLQEAKWLIKSLE
                     SRNETLLKVARCIVEQQVEFFEKGAEFMKPMVLADIAQAVDMHESTISRVTTQKFLHS
                     PRGIFELKYFFSSHVNTDSGGEASSTAIRALVKKLVAAENPAKPLSDSKLTTLLCEQG
                     IMVARRTVAKYRESLSIPPSNQRKQLV"
     gene            complement(4176165..4176890)
                     /locus_tag="YPA_3722"
     CDS             complement(4176165..4176890)
                     /locus_tag="YPA_3722"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter ATP-binding protein"
                     /protein_id="ABG15684.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003016"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MATLIAEKLAKAYKGRKVVEDVSLNVKSGEIVGLLGPNGAGKTT
                     TFYMVVGIVQRDAGRIVIDDEDISLLPLHERARRGIGYLPQEASIFRRLSVFNNLMAV
                     LEIRKDLSAEQREERAEELMEEFHINHLRDSLGQSLSGGERRRVEIARALAANPKFIL
                     LDEPFAGVDPISVIDIKKIIKHLRDSGLGVLITDHNVRETLDVCERAYIVSQGHLIAH
                     GTPQDILADEQVKRVYLGEEFRL"
     gene            complement(4176897..4177442)
                     /locus_tag="YPA_3723"
     CDS             complement(4176897..4177442)
                     /locus_tag="YPA_3723"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15685.1"
                     /translation="MKSKNKISHLLLACSLLAASLSAFALTGDTEQPAEVKSDKQTLD
                     METNTVTFIDNVVIKQGTIEIKADKVVVTRPGGDQSKMIIEGFGNPVTFYQMQDSGKP
                     VKGHGQKLRYEIANDFVVLTGDAYLEQLDSNIKGDRITYLVKKQQMEAFSDKGKRVTT
                     VLLPSQLQDKGPAASGQKKSK"
     sig_peptide     complement(4177365..4177442)
                     /locus_tag="YPA_3723"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.922 at
                     residue 26"
     gene            complement(4177426..4177989)
                     /locus_tag="YPA_3724"
     CDS             complement(4177426..4177989)
                     /locus_tag="YPA_3724"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15686.1"
                     /translation="MSKTRRWITLVLALIALALIGWNMSGFNQQGAPVVADDNEPSSQ
                     SQHTVTTVFNPVGQLNYKLVAEEVQNFSAKELTWFTKPVMTLFGDNAVATWTVRADRA
                     KLTDDKMLYLYGHVEVDSLTADAQLKKIRTDNAQVNLITQDVASDDEVTLFGIGFTSE
                     GMRIRGNLRDKTAELIEKVKTSYEIQK"
     sig_peptide     complement(4177894..4177989)
                     /locus_tag="YPA_3724"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.447 at
                     residue 32"
     gene            complement(4177986..4178549)
                     /locus_tag="YPA_3725"
     CDS             complement(4177986..4178549)
                     /locus_tag="YPA_3725"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15687.1"
                     /db_xref="InterPro:IPR006549"
                     /db_xref="InterPro:IPR010023"
                     /translation="MSNTAYIDTCYGPVADDVIQRAANIRLLICDVDGVMSDGLIYMG
                     NQGEELKAFNVRDGYGIRCLITSDIDVAIITGRRAKLLEDRANTLGITHLYQGQSDKL
                     VAYHELLATLQCQPEQVAYIGDDLIDWPVMAQVGLSVAVADAHPLLLPKAHYVTRIKG
                     GRGAVREVCDLILLAQDKLEGATGLSI"
     gene            complement(4178798..4179871)
                     /locus_tag="YPA_3726"
     CDS             complement(4178798..4179871)
                     /locus_tag="YPA_3726"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15688.1"
                     /db_xref="InterPro:IPR000644"
                     /db_xref="InterPro:IPR004800"
                     /translation="MLRKAWSESNQHTYSVKDDGNTNIGRILSMSTFDLQPGVDFQQA
                     GKQVLQIEREGLAQLDQYINEDFSRACEAIFRCHGKVVVMGMGKSGHIGCKIAATFAS
                     TGTPAFFVHPGEASHGDLGMITPQDIVLAISNSGESNEILTLIPVLKRQKILLICMSS
                     NPESTMGKAADIHLCINVPQEACPLGLAPTTSTTATLVMGDALAVALLKARGFTQEDF
                     ALSHPGGALGRKLLLRISDIMHTGTEIPTVSPDASLRDALLEITRKSLGLTVICDDSM
                     RIKGIFTDGDLRRVFDMGIDLNNAKIADVMTRGGIRVPPNILAVDALNLMESRHITAL
                     LVADGDQLLGVVHMHDMLRAGVV"
     gene            complement(4179895..4180869)
                     /locus_tag="YPA_3727"
     CDS             complement(4179895..4180869)
                     /locus_tag="YPA_3727"
                     /codon_start=1
                     /transl_table=11
                     /product="putative sodium/calcium exchanger protein"
                     /protein_id="ABG15689.1"
                     /db_xref="InterPro:IPR004481"
                     /translation="MFLAITLLIIGLVLLVYGADRLVYGAAVLSRSFGVPPLIIGMTI
                     VGIGTSLPELIVSVTAALNGQTDMAVGNVLGSNITNLLLIVGGAALIRPLIVRSEILR
                     RELPLMLVVTALCGFLLADNHLSRGDGVILLLAAAAFIVLMLKIARLAHAEGNDILTR
                     EQLSELPQDSSTTVALLWLVLAFIILPLSAKMIIDNATVIARVAGVSELVIGLTVIAI
                     GTSLPELATFIAGALKGENDIAVGNIIGSNIFNIVIVLGVPALLSPGEINPEAFQRDY
                     WVMLAVSVVFTLLCLGRKHRIGHLAGALLLCGFITYLAVLFFAPISAL"
     sig_peptide     complement(4180813..4180869)
                     /locus_tag="YPA_3727"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.768) with cleavage site probability 0.742 at
                     residue 19"
     gene            4181134..4181952
                     /locus_tag="YPA_3728"
     CDS             4181134..4181952
                     /locus_tag="YPA_3728"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter ATP-binding protein"
                     /protein_id="ABG15690.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MKQLASNVMNLIEIRGMSFTRGERLIFADINMTVPRGKVTAIMG
                     PSGIGKTTLLRLIGGQLAPDTGEIWFDGDNIPALSRQRLYDVRKKMSMLFQSGALFTD
                     LTVFENVAFPLREHSRLPEELLHSTVMMKLEAVGLRGAANLMPAELSGGMARRAALAR
                     AIALDPELIMFDEPFVGQDPITMGVLVKLIDELNHALGVTCVVVSHDVPEVLSIADYA
                     YIVADQHVIAEGTPEQLQTNSDMRVRQFLDGIADGPVPFRFPAGDYKTELLYPK"
     gene            4182170..4182952
                     /locus_tag="YPA_3729"
     CDS             4182170..4182952
                     /locus_tag="YPA_3729"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15691.1"
                     /db_xref="InterPro:IPR003453"
                     /translation="MLVKSLASLGRRGINVCASFGRAGLMLFNALVGRPEPRKQWPLL
                     IKQLYSVGVQSLLIIVVSGLFIGMVLGLQGFLILTTYSAEASLGMMVSLSLLRELGPV
                     VTALLFAGRAGSALTAEIGLMKATEQISSLEMMAIDPLRRVVAPRFWAGLISMPLLTA
                     IFVAVGIWGGSVVGVDWKGIDSGFFWSAMQNAVEWRTDLLNCLIKSLVFALTVTWIAL
                     FNGYDAVPTSEGISRATTRTVVHSSLAVLGLDFVLTALMFGN"
     gene            4182957..4183514
                     /locus_tag="YPA_3730"
     CDS             4182957..4183514
                     /locus_tag="YPA_3730"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15692.1"
                     /translation="MQTKKSEVWVGMFILIAILAVIFLCLKVADIKSVGNQPTYRIYA
                     NFDNIGGLKNHSPVKIGGVVVGRVAEITLDTKNYTPRVAIDIQQRYNHIPDTSSLAVR
                     TSGLLGEQFLALNVGFEDPEMGTSILKDGGTIQDTKSALVLEDLIGQFLYKSSGDSPA
                     VSETAPATETAAPQAAVPSLPAQHP"
     gene            4183527..4184150
                     /locus_tag="YPA_3731"
     CDS             4183527..4184150
                     /locus_tag="YPA_3731"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15693.1"
                     /translation="MFKRLFMVALLAIAPLVHAVDQSNPYRLMDEAAKKTFTRLKNEQ
                     PKIKQNPDYLRTIVREELLPFVQIKYAGALVLGSYYKDATPAQREAYFNAFGKYLEQA
                     YGQALALYHGQTYDVAPDQPLGDANIVAIRVTILDPSGRPPVRLDFQWRKNSQTGNWQ
                     AYDMIAEGVSMISTKQNEWASILRQKGVDGLTQQLLSAAKQPITLDK"
     sig_peptide     4183527..4183586
                     /locus_tag="YPA_3731"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 20"
     gene            4184186..4184488
                     /locus_tag="YPA_3732"
     CDS             4184186..4184488
                     /locus_tag="YPA_3732"
                     /codon_start=1
                     /transl_table=11
                     /product="putative anti-sigma B factor antagonist"
                     /protein_id="ABG15694.1"
                     /db_xref="InterPro:IPR002645"
                     /translation="MAGELSWQSLQETLVLQGELDRETLLPLWQQRETLLADKSRIDV
                     SQLQRVDSSGLALLVHFRELQSQRGHSLEIIGISNRLATLIELYNLQQIIPVETAS"
     gene            4184626..4184889
                     /locus_tag="YPA_3733"
     CDS             4184626..4184889
                     /locus_tag="YPA_3733"
                     /codon_start=1
                     /transl_table=11
                     /product="BolA-like protein"
                     /protein_id="ABG15695.1"
                     /translation="MNLMDTNEIKDVLMNALALQEAHVTGDGSHFQVIVVGELFADMN
                     RVKKQQAVYAPLMEYIADNRIHALSIKAYTPQEWQRDRKLNGF"
     gene            4185043..4186305
                     /locus_tag="YPA_3734"
     CDS             4185043..4186305
                     /locus_tag="YPA_3734"
                     /EC_number="2.5.1.7"
                     /codon_start=1
                     /transl_table=11
                     /product="UDP-N-acetylglucosamine
                     1-carboxyvinyltransferase"
                     /protein_id="ABG15696.1"
                     /db_xref="InterPro:IPR001986"
                     /db_xref="InterPro:IPR005750"
                     /translation="MDKFRVQGRTRLSGEVTISGAKNAALPILFAALLAEEPVELQNV
                     PKLKDIDTTIKLLSQLGTKIERNNGSVFVDASAVNEFCAPYDLVKTMRASIWALGPLV
                     ARFGQGQVSLPGGCAIGARPVDLHITGLEQLGAEIKLEEGYVKASVNGRLKGAHIVMD
                     KVSVGATVTIMSAATLAEGTTVIENAAREPEIVDTANFLNTLGAKISGAGTDRITIEG
                     VTRLGGGVYRVLPDRIETGTFLVAAAISGGKVVCRQTRPDTLDAVLAKLREAGADIEV
                     GDDWISLDMQGKRPKAITFRTAPHPGFPTDMQAQFSLLNLVAEGTGVITETIFENRFM
                     HVPELIRMGAHAEIESNTVICYGVEQLSGAQVMATDLRASASLVLAGCIAEGVTIVDR
                     IYHIDRGYERIEDKLRALGAKIERVKGE"
     gene            complement(4186486..4187637)
                     /locus_tag="YPA_3735"
     CDS             complement(4186486..4187637)
                     /locus_tag="YPA_3735"
                     /codon_start=1
                     /transl_table=11
                     /product="DegS. Serine peptidase. MEROPS family S01B"
                     /protein_id="ABG15697.1"
                     /db_xref="InterPro:IPR001478"
                     /db_xref="InterPro:IPR001940"
                     /db_xref="InterPro:IPR011783"
                     /translation="MLCPPNSCYSPFHPFIYALNLMFLKLLRSIILGLIVAGILLVAL
                     PMLRSPGYLFSGKSNNVNEEVPTSYNQAVRRAAPAVVNVYNRSLSATQQGLAIRTLGS
                     GVIMSDKGYILTNKHVINDAEQIIVAMQNGRISEALLVGSDNLTDLAVLKIDATNLPV
                     IPININRTPHIGDVVLAIGNPYNLGQTVTQGIISATGRIGLSSSGRQNFLQTDASINQ
                     GNSGGALVNTLGELMGINTLSFDKSNNGETPEGIGFAIPTALATKVMEKLIRDGRVIR
                     GYIGITGEEYPPFNANDNGSDRVHGIKVKKVSPDGPAAQAGIHVGDIILNVNNKPATS
                     VIETMDQVAEVRPGTTIPVLLLRNGQQIAVQITITELDQNEMLTTQAAD"
     gene            4187800..4188258
                     /locus_tag="YPA_3736"
     CDS             4187800..4188258
                     /locus_tag="YPA_3736"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15698.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(4188375..4189748)
                     /locus_tag="YPA_3737"
     CDS             complement(4188375..4189748)
                     /locus_tag="YPA_3737"
                     /codon_start=1
                     /transl_table=11
                     /product="protease"
                     /protein_id="ABG15699.1"
                     /db_xref="InterPro:IPR001478"
                     /db_xref="InterPro:IPR001940"
                     /db_xref="InterPro:IPR011782"
                     /translation="MKKTSLLLSALAISVGLGLASVPMVSAAALPAAVAGQTLPSLAP
                     MLEKVLPAVVSVHVSGSQAQQQRLPEEFKFFFGPNAPSGKESSRPFEGLGSGVIINAE
                     KGYILTNNHVINNADKIRVQLNDGREYDAKLLGRDEQTDIALLQLTDAKNLTAIKIAD
                     SDNLRVGDFAVAVGNPFGLGQTATSGIISALGRSGLNLEGLENFIQTDASINRGNSGG
                     ALVNLDGELIGINTAILAPGGGNIGIGFAIPSNMAQNLSQQLIEFGEVKRGLLGIRGS
                     EMTADIAKAFNIDAQRGAFVSEVLPKSAAAKAGIKPGDVLISVDGKKISSFAELRAKV
                     GTTGPGKTIKIGLLREGKPLEVSVTLDNSSSTSTSAENLSPSLQGASLSNGELKDGSK
                     GIKVDSVTKGSPAAQSGLQKDDVIIAVNRERVKDIAELRKAIEAKPAVIALNIVRGED
                     NIYLLIR"
     sig_peptide     complement(4189665..4189748)
                     /locus_tag="YPA_3737"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.679 at
                     residue 28"
     gene            complement(4190019..4190423)
                     /locus_tag="YPA_3738"
     CDS             complement(4190019..4190423)
                     /locus_tag="YPA_3738"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15700.1"
                     /translation="MTWEYALIGLVVGVVIGAVAMRFGNRKLRQQQVLQNELEKSKTD
                     LEEYRQELVGHFARSAELLDNMARDYRQLYQHMAKSSNNLLPDLPLQDNPFRYRLTES
                     EADNDQAPVKLPPRDYSEGASGLLRPEHQNRD"
     gene            4190647..4191774
                     /locus_tag="YPA_3739"
     CDS             4190647..4191774
                     /locus_tag="YPA_3739"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15701.1"
                     /translation="MQQSSPITLYQQALDAGGYQPDDVQRRAVARLETIYQALNQYQN
                     VPAASASLRNRLGRLFGKPARRPPVSPVQGLYMWGGVGRGKTWLMELFFHSLPGERKL
                     RLHFHRFMLRVHQELTELQGHENPLEIVADGFKAQTDVLCFDEFFVSDITDAMLLATL
                     LEALFARGITLVATSNIPPDNLYHNGLQRGRFLPAIALIKQHCEVMNVDAGIDYRLRT
                     LTQANLYLTPLNSQTEQAMAAIFVKLAGKEGGKATVLEVNHRPLPAICVAEGVLAVDF
                     HTLCEEARSQLDYIALSKRYHTVLLHNVRCMAARDENTARRFLALVDEFYERRVKLII
                     AAEASMFEIYSGERLKFEYQRCLSRLQEMQSEEYLSLPHLP"
     gene            4192088..4192516
                     /locus_tag="YPA_3740"
     CDS             4192088..4192516
                     /locus_tag="YPA_3740"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L13P"
                     /protein_id="ABG15702.1"
                     /db_xref="InterPro:IPR005822"
                     /db_xref="InterPro:IPR005823"
                     /translation="MKTFTAKPETVKRDWYVVDASGKTLGRLATELARRLRGKHKAEY
                     TPHVDTGDYIIVLNAEKVAVTGNKRTDKIYYHHTGFVGGIKQATFEEMIARRPERVIE
                     IAVKGMLPKGPLGRAMYRKLKVYAGTEHNHAAQQPQVLDI"
     gene            4192531..4192923
                     /locus_tag="YPA_3741"
     CDS             4192531..4192923
                     /locus_tag="YPA_3741"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S9P"
                     /protein_id="ABG15703.1"
                     /db_xref="InterPro:IPR000754"
                     /translation="MAENQYYGTGRRKSSSARVFLKPGSGKIVINQRSLEVYFGRETA
                     RMVVNQPLELVDMVTKFDMYITVKGGGISGQAGAIRHGITRALMEYDESLRGELRKAG
                     FVTRDAREVERKKVGLRKARRRPQFSKR"
     gene            4193297..4193938
                     /locus_tag="YPA_3742"
     CDS             4193297..4193938
                     /locus_tag="YPA_3742"
                     /codon_start=1
                     /transl_table=11
                     /product="putative stringent starvation protein A"
                     /protein_id="ABG15704.1"
                     /db_xref="InterPro:IPR004045"
                     /db_xref="InterPro:IPR004046"
                     /translation="MAVAANKRSVMTLFSGPTDIFSHQVRIVLAEKGVSVEIEQVEAD
                     NLPQDLIDLNPYRTVPTLVDRELTLYESRIIMEYLDERFPHPPLMPVYPVARGSSRLM
                     MHRIEHDWYSLLYKIEQGNAQEAEAARKQLREELLSIAPVFNETPFFMSEEFSLVDCY
                     LAPLLWRLPVLGIEFTGAGSKELKGYMTRVFERDAFLASLTEAEREMHLKTRS"
     gene            4193944..4194459
                     /locus_tag="YPA_3743"
     CDS             4193944..4194459
                     /locus_tag="YPA_3743"
                     /codon_start=1
                     /transl_table=11
                     /product="putative stringent starvation protein B"
                     /protein_id="ABG15705.1"
                     /translation="MEMSDMSPRRPYLLRAFYEWLIDNQLTPHLVVDVTRPGVSVPME
                     FARDGQIVLNVAPRAVGNLELSNDDVRFNARFGGVPRQVTVPIAAVMAIYARENGSGT
                     MFEPEAAYDADADGNFEGIEGKENETAPTESLMLVTDDTRVEQDDDNSPDDKPPQPPR
                     SGGRPALRVVK"
     gene            complement(4194612..4195097)
                     /locus_tag="YPA_3744"
     CDS             complement(4194612..4195097)
                     /locus_tag="YPA_3744"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15706.1"
                     /translation="MKFHLPFIVGGLLAMSSSAFAMSLNYQEVGYNIEARGARAVVAE
                     LEKSGQLPAVENNIKLGDDNWIAMAPKLASAGNPKFTEGVKSALSSALTYNPAAVLKA
                     VSGSKILTLSDVCTAPIDVKDSEAKANFQQRASRTLLTIKNSDMAGPRDSCLAELKKL
                     S"
     sig_peptide     complement(4195032..4195097)
                     /locus_tag="YPA_3744"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.995 at
                     residue 22"
     gene            complement(4195538..4196956)
                     /locus_tag="YPA_3745"
     CDS             complement(4195538..4196956)
                     /locus_tag="YPA_3745"
                     /EC_number="1.4.1.13"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate synthase (NADPH) small subunit"
                     /protein_id="ABG15707.1"
                     /db_xref="InterPro:IPR000103"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR000759"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR001450"
                     /db_xref="InterPro:IPR006006"
                     /translation="MSQNVYQFIDLQRVDPPKKPLKIRKIEFVEIYEPFSETQAKAQA
                     DRCLSCGNPYCEWKCPVHNYIPNWLKLANEGRIMEAADLAHQTNSLPEVCGRVCPQDR
                     LCEGSCTLNDEFGAVTIGNIERYISDKAIAMGWKPDMSHVHPTGKRVAVIGAGPAGLA
                     CADVLARNGVQAVVFDRHPEIGGLLTFGIPAFKLEKEVMIKRRKIFSEMGIEFQLNTE
                     VGKDITMEALLKDYDAVFLGVGTYQSMRGGLENEEANGVYDALPFLIANTKQLMGYEA
                     TAHEPYINMQGKRVVVLGGGDTAMDCVRSSIRQGATDVVCAYRRDEVNMPGSKREVKN
                     AREEGVEFKFNLQPLSIEVNSNGKVCGVRMVRTQLGAPDAQGRRMAEQIPGSEHVLPA
                     DAVVMAFGFRPHSMEWLAAHDVKLDKQGRVIAPESTDNAFQTSNPKIFAGGDIVRGSD
                     LVVTAIAEGRKAADGIMNYLEV"
     gene            complement(4196966..4201423)
                     /locus_tag="YPA_3746"
     CDS             complement(4196966..4201423)
                     /locus_tag="YPA_3746"
                     /EC_number="1.4.1.13"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate synthase (NADPH) large subunit"
                     /protein_id="ABG15708.1"
                     /db_xref="InterPro:IPR003009"
                     /translation="MLYDQSQERDNCGFGLIAHIEGEPSHKVVRTAIHALARMQHRGA
                     ILADGKTGDGCGLLLQKPDHFFRMVAEERGWRLAKNYAVGMMFLSQDEELAKASRRIV
                     EEELQNETLSIVGWREVPTNPDVLGEIALSSLPRIEQIFVNAPAGWRSRDMERRLFVA
                     RRRIEKRISDKDFYACSFSNLVTIYKGLCMPADLPRFYLDLADLRLESAICLFHQRFS
                     TNTVPRWPLAQPFRYLAHNGEINTIAGNRQWAKARAYKFKTPLIPDLQDAAPFVNETG
                     SDSSSLDNMLELFLSGGMDLIRAMRLLVPPAWQNNPDMDTDLRAFFDFNSMHMEPWDG
                     PAGIVMSDGRYAACNLDRNGLRPARYVITKDKLITCASEVGIWDYQPDEVVEKGRVGP
                     GELMVIDTRSGKILHSAETDNDLKSRHPYKEWMEKNVKRLVPFEDLPEEQVGSRQLDD
                     SQLETYQKQFGYSNEELDQIIRVLGENGQEATGSMGDDTPFAVLSSGPRIIYDYFRQQ
                     FAQVTNPPIDPLREAHVMSLATSIGREMNVFCEAEGQAHRLSFKSPILLYSDFQQLTT
                     LEGEHYRADRLDLTFNPAENDLEQAVLSLCDEAERKVRDGAVMLVLSDRAIAPNRLPV
                     PAPMAVGAIQTRLVDKSLRCDANIIVETASARDPHHFAVLLGFGATAIYPYLAYESLA
                     KLVDSQAIDKKYRDVMLNYRNGINKGLYKIMSKMGISTVASYRCAKLFEAVGLHRDLS
                     DLCFQGVVSRIGGASFSDFQQDLQNLSKRAWLKRKPLDQGGLLKFVHNGEYHAYNPDV
                     VSTLQKAVHSGEYSDYQAYAKLVNERPIATLRDLLAIKPQGTPIPVDQVEPAESLFKR
                     FDTAAMSIGALSPEAHESLAIAMNSLGGFSNSGEGGEDPARYGTNKVSRIKQVASGRF
                     GVTPAYLVNADVIQIKVAQGAKPGEGGQLPGDKVTPYIAKLRYSVPGVTLISPPPHHD
                     IYSIEDLAQLIFDLKQVNPKAMISVKLVSEPGVGTIATGVAKAYADLITIAGYDGGTG
                     ASPLSSVKYAGCPWELGLVETQQALVANGLRHKIRLQVDGGLKTGVDIVKAAILGAES
                     FGFGTGPMVALGCKYLRICHLNNCATGVATQDEKLRRDHYHGLPERVVNYFHFIARET
                     REIMAELGVSQLVDLIGRTDMLLELDGISAKQNKLDLSPMLKTATPHPGKALYCTESN
                     PPFDKGLLNKELLSQAEPYIEAKQSKTFYFDIRNTDRSVGAALSGAIATKHGDQGLAT
                     DPIKAYFSGTAGQSFGVWNAGGVELMLTGDANDYVGKGMAGGRIAVRPPVGSNFRSHE
                     ASIIGNTCLYGATGGKLFAAGRAGERFAVRNSGAITVVEGIGDNGCEYMTGGIVCVLG
                     RTGINFGAGMTGGFAYVLDEDGEFRKRVNPELVEVLDVEQLAIHEEHLRGLITEHVQL
                     TGSSRGEEILANWPEWVTKFALVKPKSSDVKALLGHRSRSAAELRVQAQ"
     gene            4202225..4203175
                     /locus_tag="YPA_3747"
     CDS             4202225..4203175
                     /locus_tag="YPA_3747"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15709.1"
                     /db_xref="InterPro:IPR005911"
                     /db_xref="InterPro:IPR006638"
                     /translation="MTGSAKIMQLQQLVNMFGADLQRRYGEKIHKLTLHGGFSCPNRD
                     GTLGRGGCTFCQVASFADEQMQQQSITQQLAIQAKKANRANRYLAYFQAYTSTYAEVN
                     ALAAMYQQALCEADIVGLCVGTRPDCVPDAVLDLLSSYQQQGYEVWLELGLQTANDKT
                     LKRINRGHDFACYQQTARRARARGLKVCCHLIVGLPGEDRAQGRETLEKVVTTGVDGI
                     KLHPLHIVEGSTMAKAWRAGRLTALALALEDYVLTAGEMIRHTPAEVVYHRISASARR
                     PTLLAPLWCENRWTGMNELNNYLLQHGVQGTAIGDAYCYR"
     gene            4203439..4205775
                     /locus_tag="YPA_3748"
     CDS             4203439..4205775
                     /locus_tag="YPA_3748"
                     /EC_number="2.7.3.-"
                     /codon_start=1
                     /transl_table=11
                     /product="PAS/PAC sensor hybrid histidine kinase"
                     /protein_id="ABG15710.1"
                     /db_xref="InterPro:IPR000014"
                     /db_xref="InterPro:IPR000700"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /db_xref="InterPro:IPR008207"
                     /translation="MKQIRVLAQYYVDLMVKLGLVRFSLLLASALVLLAMVVQMAVTF
                     VLRGSVETLDLVRSIFFGLLITPWAVYFLSVVVEQLEESRQRLSRLVDKLEVMRHRDL
                     ELNKQLTENITQLNQEIVEREKAEKAHLQVVDKLKEEMGHREQAQIELGQQSALLRSF
                     LDASPDLVYYRNEDNEFSGCNRAMELLTGKSEKQLVGLTPKDVYAPDIAEKVMETDEK
                     VFRHNVSLTYEQWLVYPDGRKACFELRKVPFYDRVGKRHGLMGFGRDITERKRYQDAL
                     ENASRDKTTFISTISHELRTPLNGIVGLSRILLDTELDAEQLKYLKTIHVSAITLGNI
                     FNDIIEMDKLERRKVQLDNQPVDFTGFMADLENLSGLLVQPKGLKFIMEPQLPLPEKV
                     IADGTRLRQILWNLIGNAVKFTQQGKIVVRVRREGNDRLIFEVEDSGMGIPEDEQDKI
                     FAMYYQVKDRNGGRPATGTGIGLAVSKRLAQSMGGDITVKSTQGVGSCFTLTIKAPAV
                     QEASNAPSGDDMPLPALHVLLVEDIELNVIVARSVLEKLGNSVDVAMNGHDALAMFNP
                     EDFDLVLLDIQLPDMSGLDIARQIRAEYGKQSLPPLVALTANVLKDKKEYLDAGMDDV
                     LSKPLSVPALTAMIKQFWDSKPSSAVQKQEHKVMQTHESLLDTTMLEQYIDLVGPQLI
                     HQSLEMFEQMMPGYLAVLDSNMTARDQKGITEEAHKIKGAAGSVGLRHIQQLAQQIQT
                     PTLPAWWDNVQDWVDELKLEWRNDVQVLREWAAEVEKK"
     sig_peptide     4203439..4203564
                     /locus_tag="YPA_3748"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.934) with cleavage site probability 0.902 at
                     residue 42"
     gene            4206017..4206670
                     /locus_tag="YPA_3749"
     CDS             4206017..4206670
                     /locus_tag="YPA_3749"
                     /codon_start=1
                     /transl_table=11
                     /product="enhancing lycopene biosynthesis protein 2"
                     /protein_id="ABG15711.1"
                     /translation="MKTVGVVLSGCGVLDGAEIHESVLTMLALDRAGAEVLFFAPDKP
                     QLHVINHITGEIVAEERNVLVESARIARGLITPLSAADPEVLDALIVPGGFGAAKNLC
                     DFAIKGGECSVEPDLYKLIQLMHKSGKPIGLMCISPVMLPKLLGKPIRLTIGNDPDTI
                     DAIEIMGGEHVICPADDVVIDLENKVVTTPAYMLAGSISEAAKGIDKLVTKVLDLTE"
     gene            4206667..4207392
                     /locus_tag="YPA_3750"
     CDS             4206667..4207392
                     /locus_tag="YPA_3750"
                     /codon_start=1
                     /transl_table=11
                     /product="monofunctional biosynthetic peptidoglycan
                     transglycosylase"
                     /protein_id="ABG15712.1"
                     /db_xref="InterPro:IPR001264"
                     /db_xref="InterPro:IPR011812"
                     /translation="MISVRRGFSQLWYWGKRGVIGIIALWMAGILIFAFLPVPFSMVM
                     IERQLGAWLTGDFAYVAHSDWVPMDEISPYMALAVMAAEDQKFPDHWGFDVGAIESAL
                     SHNQRNQKRIRGASTLSQQTAKNVFLWDGRSWVRKGLEVGLTAGIELIWTKRRILTVY
                     LNIAEFGNGIFGVEAAARHFFNKPASKLSASEAALLAAVLPNPLRFKVNAPSGYVISR
                     QQWILRQMHQLGGKTFLQENTLD"
     gene            complement(4207599..4208174)
                     /locus_tag="YPA_3751"
     CDS             complement(4207599..4208174)
                     /locus_tag="YPA_3751"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15713.1"
                     /db_xref="InterPro:IPR007055"
                     /translation="MKVGYIFAMLFSTLLLQGCVGAVVVGSAAVATKTATDPRTIGTQ
                     VDDGTLEARVVNALSKDKEIKSQTRFVVTAYQGKVLLTGQTPSAELSNRAKQIASGVD
                     GVTEVYNEMRLGKPVDLSTASMDTWITTKVRSQLLTSDSVKSSNVKVTTENGEVFLLG
                     LVTQQEAQSAAQIASKVSGVKHVTTAFTIVK"
     sig_peptide     complement(4208106..4208174)
                     /locus_tag="YPA_3751"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.946) with cleavage site probability 0.225 at
                     residue 23"
     gene            complement(4208185..4208775)
                     /locus_tag="YPA_3752"
     CDS             complement(4208185..4208775)
                     /locus_tag="YPA_3752"
                     /codon_start=1
                     /transl_table=11
                     /product="DnaA-interacting protein DiaA"
                     /protein_id="ABG15714.1"
                     /db_xref="InterPro:IPR004515"
                     /translation="MLERIKGCFTESIQTQIAAAEALPDAISCAAMALVQSLLNGNKI
                     LCCGNGTSAANAQHFAASMINRFETERPSLPAIALNADNVVLTAITNDRLHDEVYAKQ
                     VRALGQAGDVLLAISTRGNSRDIVKAVEAAVTRDMTIVALTGYDGGELAGLLGQLDVE
                     IRIPSHRGARVQELHMLTVNCLCDLIDNTLFPHQND"
     gene            complement(4209046..4209399)
                     /locus_tag="YPA_3753"
     CDS             complement(4209046..4209399)
                     /locus_tag="YPA_3753"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15715.1"
                     /db_xref="InterPro:IPR003509"
                     /translation="MSQRDTGAHYENLARRHLERAGLVFQAANVAFRGGEIDLIMRDG
                     DAWVFVEVRFRRNDLFGGAAASITPRKQQRLHLAAAVWLAQRGASFATTSCRFDVVAI
                     TGNQLEWLPNAFNTD"
     gene            complement(4209483..4211552)
                     /locus_tag="YPA_3754"
     CDS             complement(4209483..4211552)
                     /locus_tag="YPA_3754"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15716.1"
                     /translation="MQKLLLDRVDSLFHPNYRFNIEHLEKNITGYSMLSSTFVRSKAG
                     LVPVILAALILAACTGDAPQTPPPVNIQDEASANSDYYLQQLQQSSDDNKADWQLLAI
                     RALLREAKVPQAAEQLSTLPANLSDTQRQEQQLLAAELLIAQKNTPAAADILAKLEAT
                     QLSANQKVRYYQAQIAANQDKATLPLIRAFIAQEPLLTDKAHQDNIDGTWQSLSQLTP
                     QELNTMVINADENVLQGWLDLLRVYQDNKQDPELLKAGIKDWQTRYPQNPAAKNLPTA
                     LTQISNFSQASTAKIALLLPLSGPAQVFADAIQQGFTAAQNGSAVTASVPVTPNVTES
                     SPTDTAAVVSDDTPATLPAPVPPPVVTNAQVKIYDTNTQPLAALLAQAQQDGATLVVG
                     PLLKPEVEQLSATPSTLNILALNQPEASNNSPNICYFALSPEDEARDAAHHLWEQQKR
                     MPLLLVPRGALGERIAKAFADEWQKQGGQTVLQQNFGSTTELKQSINSGAGIRLTGTP
                     VSVSNVAAAPASVTIAGLTIPAPPIDAPVVSTSSSGNIDAVYIIATPSELTLIKPMID
                     MATSSRSKPALFASSRSYQAGAGPDYRLEMEGIQFSDIPLMAGSNPALLQQASAKYAN
                     DYSLVRLYAMGIDAWALANHFSEMRQIPGFQVKGVTGDLTASSDCVITRKLPWLQYRQ
                     GMVVPLA"
     gene            4211519..4212418
                     /locus_tag="YPA_3755"
     CDS             4211519..4212418
                     /locus_tag="YPA_3755"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tetrapyrrole methylase"
                     /protein_id="ABG15717.1"
                     /db_xref="InterPro:IPR008189"
                     /translation="MNQHDRAVISASTLYVVPTPIGNLGDITHRALEVLKGVDLIAAE
                     DTRHTGLLLQHFAINARLFALHDHNEQQKADQLLAKLQEGQSIALVSDAGTPLINDPG
                     YHLVRRCREAGIRVVPLPGACAAITALSAAGLASDRFCYEGFLPAKTKGRKDTLQALI
                     EEPRTLIFYESTHRLLESLQDMVTVLGPQRYVVLARELTKTWESIHGAPVGELLAWVK
                     EEETRRRGEMVLIVEGHKVQSDDALPADALRTLALLQKELPLKKAAALAAEIHGVKKN
                     ALYKYALEQQQGDVETEEDDIQQ"
     gene            4212438..4212812
                     /gene="rnpB"
                     /locus_tag="YPA_r098"
     misc_RNA        4212438..4212812
                     /gene="rnpB"
                     /locus_tag="YPA_r098"
                     /product="RNA component of RNaseP"
     gene            complement(4213355..4214059)
                     /locus_tag="YPA_3756"
     CDS             complement(4213355..4214059)
                     /locus_tag="YPA_3756"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15718.1"
                     /translation="MITCRTAEQCGQADFGWLQARYTFSFGHYFDPTLLGYASLRVLN
                     QEVLAPGAAFQPRTYPQVDILNLILQGEAEYRDSLGNHVHAKTGDALLFSPQQGVSYS
                     EHNLSANKSLTRIQLWLNACPERESAPTQHQRLSTRPVQLLASPAGEQGSLQLRQQMW
                     IHHLALAAGEQQKMPLHGHRAYLQSIHGTVDATGPQTGTSQRLTCGDGAFVEEEQHLV
                     IKAITPLRALLIDLPV"
     gene            4214321..4215214
                     /locus_tag="YPA_3757"
     CDS             4214321..4215214
                     /locus_tag="YPA_3757"
                     /codon_start=1
                     /transl_table=11
                     /product="lysR-family transcriptional regulatory protein"
                     /protein_id="ABG15719.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MARDRALTLEALRVMDAIDRRGSFAAAADELGRVPSALSYTMQK
                     LEEELDVVLFDRSGHRTKFTNVGRMLLERGRVLLEAADKLTTDAEALARGWETHITIV
                     SEALSPAWKLFPLIDKLALKANTQVSILTEVLAGAWERLEQGRADIVIAPDMHFRASS
                     EINSRKLYKVTSVYVASPDHPIHQEPEPLSELTRVKYRGIAVADTARERPVITVQLLD
                     KQQRLTVSTIEDKRRALLAGLGVATMPYEMVEKDIAAGRLRVIGPEYSREADIIMAWR
                     RDSMGEAKSWCLREIPKLLGK"
     gene            complement(4215345..4216280)
                     /locus_tag="YPA_3758"
     CDS             complement(4215345..4216280)
                     /locus_tag="YPA_3758"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15720.1"
                     /db_xref="InterPro:IPR004046"
                     /translation="MGRWWRYKWITFHPSLTTTDGQAGPQGKGGFNAEAHRYHLYVSL
                     ACPWAHRALLMRTLKGLESLISVSVVHPLMQENGWTFSSDFPAATGDALYHLDYLYQL
                     YLRAAPDYSGRVTVPVLWDKQQQTVVSNESADIIRMFNNAFDDVGAKAGDYYPTALRN
                     DIDDINGWVYDQVNNGVYKAGFATTQEAYDEAVGTLFSALDRLEQILGQHRYLTGNQL
                     TEADLRLWTTLVRFDPVYVTHFKCDKRRISDYPNLYGFLRDIYQMPGIAETVDFAHIR
                     THYYRSHGTINPYGIISIGPQQNLLEPHDRANRFV"
     gene            complement(4216296..4217075)
                     /locus_tag="YPA_3759"
     CDS             complement(4216296..4217075)
                     /locus_tag="YPA_3759"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15721.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(4217075..4218097)
                     /locus_tag="YPA_3760"
     CDS             complement(4217075..4218097)
                     /locus_tag="YPA_3760"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15722.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            4218154..4218498
                     /locus_tag="YPA_3761"
     CDS             4218154..4218498
                     /locus_tag="YPA_3761"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion element IS1661 DNA-binding protein"
                     /protein_id="ABG15723.1"
                     /translation="MWITIAPFVTVRYMMANRCSAADASAHFNIPNETIIQNWMKRYR
                     EGGKEALNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALRE
                     EKALREQQKKPE"
     gene            4218552..4219337
                     /locus_tag="YPA_3762"
     CDS             4218552..4219337
                     /locus_tag="YPA_3762"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS1661"
                     /protein_id="ABG15724.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(4219692..4220123)
                     /locus_tag="YPA_3763"
     CDS             complement(4219692..4220123)
                     /locus_tag="YPA_3763"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15725.1"
                     /translation="MFFSRSDRVSQGTNPFGFKLYICHLRRYWVFLSFIATGVNEKSV
                     YTQDNFIKYHMLTDRDIEKTPKITRDYYFEYQPGDGYNPSSTIIFNHTLDASPLKNYL
                     NSLGYERQSQILVIVKCGHYQAKRHNPLSISGWIRRTIKFG"
     gene            complement(4220126..4220515)
                     /locus_tag="YPA_3764"
     CDS             complement(4220126..4220515)
                     /locus_tag="YPA_3764"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15726.1"
                     /translation="MLLHPVEIVSVHQRNDYSDVLVRNFPLTDKSKINWWLENRDMLK
                     DKYSIPKPASDGFYTVIFWDFGDGYKEEGKYDRRCFDDMKTSKNCIDKNKVFSVENDR
                     DKDILFSVYDGMYRLEKNGKIVKMKRE"
     gene            complement(4220898..4221272)
                     /locus_tag="YPA_3765"
     CDS             complement(4220898..4221272)
                     /locus_tag="YPA_3765"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15727.1"
                     /translation="MISLSESIYERSAGNMNTAVSTGRINMVHIFSFSTYIICTVFSL
                     LLFYYLVSHLLHSKHFILNVVSSFLLLGCAKYHFNVAKTGALAIFNITIDSSGVFIAV
                     LIPFIFSSSYSVPFYMAYKRYY"
     gene            4221671..4223185
                     /locus_tag="YPA_3766"
     CDS             4221671..4223185
                     /locus_tag="YPA_3766"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="aerobic glycerol-3-phosphate dehydrogenase"
                     /protein_id="ABG15728.1"
                     /db_xref="InterPro:IPR000447"
                     /translation="METKDLIVIGGGINGAGIAADAAGRGLSVLLLEAQDLACATSSA
                     SSKLIHGGLRYLEHYEFRLVSEALAEREVLLKLAPHIAFPMRFRLPHQPHLRPAWMIR
                     TGLFLYDHLGKRTSLPASKGLRFGPESVLKPELVRGFEYSDCWVDDARLVVLNAQEVV
                     KHGGEVRTRTKVTRAWREQGLWMVEALDVNTGKTFTWRAKGLVNATGPWVKQFFDDGL
                     KLKSPYGIRLIKGSHIVVPRVHNQPQAYILQNEDHRIVFVIPWLDDYSIIGTTDVEYH
                     GDPKEVKIDDQEMTYLLKVYNDHFKKQLGRDDIVWTYSGVRPLCDDESDSPQAVTRDY
                     TLDVADEAGQAPLLSVFGGKLTTYRKLAEHALEKLSAYYPNVGPAWTKTGALPGGDIG
                     GSRDSYTVQLRHRYNWLPEGLARRYTRTYGSHSELILANATRLESLGEHFGHGLYEAE
                     LRYLVENEWVVELDDAIWRRTKLGMALSDEEKQRVAQWLADAHTEKQQALPLVS"
     gene            complement(4223348..4225795)
                     /locus_tag="YPA_3767"
     CDS             complement(4223348..4225795)
                     /locus_tag="YPA_3767"
                     /EC_number="2.4.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="glycogen phosphorylase"
                     /protein_id="ABG15729.1"
                     /db_xref="InterPro:IPR000811"
                     /db_xref="InterPro:IPR011833"
                     /translation="MTSPFSYTSPVVSVDALKHSIAYKLMFIIGKDPTIATQHDWLNA
                     TLFAVRDRMVERWLRSNRAQLSQDVRQVYYLSMEFLLGRTLSNALLSMGIYDEIEQAL
                     DEMGLSLSELLKEENDPGLGNGGLGRLAACFLDSLATLALPGRGYGIRYEYGMFSQKI
                     VNGQQMESPDNWLEYGNAWEFPRHNTRYKVRFGGRIQQEGSKIRWLETEEILACAYDQ
                     IIPGFDTDATNTLRLWSAQASNEINLGKFNQGDYFAAVEDKNHSENVSRVLYPDDSTY
                     SGRELRLRQEYFLVSATVQDILNRHWAMHHTFNNLADKIAIHLNDTHPVLSIPEMMRL
                     LIDEHKFTWMDAWDVVQQVFSYTNHTLMSEALETWPVDMIGKILPRHLQIIFDINDHF
                     LKLVEEQYPDDKELLSRVSVIDENNGRRIRMAWLAVIASHKVNGVSALHSELMVQSLF
                     ADFARIFPNRFCNKTNGVTPRRWLGLANRPLAAVLDDSIGQTWRTDLSQLSELEKNLD
                     YPSFLLALQKAKLENKKRLAVYIAEKLNIVVNPAALFDVQIKRIHEYKRQLLNVLHVI
                     TRYNRIIDAPDNNWVPRVVIFAGKAASAYYNAKQIIHLINDVAKVINNDPRINNLLKV
                     VFIPNYSVSLAQLIIPAADLSEQISLAGTEASGTSNMKFALNGALTIGTLDGANVEIR
                     EHVGEENIFIFGNTTEQVEALRKSGYNPRKYYDEDPELHQVLTQIATGTFSPEEPHRY
                     TNLFDSLVNLGDHYQLLADYRSYVDTQEQVDALYRNRDEWSRKTLLNIANMGYFSSDR
                     TIKEYADEIWHIKPIRL"
     gene            complement(4225948..4227378)
                     /locus_tag="YPA_3768"
     CDS             complement(4225948..4227378)
                     /locus_tag="YPA_3768"
                     /codon_start=1
                     /transl_table=11
                     /product="glycogen synthase"
                     /protein_id="ABG15730.1"
                     /db_xref="InterPro:IPR002114"
                     /db_xref="InterPro:IPR011835"
                     /translation="MRVLHVCSELFPLLKTGGLADVIGALPAAQLAEGADVRIILPAF
                     PDLRRGIPETVLVREIDTFAGRVALRYGHYRGIGIYLIDAPALYDRAGSPYHDASLYA
                     YSDNYLRFALLGWMACELACGLDGYWRPEVVHAHDWHAGLTCAYLAARGRPARSVFTV
                     HNLAYQGLFSADHLSELHLPAEFFQIYGLEFYGQISYLKAGLFFADHVTTVSPTYAKE
                     ITQPAFGYGMEGLLQALARQGRLTGILNGVDSDIWDPQSDTLLPTRYDAENLQAKAIN
                     KTHLQTAMGLQLAENKPIFAVVSRLTVQKGLDLVLEALPELLALGGQLVVLGSGDATL
                     QEAFLAAAAEHSGQVGVQIGYHEAFSHRIIAGSDVILVPSRFEPCGLTQLYGLKYGTL
                     PLVRHTGGLADTVVDCALENLADGSASGFVFNECEAQALVKAIRRAFVLWSRPKHWRH
                     VQRHAMRLDFGWQLAAVDYLSLYRRL"
     gene            complement(4227446..4228876)
                     /locus_tag="YPA_3769"
     CDS             complement(4227446..4228876)
                     /locus_tag="YPA_3769"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose-1-phosphate adenylyltransferase"
                     /protein_id="ABG15731.1"
                     /db_xref="InterPro:IPR005836"
                     /db_xref="InterPro:IPR011831"
                     /translation="MVRFESTDSLMLARQLPNKTVALILAGGRGSRLKDLTATRAKPA
                     VHFGGKFRIIDFALSNCLNSGVRRIGVITQYQSHTLVQHIQRGWSFLNEEMNEFVDLL
                     PAQQRLSTEQWYKGTADAVCQNLDIIRRYDAEYIVILAGDHIYKMDYSRMLLDHVEKG
                     AECTVACIPVPISEGSEFGIMEVTADYQITAFYEKPANPPPIPGDPSNALASMGIYIF
                     NADYLFKLLEEDNNTPGSSHDFGKDIIPQLTARKVVWAHPFDLSCVTSNAELPPYWRD
                     VGTLDAYWRANLDLASVTPELDMYDRAWPIRTHMEPLPPAKFVQDRSGSHGMTMNSLV
                     SGGCIVSGSVVVHSVLFPRVRVNSFCTIDSSLLLPDVHVGRSCRLRRCIIDRACHIPE
                     GMVIGENADEDNARFYRSEGGGGVSDSGYAGKVRGKIEPLGFLFVRLDLLIRLSLLIR
                     LNLFIRMNLLIILTLFFKLASIQASH"
     gene            complement(4228886..4230874)
                     /locus_tag="YPA_3770"
     CDS             complement(4228886..4230874)
                     /locus_tag="YPA_3770"
                     /codon_start=1
                     /transl_table=11
                     /product="putative alpha-amylase"
                     /protein_id="ABG15732.1"
                     /db_xref="InterPro:IPR001395"
                     /db_xref="InterPro:IPR006589"
                     /db_xref="InterPro:IPR011837"
                     /translation="MAVLTHGSPTPSGAHFDGKGINFTLFSAHAEQVTLCLFDEQGQE
                     RQIAMPARTGDIWHGYLPGGKPGQRYGYRVSGPFEPSRGHRFNPHKLLIDPRTRALEG
                     KVGDDPRFTGGVSQPDVRDSAAALPKCLVIHEEYDWQGDKPPAIPWGNTVIYEAHVRG
                     LTQLHPDIPPELRGTYAALAHPALIEHLKTLGITTLELLPVQFHIDEPRLQKMGLSNY
                     WGYNVLAPFAVDPDYASGREGISPLRELRDAVKALHNAGIEVILDVVFNHSAELDVFG
                     PTLCQRGIDNASYYWLTPDGEYDNITGCGNALRLSHPYVTQWVIDCLNYWRDSCHVDG
                     FRFDLGTVLGRTPAFDQHAPLFAALAADERLSACKLIAEPWDIGLGGYQLGNFPTGFS
                     EWNDQYRDAMRGFWLRGEVPRGTFAQHFAASSRLFEQRGRLPSASINQITAHDGFTLL
                     DLLCFNQKHNQMNGEENRDGSDNNHSNNFGCEGLVADAAIWQRRKACQRALLTTLLLS
                     QGTPMLLAGDEQGHSQQGNNNAYCQNNILTWLDWGSADRALMTFTADLIRLRQQIPAL
                     TQDQWWQSGDSNVQWLDSQGQALSDAAWEQGCQQQLQILLSQRWLVLINATDHECEMH
                     LPEGEWEGIPPFGVSDHAERLTTWRGSAHTICVLIKRD"
     gene            complement(4230876..4233059)
                     /locus_tag="YPA_3771"
     CDS             complement(4230876..4233059)
                     /locus_tag="YPA_3771"
                     /codon_start=1
                     /transl_table=11
                     /product="1,4-alpha-glucan branching enzyme"
                     /protein_id="ABG15733.1"
                     /db_xref="InterPro:IPR006407"
                     /db_xref="InterPro:IPR006589"
                     /translation="MSVLPDRQVINQLISGHYGDPFSILGMHETSQGLQICALLPDAR
                     EVWLVETENGRRIAQLTLEDPRGFFIAQLTRRKKSFRYQFAVTWQENPQIIEDPYRFG
                     PLLQDIDSWLLAEGTHLRPYERLGAHLMSLDGVSGVSFAVWAPNAQRVSVVGDFNFWD
                     GRRHPMRLRRENGIWELFLPGIEAGQLYKFEIIDCHGQVRLKADPYAFEAQMRPETAS
                     LISPLPDVVKSSAARQKANDLCSPVSIYEVHLGSWRRHTDNNFWLSYRELADQLVEYV
                     KYMGFTHVELLPINEHPFDGSWGYQPLGLYAPTRRYGTPEDFKAFVAKFHQAGINVIL
                     DWVPGHFPSDEHGLSTFDGTALYEYADPREGYHQDWNTLIYNYGRNEVRNYLAGNAFY
                     WMERFGIDALRIDAVASMIYRDYSRAEGQWVPNYYGGRENLEAIAFLRYTNKTIGVER
                     PGSVTMAEESTDFPGVTLPPDIGGLGFNYKWNMGWMHDTLNYMQCDPVHRKYHHNLMT
                     FGMLYAYTENFILPLSHDEVVHGKRSILDRMPGDAWQKFANLRAYYAFMWAHPGKKLL
                     FMGCEFAQGREWNFETSLDWHLLDDENGWHSGVQRLVRDLNHCYRQYAPLYEWDYQPA
                     GFEWLVVDDHENSVFAFLRRDAEGHELIAISNFTPVPRYHYRVGIPQGGHYREVLNSD
                     SAFYCGSNLGNQGGIDSHHVRSHNHEHSLLLTLPPLATIYLLREN"
     gene            4233565..4235262
                     /locus_tag="YPA_3772"
     CDS             4233565..4235262
                     /locus_tag="YPA_3772"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15734.1"
                     /translation="MGISQTELIFSLLQQMCVYLVIAYLLSKTPLFIPLMQVTIRLPH
                     KLVCYLTFSMFCIMGTYFGLNIDDSIANTRAIGAVLGGMLGGPSVGFLVGLTGGLHRY
                     SMGGMTATACMLSTIAEGLLGGLLHLYLTRKNRLDLLFQPLVVAGITLVAEVLQMMII
                     LAVARPFNEAVELVENIALPMMITNTIGAAMFMRILLDRRAIFEKYTTAFSAKALQIA
                     ARAEGLLRHGFDQQNSMRVARILYEELGVGAVAITDREKLLAFIGSGADHHQVGSAIT
                     SSHTHRAIELNQVVYADGNAVPYTCSISPTCKLGSTLVIPLRGEEHRVIGSIKLYEPK
                     SKLFSSINRTLGEGIAHLLSAQILAGEFEQQKQLLAQSEIKLLHAQVNPHFLFNALNT
                     LSVVIRRNPDHARNLVLSLSTFFRKNLKRSHDVVTLSDEIEHVNAYLEIEKARFADRL
                     TVTVSLPNELMEAHLPAFSLQPVVENAIKHGISQMFSNGRVTLRGKLDDNTLVLEVED
                     NAGLYQPQPDGDGLGMSLVDRRIKARYGKEYGITVVSNAEVFTRIIIKLPFITVSEQ"
     gene            complement(4235470..4244436)
                     /locus_tag="YPA_3773"
     CDS             complement(4235470..4244436)
                     /locus_tag="YPA_3773"
                     /codon_start=1
                     /transl_table=11
                     /product="putative invasin"
                     /protein_id="ABG15735.1"
                     /db_xref="InterPro:IPR002482"
                     /db_xref="InterPro:IPR003344"
                     /db_xref="InterPro:IPR003535"
                     /translation="MKEKGHPRKIKVVAWITLFFQFAFPLSLSFTPAIAAANTTNSAP
                     TSVITPVNASILPPAARATEPYTLGPGDSIQSIAKKYNITVDELKKLNAYRTFSKPFA
                     SLTTGDEIEVPRKESSFFSNNPNENNKKDVDDLLARNAMGAGKLLSNDNTSDAASNMA
                     RSAVTNEINASSQQWLNQFGTARVQLNVDSDFKLDNSALDLLVPLKDSESSLLFTQLG
                     VRNKDSRNTVNIGAGIRQYQGDWMYGANTFFDNDLTGKNRRVGVGAEVATDYLKFSAN
                     TYFGLTGWHQSRDFSSYDERPADGFDIRTEAYLPAYPQLGGKLMYEKYRGDEVALFGK
                     DDRQKDPHAVTLGVNYTPVPLVTIGAEHREGKGNNNNTSVNVQLNYRMGQPWNDQIDQ
                     SAVAANRTLAGSRYDLVERNNNIVLDYKKQELIHLVLPDRISGSGGGAITLTAQVRAK
                     YGFSRIEWDATPLENAGGGTSPLTQSSLSVTLPFYQHILRTSNTHTISAVAYDAQGNA
                     SNRAVTSIEVTRPETMVISHLATTIDNATANGIATNTVQATVTDGDGQPIIGQLINFA
                     VNTQATLSTTEARTGANGTASTTLTHTVSGVSRVSVTLGSSSRSVDTTFVADESTAEI
                     TAANLTVTTNDSVANGSDTNVVRAKVTDAYTNAVANQSVIFSASNGATVIDQTVITNA
                     EGIADSTLTNTTAGVSVVTATLGGQSQQVDTTFKPGSTAAISLVKLADRAVADGIDQN
                     EIQVVLRDGTGNAVPNVPMSIQADNGAIVVASTPNTGVDGTINATFTNLRAGESVVSV
                     TSPALVGMTMTMTFSADPRTAVVSTLAAIDNNAKADGTDTNVVRAWVVDANGNSVPGV
                     SVTFDAGNGAVLAQNPVVTDRNGYAENTLTNLAIGTTTVKATTVTDPVGQTVNTHFVA
                     GAVDTITLTVPVNGAVANGVNTNSVQAVVSDSGGNPVTGATVVFSSTNATAQVTTVIG
                     TTGVDGIATATLTNTVAGTSNVVATIDTVNANIDTAFVAGAVATITLTAPVNGAVADG
                     ADTNQVDALVEDANGNPITGAAVVFSSANGATILSSTMNTGVNGVASTLLTHTVAGTS
                     NVVATVDTVNANIDTTFVAGAVATITLTTPVNGAVADGANSNSVQAVVSDSDGNPVTG
                     AAVVFSSANATAQITTVIGTTGADGIATATLTNTVAGTSNVVATIDTVNANIDTAFVA
                     GAVATITLTAPVNGAVADGADTNQVDALVQDANGNAITGAAVVFSSANGADIIAPTMN
                     TGVNGVASTLLTHTVAGTSNVVATIDTISANIDTAFVAGAVATITLTAPVNGAVADGA
                     DTNQVDALVEDANGNPITGAAVVFSSANGATILSSTMNTGVNGVASTFLTHTVAGTSN
                     VVATIGSVTENIDTAFVAGAVATITLTAPVNGAVADGVNTNSVQAVVSDSDGNAVTGA
                     TVVFSSANATAQITTVIGTTGADGIATATLTNTVAGTSNVVATIDTVNANIDTTFVAG
                     ELENIVVSIINNNALANGADTNIVEAFVTDRFGNGVANQSLIFGTNGASIVGSSTVTT
                     NLDGRVRASATHTVAGSSNTVIAISGAHQGYARVTFVADVSTAQLKLTSFLDNQLANG
                     KAGNIAQALVTDAHDNLLANQSVSFALDNGAVIESQGDASSASGIVLMRFNNTLAGMT
                     TVTATLDSTGQTETLETHFVAGKAASIEMTMTKDNAVANNIDTNEVQVLVTDVDGNAI
                     NGAVVNLTSNSGMNITPNSVTTGSDGTATATLTHTLAGSLPINARIDQVSKTINATFI
                     ADASTAQIIAGDMFIIVNDQVANGQAVNAVQARVTDSYGNPIKDQTVEFVLSNNGTIQ
                     YELDVTSVEGGVMVTFTNTLAGITNVTATVVSSGSSRNIDTTFIADVTTAHIAASDLM
                     VIVDDAVADNLDKNEVHARVTDAKGNVLSGQTVIFTSGNGAAITTVNGISDGDGLTKA
                     TLTHTLAGTSVVTARVGNRVQSKDTTFIADRTTATIRASDLTITRNNALADGVATNAA
                     RVIVTDANGNPVPSMFVGYTSDNGALLTPTSGMTDSSGTFSTTFTHTTAGISKVTAAI
                     VTMGISQTKDAVFIADRSTAHVSELIVVKNDSLANNSDRNIVQAHIKDAHGNVVTGMN
                     VNFSATENVTLTANTVTTNSQGYAENTLRHNAPVTSAVTATVATDLVGLTEDVRFVAG
                     AGARIELFRLNDGAVADGIQTNRVEARVYDVSDNLVPNSNVVFSADNGGQLVQNDVQT
                     DALGSAYVTVSNINTGVTKVTVTADGVSASTTTTFIADRDTATLVTDRFLITHDNAVA
                     NGVVENRVLLHLVDANDNSVSGVEVNFSATNGASINASAITDINGFAIGVLTNTLSGP
                     SDVTVTLVTPGGTESLTVTPQFIADINTANIATGDFVIIDDGAVANSVDANEVRARVT
                     DNQGNAIAGYSVVFSSQNGATITTSGITGVDGWASAKLTHIKAGESGILARLSRPMAT
                     VHTLMPYFIADVSTATLQLFNFNPIPIIADGVMQFFVLGRVFDANQNPVGGQQVAFSA
                     TNEVTLTESNGSISTPEGSVLLSVTSTQAGVHPITGTLVSNNYTDTFGAAFIANKNTA
                     QLSTLMVVDNNALADGVTRNQVRAHVVDSTGNSVADMAVTFTANRGAQLSKVTVLTDN
                     NGDAVNTLTNSLVGVTVVTAKLGTAGTPLTVDTVFTAGPLATLTLVTTVNNAFADNSA
                     TNTVQATLKDVSGNPIVGEVVAFAASNGATITATDGGVSNANGIVLATLTNGTAGVST
                     VTATIETLTETTDTTFIAMKNLDVTVNGTTFNGDAGFPTTGFVGATFKVNSGGDNSLY
                     DWSSSAPALVSVSGDGVVTFNAVFPTGTPTITISATPKGGGSPLSYSFRVNQWFINNN
                     GATLNRADAITHCENVGYTMPTSTQVTNAATWMSGKRAVGNLWSEWGDFSAYTAPGWV
                     PAEFFWLSNNHDASTALAIGLSTGTLTTMGDFMAITHVMCTRPI"
     sig_peptide     complement(4244329..4244436)
                     /locus_tag="YPA_3773"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.517 at
                     residue 36"
     gene            4245815..4246156
                     /locus_tag="YPA_3774"
     CDS             4245815..4246156
                     /locus_tag="YPA_3774"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15736.1"
                     /translation="MIPSSPLNTGMSPVLFYFGYTLKRSARLIGYFILDFYYWCNLDY
                     HFSREKIAALLTPVCAEMTKYDRALSNLRRSTCRINSGLSAQCRLSCIHLKCPFIAKM
                     DISIGNRKGRW"
     gene            complement(4246533..4246907)
                     /locus_tag="YPA_3775"
     CDS             complement(4246533..4246907)
                     /locus_tag="YPA_3775"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15737.1"
                     /translation="MKHSTVNHTIFLPLTPCFRDGTMKIMGNFSALEHLIQIYFGQDY
                     YEITGATTIAGVMAFYLQDNSPSQIETLISDIAEFTAAYPNTLDDELNTRWGDDFSPE
                     LWGTTPQDFLHDVQNLALQHQG"
     gene            complement(4247148..4247429)
                     /locus_tag="YPA_3776"
     CDS             complement(4247148..4247429)
                     /locus_tag="YPA_3776"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15738.1"
                     /translation="MGKQNFYFLGQLIGCHFNQDYAYINDGEDTIEGIIQFYKKTADE
                     QTLSELKKNCMILLKFILTFLRRNLRKDTGLISLPHYGKQPHMIFSKLY"
     gene            complement(4247598..4248701)
                     /locus_tag="YPA_3777"
     CDS             complement(4247598..4248701)
                     /locus_tag="YPA_3777"
                     /EC_number="1.2.1.11"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate semialdehyde dehydrogenase"
                     /protein_id="ABG15739.1"
                     /db_xref="InterPro:IPR000319"
                     /db_xref="InterPro:IPR011534"
                     /translation="MKNVGFIGWRGMVGSVLMQRMIEERDFDGIRPVFFSTSQHGQAA
                     PAFAGHQGTLQDAYDIDALSALDIIITCQGGDYTNQIYPKLREIGWQGYWIDAASSLR
                     MQDDTIIILDPVNHDVIKQGLDKGIKTFAGGNCTVSLMLMSLGGLFANNLVEWASVAT
                     YQAASGGGARHMRELLTQMGMLHAGVAKELQDPASAILDIERKVTSTTRSGTLPTDNF
                     GVPLAGSLIPWIDKALDNGQSREEWKGQAETNKILSTSTLIPVDGLCVRVGALRCHSQ
                     AFTLKLKKDVPLAEIEQMLATHNDWVRVIPNDRELSMRELTPAAVTGTLNTPVGRLRK
                     LNMGPEYLSAFTVGDQLLWGAAEPLRRMLRILL"
     gene            4249059..4249652
                     /locus_tag="YPA_3778"
     CDS             4249059..4249652
                     /locus_tag="YPA_3778"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15740.1"
                     /translation="MTEMIAATVLLFLIMDPLGNLPIFMSVLKHLEPKRRRVVLIREL
                     LIALILMLIFLFAGEKILLFLNLRTETVSISGGIILFLIAIRMIFPSSESNVTGLSAG
                     EEPFLVPLAIPLVAGPSILATLMLLSHQYPNQLSHLVLALMIAWGLSAAILLMSNLFL
                     RLLGSKGVSALERLMGLILVMLSTQMFLDGVRAYLAI"
     gene            complement(4249892..4250281)
                     /locus_tag="YPA_3779"
     CDS             complement(4249892..4250281)
                     /locus_tag="YPA_3779"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15741.1"
                     /translation="MTNDTALDYVDRALRLAQKRHHHIKYNVIGGETLEPMYNSIVQQ
                     LIYLHNVITGEEKDKTKLWKLTFGMYATKEFEATDPIFEDRLGDAFYIASQIRKGLKV
                     KLPNQVDPNFQDKQKRLKAAYPDDFDV"
     gene            complement(4250503..4250670)
                     /locus_tag="YPA_3780"
     CDS             complement(4250503..4250670)
                     /locus_tag="YPA_3780"
                     /codon_start=1
                     /transl_table=11
                     /product="adhesin/hemolysin"
                     /protein_id="ABG15742.1"
                     /translation="MTSNPAVLAASDNFGQRATIDMPITGPNGNTSVVRTGWIYDTGS
                     VITRMTTIYVN"
     gene            complement(4250667..4250900)
                     /locus_tag="YPA_3781"
     CDS             complement(4250667..4250900)
                     /locus_tag="YPA_3781"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15743.1"
                     /translation="MSLSLLGIYLYNLSRDNLRPEEYERIVSAYAAWTRVCREYEFND
                     GYHANHYIINMRERQVHHTQASSLGPREKDKLE"
     gene            complement(4251082..4251585)
                     /locus_tag="YPA_3782"
     CDS             complement(4251082..4251585)
                     /locus_tag="YPA_3782"
                     /EC_number="2.7.1.12"
                     /codon_start=1
                     /transl_table=11
                     /product="gluconate kinase"
                     /protein_id="ABG15744.1"
                     /db_xref="InterPro:IPR000623"
                     /db_xref="InterPro:IPR002891"
                     /db_xref="InterPro:IPR006001"
                     /translation="MAGQSIIVMGVSGSGKTTVGEAVARQIHAKFIDGDDLHPRANIQ
                     KMGSGQPLNDADRMPWLERLSDAAYSLSHKNETGIIVCSALKRCYRDRLREGNQGMVF
                     LYLKGNFDVIMARLQARSGHFMPSDLLRSQFDALEEPGPDEPDVICVDIDTDIDEVVR
                     RCVGALA"
     gene            4251802..4253118
                     /locus_tag="YPA_3783"
     CDS             4251802..4253118
                     /locus_tag="YPA_3783"
                     /codon_start=1
                     /transl_table=11
                     /product="putative gluconate permease"
                     /protein_id="ABG15745.1"
                     /db_xref="InterPro:IPR003474"
                     /translation="MPLIIVAVGVAMLLLLMIRYKLNGFISLILVALAVGIMQGMPID
                     KVVGSIKAGVGGTLGSLALIMGFGAMLGKLLADCGGAQRIATTLIEKFGQKHIQWAVV
                     LTGFTVGFALFYEVGFVLLLPLVFSIAASARIPLLYVGVPMAAALSVTHGFLPPHPGP
                     TAIATIFNADMGKTLLYGTLLAIPTVILAGPVYARFLKGIDKPVPEGLYNPKIFTDKE
                     MPSFGVSVSTALVPVILMALRAVAEMILPKGHSLLPYAEFFGDPVIATLIAVLIAIFT
                     FGLNRGRSVESVMETLSDSIKIIAMMLLVIGGGGAFKQVLVDSGIEQYIAGMMGNSGA
                     SPILMAWSIAALLRIALGSATVAAITAGGIVAPLIATTGASPELMVIAVGSGSVIFSH
                     VNDPGFWLFKEYFNLTIMETIKSWSVLETIISVCGLIGCLLLSLVI"
     gene            complement(4253210..4254205)
                     /locus_tag="YPA_3784"
     CDS             complement(4253210..4254205)
                     /locus_tag="YPA_3784"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, LacI family"
                     /protein_id="ABG15746.1"
                     /db_xref="InterPro:IPR000843"
                     /translation="MKKKRPVLQDVADMVGVTKMTVSRYLRNPEQVSAVLQEKIALAL
                     DELGYIPNRAPDILSNATSHAIGVLLPSLTNQVFAEVLRGIESVTDAHGYQTMLAHYG
                     YQKEREEQRLTSLLSYNIDGLILSERHHTARTLKMIEVAGIPVIELMDCISPCLDLAV
                     GFNNFEAARQMTQQIIAKGHRYVVYFGARQDERTVIKQQGYEQAMRESGLVPMSVMTS
                     RSSSYSAGAELLREAQVSYPQIDSIFCTNDDLAIGAVFECQRQGLSIPHDMAIAGFHG
                     HDIGQSMVPKLASVLTPRERMGQIGAERLLARLRGEGVTPQMVDVGFTILPGGSI"
     gene            complement(4254334..4255029)
                     /locus_tag="YPA_3785"
     CDS             complement(4254334..4255029)
                     /locus_tag="YPA_3785"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15747.1"
                     /db_xref="InterPro:IPR007113"
                     /translation="MIFLRKADDRGHANHGWLDSWHTFSFADYYDPDFMGFSALRVIN
                     EDVIDAGQGFGTHPHKDMEILTYVLSGTVEHQDSMGNKEQIHAGEFQIMSAGTGIRHS
                     EYNGRDDQPLHLYQIWIIPNKLGLEPRYEQRMFDLPQGRQLVLSPDARDGSLKVFQDM
                     TLWRWALNRTAQSTYQIQAERRVWIQVVRGKVSINGHHGGASDAFAIWDETALSIQAD
                     EDSEILLFDLPPI"
     gene            4255793..4256530
                     /locus_tag="YPA_3786"
     CDS             4255793..4256530
                     /locus_tag="YPA_3786"
                     /codon_start=1
                     /transl_table=11
                     /product="putative response regulator protein"
                     /protein_id="ABG15748.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MKPAILVVDDDTAICEVLRDVLNEHVFDVLLCHSGNEALQITAT
                     QPSIALILLDMMLPDINGLLVLQQVQKLRPSLPVVMLTGMGSESDMVVGLEMGADDYI
                     AKPFNARVVVARVKAVLRRSEVLAIESSSVIESSSVKACGLQFNGWRLNTDRCQLMNP
                     QQQQIDLTQGEYGLLLSLMQNARKVLSREKLLELTHRESLDVFDRTIDVLIMRLRRKI
                     EVNPHQPTLIRTIRGVGYVFAADIIHA"
     gene            complement(4256715..4257722)
                     /locus_tag="YPA_3787"
     CDS             complement(4256715..4257722)
                     /locus_tag="YPA_3787"
                     /codon_start=1
                     /transl_table=11
                     /product="PfkB family carbohydrate kinase"
                     /protein_id="ABG15749.1"
                     /translation="MIERNGIIAAGNMLVDHVHQIEQWPQRGWLAEIVHSERSTGGAP
                     LNVLLTLAKMYTGLPLQAVGLIGDDHDGDYIMAMLDQYQVNRQHVRRTTLAPTSMSQV
                     MTDPSGQRTFFHSPGTNRLLDLPAFDGLDTSFKIFHLGYLLLLDSLDVEDTEYGTRSA
                     RLLALMSQLGYETSLDLVSREGDPRYHLLVTPTLCWLDYLTINELEAGELSGLEMRLA
                     DGTPDVHHIAQAAKQLLEAGVRQRVVIHCPEGAWGVEHGQEGAWVPSWKLAQEEIVGS
                     VGAGDAFCAGILYGYHERWPLNDCIQLAHACARANLLCANAIDGAKPLAELDVFIREN
                     S"
     gene            complement(4257732..4258592)
                     /locus_tag="YPA_3788"
     CDS             complement(4257732..4258592)
                     /locus_tag="YPA_3788"
                     /EC_number="4.1.2.13"
                     /codon_start=1
                     /transl_table=11
                     /product="fructose-bisphosphate aldolase"
                     /protein_id="ABG15750.1"
                     /db_xref="InterPro:IPR000771"
                     /translation="MALISLANGLAHARKNGYALGAFNVLDSHFLRALFAAAKQERSP
                     FIINIAEVHFKYLSLESLVEAVKFEAAHHDIPVVLNLDHGLHFEAVVRALRLGFSSVM
                     FDGSTLEYEENVRQTREVVKMCHAVGVSVEAELGAVGGDEGGALYGEADSNKFTDPAI
                     ARDFVDRTGIDALAVAIGNAHGKYKGEPKLDFARLAAIHQQTGLPLVLHGGSGISDTD
                     FRRAISLGIHKINFYTGMSQAALAAVEQKMTHRHAIYDEFAELFLGIEEAITDVVAQQ
                     MRIFGSSEQI"
     gene            complement(4258618..4259301)
                     /locus_tag="YPA_3789"
     CDS             complement(4258618..4259301)
                     /locus_tag="YPA_3789"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15751.1"
                     /translation="MKRSEVNQILKQTGHFFARHHIQLPPFARFTPQRWQQLDPKAWQ
                     ELFDLKLGWDITAFGGNHFFTQGLTLFTLRNGSVSGTPYPKCYAEKIMHVREGQVTPM
                     HFHWRKQEDIINRGGGNLIVELWNSDAFEQTEKSDVTVTLDGCRQTHAAGSQLRLSPG
                     ESICLVPGVYHSFWGEVGYGEVLVGEVSMVNDDDHDNRFMKPLERFNSIIEDEPAELV
                     LCNEYCRFV"
     gene            complement(4259376..4260320)
                     /locus_tag="YPA_3790"
     CDS             complement(4259376..4260320)
                     /locus_tag="YPA_3790"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar-binding transport protein"
                     /protein_id="ABG15752.1"
                     /translation="MRLKPIMTALIAGAMIASSPALQAKELNSIGVTVGDLANPFFVQ
                     ITKGVELEARKLAGDKVKVTLVSSGYDLGQQVAQIDNFIAAKVDMIILNAADSKGIGP
                     AVKRAKDAGIVVVAVDVAAEGADATITSDNTQAGAMACKYISDRLKEKGNVVIINGPP
                     VSAIQNRVEGCESEFKKYPDIKVLSSNQNAKGSREGGLEVMTSLLAVNPKIDGVFAIN
                     DPTAIGADLAAKQAQRNEFFIVGVDGSPDAEEALKRGGNTLFVATPAQDPQVMASKAV
                     EVGYGILQGNPAPKDPILIPVTLIDKNNISTYKGWTMK"
     sig_peptide     complement(4260246..4260320)
                     /locus_tag="YPA_3790"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.961 at
                     residue 25"
     gene            complement(4260351..4261343)
                     /locus_tag="YPA_3791"
     CDS             complement(4260351..4261343)
                     /locus_tag="YPA_3791"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport system permease protein"
                     /protein_id="ABG15753.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MTNSGTPQQVAKSASLKKAFFSDLLQTVGILPILVLIVAVFGFL
                     APNFFTESNLLNIARQSSINIVLAAGMTFIILTGGIDLSVGSILGTTAVTAMAVSLMP
                     GWEGLSIPAALLMGTGLGLFNGMLVAWAGLPPFIVTLGTYTALRGVAYLLADGTTIIN
                     SNINFEWIGNAYLGPVPWLVVIALLVVAVCWFILRRTTLGVHIYAVGGNMQAARLTGI
                     KVWMVLLFVYGMSGLLSGLGGVMSASRLYSANGNLGMGYELDAIAAVILGGTSFVGGV
                     GTITGTLVGALIIATLNNGMTLMGVSYFWQLVIKGAVIIIAVLIDKYRTRHHNS"
     gene            complement(4261336..4262859)
                     /locus_tag="YPA_3792"
     CDS             complement(4261336..4262859)
                     /locus_tag="YPA_3792"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport ATP-binding protein"
                     /protein_id="ABG15754.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MNKVPLLEMRNITKSFGKFQALKGVDLTVFSGEIHALMGENGAG
                     KSTLMKILAGAYTTTSGEILIEGRPWSIKGPKDALNAGISLIYQEMQLAPNLTVAENI
                     FLGSELSRGGLVQRKEMVMQTQAVIDRLGAQFKASDLVMGLTIAEQQQVEIARALHRN
                     SRILVMDEPTAALSTRETHRLFELILRLRDEGMAIIYISHRMAEVYELSDRVSVLRDG
                     QYVGSLMRANLNANELVRMMVGRPLSDLFNKERDIPLGHLRLKVHHLTDGAKVQAVSL
                     QVRSGEIVGLAGLVGAGRSELAQLIFGVRKATGGTIEIDGVPLVIHSPREAIRHGIGF
                     LTENRKEQGLFLELAAQDNITMATLERDACYGLLDRKKARAISDDAINRLNIRVPHAQ
                     VRAGGLSGGNQQKLLISRWVAISPRILILDEPTRGVDVGAKSEIYRIMSQMAREGVAI
                     LMISSELPEVVGMSDRVYVMHEGRIAGELHHPDITQENIMTLATGVTEDHKKEVYHD"
     gene            4263048..4265603
                     /locus_tag="YPA_3793"
     CDS             4263048..4265603
                     /locus_tag="YPA_3793"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hybrid two-component system regulatory
                     protein"
                     /protein_id="ABG15755.1"
                     /db_xref="InterPro:IPR000014"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MEQPRLSFFASVRGRLLFFNLLVVAVTLMVSGVAVLGFEQASRL
                     QKQVQERTLRDMSSSMALARDTANVATAAVRLSQVVGALEFQSEAASLQETQLALRSS
                     LAHLANAPLASHEPLLVKRIIERSNELETSVARMLNLGHRRHLERNLLLSALYQTQSY
                     LHHLQEINQRDGLNKPDAALLKEMDRLLLVAIQTSSPKAAVQQLTEVMQALPAHADSP
                     LVEEILQEFSASLYQLLPLSITLENSDLSITWYMYHVKALVAFLNQGINIYVQKVGEE
                     SLQRSQQNHKALQSIITSIGLFALLALVITGFAGWYIYHNLGSNLTAISHAMTRLARG
                     EKEVSVPAQQRRDELGELARAFNVFARNTASLEQTSRLLKEKSTLLETTFHAMRDGFA
                     LFDNEGFLVVWNPQYPLLLGLAPEQLQHGQHYLQLLKQMTPLQEHILENLALPLPKTQ
                     ELRLEDHRTIELRFSPVPGRGMVNVVLDRSERKALEEALVHSQKMKAVGQLTGGLAHD
                     FNNLLAVIIGSLELTATDSSDATRIHRALKAAERGAQLTQRLLAFSRKQSLHPRAVAM
                     KELLDNLDPLIRHSLPAHLTLTIEAQQPAWHAWIDVNQLENAIINLVMNARDAMEGRS
                     GEIKIRTWNQRVERGEGRKQDMVVLEVADSGHGMTTAVKEQVFEPFFTTKQTGSGSGL
                     GLSMVYGFVRQSGGRVQIESEPGKGTRVCLQLPRALTQSLIEVLPALGAVANMADQLV
                     LVLEDEPDVRQTLCEQLHQLGYLTLETGDSRQALALMADVPDISIVISDLMLPGDMTG
                     AEVLQQARSVYPHLKLLLISGQDLRRSKNFMPEVELLRKPFNQQQLVQALQRV"
     sig_peptide     4263048..4263161
                     /locus_tag="YPA_3793"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.616) with cleavage site probability 0.517 at
                     residue 38"
     gene            complement(4265739..4267121)
                     /locus_tag="YPA_3794"
     CDS             complement(4265739..4267121)
                     /locus_tag="YPA_3794"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15756.1"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR000568"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR004792"
                     /translation="MYVISASYLVLPNITFSYYGALPAGDLQSPTANLSAEDNQKYDK
                     QPKAGNFAAMMILFNEASVEQFDVVVIGAGAAGLFCAAQAGQAGCRVLLVDNGKKAGR
                     KILMSGGGRCNFTNIYTEPAAYLSQNPHFCKSALARYTQWDFIDLMNRHNIAWHEKTL
                     GQLFCDDSAQQVVDLLLKECELGNVTVRLRSNVLSVEKSDTGFVLHINDLRVSANSLV
                     VASGGLSMPGLGASPFGYKLAEQFGLKVLPTRAALVPFTLHKPLLDHVQTLSGVSVPA
                     VVTAENGVSFRESILFTHRGLSGPAILQLSSYWQAGEYVSINLLPDVDLAAFLNTERQ
                     AHPNQTLKNTLAQLLPKRLVECLQTLEQLPDVTLKQLNVPQQAALIANLQQWRVQPNG
                     TEGYRTAEVTLGGVDTQELSSKTMEAHKVPGLYFIGEVVDVTGWLGGYNFQWAWSSAW
                     ACAQGLAAKK"
     gene            4267147..4268742
                     /locus_tag="YPA_3795"
     CDS             4267147..4268742
                     /locus_tag="YPA_3795"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate transport protein"
                     /protein_id="ABG15757.1"
                     /db_xref="InterPro:IPR006162"
                     /translation="MMLCQKKVIFSFYQPPIVTDNAPRSCPQTGVTLMLHLFAGLDFH
                     TGLMLVLALLFVLFYEAINGFHDTANAVATVIYTRAMRSQIAVVMAGVFNFLGVMLGG
                     LSVAYAIVHLLPTDLLLNVSSTHGLAMVFSMLLAAIIWNLGTWYFGIPASSSHTLIGA
                     IIGIGLTNALMTSTSVVDALNVPKMIQIFLSLILSPIVGLVIAGLMVFLLRRYWSSTK
                     KQQRIHLTPAEREKKDGKRKPPFWTRTALILSAIGVSFSHGANDGQKGIGLIMLVLIG
                     VAPAGFVVNMNATGYDIARTRDAVTHVQLYYQQHAEALPHAIALKPLVPAPETLPGTP
                     AQFHCDTSRAMVAINHAQALLTDLKSYDDLTVDQRSQMRRLLMCVAETAGAVAKLPET
                     SAENRRFLNNLRTDLLDTVEYAPTWIIVAVALALSLGTMVGWRRVAVTIGEKIGKKGM
                     TYAQGVSAQMTAAVSIGIASYTGMPVSTTQVLSSAVAGTMLVDGGGVQSKTVKSIMLA
                     WVLTLPISIFLSGALYWIALKFI"
     gene            4269008..4269466
                     /locus_tag="YPA_3796"
     CDS             4269008..4269466
                     /locus_tag="YPA_3796"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15758.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(4269599..4269934)
                     /locus_tag="YPA_3797"
     CDS             complement(4269599..4269934)
                     /locus_tag="YPA_3797"
                     /codon_start=1
                     /transl_table=11
                     /product="universal stress protein B"
                     /protein_id="ABG15759.1"
                     /translation="MISTVALFWALCVVCVVNMARYYSSLRALLVVLRGCDPLLYQYV
                     DGGGFFTSHGQPSKQIRLVGYIFAQRYLDHHDPEFIRRCERLRGQFILTSALCGLVVV
                     SLVALMLWY"
     gene            4270642..4271088
                     /locus_tag="YPA_3798"
     CDS             4270642..4271088
                     /locus_tag="YPA_3798"
                     /codon_start=1
                     /transl_table=11
                     /product="universal stress protein A"
                     /protein_id="ABG15760.1"
                     /translation="MAYKHILIAVDLSPESKVLVEKAVSMAKPYNAKVSLIHVDVNYS
                     DLYTGLIDVNLGDMQKRISEETHNALTELSQNAGYPVEQTLSGSGDLGQVLVDAIKKY
                     DIDLVLCGHHQDFWSKLMSSARQLINTVHVDMLIVPLRDDENGEDD"
     gene            4271335..4272678
                     /locus_tag="YPA_3799"
     CDS             4271335..4272678
                     /locus_tag="YPA_3799"
                     /EC_number="1.4.1.4"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamate dehydrogenase (NADP)"
                     /protein_id="ABG15761.1"
                     /db_xref="InterPro:IPR006095"
                     /translation="MNGLVSLESFLESLQRRDANQPEYLQAVREVFTSLWPFLEQNPH
                     YREQSLLERLVEPERVIQFRVAWTDDKGHVQVNRAWRVQFSSAIGPYKGGMRFHPSVN
                     LSILKFLGFEQTFKNALTTLPMGGGKGGSDFNPKGKSQAEVMRFCQALMTELYRHLGP
                     DTDVPAGDIGVGGREVAFMAGMMKKLSNNTACVFTGKGLSFGGSLIRPEATGYGLVYF
                     TDAMLKRHGLGFEGRKVSVSGAGNVAQYTIEKAMELGAKVVTASDSGGTVVDEVGFTP
                     EKLAHLAEIKNKRYGTIEDYARERNLVYLAGQQPWSVPVDIALPCATQNELDLPAALQ
                     LIANGVKAVAEGANMPTTIQATDAFLEAGVLFAPGKAANAGGVATSGLEMAQNAARMS
                     WKSEKVDVRLHHIMLDIHQSCVEYGGEGKQTHYVHGANIAGFVKVADAMLAQGVL"
     gene            4272932..4274260
                     /locus_tag="YPA_3800"
     CDS             4272932..4274260
                     /locus_tag="YPA_3800"
                     /EC_number="3.4.24.40"
                     /codon_start=1
                     /transl_table=11
                     /product="metalloprotease"
                     /protein_id="ABG15762.1"
                     /db_xref="InterPro:IPR001818"
                     /db_xref="InterPro:IPR006025"
                     /db_xref="InterPro:IPR006026"
                     /translation="MSYSREYSNTIIKNEQVMRRGIHYKNEVKGVIAPQISSRQSWKE
                     NTIHNKNTNLTYSFSRAYTLWDYDRTFQQNAYISLFNPAQIHQAKIAMQSWADVANIS
                     FTEASADSSANILFLNFQRPSNVAGYAYYPNPGSFSPIWINYSFSDNQHPSRLNDGGG
                     VLTHEIGHALGLGHSHAPHGYTQQMSVMSYLSEQGSGANYGQHYLSTPQMYDIAAIQY
                     LYGANLHTRTGDTVYGFNSTSYRDHFTATHASDALIFCVWDAGGNDTFDFSGYKQNQM
                     INLNELCFSDVGGLKGNVSIAADVTIENAIGGSGHDDIIGNHTNNILTGNGGSDQLWG
                     NGGNNTFRYASARDSMTTSPDTIHDFKSGRDKIDLSQLMPSTDRVIFVDRLSFNGQTE
                     MGQQYNEVADITYLMIDFDAQVSECDMMIKFTGRHHFTANDFILSTSLTA"
     gene            complement(4274325..4275095)
                     /locus_tag="YPA_3801"
     CDS             complement(4274325..4275095)
                     /locus_tag="YPA_3801"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15763.1"
                     /translation="MSHVSICLLSEAGADPGALSILADRWGLVSDDQAVMALVLTAER
                     LELRKRDEPKLGGIYVDFVSGTQAHRRKFGGGRGEAVAKAVGIKKGYLPRVVDATAGL
                     GRDAFVLAALGCQVQMLERNPVVAALLDDGLRRGYLDAEIGPWLRERLTLLHASSLTA
                     LVAIEPRPEVVYLDPMYPHRQKSALVKKEMRVFQSLVGADNDADGLLAPARALATKRV
                     VVKRPDYAEPLAGVAAQAAVVTKSHRFDIYPSSVTPPR"
     gene            complement(4275099..4277141)
                     /locus_tag="YPA_3802"
     CDS             complement(4275099..4277141)
                     /locus_tag="YPA_3802"
                     /EC_number="3.4.24.70"
                     /codon_start=1
                     /transl_table=11
                     /product="oligopeptidase A. Metallo peptidase. MEROPS
                     family M03A"
                     /protein_id="ABG15764.1"
                     /db_xref="InterPro:IPR006025"
                     /translation="MTNPLLTPFSLPPFSAIRPEDIVPAVKSALDECRQAVERVVAQS
                     GPFTWDNLCQPLAESDDRLSRIWSPVGHLNSVKNSPELRTAYEQSLPLLSEYGTWVGQ
                     HKGLYQAYVSLKEGPGFAALTAPQRKAVENALRDFQLSGIGLAPEQQKRYGEIVARLS
                     ELGSTYSNNVLDATMGWSKLITDVEQLKGLPESALAAAKAMAEAKEQDGWLLTLDMPS
                     YLPVLTYADNVELREEMYRAFATRASDQGPNAGKWDNSEIMAEILTLRHELAQLLGFN
                     SYADKSLATKMAENPQQVLGFLNDLAKRARPQAEEELAQLRAFAKEHYGVSELQAWDI
                     TYYSEKQKQHLFAISDEQLRPYFPEQRVVEGLFEVVKRIYGITAKERHDVDTWHPDVR
                     FFDLFDADGELRGSFYLDLYARENKRGGAWMDDCVGSLRLANGQLQKPVAYLTCNFNG
                     PVGGKPALFTHNEVTTLFHEFGHGLHHMLTKIDTAGVSGINGVPWDAVELPSQFMENW
                     CWEPEALAFISGHYQTHEPLPQEMLDKLLAAKNYQAALFILRQLEFGLFDFRMHYEFD
                     PLTGAQILPILYEVKKQVAVVPSPEWGRFPHAFSHIFAGGYAAGYYSYLWAEVLSADA
                     FSRFEEEGIFNAATGQSFLDNILSQGGSEEPMTLFKRFRGREPQLDAMLRHYGIKG"
     gene            4277287..4277442
                     /locus_tag="YPA_3803"
     CDS             4277287..4277442
                     /locus_tag="YPA_3803"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15765.1"
                     /translation="MISLFIHQTVYTSDHNVLAVVSGYCNLHPPQEETASSIAAMYKH
                     IPFKSMI"
     gene            4277470..4278312
                     /locus_tag="YPA_3804"
     CDS             4277470..4278312
                     /locus_tag="YPA_3804"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15766.1"
                     /db_xref="InterPro:IPR002052"
                     /translation="MLSYRHSFHAGNHADVLKHTVQSLIIEAMKEKEKPFLYLDTHAG
                     AGRYQLSGEHAERTGEYLDGIGKLWQRDDLPADLAPYMSAINYFNRGEKLRYYPGSPL
                     IARHLLREDDKIHLTELHSSDYPLLRNEFAKDERAKVQRADGYQQLKSQLPPLSRRGF
                     VLIDPPYEMKTDYQDVVKGIQEGYKRFATGTYALWYPVVLRQQIKRLLRDLEATGIRR
                     ILQIELAVRPDSDQHGMTTSGMIVINPPWKLEQQMNSLLPWLHNVLVPSGHGHTLVKW
                     VVPE"
     gene            4278483..4279850
                     /locus_tag="YPA_3805"
     CDS             4278483..4279850
                     /locus_tag="YPA_3805"
                     /EC_number="1.8.1.7"
                     /codon_start=1
                     /transl_table=11
                     /product="NADPH-glutathione reductase"
                     /protein_id="ABG15767.1"
                     /db_xref="InterPro:IPR000103"
                     /db_xref="InterPro:IPR000815"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR006322"
                     /translation="METTLMTKHYDYLAIGGGSGGIASINRAAMYGKKCALIEAKQLG
                     GTCVNVGCVPKKVMWHAAQIAEAIHLYGPDYGFDTTVNHFDWKKLIANRTAYIDRIHQ
                     SYERGLGNNKVDVIQGFARFVDAHTVEVNGETITADHILIATGGRPSHPDIPGAEYGI
                     DSDGFFELDEMPKRVAVVGAGYIAVEIAGVLNGLGTETHLFVRKHAPLRTFDPLIVET
                     LLEVMNTEGPKLHTESVPKAVIKNADGSLTLQLENGTEVTVDHLIWAIGREPATDNLN
                     LSVTGVKTNDKGYIEVDKFQNTNVKGIYAVGDNTGVVELTPVAVAAGRRLSERLFNNK
                     PDEHLDYSNIPTVVFSHPPIGTIGLTEPQAREKFGDDQVKVYTSSFTAMYSAVTQHRQ
                     PCRMKLVCVGAEEKIVGIHGIGFGMDEILQGFAVAMKMGATKKDFDNTVAIHPTAAEE
                     FVTMR"
     gene            4280042..4281169
                     /locus_tag="YPA_3806"
     CDS             4280042..4281169
                     /locus_tag="YPA_3806"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, CdaR family"
                     /protein_id="ABG15768.1"
                     /translation="MPTSYLKEDTARQIVQRTMSIIDYSVNVMNEYGVIIASGDPRRL
                     HQRHEGAVLALTENRMVMIDEAVAGRLKGVKPGINLPIIFRQRMVGVIGISGEPDKVQ
                     AYAELVRMAAELILEQAEMLEQNQWEKRYREQLTSQLIAQQGSAASVASMAAYLGLDL
                     TLPRIALIVSLREQEHTQQRDLVEILSNHSRETLVTLHGFERVVVLLPLNLAHSDDRE
                     VTARKALRKLYALLQPRFSLNIYVGGIFDGLDGLQRSYLSAQAMQETALRQKLTQPVM
                     FYQDHFLTVLLNDFAGSWQAGELSSAWQTLRQADTKDVLCHTLRCYFVQNCDLSQTSK
                     QLHIHVNTLRYRLQKIEAITALKINELSSIIQLYIGMKIER"
     gene            4281347..4282615
                     /locus_tag="YPA_3807"
     CDS             4281347..4282615
                     /locus_tag="YPA_3807"
                     /codon_start=1
                     /transl_table=11
                     /product="GntP family permease"
                     /protein_id="ABG15769.1"
                     /translation="MTTVSALGALVALIVSIVLILRKVPPAYGMIAGALAGGLVGGAD
                     LIQTINLMITGAQGITNAVLRILAAGILAGVLIESGAANTIAETIVRKVGEKRALLAL
                     AVATMLLTAVGVFIDVAVITVSPIALAIAHRADISKMAILLAMVGGGKAGNVMSPNPN
                     TIAAADSFHVPLTSLMIAGIVPGLFGLALAYFMAKHLKHRGSKVEAHELVVSKNDTAL
                     PAFGAAMAAPLVAIFLLALRPIAGIAIDPLVALPVGGLIGVVVMGQWRHTNQYMVSGL
                     SRMAPVAIMLLGTGTLAGIIANSGLKDVLISGLSASGMPSYLLAPISGALMSMATAST
                     TAGTAVASAVFSSTLIGMGISALAGAAMVHAGATVLDHMPHGSFFHATGGSVNMQVHE
                     RLKLLPYETAVGLMIAFVSTLMFGVFNLAG"
     gene            4282626..4283762
                     /locus_tag="YPA_3808"
     CDS             4282626..4283762
                     /locus_tag="YPA_3808"
                     /EC_number="2.7.1.31"
                     /codon_start=1
                     /transl_table=11
                     /product="putative glycerate kinase"
                     /protein_id="ABG15770.1"
                     /db_xref="InterPro:IPR004381"
                     /translation="MKIIIAPDSFKESLTAMQVAEAIEQGFSEIFPQAEYIKLPMADG
                     GEGTVESMVAATSGELVNVEVTGPLGAPVKAFYGWMGDGETAVIEMAAASGLHLVAPE
                     QRNPLITTSYGTGELILAALNHGARKIILGIGGSATNDGGAGMMQALGVQLRDQQGKA
                     LTVGGAALAQLVDIDLSQLDDRLAQTDILVACDVDNPLCGAKGASAVFGPQKGATPER
                     VQQLDAALQHYGEKIEQVTGKSVINVAGAGAAGGMGAALFGLLNARLQPGIEIVTEAL
                     KLAATVQNADLVITGEGRIDSQTIYGKTPVGVARVAKRFDIPVIAIAGSMAPDYEVVH
                     QHGLDAVFSVLNHIQTLPEALEEASDNIRITARNVAAVWKMGRS"
     gene            complement(4284008..4284514)
                     /locus_tag="YPA_3809"
     CDS             complement(4284008..4284514)
                     /locus_tag="YPA_3809"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15771.1"
                     /db_xref="InterPro:IPR002048"
                     /translation="MKNSKHKILLGMFAVGALYTAWEITRPVEIVGVHIDNFSEGYYS
                     NYIIVKNFPVTDKGKISWWENNKIFLKEKYGVPKNYIDGRFSVKILDAGDGYKLNLPK
                     RDVFFPDSDTSHLICFEEMKVAENCIDKNWIMDIEKIRDNRIFFSMGNSSYQQPVEGG
                     EITKDAED"
     sig_peptide     complement(4284449..4284514)
                     /locus_tag="YPA_3809"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.921) with cleavage site probability 0.501 at
                     residue 22"
     gene            complement(4284582..4285079)
                     /locus_tag="YPA_3810"
     CDS             complement(4284582..4285079)
                     /locus_tag="YPA_3810"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15772.1"
                     /translation="MLKTKYNILFGVVTIGILYSAWEIARPVEIVDVHINNSSEGYYS
                     NYILVNNFPITDRGRIAWWENNKSMLKEKYNIPKHHLDDRFSVSVWDFGDGYKKLPTG
                     DVRLSLESSDLLCFDDMKVVENCIEKKSLLFIRKYDDRYVFSMGRSSYRQSVEGGEIT
                     KDVED"
     gene            complement(4285081..4285950)
                     /locus_tag="YPA_3811"
     CDS             complement(4285081..4285950)
                     /locus_tag="YPA_3811"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15773.1"
                     /translation="MTETNMTEKKAPPKTLPLQFPLCIFKTRNRMDDYGAADMKNGDL
                     TEAELKGKFNLRGVSVTLDPYTGEKTPTSFAMDHFNKKPKEKVNKAEVARILFDEFRH
                     LSDTFSFSGKYQSIMRKMITYMQINNGAPFRDLLLDSALKEQILSDKSNDSSLLKIKN
                     ALIENIDWNNGHYPINNKGMMTEAIKDTVLPRFNRLNDRINGLGISVHAIHATHITIR
                     SLQVNGNEFRAIVHYRSQDHFGLDNTDMLDSFYRQFRIFHIWFVLQRWRGLGYKPFLT
                     NMEASIEITGKRK"
     gene            complement(4286038..4289250)
                     /locus_tag="YPA_3812"
     CDS             complement(4286038..4289250)
                     /locus_tag="YPA_3812"
                     /codon_start=1
                     /transl_table=11
                     /product="putative autotransporter protein"
                     /protein_id="ABG15774.1"
                     /db_xref="InterPro:IPR006315"
                     /translation="MKTNRSTLSPCFRKTMIASLLVPLCSPLYSWAVQTASITDGSTM
                     VISGGYDTEANNHSAVFVQGSGSTINGGSDVVIETTGVGAIGAYASEGGSLGLTGSTI
                     NTENGVAFGVLNDKGTVNLQGGTITTKGQTAYGVYSSGLGSNTDIHSSAITTSYSLTH
                     AIYGAGGTGLTLNNTTLNTSGSGSYGIYLDGSGGSLTGANNTINSTHATKGAGIYISA
                     GGSNATLDNTTLNITKGAVGVNVGEGSSITMDGLIATGNITNLFKVNGNASVSNANIE
                     LAAGGVLMAQGSSASNQAVIILNNVNVISNSGSTTLVDVNKDADVTINGGAYHSKGNN
                     AKGIWVRDNNSSLNVDNAVIITEGVNATAIENRGTAIVKNTTVITKGNNSHGLYSEQS
                     LDATNMAISTAGIGSIGVAAAKGGNLNLNDAFIETTGNSGMVLGTFADSSISAKNITG
                     ISTGAGAYALWVDDGSSILLEESQITTQGQGAGGIYASNTGTGSHTAYTQVTLNNSQI
                     HSEQGPGIWANGADINVDVKNGSQLTGGNGLLVYASSNAGAASNVNVNGDNHAVLLGD
                     IHAAENSNINLALNNNSVWTGAATNAKQVDIDSSSIWNLTGDADVESMHVLGQMNFIS
                     NSSDTNSRAPYDNFSTLTINSNVTGSGSFTFNVQLGDNDSPVDRLYVIGNASGDHGVQ
                     VINQGGLGALTTGDGINLITVDGETHSGSFTMSNSVSAGAYEYFLYKIDDYRWNLQSN
                     LINPGPGPEPEIEPEEIAYRPEVPGYIAAPWLNAFYGFTTLGSLHERRGSAEGAAEGF
                     NQDSWGRIRGQHNNFDAGRFSYDSNIWFMQLGHDVYQAKNAAGTQVTGGMMITLGKQN
                     SDTRDRARAINPDLSIDTGKIKTEAYGFGGYYTLMTEEGGYLDIVSQATLYRNNYESQ
                     HNTKHNGYGVVMSAEVGQPYPLAAGWVVEPQGQLKYQYLHLSPKNFNDSISEIGGTDY
                     SVGQVRGGLRLFSDASEKRDIKPYLTTDVLHQLGRNPQVTVATVDIRPDFTKTFWQGG
                     AGVTAKVNSQVDLYADAKYQKSFDGKLDGYLGNLGVKVSF"
     sig_peptide     complement(4289152..4289250)
                     /locus_tag="YPA_3812"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.975 at
                     residue 33"
     gene            4289928..4291010
                     /locus_tag="YPA_3813"
     CDS             4289928..4291010
                     /locus_tag="YPA_3813"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15775.1"
                     /db_xref="InterPro:IPR005274"
                     /translation="MPNAPKDKVTPQVCSQSTAPLAVGIKTGKKAISHMACLSDRIRA
                     YPAIAHIIRATDRFNDRLGSQFGAAITYFSFLSLIPILMVSFVMVGFVLASNPDLLAE
                     LINKIVNSISDPALATTLKNTVNTAIQQRTTVGLTGLAIALYSGISWIGNLREAIRAQ
                     SRDVWERNPQDKEKFYYRYARDFISLIGLVVALIITLSLTSIAGAAQAAIVNALGLGS
                     IEWLRPAMTLIALSISIAANYLLFLWIFWILPRNKPKKKALLRGALIAAIGFEVIKFI
                     MTMMLPRLASSPSGAAFGSVIGLMAFFYFFARLTLFCAAWIATAHDVADNRVESKDII
                     EDKDIEDKNIEDQNVEDKSLPTRGEK"
     gene            4291014..4291811
                     /locus_tag="YPA_3814"
     CDS             4291014..4291811
                     /locus_tag="YPA_3814"
                     /EC_number="3.6.1.26"
                     /codon_start=1
                     /transl_table=11
                     /product="CDP-diacylglycerol pyrophosphatase"
                     /protein_id="ABG15776.1"
                     /translation="MIMKKSSVSRSIKWRRYLLTLLILIILAAGLIYKLRFSNADALW
                     KIISQQCIPHMTTEDDPRPCAEVNIPAGFAVLKDRNGPLQYLLIPTVPISGIESPQLL
                     TATSPNYFADAWQARYFMAEKYGAPIDDTDISLAINSQYGRTQDQLHIHISCLKPQVK
                     TALAAHSADFQQQWQPLPGGLLGHDYWVRRITATELQQPGPFHLLADEMPGAKEQMGR
                     YGLAITALPSGDFLLLANKASLITQDRASAEELQDHTCQVLPHLPVQ"
     sig_peptide     4291014..4291136
                     /locus_tag="YPA_3814"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.983) with cleavage site probability 0.622 at
                     residue 41"
     gene            complement(4291788..4294004)
                     /locus_tag="YPA_3815"
     CDS             complement(4291788..4294004)
                     /locus_tag="YPA_3815"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15777.1"
                     /translation="MTRTGKVLVGASGFILLSLVAVVIFVSSFDWNRLKPTINQKVSA
                     ELQRPFAIRGNLSVDWSREGEGPGWRGWIPWPHIHAEDLVLGNPTTLISTQESRDAQS
                     AQGTPLSDAFPTGEMVTLKRIDASLAPLSLLSKEVRIPRLWLTQPDIHLQRLANGNNN
                     WTFNLTNTSTDSASWSVDIGDIIFDRGEITLKDAILQADLLAVIDPLAKALPFAQVTG
                     VRRGASINSVTSTHSVNTTTPVNTTTATATTNPVTETVKSTTPDYLFGWKVDGQYQGQ
                     PLAGSGKIGGMISMNDANVPFPLQADMRYGSTLVAVVGTLTDPGNLAGLDLQLVLSGT
                     SLDNLYPLLDVVLPATPPYQTEGHLSARLKQAGGAVYHYENFNGKIGDSDIHGDLTYT
                     DSQPRPKLAGQVDSEKLRFTDLAPLIGADSNQEKALRGERNRQPGNKVLPTETFDTKS
                     WGVMDADVTYTAKRIERDKSLPLSDLYTHVVLKEGMLLLDPLRFGMAGGDLAATLRLD
                     SHQIPMNGKVDLHVRRIQLKALLPQVQAMRSSLGRLSGDASFIAAGNSVAGLLATSNG
                     NVRLLLSQGQISRSLMELLGLNVGNYLVAKLFGDDTVKINCAVADITLRNGVATPNVF
                     VFDTENAIINITGNANFATERLNLSIDPESKGLRILTLRSPLYVKGTFKRPDVGVKTG
                     ALIARGAVAAALGVALTPAAALLALISPVKVKRISAPRYCEKYSKRNNVLLHREVR"
     sig_peptide     complement(4293918..4294004)
                     /locus_tag="YPA_3815"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.866) with cleavage site probability 0.348 at
                     residue 29"
     gene            complement(4294309..4295154)
                     /locus_tag="YPA_3816"
     CDS             complement(4294309..4295154)
                     /locus_tag="YPA_3816"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15778.1"
                     /db_xref="InterPro:IPR001633"
                     /translation="MATKQMMTNRISALLAPSFAAIDQTKRLDQTRKFGQIKEIERTK
                     GQSFWRQCQRRYTFQPIYRTSGALLAIELLTAVFHPSAPETRLSPEDYFSAISTGARL
                     DVVLEQLNMVKQWHQIFVHHSVLVSINIDGQVLVAMQEDHAAKRLIDAMPYIRFELLE
                     HVDTSLDTPFARIAEADRLWLDDFGSGLANFTSFISWRYEYIKVARDLFTVLQDSEAG
                     NRLFFTLVTLMDRYSKGVIVEGVETSQEWAMVQRSDAVAAQGYYLSRPASFDGLQALP
                     MLFCG"
     sig_peptide     complement(4295092..4295154)
                     /locus_tag="YPA_3816"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.669) with cleavage site probability 0.649 at
                     residue 21"
     gene            4295238..4295573
                     /locus_tag="YPA_3817"
     CDS             4295238..4295573
                     /locus_tag="YPA_3817"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tautomerase"
                     /protein_id="ABG15779.1"
                     /db_xref="InterPro:IPR004370"
                     /translation="MLSTQATRTLYRAITDYYTDTRWHGAIKPSTVVDAIIRLTRMEL
                     NMPYVNIKITREGATAEQKKQLIAGVTQLLVDTLGKNPATTVVVIDEVETDNWGIGGR
                     SVTDLRQSS"
     gene            4295852..4296796
                     /locus_tag="YPA_3818"
     CDS             4295852..4296796
                     /locus_tag="YPA_3818"
                     /EC_number="2.7.1.45"
                     /codon_start=1
                     /transl_table=11
                     /product="2-keto-3-deoxygluconate kinase"
                     /protein_id="ABG15780.1"
                     /db_xref="InterPro:IPR002173"
                     /translation="MTSKNIAVIGECMIELSQKGTDLSRGFGGDTLNTAVYIARQVSA
                     PDLNVHYVTALGTDSFSEEMLTAWQQENIQTDLIQRMDNKLPGLYFIETDESGERTFY
                     YWRNDAAARFWLTSPAADDICQRLETFDYLYLSGISLAILDSASRQRLLKLLRACRAK
                     GGKVIFDNNYRPRLWQSKEETQEAYRDMLACTDIAFLTLDDEDMLWGEKPLEQVIDRT
                     QALGVSEIIIKRGADSCIVWVKEGSEAQQYDVPAVKLPKEDVVDTTAAGDSFSAGYLA
                     VRLTGGNAHDAAVRGHLTASTVIQYRGAIIPLAAMPTA"
     gene            complement(4296960..4298459)
                     /locus_tag="YPA_3819"
     CDS             complement(4296960..4298459)
                     /locus_tag="YPA_3819"
                     /codon_start=1
                     /transl_table=11
                     /product="putative insulinase family protease"
                     /protein_id="ABG15781.1"
                     /translation="MQGTKIRLMVGGLLLAAASNNVQAEALQPDPAWQQGKLDNGFSW
                     QLLATPQRPSDRIELRLIVNTGSLSENTQEVGFAHLLPRLALMSSASFTPAQLQSLWQ
                     QGIDNERPLPPAITSYDFTLYSLSLPNNRPDLLKDALAWLSDTAGNLAVSEQTVNAAL
                     NTATDPIATFPQNIQEPWWRYRLKGSSLIGHDPGQPVTQPVDVEKLKQFYQQWYTPDA
                     MTLYVVGNVDSRSIAAQISKAFSELKGKRTAPAAVATLAPLPPEPVSLMNEQAAQDTL
                     SLMWDTPWHPIQDSMALSRYWRSDLAREALFWHIKQVLEKNNQKNLKLGFDCRVQYQR
                     AQCAIHLNTPVENLTANMTFVARELAALRANGLSQAEFDALMTQKNDQLSKLFATYAR
                     TDTDILMSQRLRSQQSGVVDIAPEQYQKLRQAFLSGLTLAELNRELKQQLSQDTTLVL
                     MQPKGEPEVNVKALQEIYNGIMAPQTVAEEEVAPAEAVETAPVMPTTAQ"
     sig_peptide     complement(4298385..4298459)
                     /locus_tag="YPA_3819"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 25"
     gene            complement(4298824..4300113)
                     /locus_tag="YPA_3820"
     CDS             complement(4298824..4300113)
                     /locus_tag="YPA_3820"
                     /codon_start=1
                     /transl_table=11
                     /product="C4-dicarboxylate transport protein"
                     /protein_id="ABG15782.1"
                     /db_xref="InterPro:IPR001991"
                     /translation="MKVSIFKTLYFQVLTAITIGVLLGHFYPEIGAQMKPLGDGFVKL
                     IKMIIAPVIFCTVVTGIAGMESMKAVGRTGAIALLYFEIVSTLALLIGLVVVNVAQPG
                     VGMNIDPATLDAKAVALYAEQASQQGIIPFLLDIIPGSVVGAFASGNILQVLLFAVLF
                     GFALHRLGEKGQLIFNVIESFSRVIFGVINMIMRLAPLGAFGAMAFTIGKYGVGSLVQ
                     LGQLILCFYLTCILFVVLVLGTIAKFNGFNIFKFIRYIKEELLIVLGTSSSESVLPRM
                     LDKMENAGCKKSVVGLVIPTGYSFNLDGTSIYLTMAAVFIAQATNTHMDIMHQVTLLV
                     VLLLSSKGAAGVTGSGFIVLAATISAVGHLPLAGLALILGIDRFMSEARALTNLVGNG
                     VATIVVAKWCKQLDNDQLQAVLSNKVLPNVKSSVSVS"
     gene            complement(4300568..4301047)
                     /locus_tag="YPA_3821"
     CDS             complement(4300568..4301047)
                     /locus_tag="YPA_3821"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15783.1"
                     /db_xref="InterPro:IPR000421"
                     /translation="MKKQILATLLLGALFCVPVYAAQIVAVTASGHDSEKGHVPANIA
                     DGDVKTRWAASGDSWIQLELDKAQSIENILIVPFKATERKLKFAIAYSTDGKTWQSLA
                     EGLETITADKKGEKLTFSPINAKYIKLETFGTDVNKWSAINEVAINSLATVPSRAIN"
     sig_peptide     complement(4300982..4301047)
                     /locus_tag="YPA_3821"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 22"
     gene            complement(4301172..4302890)
                     /locus_tag="YPA_3822"
     CDS             complement(4301172..4302890)
                     /locus_tag="YPA_3822"
                     /EC_number="4.2.2.2"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic pectate lyase precursor"
                     /protein_id="ABG15784.1"
                     /translation="MKKRALLLSMSVLAMLYIPAGQAAEIDRLTVVKQYVDNVLNKAS
                     DTYHGDKPSPLLADGVDPRTGQQMEWIFPDGRRAVLSNFSAQQNLMRVMSGLSELSGD
                     PQYQKRAEDIVRYHFQNYQDNSGLLYWGGHRFVDLKTLQPEGPSEKEKVHELKNAYPY
                     YDLMFSVDSDATTRFIRGFWNAHVYDWRILETSRHGEYGKPMGALWESTFEQQPPFFA
                     TKGLSFLNAGNDLIYSASLLYKYQQDQGALVWAKRLADQYVLPRDAKTGLGVYQFTQA
                     LKREEPTDDADTHSKFGDRAQRQFGPEFGPTALEGNMMLKGRTSTLYSENALMQLQLG
                     KDLGGQGDDLLKWTVDGLKAFAKYGYNEQDNTFRPMIANGQDLSNYTLPRDGYYGKKG
                     SVLKPYKAGNEFLISYARAYAVDNDPLLWKVARGIASDQGLGDIGSAPGKEMKVKLDT
                     TNSDPYALFALLDLYNASQVAEYRSLAEKVADNIIKTRYIDGFFMASPDRQYADVDAI
                     EPYALLALEASLRNKPQAVAPFLNGAGFTEGAYLMADGSARISTRDNELFLLNVGETL
                     QPNGRK"
     sig_peptide     complement(4302819..4302890)
                     /locus_tag="YPA_3822"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.997 at
                     residue 24"
     gene            complement(4303136..4303840)
                     /locus_tag="YPA_3823"
     CDS             complement(4303136..4303840)
                     /locus_tag="YPA_3823"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15785.1"
                     /translation="MNIKLLSLAVASLISTSAVAVTIDYRHEMQDQSGNTHKDRLLMS
                     HRFANGFGLSLEGKWKGAQDKDKPFNETVSNGTEVVASYVYKINNTFSIEPGFSLDSN
                     STSNNYRPYLRGKAVIVDDLSVSLRYRPYYKRTSANINTPKDTSENGYNLTSVISYKI
                     AKDYQLDYEIDYKQANKAGVVLADKENYDWSHDLKLTYKWDKNWSPYMALGNVSGSKN
                     TDERQTRYRVGVKYSF"
     sig_peptide     complement(4303778..4303840)
                     /locus_tag="YPA_3823"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.998 at
                     residue 21"
     gene            complement(4304480..4306666)
                     /locus_tag="YPA_3824"
     CDS             complement(4304480..4306666)
                     /locus_tag="YPA_3824"
                     /codon_start=1
                     /transl_table=11
                     /product="diguanylate cyclase/phosphodiesterase"
                     /protein_id="ABG15786.1"
                     /db_xref="InterPro:IPR000160"
                     /db_xref="InterPro:IPR001633"
                     /db_xref="InterPro:IPR003660"
                     /translation="MAFLIGKDRNPHYSCLPLEYRKIKSVSDRVYSDRIDEWLEDSNN
                     HLILCSRNWRRTSLRVRRSLTIKQMAAVAVVALVTICIFIILQLFHFVQQRKDDYANQ
                     LESIAYSVRQPLSEAILSVDIPQAKKILNSLLPIGILSRAEVILPNQIQVLHANFPTE
                     RPIPHWAKRVFSLPVQITVPLYALERVPANPQPLAHLVLRADSFRMYQFILSALSAML
                     STYLLLALVLSVSIAWCINRLIIHPLRAMAKELEDIGDHGVLHHQLTLPAHHQDDELG
                     VLVRNYNRNQQLLADAYADMGRISHRFPVTELPNRSLFISLLEKEIASSTRTDHFHLL
                     VIGIETLQEVSGAMSEAQHQQLLLTIVQRIEQCIDDSDLLAQLSKTEFAVLARGTRRS
                     FPAMQLARRIMSQVTQPLFFDEITLRPSASIGITRYQAQQDTAESMMRNASTAMMAAH
                     HEGRNQIMVFEPHLIEKTHKRLTQENDLLQAIENHDFTLFLQPQWDMKRQQVIGAEAL
                     LRWCQPDGSYVLPSGFVHFAEEEGMMVPLGNWVLEEACRILADWKARGVSLPLSVNIS
                     GLQVQNKQFLPHLKTLISHYHIDPQQLLLEITETAQIQDLDEALRLLRELQGLGLLIA
                     LDDFGIGYSSLRYLNHLKSLPIHMIKLDKSFVKNLPEDDAIARIISCVSDVLKVRVMA
                     EGVETEEQRQWLLEHGIQCGQGFLFSPPLPRAEFEAQYFSSAHHVS"
     gene            complement(4306809..4307708)
                     /locus_tag="YPA_3825"
     CDS             complement(4306809..4307708)
                     /locus_tag="YPA_3825"
                     /EC_number="3.2.1.4"
                     /codon_start=1
                     /transl_table=11
                     /product="Cellulase"
                     /protein_id="ABG15787.1"
                     /db_xref="InterPro:IPR002037"
                     /translation="MFERLLAWTENNLAAGDLTSRLPAWLWGQNSQNNWDILDPNSAS
                     DADILIAYNLLEAGRLWGNRRYLIMGTLLLQRIAQEEVMDIPGLGQMLLPGKIGFNDE
                     DTWRLNPSYLPPQLLARFSSIDGPWEAMVEVNQRMWLETAPNGFSLDWVVWQKGKGWQ
                     PDTIKPDVGSNDAILVYLWAGMLAMDSPQKAELIARFQPMAVITQQQGLPPFTTNSDN
                     GKTNGDGAVGFSAALLPFLASSPEPFNQQTLNLQQRRVQNSPPGADDYYSAILTLFGQ
                     GWLQHRYHFTHQGELQPSWHRQR"
     gene            complement(4308027..4309103)
                     /locus_tag="YPA_3826"
     CDS             complement(4308027..4309103)
                     /locus_tag="YPA_3826"
                     /codon_start=1
                     /transl_table=11
                     /product="dipeptide transport ATP-binding protein"
                     /protein_id="ABG15788.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR010066"
                     /translation="MNSNTEAAHKVNMMGETEIKGESLPAETGKKPLLQAIDLKKYYP
                     VKKGFFTPERLVKALDGVSFTLERGKTLAVVGESGCGKSTLGRLLTMIEIPTGGELYY
                     QGQDLLKPDESAEKLRRQKIQIVFQNPYGSLNPRKKVGQILEEPLQINTQLNRKERRE
                     KTLAMMAKVGLKTEHYDRYPHMFSGGQRQRIAIARGLMLNPDVVIADEPVSALDVSVR
                     AQVLNLMMDLQQELGLSYVFISHDLSVVEHIADDVMVMYLGRCVEKGSKEAIFNNPRH
                     PYTQALLSATPRLNPDMRRERIKLTGELPSPMNPPPGCAFNARCRRAFGTCSQLQPQL
                     KQYGDQMVACFAVDQDEAEKVVSV"
     gene            complement(4309100..4310122)
                     /locus_tag="YPA_3827"
     CDS             complement(4309100..4310122)
                     /locus_tag="YPA_3827"
                     /codon_start=1
                     /transl_table=11
                     /product="dipeptide transport ATP-binding protein"
                     /protein_id="ABG15789.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR010066"
                     /translation="MLSTPNSSSNRGREMALLNVDKLSVHFGDDAAPFKAVDRISYSI
                     DQGQVVGIVGESGSGKSVSSLAIMGLIDYPGKVMADKLEFNGRDLTKISEKERRQLVG
                     AEVAMIFQDPMTSLNPCYTVGFQIMEALKVHQGGNRKTRHQRAVDLLTLVGIPDPASR
                     LDVYPHQLSGGMSQRVMIAMAIACRPKLLIADEPTTALDVTIQAQIIELLLELQRREN
                     MALLLITHDLALVAEAAHQIIVMYAGQVVETGKAAEIFRAPRHPYTQALLRALPEFAQ
                     DKARLASLPGVVPGKYDRPEGCLLNPRCPYATDRCRDEEPELLGTPGRQVKCHTPLND
                     AGRPSL"
     gene            complement(4310094..4310996)
                     /locus_tag="YPA_3828"
     CDS             complement(4310094..4310996)
                     /locus_tag="YPA_3828"
                     /codon_start=1
                     /transl_table=11
                     /product="dipeptide transport system permease protein"
                     /protein_id="ABG15790.1"
                     /translation="MSQLIESAVKSAPKPMTPLQEFWHYFKRNKGAVIGLFYIIIMLV
                     VAAGATWLAPHGPAEQFRDALLKPPVWEEGGSWKFILGTDDVGRDVLSRLMYGARLSL
                     LVGCLVVVLSLVMGVIFGLLAGYFGGIVDAIIMRVVDIMLALPSLLLALVLVAVFGPS
                     IVNASLALTFVALPHYVRLTRAAVLVEVNRDYVTASRVAGAGAMRQMFINILPNCLAP
                     LIVQASLGFSNAILDMAALGFLGMGAQPPTPEWGTMLSDVLQFAQSAWWVVTFPGVAI
                     LLTVLAFNLMGDGLRDALDPKLKQ"
     gene            complement(4311078..4312025)
                     /locus_tag="YPA_3829"
     CDS             complement(4311078..4312025)
                     /locus_tag="YPA_3829"
                     /codon_start=1
                     /transl_table=11
                     /product="dipeptide transport system permease protein"
                     /protein_id="ABG15791.1"
                     /translation="MLQFILRRLGLVIPTFIGITLLTFAFVHMIPGDPVTIMAGERGI
                     SAERHAQVMAEMGLDKPLYQQYFRYVNGVLHGDLGISLKSRIAVWDEFVPRFKATLEL
                     GICAMLFAIAVGIPVGVLAAVKRGSIFDHTAVGISLTGYSMPIFWWGIMLIMLVSVQW
                     DLTPVSGRVSDTVFLDDSLPLTGFMLIDTLIWGEPDDFKDAVMHMILPAIVLGTIPLA
                     VIVRMTRSSMLEVLGEDYIRTARAKGLSRMRVIVVHALRNALLPVITVIGLQVGTMLA
                     GAILTETIFSWPGLGRWLMDALQRRDYPVVQGGCCWSRS"
     gene            complement(4312308..4313915)
                     /locus_tag="YPA_3830"
     CDS             complement(4312308..4313915)
                     /locus_tag="YPA_3830"
                     /codon_start=1
                     /transl_table=11
                     /product="periplasmic dipeptide transport protein"
                     /protein_id="ABG15792.1"
                     /db_xref="InterPro:IPR000914"
                     /translation="MTISLRRTGILKFGIGLVALTIAASVQAKTLVYCSEGSPEGFNP
                     QLFTSGTTYDASSVPIYNRLVEFKIGTTEIEPSLAERWEVSEDGKTYTFYLRKGVKWQ
                     DNKDFKPTRDFNADDVIYSFMRQKDDKNPYHKVSGGSYEYFQGMGMGDLITNVVKVDD
                     NTVRFELTRPESPFLADLAMDFASILSAEYADNMLKAGTPEKVDLNPIGTGPFQLQQY
                     QKDSRILYKAFPGFWGTKPKIDRLVFSITPDASVRYAKLQKNECQIMPYPNPADIARM
                     KEDKTINLMEQPGLNVGYLSFNIEKKPLDNLKVRQALTMAVNKDAIIDAVYQGAGQAA
                     KNLIPPTMWGYNDDVKDYAYDPAKAKELLKEAGLPDGFSIDLWAMPVQRPYNPNARRM
                     AEMIQSDWAKIGVKAKIVTYEWGEYLKRAKDGEHETVMMGWTGDNGDPDNFFATLFSC
                     DAAKQGSNYSKWCYKPFEDLIQPARAEADHDKRVALYKQAQVVMNEQAPALIIAHSTV
                     YEPVRKEVKGYVVDPLGKHHFDNVSLD"
     sig_peptide     complement(4313829..4313915)
                     /locus_tag="YPA_3830"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 29"
     gene            complement(4314584..4316347)
                     /locus_tag="YPA_3831"
     CDS             complement(4314584..4316347)
                     /locus_tag="YPA_3831"
                     /codon_start=1
                     /transl_table=11
                     /product="putative hemolysin activator protein"
                     /protein_id="ABG15793.1"
                     /translation="MIFKINVRWRDKIGDFWWGILCLLYLQIMIGMLPFKVFAEMALP
                     EMDLLEMDIAEPQIPNSIIPPLSHAQLASEPVLPENLYNDEVQCVAINNVELINLDAF
                     PNAAHLKEKAEEAHGRCLGEQGLSVLVANLQQQLVVDGYITSRVVFVDDSERDGTLML
                     KLMPGRIEDIRHHQDSVGNAHLSSLFPGKRGDLVNLRHLEQGLENLQRLPSVNATLDV
                     ELNRDDLSSQIIVNRQQSRLWRINAYLDDAGHDAVGRYRTGLILSFDNPLSRYNPLSL
                     SDLLYFSVNRDLDSQPDKGHNSYGVHYSVPYGNWLFSMTGNQGERYQSFSFAGKRLAG
                     KKFGYRSHWSVLDTQIQHLLTRGVNYKTVGYAGVLIRQSASFWTHREIDIQRFNTTDW
                     QLGIEHLHYMPWATFRGGVRYQQGASWFGAQPIPGKMSTAPARLVDITSSLDIPFKIG
                     TQSFQYRPAFSQQHTYSDISSLDKFTIGGRSSVRGFNENNALTGSRGWSLKNDISWIS
                     PIPGQTFVGQQFYIGMDYGEVSEQGQPFLLGERLAGAVVGTRGNYHAFGYDFNVGVPI
                     TKPAEFDADPLVFGFTLTWQY"
     gene            complement(4316456..4317847)
                     /locus_tag="YPA_3832"
     CDS             complement(4316456..4317847)
                     /locus_tag="YPA_3832"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15794.1"
                     /db_xref="InterPro:IPR008638"
                     /db_xref="InterPro:IPR010069"
                     /translation="MKLTYIKTKQGLSILPLSIILSLYGSSVAYADNIIPDIQAPAGQ
                     QAEVSIIETPPSTCRALTSYCIGMTETVVNIQAPDENGLSHNKYSKFDVVANGLFDVT
                     TLNNRLAQEVNGNSFLQDKSATIILNEVNSSHASLLDGNLRVDGGNAHIIIANPAGIN
                     CRGCSFTNASHVTLTTGTPSFSDNKLNSFIVEQGNINIEKNPSYYMRTGLRYKGADKT
                     YLDLFADTITVSGEINADDGYIVTGKNKVGFSLPGQPLQVSRLGNENTPVPGTVSLDV
                     SEIGGMYTNKIRIHATDGTIKNKGAIRANDTLSLSSAANIDNSNGNISGKMVLLSSEG
                     VINNSGGTILNNGEYDLLPSQGIKITSRGLNNEGGKIEYKNGSVEIATVNTIKNGKGT
                     IKATSTQGRVRIKLHSNNLNNTGGSIISSGKIEGKVNNIRNNGGAIIGLGGVDLNETV
                     LINDTGKIISDFN"
     sig_peptide     complement(4317752..4317847)
                     /locus_tag="YPA_3832"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.977 at
                     residue 32"
     gene            complement(4318231..4318689)
                     /locus_tag="YPA_3833"
     CDS             complement(4318231..4318689)
                     /locus_tag="YPA_3833"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG15795.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(4318870..4318946)
                     /locus_tag="YPA_r099"
                     /note="tRNA-Pro2"
     tRNA            complement(4318870..4318946)
                     /locus_tag="YPA_r099"
                     /product="tRNA-Pro"
     gene            complement(4319063..4320394)
                     /locus_tag="YPA_3834"
     CDS             complement(4319063..4320394)
                     /locus_tag="YPA_3834"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulatory protein"
                     /protein_id="ABG15796.1"
                     /db_xref="InterPro:IPR000849"
                     /db_xref="InterPro:IPR007114"
                     /translation="MWFFLKSRDNVPLVTDQTQIDSSYKYWRIQLMWTMYIGYAAFYF
                     TRKSFNFIMPAMLTDLGLSMSDVGILGTLFYITYGCSKFVSGMISDRSNPRYFMGIGL
                     VMTGIINILFGMSSSLLVLGALWILNAFFQGWGWPPCSKILTSWYSRSERGGWWAIWN
                     TSHNFGGALIPLLVGVITLHFSWRYGMIIPGIIGVVIGLLMCWRLRDKPSTMGLPSVG
                     KWRNDAMELIQESEGQGLSNKEIVKRYVLTNKYIWLLAVSYVLVYIVRTAINDWGNLY
                     LTQEKGYSLLTANSAISLFEVGGFIGSLVAGWGSDKWFRGNRGPMNLIFAIGIFLSVA
                     SLWTLPSISFVLQAGCFFAIGFFIFGPQMLIGMAAAECSHKDAAGAATGFVGLFAYLG
                     AALSGYPIARVMEIWHWNGFFVVISVAACLSAFFLLPFLRAQSPQLKQATT"
     gene            complement(4320489..4321199)
                     /locus_tag="YPA_3835"
     CDS             complement(4320489..4321199)
                     /locus_tag="YPA_3835"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP-binding region, ATPase-like"
                     /protein_id="ABG15797.1"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR005467"
                     /translation="MGSGIQRQRELNDQLQIKLNENRELAKALVVSEEHTRHDVAREL
                     HDEVGQTVTVIRTQASIIKRLTTQQPVLTSAEMIETAALRVYDGVHDVLAKLWPAALN
                     NLPLSAAIAALMRELIPQDQSVLGVLNWQVNDHPMDETLKITLYRICQEGVTNAYRHG
                     AASRIEINARQDNQQIYLTISDNGKGIDLASITPGYGLRGIQSRVSAFGGNVSLSVDN
                     GTCLNVTLPTVSLSTKGN"
     gene            complement(4321294..4322073)
                     /locus_tag="YPA_3836"
     CDS             complement(4321294..4322073)
                     /locus_tag="YPA_3836"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15798.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(4322073..4323095)
                     /locus_tag="YPA_3837"
     CDS             complement(4322073..4323095)
                     /locus_tag="YPA_3837"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15799.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            4323165..4324001
                     /locus_tag="YPA_3838"
     CDS             4323165..4324001
                     /locus_tag="YPA_3838"
                     /codon_start=1
                     /transl_table=11
                     /product="ATPase"
                     /protein_id="ABG15800.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MHRSLHQAKGKARLARFEELNSVEYQKRNETSELFIPPGPRLGD
                     KVLEVEHLSKSYGDRLLIDDLTFALPKGAIVGIIGPNGAGKSTLFRMLSGQEQPDSGT
                     ISLGDTVQLASVDQFRDNMDDSKTVWEEVSGGQDIMKIGNFELPSRAYVGRFNFKGVD
                     QGKRIGELSGGERGRIHLAKLLQVGGNMLLLDEPTNDLDIETLRALENALLEFPGCAM
                     VISHDRWFLDRIATHIIDYQDEGKVEFFEGNFTEYEEWKKRTLGAEALEPHRIKYKKM
                     TK"
     gene            complement(4324147..4325277)
                     /locus_tag="YPA_3839"
     CDS             complement(4324147..4325277)
                     /locus_tag="YPA_3839"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15801.1"
                     /translation="MGENIWVWQQKKWPNFYWDEALIQPQLRHARFKLGQLLGENRTN
                     TSAENATKTLDILLANIIASSKIENEPLNIRSVRSSLAKRLGMILEDNYPTSDRTDGL
                     AAMMLDAINECKADLTLERLYQWHEWLFPNDLWSLTPMKAGQLRGQEPMQVVSGRIGK
                     ETVHFEAPPQAILFDEIEQFISWFNLSRSDSFLDPLLRAAIVHFWFVTLHPFEDGNGR
                     ITRALTDMALSQADSQSIHLYAMSVAILDNREAYYAILEQGQRGNLDITPWLLWFIAT
                     LEQSLDQASKGIEHTLAKTSFWLKHNGSGLSAEQVKVLNRLLDGGENGFSAGINASQY
                     QKVAKVSKATATRHLADLLARECIEKLPGGGRSTRYQAKYPD"
     gene            complement(4325434..4326705)
                     /locus_tag="YPA_3840"
     CDS             complement(4325434..4326705)
                     /locus_tag="YPA_3840"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator NadR"
                     /protein_id="ABG15802.1"
                     /db_xref="InterPro:IPR001387"
                     /db_xref="InterPro:IPR002086"
                     /db_xref="InterPro:IPR004821"
                     /db_xref="InterPro:IPR006417"
                     /translation="MLQFDYLKTAIKQKGCTLQQVAEASGMTKGYLSQLLNDKIKSPS
                     AQKLEALHRFLGLEFPRREKKVGVVFGKFYPLHTGHIYLIQRACSQVDELHVILCHDE
                     PRDRELFENSSMSQQPTVSDRLRWLLQTFKYQKNIHIHSFDEHGIEPYPHGWDVWSRG
                     VKAFMNEKGIVPSFIYSSESQDAPRYREQLGIETILIDPQRSFMNISGRQIRRDPFRY
                     WDYIPTEVKPFFVRTVAILGGESSGKSTLVNKLANIFNTTSAWEYGREYVFSHLGGDE
                     MALQYSDYDKIALGQAQYVDFAVKYANKVAFIDTDFVTTQAFCKKYEGREHPFVQALI
                     DEYRFDLVILLENNTPWVADGLRSLGSDRDRKSFQNLLEQMLRDNNIEYVHVESADYD
                     ARFLRCVELVQQLLAADPQRLARPSVLTDAR"
     gene            complement(4326864..4328246)
                     /locus_tag="YPA_3841"
     CDS             complement(4326864..4328246)
                     /locus_tag="YPA_3841"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA repair protein RadA"
                     /protein_id="ABG15803.1"
                     /db_xref="InterPro:IPR001553"
                     /db_xref="InterPro:IPR001984"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR004504"
                     /translation="MAKAPKRAFVCNECGADYPRWQGQCSACNAWNTITEVRLAAVAS
                     SSRNDRFVGYAGDAGVSRVQKLSDISLEELPRFSTGFLEFDRVLGGGVVPGSAILIGG
                     NPGAGKSTLLLQTLCKLSENMKTLYVTGEESLQQVAMRAHRLGLPTAGLNMLSETSIE
                     QICLIAEQEQPRLMVIDSIQVMHMADIQSSPGSVAQVRETAAYLTRFAKTRGVAIVMV
                     GHVTKDGSLAGPKVLEHCIDCSVMLDGDGDSRFRTLRSHKNRFGAVNELGVFAMTEQG
                     LREVSNPSAIFLSRGDEVTAGSSVMVVWEGTRPLLVEIQALVDHSMMSNPRRVAVGLE
                     QNRLAILLAVLHRHGGLQMSDQDVFVNVVGGVKVTETSADLALLMSLVSSLRDRPLPQ
                     DLVVFGEVGLAGEIRPVPSGQERISEAAKHGFKRAIVPYANMPKKPLPNMQVFGVKKL
                     ADALAVLEDL"
     gene            complement(4328334..4329314)
                     /locus_tag="YPA_3842"
     CDS             complement(4328334..4329314)
                     /locus_tag="YPA_3842"
                     /EC_number="3.1.3.3"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoserine phosphatase"
                     /protein_id="ABG15804.1"
                     /db_xref="InterPro:IPR004469"
                     /db_xref="InterPro:IPR006383"
                     /translation="MSNSLTYCDLPSEIYQWPGLPLSLSGDEVMPLDYRAGHTGWLLY
                     GRKLDKQRITDFQRQLGAAMVIVSAWCVEDYQVIRLAGSLTPRIKTLADESGLDVAPL
                     GAIPHLRTPGLLVMDMDSTAIQIECIDEIAKLAGVGDEVAAVTERAMQGELDFSASLR
                     QRVAALKGADANILKQVRDDLPLMPGLVSLVRKLQALDWHVAIASGGFTYYAEYLRDK
                     LRLVHVAANELEIKDGKLTGCVLGPIVDAQYKADTLIKLAEKLNIPLAQTIAIGDGAN
                     DLKMMQVAGLGLAFHAKPKVYAKAKVAIRHGDLLSVLCILTGSLKHESGK"
     gene            4329544..4330245
                     /locus_tag="YPA_3843"
     CDS             4329544..4330245
                     /locus_tag="YPA_3843"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15805.1"
                     /translation="MARAKLKFRLHRTAIVLICLALLVLLMQGASYFSLSHQLARSEQ
                     VEELAQTLAKQVAFSLSPIMDSGDDNIDSQKVDAILQQLTQSSRILDASVYQIDGTLV
                     ASAGENVKVRDRLALDGKRPGSYFNHQIVEMIAGNSGPSGFLRMTLDTHVLATESKQV
                     DNTTNLLRLMILVALAVGIILARTLLQGRRSRWQQSPYLLTANIPVKEEDESEDDTPE
                     ALVGQAETDHKPADK"
     sig_peptide     4329544..4329654
                     /locus_tag="YPA_3843"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.997) with cleavage site probability 0.557 at
                     residue 37"
     gene            complement(4330357..4331076)
                     /locus_tag="YPA_3844"
     CDS             complement(4330357..4331076)
                     /locus_tag="YPA_3844"
                     /EC_number="2.4.2.1"
                     /codon_start=1
                     /transl_table=11
                     /product="purine-nucleoside phosphorylase"
                     /protein_id="ABG15806.1"
                     /db_xref="InterPro:IPR000845"
                     /db_xref="InterPro:IPR004402"
                     /translation="MATPHINAEMGDFADVVLMPGDPLRAKFIAETFLQDVREVNNVR
                     GMLGFTGTYKGRKISVMGHGMGIPSCSIYAKELITDFGVKKIIRVGSCGAVRTDVKLR
                     DVVIGMGACTDSKVNRMRFKDHDYAAIADFEMTRNAVDAAKAKGVNVRVGNLFSADLF
                     YTPDPQMFDVMEKYGILGVEMEAAGICGVAAEFGAKALTICTVSDHIRTGEQTTAAER
                     QTTFNDMIEIALESVLLGDNA"
     gene            complement(4331201..4332424)
                     /locus_tag="YPA_3845"
     CDS             complement(4331201..4332424)
                     /locus_tag="YPA_3845"
                     /EC_number="5.4.2.7"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphopentomutase"
                     /protein_id="ABG15807.1"
                     /db_xref="InterPro:IPR010045"
                     /translation="MKRTFIMVLDSFGIGASADAKKFGDEGADTLGHIAEACARGEAN
                     VGRSGPLTLPNLSRLGLGKAAEESTGTFPVGLDKNADIIGAYGYASELSSGKDTPSGH
                     WEIAGVPVLFDWGYFSDVENSFPQELLDKLVKRANLPGYLGNCHSSGTVILDQLGEEH
                     MKTGKPIFYTSADSVFQIACHEETFGLDRLYELCEIAREELTDGGYNIGRVIARPFIG
                     DKPGHFQRTGNRHDLAVEPPAPTMLKKLVDEKGGEVVSIGKIADIYAQVGITQKVKAT
                     GLDALFDATIEEMKKAGDNTIVFTNFVDFDSSYGHRRDVAGYAAALELFDRRLPELMA
                     LIKEDDILILTADHGCDPTWPGTDHTREHIPVLVYGPKVKPGSLGHRETFADIGQTVA
                     AYFGLSPMDYGKNML"
     gene            complement(4332556..4333428)
                     /locus_tag="YPA_3846"
     CDS             complement(4332556..4333428)
                     /locus_tag="YPA_3846"
                     /EC_number="2.4.2.4"
                     /codon_start=1
                     /transl_table=11
                     /product="Thymidine phosphorylase"
                     /protein_id="ABG15808.1"
                     /db_xref="InterPro:IPR000312"
                     /translation="MAIIGQTSSLAPADKRFYATRDITATVDSIPLITASILAKKLAE
                     GLDALVMDVKVGSGAFMPTYSLSADLAQAIVGVANGAGCKTTALLTDMNQVLASSAGN
                     GVEVREAVRFLTGEYRNPRLLEVTMALCVEMLLSGGLAHDEADARAKLQAVLDNGKAA
                     EVFGRMVAAQKGPADFVERYDSYLPVATLSKPVFAEQTGIITAMDTRALGMAVVALGG
                     GRRRATDPIDYSVGLTEMARLGTRVDGQQPLAVIHANNEDDWQQAAEVVRAAITLGNN
                     TPEETPVIYRRITE"
     gene            complement(4333332..4333967)
                     /locus_tag="YPA_3847"
     CDS             complement(4333332..4333967)
                     /locus_tag="YPA_3847"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15809.1"
                     /db_xref="InterPro:IPR000053"
                     /db_xref="InterPro:IPR000312"
                     /translation="MHSRLKACCVAISESACGRLSSHIPVKQGDALFLAQEIIRKKRD
                     GQPLSEEEIRFFINGIRDNVVSEGQIAALAMTIYFHDMSMPERVALTMAMRDSGTVLN
                     WKSLNLNGPLVDKHSTGGVGDVTSLMLGPMVAACGGYVPMISGRGLGHTGGTLDKLEA
                     IPGFDIFPDDNAFRKIIMLVWRLSAKPARWPLPISVFTRPAILRQQSILFH"
     gene            complement(4333995..4334792)
                     /locus_tag="YPA_3848"
     CDS             complement(4333995..4334792)
                     /locus_tag="YPA_3848"
                     /EC_number="4.1.2.4"
                     /codon_start=1
                     /transl_table=11
                     /product="deoxyribose-phosphate aldolase"
                     /protein_id="ABG15810.1"
                     /db_xref="InterPro:IPR011343"
                     /translation="MTDLTACAHLNDYAKRALSLMDLTTLNDDDTDEKVIALCHQAKS
                     PAGNTAAICIYPRFIPVARKALREQGTPEIRIATVTNFPHGNDDVAIALAETRAAIAY
                     GADEVDVVFPYRALMAGNDKIGFELVKTCKEACAAANVLLKVIIETGELKQAHLIRQA
                     SEIAIKAGADFIKTSTGKVPVNATLESADIMIRTIRELGVGETVGFKPAGGVRTAEDA
                     AQFLQLADQLMGEGWADARHFRFGASSLLASLLTTLGHQSNANSSGY"
     gene            complement(4335384..4336655)
                     /locus_tag="YPA_3849"
     CDS             complement(4335384..4336655)
                     /locus_tag="YPA_3849"
                     /codon_start=1
                     /transl_table=11
                     /product="putative Na+ dependent nucleoside
                     transporter-family protein"
                     /protein_id="ABG15811.1"
                     /db_xref="InterPro:IPR008276"
                     /translation="MLMSLVGMAVLILIAVLLSSNARAINLRTVIGAFIIQVVIGALV
                     LYVPVGRRILGGMSEGVANVIAYGNEGISFIFGGLVSDKMYEVFGGGGFVFALRVLPV
                     IVFFSSLIAVLYYLGVMQIVIKVLGGGLQKLLGTSRTESLSATANIFVGQTEAPLVVR
                     PYIATMTQSELFAVMCGGLASVAGSVLAGYAQMGVPLEYLIAASFMAAPGGLLFAKLM
                     VPETEQTHDKVDAIALIAEEDRPANVIDAAASGAASGMQLALNVGAMLLAFIALIALL
                     NGILGGIGGWFDYPQLSLELILGWVFSPIAYLIGVPWSEAMVAGSFIGQKIIVNEFVA
                     FMNFGQYLQADELVKAAGLQVLSEHTKAIISFALCGFANLSSVAILLGGLGSMAPNRR
                     HDIARFGLKAVAAGTLSNLMSATIAGFFLAL"
     sig_peptide     complement(4336581..4336655)
                     /locus_tag="YPA_3849"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.758 at
                     residue 25"
     gene            complement(4337190..4337999)
                     /locus_tag="YPA_3850"
     CDS             complement(4337190..4337999)
                     /locus_tag="YPA_3850"
                     /codon_start=1
                     /transl_table=11
                     /product="putative metalloenzyme"
                     /protein_id="ABG15812.1"
                     /db_xref="InterPro:IPR001130"
                     /translation="MRTPDKPMPYFIDTHCHFDFPPFTGDEAASLACAAEANVRQLIV
                     PSVKAAYFSRILALADRYPPLFAALGLHPLYIAEHEDADLAALASHLADKPPKLVAIG
                     EIGLDLYMDEPQFPHQLVILNMQLELAKQHDLPVILHSRRSHDPLAAALRKAALPRAG
                     VIHGFAGSLAQAQAFIRLGYYIGVGGTITYKRAQKTRHVMASLPLSSLLLETDAPDMP
                     LASFQGQANRPERAANVFAALCELRPEPADEIAAELMCNSQRLFSLPPLRP"
     gene            complement(4338015..4339283)
                     /locus_tag="YPA_3851"
     CDS             complement(4338015..4339283)
                     /locus_tag="YPA_3851"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15813.1"
                     /translation="MGYRIPITLGNIEPLAYKPYQPGKMALVCEGGGQRGIFTAGVLD
                     EFHRARFNPFDLMIGTSAGAQNLSAFICGQPGYARRVITRYTTTANFFNPLRFVRGGN
                     LIDLDWLVDITSQQYPLAFDHAEQYLHQGREFLMCACRSDDFEPTYISPTRENWLTAI
                     KASSAIPGLYRQGVELDGVSYLDGGISDAIPVEEAYRRGAETIVVIRTVPSQAHYTPQ
                     WFKRIEQWLSESSLQQLVRIMQQHERSYHRIQQFIEKPPGDVRIFEIFPSKPLASKAL
                     GSGAVALNRDYHLGRRCGRYFLATIGRWLLPRESLGDSDKTSISLSRHIIQPQNIIQT
                     PNVFQTKNINQLNNTYDYSGSKERFTAVFSTEPSVTLSDLTAPSEVQATAAQINEPLD
                     PTSLTVVDTEQAEANSLPVDITLPPNLTKK"
     gene            complement(4339360..4339521)
                     /locus_tag="YPA_3852"
     CDS             complement(4339360..4339521)
                     /locus_tag="YPA_3852"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15814.1"
                     /translation="MFRWGIIFLIIALIEAALGFGGLAGTAAWAAKVVFVVGIILFLI
                     SLFTGRKRL"
     sig_peptide     complement(4339429..4339521)
                     /locus_tag="YPA_3852"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.981) with cleavage site probability 0.941 at
                     residue 31"
     gene            complement(4339688..4340302)
                     /locus_tag="YPA_3853"
     CDS             complement(4339688..4340302)
                     /locus_tag="YPA_3853"
                     /codon_start=1
                     /transl_table=11
                     /product="osmotically inducible protein Y"
                     /protein_id="ABG15815.1"
                     /db_xref="InterPro:IPR007055"
                     /translation="MKSTQFSRSVMAVVLGSALISGSVLAEDTLLNKAASTVDSTGAK
                     IDSSMKKVDNYMSDSAVTAKVKSALLEEKSLKSTDISVETSNGVVTLSGFLNSQAEIE
                     TAVEIAGNVEGVKSVSDKLHVKDQKSQSVSEYAGDAATTSSVKAKLLADDIVPSRKIK
                     VETTDGVVQLSGDVENKAQSERAESIAKAVNGVKSVKNDLNIKP"
     sig_peptide     complement(4340222..4340302)
                     /locus_tag="YPA_3853"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 27"
     gene            complement(4340629..4342218)
                     /locus_tag="YPA_3854"
     CDS             complement(4340629..4342218)
                     /locus_tag="YPA_3854"
                     /codon_start=1
                     /transl_table=11
                     /product="bacterial peptide chain release factor 3
                     (bRF-3)"
                     /protein_id="ABG15816.1"
                     /db_xref="InterPro:IPR000795"
                     /db_xref="InterPro:IPR004548"
                     /db_xref="InterPro:IPR005225"
                     /translation="MSPSEYALEVAKRRTFAIISHPDAGKTTITEKVLLFGHAIQTAG
                     TVKGRGSSHHAKSDWMEMEKQRGISITTSVMQFPYGGCLVNLLDTPGHEDFSEDTYRT
                     LTAVDCCLMVIDAAKGVEDRTRKLMEVTRLRDTPILTFMNKLDREIRDPMEVLDEVER
                     ELNIACSPITWPIGCGKSFKGVYHLHKDETYLYQSGKGHTIQEVRIVKGLNNPDLDVA
                     VGEDLAKQFRQELELVQGASHEFDHEAFLSGDLTPVFFGTALGNFGVDHMLDGLVEWA
                     PAPMPRKTDTRVVVASEEKFTGFVFKIQANMDPKHRDRVAFMRVVSGRFEKGMKLRQV
                     RTKKDVVISDALTFMAGDRSHVEEAYAGDIIGLHNHGTIQIGDTFTQGEDMKFTGIPN
                     FAPELFRRIRLRDPLKQKQLLKGLVQLSEEGAVQVFRPLSNNDLIVGAVGVLQFEVVS
                     SRLKSEYNVEAVYESVNVSTARWVECHDVKKFEEFKRKNELNLALDGGDNLSYIAPTM
                     VNLNITQERYPDVIFRKTREH"
     gene            complement(4342397..4342882)
                     /locus_tag="YPA_3855"
     CDS             complement(4342397..4342882)
                     /locus_tag="YPA_3855"
                     /EC_number="2.3.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S18P alanine
                     acetyltransferase"
                     /protein_id="ABG15817.1"
                     /db_xref="InterPro:IPR006464"
                     /translation="MRALSAHFGSRFVIMKQISILTPADLATAYQIEQASHAFPWTEK
                     TFASNQGDRYLNFKLSIGQEMAGFAITQIVLDEATLFNIAIDPQYQRQGYGRLLLEHL
                     IEQLEARNIVTLWLEVRASNARAIALYESLGFNEVSVRRNYYPSANGREDAIMMALPM
                     A"
     gene            complement(4342785..4343222)
                     /locus_tag="YPA_3856"
     CDS             complement(4342785..4343222)
                     /locus_tag="YPA_3856"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, psi subunit"
                     /protein_id="ABG15818.1"
                     /translation="MASRRDLLLQQLGITQWVLRRPAVLQGEIAIHLPEDTRLLIVAQ
                     QLPEHGDPLLCDVLRSLGLTPHQVYALTPDQVAMLPEDTQCNSWRLGISEPLAVAGAQ
                     LHSPELAGLYQDAGAKRALWQQICHYEADFYPDASRSGHSIPN"
     gene            4343335..4344378
                     /locus_tag="YPA_3857"
     CDS             4343335..4344378
                     /locus_tag="YPA_3857"
                     /EC_number="2.1.1.171"
                     /codon_start=1
                     /transl_table=11
                     /product="16S rRNA m(2)G 1207 methyltransferase"
                     /protein_id="ABG15819.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR002052"
                     /translation="MSALTPASEVILRHSDEFIARHVLFAGDLQDALPAQFDAAGVRV
                     HTNQYHHWQLLSNTLEENVQFGLLATAETLAACDTLIYYWPKSKQEAQFQLANLLSIL
                     PVGTDIFVVGENRSGVRSAEEMLADFAQLAKIDSARRCGLYHGRLDKQPEFDADAWWE
                     SYQVGGVTVKTLPGVFSRDSLDSGSHLLLSTFNEPFKGSVLDVGCGAGVLASVLAQQS
                     PKIKWTLSDVSAAAIEASRATLAVNNIEAQVIASNVYSDIKGRFEMIISNPPFHDGIQ
                     TSLTAAEMLIRGATAHLHVGGKLRIVANSFLPYPALLDAAFGSHEVLAQNGRFKVYQA
                     TVGRPPRDPKKKR"
     gene            4344635..4344721
                     /locus_tag="YPA_r100"
                     /note="tRNA-Leu4"
     tRNA            4344635..4344721
                     /locus_tag="YPA_r100"
                     /product="tRNA-Leu"
     gene            complement(4344891..4345178)
                     /locus_tag="YPA_3859"
     CDS             complement(4344891..4345178)
                     /locus_tag="YPA_3859"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15820.1"
                     /translation="MITSTLAAYRSWGITGLLSRGMSSGWGILLPFTLLPVLGWVDIS
                     IGQLRILIVVAMLATVSMLYHVRLRHFLLLPSCLALLGGLVALMLMHGGVS"
     gene            4345472..4346644
                     /locus_tag="YPA_3860"
     CDS             4345472..4346644
                     /locus_tag="YPA_3860"
                     /codon_start=1
                     /transl_table=11
                     /product="HmsT protein"
                     /protein_id="ABG15821.1"
                     /db_xref="InterPro:IPR000160"
                     /translation="MQSKLNMNSHSYDQFLKSKHRLSLLLFLFLNASSAIFSMLSSSP
                     KTPAVTFPVVMIAVISLSAAAYLIFISKNDTGRNNYVDKNNYVDKSNHVDKNNYANKL
                     NLFSILIGLLWAWQIILKYEYLETNEDNYLLLSLFTIFFISTIALSDNFLAFCLHTAP
                     SAITVILLDDFHNIFRIIFTIMLPLIGFSLHHLMLRRTDNFTRKLVDHLSNEREKFSD
                     LSMIDPLTSLYNRRGLESKLETLLSQSPGNHYVLLLDIDHFKAYNDNYGHTMGDQALV
                     RISAAIRDAVRSRDIVVRYGGEEFLVLLTHVSEEYANQLAERVRQRVLGLDIPHVFNH
                     KVSTTVTLSAGISPLQAYDLAASLKAADEALYRAKRNGRNNIEFAKDELSNVQSSP"
     sig_peptide     4345472..4345600
                     /locus_tag="YPA_3860"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.975) with cleavage site probability 0.436 at
                     residue 43"
     gene            complement(4347185..4348270)
                     /locus_tag="YPA_3861"
     CDS             complement(4347185..4348270)
                     /locus_tag="YPA_3861"
                     /EC_number="3.1.1.11"
                     /codon_start=1
                     /transl_table=11
                     /product="putative pectinesterase"
                     /protein_id="ABG15822.1"
                     /translation="MPINALSKTLLLGLISFAALGEVSAAQYNAVVSAMAQGDEFSSI
                     NAALQSAPPDSSPFVIFLKKGVYTERLEVNRDNVTLKGEERDTTVIGANTAAGMLNPQ
                     GTKWGTSGSSTVLVNAANFTAENLTIRNDFDFPANQAKAEGDPTKLKDTQAVALLLAE
                     KSDKARFRQVKLEGYQDTLYSKTGSRSYFTDCDISGHVDFIFGSGVTVFDRCNIIARD
                     RRDISPPYGYITAPSTQNTAPYGLIVLNSRLTKEPGVPAKSFALGRPWHPTTAFDDGR
                     YADPAAIGQAVFINTVMDDHIYGWDKMSGKDKQGEKVWFYPQDSRFFEANNQGPGAEI
                     NEGRRQLSAEQLKAFTLPMIFPDWTVQ"
     sig_peptide     complement(4348193..4348270)
                     /locus_tag="YPA_3861"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.996) with cleavage site probability 0.619 at
                     residue 26"
     gene            4348579..4348926
                     /locus_tag="YPA_3862"
     CDS             4348579..4348926
                     /locus_tag="YPA_3862"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15823.1"
                     /translation="MAGMLQLVMIRLWIIKDCTGASIAAGLTMRRLNPTSEIGQLETL
                     ATLPEKLAERAARAQIFSQNWPSGDLGAAVNKFAGSDLFITVTKSGKQIYTNPTTGVQ
                     VVRGFVRELFSPP"
     gene            4349073..4349405
                     /locus_tag="YPA_3863"
     CDS             4349073..4349405
                     /locus_tag="YPA_3863"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15824.1"
                     /translation="MKCISVPTSQEAMSRLDFDKCIDGDVIDLNITDEQYRSLVELGL
                     IRLMNDLFDICIDEFEDEKIVGVDSLTQARLLIENDFHPSENEAVNLLLSQVNKATEY
                     ETGLFFYF"
     gene            complement(4349766..4352852)
                     /locus_tag="YPA_3864"
     CDS             complement(4349766..4352852)
                     /locus_tag="YPA_3864"
                     /codon_start=1
                     /transl_table=11
                     /product="putative multi-drug efflux protein"
                     /protein_id="ABG15825.1"
                     /db_xref="InterPro:IPR001036"
                     /translation="MKLTDNFINNNTRIWLTILLLGIGGIIAYLNIGRLEDPAFTIKT
                     AVVVTRYDGASAQQVEEEVTLPLENAIQELSYVDDVTSISSAGLSQITINIRAQYGAN
                     ELPQIWDELWRKISDNSVRLPPGASAPMVNDDFGDVYGFFFSLTGDGYSNQDLRNFAE
                     QLRRELVLVPGVGKVGIVGILPEEVQVEISRAQMTAAGITPQQLSDLLSRQNVVSDAG
                     QLQVGSESIRLHPTGEFQSVQELGNLLVSQPGSPKSVYLRDIATVTQGFGHSPTNIYR
                     ANGQPALALGISFAPNVNVVNVGNAIKSRLAQLEGERPSGMHINVFYDQSKEVEGAVN
                     GFILNFLLALLIVVVTLLIFMGVRSGVVIAISLALNVLGTLLIMWLFNIELQRVSLGA
                     LIIALSMLVDNAIVVVEGVVVGRQRGDSISTAIGNVVKRSKMPLLGATIIAILAFAPI
                     GLSNDATGEYCKSLFQVLLISLMLSWITALTLTPVFAKWAFQNQKQPEADADKPVKQP
                     YDGWLFRYYRVVLNKLLQHRSITLVLLAALLVASVIGFGHVRQSFFPPSNTPIFFVDI
                     WLPYGTDISYTEDIAAKIEQHIKQQKNVADTMTTIGQGAMRFMLTYNGQRHYPNYAQV
                     MVRTEQLEQIPGLIDEIESYMHDEYPQVDAQIKRIMFGPSNNSSIEARFIGPDPDVLR
                     TLAAQAEQAIIADPMADGARHDWQDRSKMIRPQFSDYLGRELGVDKREVDGTLRMSFG
                     GLPVGLYRDGTRLIPIVLRTPDSERLNAERLNDVMVWSQARQAFIPIDNVVTSFETEW
                     EDPLIMRLDRKRTLTVQTDPTHQGGETSSELLQRIKPGVEAITLPRGYELEWGGDYES
                     TKEAQRGIFISLPIAFLLMFVVTVLMFSSVRNALAIWLTVPLALIGVTFGFLLTGIPF
                     GFMALLGLLSLSGMLIRNGIVLVEEIGLQRQEKPLREAIIDASTARLRPIMLTAFTTV
                     LGLAPLLSDAFFQSMAVVIMFGLGFATVLTLLVLPVIYSSMNPEPKEKIHDEPVSE"
     gene            complement(4352852..4353934)
                     /locus_tag="YPA_3865"
     CDS             complement(4352852..4353934)
                     /locus_tag="YPA_3865"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG15826.1"
                     /db_xref="InterPro:IPR003997"
                     /db_xref="InterPro:IPR006143"
                     /translation="MKIKTVVTLLITFLLAACDRTPPETVESVRPVKIFMVEDSGQNG
                     TRYFPARLQAGDETQLSFKRGGQLQELLVREGEQVKKGQKIAMLNDTDLSLRVRDRQS
                     TFNLARDQFNRFNTLQGRSAVSRADLDIRRAEMESAQAALDIARKELSDATIIAPFDG
                     IIANVNVRNHQVMAAGQPVATLSALDTLDVVFSVPERLFTTLDISNRNYKPTVLLNHM
                     PGREFIAEYKEHTTSTTSASQTFQVTLTMKRPADMPLLSGISGRVRINSGNLSGTDHP
                     TIIVPVEAVFNPDHAQLNDARVWVIKNDNDQMHVEERKVQVGQLVENGIQVTSGLADG
                     EQIVAAGTGELRPQQVVRAWVRERGL"
     sig_peptide     complement(4353881..4353934)
                     /locus_tag="YPA_3865"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.859) with cleavage site probability 0.831 at
                     residue 18"
     gene            complement(4353986..4354219)
                     /locus_tag="YPA_3866"
     CDS             complement(4353986..4354219)
                     /locus_tag="YPA_3866"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15827.1"
                     /translation="MKYIYGVCFLLIVTLTTLFAFQNSGTVNLSLLFTQITLPMSVLI
                     VMIYFLGMFTGGLLITLLRALMRNMTQKTDKKV"
     sig_peptide     complement(4354151..4354219)
                     /locus_tag="YPA_3866"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.962) with cleavage site probability 0.566 at
                     residue 23"
     gene            complement(4355029..4356261)
                     /locus_tag="YPA_3867"
     CDS             complement(4355029..4356261)
                     /locus_tag="YPA_3867"
                     /codon_start=1
                     /transl_table=11
                     /product="putative O-antigen biosynthesis protein"
                     /protein_id="ABG15828.1"
                     /translation="MTTLSPAIPVNRRSEMLCSIAALLLGISMPTNNQLMSVSLVLII
                     ISLIINRKSLDFKPLLTSPLVYLPAAMFVLLALSLLYQNNSYGPDMVGKYKKLLYILP
                     LALFFMNQPRLIKLFCTGFLVANAVILAGSLAVGVLHIPLSGVDPTNPTIFKLQITQN
                     FFMALAALLWLVLAFQHQGWKRWGYSVLVVAASYSILFLVLGRTGYVALIVGLGVWLF
                     FSLGNRQRLTLVVLGALAFAALIFIPNKATDRIVQGVDEIKVCMAASATDAADACNSS
                     MGQRSAFVVEAARLIKESPILGHGAGGFYYENKEVDYKVNNPHNQYLLETIQSGVIGL
                     FLFLAWVICCYRVIWQQTPALRNVLLAVLTSYMACNFFNSFLLDSSEGHLFMIFVAVL
                     AGYSVSGSQSIAGKRLPT"
     sig_peptide     complement(4356160..4356261)
                     /locus_tag="YPA_3867"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.810) with cleavage site probability 0.637 at
                     residue 34"
     gene            complement(4356309..4357502)
                     /locus_tag="YPA_3868"
     CDS             complement(4356309..4357502)
                     /locus_tag="YPA_3868"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipopolysaccharide core biosynthesis
                     protein"
                     /protein_id="ABG15829.1"
                     /db_xref="InterPro:IPR011916"
                     /translation="MMAHPLMAHPMINTSNKTASPAGQLSAPASQTGASHLPEVLRNK
                     EHVARILVIKLRHFGDVLLTTPLLSTLKANYPQAKIDVLLYGGTQDMLRENKAINHTF
                     IVDRGLKHAGLKAQISGEKALFSALKKQHYDLILNLSDQWRAAAYCRLLKPTFSIGFH
                     YPKRDNWLWRYCHSTLVEIPNAAERHTVLNNLDILSPLQLTDIRTDVTMSYGPHDIER
                     AKQLCQQHNIEHYILIQPSARWKFKTWASESFSELINHLTQQGETVLLTGSKDQAELD
                     YIAEIIAGCTQPEKVINLSGQLALPELAVLIDNAKLFIGVDSVAMHMAAALQTPAVVL
                     FGPSNLNQWHPWQAPHTLLWAGNYRTLPHPNEIDTDTTDRYLNAIPVSDVIDAVDSWR
                     VAKGN"
     gene            complement(4357818..4359410)
                     /locus_tag="YPA_3869"
     CDS             complement(4357818..4359410)
                     /locus_tag="YPA_3869"
                     /codon_start=1
                     /transl_table=11
                     /product="putative carbohydrate kinase"
                     /protein_id="ABG15830.1"
                     /translation="MSQLDTTTPSGDYLMALDAGTGSVRAVIFDLNGNQIAAGQAEWL
                     HLPVPDVPGSMEFDLTTNWQLTCQCIRQALHLAKLPASAIRAVAACSMREGIVLYDRS
                     GTPIWACANVDARASREVSELKELHNNGFELEVYQCSGQTLALSAMPRLLWLAHYRPD
                     IYRQAGTLTMISDWLANMLSGELAVDPSNAGTTGMLDLVTRNWQPNLLEMAGLRADIL
                     SPVKETGTLLGHVTAKAAQECGLLAGTPVVMGGGDVQLGCLGLGVVHAGQTAVLGGTF
                     WQQVVNLPQPIIDPNMNTRINPHVIPGMVQAESISFFTGLTMRWFRDAFCAEEKLLAQ
                     RLGIDTYSLLEDMAARVPAGAYGVMPIFSDVMRFKSWYHAAPSFINLSLDPEKCNKAT
                     LFRALEENAAIVSACNLAQIAEFSGVKASSVVFAGGGAKGKLWSQILADVTGVPVKVP
                     VVKEATALGCAIAAGVGVGLYEALDKTGERLVRWEREYIPNTEHKALYQAAKTNWQAV
                     YTDQLGLVDCGLTTSLWKAPCL"
     gene            complement(4359581..4360261)
                     /locus_tag="YPA_3870"
     CDS             complement(4359581..4360261)
                     /locus_tag="YPA_3870"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transcriptional repressor"
                     /protein_id="ABG15831.1"
                     /translation="MASLSISSRLGIGAAHLLMALIQPQQLLAVGFGETTMCALQHLS
                     GFIASQQVRLVTLSGGVGSYMTGIGQLDAACQVSIIPAPLRASNAHVADTFRQENSVR
                     DVMLAACAADIAVVGIGSVNQQKEATILRSGYISEGEQLMFSRKGAVGDILGYFIQAD
                     GALVPDMQIHQELIGISLADLTTIPTVIGVAGGVEKADVIVAALRGRYVNALVTDEVT
                     ARAIINLL"
     gene            complement(4360344..4360493)
                     /locus_tag="YPA_3871"
     CDS             complement(4360344..4360493)
                     /locus_tag="YPA_3871"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15832.1"
                     /translation="MSEEELLARVAWFYYHDGLTQGDIGELLGLARLKVSRLLEKGRQ
                     SGVID"
     gene            4360492..4360803
                     /locus_tag="YPA_3872"
     CDS             4360492..4360803
                     /locus_tag="YPA_3872"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15833.1"
                     /translation="MLLPGYLYSSLDDRGFSFTAGFSFIIADCSLIAAFLPVDLSYLF
                     IFLICLSFLPAYLFSHCPSVRHRLKPLRNECLILIDNHAISLMIIIEHILIKIFLFIK
                     L"
     gene            4360913..4362496
                     /locus_tag="YPA_3873"
     CDS             4360913..4362496
                     /locus_tag="YPA_3873"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter ATP-binding protein"
                     /protein_id="ABG15834.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MPHTVATPPPLLQVRGISKQFSGVVVLKSIDFTLQPGQVHALLG
                     GNGAGKSTLMKIIAGILPPDTGVIEMNGQPCFNLTPAKAHQLGIYLVPQEPMLFANLS
                     VQENILFRLPKHQADKKKMAQLLKNLGCHLDLSVSAGSLEVADQQLVEIMRGLIRDSH
                     ILILDEPTASLTPAETHRLFSQIRMLLQQGVGVVFISHKLPEIRQLADWVSVMRDGGI
                     ALSGATADFSTEDMIQAMTPEAQKGALTDSQKLWLELPGNRRAQSHAQSQQPVIHVHD
                     LSGEGFAHISFHVQAGEILGLAGVVGAGRTELAETLYGLRPASTGNVILEEVNITAMK
                     TANRLAAGLVYLPEDRQASGLYLDAPLSWNVCALAHDRQGLWTQPAQEAAVLERYRRA
                     LNIKFSHLEQPVRTLSGGNQQKLLIAKCLEANPLLLIIDEPTRGVDVSARSDIYQLIR
                     SIAEQQVAIIFISSDLEEVVQMADRVLVMHQGEINGALSGAAMNVDTIMHMAFGEHRS
                     ASEPQGGTASSAENKGASC"
     gene            4362490..4363545
                     /locus_tag="YPA_3874"
     CDS             4362490..4363545
                     /locus_tag="YPA_3874"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter permease protein"
                     /protein_id="ABG15835.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MLKFIQNNREGTALLAILTLFALLGIIDRNYFSLQTFTMIFSSA
                     QILILLAIGATLVMLTRNIDVSVGSITGLCAVTVGMALNAGFGLAASCLFALLVGMVA
                     GFFNGILVTWLRIPAIVATLGTLGLYRGLMLLLTGGKWIEGLPADLKSLSTPILFSIS
                     PIGWLTMLLILAMAWLLGKTAFGRSFYATGDNLQGARQLGVRTDSLRIFAFSMNGVMA
                     ALAGIVFASQIGFIPNQTGNGLEMKAIAACVLGGISLLGGTGTIIGAILGAFLLTQID
                     SVLVLLRLPAWWNDFIAGLVLLGVLVFDGRLRCAVERNIRQQKYARFTAQAIISDKKP
                     TVSDNNPAASNKKKAAL"
     gene            4363542..4364543
                     /locus_tag="YPA_3875"
     CDS             4363542..4364543
                     /locus_tag="YPA_3875"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC transporter permease protein"
                     /protein_id="ABG15836.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MNLYRRYGWELTLAALLVLEILLFGLSNSRMLDINVLLFSTSDF
                     ICIGIVALPLTMVIVSGGIDISFGSTIGLCAIFLGIVFQAGVPMSVAIPLTVLVGALC
                     GLINAGLILYTGVNPLVITLGTLYLFGGSALLLSGLSGATGYEGIGGFPAAFTDFANQ
                     TLFGLPIPLVIFMLCVLLFWLLMHRTHSGRHVFLIGQSSRVARYSALPIARTLCMLYA
                     MTGVASAISAILLVSYFGSARSDLGASFLMPAITAVVLGGANIYGGSGSILGTALAVL
                     LVGYLQQGLQMIGTPNQISSALSGALLILVVVGRSISLHRHLIYEWLQRRRSRKASA"
     gene            4364609..4365628
                     /locus_tag="YPA_3876"
     CDS             4364609..4365628
                     /locus_tag="YPA_3876"
                     /codon_start=1
                     /transl_table=11
                     /product="putative periplasmic solute-binding protein"
                     /protein_id="ABG15837.1"
                     /translation="MRTQRLKKLALVCALGFACITTAQAAERIAFIPKLVGVGFFTSG
                     GKGAVDAGKALGVDVTYDGPTEPSVSGQVQLINNFVNQGYNAIVVSAVSPDGLCPALK
                     RAMQRGVKILTWDSDTKPECRSVYINQGTPNQLGSMLVDMAANQVKKEQAKVAFFYSS
                     PTVTDQNQWVNEAKKKIQQEHPGWEIVTTQFGYNDATKSLQTAEGILKAYADLDAIIA
                     PDANALPAAAQAAENLKRANVAIVGFSTPNVMRPYVERGTVKEFGLWDVVNQGKISVY
                     VANEMLKKGDLNVGDKIDIPNIGVVEVSPNRVQGYDYEAKGNGIVLLPQRVIFTKENI
                     SKYDF"
     sig_peptide     4364609..4364686
                     /locus_tag="YPA_3876"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.997 at
                     residue 26"
     gene            4365684..4366559
                     /locus_tag="YPA_3877"
     CDS             4365684..4366559
                     /locus_tag="YPA_3877"
                     /codon_start=1
                     /transl_table=11
                     /product="putative aldolase"
                     /protein_id="ABG15838.1"
                     /translation="MADLDDIKDGKDFGIGIPQQNPAFTLKGSGSLDWGMQSRLARIF
                     NPKTNRTVMLAFDHGYFQGPTTGLERIDINIAPLFEYADVLMCTRGILRSVVPAAANR
                     PVVLRASGANSILTYLSNEAVAVAMEDAVRLNACAVAAQVYIGTEHEHQSIKNIIQLI
                     DQGMRYGMPTMAVTGVGKDMVRDQRYFSLASRIAAEMGAQVIKTYYVDSGFERIAAGC
                     PVPIVIAGGKKLPERDALEMCYQAIDQGASGVDMGRNIFQSDAPIAMLKAVHAIVHKN
                     ENAAAAYQLFLHEQN"
     gene            4366623..4366913
                     /locus_tag="YPA_3878"
     CDS             4366623..4366913
                     /locus_tag="YPA_3878"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15839.1"
                     /translation="MHVTLVEINVKEDKVDQFIEVFRANHLGSIREAGNLRFDVLRDE
                     HIPTRFYIYEAYTDEAAVAIHKTTPHYLQCVEQLAPLMTGPRKKTVFIGLMP"
     gene            4367214..4367705
                     /locus_tag="YPA_3879"
     CDS             4367214..4367705
                     /locus_tag="YPA_3879"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15840.1"
                     /translation="MDNIHRLFLALAFSAPLVTGAAHANSLLDSVKSTAEQYGKSAGS
                     SSSLPSMSSLTNLLNGGDKALSAGTMNNATGILQYCVQNNVLSSDGTTAIKDQLMSKL
                     GISGTEAAKSTDYEEGLGGLLKTSEGKSVNLNDLGTGQITEKIKTKACDLVLKQGKSF
                     LLK"
     sig_peptide     4367214..4367288
                     /locus_tag="YPA_3879"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 25"
     gene            complement(4367767..4370307)
                     /locus_tag="YPA_3880"
     CDS             complement(4367767..4370307)
                     /locus_tag="YPA_3880"
                     /EC_number="2.7.3.9"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoenolpyruvate--protein phosphotransferase"
                     /protein_id="ABG15841.1"
                     /db_xref="InterPro:IPR000032"
                     /db_xref="InterPro:IPR000121"
                     /db_xref="InterPro:IPR001020"
                     /db_xref="InterPro:IPR002178"
                     /db_xref="InterPro:IPR004715"
                     /db_xref="InterPro:IPR006318"
                     /db_xref="InterPro:IPR008279"
                     /translation="MTKQVTFICGLLNGVHARPASHIERVCNRFQSRFHWYNPRSGIV
                     GDGKSVLSLIAANILLGDECQVTIEGEDEQVAFERLSIFIEHELPHADPILPKREESA
                     EWEPLPASLAHLHPTLLRARSVSPGTACGKLLSLIRADLNALGDLPVAQGIEREQQML
                     ADGVAQLGKAWESLLVANSSTAANSSTTENNSTTRAIREVHRSLLRDGTFRQRLLSHI
                     VAGESCATAIVATAAYFSQQLALAANTYLRERELDIRDVSFQLLQQIYGEQRFPSQQA
                     LSEDSLCIADELTPSQFLALDKRYLKGLLLGRGGSTSHTVILARSFNIPTLVGVDAAA
                     LQPYINQSLQIDGELGLVVCLLDEPVRRYYRQEQWLHDQLREQQSRYQNMPGRTLDGV
                     RMVVAANITHAVEVEGAFNQGAESIGLFRTEILYMDRAAAPSEEELYTLYAQALGAAK
                     GKPIIIRTIDIGGDKPVSYLNIPAESNPFLGYRAVRIYHEFLSLFHTQLRAILRASMH
                     GPLKIMIPMISSMEEILWVKDQLAEVKQSLRISHLQFDETVPLGMMLEVPSVMFIIDQ
                     CCEEMDFLSIGSNDLTQYLLAVDRDNAKVSEHYHCLPPALLRALDYAVCEVHRHGKWI
                     GLCGELAAKDSVLPLLVAMGLDEISMSASFIGATKARLAKLDRGECRLLLNRVMACRT
                     SREVEYLLVQYDGEQRDEPLIIPECITLGADWRSKEEVIKGMVDNLLLAGRCRYPRKL
                     AADVWAREALFSTGLGFGFAIPHAQSEHIEQSTISVAKLAKPVNWGEEDALFVMMLTL
                     NKQASGDQHMRIFSKLARRIMHEGFRDALVSAGTAQQVEMLLKHELEL"
     gene            4370672..4371754
                     /locus_tag="YPA_3881"
     CDS             4370672..4371754
                     /locus_tag="YPA_3881"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, IIC component"
                     /protein_id="ABG15842.1"
                     /db_xref="InterPro:IPR006327"
                     /translation="MKELINILKNTRQHLMTGVSYMIPFVVAGGILLALSVMLYGKGA
                     VPEVASDPNLKKLFDIGVVGLTLMVPFLAAYIGYAIADRAALAPAAIGAWVGASFGAG
                     FFGAIIAGLLGGIIVFYLKKISVPKTLRSVMPIFVIPIVGTLLTAGIMMWGLGEPIGI
                     LTANLTQWLQGMQQGSVILLAIIMGLMLAFDMGGPVNKVAYAFMLICVAQGVYTLVAV
                     AAVAIATPPLGMGLATLIGRKYYSVEEREAGKAAMLMGCVGITEGAIPFAAADPLRVI
                     PANMIGSACAAVTAVLFGVQCYAAWGGLIVLPVVDGKLGFVVALLVGMVVTALIANLL
                     KRFTAQKQPGRSSAEGDVNMDFDIKN"
     gene            4372095..4372415
                     /locus_tag="YPA_3882"
     CDS             4372095..4372415
                     /locus_tag="YPA_3882"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, IIB component"
                     /protein_id="ABG15843.1"
                     /db_xref="InterPro:IPR003353"
                     /translation="MTNIIAITACPSGVAHTYMAAEALERAARAKGWECKVETQGSIG
                     VENKLTAEDVAAADMVILTKDIGILFEERFAGKVIVRIAVSDAVKRADAIMDKIAAYL
                     EKNT"
     sig_peptide     4372095..4372157
                     /locus_tag="YPA_3882"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.889) with cleavage site probability 0.793 at
                     residue 21"
     gene            4372508..4372852
                     /locus_tag="YPA_3883"
     CDS             4372508..4372852
                     /locus_tag="YPA_3883"
                     /codon_start=1
                     /transl_table=11
                     /product="PTS system, IIB component"
                     /protein_id="ABG15844.1"
                     /translation="MTIKLVAVTACVSGVAHTYMVAERLDKLCLQLKWQLKVETQGAL
                     GVEYSLTEDDILQADAVILINDVAIKEQERFQNCRCVQADIQTFLCHPEKILAATKKV
                     ISSPKTVSIVIK"
     sig_peptide     4372508..4372564
                     /locus_tag="YPA_3883"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.953) with cleavage site probability 0.654 at
                     residue 19"
     gene            complement(4372845..4373720)
                     /locus_tag="YPA_3884"
     CDS             complement(4372845..4373720)
                     /locus_tag="YPA_3884"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG15845.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MTIKLISQLTALVSEPNSIHHVYFAKSLRAAPLLAQQVNFPRME
                     LIIEGSQAMIWDRLYDDFHHKDEYIMHRGDILFIPSGGWNIPQWEQPVITLSILFGKQ
                     SLGFSLLSWDGESVVHKEMESVLRRGPRVGAYILQALNEMSLMQREQTTVQLIVRSLI
                     SHCIDLLRNQVKTPSRSQTLFESIREYIERNYSEPLTRESVAHVFHISPNYLSHLFRN
                     AGNIGFNESVNSARLENAKILLKFYEMKIKEVANVCGFIDSNYFCRLFRKETELTPSE
                     YRQQYRSNMMERNVI"
     gene            complement(4373722..4374258)
                     /locus_tag="YPA_3885"
     CDS             complement(4373722..4374258)
                     /locus_tag="YPA_3885"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15846.1"
                     /translation="MPIPERLTPGKATKNRTQRLLKLLDEISSTLEDNGDQENDRVRE
                     LILQWNEIACREHDFHEFRDFHAYTSKDDFIISAQRKAKYIEDFQYIESIELVNVIAQ
                     AEGTEPDIHYAVDLLDKNFPDGDASDLIFWPNYWFQDENMLHIELTPEETVGYLMARS
                     GRTLQGAPEIELRYPYYN"
     gene            4374964..4376160
                     /locus_tag="YPA_3886"
     CDS             4374964..4376160
                     /locus_tag="YPA_3886"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15847.1"
                     /translation="MADNASQNKSLHRVAFKGEGGEYFSIWLVNLLLTIITLGVYSAW
                     ATVRRRRYFYGNTELNGDRFDYHAEPIEILKGRLMVIGGVILFYILLAIAPTLGLLVA
                     LVLLALIPWIIIRSWRYNAIMTSYRGVRFNYHCQTGQAYWALLFCPLLLILGLYAVII
                     VMAMFLGSVASTPSTAITLIVVSAILLVPLLAVINGIVSTLQHSLYVNNLYFGNSSFI
                     STLKKSAFIKIAFFSVLIFIPFFFVAMMFAGAFFADLFQSALNGSIANENKTAMLIIQ
                     NASNLLFMMLMLLLGTMVSSSYRIVAQRNYLFSQTTLQGDIKLRSSMKLLSYMGLLMT
                     NSLITVCSLGLATPIAEVRHARYMANATEIEGDLSLLNIHAHQDTANSALAEEAVQAL
                     DLGTGF"
     gene            4376171..4377217
                     /locus_tag="YPA_3887"
     CDS             4376171..4377217
                     /locus_tag="YPA_3887"
                     /codon_start=1
                     /transl_table=11
                     /product="M48 peptidase family protein"
                     /protein_id="ABG15848.1"
                     /translation="MIVEGYYQYPGRAAREAARLLLNEIGDNVTLLRDGEQHYFSLSQ
                     LNVSSSLGSIPLNLTFPDGGRFVPSDDALFRKWLYQQRSPGVVHRLERHKSGVLLTLL
                     ITPLLILAYIYWLLPWASSEIALRIPTTAEQKLGEHSLEWLQQSGFKPSALPAERQEA
                     IQQLFLQVMPPQMRQERTPLKLVLMTAPTTANAFMLPDGTMVISDDLIKLTTSDDALA
                     AVMLHEMGHHAHRHSMQMVVRSSLVALTFMWMTGDVNGIGDTLLQSAAFIHEMQFSRT
                     IESEADSWAIAEMQREKRSLLAMEDIYHALQQTTTPEEAETRAGIPEWLSSHPDMPAR
                     LDVIRAAREKMAQE"
     gene            complement(4377363..4378517)
                     /locus_tag="YPA_3888"
     CDS             complement(4377363..4378517)
                     /locus_tag="YPA_3888"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15849.1"
                     /translation="MKSPIDIGRQLARQWHQSKVRSERLLTPGCWPLQLPIGKPSAKI
                     FTANTQAVQRHVEVWRQVSIGLVEWESVSYRASLTPVSIPVRWCLRPPSEWINAASNR
                     QVSQEFQHLEQLVAQVDKSFHALLINQRALWLHKDPHEVITAANLACKLTPGCAQGRP
                     LRLLSESGVDTKFFERNYSLLTKLLDERFEGEASGQGLATFLDAFEESSHWVLVTPLA
                     PGILPFNMSKVTTTELTSVDLPCSRILIVENEHCIHQLPQLPDTIAILGSGLDLQWLI
                     SPNLKSKSIGYWGDMDTWGLLMLARARAFQPAITALLMGRLLFEHYASGSAVAEPVNA
                     QQAVPEGLHHHEADFYRYLLSQPRGRLEQEYLPRDVVEMALTEWVGHISL"
     gene            complement(4378514..4379926)
                     /locus_tag="YPA_3889"
     CDS             complement(4378514..4379926)
                     /locus_tag="YPA_3889"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15850.1"
                     /translation="MLSREDFYMIKQMRQQGAYIKLQEQANALAHIQALNFESIDLPT
                     AQRQLEELQARLDRLTHPQSDIAIAKAALDEAEARQKELERQYQQEVTACAGLKKDLE
                     RAAMLSRKVHNIAKQGMTGALQALGAAHFPQVAPEQLDDIQDIEREHARQLQGRLNEV
                     NDRLQRLREELIKRMSDAKKEDTGALSEVGRELDDIPNYLARLQTLTEEALPEKLKRF
                     QEYLNRSSDDGVTQLLSHIDHEVALIEERLEALNDTMRRVDFQSGRYLCLIAKPVVHD
                     SMRTLLRAQRQLNSARFVDDDGESQYKALQALVGLLKDACERNRTQGARALLDPRFRL
                     EFAVSVIERETGSVIETRTGSQGGSGGEKEIIASYVLTASLSYALCPDGRTKPLFGTI
                     ILDEAFSRSSHVVAGRIIAALREFGLHAVFITPNKEMRLLRHHTRSAIVVHRRGPDSS
                     LVSLSWEDLNEHHQQRNRAI"
     gene            4380543..4380830
                     /locus_tag="YPA_3890"
     CDS             4380543..4380830
                     /locus_tag="YPA_3890"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15851.1"
                     /translation="MLTEDTAEAKGWLSSGQLREDVFTLLRVYLGCDYDASLTLTIPM
                     NLAPLPRMGDPLLMAGYNVMLGLREDNLDERPEKVTMKLGRIRDKSKLQKH"
     gene            complement(4381174..4382547)
                     /locus_tag="YPA_3891"
     CDS             complement(4381174..4382547)
                     /locus_tag="YPA_3891"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15852.1"
                     /translation="MSFFIRGINKTPFPIDRTDYSINIELIIFLFDKGKNTKSISNLY
                     KRLHDNALYPLVYINNNLFNNTIIFDPDLLRKKSSGASLPQMIGYVSIQSQNKNIEFN
                     SDRTYFVDNSITKNLVNSLKKLNETIQTKGSDLKNELKVGTPSSLTGKSYPTEDVTSI
                     RNKPASISIDRKKTIKFHIPSEQIDLNEYIYAVKDSSGNDINKNDVVTSIEGSVTNSR
                     ILEAIEEPCELRVVFRYEDSVTGLVSADVFLCFEKKISNISGSKEEKSLFTIQSASGY
                     TVNTGTVSSIIYAIDKLYSLRERDGFLPLIACSIRSVFEISQDKLFRTHRFLFPTFKT
                     KIFTPETNKEMKDKLLGNIIHIIFLVKKNPKLLTKIAERLDISYSTFTNSLNLDEFKS
                     AVKYSHIGAHQSTKFLSKPKIEVCADTCGLFAVICDVLINMKKNDIIDLNATIVNEAD
                     LNNFFRI"
     gene            complement(4382519..4383241)
                     /locus_tag="YPA_3892"
     CDS             complement(4382519..4383241)
                     /locus_tag="YPA_3892"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15853.1"
                     /translation="MVSTSLKFGGKIIEELSQKIPSSLFALNELVKNSYDAFSPDVTI
                     TVIPSELKIIISDYGNGMSVDEIHSLFHISKSTKKYGCEVSQNGIKRIVQGSKGLGFL
                     SAFKFGDKVEWKTCQNGICSVFSVKKSDLIYKDDVSGIKIPITTDSSNKNGTEIRIFT
                     NQQDMDELLSDLSDEKIARKLAASMLDESFNVKIKIENKDKIISTSKLKSFLFECEQS
                     QLFYVKYNFSKEEIEFFHKGDK"
     gene            complement(4383291..4384616)
                     /locus_tag="YPA_3893"
     CDS             complement(4383291..4384616)
                     /locus_tag="YPA_3893"
                     /codon_start=1
                     /transl_table=11
                     /product="modification methylase"
                     /protein_id="ABG15854.1"
                     /translation="MNDIDKDNMLLNKVISNSKGDKAYWSFKGRAKRQYCHALIQYPA
                     MMVPAMQGELIDAVLEIDSNVTSIIDPFVGSGTTLGEAMRRGLDFVGMDINPLSILAC
                     EVKSGPLYIDSFKEKFIFLLDKIRADLRVDIAVQIKNIDKWFTKEVQLDLSKIYRAIQ
                     DESSKWARKVFWLCMSNTVRTVCNSRSSTFKLHIKSFNQIENIPNTLEVFTKNIEKSI
                     VALCEQKNILTEMGSLKRSISKSKIKIIHADTSKKMKKNIQCDLLVSSPPYGDNNTTV
                     TYGQFSYLSLKWIDEKDIDNLKIKGLLETQNKIDSSSLGGSLKGANEKMELLKYKSPT
                     LLNTVKEISKVNSENVKKLITFIFDLDLALDNALLYLRKNAYMIWTLGNRRISNIEVP
                     LDRIMREILEYKGCVFIHQIEREILSKRMAMKNSIANTMDKELILIMRK"
     gene            complement(4384629..4385096)
                     /locus_tag="YPA_3894"
     CDS             complement(4384629..4385096)
                     /locus_tag="YPA_3894"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15855.1"
                     /translation="MSLQARRCDRPVASHINTQLPASGLSSVLSAQGHLKRLLIQHGF
                     GQQLLESGVLFLKRLQTLNLGHLHTAILFTQGVKRGVGNGVLAAEFTGGYPGFSLAEN
                     TDDLLVGKTLLHGDVLMWFMKTLLTSGSVNQRGAGQGGWYEVLASARVSFKGK"
     gene            complement(4385343..4385573)
                     /locus_tag="YPA_3895"
     CDS             complement(4385343..4385573)
                     /locus_tag="YPA_3895"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15856.1"
                     /translation="MRCLMFVRIFVCGYKCGYKLLVLKINNIDISRLYDISESGLRTI
                     SMKIKSPQGGFFLPKIQSQQGLTSLISQHKSI"
     gene            complement(4385640..4386956)
                     /locus_tag="YPA_3896"
     CDS             complement(4385640..4386956)
                     /locus_tag="YPA_3896"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15857.1"
                     /translation="MKSRKDFTVFEYGHLISDKDSGRINNAVSLPPQLFEWLEQRCLK
                     DDADNTHRLLTLGSRGGVKTLQVKNYAGVISLPGNAFIEVLPKTGRRDENIDIARQQL
                     LMMLRTLKSFRHIATSASRVRTSKMPLMDVFIQQFIDSVQQIVRQGLKRDYLRQQDNL
                     PWMKGKLRVSAQISKNCVHRDRFQVEFDDYSSERPENRILKTAIDKIRRQISNPQLLL
                     QVNSLQVHFDDITPVGDVRIAFDQVRLDRHMRHYELALAWARLILMGQSPHCMQGDAN
                     AISLLFPMEAVFESFVTAWMRHRYNDNWHVKAQVDSHTLVRLNGKGVFKLRPDIHLRP
                     RGENGDQAMICDVKWKMVESGKATLEQSQADLYQMLAYGVNYQEGIGDMLLIYPSHEG
                     FSQPLPYPYEFSHQKENPLRLWVVPFFIGDSLQSSDLRFPDGKILI"
     gene            complement(4386953..4389016)
                     /locus_tag="YPA_3897"
     CDS             complement(4386953..4389016)
                     /locus_tag="YPA_3897"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15858.1"
                     /db_xref="InterPro:IPR003593"
                     /translation="MVQDSSALASFFRSHIAKNNQYSPDWGKHYRQLVEQVQAEKPNF
                     SADTIRQIWYERSNGISSLRQGGMSQFEFETAQKQLLALTRQMADECTQENYDRVIER
                     LVKLKTDGILNKVYWALCHRAFAALYPSKITNVVNVSNFFSSYNYCNNHFQLDLSEDQ
                     EWFARNLDLKKVLHRALGDDVDPIELNMSLWHLYTQVIQKKNDIGLIGSETALPEDEQ
                     DEEVTTPQLPKNTILYGPPGTGKTYCTIELAVRACEPAAYSLQEGKEENEKRRELKKV
                     YDRLIAEKRVRFITFHQSFGYEEFIEGLRAETTDDGNVRYEVKAGIFKQICEDAAFGH
                     AGVQQKLDEALARLQERLSESGSITLETLQGKAFQLAYKSQTTFGIFPSQSKKEDLGQ
                     GYNAYLKNISLVYQNPQAKVHNPSYVRSILNYLIKQEGLPSNPQESVSEKRQNYVLII
                     DEINRGNISKIFGELITLIETSKRAGEPEALSVILPYSSSSFSVPNNLYLIGTMNTAD
                     RSLTALDTALRRRFEFEAMLPDITVLKETVVKGIDLPRLLQTLNDRIEVLYDREHTLG
                     HAFFIPVVQVKEDEDLAFERLKRIMRNKVLPLLEEYFYNDWQKIRMVLGDNQKSGNPQ
                     LQFVCEVKDQKQFADLFGNNGTEDLHDIGASFHLAPEDDKVWDNPLAWQQIYAPHKGN
                     PVSGE"
     gene            4389150..4390172
                     /locus_tag="YPA_3898"
     CDS             4389150..4390172
                     /locus_tag="YPA_3898"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15859.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            4390172..4390951
                     /locus_tag="YPA_3899"
     CDS             4390172..4390951
                     /locus_tag="YPA_3899"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15860.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(4391002..4391106)
                     /locus_tag="YPA_3900"
     CDS             complement(4391002..4391106)
                     /locus_tag="YPA_3900"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15861.1"
                     /translation="MAMIEMSLENINGIEVIHSAPAGQRQQPLPVNDG"
     gene            4391291..4391602
                     /locus_tag="YPA_3901"
     CDS             4391291..4391602
                     /locus_tag="YPA_3901"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG15862.1"
                     /translation="MINIKRTIAFLLLTLGLSGCNAFNITPVPPPAIQPYAQEITRAQ
                     SLRLQKVGTVSAQVYGSPGDVETEIQRRANASGAPYYLIVMISDSVYPGIWYANALLY
                     R"
     sig_peptide     4391291..4391359
                     /locus_tag="YPA_3901"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.784 at
                     residue 23"
     gene            complement(4391674..4393317)
                     /locus_tag="YPA_3902"
     CDS             complement(4391674..4393317)
                     /locus_tag="YPA_3902"
                     /codon_start=1
                     /transl_table=11
                     /product="putative acyl-CoA dehydrogenase"
                     /protein_id="ABG15863.1"
                     /db_xref="InterPro:IPR006089"
                     /translation="MGKGMDWQTHLVFNQPEPLSNSNLFLSDLALREAVVREHAGWDG
                     ENLSLIGLQLGSLESLELGRLANAHPPELLRYDGAGQRLGQVRFHPAWHVLMQGLIHH
                     RVHNLPWQEDARNGSFVARAARFILHAQVDAGALCPITMTFGAIPLLQQTLPPLFQNW
                     LSPLLSDRYDPHLSLGNQKRGLLIGMGMTEKQGGSDVLSNTTRAEPLSIRGQGEVYRL
                     IGHKWFFSVPQSDAHLVLAQAEGGLSCFFLPKILPDGTHNAIRFERLKEKLGNCSNAS
                     SEVEFDNATAWLLGEEGDGIRQILKMGGYTRFDCALGSHGLMRRAFSVALYHALQRQV
                     FGKALVEQPLMRQVLSRMALRLEGHTALLLRLARAWEASGEVHEQIFSRLLTPAAKYR
                     VCGQGSAFVAEAMEVLGGIGYCEQSELPRLYREMPVNSIWEGSGNIMCLDVLRTLRKL
                     PTAVEMLQQEFYPVRGQNRLFDRAWRQLQQRLKNPKEEQGRALTQQLFDLCCASQLLR
                     FASPRLADAWCRMTLDHRDQYMLPEAVCARLLERATGAH"
     gene            complement(4393725..4394465)
                     /locus_tag="YPA_3903"
     CDS             complement(4393725..4394465)
                     /locus_tag="YPA_3903"
                     /codon_start=1
                     /transl_table=11
                     /product="putative methylase"
                     /protein_id="ABG15864.1"
                     /db_xref="InterPro:IPR001537"
                     /db_xref="InterPro:IPR004441"
                     /translation="MSEIIYGIHAVKALLERDPQRFLEVFILKGRDDRRLQPLIAELE
                     AAGLVIQVASRQWLDSQVEGGVHQGIVARVREGRQYQENDLPALLESVETPFLLVLDG
                     VTDPHNLGACLRSADAAGVHAVIVPRDRSAQLNAIAKKVASGAAENVPLIKVTNLART
                     LRVLQEHNVWIVGTAGEADHTLYQSKMTGPMALVMGAEGEGMRRLTREHCDELISIPM
                     AGSVSSLNVSVATGVCLFEVVRQRGLKA"
     gene            complement(4394584..4397118)
                     /locus_tag="YPA_3904"
     CDS             complement(4394584..4397118)
                     /locus_tag="YPA_3904"
                     /EC_number="3.1.-.-"
                     /codon_start=1
                     /transl_table=11
                     /product="RNAse R"
                     /protein_id="ABG15865.1"
                     /db_xref="InterPro:IPR003029"
                     /db_xref="InterPro:IPR004476"
                     /db_xref="InterPro:IPR011129"
                     /db_xref="InterPro:IPR011805"
                     /translation="MSQDPFLEREAEKYESPIPSREFILAHLAKRETPASREELANEL
                     NLTGEEPLEALRRRLRAMERDGQLVFTRRQCYALPERLDLLRGTVIGHRDGYGFLRVE
                     GSKDDLYLSAEQMKMAIHGDVVLAQVVGADRKGRREARIVRVLVPKTSQIVGRYFTDA
                     GTGFVVPDDSRLSFDILIPAEATCGARMGFVVVVELTQRPTRRTKAVGKIVEVLGENM
                     GTSMAVDIALRTHEIPHTWPPQVEKQVADLKEQVPEEAKKGRVDLRDLPLVTIDGEDA
                     RDFDDAVYCEKKRGGGWRLWVAIADVSYYVRPQTALDDEARSRGNSVYFPSQVIPMLP
                     EVLSNGLCSLNPQVDRLCMVCEMTISSQGKLSSYKFYEAVMSSHARLTYTKVWRIIDG
                     EESLREQYKPLVPHLEELHAMYKVLDQARAERGGIAFETEEAKFIFNAERRIERIEPT
                     VRNDAHKLIEECMILANIAAARFVEKHEEPALFRVHDRPSDDHIVALRSVLNELGLTL
                     GGGLKPQPKDYSVLMDEISDRPDHEMLQTMLLRSMKQAVYDPENRGHFGLALASYGHF
                     TSPIRRYPDLAMHRAIKYQLAKEHGNLKDRWTPTGGWHSDFEDMLQLGQHCSMTERRA
                     DEATRDVADWLKCDFMLDQVGNVFTGIIASVTGFGFFVRLDDLFIDGLVHVSSLDNDY
                     YRYDNIGQRLIGESSGVVYRLGDTVEIRVDAVHMDERKIDFALVSSTRKPRGEGKTAR
                     DKAKNNGQRTLRSNSAGRGSSSGSSRRDGAPTAGGQKRPRRAKKPVNFEPDSAFRPDA
                     AAAKPDDKALAEKKAKAKAKRASAKTKKIAAATKAKRAKKKTTSDQ"
     gene            complement(4397359..4397823)
                     /locus_tag="YPA_3905"
     CDS             complement(4397359..4397823)
                     /locus_tag="YPA_3905"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, BadM/Rrf2 family"
                     /protein_id="ABG15866.1"
                     /db_xref="InterPro:IPR000944"
                     /translation="MGVSRVNGYSGVYVQLTSFTDYGLRALIYMASLPDGQMTSISQV
                     TEVYGVSRNHMVKIINQLSRVGLVTAVRGKNGGIRLGKPADQILIGDVVRQMEPLTLV
                     NCSSDFCHITPACRLKQVLNQAVQSFLKELDNYTLADMVKDNSPLYKLLLVE"
     gene            complement(4398153..4399451)
                     /locus_tag="YPA_3906"
     CDS             complement(4398153..4399451)
                     /locus_tag="YPA_3906"
                     /EC_number="6.3.4.4"
                     /codon_start=1
                     /transl_table=11
                     /product="Adenylosuccinate synthetase"
                     /protein_id="ABG15867.1"
                     /db_xref="InterPro:IPR001114"
                     /translation="MGKNVVVLGTQWGDEGKGKVVDLLTERAKYVVRYQGGHNAGHTL
                     VINGEKTVLHLIPSGILRENVISIIGNGVVLAPDALMKEMTELEARGVPVRERLLLSE
                     ACPLILPYHVALDNAREKARGAKAIGTTGRGIGPAYEDKVARRGLRVSDLFNKETFAI
                     KLKEIVEYHNFQLVHYYKEAAVDYQKVLDDVLAIADILTAMVVDVSELLDNARKQGEL
                     IMFEGAQGTLLDIDHGTYPYVTSSNTTAGGVATGSGLGPRYVDYVLGIVKAYSTRVGA
                     GPFPTELNDETGEFLRKQGNEYGATTGRSRRTGWLDIVAVRRAVQINSLSGFCMTKLD
                     VLDGLKEVKLCVGYRMPDGREVDTTPLAAEGWEGIEPIYETMPGWSETTFGVKEHSKL
                     PQAALNYIQRVEELTGVPIDIISTGPDRDETMILRDPFDA"
     gene            complement(4399551..4399751)
                     /locus_tag="YPA_3907"
     CDS             complement(4399551..4399751)
                     /locus_tag="YPA_3907"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15868.1"
                     /translation="MNSTILLALGLVLVLEGLGPMLYPKAWRKMIQAMTQLPDATLRR
                     FGGGLVVAGCVIYYMLRSHMGS"
     gene            complement(4399923..4400927)
                     /locus_tag="YPA_3908"
     CDS             complement(4399923..4400927)
                     /locus_tag="YPA_3908"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15869.1"
                     /db_xref="InterPro:IPR001107"
                     /db_xref="InterPro:IPR010200"
                     /translation="MRKSFLLIVVVVLIALFASLFVVEEGQRGIVLRFGKVLRDSDNK
                     PLVYAPGLHFKIPFIETVKRLDARIQTMDNQADRFVTNEKKDLIVDSYLKWRISDFSR
                     YYLATGGGDVSQAEVLLKRKFSDRLRSEIGRLNVRDIVTDSRGRLTSDVRDALNTGSV
                     GDEAATTEADDAIASAAARVEQETRGKQPAVNPNSMAALGIEVVDVRIKQINLPAEVS
                     DAIFQRMRAEREAVARRHRSQGQEEAEKLRATADYEVTRTLAEAERQARITRGGGDAE
                     AARLFAEAFSQDPDFYAFIRSLRAYENSFSSGNDVMVLSPDSDFFRYMKSPDNSSKRP
                     "
     sig_peptide     complement(4400853..4400927)
                     /locus_tag="YPA_3908"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.485 at
                     residue 25"
     gene            complement(4400931..4402190)
                     /locus_tag="YPA_3909"
     CDS             complement(4400931..4402190)
                     /locus_tag="YPA_3909"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15870.1"
                     /db_xref="InterPro:IPR001107"
                     /db_xref="InterPro:IPR001972"
                     /db_xref="InterPro:IPR010201"
                     /translation="MAWNQPGNNGQDRDPWGSSNNNGGNSGGNNNKGGRDQGPPDLDD
                     IFRKLSKKLSSLGGKGSGSGGNGASHGPGFSGRVVGIAVVAVVVIWAASGFYTIKEAE
                     RGVVTRLGKLSHIVQPGLNWKPTFIDEVVPVNVEAVRELAASGVMLTSDENVVRVEMN
                     VQYRVTDPAAYLFSVTNPDDSLRQATDSAVRGVIGKYTMDKILTEGRTIVRSDTQRVL
                     EETIRPYQMGITLLDVNFQAARPPEEVKAAFDDAIAARENEQQYIREAEAYTNEVQPR
                     ANGQAQRLLEDARAYAARKVLEAQGEVAGFAKLLPEYKAAPEITRERLYIETMEKVLG
                     KTNKVLANDKGNNLMVLPLDQMLRGQGAANKVDGNKDTSLIRLNPAPSSQQTGASNSN
                     TSSGSGSIMDQRRVNAQRDTSTRVGRE"
     gene            complement(4402431..4403717)
                     /locus_tag="YPA_3910"
     CDS             complement(4402431..4403717)
                     /locus_tag="YPA_3910"
                     /codon_start=1
                     /transl_table=11
                     /product="GTP-binding protein"
                     /protein_id="ABG15871.1"
                     /db_xref="InterPro:IPR006073"
                     /translation="MFDRYEAGEQAVLVHIYFSQNKDTEDLREFEALVSSAGVEALQI
                     VTGSRKAPHPKYFVGEGKAEEIADAVKASGASVVLFDHALSAAQERNLERLCQCRVID
                     RTGLILDIFAQRARTHEGKLQVELAQLRHIATRLVRGWTHLERQKGGIGLRGPGETQL
                     ETDRRLLRDRISLILSRLERVAKQREQGRRARTRADIPTVSLVGYTNAGKSSLFNKIT
                     AADVYAADQLFATLDPTLRRINVADVGDTVLADTVGFIRHLPHDLVAAFKATLQETRQ
                     ASLLLHIIDAADPRVAENMAAVDTVLAEIEADEIPTLLVMNKIDLLDDFVPRIDRNED
                     NLPVRVWLSAQTGAGIPLLFQALTERLSGEIAHFELRLPPQAGRLRSRFYQLQAIEKE
                     WIDEDGNVGMVVRMPIVDWRRLCKQEQELVSYIQNN"
     gene            complement(4403816..4404121)
                     /locus_tag="YPA_3911"
     CDS             complement(4403816..4404121)
                     /locus_tag="YPA_3911"
                     /codon_start=1
                     /transl_table=11
                     /product="RNA-binding protein Hfq"
                     /protein_id="ABG15872.1"
                     /db_xref="InterPro:IPR005001"
                     /translation="MAKGQSLQDPFLNALRRERVPVSIYLVNGIKLQGQVESFDQFVI
                     LLKNTVSQMVYKHAISTVVPSRPVSHHSNTPSGSTNNYHGSNPSAPQQPQQDSDDAE"
     gene            complement(4404237..4405178)
                     /locus_tag="YPA_3912"
     CDS             complement(4404237..4405178)
                     /locus_tag="YPA_3912"
                     /EC_number="2.5.1.75"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA delta(2)-isopentenylpyrophosphate
                     transferase"
                     /protein_id="ABG15873.1"
                     /db_xref="InterPro:IPR002627"
                     /db_xref="InterPro:IPR011593"
                     /translation="MNDIENLDRPPAIFIMGPTASGKTALSIALRQRLPVELVSVDSA
                     LIYRGMDIGTAKPSAQELALAPHRLIDIRDPAESYSAADFRKDALKEMADITAAGRIP
                     LLVGGTMLYFKALLDGLSPLPSADPQVRQRIEQQASELGWGALHQQLAVIDPVAAARI
                     HPNDPQRLSRALEVFFISGKTLTELTKISGETLPYRVHQFAIAPASRELLHQRIELRF
                     HQMLDAGFEAEARVLFDRGDLHTDLPAIRCVGYRQMWSYLSGEIDYNDMVYRGVCATR
                     QLAKRQMTWLRGWSSVQWLDSDKPGEALDSVIQVVSA"
     gene            complement(4405171..4407078)
                     /locus_tag="YPA_3913"
     CDS             complement(4405171..4407078)
                     /locus_tag="YPA_3913"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA mismatch repair protein MutL"
                     /protein_id="ABG15874.1"
                     /db_xref="InterPro:IPR002099"
                     /translation="MPIQILPPQLANQIAAGEVVERPASVVKELVENSLDAGATRIDI
                     DIERGGAKLIRIRDNGCGISKDDLALALARHATSKISSLEDLEAILSMGFRGEALASI
                     SSVSRLILTSRTAEQSEAWQAYAEGRDMAVTIKPAAHPVGSTLEVLDLFYNTPARRKF
                     MRTEKTEFGHIDEVVRRIALARFDVAINLNHNGKLIRQYRAAPDPAQHERRLASICGP
                     AFLQHALAIAWQHGDLNIHGWVADPAASHTLSEMQYCYVNNRMMRDRLINHAIRQAYQ
                     DRLNDAQQPAYVLYLDIDPHQVDVNVHPAKHEVRFHQARLVHDFIYQAVTAVLQQTNA
                     PILNISEEGEVDAPRWQQENRVAAGTNKYAQPEAAKSSAAEQAVARERSSARERAAPA
                     YKEDHPYQKQQGELYRQLLQPSAAAKPATSPAAIPASSVSSPSIPVQRITQAEEPLHG
                     DNYSFGRVLTVFPPCYALIEYQGGVALLSLAVAERWLKQAQLSPPEEGLRPQPLLIPL
                     KITLDKNEIAACQNHEKLLITMGIELSVEQGRATLRAVSLPLRQQNLQKLIPELLGYL
                     SQHEEISPDTLATWLARHLGSEHEVWNVSQAIQLLTEVERLCPQLVQSPPAGLLQPID
                     IKAALATLTHE"
     gene            complement(4407094..4409007)
                     /locus_tag="YPA_3914"
     CDS             complement(4407094..4409007)
                     /locus_tag="YPA_3914"
                     /EC_number="3.5.1.28"
                     /codon_start=1
                     /transl_table=11
                     /product="putative N-acetylmuramoyl-L-alanine
                     amidase-family protein"
                     /protein_id="ABG15875.1"
                     /db_xref="InterPro:IPR002482"
                     /db_xref="InterPro:IPR002508"
                     /translation="MMHSLSLICRWKHGFATIRHFTTICHFTTVHRVITARRFATVTR
                     MIIGLLTLSLFALPPAFAMKLTDIKVTNGASESKVTLSFDGKPIYAFFSLNSPERVVL
                     DVRQSGNISGLPLEFSGQNLLKRIRSSTPKDEQSTRLVLELTQKVKTRAVTQQSGNNY
                     TVVLTMTAVASAPVRQAQASLNQTNTPSPNAGRVVPQVTSKDSVAKNPFNNKPVVVVS
                     SENVTTNTARPIKTVSAANSSRVVVAIDAGHGGQDPGAIGQNGLKEKNVTISIARRLE
                     ALLNRDPMFKPVLTRNGDYFISVMGRSDVARKQGANVLISIHADAAPNRSATGASVWV
                     LSNRRANSEMGNWLEQHEKQSELLGGAGDVLANTASDPYLSQAVLDLQFGHSQRVGYD
                     VATKVLRELQTVGDIHKRKPEHASLGVLRSPDIPSLLVETGFISNSTEERLLGSSAYQ
                     EKIAQAIYKGLRSYFLANPLQSDPKVESRPLIETAAVDSSTQRSGISQPEPIVNNISS
                     NAQSGRSSATLPAGKSKIHNVQRGETLSGIASQYGVSMAVLRQNNTLKNDVVWVGQRL
                     KVPASGSTVTAVKPKTAAVAKSKPIKHQVKRGDTLSAIAARYGVSMSEIERVNKIKSG
                     NVQLGQTLTIPQS"
     sig_peptide     complement(4408819..4409007)
                     /locus_tag="YPA_3914"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.915) with cleavage site probability 0.898 at
                     residue 63"
     gene            complement(4409015..4409485)
                     /locus_tag="YPA_3915"
     CDS             complement(4409015..4409485)
                     /locus_tag="YPA_3915"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15876.1"
                     /db_xref="InterPro:IPR003442"
                     /translation="MKELVLLLPDEAATVALGATLAQAFGGASVIYLFGDLGAGKTTF
                     SRGFLQALGHNGHVKSPTYTLVEPYTLTPRPVYHFDLYRLADPEELEFMGIRDYFDPQ
                     AICLVEWPQQGAGFLPQADVELHLTYQAAGREARLVAISEAGADVLRRLAAVQG"
     gene            complement(4409496..4411010)
                     /locus_tag="YPA_3916"
     CDS             complement(4409496..4411010)
                     /locus_tag="YPA_3916"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15877.1"
                     /db_xref="InterPro:IPR000631"
                     /db_xref="InterPro:IPR004443"
                     /translation="MTDHSKKQTRVSLPHSVFSADWVRQNEAAAAAHFSLTLFDLMVR
                     AGNAAFELAHKQYPIARHWLILCGHGNNGGDGYIVANRALAAGIDVTLIACPGNRPLP
                     AEAKEAQSQWLAIGGVIHQPDTQWPQDIDLIIDGLLGIGLRAAPQGIYETLIDMANRH
                     RAAKVALDIPSGLCADNGAALGSVLRADHTLTFVALKPGLLTGQARDWVGQLHYDDLG
                     LATWLDTQSAQIERITADHLPQWLKPRRPCAHKGDYGRLLLVGGDRGFGGAIRMAGEA
                     ALRSGAGLVRVLTHFEHVAPILAARPELMVQALTAETLEQSMQWADVLVVGPGLGQSD
                     WSRNALKRLQQSDKPTLWDADALNLLALNPHRRQNWVLTPHPGEAARLLGCRVVDIES
                     DRLLSARNIVKQYGGVVVLKGAGTLIANEQGEMAIADVGNAGMASGGMGDILSGIIGG
                     LIAQKLALYDAACAGCVVHGVAADKLAEVQGTRGLLATDLLPVIPKYINPELAK"
     gene            4411009..4412244
                     /locus_tag="YPA_3917"
     CDS             4411009..4412244
                     /locus_tag="YPA_3917"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron-sulfur cluster-binding protein"
                     /protein_id="ABG15878.1"
                     /db_xref="InterPro:IPR001450"
                     /db_xref="InterPro:IPR004453"
                     /translation="MAHPLDLNQLAQHIKQWGQSLGFQQVGICDTDLTAEEPRLQAWL
                     DKQYHGEMAWMARHGMLRARPHELLPGTLRVISVRMNYLPAKAAFASTLNNPELGYVS
                     RYALGRDYHKLLRQRLKKLGDQIQHYCLEQNNLDRHDLELHDLEQHDSERQGQPEQHT
                     ASEINFRPFVDSAPIMERSLAAKAGIGWVGKHSLILNRDAGSWFFLGELLIDLPLPVD
                     KPQEEQCGRCVACMTTCPTGAIVAPYTVDARRCISYLTIELEGAIPEEFRPLMGNRIY
                     GCDDCQLICPWNRFSQLTDEDDFSPRAVLHTPQLLDLFAWNEEKFLRVTEGSAIRRIG
                     HLRWLRNISVALGNAPYLDSIVLALETRRGLHPMLDEHIEWAISQQLARRATQAVEVQ
                     LPQKKRLIRAIEKGLPRDA"
     gene            complement(4412556..4412631)
                     /locus_tag="YPA_r101"
                     /note="tRNA-Gly4"
     tRNA            complement(4412556..4412631)
                     /locus_tag="YPA_r101"
                     /product="tRNA-Gly"
     gene            complement(4412723..4412798)
                     /locus_tag="YPA_r102"
                     /note="tRNA-Gly3"
     tRNA            complement(4412723..4412798)
                     /locus_tag="YPA_r102"
                     /product="tRNA-Gly"
     gene            complement(4413356..4414039)
                     /locus_tag="YPA_3918"
     CDS             complement(4413356..4414039)
                     /locus_tag="YPA_3918"
                     /codon_start=1
                     /transl_table=11
                     /product="oligoribonuclease"
                     /protein_id="ABG15879.1"
                     /db_xref="InterPro:IPR006055"
                     /translation="MFACHLLATPSSLDISLVATKRTMIHIILLINRLFGCSPGLQIG
                     NIMAENQNNLIWIDLEMTGLDPERDRIIEIATLVTDANLNILAEGPVLAVHQSAEQLG
                     LMDEWNVRTHTGSGLVERVKASPFNDRDAELQTIEFLKQWVPAGVSPICGNSVGQDRR
                     FLFRYMPELEAYFHYRYVDVSTLKELARRWKPEILAGFKKQNTHQALDDIRESVAELA
                     YYREHFIQS"
     gene            4414101..4415153
                     /locus_tag="YPA_3919"
     CDS             4414101..4415153
                     /locus_tag="YPA_3919"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15880.1"
                     /db_xref="InterPro:IPR004881"
                     /db_xref="InterPro:IPR010914"
                     /translation="MSKNKLSKGQQRRVQANHQRRLRTDRKPELDDSQLGDAQEGIVI
                     SRFGQHADVEAVDGTQHRCNIRRTIKSLVTGDRVVWRPGLQAQEGVRVKGIVEAVHER
                     TSVLTRPDLYDGVKPIAANIDQIVIVSAILPELSLNIIDRYLVACETLEVEPLIVLNK
                     IDLLDADGRKFVDGMMDIYRRIGYDVLEVSSQTREGMEAFENALTGRISIFAGQSGVG
                     KSSLLNALLPPTDNEILVNTVSGNSGLGQHTTTAARLYHFQHGGDVIDSPGVREFGLW
                     HLAPEQITQGFVEFRDYLGHCKFRDCSHTNDPGCALREAVEQGKIAEERFDNYHRILE
                     SMEQAKPRKTSDSDEK"
     gene            4415478..4416359
                     /locus_tag="YPA_3920"
     CDS             4415478..4416359
                     /locus_tag="YPA_3920"
                     /EC_number="4.1.1.65"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatidylserine decarboxylase proenzyme"
                     /protein_id="ABG15881.1"
                     /db_xref="InterPro:IPR005221"
                     /translation="MLDSIKIKLQYLLPKQGLTQLAGWGANKQGGWLTQLVIKAFARY
                     YKVDMKEAQDPEFSAYRTFNEFFVRPLRAGVRPVVAEENLLAQPADGAISQLGAIREG
                     QILQAKGHNYSLEALLAGNYLLAAEFQNGQFVTTYLAPRDYHRVHMPCDGVLREMIYV
                     PGDLFSVNPLTAANVPNLFARNERVICIFDTAFGPMAQILVGATIVGSIETVWAGTIT
                     PPREGVIRRWTYPQAGCEGAITLEKGQEMGRFKLGSTVINLFAEGKVYFAPQLNSGAV
                     TRMGEVLAEAVPTTPSY"
     gene            4416401..4419742
                     /locus_tag="YPA_3921"
     CDS             4416401..4419742
                     /locus_tag="YPA_3921"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane transport protein"
                     /protein_id="ABG15882.1"
                     /db_xref="InterPro:IPR006686"
                     /translation="MRPIISWSFGLLLSFFLLMPLHAATQPNEEQVRQELKLAESNKT
                     TPNQAEIVQALQGALSWLADAKESDIRAQQYQKAIDDFPKLTRELRQQLAQEGDKPLP
                     VPSNLSTSDLEQQVLQVSSQLLELNRLSQQEQDRAREISESLGQLPQQQSEARRMLAE
                     IGPRIQSQSNPSTPVAQAQLTLLQAEAVARKAKVNELELSQLSANNRQELSRLQVELY
                     KKREARVQAQLQSLRNNLNNQRQQAAEQALERTELLAEQGGDLPESITQQLQRNRELS
                     QALNQQVQRIDLISSQQRQAVAQTQQVRQALNTIREQAQWLGVSTALGETLRAQVARL
                     PEMPKSQQLDRDMAQLRVQRLQYEDMLEKLQQQKTTLKQDDGTPLTPDQQRILDAQWR
                     TQSELLNSLLSGYDTQILELTKLKVANSQLVDALNGVREATHRYLFWVADVSPISLSY
                     PLAVAQDLTRLLSLDTLSQLSGAFVMMMTNQETLLPIIAALLFVGFSVSSRRHYHAFL
                     ERASSRVGKVTQDHFSLTLRTVFWSILMALPLPVLWAALGYGLQNAWSYPMAIAIGNA
                     VTATVPVLWVFMISASFAHPHGLFITHFRWSPTQVARAMRFYRLSVWLIVPLMMALIT
                     FENYNDREFAGTLGRLCFILLCIALSLVTNSLKRAGIPLYLDKKGSGENMINVALWGL
                     LLSAPLIAALASALGYLTTSQALLARLETSVAIWFFLLVVYHIIRHWMLIQRRRIAFD
                     RAKQRRADILAQRARGEEDSPHSNSTEGSIDVEEPIIDLDVISAQSLRLVRSILTMIA
                     LVSVIVLWSEIHSAFGFLENIRLWDVSSTINGIESVQPITMGSLLIAVLVLIITAQLV
                     RNLPALLELALLQHLDLTPGTGYAISTITKYLVILFGGLLGFSLLGIEWAKFQWLVAA
                     LGLGLGFGLQEIFANFVSGLIILFEKPIRIGDTVTIRDLTGSVTKINTRATTISDWDR
                     KEIIVPNKAFITEQFINWSLSDSITRVVLTVPAPAETSSEEVTNVLMTAAQRCTLVLD
                     TPPPEVYLVDLQQGIQIFELRIYAAEMGHRMPLRHEIHQLILAGYREHGITLPFPPFQ
                     ARLETLGRGTGRTISSGRSRTPGSL"
     sig_peptide     4416401..4416472
                     /locus_tag="YPA_3921"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.988 at
                     residue 24"
     gene            complement(4419863..4420840)
                     /locus_tag="YPA_3922"
     CDS             complement(4419863..4420840)
                     /locus_tag="YPA_3922"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lysyl-tRNA synthetase"
                     /protein_id="ABG15883.1"
                     /db_xref="InterPro:IPR002313"
                     /db_xref="InterPro:IPR004525"
                     /db_xref="InterPro:IPR006195"
                     /translation="MSDTASWQPSAPIANLLKRAAIMAEIRRFFADRGVLEVETPTMS
                     QATVTDIHLVPFETRFVGPGAADGLTLYMMTSPEYHMKRLLAAGSGPIYQLGRSFRNE
                     EAGRYHNPEFTMLEWYRPHYDMYRLMNEVDDLLQQILDCNSAETLSYQQAFLRHLNID
                     PLSAEKAQLREVAAKLDLSNIADTEEDRDTLLQLLFTVGVEPYIGRDKPAFIYHFPAS
                     QASLAEISTEDHRVAERFEVYFKGIELANGFRELTDGDEQLQRFEQDNRNRAKRGLPQ
                     NPIDMNLIAALKQGLPDCSGVALGVDRLVMLALNAERLSDVIAFPVNIA"
     gene            4421298..4423121
                     /locus_tag="YPA_3923"
     CDS             4421298..4423121
                     /locus_tag="YPA_3923"
                     /EC_number="1.3.5.1"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase subunit A"
                     /protein_id="ABG15884.1"
                     /db_xref="InterPro:IPR001005"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR003952"
                     /db_xref="InterPro:IPR005884"
                     /db_xref="InterPro:IPR010959"
                     /translation="MQTFNADLAIIGAGGAGLRAAIAAAEANPQLKIALISKVYPMRS
                     HTVAAEGGSAAVTQDHDTFDYHFHDTVAGGDWLCEQDVVDHFVHSCPEEMAQLEIWGC
                     PWSRKEDGSVNVRRFGGMKIERTWFAADKTGFHMLHTLFQTSLKYPQIQRFDEHFVLD
                     ILVDEGQARGVVAMNMMEGTRVQIRANAVIMATGGAGRVYRYNTNGGIVTGDGMGMAF
                     HHGVPLRDMEFVQYHPTGLPGSGILMTEGCRGEGGILVNKDGYRYLQDYGMGPETPLG
                     EPKNKYMELGPRDKVSQAFWHEWRAGRTVATPRGDVVYLDLRHLGEKKLLERLPFICE
                     LAKAYVGVDPVKEPIPVRPTAHYTMGGIETNPQCETRIKGLFAVGECSSVGLHGANRL
                     GSNSLAELVVFGRVAGEQAALRAMESGPANGSALDAQTRDVETRLSNLMKQEGTENWS
                     KIRDEMGLSMEEGCGIYRTPELMQKTVDKLAELKERFKRVKITDHSSVFNTDLLYTIE
                     LGYGLDVAECMAHSALNRKESRGAHQRLDEGCTERDDVNFLKHTLAFHTPGGAPRIEY
                     SDVKITKLVPAKRVYGGEATAQDAKDAKDAQDLKDKEQAND"
     sig_peptide     4421298..4421369
                     /locus_tag="YPA_3923"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.895) with cleavage site probability 0.362 at
                     residue 24"
     gene            4423114..4423848
                     /locus_tag="YPA_3924"
     CDS             4423114..4423848
                     /locus_tag="YPA_3924"
                     /EC_number="1.3.5.1"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase subunit B"
                     /protein_id="ABG15885.1"
                     /db_xref="InterPro:IPR001450"
                     /db_xref="InterPro:IPR004489"
                     /db_xref="InterPro:IPR006058"
                     /translation="MTDMKVLKMEVMRYNPERDSEPHFETFEVPYDEQTSLLDALGYI
                     KDNLAPDLSYRWSCRMAICGSCGMMVNKVPKLACKTFLREYTAGMKVEALGNFPIERD
                     LVVDMTHFIESLEAIKPYIIGNERLPKDGPNKQTPAQMAKYHQFSGCINCGLCYAACP
                     QFGLNPEFIGPAAITLAHRYNLDNRDHGKKERMPQLNGKNGVWSCTFVGYCSEVCPKH
                     VDPAAAIQQGKIDSAKDFMIAMLKPQ"
     gene            4423865..4424257
                     /locus_tag="YPA_3925"
     CDS             4423865..4424257
                     /locus_tag="YPA_3925"
                     /codon_start=1
                     /transl_table=11
                     /product="fumarate reductase hydrophobic protein"
                     /protein_id="ABG15886.1"
                     /db_xref="InterPro:IPR003510"
                     /translation="MTTKRKAYVRTMAPNWWQQLGFYRFYMLREGTSIPAVWFSVLLI
                     YGVFALKSGPAGWEGFVSFLQNPLVLFLNILTLFAALLHTKTWFELAPKAVNIIVKSE
                     KMGPEPMIKALWVVTVVASAIILAVALL"
     gene            4424274..4424630
                     /locus_tag="YPA_3926"
     CDS             4424274..4424630
                     /locus_tag="YPA_3926"
                     /EC_number="1.3.5.1"
                     /codon_start=1
                     /transl_table=11
                     /product="succinate dehydrogenase subunit D"
                     /protein_id="ABG15887.1"
                     /db_xref="InterPro:IPR003418"
                     /translation="MNQVPKRSDEPIFWGLFGAGGMWGAIIAPVIILLVAILLPLGAF
                     PGDALSYERILAFCQSFIGRVFLLLMIILPLWCGLHRIHHAMHDLKIHVPAGKWVFYG
                     LAAILSVVTFIGVLTL"
     gene            complement(4424795..4425256)
                     /locus_tag="YPA_3927"
     CDS             complement(4424795..4425256)
                     /locus_tag="YPA_3927"
                     /codon_start=1
                     /transl_table=11
                     /product="putative chaperone"
                     /protein_id="ABG15888.1"
                     /translation="MAVFCYLGLAILPLIIEHDNVSRLSLCWLGRPSYASVFRGRPRL
                     SEVVTMAWIILVIAGLLEVIWAIGLKYSHGFSRLTPSIITLVAMAASVFLLAYAMKSL
                     PAGTAYAVWTGIGAVGTAILGIVLLGESASLARILSLGLILAGIIGLKLAS"
     gene            complement(4425356..4425922)
                     /locus_tag="YPA_3928"
     CDS             complement(4425356..4425922)
                     /locus_tag="YPA_3928"
                     /codon_start=1
                     /transl_table=11
                     /product="translation elongation factor P (EF-P)"
                     /protein_id="ABG15889.1"
                     /db_xref="InterPro:IPR001059"
                     /db_xref="InterPro:IPR011768"
                     /translation="MASYYSNDFRPGLKIMFEGEPYAVESSEFVKPGKGQAFARVKMR
                     RLLTGGRVEKTFKSTDSLEGADVNDMNLTYLYNDGEFWHFMNNETYEQLQADAKAVGD
                     NGKWLIDQAECIVTLWNGQPIAVTPPNFVELEIVDTDPGLKGDTAGTGGKPATLSTGA
                     VVKVPLFVQVGEIIKVDTRSGEYVSRVK"
     gene            4425958..4426986
                     /locus_tag="YPA_3929"
     CDS             4425958..4426986
                     /locus_tag="YPA_3929"
                     /EC_number="5.4.3.2"
                     /codon_start=1
                     /transl_table=11
                     /product="L-lysine 2,3-aminomutase"
                     /protein_id="ABG15890.1"
                     /db_xref="InterPro:IPR003739"
                     /translation="MASIVTRNMPIREDWLQQLADVITDPDELLRILFLNEHPHLQQG
                     SGARRLFPLRVPRAFVARMQPGNASDPLLLQVLTAREEFITAPGFTHDPLDEQRSVVP
                     GLLHKYRNRALLLVKGGCAVNCRYCFRRHFPYQDNQGNKANWLQALDYIRQHPELDEI
                     IFSGGDPLMAKDHELSWLLDQLEDIKHIRRLRIHTRLPVVIPARITATLCQRLGSSRL
                     QVLMVTHINHANEIDPPLRDSMARLKQAGVTLLNQSVLLRGVNNDADVLATLSNALFD
                     AGILPYYIHVLDKVQGAAHFMVDDDEARQLMKGLLSRVSGYLVPRLTREVGGEPSKTP
                     LDLRLTQN"
     gene            complement(4427271..4427669)
                     /locus_tag="YPA_3930"
     CDS             complement(4427271..4427669)
                     /locus_tag="YPA_3930"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG15891.1"
                     /translation="MRINVLLRSHILLKSNVLLKIKTLLGLSAVLVLAGCSSSNTLSS
                     AGEQVKFSDTQPGSECQLVGQVTGTQSNWLSGQGGESSSMRGAANDLRNKAAAMGGNV
                     IYGATSPSETFLSSFAPLESKMVGQVYKCP"
     sig_peptide     complement(4427532..4427669)
                     /locus_tag="YPA_3930"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.665 at
                     residue 46"
     gene            complement(4428293..4429930)
                     /locus_tag="YPA_3931"
     CDS             complement(4428293..4429930)
                     /locus_tag="YPA_3931"
                     /codon_start=1
                     /transl_table=11
                     /product="60 kDa chaperonin"
                     /protein_id="ABG15892.1"
                     /db_xref="InterPro:IPR001844"
                     /db_xref="InterPro:IPR002423"
                     /translation="MAAKDVKFGNDARIKMLRGVNILADAVKVTLGPKGRNVVLDKSF
                     GSPTITKDGVSVAREIELEDKFENMGAQMVKEVASKANDAAGDGTTTATVLAQSIITE
                     GLKAVAAGMNPMDLKRGIDKAVIAAVEELKKLSVPCSDSKAIAQVGTISANSDSTVGE
                     LIAQAMEKVGKEGVITVEEGSGLQDELDVVEGMQFDRGYLSPYFINKPETGSIELESP
                     FILLADKKISNIREMLPVLEAVAKAGKPLLIIAEDVEGEALATLVVNTMRGIVKVAAV
                     KAPGFGDRRKAMLQDIATLTAGTVISEEIGLELEKTTLEDLGQAKRVVINKDTTIIID
                     GVGDEAAIQGRVAQIRQQIEDATSDYDKEKLQERVAKLAGGVAVIKVGAATEVEMKEK
                     KARVEDALHATRAAVEEGVVAGGGVALIRAAHAIAGLKGDNEDQNVGIKVALRAMESP
                     LRQIVVNAGEEASVIANKVKAGEGSFGYNAYTEEYGDMIAMGILDPTKVTRSALQYAA
                     SIAGLMITTECMVTDLPRDDKGADMGAGGMGGMGGMM"
     gene            complement(4429977..4430270)
                     /locus_tag="YPA_3932"
     CDS             complement(4429977..4430270)
                     /locus_tag="YPA_3932"
                     /codon_start=1
                     /transl_table=11
                     /product="10 kDa chaperonin"
                     /protein_id="ABG15893.1"
                     /db_xref="InterPro:IPR001476"
                     /translation="MKIRPLHDRVIVKRKEVESKSAGGIVLTGTAAGKSTRGEVLAVG
                     NGRILDNGEIKPLDVKVGDVVIFNDGYGVKAEKIDNEEVLIMSESDILAIVEA"
     gene            complement(4430525..4431127)
                     /locus_tag="YPA_3933"
     CDS             complement(4430525..4431127)
                     /locus_tag="YPA_3933"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15894.1"
                     /translation="MIKIKENTVRWLPFALIFLLAYIEISIFIKVAAVLGVPITLLLV
                     IISSCVGISLVRNQGIKTFIQMQQKLAAGESPAAEMIKSVSLVLAGILLLIPGFFTDF
                     LGLLLLLPWVQKTLTLKLMPHLNIYRGGSFGGAGFGNGGFGNDSFGNRHGSGPMSGGD
                     TFDGEFQRKDDDRFTVEHRPDKNEQVANSRSNDDSFKDDK"
     gene            4431551..4432987
                     /locus_tag="YPA_3934"
     CDS             4431551..4432987
                     /locus_tag="YPA_3934"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate ammonia-lyase"
                     /protein_id="ABG15895.1"
                     /db_xref="InterPro:IPR000362"
                     /db_xref="InterPro:IPR003031"
                     /db_xref="InterPro:IPR004708"
                     /translation="MSNNIRIEEDLLGTREVPAEAYYGVHTLRAIENFYISNSKISDV
                     PEFVRGMVMVKKAAAMANKELHTIPRKIADIIIQACDEVLDKGKCMDQFPVDVFQGGA
                     GTSLNMNTNEVLANIGLELMGHQKGEYQYLNPNDHLNKCQSTNDAYPTGFRIAVYASI
                     LKLIDAINQLGEGFGRKSKEFEKILKMGRTQLQDAVPMTLGQEFRAFQVLLNEETKNL
                     QRTAELLLEVNLGATAIGTALNTPEGYSQLAVQKLAEISGLACVPAEDLIEATSDCGA
                     YVMVHSALKRLAVKMSKICNDLRLLSSGPRTGLNEINLPELQAGSSIMPAKVNPVIPE
                     VVNQVCFKVIGNDTCITMAAEAGQLQLNLMEPVIGQAMFESIHILTNACYNLLEKCIN
                     GITANKEVCERYVFNSIGIVTYLNPFIGHHNGDIVGKICAETGKNVREVVLERGLLTE
                     AELDDIFSVENLMHPAYKAKRYTDENEQ"
     gene            4433107..4434408
                     /locus_tag="YPA_3935"
     CDS             4433107..4434408
                     /locus_tag="YPA_3935"
                     /codon_start=1
                     /transl_table=11
                     /product="anaerobic C4-dicarboxylate transporter"
                     /protein_id="ABG15896.1"
                     /db_xref="InterPro:IPR004668"
                     /translation="MIAVELVIVLLAIFLGARLGGIGIGFAGGIGVLVLAIIGVKPGS
                     IPFDVISIIMAVIAAISAMQVAGGMDYLVQQTEKLLRKNPKHITILAPLVTYFLTIFA
                     GTGNISLSALPVIAEVAKEQGIKPCRPLSTAVVSAQIAITASPISAAVVYMSSVMEGQ
                     GVSYLHLLMIVIPSTLCAVFVMSLIVSWCFSSKLSDDPIYLKRLEEGLVTLRGDTVKV
                     IKPRAKTSVLLFLAGVLCVVAYAIINSPSVGLVETPLMNTTNAILIIMLSVATITTLV
                     CSVDTDSILNSSTFKAGMSACICILGVAWLGDTFVQHNLEWIKETAGSLIQAHSWLLA
                     VIFFFCSALLYSQAATAKALMPMALALNVSPLAAIASFAAVSGLFILPTYPTLVAAVQ
                     MDDTGTTRIGRFVFNHPFFIPGTIGVALAVCFGFVMGGLVL"
     gene            4434593..4434952
                     /locus_tag="YPA_3936"
     CDS             4434593..4434952
                     /locus_tag="YPA_3936"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cation tolerance protein"
                     /protein_id="ABG15897.1"
                     /translation="MSDSDAMTDPNAVSYSNAIVVLCTAPDEASAQNLAAQVLGEKLA
                     ACVTLLPGATSLYYWEGKLEQEYEVQLLFKSNTDHQQALLTYIKQHHPYQTPELLVLP
                     VRDGDKDYLSWLNASLL"
     gene            4434928..4436715
                     /locus_tag="YPA_3937"
     CDS             4434928..4436715
                     /locus_tag="YPA_3937"
                     /EC_number="1.8.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="thiol:disulfide interchange protein"
                     /protein_id="ABG15898.1"
                     /db_xref="InterPro:IPR006662"
                     /db_xref="InterPro:IPR006663"
                     /translation="MAQRFITLILLLCSVLLAPHSAQSSLFGENASFGTKNSQSRFIP
                     VDQAFAFDFHQQGDQLNLSWQIHPGYYLYRQQIKIVPQQAALGAFTLPEGITHHDEFY
                     GEVEIFKQQLTLKIPITQAAEQASVSVTYQGCAEAGFCYPPETRVIPLDVVVAASTAS
                     GTAAVNSSATVNPPATTQPEGDATPVPSTLPFSPLWALLIGIGIAFTPCVLPMYPLIS
                     AVILGREKPHSQRRILILAVVYVQGMALTYTLLGLVVAAAGLQFQAALQHPYVLIGLS
                     VLFVLLALSMFGLYSLQLPSSLQTRLTQWSNSQRGGSLAGVFAMGALAGLICSPCTTA
                     PLSAILLYIAQSGNMLAGGGTLYLYALGMGIPLVVVTLFGNKLIPRSGPWMQYVKEAF
                     GFVILALPVFLLERVLGDVWGLRLWSLLAVAFFGWAFVLSLKAHAGWVRVCQLLLLAA
                     LLIVARPLQDWAFNGNTQQNAVKHINFQPVANLPQLQAVLAQAQGKPVMLDLYADWCV
                     ACKEFEKYTFSDDKVQRQLANTLLLQADVTANNAEHATLLKKFNVLGLPTILFFDSQG
                     NEITAARVTGFMDAAQFLQHLQNTPAVTK"
     sig_peptide     4434928..4435002
                     /locus_tag="YPA_3937"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.976 at
                     residue 25"
     gene            complement(4436777..4438924)
                     /locus_tag="YPA_3938"
     CDS             complement(4436777..4438924)
                     /locus_tag="YPA_3938"
                     /EC_number="1.2.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="formate dehydrogenase alpha subunit"
                     /protein_id="ABG15899.1"
                     /db_xref="InterPro:IPR006478"
                     /db_xref="InterPro:IPR006655"
                     /translation="MKKILTVCPYCGSGCKLNLLVEDGEIVGAEPADGVTNQGALCLK
                     GYYGWDFLNDTRLLTPRLTTPLLRRQRGEAFQPVSWEAAIAFITAKLSAIKERHGPDA
                     IMMTGSSRGPGNEANYVMQKFARAAIGTNNIDCCARLCHGPSVAGLQQTLGNGAMSNS
                     IGEIENTDCILVFGYNAADSHPIVARRILKAKNKGAKLIVCDPRHIETARIADQWLPL
                     KNGANMALVNAFIHVLIEEKLYDANYVRDHTRGFDELKAGVAAYRPEDVEPITGLSAK
                     AVRQAMRTYAAAPAATLLWGMGVTQWGQAVDVVKGLSSLALLTGNLGRPNVGVGPVRG
                     QNNVQGACDMGVLPNTFPGYEKVTDSEARARFAHAWGVAELPAHVGYSITDVPHKVAE
                     GKLKAYYVFGEDPIQTEPDLAAMRAAFAALDLVVVQDIFMTKTAELADVVLPATSWGE
                     HEGVYTSADRGFQHFNKAIEPKGDVKPDWEIISLISTAMGYPMAYQNTQQIWDEMRGL
                     CPPFAGVTYEKLAGLGYVQWPCPTEDHPGTPYLYTDNQFATADGKGLLSCAPWQPPHE
                     QTDSDYPLALCTVREVGHYSCRSMTGNCGTLKILADEPGYVQIHPEDASYLGVIDQAL
                     IWISSRRGKVIARASVTERANRGAVYMTYQWWIGACNELTVDHVDPVSKTPEFKHCAV
                     KVEAISDQTAAEQYVEQQYSQLKKRLSDAAVVP"
     gene            complement(4438947..4439504)
                     /locus_tag="YPA_3939"
     CDS             complement(4438947..4439504)
                     /locus_tag="YPA_3939"
                     /codon_start=1
                     /transl_table=11
                     /product="4Fe-4S ferrodoxin"
                     /protein_id="ABG15900.1"
                     /db_xref="InterPro:IPR001450"
                     /translation="MNRFVIADMTQCIGCRTCEIACVVAHSADNKVSTLMPEQFHPRL
                     SVMKSFAVSTPILCHQCEDAPCENACPNGAIITGSHGVQLLASRCIGCKTCMLVCPFG
                     AMSIIERPADGQQAADSQPVMASGSGRAQAHKCDLCHQRESGPACIEVCPTNALKLVT
                     PGVLEALQREKQLRAARGSAPGIAR"
     gene            complement(4439527..4441542)
                     /locus_tag="YPA_3940"
     CDS             complement(4439527..4441542)
                     /locus_tag="YPA_3940"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG15901.1"
                     /db_xref="InterPro:IPR000103"
                     /db_xref="InterPro:IPR000205"
                     /db_xref="InterPro:IPR000759"
                     /db_xref="InterPro:IPR001100"
                     /db_xref="InterPro:IPR001327"
                     /db_xref="InterPro:IPR001450"
                     /db_xref="InterPro:IPR006006"
                     /translation="MNPFIVADAESCIGCRSCEVACVVAHHEGQFPDKPEYFTPRVKV
                     FKGDQCATAVFCHHCEDAPCASTCPNGAIVELNNRVQVIQEKCIGCKTCMIACPFGMM
                     TVVTETVQPASHRLADVYRRTEAQKCDLCLDQPDGPACIKTCPTQALTLVDQQYLLHQ
                     QQQKRQHMALNEHNGRLFSRAVVQAASASSNKSIRDATPVNLLQRPRAPRLEPKKIPL
                     AERKTGFAEIYLPFTESQIHEQAERCLECGDKTICQWTCPLHNAIPKWISLAHQGRIH
                     EAAELSHQTSSLPEVCGRVCPQDRLCEQSCTLNDHDGAVTIGQIERHITETALATGWR
                     PDLSQVKPSGKRVAIIGAGPAGLGCADILVRNGITPVVFDRYPEIGGLLTFGIPAFKL
                     EKSVMTRRREIFTEMGVEFCLNTEIGRDITMENLLHDFDALFLGVGTYRSMRSGLENE
                     DAQGVYDALPFLIGNTQHLMGYTANGAHPYVSMQDQRVVVLGGGDTAMDCVRTSLRQG
                     ASRVVCAYRRDEKNMPGSKREVKNAREEGAEFMFNLQPMSIVVDESGQVTGIKMVRTE
                     MGQADAQGRRQALPITGSEHLIPADAVIMAFGFSPHRMSWLAEHNVVLDKQGRVVAPT
                     ISGYPYQTSNPKIFAGGDIVRGADLIVTAIAEGRKAAESIAYYLNVL"
     gene            4441962..4442537
                     /locus_tag="YPA_3941"
     CDS             4441962..4442537
                     /locus_tag="YPA_3941"
                     /codon_start=1
                     /transl_table=11
                     /product="putative TetR-family regulatory protein"
                     /protein_id="ABG15902.1"
                     /translation="MQREQVLSNALNLLEQQGLANTTLEMLAKALSVEVSDLTRFWPD
                     REALLYDCLRYHSQQIDTWRRQLQLDETLSPQQKLLARYQTLSEQVQNQRYPGCLFIA
                     ACSFYPDTEHPIHQLAEQQKQASLHYTKALLQEMDADDADMVAQQMELILEGCLSKLL
                     IKRQLADVEVAKCLAEDILTVAQCRKNGALS"
     gene            4442682..4442757
                     /locus_tag="YPA_r103"
                     /note="tRNA-Phe1"
     tRNA            4442682..4442757
                     /locus_tag="YPA_r103"
                     /product="tRNA-Phe"
     gene            complement(4443191..4445746)
                     /locus_tag="YPA_3942"
     CDS             complement(4443191..4445746)
                     /locus_tag="YPA_3942"
                     /codon_start=1
                     /transl_table=11
                     /product="enhancing factor (viral)"
                     /protein_id="ABG15903.1"
                     /db_xref="InterPro:IPR006025"
                     /translation="MRQVTKSKKIKILPYPEWLVKAGMSKGIDHDRQHLGIILAAGEM
                     IKVRQVNAEYKEKLKLYLLNDNKNTQRSISFNTDWIELSVDAISVPFINTPYSDGIIP
                     EIVFEYPDTSKLLPVYEKGEDESIFFESWDKQNAEFGVVESEYVIILIPEVSKDRLKS
                     FSTSGGIDTVLGFYQDIFSFNNSLAGLSFEPQRYSDGNTRNRYFAKADKGGGGAAYYS
                     NNWIASSSGSINTFWLSPNATNWGCLHEIAHGYQGGFIDDKYFSTREVWNNIYAACYQ
                     DVMLGAEKFNKGWLYNFGKQKEVEKSILNNINNGKEVNAWGERSKLYFIMLMLEKAGV
                     NCFTHFNQIYRERKNTDQSVGSVLDMLSNSFATVENRVDVTLFLQMVGGHISKNQYQR
                     NLFSHAKAVYPLNQLLQGDELTAVKKTLDLNSELSLVDVDSIEFTDIKSNLTLQFSID
                     DFAQIYGEELLILNGDNYVYNQSIMDKKQTLYNLPVGAYTLRIPTGRNKKYAPQINYL
                     IVKNEDSQTQVDFVHRIGSPIVSQKISLQGLNDYTFATIFFDQENDTVSVDITKTKPH
                     YHFPGMYARIRIKDKDNNELLNEVITGTNQSLSKNDFPLSSCYVIDIFHKEPGRVKLT
                     PAYKGVIDNKSSYNEFIITPYGLQNIKLNNDPKVFLLENIKSAAEMLRSHPIMWHANF
                     SEAKDNIYLAIDIFPSPQKEGLLEQYADCISSYYEKPNEDLGNAFSFIFKGINDREFL
                     TTKLNLVTKKLEVKIVSGTPHSGFKRTYAVLRYFNADGNELLNLDIIGSKKQAGQEWV
                     FPISGYGGEKLYLQHVEPKNRLVITNIMQGIRLSSRTSIQTYEIESLGLSRCT"
     gene            complement(4445776..4445943)
                     /locus_tag="YPA_3943"
     CDS             complement(4445776..4445943)
                     /locus_tag="YPA_3943"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15904.1"
                     /translation="MATFSDGSFFIDNKTPYFNLLIMGEVLIIYEVLDIFQNNFLYVN
                     ITNELHWGFNL"
     gene            4446173..4446598
                     /locus_tag="YPA_3944"
     CDS             4446173..4446598
                     /locus_tag="YPA_3944"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15905.1"
                     /translation="MRYLLSLSVFLIVSLNPAFAEWTGDNVEGMHSGMIINKFHSGQV
                     DGKPYFCIEAFKPSTTITACSVKDTSIWGASYNTLYDQAMYYYTTGKRIRVYYAPDVW
                     TNNSFVRALTANALVGFSTCISESSCFGPDRKKHKFTVH"
     gene            complement(4446661..4446963)
                     /locus_tag="YPA_3945"
     CDS             complement(4446661..4446963)
                     /locus_tag="YPA_3945"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG15906.1"
                     /translation="MLLTPFNIGMITRDDWGSYARLVPQDSHLTGKIFTQRIERNNLT
                     LRTYIKRLARKTICFSRSTELHEKVIETCIEKYMFYSLEVSPKKSDKLNLFSRIWL"
     gene            complement(4447034..4447300)
                     /locus_tag="YPA_3946"
     CDS             complement(4447034..4447300)
                     /locus_tag="YPA_3946"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15907.1"
                     /translation="MMMITKWHSGGRLTGFMALTAVSQQKLRCPCSSLSLSVVDLKIS
                     SVVDLKINKRLGINELPHLNRINAVQKGSRLLASRSNLGISLLS"
     gene            4447454..4448485
                     /locus_tag="YPA_3947"
     CDS             4447454..4448485
                     /locus_tag="YPA_3947"
                     /codon_start=1
                     /transl_table=11
                     /product="L-rhamnose-proton symport protein"
                     /protein_id="ABG15908.1"
                     /db_xref="InterPro:IPR004673"
                     /translation="MNNAIILGIIWHLVGAASAACFYAPFKQVKKWSWETMWSIGGLV
                     SWLILPWTVSYLLLPDFWQYYGSFSIATLLPVFLFGAMWGIGNINYGLTMRYLGMSMG
                     IGIAIGITLIIGTLMTPILQGRFDVLLGTPGGRMTLLGVFVALIGVAIVSYAGLLKER
                     AMGIQAEEFNLKKGLILAVMCGIFSAGMSFAMDAAKPMHEAASALGINSLYVALPSYV
                     IIMGGGAIINLSYCFIRLATLKNLSVKADFSVAKPLLITNILFSALAGLMWYLQFFYA
                     WGHAKIPQQYDYMSWMLHMSFYVLCGGIVGLLLKEWKCSTKKPVAVLCIGCLVIILAA
                     NIVGLGMAA"
     gene            4448460..4448609
                     /locus_tag="YPA_3948"
     CDS             4448460..4448609
                     /locus_tag="YPA_3948"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15909.1"
                     /translation="MLVWVWLRNICYRYVLSIIAKYYLLLKMMILTGSVEKPARYLMA
                     NRGEE"
     gene            complement(4448634..4449506)
                     /locus_tag="YPA_3949"
     CDS             complement(4448634..4449506)
                     /locus_tag="YPA_3949"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG15910.1"
                     /db_xref="InterPro:IPR000005"
                     /db_xref="InterPro:IPR007113"
                     /translation="MRAPLLLESRDYLLSEQMPVAVTNRYPQETFVEHTHQFCEIVIV
                     WRGNGLHVLNDHPYRITCGDVFYIQAADHHSYESVHDLVLDNIIYCPERLHLNAQWHK
                     LLPPLGPEQNQGYWRLTTQGMAQARPIIQQLAQESRKTDSWSIQLTEVLLLQLAIVLK
                     RHRYRAEQAHLLPDGEQLDLIMSALQQSLGAYFDMADFCHKNQLVERSLKQLFRQQTG
                     MSISHYLRQIRLCHAKCLLRGSEHRISDIAARCGFEDSNYFSAVFTREAGMTPRDYRQ
                     RFIRSPVLPAKNEP"
     gene            complement(4449639..4450460)
                     /locus_tag="YPA_3950"
     CDS             complement(4449639..4450460)
                     /locus_tag="YPA_3950"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG15911.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MTVLHSIDFFSSSSAPVAIEARAPQSAFPEHHHDFYEIVIVEEG
                     AGVHVFNGNPYTLSRGCVCFVRDHDRHLFESTDDLFLTNVLFRAPDAFRFLSGVGHFL
                     PRECDGVYPSHWRVNGQVLQQIKCLIACLEHAPKSDQVEDIALHESVFMQLLVKLWQG
                     CQTQVGDDQEGRLYQLLDWLQNNYSEAVEWPELADRFALPLRTLHRQLKNKTGMTPQR
                     YLTRLHLLQARHQLCYSDNSVTDIAYLCGFGDSNHFSTLFKREFSQSPRDLRSQL"
     gene            4450446..4450586
                     /locus_tag="YPA_3951"
     CDS             4450446..4450586
                     /locus_tag="YPA_3951"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG15912.1"
                     /translation="MQYSHLLPSFDRHGEIALLQSSIVKAAVMTKPSIFDIKNHFGSD
                     FF"
     gene            4450716..4452344
                     /locus_tag="YPA_3952"
     CDS             4450716..4452344
                     /locus_tag="YPA_3952"
                     /codon_start=1
                     /transl_table=11
                     /product="rhamnulokinase"
                     /protein_id="ABG15913.1"
                     /translation="MRRSSNRQISTLLALRNNRPLIMPTPSTCSPSTYAQPICSQPTC
                     SPSAVTSPKAARHMVAIDLGASSGRVMLASYYPGQQQLTLREVCRFTNQIKSIDGSDV
                     WDIDAIEQSIREGLSQLDSEGIALDSIGIDSWGVDFVLLDKQGKRIGQPVSYRDSRTQ
                     GVMARAQQTLGSNAIYRRTGIQFLPFNTLYQLRALSEQQPHLLADVAHLLLIPDYLHY
                     RLTGQLNWEYTNASTTQLLNIETGDWDSDLLAYAGVPAHWFAKPGKPGNTIGYWHSAN
                     GQQVPVVAVATHDTASAVLAAPLIDADAAYLSSGTWSLMGFESGTPLTHQQAQCSNIT
                     NEGGAEGRYRVLKNIMGLWLLQRATDELQIDDLPQLIEQAARQPACRSLINPNDSRFI
                     NPPNMCREIQNACREHQFPVPNTAAQLARCIFDSLAMLYRQVAQELATLRGRPISHLH
                     IVGGGCQNQFLNQLCADACGLNVSMGPVEASTLGNIGSQLISLGEVADVTHYRRIVAN
                     NFPLHHLSPHDNSDFAAHWLQFQSLSQLPKELCI"
     sig_peptide     4450716..4450823
                     /locus_tag="YPA_3952"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.965) with cleavage site probability 0.965 at
                     residue 36"
     gene            4452341..4453597
                     /locus_tag="YPA_3953"
     CDS             4452341..4453597
                     /locus_tag="YPA_3953"
                     /EC_number="5.3.1.14"
                     /codon_start=1
                     /transl_table=11
                     /product="L-rhamnose isomerase"
                     /protein_id="ABG15914.1"
                     /db_xref="InterPro:IPR009308"
                     /translation="MTNSIEQAWDLAKQRFAAVGVDVDAALTRLDTLPVSMHCWQGDD
                     VTGFEDPDGVLTGGIQATGNYPGKARNATELRSDLELALALIPGPKRLNLHAIYLESD
                     TPVARNKIEPRHFSHWVAWAKKHQLGLDFNPSCFSHPLSADGFTLSHADPEIRQFWIE
                     HCQASRRVSAYFGEQLGTPSVMNIWIPDGMKDTPIDRLAPRQRLLSALDEVISEKLNP
                     AHHIDAVESKLFGIGAESYTVGSNEFYMGYAASRQTALCLDAGHFHPTEVISDKISSA
                     MLYVPRLLLHVSRPVRWDSDHVVLLDDETQAIASEIIRHNLFDRVHIGLDFFDASINR
                     IAAWVIGTRNMKKALLRALLEPTDRLRQLELRGDYTARLALLEEQKSLPWQAIWEGYC
                     QRNDVPVDARWLDAVREYEQQILSQR"
     gene            4453610..4454434
                     /locus_tag="YPA_3954"
     CDS             4453610..4454434
                     /locus_tag="YPA_3954"
                     /EC_number="4.1.2.19"
                     /codon_start=1
                     /transl_table=11
                     /product="rhamnulose-1-phosphate aldolase"
                     /protein_id="ABG15915.1"
                     /translation="MQAILSSWFIQGMIKATSDMWHKGWDERNGGNISLRLLAEEVEP
                     YRRDFYQQPRKVELTQPAPELANSWFLVTGSGKFFRNVELNPAENLVLLQVSNDGMAY
                     HIHWGLTQGGLPTSELAAHFQSHIVRMQVSGGTNRVIMHCHATNLIALSYVQKLENAS
                     FTRLLWEGSTECLVVFPDGIGIVPWMVPGTDGIGTQTAEQMREHSLVLWPFHGIFGSG
                     PTLDDAFGLIDTAEKSAEIMVKVLSMGGKKQTISREQLIALAARFDVTPMAAALDA"
     gene            4454501..4455148
                     /locus_tag="YPA_3955"
     CDS             4454501..4455148
                     /locus_tag="YPA_3955"
                     /codon_start=1
                     /transl_table=11
                     /product="alcohol dehydrogenase"
                     /protein_id="ABG15916.1"
                     /translation="MSFMLALPKISLHGTGAIGDMVKLLSDKQWGKALIVTDGQLVEL
                     GLLDSLFAAMAQYQLPYGLFGEVFPNPTEELVQAGFAAFTQHQCDYLIAFGGGSPIDT
                     AKAIKILTANPGPSTAYSGVGKVKQTGVPLIAINTTAGTAAELTSNAVIIDSQRQVKE
                     VIIDSQRQVKEVIIDTNLIPDIAVDDPSVMLNIPASVTAATGMDALTHAVDVNDG"
     gene            complement(4455199..4455978)
                     /locus_tag="YPA_3956"
     CDS             complement(4455199..4455978)
                     /locus_tag="YPA_3956"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15917.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(4455978..4457000)
                     /locus_tag="YPA_3957"
     CDS             complement(4455978..4457000)
                     /locus_tag="YPA_3957"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15918.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            4457057..4457641
                     /locus_tag="YPA_3958"
     CDS             4457057..4457641
                     /locus_tag="YPA_3958"
                     /codon_start=1
                     /transl_table=11
                     /product="alcohol dehydrogenase"
                     /protein_id="ABG15919.1"
                     /db_xref="InterPro:IPR001670"
                     /translation="MWITIAPFVTVEAYVSLGAHTLTDHSALESIRLISQWLPLAVAD
                     GKNLQAREMMACGQYLAGMAFNSAGLGLVHALAHQPGATHNLPHGVCNAILLPVIEEY
                     NRPQATRRFARIAQAMGVDTQDMSDEQASHQAIAAIRQLSLQVGIPAGFSALGIEESD
                     IEGWLDKALADPCAPCNPRSADREQIRTLYLQAL"
     gene            4457655..4457969
                     /locus_tag="YPA_3959"
     CDS             4457655..4457969
                     /locus_tag="YPA_3959"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15920.1"
                     /translation="MIRKAFVMAVNPDAHAEYQRRHTPIWPELESVLKAHGAHHYSIF
                     LDETRNLLFGVVEIESEERWNAVAQTAECQRWWQHMADVMPSHPDNSPVSQALREVFY
                     LE"
     gene            complement(4458216..4458764)
                     /locus_tag="YPA_3960"
     CDS             complement(4458216..4458764)
                     /locus_tag="YPA_3960"
                     /codon_start=1
                     /transl_table=11
                     /product="single-strand binding protein"
                     /protein_id="ABG15921.1"
                     /db_xref="InterPro:IPR010913"
                     /db_xref="InterPro:IPR011344"
                     /translation="MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDK
                     QTGEQKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYIEGALQTRKWQDQSGQERYTTEV
                     VVNVGGTMQMLGGRQGGGAPAGGGAAPQDGGAQGGWGQPQQPQGGNQFSGGQASRPAQ
                     PAPAAPQGGNEPPMDFDDDIPF"
     gene            4459221..4462064
                     /locus_tag="YPA_3961"
     CDS             4459221..4462064
                     /locus_tag="YPA_3961"
                     /codon_start=1
                     /transl_table=11
                     /product="Excinuclease ABC subunit A"
                     /protein_id="ABG15922.1"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR004602"
                     /translation="MDNIEVRGARTHNLKNINLIIPRDKLIVVTGLSGSGKSSLAFDT
                     LYAEGQRRYVESLSAYARQFLSLMEKPDVDHIEGLSPAISIEQKSTSHNPRSTVGTIT
                     EIHDYLRLLFARVGEPRCPDHDVPLAAQTVSQMVDNVISQPEGRRLMLLAPVVKDRKG
                     EHTKILENLAAQGYIRARIDGEVCDLSDPPKLELQKKHTIEVVVDRFKVREDLAQRLA
                     ESFETALALSGGTAVVADMDDPHVEELLFSANFACPICGYSMRELEPRLFSFNNPAGA
                     CPTCDGLGVQQFFDPDRVLQNPELSLAGGAIRGWDRRNFYYFQMLRSLAEHYKFDIEA
                     PFNSLDSAVQQAVLYGSGKDTIEFKYINDRGDTTVRRHPFEGVLHNMERRYKETESSA
                     VREELAKFISNRSCASCSGTRLRREARYVFVENTTLPEISELSIGHALSFFQNMKLSG
                     QRAQIAEKILKEIGDRLKFLVNVGLNYLSLSRSAETLSGGEAQRIRLASQIGAGLVGV
                     MYVLDEPSIGLHQRDNERLLETLIHLRNLGNTVIVVEHDEDAIRAADHVIDIGPGAGV
                     HGGEVVAEGTVDDIMAAPASLTGQFLSGKRSIAIPEKRVSADPSKVLKLIGATGNNLK
                     DVTLTLPVGLFSCITGVSGSGKSTLINDTLYSIAQRQLNGATITEPAPYREIQGLEHF
                     DKVIDIDQSPIGRTPRSNPATYTGIFTPIRELFAGVPESRTRGYTPGRFSFNVKGGRC
                     EACQGDGVIKVEMHFLPDIYVPCDHCKGKRYNRETLEVKYKGKSIHEVLAMTIEEARE
                     FFDAVPALARKLQTLIDVGLSYICLGQSATTLSGGEAQRVKLSRELSKRGTGQTLYIL
                     DEPTTGLHFADIQQLLAVLHQLRDQGNTIVVIEHNLDVIKTADWIVDLGPEGGSGGGE
                     ILVSGTPETVAECAASHTARFLKPMLQRKPQTV"
     gene            complement(4462157..4462516)
                     /locus_tag="YPA_3962"
     CDS             complement(4462157..4462516)
                     /locus_tag="YPA_3962"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15923.1"
                     /translation="MNHSALLEYCLSKPGAEQCEHEQWQTNQIKVADVMFAMVGNIGG
                     RPSISLKSSPKLAERLREQHPEIVPSEHLNKTHWNTVFLDGKLPNSQFYTLIDHSYQL
                     VLQGLPEQRRQDLSSHL"
     gene            complement(4463043..4464236)
                     /locus_tag="YPA_3963"
     CDS             complement(4463043..4464236)
                     /locus_tag="YPA_3963"
                     /EC_number="2.6.1.57"
                     /codon_start=1
                     /transl_table=11
                     /product="aromatic amino acid aminotransferase"
                     /protein_id="ABG15924.1"
                     /db_xref="InterPro:IPR000796"
                     /db_xref="InterPro:IPR004838"
                     /translation="MFQNVDAYAGDPILSLMESFKADNRAHKVNLSIGLYYNEQGEIP
                     QMQAVDAAEAQLSTQPHGTPVYLPMEGLQSYRTAIQQLLFGHDHPMLVQQRVATIQTV
                     GGSGALKVGADFLNHYFPDSQVWVSDPTWENHVAIFSGAGFKVNTYPYFDNDKLAVKF
                     DPMLATLQQLPARSIVLLHPCCHNPTGSDLTNAQWDRLIDVVKERELIPFLDIAYQGF
                     GAGLNEDAYAIRAMAAVGLPCLISNSFSKIFSLYNERVGGLSVVCESDEAAGRVLGQL
                     KATVRRNYSSPPNFGAQVVSKVLNDTVLRAQWQAEVEQMRLRILDMRHTLVEALKASL
                     PERNFDYLLQQRGMFSYTGFSEAQVESLREEFGVYLIASGRMCMAGVNHQNVEQVAVA
                     FAAVQ"
     gene            complement(4464422..4465501)
                     /locus_tag="YPA_3964"
     CDS             complement(4464422..4465501)
                     /locus_tag="YPA_3964"
                     /EC_number="5.1.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="alanine racemase (biosynthetic)"
                     /protein_id="ABG15925.1"
                     /db_xref="InterPro:IPR000821"
                     /translation="MKAATAVIDRHALRHNLQQIRRLAPQSRLVAVVKANAYGHGLLA
                     AAHTLQDADCYGVARISEALMLRAGGIVKPILLLEGFFDAEDLPVLVANHIETAVHSL
                     EQLVALEAATLSAPINVWMKLDTGMHRLGVRPDQAEAFYQRLSACRNVIQPVNIMSHF
                     SRADEPEVAATQQQLACFDAFAAGKPGKQSIAASGGILRWPQAHRDWVRPGIVLYGVS
                     PFDAPYGRDFGLLPAMTLKSSLIAVREHKAGESVGYGGTWVSERDTRLGVIAIGYGDG
                     YPRSAPSGTPVWLNGREVSIVGRVSMDMISIDLGPESTDKVGDEALMWGAELPVERVA
                     ACTGISAYELITNLTSRVAMEYLGE"
     gene            complement(4465598..4467004)
                     /locus_tag="YPA_3965"
     CDS             complement(4465598..4467004)
                     /locus_tag="YPA_3965"
                     /EC_number="3.6.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="primary replicative DNA helicase"
                     /protein_id="ABG15926.1"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR007692"
                     /db_xref="InterPro:IPR007694"
                     /translation="MAAKKPTNKMTEPRDRQMEGLKLPPHSLEAEQSVLGGLMLDNER
                     WDNVSERVASKDFFSRPHRRIFTEMQRLLENSKPIDLITLSESLEQKGDLDSVGGFAY
                     LAELSKNTPSAANIGAYADIVRERAVVREMISVANEIADAGYDPQGRSSEDLLDLAES
                     KVFQIAESRASKDEGPKSVDRILEDTVARIEQLYQRPHDGVTGVSTGFTDLDKKTAGL
                     QKSDLIIVAARPSMGKTTFAMNLCENAAMMQDKPVLIFSLEMPGDQIMMRMLASLSHV
                     DQTRIRTGQLDDEDWARISSTMGILMEKRNMYIDDSSGLTPTEVRSRARRIFREHGGL
                     SLIMIDYLQLMRVPSLSDNRTLEIAEISRSLKALAKELQVPVVALSQLNRSLEQRADK
                     RPVNSDLRESGSIEQDADLIMFIYRDEVYHENSDEKGIAQIILGKQRNGPIGSVRLKF
                     NGQWSRFDNYAGPQYDDE"
     gene            4467336..4468319
                     /locus_tag="YPA_3966"
     CDS             4467336..4468319
                     /locus_tag="YPA_3966"
                     /codon_start=1
                     /transl_table=11
                     /product="quinone oxidoreductase"
                     /protein_id="ABG15927.1"
                     /db_xref="InterPro:IPR002364"
                     /translation="MAKHIQFTTTGGPDVLQYLEFTPSDPAPHEVQVENKAIGINYID
                     TYVRSGLYPPAHLPSGLGTEAAGIVSKVGAAVSSVKVGDRVVYAQSALGAYSEVHNVP
                     ADKIALLPEQISFEQAAASFLKGLTAYYLLRQTHEIKPGEVFLFHAAAGGVGLIACQW
                     AKALGAKLIGTVGSDEKAQLAKAAGAWATINYRTENIAQRVAELTEGEKVGVVYDSVG
                     KSTWEASLDSLKRRGLLVSFGNASGPVTGVNLGILNQKGGIYVTRPSLNVYVANRQEL
                     ESASQQLFSMITSGAINVDVAQAQQFPLRDAQRAHETLEGRQTTGSSLLIP"
     gene            complement(4468664..4468882)
                     /locus_tag="YPA_3967"
     CDS             complement(4468664..4468882)
                     /locus_tag="YPA_3967"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15928.1"
                     /translation="MLEIFFVIGFFMVLMVTGISLLGILAALLVAAVFMMLGGLFVMM
                     IKLLPWLILAVVVAWIWRSMQKPVIRRY"
     sig_peptide     complement(4468787..4468882)
                     /locus_tag="YPA_3967"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.898) with cleavage site probability 0.766 at
                     residue 32"
     gene            complement(4469398..4470435)
                     /locus_tag="YPA_3968"
     CDS             complement(4469398..4470435)
                     /locus_tag="YPA_3968"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15929.1"
                     /db_xref="InterPro:IPR001269"
                     /db_xref="InterPro:IPR004653"
                     /translation="MHEAQTFSSTPATKPQYPLQRFSVAPMLDWTDRHCRYFHRLLTK
                     QALLYTEMVTTGAIIHGKADYLAYSEQDHPVALQLGGSDPQALAHCAKLAEQRGYNEI
                     NLNVGCPSDRVQNGRFGACLMGEADLVADCIKAMRDAVAIPVTVKTRIGIDQLDSYEF
                     LCEFVQTVAERGECEIFTIHARKAWLSGLSPKENREVPPLDYERVYQLKRDFPALTIA
                     INGGVKTLAEAKEHLKHLDGVMMGREAYQNPGILTQVDRELFDPNAPVVDSVKAIEAL
                     YPYIEQELSQGAYLGHITRHILGIFQGIPGARQWRRHLSENAHKPGAGVSVVEEALAL
                     VSPSYYESVGG"
     gene            4470687..4471199
                     /locus_tag="YPA_3969"
     CDS             4470687..4471199
                     /locus_tag="YPA_3969"
                     /codon_start=1
                     /transl_table=11
                     /product="zinc uptake regulator, Fur family"
                     /protein_id="ABG15930.1"
                     /db_xref="InterPro:IPR002481"
                     /translation="MMNPINQEKLLAQAESLCQQRNVRLTPQRLEVLRLMAQQPGAIS
                     AYDLLDLLRVAEPQAKPPTVYRALDFLLEQGFIHRVESANSYVLCHHFEEPTHTSALF
                     ICDRCKIVTERPTVGIEEALAQLAKQSGFTLRHSVVEAHGLCTECGVVEACESHDDCE
                     HDHSIVVKKK"
     gene            complement(4471415..4472023)
                     /locus_tag="YPA_3970"
     CDS             complement(4471415..4472023)
                     /locus_tag="YPA_3970"
                     /codon_start=1
                     /transl_table=11
                     /product="SOS-response transcriptional repressor, LexA"
                     /protein_id="ABG15931.1"
                     /db_xref="InterPro:IPR006197"
                     /db_xref="InterPro:IPR006200"
                     /translation="MKALTTRQQEVYDLVRDHLAQTGMPPTRAEIAQRLGFRSPNAAE
                     EHLKALARKGVIEIVSGASRGIRLLMEEEEGLPLIGRVAAGEPLLAQQHIEGHYKVDP
                     SLFKPGADFLLRVNGMSMRDIGILDGDLLAVHKTQDVRNGQVVVARIDDEVTVKRLKK
                     QGNIVHLLPENSEFQPIVVDLREQSFTIEGLAVGVIRNGDWI"
     gene            complement(4472148..4472519)
                     /locus_tag="YPA_3971"
     CDS             complement(4472148..4472519)
                     /locus_tag="YPA_3971"
                     /EC_number="2.7.1.107"
                     /codon_start=1
                     /transl_table=11
                     /product="diacylglycerol kinase"
                     /protein_id="ABG15932.1"
                     /db_xref="InterPro:IPR000829"
                     /translation="MANQSTGLTRIYKAAGYTVKGLTAAWNNEAAFRQESVAAVIAII
                     LAFWLDVGAIARILLICSVVLVLIVEVINSAIEAVVDRIGSEFHALSGRAKDMGSAAV
                     FLTILMALFVWITVLWQHVAR"
     gene            4472647..4475124
                     /locus_tag="YPA_3972"
     CDS             4472647..4475124
                     /locus_tag="YPA_3972"
                     /EC_number="2.3.1.15"
                     /codon_start=1
                     /transl_table=11
                     /product="glycerol-3-phosphate acyltransferase"
                     /protein_id="ABG15933.1"
                     /db_xref="InterPro:IPR002123"
                     /translation="MSGWRKIYYKLLNLPLKLLVKSKVIPADPVSELGLDPSRPILYV
                     LPYNSKADLLTLRAQCLAQDLPDPLIPLEIDGVQLPSHVFIENGPRVFRYYVPKQESV
                     KLFHDYLDLHRNNPALDIQMLPVSVMFGRSPGREGHGTPHLRVLNGVQKFFAVLWLGR
                     DSFVRFSTTVSLRRMASEHGTDKTIAHKLARVARMHFSRQRLAAVGPSLPARQDLFKK
                     LLASKAIEKAVADEARSKKISHEKAQQNAITLMEEIAANFSYEAVRLSDRVLSWTWNR
                     LYQGINVHNAERVRQLAQDGHEIVYVPCHRSHMDYLLLSYVLYHQGLVPPHIAAGINL
                     NFWPAGPIFRRLGAFFIRRTFKGNKLYSTVFREYLGELFTRGYSVEYFVEGGRSRTGR
                     LLEPKTGTLSMTIQAMLRGGTRPITLVPIYIGYEHVMEVGTYAKELRGAIKEKENLLQ
                     MLRGLRKLRNLGQGYVNFGEPLPLTTYLNTHVPQWRDAIDPIEAQRPSWLTPAVNDLA
                     NQIMVRINNAAAANAMNLCSTALLASRQRSLTREQLLEQLDCYLQLMRNAPYAKDTTV
                     PDKTPEELLNHALNMNKFEVEKDTIGDIIILPREQAVLMTYYRNNIQHLLILPSLIAS
                     MVMYHRRITRTELLHKISMIYPMLKAELFLHYSKEQLPETLDTLIDELARQQLICDKG
                     SELVLNPARIRPLQLLAAGVRETLQRYAITLSLLSATPSINRGALEKESRIMAQRLSV
                     LHGINAPEFFDKAVFSTLVATLREEGYISDSGDAIQEHTLEVYNMLSALMTPEVKLTI
                     ESVSMPAETSNQPEAPETPEPEGKTES"
     gene            complement(4475305..4476171)
                     /locus_tag="YPA_3973"
     CDS             complement(4475305..4476171)
                     /locus_tag="YPA_3973"
                     /EC_number="2.5.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxybenzoate octaprenyltransferase"
                     /protein_id="ABG15934.1"
                     /db_xref="InterPro:IPR000537"
                     /db_xref="InterPro:IPR006370"
                     /translation="MKGSTVHTKWQAYCRLMRIDKPIGSLLLLWPTLWALWLAGRGIP
                     EAKILVVFVLGVFFMRAAGCVVNDYADRHIDGFVKRTASRPLPSGTISEKESKILFVV
                     LILLSFGLVLTLNSMTIWLSLAALALAWIYPFMKRVTHLPQVVLGAAFGWSIPMGFAA
                     VSESLPLVCWLLLLANICWTVAYDTQYAMVDRDDDLRIGVKSTAILFGQHDKLIIGLL
                     QLATLLLMVAIGWLMNLGGAFYWSILLAGALFTHQQKMIAQREREPCFRAFLNNNYVG
                     LVLFLGILISYW"
     gene            complement(4476337..4476861)
                     /locus_tag="YPA_3974"
     CDS             complement(4476337..4476861)
                     /locus_tag="YPA_3974"
                     /EC_number="4.1.3.-"
                     /codon_start=1
                     /transl_table=11
                     /product="chorismate lyase"
                     /protein_id="ABG15935.1"
                     /translation="MFIGDASILKPIQWCATEHPELPADIADWLMELGSMTRRFEQHC
                     QRVHVEPQRECFITRDALGEEAEHLPVSQRYWLREIVLFGDNVPWLLGRTVIPEETLS
                     GPDRALVDLGTLPLGRYLFSGDALTRDYIHVGRQDNLWARRSLLRLSGNPLLLTEVFL
                     PASPLYTHCDSIPK"
     gene            4477693..4481502
                     /locus_tag="YPA_3975"
     CDS             4477693..4481502
                     /locus_tag="YPA_3975"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15936.1"
                     /db_xref="InterPro:IPR006315"
                     /translation="MHIQFREPISTSPAQPDAGRQHLFSRVPAAVMNPITLAIIVAFS
                     TLVLPQTAWAACNSSGVGTYVCEGENNTAISLFGTDIAVETRPGFGITEHEITDSALS
                     LTGSGTISYLDTNSSALDTDSRYSLYIKNDTLITEQSASINVQSNGSISSGVYIDNQS
                     SDDSTIRVDLSGILSSSLSGAPALSIFSSAGNDSTIILNTHAISGVTGIQSDNNSQNG
                     ATITHVDVTGDINVENSGVSIRNAANGGTSIINFNSKSINTEYNSFYIQNTNYVGGVI
                     TDINIDGDISSANSQAARIYNYTNGGLASLRFRANNVTGSTGLYIDNSSQNGAVTDII
                     LTGDLTATSGSALQANAYSDEGNIETAIKLNNVYSLYDALNISDYTRSGNILHDLDIS
                     GTITAENGTGIKVMGAAGEGSSTMLINVNNITSSSQSLDINNYNFLGSAFSAITATGH
                     LTAEWGQGAMLQTHSSLGDATTLIHFNDITAMSSGISLINEANQGTSTADITVTGQIN
                     VSHGEGITLNALTTDGRTLVNVDVNNIASEYDAIRLYNYNYNDNYATGVDDGTGADNG
                     TSTIDLITRGALVSQQGYGINIETNTADTYVTVGGLVHGGNGTAIGIHRLDNIQTSAT
                     LELQSGYALEGVTQALVFTGSYAEINDAALDLANSHLVLGGAGDAAFDLTRIDNREEA
                     ILDGDPNRITGFGTLTKTNNSIWTLTGANMADGDANAFLSANIAGGILVLDNATLGLT
                     PDAGALTGATVNRLSAADIAADPTRVATETGALTLAEGGALSSLGDSVLSGNLISAGG
                     ILLSNHYTGGNGAATDDRLTVTGTYFGENNGSGEGAWLALDTVLGDDDSATDRLVING
                     DATGTTSVRVNNAGGLGDKTLNGINLITVDGLAQDDTFLLAGDYVTTDGYQAVVAGAY
                     AYTLQADGEAATAGRNWYLSSELMLTEGVRYQVGVPLYEQYPQVLAALNTLPTLQQRV
                     GNRYGAPGALADLNFDDNQWAWGRIEGSHQVTDPARSTSGSQREIDVWKLQTGIDVPL
                     YQSQGGSLLTGGVNFTYGKAKADIHSFFGDGRINSAGYGLGTSLTWYGNNGVYVDGQL
                     QTMWFDSDLSSRTAGHAVASGNNGRGYTSAIEAGKGYTLSHGLSLTPQMQVTYSRVDF
                     DTFRDPFDSEVSLQEGDSLRGRLGVSLNKETTWSAKDGTTRRSHIYSHLDLHNEFLNG
                     SKVQVSGVEFATRDERQSVGLGAGGTYEWQNGRYAVYGNVNLLGATRNISDNYAVGGT
                     IGARVSW"
     gene            complement(4481846..4483903)
                     /locus_tag="YPA_3976"
     CDS             complement(4481846..4483903)
                     /locus_tag="YPA_3976"
                     /codon_start=1
                     /transl_table=11
                     /product="putative oxidoreductase"
                     /protein_id="ABG15937.1"
                     /db_xref="InterPro:IPR003961"
                     /translation="MKIIDKNVSTYETLQKGFNLRWPPNVEQGAETIYICTTPDEVFA
                     ATNTALAAGNRITVRSGGHCYEGFVSNKLSTERLSIIDLGEMSGLDYDEDKTITSLWD
                     ANKNTYRFKSLTGNQNWNGYVSLYKRSGRTIPGGSCYSVGVGGHISGGGYGLLSRLHG
                     LTVDWVTGVDILVPVGNAHRLAFRHVRADSVSEVDRELLMACCGAGGGNFGIIIAYYF
                     DDLPKAPQKAYWIPLTYPWSSLKATFPAFLKAYWQWFADNDVNATSTKEGVGNGGLFT
                     LLKLNHIDASDNVVLAIQYTGPNGQVGGANDIPLNDFIEKMNAAAGMTPTIYDDFILP
                     NIPPFKHLYPGRKIGRTVDESASMDWLHVTQMINGSGSNQRGKYKSDYQIKQFSDEMC
                     HALLTHLTTATADKRFNQSLVQIDSYGGAINSRGIGATAVSQRNSLLKAQYQTYWTNE
                     ADDQTHLTWIRNIYAAVHNGKPAPPEFEGCYINYPDIDMKYTDSGEEDPNWLNLYYGW
                     DTQLIKRLIALKARIDPNNIFHHELSIPLVTELPKAPVNLHSTGQTTTSISLMWGSSI
                     GALPVASYAIYRDGHEVKLLNGTQTSAEDAGLQPNTEYRYFVAAGDEHGNLSVPSNVL
                     TVSTQGTHPAWVLNGSYAVGDVVSNLGKLWRCIQSHVAYDPLWAPGTNGGITLWAGYT
                     AGR"
     gene            complement(4484912..4486231)
                     /locus_tag="YPA_3977"
     CDS             complement(4484912..4486231)
                     /locus_tag="YPA_3977"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15938.1"
                     /db_xref="InterPro:IPR007087"
                     /translation="MMHTENNSPSGLIPLPDWYPVAFSHLDAMEYASVTRLWHHEPVL
                     RDLVDELDKRNPGLITFTHCPHCHSADICPGTRPEEYRCRTCHRCSSPYTHTPFFDLH
                     HARHSRLYAVLVTLWGTWQVEDAAWLSDCKSKQIWKQYCHRLKPILALIGGRAVTHTP
                     RYLRGFTPGQQGLHCPACASTQLVYSETMPVGNPEVHCQVCQTDFVMYPDIPKGIDPF
                     AVNTPQYDIPLPRWFSRLFSHASQAQYQHLREVWQREPVLREAVDRLDAQNPEQGAVY
                     ACPYCQNKHISPRKTASSIEGYYCPACDNPFTATTGTVFTRMRQEHFWRLYAVLVMLW
                     TQWRPTQIFELCQLRSVHPFLTYHKRLAPLLAEFDGAPITPYPRNLLGFTPGQQGVCC
                     VYCQSTKLITEGITVMPLDNPYICCLDCGQRFMLRVWRKQVKSNEKK"
     gene            complement(4487424..4487678)
                     /locus_tag="YPA_3978"
     CDS             complement(4487424..4487678)
                     /locus_tag="YPA_3978"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15939.1"
                     /translation="MWGDHLYTEGGIFFPVVEIDMPQEFAGSARAIGYLIGYLPSLFG
                     YRLYGYFLDTYLGIQGVNYVFYIMAAFSAGRFICAAVWAK"
     gene            complement(4487689..4488432)
                     /locus_tag="YPA_3979"
     CDS             complement(4487689..4488432)
                     /locus_tag="YPA_3979"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fimbrial chaperone"
                     /protein_id="ABG15940.1"
                     /translation="MQNFPTHHRDIGATIIYVNSVNRFNIFFVFTLLILLSSWSAVSY
                     ASFKLESTTVILQESEARTSFTIDNISSNPILLVTKLTDLDGKSFSKQILISPPVTRI
                     NAGQSQQVNFVLKKGSVLNNEVLLKASFEGVEQVPGNAAVMPIRQEIGFLIQPSAVPQ
                     IRMPWQTLVFSISGNNLVIKNPGKHVVRLGPQIILVPSNEVVALGNPYIMPETSKLFP
                     ITSSPTAVKVTPLSRYGFVQTEVTLPVTR"
     gene            complement(4488504..4490882)
                     /locus_tag="YPA_3980"
     CDS             complement(4488504..4490882)
                     /locus_tag="YPA_3980"
                     /codon_start=1
                     /transl_table=11
                     /product="putative outer membrane fimbrial usher protein"
                     /protein_id="ABG15941.1"
                     /db_xref="InterPro:IPR000015"
                     /db_xref="InterPro:IPR002198"
                     /translation="MVARCINLQCIAFLFSFFPTLAFPVTEEGEVVFDIETLERLGYS
                     AELAKFFSGQDRFLPGQHDVTIIINASKTYRIAATFDSEGKLCMDKALLMALKLRNTE
                     SDGSCENMEARWPGMVVKLFPGQFRVEITLPQEAFDPEMEGSEYQQGGHALLLNYNIF
                     GQRVESNNSRFNLVQGQFEPGINFKNWVLRNRGSYSYNQGVSQYYNQETSALRAVESL
                     KSVVQLGEFGLVGNTFSGLPVTGIQLYSDNAQRDDTQLIVPIEGIANTNATIEIRQRG
                     RVIYRTIVAPGPFSLSNISNFSSGVNTDVSIIEEDGTQQNFTVTSALDINAEQQASIY
                     QLAVGRYRDMFTGEDRPSPLLLSGEMSFNPAATFYMTSAGLLSSGYQNIRVQNLYSGW
                     DQAWFSAAASYANTKDAGQGYQFSVQNQMTINGNFGVSWSSVYGSANYWLPDDALSSS
                     NNLNDLMFGKLKNATSVAVSWVHPRWGAFSYALSNNMYYQASGRTYHIFSISEQFGRA
                     TTILSSQLSSQGQNSLYVGINMPLGNGTLSGRVQRNNGNVALGSTYQGRWGDNKDYSV
                     GISGDNRQRRINGSMNIRTAYSQLTGGVSQATNNSRSAYLSSRGSVAYVNNTFATSSS
                     SVGDTFAVVNIPNQPGLRVSSPSSGIAITDYAGIALLPLVRPYTASKVQISTQTLPLN
                     IRLNNTSADLLMTRGSVATHHFETTETRQLLLTIRGSDGEMLPIGANVLDEKGNFLGT
                     IIGDGNFMLENKAIGVTLRVKANNRDECRVNYREPEKFDPDVLYEVADAVCQ"
     sig_peptide     complement(4490814..4490882)
                     /locus_tag="YPA_3980"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.725) with cleavage site probability 0.690 at
                     residue 23"
     gene            complement(4491133..4491771)
                     /locus_tag="YPA_3981"
     CDS             complement(4491133..4491771)
                     /locus_tag="YPA_3981"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15942.1"
                     /translation="MKKPLTQIAILSSLVVSISAASAAVPTAELKVVGTMTVPSCTVV
                     SPDAGIYDIGKLSSSLVKPGTTVTVLAQINKTWTVNCDANTYLNFTPVDNRVGSSSDG
                     SAAAFGLGKINDTGKIGYYTVQMRNATVDGKKSGVFTASSASFSQADTSYLNRGQRTG
                     WAAGANTQNSGKVFVADLLVTPVLAGTNTMNGAITEDAKIDGSLTMNFAFGI"
     sig_peptide     complement(4491700..4491771)
                     /locus_tag="YPA_3981"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.930 at
                     residue 24"
     gene            complement(4492484..4493059)
                     /locus_tag="YPA_3982"
     CDS             complement(4492484..4493059)
                     /locus_tag="YPA_3982"
                     /codon_start=1
                     /transl_table=11
                     /product="tellurium resistance protein"
                     /protein_id="ABG15943.1"
                     /translation="MAVSLVKGGNVSLTKEAPTMNIAVVGLGWDARVTDGSEFDLDAS
                     VFMVGENGKVLSDQHFIFFNNKVSPCGSVVHQGDNRTGAGDGDDEQIKIDLKKVPADV
                     KKIIFSVTIYDAEARKQNFGMVSNSFMRVVNEDNSAEIARFDLSEDASTETAMIFGEL
                     YRNNDEWKFKAVGQGFAGGLSALASQHGVSV"
     gene            complement(4493243..4493821)
                     /locus_tag="YPA_3983"
     CDS             complement(4493243..4493821)
                     /locus_tag="YPA_3983"
                     /codon_start=1
                     /transl_table=11
                     /product="tellurium resistance protein"
                     /protein_id="ABG15944.1"
                     /translation="MGVSLSKGGNVSLSKEAPTMTNVLIGLGWDARSTDGQDFDLDAS
                     AFLLTANGKVRNDADFIFYNNLKSSDGSVMHTGDNRTGEGEGDDESLKIKLPLIPADV
                     DKIVFVVTIHDAQARRQSFGQVANAFIRLVNDDNGVEIARYDLSEDASTETAMLFGEL
                     YRHNAEWKFRAVGQGYAGGLSSVCAQYGINAS"
     gene            complement(4493885..4494922)
                     /locus_tag="YPA_3984"
     CDS             complement(4493885..4494922)
                     /locus_tag="YPA_3984"
                     /codon_start=1
                     /transl_table=11
                     /product="tellurium resistance protein"
                     /protein_id="ABG15945.1"
                     /translation="MESTHIGFPIETVAVFILLSVGAICIDLFMHRHDKPISLKSAAL
                     WSLFWVAIAFVFAGFLYLHHGAEAASLFVTGYALEKVLSIDNLFVMMAIFSWFAVPDR
                     LRYRVLYWGIIGAIVFRGIFVAIGTGLLMLGPWVEVVFAIVVAWTAVMMLRKGDDDDA
                     IEDYSQHIAYRLVKRFFPIWPKLRGNAFILSQKEVDAELAKPENADVQVGRKGGVARY
                     ATPLMLCLAVVELSDVMFAFDSVPAVIAVSREPLIVYSAMMFAILGLRTLYFVLEALK
                     QYLVHLEKAVIVLLFFIAAKLGLNASDHFFNHGYDISANVSLFVVIGVLAIGIVASFL
                     FPEKDSKEGQH"
     gene            complement(4494944..4495399)
                     /locus_tag="YPA_3985"
     CDS             complement(4494944..4495399)
                     /locus_tag="YPA_3985"
                     /codon_start=1
                     /transl_table=11
                     /product="tellurite resistance protein"
                     /protein_id="ABG15946.1"
                     /translation="MSFFNKVKNAISAGRTELTNQVGRFKNRKFMEGTVAVCAHISMA
                     SNGAGPEEKQKMIMFIKQSPELSVFDTNEVIEFFNKLVTSYEFDADIGKGEAMKYIMA
                     LKSQPEAAQLALRVGIAVAKSDGVFDEMEEAAAREICVTLGFVPADFQL"
     gene            complement(4495432..4496616)
                     /locus_tag="YPA_3986"
     CDS             complement(4495432..4496616)
                     /locus_tag="YPA_3986"
                     /codon_start=1
                     /transl_table=11
                     /product="putative tellurite resistance protein"
                     /protein_id="ABG15947.1"
                     /translation="MNLMPGGNAPVASQTLTVRVLSGASVDVSAFRLYASGKVRGDTD
                     MVFYGQPVTDDSTIRLSGQGVNTAFSVNLQAINHDVQKIAFTATCDGNQTLSQLGNLS
                     IQVELNGSVLMKGDVETQGRQEAALILGELYRRNTEWKFRFVAQGFNGGLKPLAEHFG
                     VVVEDEPAAPTPVPTPVSTPAPTAPPVAKPINLSKVSLTKEKPVISLTKRDDFGEIRV
                     NLNWHRGGGAPAKGFLQGIFNSNKGIDLDLGAFVALNDGSRGVIQALGNNFGSYHSEP
                     YVQLQGDDRTGDVSDGEWMHINGREWKHVKEVLIFAFIYEGVPSWGSTDGIVTINVPG
                     QAPIETQMNEGNDRKNMCAVARLVNESGNIKVERINRYFSGHKEMDEAFGWGFRWKAG
                     SK"
     gene            complement(4496616..4497209)
                     /locus_tag="YPA_3987"
     CDS             complement(4496616..4497209)
                     /locus_tag="YPA_3987"
                     /codon_start=1
                     /transl_table=11
                     /product="tellurium resistance protein"
                     /protein_id="ABG15948.1"
                     /translation="MISLSKNQTISLAKESSALSRVQFGLGWDPVKKKKSFLGGLFGG
                     GSASDSIDLDASCVMLSQAGKPVDTVSFRHLTSKCRSVQHTGDNLTGEGDGDDEVINV
                     DLSRLPAEVEYLAFTVNSFRGQTFNEVENAFCRVVDQTGKELARYVLTEQGSHTGIVI
                     SSLRRNNGQWDFTAHGRACRGRTIEDMMSEIIETVVR"
     gene            4497485..4498546
                     /locus_tag="YPA_3988"
     CDS             4497485..4498546
                     /locus_tag="YPA_3988"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15949.1"
                     /translation="MKKNIWFMGGLSSQRDIISGVKNTSELHGNAIQVFASHHQHRYE
                     ILEKADVAFIEPSDLDTKMAFIRHIVKAFDIEAIHTGRSCLWFEQHRAAIEGLGVKLT
                     TGAQCPATFTLADNKVEYAAYMAQKGLPVVPSIQIASPDELREWLANPPFDTEKLCIK
                     PVTGIYGMGFWKLDQSISAMDCFDRTDNRVVHPDLYLAALERTEKMQPMVLMPYLPGP
                     ESSVDMLVEKGKVIAAVARRKEGSVQHLHQSGAAFELAKSSAELMQADGLVNVQTRCD
                     HHGQPLLLEINLRPSGGIDYTRHSGVNLPGLFALRQLDLMSQDEVSSQAVAHFKPVSV
                     RAMTDALPFPAELQNLTHF"
     gene            4498558..4499694
                     /locus_tag="YPA_3989"
     CDS             4498558..4499694
                     /locus_tag="YPA_3989"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15950.1"
                     /translation="MMTTQPPVYRRELSGGTLTVIPNSSNIPLDSLFDIAERRNPKRA
                     FLFVSKVLGRHIPVSPATMRNVYRQLAERFPADLPGPVLFIGMAETAVGLAAGVFQEL
                     RGTVAEPVFLTSTRHPVDGDLLCEFKENHSHATDHLLYLPSDPVLRARLQRARSVVLI
                     DDEATTGNTFINLLQALRDANLNGLEKVVAVTLTDWSGSALTERCPLPVTTVSLITGE
                     WNWSPIPDAPVPVMPACNVTARGKVAITDKQNWGRLGMDETRADIGHKVHVLAGEKVL
                     VLGTSEFVWQPFLLAERLEHAGANVKFSSITRSPIAQGHAINSIIAFSDNYGLGIPNF
                     LYNVAHQHFDRIIVCVETPAESIDPTLIEQLRTVAPCVEVIAYE"
     gene            4499687..4500499
                     /locus_tag="YPA_3990"
     CDS             4499687..4500499
                     /locus_tag="YPA_3990"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15951.1"
                     /translation="MNKPVFLCDLDDTLFQTRRKMVDELDLPPFRVGALDRSLTPRSF
                     MTEEQSMLVDWLLEHAEFIPVTARGTEEISRVNIPFSSWAITTHGAVILTPDRQPDAG
                     WQDTVLTNLQPYRDRLIAMESRINDMMAERGLNAWCRINYEYGDTPVYFVMKHRDSTQ
                     IAELYAFNDQLESLFSTDGFYIHRNSNNIAWLPVCIEKGLATTYLLDKLRHEHGAFPV
                     LGFGDSLSDFSFMRHCHWFGMPAKSQFSQALTSHLFDNTTFNKNNVNGDNDA"
     gene            4500492..4501571
                     /locus_tag="YPA_3991"
     CDS             4500492..4501571
                     /locus_tag="YPA_3991"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15952.1"
                     /translation="MHDITPFSGSYLPDDIQFLLKPIQIEMTPVEVKEKLIQSGARHY
                     SDMLSQEPAPTEHHLTLFARALDQGATRMAREVVMLAKALINRFGDTPIVLASLVRAG
                     VPLGVMLHHTLRALGKTSFHYGISIIRDRGIDEVALSYIEQKHGTEGLVFVDGWTGKG
                     AITGELTRSLQGRPGYPELPRLVVLADPCGCSWLSATDDDWLIPFGIMGAPVSGLVSR
                     SLWSEKGLHGCVHCEHLQEFECSQLLVNTVADCRQQLDLSQIPAAEWDYQQNAALRIQ
                     SHQVVKKMAEQFEINSVNRIKPGIAEATRAVLRRVPDHVLVRHIDDPDVSLLVYLAKQ
                     KKIAIKEVGNELGQYRAITIIKKVI"
     gene            4501571..4502530
                     /locus_tag="YPA_3992"
     CDS             4501571..4502530
                     /locus_tag="YPA_3992"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ATP/GTP-binding protein"
                     /protein_id="ABG15953.1"
                     /translation="MKSTPSAYALGATLYMPATRTDIADIIIHNKISGLRSLVICLED
                     AVSEDDVPLAISQLSTLLGTLAVEKKRDGSAHWPLIFVRPRHEAMGLALITRFNLSAI
                     NGFVLPKFTQASITTWWEIMKETHLCMMPTLETEDVFDVAKMSTLARELENHPSRQRI
                     VALRIGGNDLMSVISMRRSRKLTLYDGPMGYVIKMLVSVFCPKNFALTAPVCEQIDNP
                     QLLETELALDIAHGLVGKTAIHPSQIEVIQRALMVDTHDHADALRILNSTQAVFKSQG
                     AMCEPSTHKRWAAAILERAQYYGIMPDFTAMAVRDAPRKHQSG"
     gene            4502927..4503415
                     /locus_tag="YPA_3993"
     CDS             4502927..4503415
                     /locus_tag="YPA_3993"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15954.1"
                     /translation="MLLSTKQFRHYTLALLLASGKPVDADDIYDKLSCSGPTLTRALK
                     ELRETYNAEIRYSKSTHSYQLTEKGTLTPKVLRHIKDAIASHMIIKSHEELVASHVIL
                     DKEKKRSISLSLRMSVIRKIDRVVNQLEITRSEAVEILVNTYISELMLSVSQPPKGKK
                     SV"
     sig_peptide     4502927..4503004
                     /locus_tag="YPA_3993"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.864) with cleavage site probability 0.857 at
                     residue 26"
     gene            4503730..4504530
                     /locus_tag="YPA_3994"
     CDS             4503730..4504530
                     /locus_tag="YPA_3994"
                     /codon_start=1
                     /transl_table=11
                     /product="putative methylenetetrahydrofolate reductase"
                     /protein_id="ABG15955.1"
                     /translation="MERKLSFEMNSAKNEKEMENIFKLIEFTDTLDPIYYTVNTEIGS
                     SVWSDTYRTVIELREKTDVPLIPHITINNKKEREIMQIIEKYINVGICEFFVIRGDKH
                     VYDQDNPINYGVELIELIRRSHKHIGIKTSLYPDFHKETTEVKEEIDWNERKYQLGVN
                     EFISQLTLNTNALDFLSHWVDKERPFTPSIMPLGNFSFIEKFTSSNSIDYPLWIKKFA
                     NSKSNSNEDKENIGIEIIRFLCREYLNQRERLHVFTLNKVDVMKKIFQ"
     gene            4504871..4506184
                     /locus_tag="YPA_3995"
     CDS             4504871..4506184
                     /locus_tag="YPA_3995"
                     /EC_number="1.3.99.22"
                     /codon_start=1
                     /transl_table=11
                     /product="coproporphyrinogen III oxidase, anaerobic"
                     /protein_id="ABG15956.1"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="InterPro:IPR006638"
                     /translation="MNIDLMPYYAQPGPLPFPKRWATMPWRDSRPLPAESLQDSWQSL
                     LQKALPRNKRLLYLHIPFCATHCTFCGFYQNPLQSGSTERYTDYLLRELSMEADSPLL
                     QGGPIHAIYFGGGTPSALSAQQLHSIISQLRKSLPLAPDCEITVEGRIFNFDDERIDA
                     CLEAGANRFSIGVQTFNTRIRQRMGRKADRDQAIRFLTDLATRDRAAVVCDLMFGLPH
                     QTPEIWQEDLAIVRQLPLDGVDLYALNLLPTTPLAKSVENNRVELPTLAQQCDFYCSG
                     ADSLAQAGWHQLSNSHWARTTRERNLYNLLIKQGADCLALGSGAGGSLQGHAYMQHRS
                     LDNYYRLIDSGQKPLMMMTQASGEHPWRAKLQSGIEVGRLDLSELIADPYPLMPLISQ
                     WYQSNLLKDNSFCLRLTDSGRFWASNIMQALQNIIPSLITAESHS"
     gene            4506181..4506726
                     /locus_tag="YPA_3996"
     CDS             4506181..4506726
                     /locus_tag="YPA_3996"
                     /codon_start=1
                     /transl_table=11
                     /product="heme utilization protein HuvX"
                     /protein_id="ABG15957.1"
                     /translation="MNTSSSINTSSSMNRSPLAEFLATQPDGTLEQIAQDYQVSVLDV
                     VRALPERVLVGAEHFDRIWDSMTEWGDVTTLVHTADVILEHKGPLPSGTHRHGYFNLR
                     SKQGLSGHIRAQNCQAIALLERPFMGMATASVQFFNQQGEVMFKVYVGRDEHRQLRAD
                     GLAAFHQLAQQLLIEDPTLVK"
     gene            4506760..4507410
                     /locus_tag="YPA_3997"
     CDS             4506760..4507410
                     /locus_tag="YPA_3997"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15958.1"
                     /translation="MRPWLIFGAGRGVGAHLLALANQHADSASNPRPVTLLIRNQQQA
                     EELRNKGLTVVCGDACDPASVREACQLAGEDAAIISTLGNNNANYQGNRLIIDTAEQL
                     GLKRMLLVTSIGCGDSWPTLSPAARAAFGQAVREKSLAESWLQTSNLIYTLIRPGGLL
                     DQPATGNAIRLQTEAHGMVTRADVAHHISQMIEDPATYYQAYALIEPGLARKVKMN"
     gene            4507579..4507695
                     /locus_tag="YPA_3998"
     CDS             4507579..4507695
                     /locus_tag="YPA_3998"
                     /codon_start=1
                     /transl_table=11
                     /product="hemin uptake protein HEMP"
                     /protein_id="ABG15959.1"
                     /translation="MSIASEQLLGEHGVAFIVHQGECYQLRQTKSGKLILTK"
     gene            4507825..4509855
                     /locus_tag="YPA_3999"
     CDS             4507825..4509855
                     /locus_tag="YPA_3999"
                     /codon_start=1
                     /transl_table=11
                     /product="hemin receptor precursor"
                     /protein_id="ABG15960.1"
                     /db_xref="InterPro:IPR010916"
                     /db_xref="InterPro:IPR010949"
                     /db_xref="InterPro:IPR011276"
                     /translation="MLRSTSDRFRWSSLSLAIACTLPLATQAADTTTTQTSSKKHSTD
                     TMVVTATGNERSSFEAPMMVTVIEGNAPTSQTAATAADMLRQVPGLTVTGSGRTNGQD
                     VVMRGYGKQGVLTLVDGVRQGTDTGHLNSTFLDPALVKRIEIVRGPAALLYGSGALGG
                     VIAYETVDAADMLQPGQNSGYRVYSSAATGDHSFGLGASAFGRTDDLDGILSFGTRDI
                     GNIRQSNGFNAPNDETISNVLAKGTWQIDSIQSLSANLRYYNNSAIEPKNPQTSAPSS
                     TNVMTNRSTIQRDAQLRYNIKPLDQEWLNATAQVYYSEVEINARPQGSAEEGREQTTE
                     GVKLENRTRLFIESPASHLLTYGTETYKQEQTPGGATESFPQAKIRFSSGWLQDEITL
                     RDLPVSILAGTRYDNYSGSSDGYADVDADKWSSRGAISITPTDWLMLFGSYAQAFRAP
                     TMGEMYNDSKHFAIPIRPGLTLTNYWVPNPNLKPETNETQEYGFGLRFSDLLMAEDDL
                     QFKVSYFDTKAKDYISTRVDMQAMTTTSVNIDQAKIWGWDASMSYKTALFNWDLAYNR
                     TRGKNQNTDEWLDTINPDTVTSIVDVPVANSGFSVGWIGTFANRSSRVSSSTPQAGYG
                     VNDFYVSYKGQEAFKGMTTTMLLGNVFEKEYYTPQGIPQDGRNVKFFVSYQW"
     sig_peptide     4507825..4507911
                     /locus_tag="YPA_3999"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.997 at
                     residue 29"
     gene            4509974..4511011
                     /locus_tag="YPA_4000"
     CDS             4509974..4511011
                     /locus_tag="YPA_4000"
                     /codon_start=1
                     /transl_table=11
                     /product="hemin transport protein"
                     /protein_id="ABG15961.1"
                     /translation="MNASLYQQYVQAKAEHPGKYARDLATLMGISEAELTHSRVGHDA
                     KRLQSDARALLAALESVGEVKAITRNTYAVHEQVGRYENQHLNGHAGLILNPRALDLR
                     LFLNQWASAFTLTEETRHGVRHSIQFFDHQGDALHKVYVTEQTDMSAWEALLAQFIIP
                     ENPALQLEPLSTPEAVEPTADDATVDSEWRAMTDVHQFFQLLKRNNLTRQQAFRAVGD
                     DLAYQVDNNSLTQLLHIAQQDQNEIMIFVGNRGCVQIFTGLIEKVTPHNEWINVFNQR
                     FTLHLIETAIAESWITRKPTKDGFVTSLELFAADGTQLAQLYGQRTEGQPEQNQWREQ
                     IARLINKDIAA"
     gene            4511008..4511847
                     /locus_tag="YPA_4001"
     CDS             4511008..4511847
                     /locus_tag="YPA_4001"
                     /codon_start=1
                     /transl_table=11
                     /product="hemin-binding periplasmic protein"
                     /protein_id="ABG15962.1"
                     /translation="MRLRLLSLPFILSLCAPLLPLNTLAAERIVTIGGDVTEIAYALG
                     AGDEIVARDSTSQQPQAAQKLPDVGYMRTLNAEGILAMKPTMLLVSELAQPSLVLTQI
                     ASSGVNVVTVPGQTTPESVAMKINAVATALHQTEKGQKLIEDYQQRLAAVNKTPLPVK
                     VLFVMSHGGLTPMAAGQNTAADAMIRAAGGSNAMQGFSRYRPLSQEGVIASAPDLLLI
                     TTDGVKALGSSENIWKLPGMALTPAGKHKRLLVVDDMALLGFGLETPQVLAQLREKME
                     QMQ"
     sig_peptide     4511008..4511085
                     /locus_tag="YPA_4001"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 26"
     gene            4511844..4512848
                     /locus_tag="YPA_4002"
     CDS             4511844..4512848
                     /locus_tag="YPA_4002"
                     /codon_start=1
                     /transl_table=11
                     /product="hemin transport system permease protein HmuU"
                     /protein_id="ABG15963.1"
                     /translation="MNGRVQPRLMLGFLLILLVILALGSANMGALSLSFRTLWNTSTN
                     DAMWHIWLNIRLPRVLLAVVVGCALAVSGTIMQGLFRNPLADPGLLGISSGAALCVGL
                     IIVMPFSLPPLLALYSHMVGAFIGSLAISTIIFTLSRWGHGNLARLLLAGIAINALCG
                     AAVGVLTYISDDQQLRQFSLWSMGSLGQAQWSTLLVASSLILPTCILGLLQARQLNLL
                     QLGDEEAHYLGVNVRQAKLRLLLLSAILIGAAVAVSGVIGFIGLVVPHLIRMRIGADH
                     RWLLPGAALGGACLLLTADTLARTLVAPAEMPVGLLTSLLGGPYFLWLILRQREQRSG
                     "
     sig_peptide     4511844..4511933
                     /locus_tag="YPA_4002"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.979) with cleavage site probability 0.533 at
                     residue 30"
     gene            4512841..4513641
                     /locus_tag="YPA_4003"
     CDS             4512841..4513641
                     /locus_tag="YPA_4003"
                     /codon_start=1
                     /transl_table=11
                     /product="hemin transport system ATP-binding protein"
                     /protein_id="ABG15964.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MVDMAVTPVALLEASHLHYHVQQQALINDVSLHIASGEMVAIIG
                     PNGAGKSTLLRLLTGYLSPSHGECHLLGQNLNSWQPKALARTRAVMRQYSELAFPFSV
                     SEVIQMGRAPYGGSQDRQALQQVMAQTDCLALAQRDYRVLSGGEQQRVQLARVLAQLW
                     QPQPTPRWLFLDEPTSALDLYHQQHTLRLLRQLTRQEPLAVCCVLHDLNLAALYADRI
                     MLLAQGKLVACGTPEEVLNAETLTQWYQADLGVSRHPESALPQIYLRQ"
     gene            complement(4513782..4514963)
                     /locus_tag="YPA_4004"
     CDS             complement(4513782..4514963)
                     /locus_tag="YPA_4004"
                     /EC_number="4.4.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="cystathionine beta-lyase"
                     /protein_id="ABG15965.1"
                     /db_xref="InterPro:IPR000277"
                     /db_xref="InterPro:IPR006233"
                     /translation="MNKKDISSFGISTQITQLGRNPQEQTGFVNTPIYRGSTVIFNTV
                     DDIVNNRAVFNYGTAGTPTIANLESAWTALAGAAGTVISPSGLGVIALALLTTLKAGD
                     HLLMPDSVYKPTRLLCAGLIARMGVETTYYDPLIGAEIETLMKPNTSTLFLESPGSQS
                     FEIQDIPMMTAITKRRGIATIIDNTWASPLFFAAHKHGCDLSLEAGTKYLGGHSDLLM
                     GLVSANEQWWPKLRETYDSMAMLPGAEDCFLALRGLRTLHLRIKEAEKRGLEMAQWLK
                     ERPEVLRVLHPAFPDCPGHEFWKRDFTGSSGLFSIVLKPEFTQKGLAEMLDNMSIFAM
                     GFSWGGYESLVIPFDCSEYRTVTKWNPGGLTIRLQIGLEDMEDLKEDLAQGFIRLASN
                     S"
     gene            complement(4515009..4516295)
                     /locus_tag="YPA_4005"
     CDS             complement(4515009..4516295)
                     /locus_tag="YPA_4005"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transmembrane transport protein"
                     /protein_id="ABG15966.1"
                     /db_xref="InterPro:IPR002422"
                     /translation="MSEISSSKSELKKLYKSVPFTQYDVGWVILCIGMAIGSGIVFMP
                     VQVGIKGIWVFIAAVIISYPAIYLLQNLYLRTLSESDNCTDYTSVITQYLGKNWGVGL
                     GIAYFLMLLHGMFSYSLAVTFDSASYIKTFGLTEGLLSDSIWYGLIILTVLVAIAAQG
                     EKILFKVSGPMVCVKFGIIVVLGVVMVPYWDFNNISAFPELFSFLRDVLLTLPFTLFS
                     ILFVQILSPMNIAYRKVESDKRIATYRAIRANRVAYIILAVAVLFFAFSFTFSISHEQ
                     AVSAFEQNISALAIAAQVIPGSIVRIMTALLNIFAILTAFLGIYLGFQEAIKGIVVNI
                     ISRFIPEENINQKVLHIGVCVGVILTLWLWVSTRFSILFFLQLGGPLFGVVSCLIPCY
                     LVYKVPVLHKLKGPTIWFISFFGILLCLSPFFKFFE"
     gene            4516465..4517448
                     /locus_tag="YPA_4006"
     CDS             4516465..4517448
                     /locus_tag="YPA_4006"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysR-family transcriptional regulator"
                     /protein_id="ABG15967.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MSIDENTFAFSAKINNHAIYKHLENFIKIVECNSLSIAAHKLNI
                     TPSSTSRSLAQLEEKLGVVLLKRTTRSIVLTDAGDYLFHQARQLLLDLDETLVNTHSF
                     YNHPQGQLKITCSIAFGVCHLMHLFSQYKETNSDVCLSVDLNDQLVNLNEEHFDIALR
                     ITSIPPPNFAIRRICTINWVYCGSKEYLMKRGVPATIEDLEQHDCLVNPNVSDAWLYK
                     STEGESVPLKIKNTVQANSSLGLLHAALHHQGIVCLPTYMLGDYITSGKLVPILLDYN
                     AKDKEYGLYALYYPSKYNDPKIRSFIDFMLDELSMDVPWDKWRADYQISLS"
     gene            complement(4517526..4517795)
                     /locus_tag="YPA_4007"
     CDS             complement(4517526..4517795)
                     /locus_tag="YPA_4007"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15968.1"
                     /db_xref="InterPro:IPR001455"
                     /translation="MSHSPSVETPQLAAPIVPDYRLDMVGEPCPYPAVATLEAMPQLK
                     PGEILEVISDCPQSINNIPLDARNYGYTVLDIQQDGPTIRYLIQR"
     gene            complement(4517792..4519006)
                     /locus_tag="YPA_4008"
     CDS             complement(4517792..4519006)
                     /locus_tag="YPA_4008"
                     /codon_start=1
                     /transl_table=11
                     /product="putative integral membrane protein"
                     /protein_id="ABG15969.1"
                     /translation="MSWPEFKSQYLVRFWAPLPAVIAAGILATYYFGLTGTFWAVTGE
                     FTRWGGHIMQLFGAQPQEWGYFKVIGLEGTPLDRIDGMMIIGMFAGCIAAALWANNIK
                     LRKPQHTIRIAQALVGGIIAGFGARLAMGCNLAAFFTGIPQFSLHAWFFALATAAGSY
                     FGAKFTLLPLFRILIKLQKVTAASPLTQHPARAARRFRLGMVVLVLALGWSLIELFRQ
                     PKLGIAMLCGIGFGLLIERAQICFTSAFRDLWITGRTHMAKAIILGMAVSTLGIFSYV
                     QLGVEPKILWAGPNAVIGGLLFGFGIVLAGGCETGWMYRAVEGQIHYWWVGLGNIIGA
                     TLLAYYWDDFAPALATNYDKVNLLETFGPMGGLLVTYLMLALAFAAMLWWEKRFFRKQ
                     KATTSALIKESL"
     gene            complement(4519389..4520456)
                     /locus_tag="YPA_4009"
     CDS             complement(4519389..4520456)
                     /locus_tag="YPA_4009"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion apparatus protein"
                     /protein_id="ABG15970.1"
                     /db_xref="InterPro:IPR006135"
                     /db_xref="InterPro:IPR006307"
                     /translation="MSTEKNEKPTPKRLKEAKEKGQVVKSVEITSGVQLVALVIYFLL
                     TGYSLVEQAKALIRSSIIQLQQPLTLALARIGAECMTVLMHIVVVLGGALIVVTIIAG
                     IAQVGPLLATKAVSFKGERINPIQNAKQLFSLRSVFELMKSLLKVGVLTLIFGYLLMQ
                     YAPSFGYLTHCGSRCALPVFSTLMGWLLGSLIACYLVFSLMDYAFQRYTIMKQLKMSH
                     DEVKREYKDSNGDPHIKQKRRQLQHEVQSGSFATNVRRSTAVVRNPTHFAVCLIYHPE
                     ETPLPIVIEKGHDEQAALIVSLAEQSGIPVVENIALARALHRDVACGDTIPEQFFEPV
                     AALLRMALELDYQPSSDDPPR"
     gene            complement(4520446..4521240)
                     /locus_tag="YPA_4010"
     CDS             complement(4520446..4521240)
                     /locus_tag="YPA_4010"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion apparatus protein"
                     /protein_id="ABG15971.1"
                     /db_xref="InterPro:IPR002010"
                     /db_xref="InterPro:IPR006304"
                     /translation="MTDVLPGLTALALAMMRPYGILLILPLFTARSLGSSLLRNGLIV
                     AIALPVTPLFLSAPIITNSSPVTWIGVLCTELLIGVVMGFVAALPFWAMNMAGFLIDT
                     LRGATMSTLFNPGMGVESSLFGVLFTQILTVLFLISGGFNQVLAALYGSYDSLPIGQG
                     IQPAADLLLFLQTEWQMMFELCLCFALPALLVMVLADLSLGLINRSARQLNVFFLAMP
                     IKSALALFLLLISLPYGLHHYLSRMSDTEQKIGTLIPLIKGGNDVH"
     gene            complement(4521242..4521535)
                     /locus_tag="YPA_4011"
     CDS             complement(4521242..4521535)
                     /locus_tag="YPA_4011"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion apparatus protein"
                     /protein_id="ABG15972.1"
                     /db_xref="InterPro:IPR002191"
                     /db_xref="InterPro:IPR006306"
                     /translation="MNNHMSSYHENAIIVHLATELLWLVLLLSLPVVVVASTVGLVIS
                     LVQALTQIQDQTLQFLIKLLAVSATLLMTYHWMGATLLNYTQQSFLQITSMRP"
     gene            complement(4521532..4522242)
                     /locus_tag="YPA_4012"
     CDS             complement(4521532..4522242)
                     /locus_tag="YPA_4012"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion apparatus protein"
                     /protein_id="ABG15973.1"
                     /db_xref="InterPro:IPR005773"
                     /db_xref="InterPro:IPR005837"
                     /db_xref="InterPro:IPR005838"
                     /translation="MRNSLLFILSETDDLYETDHMELLNSSYQLIALLFMLSVLPLLV
                     VMGTAFLKLSVVFSLLRNALGVQQVPPNIAIYGLALVLTIFIMAPVGLDVQARLQNEE
                     LSNDIGALAHQIDQNALVPYRDFLQRNTDIEQVTFFNDIVQNKWPERYRDSVKPDSLL
                     ILMPAFTLSQLNEAFKIGLLLFLPFVAIDLIVSNILLAMGMMMVSPMTLSLPFKLLVF
                     VLVDGWSLVLGQLVGSYL"
     gene            complement(4522309..4523271)
                     /locus_tag="YPA_4013"
     CDS             complement(4522309..4523271)
                     /locus_tag="YPA_4013"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion system apparatus protein"
                     /protein_id="ABG15974.1"
                     /db_xref="InterPro:IPR001172"
                     /db_xref="InterPro:IPR001543"
                     /translation="MLTNLTPELRALSTLIGSGRQTAGVSVALTEIDGEGVYLPLHYG
                     GQECGLWLSQSCWQHWLNTTLATDNPQLLAAELVIAMANWAVTPLLALFTDLVVLAES
                     PQKRSLPKQWAVTVAFELEGQPIIGVLQDWPQAALADTLSHWPCEAVTAPDLLWQSGL
                     VAGWCHLSLRQLQQLRPGEGLRLSMAAELDKEACWLWHHASPQIYIKLEGGNRMTIQQ
                     INEASDPLACGSRAESPPLAAVQLEDLPQTLVMEIGRLTLPLGEIKQLAVGQTLACQT
                     HCYGEVNICLNGQSVGRGSLLRCDEKLVVRIAQWGLQNGENIME"
     gene            complement(4523249..4523647)
                     /locus_tag="YPA_4014"
     CDS             complement(4523249..4523647)
                     /locus_tag="YPA_4014"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15975.1"
                     /translation="MSRIDIEGALPPLREQGYSKERSTHWDHERQRQQFARCFSSPLP
                     RIQNIACTVAGYDDNGLMETHYRIVSGPLCGTKVSVSMTAHGLRIVLSNTESKLIERL
                     QRIQNRWQRQLHQLGFPCLLEVTCADESDA"
     gene            complement(4523628..4524029)
                     /locus_tag="YPA_4015"
     CDS             complement(4523628..4524029)
                     /locus_tag="YPA_4015"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion system apparatus protein"
                     /protein_id="ABG15976.1"
                     /translation="MNHSQQRTLQRLLALRQRQERRLRQQLGQLRREQQQQEQQLENG
                     RRRHQQLCQQLQQLAQWCGMLTPREADEQKVLRQAVYQAERQAKKQLNAWVAQGRQQV
                     SAIERQQARLRRNQREQEKLRMLTEDESNRY"
     gene            complement(4524026..4525372)
                     /locus_tag="YPA_4016"
     CDS             complement(4524026..4525372)
                     /locus_tag="YPA_4016"
                     /EC_number="3.6.3.15"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion system ATP synthase"
                     /protein_id="ABG15977.1"
                     /db_xref="InterPro:IPR000194"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005714"
                     /translation="MNLMKLPDIARLTPRLQQQLTRPSAPPEGLRYRGPIVEIGPTLL
                     RASLPNVAQGELCRIEPQGMLAEVVSIEQEMALLSPFASSDGLRCGQWVTPLGHMHRV
                     QVGADLAGRILDGLGAPIDGGPPLTGQWRELDCPPPSPLTRQPVEQMLTTGIRAIDGI
                     LSCGEGQRIGIFAAAGVGKSTLLSMLCADSAADVMVLALIGERGREVREFLEQVLTPE
                     ARARTVVVVATSDRPALERLKGLSTATTVAEYFRERGLKVLLLADSLTRYARAAREIG
                     LAAGEPPAAGSFPPSVFANLPRLLERTGNSDRGSITAFYTVLVEGDDMNEPVADEVRS
                     LLDGHIVLSRRLAGAGHYPAIDIAASVSRIMPQIVSAGQLAMAQKLRRMLACYQEIEL
                     LVQIGEYQAGEDLQADEALQRYPAICAFLQQDHSLTRDPDTAHLDTTLEHLAQVVG"
     gene            complement(4525350..4527365)
                     /locus_tag="YPA_4017"
     CDS             complement(4525350..4527365)
                     /locus_tag="YPA_4017"
                     /codon_start=1
                     /transl_table=11
                     /product="secretion system apparatus protein"
                     /protein_id="ABG15978.1"
                     /db_xref="InterPro:IPR001712"
                     /db_xref="InterPro:IPR006302"
                     /translation="MITARQDIFLAVMLLVAVFMMILPLPTTMVDLLIAINLAFSVIL
                     LMISIYLRDPLEFSVFPSLLLITTLYRLALTISTTRLVLLQHDAGEIVEAFGQFVVGG
                     NLAVGMIIFTIITVVQFIVITKGSERVAEVSARFSLDGMPGKQMSIDGDMRAGAIDSV
                     EAKRLRERVQKESRLFGAMDGAMKFVKGDAIAGIIVILINIIGGITIGVMQHKMSAEE
                     AMNTYAVLSIGDGLCAQIPSLLISITAGIIVTRVPGSNKQSLANELAVQVGRQPDALW
                     LAAAILTVFALLPGFPFLIFITLAAAVAAPAFLLYRKNRRISQDGRANGGSEEGGATG
                     QRMTPGAVPLMLHCASNLHHPHLGRDIDGLRWRWFEHLGVPLPEVEIRCDPTLAENTL
                     SVQVYQERVLEVVLPPDSLLLTRPCSSLVTNNQVLGAKMGSFDWLDAKQAMQARTLGI
                     PYVEGHQRIITCLTRVFERYTAEFIGVQETRYLMDAMEGRYGELVKELQRQIPVGKVA
                     EILQRLVEENISIRDLRTIFGALVVWAPKEKDIVMLTEYVRIALRRHLCRRFSHNKTW
                     ISVLRLGDGVEHLIRDSIRQTSSGTYSALEERQSLLILNKIKNAFAENQDAVLLTTLD
                     VRRFVRKIIERDLFVLPVLSWQELGDEMNLKVAGTIELIGDELDETA"
     gene            complement(4527391..4528038)
                     /locus_tag="YPA_4018"
     CDS             complement(4527391..4528038)
                     /locus_tag="YPA_4018"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion system apparatus
                     protein"
                     /protein_id="ABG15979.1"
                     /translation="MNPFHLEIEKYGYPLPPGVVIPAAYLAEAMHSQDLLAQANAQAA
                     EILQAAEQARVLLLDQAAEQADALISQAREQMETALLAQHVRWLVGAEQLESLLITQV
                     RHRILAAITTVVTTWSGEQPMSQILIQRLGDQAEKMAQQGELTLRVHPQHLPAVTTAL
                     GERLRCVGDTEMAADQAQLSSPMLQLTLSLHHHLSQLVLWLQQSPDLFDEENVYE"
     gene            complement(4528035..4528631)
                     /locus_tag="YPA_4019"
     CDS             complement(4528035..4528631)
                     /locus_tag="YPA_4019"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15980.1"
                     /translation="MMAFSPSIDVQYLHQLAWRPAQFAHPLWLAAVGVNPENYGYGRS
                     RALDSALNGMLIQRRKFPQQRLPAVLNPRQQRQIAQRQRLPALCLALGVVSLQCDDYL
                     RLRRYRQVLSPLLNDDDIQQIIGMGYRGQWQASLSPQQLPDVALRLGQSLACQVRSNN
                     IIWQAVSILLPPNPRALCLSRSMQAQTEAWLSRLERLL"
     gene            complement(4528803..4529534)
                     /locus_tag="YPA_4020"
     CDS             complement(4528803..4529534)
                     /locus_tag="YPA_4020"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion system apparatus lipoprotein"
                     /protein_id="ABG15981.1"
                     /db_xref="InterPro:IPR003282"
                     /translation="MKSLRQMLAIVLMTLSLSGCDMELYSGLSEGEANQMLALLMLHQ
                     INAEKQIEKSGMVGLTVDKRQFINAVELLRQNGFPRQRFITVDELFPANQLVTSPTQE
                     QAKMVFLKEQQLENMLSHMDGVIHADVTVAMPMSVDGKNPLPHTASVFIKYSPEVNLQ
                     SYQSQIKGLVRDAVPGIDYAKISVVMQPANYRFSASEAEQQQGPQTTVQWLLRHVGMV
                     QNMVGVAFISLIVLMFVGWFYYRRR"
     sig_peptide     complement(4529475..4529534)
                     /locus_tag="YPA_4020"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.828) with cleavage site probability 0.757 at
                     residue 20"
     gene            complement(4529531..4529782)
                     /locus_tag="YPA_4021"
     CDS             complement(4529531..4529782)
                     /locus_tag="YPA_4021"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion apparatus"
                     /protein_id="ABG15982.1"
                     /db_xref="InterPro:IPR012670"
                     /translation="MNMSSAQAVAGLFQATEPPVGNTQQVAKFTQLMAQPASTELMMT
                     PESLLMQQAEWMHASLAIDLTAKVAGVMGQNINKLVNMQ"
     gene            complement(4529880..4530128)
                     /locus_tag="YPA_4022"
     CDS             complement(4529880..4530128)
                     /locus_tag="YPA_4022"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion apparatus"
                     /protein_id="ABG15983.1"
                     /translation="MSLLSADCRQLVVEAALAGVNHSLLAEAHDIVNALPLLIPDPQV
                     RLVCEAMLRFGLGDKVQARALLATSGEEDAQILLGLLQ"
     gene            complement(4530125..4530343)
                     /locus_tag="YPA_4023"
     CDS             complement(4530125..4530343)
                     /locus_tag="YPA_4023"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion apparatus"
                     /protein_id="ABG15984.1"
                     /db_xref="InterPro:IPR011841"
                     /translation="MMQISSPMGQLTNDIQQARQAYQNQMAAVNINDPEQMLTSQFTM
                     NQYSAFLDFKSIEMKMINDIRNRILSRI"
     gene            complement(4530350..4530970)
                     /locus_tag="YPA_4024"
     CDS             complement(4530350..4530970)
                     /locus_tag="YPA_4024"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG15985.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MIADEQASASAFANSAITSILCYPIDLFPIYQDLARRTLPLNKG
                     HLPHAVNDKYKVLPANVEIIQAAEELINIERVASLRFLYLYCLGIDNVYFSKLLDSIV
                     GTNNELLEFFEKNRLNPWSVSRYANELGISTRKLNFLFYEKFGMSAKQWLLDQRLKKG
                     CELLLSTRLRVADIAMECGFSNHAHFSDSFRRRFQQCPSHMRSLIE"
     gene            complement(4531144..4531365)
                     /locus_tag="YPA_4025"
     CDS             complement(4531144..4531365)
                     /locus_tag="YPA_4025"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type III secretion apparatus"
                     /protein_id="ABG15986.1"
                     /db_xref="InterPro:IPR012671"
                     /translation="MQHITVLEEDIKHDPTAIKQRKEILARGRRLITCQLSLLQTPEN
                     YQSLNNMMLALQRAEEIIEILTLRYGNKE"
     gene            complement(4531384..4532598)
                     /locus_tag="YPA_4026"
     CDS             complement(4531384..4532598)
                     /locus_tag="YPA_4026"
                     /codon_start=1
                     /transl_table=11
                     /product="putative type-III secretion protein"
                     /protein_id="ABG15987.1"
                     /translation="MTTVFKLRLLNGDLNGLELILPEGEFTLGEQGCDVLLPLSDGNI
                     VTLCVNEYQVMIQVAEEVWINGAQHDLHTPLPLLQSIEIAGLVFVLGEQTDILSGIKV
                     THRARFPLLVWLAIAICVPLSLLFVFLFWLTTQPETLRASIPADVPTQLAERLREPAL
                     QGIKGTWLADGSVTLSGHCASSSMMEPLQHFLLRNHIAFRNQLVCDDRLIASVSDLLH
                     QHGYHDIEVRIGDEPGNIVIYGAVQMGDQWLTVQDTLAAVSGLKGWLVVNAHSGQIQQ
                     LVERLRAAGLLGFLSMTESNKELAISGVLSSEQQQQLKETLAALSQQQPGFPSVRYQN
                     IPASDRTDQFLPAKVVSYGGNTQSAFVRLANGGRLQQGSVLANGYKVVFIGEQGLTLL
                     KANNLVHIPMDF"
     gene            complement(4532600..4534117)
                     /locus_tag="YPA_4027"
     CDS             complement(4532600..4534117)
                     /locus_tag="YPA_4027"
                     /codon_start=1
                     /transl_table=11
                     /product="type III secretion protein"
                     /protein_id="ABG15988.1"
                     /db_xref="InterPro:IPR001775"
                     /db_xref="InterPro:IPR003522"
                     /db_xref="InterPro:IPR004845"
                     /translation="MSLIYIMRKITGLILLFFATLLPYGKFSYVKAIPWQGEPFFIYS
                     RGMTVSELLKDLGMNYGIPVVISSEINEHFTGKIRDKTPEKILSELAGRYNITWYYDG
                     ETLYFYPVQSIKREFISPDGLAANTLVKYLQRGDVLAGKNCAIKAIPHLDTLEVKGVP
                     ICIERVKSVSKMLSEQVRHQNQNKETVKVFPLKYASAADSDYQYRDQNVRLPGLVSVL
                     RELNQGNNLPLAGGNQPDGNQASSPVFSADPRQNAVIIRDRQANMPIYRSLITQLDQR
                     PIQIEISVTIIDVDAGDISQLGVDWSASASIGGTGVSFNSTFAKNNAEGFSTVIGDTG
                     NFMVRLNALQKNSRARILSQPSVVTLNNIQAVLDKNVTFYTKLQGEKVAKLESVTSGS
                     LLRVTPRMIETEGVQEVLLNLNIQDGQQQASTNSNEPLPEIRNSDISTQATLQVGQSL
                     LLGGFIQDTQIESQNKIPLLGDIPLLGGLFRSTDKQSHSVVRLFLIKAVPVNAGE"
     gene            4534343..4537162
                     /locus_tag="YPA_4028"
     CDS             4534343..4537162
                     /locus_tag="YPA_4028"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component sensor/regulator"
                     /protein_id="ABG15989.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR003660"
                     /db_xref="InterPro:IPR003661"
                     /db_xref="InterPro:IPR004358"
                     /db_xref="InterPro:IPR005467"
                     /translation="MGKASSLVTRLTLLMGVTLTVIWLILIATTAFFSYENTRQILIN
                     ELTHMASMRADLSNHQFEGAERDAASLISRRESLQSTSPLPEISIKHYDSYYIPFNLD
                     SCNINQHKNDLWIIQAYGTAGQTYYLDSFIIKQKEGIVLFPPQKSSSDYLNQRRKDLL
                     LLPKFPTHNNIYWGAPTYTPQGGWHVSVAVCDKVGTLAGFALKLNDLIAYNHPVEQRD
                     INLLLDKNGELLPISQQATSSNQLHEILNQLKNSKLHDGWQQTPDYLVLRTQLKGPGW
                     QQLVIYPRMGFAWEALKPALYQLPFALAILLLLTSVLSLLLRYYLAIPLWNFINIIGA
                     TGPQAMEPRLPINRIDELGHIARAYNNLLDTLNEQYDTLEMKVKERTLALAEAKRAAE
                     QANRRKSDHLTTISHEIRTPLNGALGAVELLQNTPLDAGQMRLAETAHQCSLSLLAII
                     NNLLDFSRIESGQMTLSLEKTALLPLLDQAMLTIHSQALSKSLALSTFISANIPLELE
                     LDTLRLRQILVNLLGNAVKFTPQGRIQLRVRRQNQTLCFTVEDTGCGIDVQHQQTIFQ
                     PFMQTSDHEQGTGLGLAIADNLAKMMGGHLTVFSEPGQGSCFSLCLPFNAITPPMPFH
                     GELFAPQRLHAQLSAWGMTCQPELANQPSRHFVDNALCYLPGRLYAKLKQYLQGAETE
                     ALKSLPLQPWQMHILLVDDSETNRDITGMMLQQLGHQVTRADSGTTALAIGRQHRFDL
                     VLMDIRMPVLDGLATTARWRHDPANIDSHCMITALSANASPDEQIKTSQAGMNHYLSK
                     PVTLGQLAEMLDLTAQFQLERGVDLSPQLSEPQPLLDLADSALSLKLYQSLQVLIQQA
                     KDAIENLPVLSHTLHTIKGCAGQAGLIELQDAVIQLEHALDTHETLTQQEIIQLDEII
                     HVLLQPPTTCESTFIISQGQSLMVK"
     gene            4537175..4537807
                     /locus_tag="YPA_4029"
     CDS             4537175..4537807
                     /locus_tag="YPA_4029"
                     /codon_start=1
                     /transl_table=11
                     /product="putative two-component response regulator"
                     /protein_id="ABG15990.1"
                     /db_xref="InterPro:IPR000792"
                     /db_xref="InterPro:IPR001789"
                     /translation="MNTKLLIVDDHELIIHGIKNMLAAYPRYLIVGQADNGLEVYNLC
                     RQTEPDMVILDLGLPGMDGLDVIIQLLRRWPALKILTLTARNEEHYASRTFNSGALGY
                     VLKKSPQQILMAAIQTVAIGKRYIDPALDASMVIKLTQGSDNTPPVLTPRERQILKLI
                     TEGSCNRVIAAQLSISQKTVETHRLNMMKKLDVHKVAELIHWSYRLGLNV"
     gene            complement(4537985..4539301)
                     /locus_tag="YPA_4030"
     CDS             complement(4537985..4539301)
                     /locus_tag="YPA_4030"
                     /codon_start=1
                     /transl_table=11
                     /product="proton glutamate symport protein"
                     /protein_id="ABG15991.1"
                     /db_xref="InterPro:IPR001991"
                     /translation="MKSIKISLAWQILIALVLGILVGAVLHNQIESREWLVSNILSPA
                     GDIFIRLIKMIVVPIVISTLIVGIAGVGDAKKLGRIGLKTIIYFEVITTIAIIIGITL
                     ANVFQPGVGIDMSALTVVDISQYEKTTEQVQSGSHSLVSTILSLIPANVFASMAKGDM
                     LPIIFFSVLFGLGLSSLPKETKEPLLNVFKAVSESMFKVTHMIMRYAPIGVFGLISVT
                     VANFGFASLIPLAKLVILVYAAILFFALVILGTVARLCKLRIWILIRILKDELILAYS
                     TASSETVLPRIIEKMEAYGAPKAITSFVVPTGYSFNLDGSTLYQSIAAIFIAQLYGIE
                     LSIGQEIILVLTLMVTSKGIAGVPGVSFVVLLATLGSVGIPLEGLAFIAGVDRILDMA
                     RTALNVVGNALAVLVIAKWENQFDDKKAKAYEKTLFAVEQTPANQS"
     sig_peptide     complement(4539215..4539301)
                     /locus_tag="YPA_4030"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.773) with cleavage site probability 0.557 at
                     residue 29"
     gene            4540156..4542114
                     /locus_tag="YPA_4031"
     CDS             4540156..4542114
                     /locus_tag="YPA_4031"
                     /EC_number="6.2.1.1"
                     /codon_start=1
                     /transl_table=11
                     /product="acetyl-coenzyme A synthetase"
                     /protein_id="ABG15992.1"
                     /db_xref="InterPro:IPR000873"
                     /db_xref="InterPro:IPR011904"
                     /translation="MSQIHKHPIPAAIAEHALITPEKYQHYYQQSVQNPDEFWGEQGK
                     IIDWIKPYKTVKNTSFDPGHVSIRWFEDGTLNLAANCLDRHLAERGDQTAIIWEGDDP
                     NQSKTVTYKQLHHDVCQFANVLKSLGVKKGDVVAIYMPMVPEAAVAMLACARIGAVHS
                     VIFGGFSPDAVAGRIIDSHSKLVITADEGIRAGRAIPLKKNVDEALKNPAITSIKNVV
                     VFQRTGNASYWEDGRDVWWHDLIKEASADCPPEEMNAEDPLFILYTSGSTGKPKGVVH
                     TTGGYLVYAALTFKYVFDYHPGDIYWCTADVGWVTGHSYLLYGPLACGAITLMFEGVP
                     NYPGVNRLSQVVDKHKVNILYTAPTAIRALMAEGDKAIEGTKRDSLRIMGSVGEPINP
                     EAWEWYYNKIGNSKCPIVDTWWQTETGGFMITPLPGATELKAGSATRPFFGVQPALVD
                     NLGNPQEGVAEGNLVITDSWPGQARTLFGDHERFEQTYFSTFKGMYFSGDGARRDEDG
                     YYWITGRVDDVLNVSGHRLGTAEIESALVAHPKIAEAAVVGVPHNIKGQAIYAYITLN
                     HGEEPTPELYTEVRNWVRKEIGPLATPDILHWTDSLPKTRSGKIMRRILRKIATGDTS
                     NLGDTSTLADPSVVEKLLEEKQSMQTPS"
     gene            4542171..4542482
                     /locus_tag="YPA_4032"
     CDS             4542171..4542482
                     /locus_tag="YPA_4032"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG15993.1"
                     /translation="MNDSIYQEIEDNPRFQELVKKRSRFAWLLSLITLTMYVAFIFLI
                     AFEPQWLGTPIYTGSSVTRGIPVGVGLIVTSFILTGIYVIRANGEFDRLTAEIIREVK
                     Q"
     gene            4542479..4544134
                     /locus_tag="YPA_4033"
     CDS             4542479..4544134
                     /locus_tag="YPA_4033"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transmembrane transport protein"
                     /protein_id="ABG15994.1"
                     /db_xref="InterPro:IPR001734"
                     /translation="MKIRHWSALSLFVLPALAQAEALTGEVHRQPLNIQAIVMFLLFV
                     GGTLYITYWASKRTRSRQDYYTAGGRITGFQNGLAIAGDYMSAASFLGISALVYASGY
                     DGLIYSIGFLIGWPIILFLIAERLRNLGRYTFADVASYRLQQRPIRTLSACGSLVVVA
                     LYLIAQMVGAGKLIQLLFGLNYHVAVVLVGILMVLYVLFGGMLATTWVQIIKAVMLLS
                     GATFMAIMVMKSVNFNFNTLFSEAVKVHPKGLSIMSPGGLVSDPISALSLGLALMFGT
                     AGLPHILMRFFTVSDAKEARKSVFYATGFIGYFYILTFIIGFGAILLVGPNQTFKDAA
                     GALLGGNNMAAVHLANAVGGSFFLGFISAVAFATILAVVAGLTLAGASAVSHDLYASV
                     IKKGKANERDELRVSKITVIILGIVAIGLGILFENQNIAFMVGLAFSIAASCNFPIII
                     ISMYWDKLTTRGAMIGGWLGLSTAVILMILGPTIWVTILGHEKPIYPYEYPALFSMIA
                     AFVGTWFFSITDNSETGKQERLLFKSQFVRSQTGLGASKGGAH"
     sig_peptide     4542479..4542541
                     /locus_tag="YPA_4033"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.952 at
                     residue 21"
     gene            complement(4544208..4545194)
                     /locus_tag="YPA_4034"
     CDS             complement(4544208..4545194)
                     /locus_tag="YPA_4034"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15995.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MDHYCTVRYRSDTRKILRQALLTPNSTITFSAEKIEQQDRGSYI
                     AEKIALNITDESRVLGLLLTPKTKGPHPAIVLLHDHGSKFDIGKEKMIRPWGDSAKLA
                     SAQAWSDKFFSGKFVGDELAKRGYVVFSIDSIGWGDRGPMSYERQQALASNFFNLGRS
                     LAGTMAYEDMRTVDFMTTLPSVDRKRIGVLGFSMGAYRAWQLAALSDQVAATAAISWF
                     GNYKGLMTPDNNVLRGQSSFYMLHPGIANKLDFPDIASLAAPRPMLLFNGGKDKLFPA
                     QAVEQAYDKVHAIWRSQNAEPRLVTRSWPTLGHVFYQEQQDVVFLWLDRWLK"
     gene            4545253..4546275
                     /locus_tag="YPA_4035"
     CDS             4545253..4546275
                     /locus_tag="YPA_4035"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG15996.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            4546275..4547054
                     /locus_tag="YPA_4036"
     CDS             4546275..4547054
                     /locus_tag="YPA_4036"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG15997.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(4547098..4547382)
                     /locus_tag="YPA_4037"
     CDS             complement(4547098..4547382)
                     /locus_tag="YPA_4037"
                     /codon_start=1
                     /transl_table=11
                     /product="putative ABC drug efflux transporter, fused ATP
                     binding domains"
                     /protein_id="ABG15998.1"
                     /translation="MAWLERFLHDYEGTVVAITHDRYFLDNVAGWILELDRGEGIPWE
                     GNYSSWLEQKNARLAQEASSEAARRKSIEKELEWVRQNPKGRQVSTTDEK"
     gene            complement(4547337..4547969)
                     /locus_tag="YPA_4038"
     CDS             complement(4547337..4547969)
                     /locus_tag="YPA_4038"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG15999.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /translation="MAQYVYTMHRVGKVVPPKRHILKNISLSFFPGAKIGVLGLNGSG
                     KSTLLRIMAGLDTEIEGEARPQLGIKIGYLPQEPKLNLEQTVRESVEEAVGEVKRALT
                     RLDEVYALYADPDADFDKLAKEQGELEAIIQSHDGHNLDNQLERAADALRLPPWDAKI
                     ANLSGGERRRVAICRLLLEKPDMLLLDEPTTWMQNLWPGWSASCMTTKAL"
     gene            complement(4548152..4548649)
                     /locus_tag="YPA_4039"
     CDS             complement(4548152..4548649)
                     /locus_tag="YPA_4039"
                     /codon_start=1
                     /transl_table=11
                     /product="putative lipoprotein"
                     /protein_id="ABG16000.1"
                     /db_xref="InterPro:IPR001035"
                     /db_xref="InterPro:IPR006664"
                     /db_xref="InterPro:IPR006665"
                     /translation="MQNKRLIQRIWVSFLAMGLMLLVGCQAKPQGLTPDQIAALQEQG
                     FKLTDNGWEFGLANKVLFDSDVKKLNSEGMQTVQKIGRILSDVGIKHMRVDGHTDSVG
                     KDDYNQQLSYQRALAVADTLATVGIPKSNIDVRGRGKLEPVADNRTSKGRAENRRVAI
                     IITAS"
     sig_peptide     complement(4548566..4548649)
                     /locus_tag="YPA_4039"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.995 at
                     residue 28"
     gene            complement(4548664..4549965)
                     /locus_tag="YPA_4040"
     CDS             complement(4548664..4549965)
                     /locus_tag="YPA_4040"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16001.1"
                     /db_xref="InterPro:IPR000160"
                     /db_xref="InterPro:IPR003660"
                     /translation="MNTIKNQSMKPKKNHNSAEKLPTLAGVLRRIHLSVAIVSVVTAC
                     IFLTVAALFALRVYVDHNLHLIARAISYTTEAAVVFGDNVEANELLALIASNEEVAEA
                     KIIDKHNRQIAYWALPDDGPIHHMEQIVARWILPAPVVLPMFHAGDEIGKIVIVGHGG
                     SLLRFLLQGLAGMLACLTVSTLVALFLSRRMLLGIVGSLKRITEVAHNVSRHRSFGQR
                     VPSAKVAELNELSNDFNGLLEELEVWQKHLTQENDSLAYRAAHDSLTGLANRTFFEGR
                     LSRTLNDCQPGEHTAVLFLDGDHFKDVNDNYGHAAGDLVLTTIAVRIRALLRETDLVA
                     RLGGDEFAVLLTPIHNLDDVLTIADHIIDSMALPIILAEGCEITVSLSIGIAVYPDHA
                     QTPEKLLQRADEAMYQAKKNFRSGKRIFAYQPNTTNTESLG"
     sig_peptide     complement(4549813..4549965)
                     /locus_tag="YPA_4040"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.921) with cleavage site probability 0.663 at
                     residue 51"
     gene            complement(4549962..4550585)
                     /locus_tag="YPA_4041"
     CDS             complement(4549962..4550585)
                     /locus_tag="YPA_4041"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG16002.1"
                     /translation="MTTATCATNRVSDEHHEPPHRRIVRSRWWGVYLFLLSLLVAVPT
                     PLLAASNINADILRERSDAAARMVLGIISYSRWPVAPPVIRLCVISPTDYAEMLFNPA
                     LMETTHPVQTQRYSLPNNSLNSKCDVVYLGHIELQQRQQLSIQLNGTPILTISEDYNE
                     CTFGSVFCLLLNDKQVSFKVNMDALARGGVRIHPSVLQLARKKANAR"
     gene            complement(4550960..4553686)
                     /locus_tag="YPA_4042"
     CDS             complement(4550960..4553686)
                     /locus_tag="YPA_4042"
                     /codon_start=1
                     /transl_table=11
                     /product="putative cation-transporting P-type ATPase"
                     /protein_id="ABG16003.1"
                     /db_xref="InterPro:IPR000695"
                     /db_xref="InterPro:IPR001757"
                     /translation="MQNSSNPKSASPPPEGKAWYQLTVEESLQHLNSREEGLSQKEAQ
                     ERLAQYGPNALPARKTKHPLLQFLAHFNDVLIYILLAAALVKGLMGHSVDTIIILCVA
                     VINALIGFIQENKAEKSLKSIQNMLSSKAVVIRDGKAQTIDAQNLVPGDIVTLRPGDK
                     IPTDLRLLEAHNLQIEEAILTGESTVVEKQIGVIENESVIGDRKNLLFSGTTISAGTA
                     KGVVIASGGDTELGHINQMMATVESTRTPLLQQMDRLGKAIFILILVMMAILFVFAFI
                     LRDLPVDELLLALISLAVASVPEGLPAIISIILSLGVQAMARNRAIIRKLPTVETLGA
                     MTVVCSDKTGTLTMNEMTVKAVILADHCYRVEGESYEPVGNIYPEGREQQAELDTNKA
                     LKTFITAVNLCNDSQIQQNEQGHWTITGGPTEGALKVLAAKSGIKLDHVTQHGKIPFD
                     SAYKYMATSHQVQSDNSIFLTGAPDVLFTFCQQELTDSGVAPFRRDYWEAEMARYAKQ
                     GLRMVAAAFRPTDQPVNELDHKDIQQGMVFVGIAGMMDPPRPEAIDAIATCQQAGIRV
                     KMITGDHQETAMAIGAMLGIGNGTDSITGSQLEHMDDQQLAEAAVRYDIFARTSPEHK
                     LRLVKALQEKGEIVGMTGDGVNDAPALKQADVGIAMGIKGTEVTKEAADMVLSDDNFA
                     TIASAVEEGRRVYDNLKKTILFVLPTNLAQGLLIIFAILAGAVIPLTPLQILWMNMAT
                     STTLSFGLAFEPAEKGIMRRKPRDPSRHVLDGHAIWRIGFVGTLIACSAFALEAYLEP
                     RGYSTEFIRTVLMQTLVTAQWIYMFNCRVMDRFPLNKEVFVNKGLWLVSGVLVLLQLA
                     IIYLPFMNTAFGTAPLPAYYWGITLLVAIAIFIIVEIEKWVIGRFKGMNNPV"
     gene            4554256..4556175
                     /locus_tag="YPA_4043"
     CDS             4554256..4556175
                     /locus_tag="YPA_4043"
                     /codon_start=1
                     /transl_table=11
                     /product="putative soluble lytic murein transglycosylase"
                     /protein_id="ABG16004.1"
                     /db_xref="InterPro:IPR000189"
                     /db_xref="InterPro:IPR000712"
                     /translation="MGKWRYLAIGVCLMTTSGVTFADSLDAQRQRYQQVKLAWDSNQM
                     DTVAQLMPTLRDYPLYPYLEYRQLTQDLSQVSTAQVKDFLNRHPTLPPAKSLPSRFVN
                     ELARREDWRGLLTFSPTAPKPVAARCNYYYAKWATGEQSVAWEGASEIWLNGQSLPGS
                     CDKLFSVWQQAGHQTPLATLARMKLALKEGNASLVSYLLKQLPADYQTMGTALAKLQS
                     DPSSVESFARTVGPTDFTRSATTIAFTRLARQDVENARLMIPSLVRLQKMSDSEKLEL
                     EEAVAWRLMGNDATYEQAKWRDQVALRSHSTSLLERRIRMSLGSGDRQGLATWLARLP
                     AEAQDKDEWRYWRASLLLEQGKKAEGEAILRSLTKERGFYPMVAAQKLNIPYPIKVQV
                     AAKPDVSLAQRPEIARVRELMYWNMDNQARAEWSYLVASRSKAEQEALARYAFDQKWA
                     DLSVQATIVAKLWDHLEERFPMAWTKEFRQFTEDKGITPSYAMAIARQESAWNPKAQS
                     PVGATGLMQVMPRTAEHTVKRNNIAGYLNSSQLLDPVTNIEIGTYYLEEVYQQFGRNR
                     ILSSAAYNAGPSRVNTWLGNSGGQVDAVAFIESIPFSETRGYVKNVLAYDAFYRHFMN
                     RPAKVLSDAEWQRRY"
     sig_peptide     4554256..4554324
                     /locus_tag="YPA_4043"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 23"
     gene            4556411..4556803
                     /locus_tag="YPA_4044"
     CDS             4556411..4556803
                     /locus_tag="YPA_4044"
                     /codon_start=1
                     /transl_table=11
                     /product="Trp operon repressor"
                     /protein_id="ABG16005.1"
                     /db_xref="InterPro:IPR000831"
                     /translation="MTKQFLTDEKQVSDSLNRQTAGNPYSAADPALSAEDNQHWLSFV
                     ALLQNAITQDLHLPLLQLMLTPDERTALGTRVRIIEELMRGELSQRELKSQLGAGIAT
                     ITRGSNSLKTAPPQLKSWLEAQLLANKR"
     gene            complement(4556800..4557342)
                     /locus_tag="YPA_4045"
     CDS             complement(4556800..4557342)
                     /locus_tag="YPA_4045"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16006.1"
                     /db_xref="InterPro:IPR002786"
                     /translation="MYHVIAATTNPAKINAITLAFDDVYGPGQYRIEGVNVDSGVPLQ
                     PIGSTETRIGARQRVKNARQVRPEADFWVGIEAGIEDNMTFAWMVVEHLQARGESRSA
                     SLMLPDIILQGIRQGRELGDEMAVLSGISNVKQQGGAIGIFTQGKLTRTSVYHQALLL
                     ALVPFHNEIYQRPSPSKPAI"
     gene            4557436..4558083
                     /locus_tag="YPA_4046"
     CDS             4557436..4558083
                     /locus_tag="YPA_4046"
                     /EC_number="5.4.2.1"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphoglycerate mutase"
                     /protein_id="ABG16007.1"
                     /db_xref="InterPro:IPR001345"
                     /translation="MLQVYLVRHGETLWNAARRIQGQSDSPLTEIGIRQAHLVAQRVR
                     NQGITHIISSDLGRTQQTAKIIADACGLTMVTDPRLRELNMGVLENRPIDSLTPEEEQ
                     WRKQMVNGTEGARIPEGESMTELGRRMHAALDSCLELPAGSKPLLVSHGMALGCLLST
                     LLGLPAHAERRLRLRNCSLSRVDYQESPWLASGWVIESAGDTAHLDMPALDELQR"
     gene            complement(4558080..4558946)
                     /locus_tag="YPA_4047"
     CDS             complement(4558080..4558946)
                     /locus_tag="YPA_4047"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG16008.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MDQASIIRDLLSWLESHLDQPLALDNVAAKAGYSKWHLQRMFKD
                     VTGNAIGAYIRARRLSKAAVALRLTSRPILDIALQYRFDSQQTFTRAFKKQFAQTPAL
                     YRRAEDWHSSGICPPIRLGTYTLPQPEFITLPEQHLVGITQSYSCTLEQISTHRAELR
                     LHFWQQYLGDADQLPPVLYGLHHSRPNPEKDDEQEIFYTTAIEPQHIPCNVPEGQPVI
                     LQGGEYVQFSYDGPLDGLQNFILTLYGTILPQLALIRRRGYDIERFYPQGRPKDGPPA
                     TLKCDYFIPIRR"
     gene            4559172..4559639
                     /locus_tag="YPA_4048"
     CDS             4559172..4559639
                     /locus_tag="YPA_4048"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16009.1"
                     /translation="MKKSWIFLGCLLSLGAITAQAEEIGSVDTVFKLLGPDHKIVIEA
                     FDDPDVKNVTCYISRAKTGGIKGGLGLAEDTADAAISCQQVGPIELSDKIKNKKSEGA
                     VVFQKRTSLVFKKLQVVRFYDPKRNSLVYLTYSDRIVDGSPKNAISAVPIMPW"
     sig_peptide     4559172..4559237
                     /locus_tag="YPA_4048"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 22"
     gene            complement(4559813..4560529)
                     /locus_tag="YPA_4049"
     CDS             complement(4559813..4560529)
                     /locus_tag="YPA_4049"
                     /codon_start=1
                     /transl_table=11
                     /product="aerobic respiration control protein"
                     /protein_id="ABG16010.1"
                     /db_xref="InterPro:IPR001789"
                     /db_xref="InterPro:IPR001867"
                     /translation="MQTPHILIVEDEIVTRNTLKSIFEAEGYVVYEANDGAEMHHILS
                     ENDINLVIMDINLPGKNGLLLARELREQASVALMFLTGRDNEVDKILGLEIGADDYIT
                     KPFNPRELTIRARNLLSRTMNLSSVGEERRLVESYKFNGWELDINSRSLVSPTGEHYK
                     LPRSEFRAMLHFCENPGKIQSRGELLKKMTGRELKPHDRTVDVTIRRIRKHFESTPDT
                     PEIIATIHGEGYRFCGDLEE"
     gene            complement(4560628..4560801)
                     /locus_tag="YPA_4050"
     CDS             complement(4560628..4560801)
                     /locus_tag="YPA_4050"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG16011.1"
                     /translation="MLGGKFGSHCYIAVNKVRICAAFVTFGAVGSNTLTKLAMLLTLM
                     ESASRTRLRTLVM"
     gene            4561633..4564092
                     /locus_tag="YPA_4051"
     CDS             4561633..4564092
                     /locus_tag="YPA_4051"
                     /EC_number="2.7.2.4"
                     /EC_number="1.1.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="aspartate kinase / homoserine dehydrogenase"
                     /protein_id="ABG16012.1"
                     /db_xref="InterPro:IPR001341"
                     /db_xref="InterPro:IPR001342"
                     /translation="MRVLKFGGTSVANAERFMRVADIIESNARQGQVATVLSAPAKIT
                     NHLVAMIDKMVAGQDISPNISDAERIFAELLRGLADTQPGFDYDRLKALVGHEFAQLK
                     HLLHGISLLGQCPDSINASIICRGEKLSIAIMEALFQAKGYHVTVINPVEKLLAQGHY
                     LESTVDITESTRRIGASGIPSDHIILMAGFTAGNDKGELVVLGRNGSDYSAAVLAACL
                     RADCCEIWTDVDGVYTCDPRTVPDARLLKSMSYQEAMELSYFGAKVLHPRTIAPIARF
                     QIPCLIKNTSNPQAPGTLIGGESIDEDSPVKGITNLNNMAMINVSGPGMKGMVGMAAR
                     VFAVMSRSGISVVLITQSSSEYSISFCVPQGELLRARRALEDEFYLELKDGVLDPLDV
                     MEHLAIISVVGDGMRTLRGISARFFSALARANINIIAIAQGSSERSISVVVNNDAVTT
                     GVRVCHQMLFNTDQVIEVFVIGVGGVGGALIEQIYRQQPWLKQRHIDLRVCGIANSKA
                     MLTNVHGIALDNWRQELAEVQEPFNLSRLIRLVKEYHLLNPVIVDCTSSQAVADQYAD
                     FLTDGFHVVTPNKKANTSSMNYYRQMRAAATKSCRKFLYDTNVGAGLPVIENLQNLLN
                     AGDELMRFTGILSGSLSFIFGKLDEGMSLSEATRQAKALGYTEPDPRDDLSGMDVARK
                     LLILAREAGYKLELADIEVESVLPASFDASGDVDTFLARLPSLDAEFTRLVANAAEQG
                     KVLRYVGVIEDGRCKVRMEAVDGNDPLYKVKNGENALAFYTRYYQPIPLVLRGYGAGN
                     DVTAAGVFADLLRTLSWKLGV"
     gene            4564095..4565024
                     /locus_tag="YPA_4052"
     CDS             4564095..4565024
                     /locus_tag="YPA_4052"
                     /EC_number="2.7.1.39"
                     /codon_start=1
                     /transl_table=11
                     /product="homoserine kinase"
                     /protein_id="ABG16013.1"
                     /db_xref="InterPro:IPR000870"
                     /db_xref="InterPro:IPR001174"
                     /db_xref="InterPro:IPR006203"
                     /translation="MVKIYAPASIGNVSVGFDVLGAAVSPIDGTLLGDCVSVTAAERF
                     SLHNEGRFVSKLPDDPKQNIVYQCWERFCQEMGKEIPVAMVLEKNMPIGSGLGSSACS
                     VVAGLMAMNEFCGQPLDKVTLLGMMGELEGRVSGSIHFDNVAPCYLGGMQLILEQEGY
                     ISQDVPGFSDWLWVMAYPGIKVSTAEARAILPAQYRRQDCITHGRNLAGFIHACHTQQ
                     PDLAAKMMKDVIAEPYRTQLLPGFAAARQAAQDIGALACGISGSGPTLFAVCNDQATA
                     QRMAGWLQNHYLQNDEGFVHICRLDTAGARLLG"
     gene            4565028..4566317
                     /locus_tag="YPA_4053"
     CDS             4565028..4566317
                     /locus_tag="YPA_4053"
                     /EC_number="4.2.3.1"
                     /codon_start=1
                     /transl_table=11
                     /product="L-threonine synthase"
                     /protein_id="ABG16014.1"
                     /db_xref="InterPro:IPR000634"
                     /db_xref="InterPro:IPR004450"
                     /translation="MKLYNLKDHNEQVSFAQAIKQGLGKQQGLFFPLELPEFELTEID
                     KLLDLDFVTRSSRILSAFIGSEIAPDVLTKRVQAAFEFPAPVAQVENDIAVLELFHGP
                     TLAFKDFGARFMAQMLAEVAGDQPVTILTATSGDTGAAVAHAFYGLKNVRVVILYPRG
                     KISPLQEKLFCTLGGNIHTVAIDGDFDACQALVKQAFDDEELKTALSLNSANSINISR
                     LLAQICYYFEAVAQLPQEARNQLVISVPSGNFGDLTAGLLAKSLGLPVKRFIAATNAN
                     DTVPRFLVNGQWQPKPTVATLSNAMDVSQPNNWPRVEELYRRKIWQLKDLGHGAVSDK
                     TTKDTMRELAGLGYISEPHAAIAYRVLRDQLQDGEFGLFIGTAHPAKFKESVEAILGQ
                     ELPLPKPLAVRAQLPLLSHDLPADFAQMRAFLMALPK"
     gene            complement(4567134..4567913)
                     /locus_tag="YPA_4054"
     CDS             complement(4567134..4567913)
                     /locus_tag="YPA_4054"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16015.1"
                     /translation="MMLIIISPAKTLDYQSPLATTKFSQPEMLDKSQALIEICRELTP
                     AQISSLMGISDKLAGLNAARFSEWQPDFTPANARQAILAFKGDVYTGMQAESFSEADF
                     DFAQQHLRMLSGLYGLLRPLDLMQPYRLEMGTKLANPRGKDLYAFWGDQITEKLNQAL
                     ELQGDNILINLASDEYFKAVKPAKLSGSLIKPVFLDEKNGKYKIISFYAKKARGLMSR
                     FIIQNKLTKPEQLVDFNLEGYEFDAGLSAKNELVFKRAEQH"
     gene            4568193..4568285
                     /locus_tag="YPA_4055"
     CDS             4568193..4568285
                     /locus_tag="YPA_4055"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG16016.1"
                     /translation="MDEFAINLLVFGRFNQRKRLRAENDKIGFF"
     gene            4568426..4569394
                     /locus_tag="YPA_4056"
     CDS             4568426..4569394
                     /locus_tag="YPA_4056"
                     /EC_number="2.2.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="transaldolase"
                     /protein_id="ABG16017.1"
                     /db_xref="InterPro:IPR001585"
                     /db_xref="InterPro:IPR004730"
                     /translation="MRNDNMTDKLTSLRQITTVVADTGDIAAMKLYQPQDATTNPSII
                     LNAAQIPEYRKLIDEAIAWAREQSSDHAQQIVDATDKLAVNIGLEILKLIPGRISTEV
                     DARLSYDTVASVAKAKRLIKLYNEAGISNDRILIKLASTWQGIRAAEQLEKEGINCNL
                     TLLFSFAQARACAEAGVFLISPFVGRILDWYKANGDQKEFAPSEDPGVVSVTEIYQYY
                     KKHGYKTVVMGASFRNLGEIIELAGCDRLTIAPSLLKELAESEGPVERKLAYTGEIQA
                     KPAPLTEAEFYWQHNQDPMAVDKLADGIRKFAIDQGKLEKMISDLL"
     gene            4569438..4569596
                     /locus_tag="YPA_4057"
     CDS             4569438..4569596
                     /locus_tag="YPA_4057"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG16018.1"
                     /translation="MAQATFFIADLLVQVVYEASKNRLNTAMLALMRYFYPCCGLSFY
                     LCNVIAEE"
     gene            4569682..4570269
                     /locus_tag="YPA_4058"
     CDS             4569682..4570269
                     /locus_tag="YPA_4058"
                     /codon_start=1
                     /transl_table=11
                     /product="molybdopterin adenylyltransferase"
                     /protein_id="ABG16019.1"
                     /db_xref="InterPro:IPR001453"
                     /db_xref="InterPro:IPR008284"
                     /translation="MNILRIGLVSVSDRASSGIYQDKGIPALEEWLTSALTTPFEVET
                     RLIPDEQSLIEQTLCELVDEMGCHLVLTTGGTGPARRDVTPDATLAIADRQMPGFGEQ
                     MRQISLHYVPTAILSRQVGVIRKQALIINLPGQPKSIKETLEGVKDAQSNVVVAGIFA
                     SVPYCIQLLDGPYIETNTDVVVAFRPKSAIIDIKD"
     gene            4570397..4571785
                     /locus_tag="YPA_4059"
     CDS             4570397..4571785
                     /locus_tag="YPA_4059"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transport protein"
                     /protein_id="ABG16020.1"
                     /db_xref="InterPro:IPR007114"
                     /translation="MSQDHNSSQVGSSQIDSSQHHVDQQHNHNRRLNKQDYKTLTLAA
                     LGGALEFYDFIIFVFFAAVIGDLFFPADMPEWLRQVQTFGIFAAGYLARPLGGIIMAH
                     FGDLVGRKKMFTLSILLMALPTLAIGMLPTYATIGITAPLLLLLMRVLQGAAIGGEVP
                     GAWVFVAEHVPRKRIGIACGTLTAGLTAGILLGSLVATVMNTTLGHQAILEGGWRIPF
                     FLGGIFGLFAMYLRRWLQETPIFKEMQARKTLAEELPLKSVVVNHKKEVVVSMLLTWL
                     LSAGIVVVILMTPTYLQKQFNVPPELALQANSLAIIALVIGCVVAGLAIDRFGASKTF
                     IVGSLMLAMSTWSFYHTNLTNPSQLFPHYMLAGFCVGIVGAVPYVMVRAFPAEVRFTG
                     ISFSYNVAYAIFGGLTPILVTLWMKSSAMAPAYYMLVLSLVGLLLGIYLRNDINSEVK
                     VQMPKRVMNGVN"
     gene            complement(4571855..4574302)
                     /locus_tag="YPA_4060"
     CDS             complement(4571855..4574302)
                     /locus_tag="YPA_4060"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16021.1"
                     /db_xref="InterPro:IPR001064"
                     /translation="MKKTNKLLISIVSAISFSAYSNDINDAKVCFYELENFSGESFCA
                     YEGESQSTINNDFDKKIKSISIPPGMVITLYDGIDFTGKKKKLKNDVNLDGMKSFGLY
                     NKISSYHIDPAVCFYTEDNFQGDSTCLAASQHIDLYSDAEGFANSNRTVLPIHNDSIQ
                     SIKVPLGMMTTIYKNDQFNAPFFELTENINLETLKTLAMDNQLTSLKASEKKGLYCDQ
                     KCIILEKHEINLPEVFGEYWHDSRLVNKQVILSFNSQENGINDDYKINLTNGPSVRIL
                     KNEIIFSDYNMITKFSFDRIDKFDKLSFILQIEKDIVQVQYIQTLDDQLIDLSPIISF
                     KWTHMIDDTPTLTIKNKNTDKPLILNKSIITADTGDQNWEKRDIENTSQIICAFTPFL
                     NLYNYIVQGTCRQLDGIIFKADQYFNSNTKGKTLHIAGKSFPLKPDLLTELNNDGLHE
                     NKMLLTYIDNVNNNQSLSLPAVAKTCMVSIHSILSTRQTRQIRPACIDWTLEIMTDFT
                     LLFGSSLRTWNTEYFGRIIQSIITTGNTGVAVENTEIEKRLSHAVKKAIMSQSIDSTL
                     DHIKTAFDYAQLNYFDYSLFYVSEDTPSQVEQLPLGIYELLLPSFIYRPIPPIIIENS
                     ERVEQHELAFEIEILPSLFPEDARPSDTEIEHARELRQKISETIAQWGQQYQGAHAID
                     DVDQEVNADENAALSQLLHAGHIVTGIIHRRLILNRPGEIYVVVKLRGEIIAIVLADR
                     FNNRDEVELVASATLPDYVLSPDSEGTVRGAGTAAVYELARYLQQQGAKTLFSETISQ
                     PSARVKQKVGFTFKSEF"
     sig_peptide     complement(4574237..4574302)
                     /locus_tag="YPA_4060"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.999 at
                     residue 22"
     gene            complement(4574591..4575202)
                     /locus_tag="YPA_4061"
     CDS             complement(4574591..4575202)
                     /locus_tag="YPA_4061"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG16022.1"
                     /db_xref="InterPro:IPR000791"
                     /translation="MNTIKLANPGPLGLMGFGMTTVLLNLHNAGFFPLSSVILSMGIF
                     YGGLAQILAGLLEYKKGNTFAATAFTSYGAFWLSLVGLLMLPKMGLADATDAQFLGVY
                     LGLWGIFTLFMFIGTLPANRALQFVFGSLTILFALLAVGNFTDNHTLLMFAGFEGIIC
                     GASAIYLAMAEVLNEQYGRTILPIGEPLPIGEPSQTLETQAVM"
     gene            4575576..4577486
                     /locus_tag="YPA_4062"
     CDS             4575576..4577486
                     /locus_tag="YPA_4062"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperone protein DnaK"
                     /protein_id="ABG16023.1"
                     /db_xref="InterPro:IPR001023"
                     /db_xref="InterPro:IPR002876"
                     /translation="MGKIIGIDLGTTNSCVAIMDGTKARVLENSEGDRTTPSIIAYTQ
                     DGETLVGQPAKRQAVTNPQNTLFAIKRLIGRRFQDEEAQRDKDIMPYKIIAADNGDAW
                     LEVKGQKMAPPQISAEVLKKMKKTAEDYLGEPVTEAVITVPAYFNDAQRQATKDAGRI
                     AGLEVKRIINEPTAAALAYGLDKEVGNRTIAVYDLGGGTFDISIIEIDEVDGEKTFEV
                     LATNGDTHLGGEDFDSRLINYLVEEFKKDQGMDLRTDPLAMQRLKEAAEKAKIELSSA
                     QQTDVNLPYITADGSGPKHMNIKVTRAKLESLVEDLVNRSIEPLKVALQDAGLSVSDI
                     QDVILVGGQTRMPMVQKKVADFFGKEPRKDVNPDEAVAIGAAVQGGVLSGEVKDVLLL
                     DVTPLSLGIETMGGVMTPLITKNTTIPTKHSQVFSTAEDNQSAVTIHVLQGERKRAQD
                     NKSLGQFNLDGIQPAPRGMAQIEVTFDIDADGILHVSAKDKNTGREQKITIKASSGLN
                     EEEIQKMVRDAEANAEADRKFEELVQTRNQADHLIHGTRKQLEEAGDKLPAEDKTAIE
                     EAMKGLEAALKGEDKAEIEAKTQALVQVSGKLLEMAQQQQAAAGGDAGDTSAKKEDDV
                     VDAEFEEVKDKK"
     gene            4577598..4578737
                     /locus_tag="YPA_4063"
     CDS             4577598..4578737
                     /locus_tag="YPA_4063"
                     /codon_start=1
                     /transl_table=11
                     /product="chaperone protein DnaJ"
                     /protein_id="ABG16024.1"
                     /db_xref="InterPro:IPR001305"
                     /db_xref="InterPro:IPR001623"
                     /db_xref="InterPro:IPR003095"
                     /translation="MAKRDYYEVLGVSRDAEEREIKKAYKRLAMKFHPDRQSEDKNAE
                     EKFKEAKEAYEILTDAQKRAAYDQYGHAAFEQGGMGGGGFGGGGGGADFSDIFGDVFG
                     DIFGGGRRQQRASRGSDLRYNMDLTLEEAVRGVTKEIRIPTLDECDVCHGSGAKPGSS
                     PVTCPTCHGAGQVQMRQGFFTVQQACPHCHGRGQIIKDPCNKCHGHGRVEKSKTLSVK
                     IPAGVDTGDRIRLSGEGEAGEHGAPSGDLYVQVQVKAHPIFEREGNNLYCEVPINFAM
                     AALGGEIEVPTLDGRVKLKIPAETQTGKMFRMRGKGVKSVRGGSQGDLLCRVVVETPV
                     SLSEKQKQLLRELEESFVGAAGEKNSPRAKSFLDGVKKFFDDLTR"
     gene            4578980..4580164
                     /locus_tag="YPA_4064"
     CDS             4578980..4580164
                     /locus_tag="YPA_4064"
                     /codon_start=1
                     /transl_table=11
                     /product="sodium-proton antiporter"
                     /protein_id="ABG16025.1"
                     /db_xref="InterPro:IPR004670"
                     /translation="MTNIIRQFLRQEAAGGLILIIAAAIALLMANSALQGVYQSFLDI
                     PVSIKIASLDISKPLLLWINDGLMAVFFLMIGLEVKRELMEGSLAGRDKAVFPAIAAL
                     GGMLAPALIYLLFNGADEVTRQGWAIPAATDIAFALGVMALLGNRVPTGLKVFLLALA
                     IIDDLGVIIIIALFYTQQVSLQSLGIAAAAIALLAYMNWRGVGKTSAYLLVGLVLWVC
                     ILKSGVHATLAGVIVGFMIPLHTQDQRSPSESLEHGLHPWVAYLILPLFAFANAGVSL
                     QGVSLSGLTSLLPMGIATGLFIGKPLGIFTFSWLAVKLGIAKLPDAINFKQIFAVSVL
                     CGIGFTMSIFIASLAFEGTDIALTTYSKLGILLGSTTAAVVGYSLLRLVLPARRKAVN
                     VR"
     sig_peptide     4578980..4579087
                     /locus_tag="YPA_4064"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.994) with cleavage site probability 0.429 at
                     residue 36"
     gene            4580294..4581193
                     /locus_tag="YPA_4065"
     CDS             4580294..4581193
                     /locus_tag="YPA_4065"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional activator protein NhaR"
                     /protein_id="ABG16026.1"
                     /db_xref="InterPro:IPR000847"
                     /translation="MRMSHINFNHLYYFWQVCKEGSVVGAAEALFLTPQTITGQIKAL
                     EGRLGGKLFKRRGRGLVPSELGQLVFRYADKMFMLSQEMLDIVNYRKESHLLFDVGVA
                     DALSKRLVSQVLETAVVEHEKIHLRCFESTHEMLLEQLSQHKLDMILSDCPVDSSQQE
                     GLFSVKLGECSVSFYCRQPVPDLPFPASLQQKRLLIPGRRSMLGRKLLNWINSKGLKV
                     EVLGEFDDAALMNAFAVYHDAIFVAPTIYAADTYANDSEIIEIGRLDNVQEEYYVIFA
                     ERMIQHPAVQRVCNKDFSALFNC"
     gene            complement(4581324..4581587)
                     /locus_tag="YPA_4066"
     CDS             complement(4581324..4581587)
                     /locus_tag="YPA_4066"
                     /codon_start=1
                     /transl_table=11
                     /product="SSU ribosomal protein S20P"
                     /protein_id="ABG16027.1"
                     /db_xref="InterPro:IPR002583"
                     /db_xref="InterPro:IPR010013"
                     /translation="MANIKSAKKRAVQSEKRRKHNASRRSMVRTFIKKVYAAIAAGDK
                     DAAQKAFNEMQPIVDRQSCKGLIHKNKAARHKSNLVAQINAMQ"
     gene            4582002..4582940
                     /locus_tag="YPA_4067"
     CDS             4582002..4582940
                     /locus_tag="YPA_4067"
                     /EC_number="2.7.7.2"
                     /EC_number="2.7.1.26"
                     /codon_start=1
                     /transl_table=11
                     /product="FMN adenylyltransferase / riboflavin kinase"
                     /protein_id="ABG16028.1"
                     /db_xref="InterPro:IPR002606"
                     /translation="MELIRGIHNIRARHHGCVLTIGNFDGVHRGHQALLEQLKREGQR
                     LGLPVMVMIFEPQPLELFAADKAPARLTRLRDKAKYLAQAGVDYLLCVKFDPRFAANT
                     AQAFVAQLLVEKLGVKFLTVGDDFRFGAGRQGDFQLLQQAGAEFGFDVISTDSFCDGG
                     LRISSTAIRQALHDDDLVLAETLLGHPYSISGRVVHGDELGRTIGFPTANLPLKRLVA
                     PVKGVYAVDVYGLGSTPLYGVANIGTRPTVAGVRQQLEVHLLDVTMDLYGCHIDVVLR
                     AKLRNEQRFASLEALKQQIANDVVTARTFFGLKTPV"
     gene            4582972..4585788
                     /locus_tag="YPA_4068"
     CDS             4582972..4585788
                     /locus_tag="YPA_4068"
                     /EC_number="6.1.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="Isoleucyl-tRNA synthetase"
                     /protein_id="ABG16029.1"
                     /db_xref="InterPro:IPR001412"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="InterPro:IPR002301"
                     /translation="MSDYKNTLNLPETGFPMRGDLAKREPDMLKRWYEQDLYGIIRAA
                     KKGKKTFILHDGPPYANGNIHIGHSVNKILKDIIVKSKGMAGYDSPYIPGWDCHGLPI
                     ELKVEQLIGKPGEKVSAAEFRTACRKYAAEQVEGQKKDFIRLGVLGDWDHPYLTMDFK
                     TEANIIRALSKIIDNGHLHKGAKPVHWCTDCGSSLAEAEVEYYDKTSQSIDVRFNAVD
                     TATVAAKFGVSAVNGPISLVIWTTTPWTLPANRAISLNAEYLYQLVQVEGECLILAAD
                     LVESVMKRAGITQWAVLGSCTGSDLELLRFTHPFMGFDVPAILGDHVTLDAGTGAVHT
                     APGHGPDDFVIGQKYGLEVANPVGPNGCYLAGTYPTLDGLFVFKANDVVVELLREKGA
                     LLHVEKLLHSYPCCWRHKTPIIFRATPQWFISMDQKGLRKQSLQEIKGVQWIPDWGQA
                     RIETMVANRPDWCISRQRTWGVPMSLFVHKETEQLHPRSIELMEEVAKRVEQDGIQAW
                     WDLDPAEILGADAADYVKVPDTLDVWFDSGSTHSSVVDVRPEFGGHSPDMYLEGSDQH
                     RGWFMSSLMIATAMKGKAPYRQVLTHGFTVDGQGRKMSKSIGNTISPQDVMNKLGGDI
                     LRLWVASTDYTGEIAVSDEILKRSADSYRRIRNTARFLLANLNGFDPAQHQVKPEEMV
                     VVDRWAVGRAQAAQAEIMEAYENYDFHLVVQRLMQFCSVEMGSFYLDIIKDRQYTAKG
                     DGIARRSCQTALFHIAEALVRWMAPIMSFTADEIWNHLPGERQQYVFTEEWYDGLFGL
                     AGNESMNDTFWAELLKVRGEVNKVLEQARSDKRIGGSLEAAVTLYAEPELAARLNSLQ
                     DELRFVLLTSAAKVAAYADAGNDAQQSELIAGLKITFNKADGEKCPRCWHYTQDVGLV
                     AEHAELCGRCVTNVAGDGEERKFA"
     gene            4585788..4586297
                     /locus_tag="YPA_4069"
     CDS             4585788..4586297
                     /locus_tag="YPA_4069"
                     /EC_number="3.4.23.36"
                     /codon_start=1
                     /transl_table=11
                     /product="signal peptidase II. Aspartic peptidase. MEROPS
                     family A08"
                     /protein_id="ABG16030.1"
                     /db_xref="InterPro:IPR001872"
                     /translation="MNKPICSTGLRWLWLAVVVVILDISSKQWVMAHFALYESVPLIP
                     FFNLTYAQNFGAAFSFLADKSGWQRWFFAGIAIGISVVLMVMMYRSTAKQRLINCAYA
                     LIIGGALGNLYDRLVHGAVNDFLDFYINNWHFPTFNLADVAICIGAALVIFEGFLSPV
                     EKNAVNNDE"
     gene            4586290..4586823
                     /locus_tag="YPA_4070"
     CDS             4586290..4586823
                     /locus_tag="YPA_4070"
                     /codon_start=1
                     /transl_table=11
                     /product="FKBP-type peptidyl-prolyl cis-trans isomerase"
                     /protein_id="ABG16031.1"
                     /db_xref="InterPro:IPR001179"
                     /translation="MSDMSEFVQDTESVQNTGTVKTTTAVQNNGAVLVHFTLKLEDGS
                     TAESTRTHGKPALFRLGDNSLSDALEQQLLGLTVGDKHAFTLRPEDAFGVENPDLIQY
                     FTPRDFAETGVPDAGTIMLFSSRDGSEMPGVVREVAEESITVDFNHPLAGHSVSFELE
                     ILEIDPQQEVVYADIAG"
     gene            4586804..4587757
                     /locus_tag="YPA_4071"
     CDS             4586804..4587757
                     /locus_tag="YPA_4071"
                     /EC_number="1.17.1.2"
                     /codon_start=1
                     /transl_table=11
                     /product="4-hydroxy-3-methylbut-2-enyl diphosphate
                     reductase"
                     /protein_id="ABG16032.1"
                     /db_xref="InterPro:IPR003451"
                     /translation="MQILLANPRGFCAGVDRAISIVERAIEMYGAPIYVRHEVVHNRY
                     VVESLCERGAIFIEEISEVPDGSILIFSAHGVSQAVRAEARSRNLTMLFDATCPLVTK
                     VHMEVARASRKGKEAILIGHAGHPEVEGTMGQYSNPNGGMYLVESPDDVWQLNVKDEN
                     NLCFMTQTTLSVDDTSAVIDALNTRFPKIVGPRKDDICYATTNRQEAVRNLANDADIV
                     LVVGSKNSSNSNRLAELVQRMGKPAYLIDSAADIQEFWLQGAKCIGVTAGASAPDILV
                     QQVIARLKDLGAGESIELSGREENIVFEVPKELRVEVKQID"
     gene            4588139..4588597
                     /locus_tag="YPA_4072"
     CDS             4588139..4588597
                     /locus_tag="YPA_4072"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG16033.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAEYCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            4589050..4589871
                     /locus_tag="YPA_4073"
     CDS             4589050..4589871
                     /locus_tag="YPA_4073"
                     /EC_number="1.17.1.8"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrodipicolinate reductase"
                     /protein_id="ABG16034.1"
                     /db_xref="InterPro:IPR000846"
                     /db_xref="InterPro:IPR011770"
                     /translation="MTDSTIRIAIVGAGGRMGRQLIQAVTQMEGVVLGAAIERKGSTL
                     VGSDAGELAGVGLLNVIVGDDLSQLTDNFDVLIDFTRPEGTLEHLAICRQHRKAMVIG
                     TTGFDEAGKAAISEAAADIGIVFAANFSVGVNVVLKLLEKAAKVMGDYTDIEIIEAHH
                     RHKVDAPSGTALAMGEAIADAMGRSLKDCAVYSREGYTGERKPGTIGFATVRAGDIVG
                     EHTAMFADIGERVEITHKATSRMTFAHGAVKSAIWLGKHDNGLFDMRDVLNLNEL"
     gene            4590344..4591519
                     /locus_tag="YPA_4074"
     CDS             4590344..4591519
                     /locus_tag="YPA_4074"
                     /codon_start=1
                     /transl_table=11
                     /product="carbamoyl-phosphate synthase small subunit"
                     /protein_id="ABG16035.1"
                     /db_xref="InterPro:IPR000991"
                     /db_xref="InterPro:IPR001317"
                     /db_xref="InterPro:IPR006220"
                     /db_xref="InterPro:IPR006274"
                     /db_xref="InterPro:IPR011702"
                     /translation="MIKSALLVLEDGTQFHGRAIGAEGTAVGEVVFNTSMTGYQEILT
                     DPSYSRQIVTLTYPHIGNVGTNASDEESSAVHAQGLVIRDLPLIASNYRNEEGLSEYL
                     KRHNIVAIADIDTRKLTRLLREKGAQNGCIIVGELSDAALALEKAKAFPGLKGMDLAK
                     EVTTKEMYQWLQGSWTLEGDLPAAKQPEDLPFHVVAYDYGVKRNILRMLVDRGCRLTV
                     VPAQTPAEDVLKLNPDGIFLSNGPGDPEPCDYAITAIKRFLETDIPVFGICLGHQLLA
                     LASGAKTVKMKFGHHGGNHPVKDLDASCVMITAQNHGFAVDETSLPSNLRTTHVSLFD
                     GSLQGLHRTDKAAFSFQGHPEASPGPHDAAPLFDHFIELIEAYRASSVSLNCSNSHK"
     gene            4591535..4594768
                     /locus_tag="YPA_4075"
     CDS             4591535..4594768
                     /locus_tag="YPA_4075"
                     /codon_start=1
                     /transl_table=11
                     /product="carbamoyl-phosphate synthase large subunit"
                     /protein_id="ABG16036.1"
                     /db_xref="InterPro:IPR005479"
                     /db_xref="InterPro:IPR005483"
                     /db_xref="InterPro:IPR006275"
                     /translation="MPKRTDIKSILILGAGPIVIGQACEFDYSGAQACKALREEGYRV
                     ILVNSNLATIMTDPEMADATYIEPIHWEVVRKIIEKERPDAVLPTMGGQTALNCALEL
                     ERQGVLAEFGVTMIGATADAIDKAEDRRRFDIAMKKIGLDTARSGIAHNMEEALAVAA
                     DVGFPCIIRPSFTMGGTGGGIAYNREEFEEICERGLDLSPTKELLIDESLIGWKEYEM
                     EVVRDKNDNCIIVCSIENFDAMGIHTGDSITVAPAQTLTDKEYQIMRNASMAVLREIG
                     VETGGSNVQFSVNPKNGRLIVIEMNPRVSRSSALASKATGFPIAKIAAKLAVGYTLDE
                     LMNDITGGRTPASFEPSIDYVVTKIPRFNFEKFAGANDRLTTQMKSVGEVMAIGRTQQ
                     ESLQKALRGLEVGATGFDPKVSLDDPEALTKIRRELKEAGAERIWYIADAFRAGMSVD
                     GVFNLTNVDRWFLVQIEELVRLEESVAELGINGLTAEFMRHLKRKGFADARLAKLVGA
                     AESEVRKLRYKYGLHPVYKRVDTCAAEFSTDTAYMYSTYEEECESNPTSDRPKVMVLG
                     GGPNRIGQGIEFDYCCVHASLALREDGYETIMVNCNPETVSTDYDTSDRLYFESVTLE
                     DVLEIVRIEKPQGVIVQYGGQTPLKLARELEAAGVPIIGTSPDAIDRAEDRERFQQAV
                     NRLGLKQPANATVATIEQAVEKATGLGYPLVVRPSYVLGGRAMEIVYDEIDLRRYFQN
                     AVSVSNDAPVLLDRFLDDAVEVDVDAICDGERVLIGGIMEHIEQAGVHSGDSACSLPA
                     YTLSKEIQDVMRQQVEKLAFELCVRGLMNVQFAVKNNEVYLIEVNPRAARTVPFVSKA
                     TGMPLAKIAARVMVGQSLAEQGMLEEIIPPYYSVKEVVLPFNKFPGVDPILGPEMRST
                     GEVMGVGRTFAEAFSKAMLGSQSGMKKSGRALLSVREGDKHRVVDLAAKLLKQGFELD
                     ATHGTAVVLGEAGINPRLVNKVHEGRPHIQDRIKNGEYTYIVNTTAGRQAIEDSKLIR
                     RSALQYKVHYDTTLNGGFATAMALNADPTDQVISVQEMHAKIKNMKA"
     sig_peptide     4591535..4591606
                     /locus_tag="YPA_4075"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.643) with cleavage site probability 0.569 at
                     residue 24"
     gene            complement(4594996..4595673)
                     /locus_tag="YPA_4076"
     CDS             complement(4594996..4595673)
                     /locus_tag="YPA_4076"
                     /codon_start=1
                     /transl_table=11
                     /product="putative LysE type translocator"
                     /protein_id="ABG16037.1"
                     /db_xref="InterPro:IPR001123"
                     /translation="MQRMLSGVIIARLLHSHSVIKMLETSLFVATLATLGMISPGPDF
                     FLVIKNAARYRRTAAMTTAVGVILGVATHMSYCVAGLAVVITTTPWLFNLLKYAGACY
                     LIWIGIQALLSRGESKFSIDNTAQHPISLKAAFLQGYLCNLLNPKATLFFLAVFTQIL
                     QIDSGVGEKLWYASIIWILAAIWWPLLVILIQSAPVRRGLAKTQKVVDKVLGGLLIGL
                     GIKVALG"
     gene            4595934..4596734
                     /locus_tag="YPA_4077"
     CDS             4595934..4596734
                     /locus_tag="YPA_4077"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG16038.1"
                     /translation="MSLENVINGDVPHHQQRDITRLCIKCALLLLQHGAESMLVEQLS
                     ARLGMALGMDSVESSISANAVVLTTISQGNCLTSTRKNTDRGINMQVVTEVQHIVILA
                     EHRLLDAKDVEKRFENIKPLRYPRWLVVIMVALSCGCFSKLNGGGWDAFSISFVASGL
                     AMFVRQSLTARHMNPLINFCITAFVATSASGLLMRLPFFEQASSVAMAASVLLLVPGF
                     PLINAVADMFKGHVNTGLARWAMASLLTLSTCIGVVFAMALWGLRGWA"
     gene            4596725..4597186
                     /locus_tag="YPA_4078"
     CDS             4596725..4597186
                     /locus_tag="YPA_4078"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG16039.1"
                     /translation="MGVSLLWALLQDMVLAAIPALGFAMVFNVPVRALRYCALLGAIG
                     HGSRMLMIHFGMNIELASLVASIMIGINWSRWLLAHPKVFTVAAVIPMFPGISAYTAM
                     ISVVEISHLGYSEALMSTMVTNFLKASFIVGALSIGLSLPGLWLYRKRPGV"
     gene            4597336..4597818
                     /locus_tag="YPA_4079"
     CDS             4597336..4597818
                     /locus_tag="YPA_4079"
                     /EC_number="1.5.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="dihydrofolate reductase"
                     /protein_id="ABG16040.1"
                     /db_xref="InterPro:IPR001796"
                     /translation="MIISLIAALAADRVIGMENAMPWHLPADLAWFKRNTLNKPVIMG
                     RKTFESIGRPLPGRLNIVISSQPGTDERVTWAASIEEALAFAGNAEEVMVMGGGRVYK
                     QFLDRANRMYLTHIDAEVGGDTHFPDYEPDEWESVFSEFHDADEANSHSYCFEILERR
                     "
     gene            4598030..4598488
                     /locus_tag="YPA_4080"
     CDS             4598030..4598488
                     /locus_tag="YPA_4080"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for the IS1541 insertion element"
                     /protein_id="ABG16041.1"
                     /db_xref="InterPro:IPR002686"
                     /translation="MRDEKSLAHTRWNCKYHIVFAPKYRRQVFYREKRRAIGSILRKL
                     CEWKNVNILEAECCVDHIHMLLEIPPKMSVSGFMGYLKGKSSLMLYEQFGDLKFKYRN
                     REFWCRGYYVDTVGKNTARIQEYIKHQLEEDKMGEQLSIPYPGSPFTGRK"
     gene            complement(4598592..4598756)
                     /locus_tag="YPA_4081"
     CDS             complement(4598592..4598756)
                     /locus_tag="YPA_4081"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG16042.1"
                     /translation="MLIFFHFTPHGNKIKNIIKTLCKPAIRIYHAERKLKILNNNDVY
                     PLSNKFIFLK"
     gene            4599023..4599244
                     /locus_tag="YPA_4082"
     CDS             4599023..4599244
                     /locus_tag="YPA_4082"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16043.1"
                     /translation="MKVRDNKVLVNKGLYISIVDNPTWIKNTDHVPYTSYTCSADKAE
                     DCSFTRPSDENITEIAPDIPVLLPGVAVE"
     gene            4599371..4599835
                     /locus_tag="YPA_4083"
     CDS             4599371..4599835
                     /locus_tag="YPA_4083"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16044.1"
                     /translation="MKKSMLFLSLMLSAPYIMANELSSCPNKSEINYQQGGYTTPDGK
                     WFGASVGVENSGDVRHFLYVKYIPYNAFNMDIGRLNNCTYALASGSVDMYFYDERALA
                     LEGVFVSLIGHMFWEKTTTSGKESYICTASSVNDCTFTRLDDDVVDDYKNRQ"
     sig_peptide     4599371..4599430
                     /locus_tag="YPA_4083"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 20"
     gene            complement(4599925..4600794)
                     /locus_tag="YPA_4084"
     CDS             complement(4599925..4600794)
                     /locus_tag="YPA_4084"
                     /EC_number="3.6.1.41"
                     /codon_start=1
                     /transl_table=11
                     /product="bis(5'nucleosyl)-tetraphosphatase"
                     /protein_id="ABG16045.1"
                     /db_xref="InterPro:IPR004617"
                     /db_xref="InterPro:IPR004843"
                     /db_xref="InterPro:IPR006186"
                     /translation="MSTYLIGDIHGCLDELLALLAQVNFDPQQDTLWLTGDLVARGPA
                     SLDVLRYVRSLGPAVRMVLGNHDLHLLAVYAGISRNKPKDRITPLLDAPDADELINWL
                     RRQPVLQVDDQLKLIMAHAGITPQWDIETAKMCAREVEAVLSSDSYPLFLDAMYGDMP
                     NNWSPELTGLARLRFSTNALTRMRFCFPNGQLDMICKDTPENAPAPLKPWFDLPRLVD
                     PEYSIIFGHWASLEGKGVPEGIYGLDTGCCWGGDLTLLRWDDKRYFTQRAFKAEAEIN
                     NNNGFAAGEAVQH"
     gene            complement(4600811..4601188)
                     /locus_tag="YPA_4085"
     CDS             complement(4600811..4601188)
                     /locus_tag="YPA_4085"
                     /codon_start=1
                     /transl_table=11
                     /product="ApaG protein"
                     /protein_id="ABG16046.1"
                     /translation="MIEQPRICVQVHSIYVETQSIPEEERFVFAYTVTVRNLGRSNVQ
                     LLGRYWLITNSNGRQTEVQGEGVIGEQPLILPGNEFQYTSGAVLETPLGTMEGHYEMI
                     DHLGQAFRTVIPVFRLAIPALIH"
     gene            complement(4601202..4602020)
                     /locus_tag="YPA_4086"
     CDS             complement(4601202..4602020)
                     /locus_tag="YPA_4086"
                     /EC_number="2.1.1.-"
                     /codon_start=1
                     /transl_table=11
                     /product="dimethyladenosine transferase"
                     /protein_id="ABG16047.1"
                     /db_xref="InterPro:IPR000051"
                     /db_xref="InterPro:IPR001737"
                     /db_xref="InterPro:IPR011530"
                     /translation="MNNRVHQGHFARKRFGQNFLNDQFVIDSIVSAIHPVPGEAVVEI
                     GPGLGALTEPVAARMDHMTVIELDRDLAARLASHPQLKDKLTIHQQDAMKVNFSELSE
                     QAGQPLRVFGNLPYNISTPLMFHLFSYTDAIRDMHFMLQKEVVNRLVAGPNSKTYGRL
                     TVMAQYYCNVIPVLEVPPTAFTPAPKVDSAVVRLIPHVQMPHPVGDVRMLSRITTQAF
                     NQRRKTVRNSLGDLFTSEQLIELGIDPILRAENISVAQYCKLANWLSAQSTPQK"
     gene            complement(4602013..4603017)
                     /locus_tag="YPA_4087"
     CDS             complement(4602013..4603017)
                     /locus_tag="YPA_4087"
                     /EC_number="1.1.1.262"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxal phosphate biosynthetic protein"
                     /protein_id="ABG16048.1"
                     /db_xref="InterPro:IPR005255"
                     /translation="MVVMHNHNNRLVITPGEPAGVGPDLAITLAQQDWPVELVVCADP
                     ALLLARASQLNLPLQLREYQADQPAIAQQAGSLTILPVKTAVNVVPGKLDVGNSHYVV
                     ETLAKACDGAISGEFAALVTGPVQKSIINDAGIPFIGHTEFFADRSHCQRVVMMLATE
                     ELRVALATTHLPLLAVPGAITQASLHEVITILDNDLKTKFGITQPQIYVCGLNPHAGE
                     GGHMGHEEIDTIIPALNTLRQQGINLIGPLPADTLFQPKYLQHADAVLAMYHDQGLPV
                     LKYQGFGRAVNITLGLPFIRTSVDHGTALELAATGTADVGSFITALNLAIKMINNSNE
                     "
     gene            complement(4602992..4604296)
                     /locus_tag="YPA_4088"
     CDS             complement(4602992..4604296)
                     /locus_tag="YPA_4088"
                     /codon_start=1
                     /transl_table=11
                     /product="survival protein SurA precursor (peptidyl-prolyl
                     cis-trans isomerase)"
                     /protein_id="ABG16049.1"
                     /db_xref="InterPro:IPR000297"
                     /translation="MKNWRTLILGLVICANTAFAAPQEVDKVAAVVDNGVVLQSDIDG
                     LLQSVKMNAQQSGLQVPDDSTLRHQILERLIMDNIQLQMAKKMGITITDQALDKAIAD
                     IAAQNRMTLAQMRSRLAADGLSYDTYREQIRKEMLTSEVRNNEVRRRITILPQEVESL
                     AKQMGNQVSGDTELNLSHILIPLPENPTQQQVDQAEDLANKLVADIKGGADFGKLAIA
                     NSADSQALKGGQMGWGKLQELPSLFAERLQSAHKGEIVGPIRSGVGFHILKVNDMRGA
                     DQTISVTEVNARHILLKPSPMMTDEQARAKLEAAAAEIKSGKTSFATIAKEISQDPGS
                     AMQGGELGWASPDIYDPAFRDALMKLKKGEISAPVHSSFGWHLIQLVDTRQVDKTDAA
                     QKERAYRMLFNRKFAEEAQTWMQEQRAAAYVKILDGSNAQPQ"
     sig_peptide     complement(4604234..4604296)
                     /locus_tag="YPA_4088"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 21"
     gene            complement(4604364..4606742)
                     /locus_tag="YPA_4089"
     CDS             complement(4604364..4606742)
                     /locus_tag="YPA_4089"
                     /codon_start=1
                     /transl_table=11
                     /product="organic solvent tolerance protein precursor"
                     /protein_id="ABG16050.1"
                     /db_xref="InterPro:IPR002016"
                     /translation="MMPPDDGTPKPRMKKRFPTLLATLIWTALYSQHTLADLAEQCML
                     GVPTYDQPLVTGDPNQLPVRINADKTEANYPDNALFTGNVIVQQGNSTLTANQVELTQ
                     VQKPGEVIPLRTVTATGDVNYDDPQIKLKGPKGWSNLNTKDTDMDKGKYQMVGRQGRG
                     DADLMKLRDQSRYTILKNGTFTSCLPGDNSWSVVGSEVIHDREEQVVEVWNARFKIGK
                     VPVFYSPYMQLPVGDKRRSGFLIPNAKFTSNNGFEFLLPYYWNIAPNFDATITPHYME
                     RRGLQWQNEFRYLLAPGSGTMALDWLPNDRIYTGPDGTDKNATRWLYYWGHSGVMDQV
                     WRFNINYTRVSDPAYFTDLTSQYGSTTDGYATQIFTAGYANENWNATLSSKQFQVFTA
                     AGNSNAYRAQPQLDMNYYKNDVGPFDMHVYGQAAKFTSVNPTNPEASRFHIEPTVNLP
                     LSNSWGSINTEAKLLATHYQQDIPASFADNASNPKLKDSVNRVLPQFKVDGKVVFDRS
                     MDWATGFTQTLEPRAQYLYVPYRNQDDIYIYDTTLMQSDYSGLFRDRTYSGLDRIASA
                     NQVSTGLTSRIYDDARVERFNVSVGQIYYFSRSRTGNTEAIDNSNATGSLVWAGDTFW
                     RINDQLGLKGGAQYDTRLGSLTLGNAIMEYRKDADRMIQLNYRYASPKYIQAAVPKVY
                     NPDYQQGISQVGTTASWPIADRWAIVGAYYYDTKAKQPASQLVGLQYNTCCWAVNLGY
                     ERKITGWNAQGQTSKYDNKIGFNIELRGLSGGHSLGTAQMLNSGILPYQSAF"
     sig_peptide     complement(4606632..4606742)
                     /locus_tag="YPA_4089"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.652) with cleavage site probability 0.639 at
                     residue 37"
     gene            4606891..4607724
                     /locus_tag="YPA_4090"
     CDS             4606891..4607724
                     /locus_tag="YPA_4090"
                     /codon_start=1
                     /transl_table=11
                     /product="DnaJ-like protein"
                     /protein_id="ABG16051.1"
                     /db_xref="InterPro:IPR001623"
                     /translation="MRYWGKLLGLVLGVMYAPGVVGALLGLLVGHMVDRALGAKRRGF
                     FADQQTRQSLFFRTTFQVMGHLTKAKGRVTEVDIQLASQLMDRMQLHGAARTAAQQAF
                     REGKESHFPLRKALQEFRRVCFGRFDLIRIFLEIQLQAAFADGSLHPNERQVLYVIAE
                     ELGISRGQFDQFLRMFDGGRQFGGHGGWQGQQGGYSQSGYQRASQGPTLEDACKVLGV
                     NSSDDSVAIKRAYRKLMGEHHPDKLVAKGLPPEMMEMAKQKAQEIQAAYDLIKREKGF
                     K"
     sig_peptide     4606891..4606959
                     /locus_tag="YPA_4090"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.940) with cleavage site probability 0.844 at
                     residue 23"
     gene            complement(4608022..4608642)
                     /locus_tag="YPA_4091"
     CDS             complement(4608022..4608642)
                     /locus_tag="YPA_4091"
                     /EC_number="5.4.99.-"
                     /codon_start=1
                     /transl_table=11
                     /product="ribosomal large subunit pseudouridine synthase
                     A"
                     /protein_id="ABG16052.1"
                     /db_xref="InterPro:IPR006145"
                     /db_xref="InterPro:IPR006224"
                     /translation="MIVLYQDKHIMVVNKPSGLLSVPGRAPENKDSVMTRVQNDFPTA
                     ESVHRLDMATSGVIVVALTKAAERELKRQFREREPKKTYIARVWGHLAQDEGLIDLPL
                     ICDWPNRPKQKVCYETGKSAQTEYQVISRDDDGSTRVKLSPITGRSHQLRVHMLAMGH
                     PILGDGFYAHPEAKAMASRLQLHAQQLCITHPEFGTPMHFKCEAEF"
     gene            4608686..4608811
                     /locus_tag="YPA_4092"
     CDS             4608686..4608811
                     /locus_tag="YPA_4092"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16053.1"
                     /translation="MTCALAVFVHSSHLPVVDLKINKLLGIPSVAAFLKLELFWV"
     gene            complement(4609865..4610527)
                     /locus_tag="YPA_4093"
     CDS             complement(4609865..4610527)
                     /locus_tag="YPA_4093"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16054.1"
                     /translation="MKNTLTNGGGIPDDSELIQSELDLNAEKKWGVMKYIDPYNSDPT
                     NVFWSLKLSNRSVRVKLSNTGNVKGGYTWGDMSNLPGVKHQRLLMHDNTLCVKIFSQN
                     GYFQLFIESADALKDDSNLYIYIPLNLESDVFAKNIELLQSIVNHKIEVECKEEQYLG
                     LLKTIDDRKQGFSHRDIASEIFGKELVKNEWSADSWVRAKIRYRIKKANALINYGYLN
                     FL"
     gene            4610953..4611951
                     /locus_tag="YPA_4094"
     CDS             4610953..4611951
                     /locus_tag="YPA_4094"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16055.1"
                     /translation="MDNNMSDIFPQALFGVEYDPAYGEIESILSQLDESADPLSRPHE
                     PPQINWHHISEQANKLLEQCFDLRVMLWFIRANIHIKGISALYDGFMRINAQTQDTDV
                     VIYPQSEEPPLNSGHAAALGWLSTAQCIAELKTARLTEEHPYILQDLITTEALPNGQE
                     RYFVTSSTLFLTVNNYFQQNGLPDLKDQLTKVDMLLEQIESYANQSTESYQLHCEQLR
                     IFLKNNISQLAQLNAPEHDDPETVYQKIDSHESLDTQSFNSNDKSIRSRQEIIMMLDR
                     ILEYFQHYEPSHPAPIFIRRTKEMIGMDFYSIVEEILPEAVITLKQFTGKTNLPFR"
     gene            4611962..4612522
                     /locus_tag="YPA_4095"
     CDS             4611962..4612522
                     /locus_tag="YPA_4095"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16056.1"
                     /translation="MAKDASSQKFIGRNNAPRVQIEYDVEIYGSNKKVELPFVTGVMA
                     DLSGHRAKPLPAVEDRKFLTFDQDNFDARMRAIKPRLKFYVDNTLSEDNELLDIELDF
                     ESMDDFSPGSLARRIPQMEKLLEARTHLAELITYMDGKTSAEEVVKQLLEQPDFLQNL
                     ATDAQGTISKLSQDDDVLVEDDDGEK"
     gene            4612522..4613187
                     /locus_tag="YPA_4096"
     CDS             4612522..4613187
                     /locus_tag="YPA_4096"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG16057.1"
                     /translation="MENMQKAQLNDTPDINVDLAENELDDILKRSFRPRTDEASATVR
                     RAIGTLAAYANKGQVKVNRDVVLTIESLVAEIDEKLSDQMNLILHHKEFQKLESAWRG
                     LSYLVDNTDANETLKIRVLNISQDELGKTLRRYRGSAWDQSPIFKQVYEHEYGQFGGE
                     PFGCMIGDYEFDHSPQSVALLTELAKVAAAAHCPFITSSSPSIMQMNNWRELGNLSTT
                     DEK"
     gene            complement(4613231..4614010)
                     /locus_tag="YPA_4097"
     CDS             complement(4613231..4614010)
                     /locus_tag="YPA_4097"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG16058.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            complement(4614010..4615032)
                     /locus_tag="YPA_4098"
     CDS             complement(4614010..4615032)
                     /locus_tag="YPA_4098"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG16059.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            complement(4615114..4615914)
                     /locus_tag="YPA_4099"
     CDS             complement(4615114..4615914)
                     /locus_tag="YPA_4099"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16060.1"
                     /translation="MIQRLVMLLALFFIYFTAAFCLWAIGTQLADRALQSLLLFPFGL
                     RMGILLQSPRAYWPGILLGDVLLWWLLADQFDDLYQLWVALPLLLLTTLLALFASPWL
                     LRHQQNESEWQWPLMQGGVITVAALIQALGWQIASGQGAMALLLGLVGGFTIAPTCLL
                     LWHYLARQIWLPLEPGLIHKPVNLRLRHILWYLLLFAISIWLQYQVTETDLRLFVPFC
                     LAIPIVFMAYRYGWQGALAATLLNGVVLLINTPEPLESHRGLLLSLLV"
     sig_peptide     complement(4615840..4615914)
                     /locus_tag="YPA_4099"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.985) with cleavage site probability 0.775 at
                     residue 25"
     gene            complement(4615911..4616501)
                     /locus_tag="YPA_4100"
     CDS             complement(4615911..4616501)
                     /locus_tag="YPA_4100"
                     /codon_start=1
                     /transl_table=11
                     /product="two-component system response regulator"
                     /protein_id="ABG16061.1"
                     /db_xref="InterPro:IPR000792"
                     /db_xref="InterPro:IPR001789"
                     /translation="MTYRVVFIDDHDIVRSGFAQLLSLEEDIQVVGEFSSAKQARAGL
                     PGLQANICICDISMPDENGLDLLKGLPSGMGVIMLSMHDSPALVETALERGARGFLSK
                     RCKPEDLISAVRTVGSGGVYLMPEIAQQLARVAVDPLTRREREIAVLLAEGMEVREIA
                     ESLGLSPKTVHVHRANLFAKLGISNNVELAKKVLNL"
     gene            complement(4616617..4618308)
                     /locus_tag="YPA_4101"
     CDS             complement(4616617..4618308)
                     /locus_tag="YPA_4101"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphatidylethanolamine:Kdo2-lipid A
                     phosphoethanolamine transferase"
                     /protein_id="ABG16062.1"
                     /translation="MDRVKSLSQQSLSLLLAVYIGIFLNISVFYRRFDPFSQGIQGIK
                     VVSAITEVIAIILFTFFVMRLISLGGRFFYRVVASLLVLISVAASYYMTFFNVVIGYG
                     IVISVLTTDTDLSKEVIGLHFIIWMVLVSGLPLLLIWKNSLRLTLLEQCLTPGQRIKP
                     VLLMMAVVALVWLPLRYLDKAQALDEQLKTVDLPSYGGVVAHSYLPSNWLAALGLYAY
                     TQYNEKYDAAVLYNPAEHHTYVAPAGIDDTYVVFIIGETTRWDHMGLLGYSRDTTPRL
                     SKEKNLAAFRGESCDTSTKLSLRCMFVREGGVEDNAQRTLKEQNVFAVMKSLGFTSEL
                     FAMQSEMWFYNNVNTNNYSFRELIASEKRNDGKPVDDMLLVDELKESLGRYPVGKHLV
                     VLHTKGSHYLYSQRYPRSYARYQPECMGVDEFCSKQQLINAFDNSVLYTDSFIANVID
                     QMRDKKALVFYAADHGESISDNSHFHGTPREMAPPEQFRVPLMVWASDKFLAQPEHLA
                     AFEQLQVEQRVGKTHRHAELFDSVLGCMGYTSPDGGIDAKNNWCQAPDRHLTPAI"
     gene            complement(4618837..4620300)
                     /locus_tag="YPA_4102"
     CDS             complement(4618837..4620300)
                     /locus_tag="YPA_4102"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG16063.1"
                     /db_xref="InterPro:IPR000379"
                     /translation="MPAIAIKRWIKRIVLVLVVISITILAIRIYDTQRGPKLELWHTF
                     VPHEMRAAEIDKASWADYIKTENNIFDEVRINVTEKLEPSTQVPLNRYYSGSAIYPPH
                     FKNDWNRSYILQPEGEPKGAVVLLHGLTDTPYSLRHIAENYRQRGYVAIGIRLPAHGS
                     VPAALTDVEWQDWLAATRLAVREAKALSGPDLPLHVVGFSNGGALAMKYTLDSMDDPK
                     LAKPARVILISPMIGVTSFARFAGIAGWPAIFPAFAKAAWLGIVPEFNPFKYNSFPVN
                     AARQSYLLTSVLQQHIARDARNNKMDELPPILTFQSLMDSTVSTRAVVTALYNHLPNN
                     GSEVVLFDLNRAASFGPLLRTSSYTALARLLPPGPRNYSTTVITNVSPQSNETLALTT
                     RAGETNETSVPTGLVYPPDIFSLSHVALPFPMSDSLYGRYPDPRDQYGISLGTFAARG
                     ERAVLVVGLDSLMRISSNPFYPYMLQRIDDKIDAPVQ"
     gene            complement(4620768..4622171)
                     /locus_tag="YPA_4103"
     CDS             complement(4620768..4622171)
                     /locus_tag="YPA_4103"
                     /codon_start=1
                     /transl_table=11
                     /product="amino acid permease"
                     /protein_id="ABG16064.1"
                     /db_xref="InterPro:IPR002293"
                     /db_xref="InterPro:IPR002422"
                     /db_xref="InterPro:IPR004840"
                     /translation="MKNDSSTLKRGLSARHIRFMALGSAIGTGLFYGSAEAIRLAGPA
                     VLLAYLIGGAAVFMVMRALGEMAVHDPVAGSFGHYASRYLGPLAGFLTGWTYTFEMVV
                     VALADVTAFGIYMGLWFPDAPQWVWVLSIIFFIGALNLCSVKVFGEMEFWLSLLKVAA
                     IIAMIAAGLGIMMFGFGAGHDSTGVSNLWAHQGFMPNGITGVIASFAVVMFAFGGIEI
                     IGVTASEAKDPGKVLPRAINTVPIRILLFYVLTLFVLMAIYPWNSIGQNGSPFVEIFS
                     SLGINSAANILNLVVITAAISAINSDIYGAGRMMYGLAQEGLAPKSFSRLTRNGVPYM
                     TILVMAITLLCGVVLNYLIPKNVFLVIASIATFATVWVWLMILVSQVAMRRSMSKAQV
                     ARLAFPVPFWPLAPILTILFMAFIIAVLGYFPATRIAMYVGLAWVALMTLAWWIWLRK
                     APSCVIQERAKSSEMPS"
     sig_peptide     complement(4622058..4622171)
                     /locus_tag="YPA_4103"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.849) with cleavage site probability 0.502 at
                     residue 38"
     gene            complement(4622589..4624121)
                     /locus_tag="YPA_4104"
     CDS             complement(4622589..4624121)
                     /locus_tag="YPA_4104"
                     /EC_number="4.3.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="histidine ammonia-lyase"
                     /protein_id="ABG16065.1"
                     /db_xref="InterPro:IPR001106"
                     /db_xref="InterPro:IPR002345"
                     /db_xref="InterPro:IPR005921"
                     /translation="MKTITLRPGQMTLADLRHIYQHPVHITLDESAYVPIQQSVDCVQ
                     AILAEQRTAYGINTGFGLLASTRIATEDLENLQRSIVLSHAAGVGEANDDAIVRLIMV
                     LKINSLARGFSGIRLEVIQALITLVNAGVYPHIPLKGSVGASGDLAPLAHMSLLLLGE
                     GKARYQGEWLPAHTALAQAGLQPLTLAAKEGLALLNGTQVSAAYALRGLFEAEDLYAA
                     ASVFGCLTVDAALGSRSPFDARIHAVRGQRGQIDAASTYRHLLGERSEISESHKNCDK
                     VQDPYSLRCQPQVMGACLGQIRQAAEVLAIESNAVSDNPLVFAEQGDVLSGGNFHAEP
                     VAMAADNLALALAEVGSLSECRISLMMDKHMSQLPPFLVENGGVNSGFMIAQVTAAAL
                     TSENKGLAFPASVDSIPTSANQEDHVSMAPRAGKRLWEMAENVRNILAIEWLAACQGL
                     DLRKGLRTSAILEPARQLLRQHVTYYDKDRFFAPDIEVASQLIAQRHMNELMPAKLLP
                     SL"
     gene            complement(4624118..4625809)
                     /locus_tag="YPA_4105"
     CDS             complement(4624118..4625809)
                     /locus_tag="YPA_4105"
                     /EC_number="4.2.1.49"
                     /codon_start=1
                     /transl_table=11
                     /product="urocanate hydratase"
                     /protein_id="ABG16066.1"
                     /db_xref="InterPro:IPR000193"
                     /translation="MTTQNRFRDNEIRAPQGTQLTAKSWLTEAALRMLMNNLDPDVAE
                     NPKELVVYGGIGRAARNWECYDKIVESLINLNDDETLLIQSGKPVGIFKTHSNAPRVL
                     IANSNLVPHWANWEHFNELDAKGLAMYGQMTAGSWIYIGSQGIVQGTYETFVEAGRQH
                     FGGSLKGRWVLTAGLGGMGGAQPLAATLAGACSLNIECQQSRIDFRLKTRYVDEQATD
                     LDDALARIEKYTATGVAVSIALCGNAAEILPELVRRGVRPDMVTDQTSAHDPLNGYLP
                     KGWNWEEYRQRAQHEPALVINAAKISMAEHVEAMLAFHNMGIPTFDYGNNIRQMAHDM
                     GVIRAFDFPGFVPAYIRPLFCRGIGPFRWVALSGNPDDIYKTDAKVKALIPDDAHLHH
                     WLDMARERIRFQGLPARICWVGLGQRAKLGLAFNEMVRSGELSAPVVIGRDHLDSGSV
                     ASPNRETEAMQDGSDAVSDWPLLNALLNTASGATWVSLHHGGGVGMGFSQHSGMVVVC
                     DGSDEAAERIARVLHNDPATGVMRHADAGYDIAVNCAQEQGLNLPMVAATQGKKS"
     gene            4626536..4627480
                     /locus_tag="YPA_4106"
     CDS             4626536..4627480
                     /locus_tag="YPA_4106"
                     /codon_start=1
                     /transl_table=11
                     /product="pyridoxal-phosphate dependent protein"
                     /protein_id="ABG16067.1"
                     /db_xref="InterPro:IPR001926"
                     /translation="MELKDIGNTELIELKNLSINNNSLFSKCEFNNPTGSHKDRTFLH
                     ILNILEEENKIIPGMTLIDCSTGNGGAALAWIGQKKGYKIKIFMPEGMTEERKEQIYS
                     FGGEIIETPKENFLKGAVKAATEYSNHQKNIFFLNQSDTTLNKDAWHSCGEEIVRKMK
                     EINKKPDYFICSIGTGGTFSGIAEILKKAYPRIHTVGIEVDQSAPIYSQRHGLNFHHK
                     HHNLMGLGAGVISVNTLLDLIDEVRVVNGKAAWERMKSFIEKERLGIGPTCGANLLIT
                     EDIMQEVNGKVIVTLFFDSAWKYKSCWDGVYPGYKETQ"
     gene            4627477..4628043
                     /locus_tag="YPA_4107"
     CDS             4627477..4628043
                     /locus_tag="YPA_4107"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphoribosyl transferase protein"
                     /protein_id="ABG16068.1"
                     /translation="MILLKNVYKNAQVVNSGKALTTVNEFTDQLPALRPAVLLEVAHK
                     VIQIIDMDIDKIVTEEDKGAPLATAVSLLSGKPLAMARWYPYSLSELNNNVVNISSEY
                     FEGVVYLNGISAGDRVAIIDDTLSTGGTVIALIKAIQNSGGIVKDVICAVEKIQNNGK
                     KNIFTQTGINVKTLMKISVKPHGVDIIE"
     gene            4628126..4629055
                     /locus_tag="YPA_4108"
     CDS             4628126..4629055
                     /locus_tag="YPA_4108"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG16069.1"
                     /translation="MHAYSGISYGVIFCLISAAFDVYVGYITQSISPAVIILYCFISS
                     TIVFLLFSILKQGIAVFYKAKANLPLLLLANVAVLLNWGGLIVSLRYLEPAIVGIASV
                     ACGPAITTIISRCIDNRSGKNSGLEFIISWLIMVGVILMLCNSLMGKSGVTTTTVDER
                     LIGIICVILSALGTVIYTFISRELYQRQWETYEILGFRNMLMLLIAVIYCFYADIPLS
                     INMNLAAPMVLLVVIGHLLPIYLIQNTIKRLQPLHVSLVLLLLPVFTLLLQYFDTRVE
                     ISFDSIAAVSIIAILLFILGINKIIGNPKTKGA"
     gene            4629057..4629551
                     /locus_tag="YPA_4109"
     CDS             4629057..4629551
                     /locus_tag="YPA_4109"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG16070.1"
                     /translation="MKKIIVVDGFSSGKFVAMTLYKMGCELIHIASRCDLDSYYYAGF
                     DETIYRQQRINKHIDDTIEFARQLGADAVIAGAESGVLLADRLNHELGLCYRNAFVTS
                     SARRNKYEMINTLANAGLSAARQIDTADWEDASAWLDVHVTNGAIVIHTQRLKSDPGG
                     NLLS"
     gene            4629565..4630587
                     /locus_tag="YPA_4110"
     CDS             4629565..4630587
                     /locus_tag="YPA_4110"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS100"
                     /protein_id="ABG16071.1"
                     /db_xref="InterPro:IPR007101"
                     /translation="MVTFETVMEIKILHKQGMSSRAIARELGISRNTVKRYLQAKSEP
                     PKYTPRPAVASLLDEYRDYIRQRIADAHPYKIPATVIAREIRDQGYRGGMTILRAFIR
                     SLSVPQEQEPAVRFETEPGRQMQVDWGTMRNGRSPLHVFVAVLGYSRMLYIEFTDNMR
                     YDTLETCHRNAFRFFGGVPREVLYDNMKTVVLQRDAYQTGQHRFHPSLWQFGKEMGFS
                     PRLCRPFRAQTKGKVERMVQYTRNSFYIPLMTRLRPMGITVDVETANRHGLRWLHDVA
                     NQRKHETIQARPCDRWLEEQQSMLALPPEKKEYDVHLDENLVNFDKHPLHHPLSIYDS
                     FCRGVA"
     gene            4630587..4631366
                     /locus_tag="YPA_4111"
     CDS             4630587..4631366
                     /locus_tag="YPA_4111"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion sequence IS100, ATP-binding protein"
                     /protein_id="ABG16072.1"
                     /db_xref="InterPro:IPR001270"
                     /db_xref="InterPro:IPR003593"
                     /translation="MMELQHQRLMALAGQLQLESLISAAPALSQQAVDQEWSYMDFLE
                     HLLHEEKLARHQRKQAMYTRMAAFPAVKTFEEYDFTFATGAPQKQLQSLRSLSFIERN
                     ENIVLLGPSGVGKTHLAIAMGYEAVRAGIKVRFTTAADLLLQLSTAQRQGRYKTTLQR
                     GVMAPRLLIIDEIGYLPFSQEEAKLFFQVIAKRYEKSAMILTSNLPFGQWDQTFAGDA
                     ALTSAMLDRILHHSHVVQIKGESYRLRQKRKAGVIAEANPE"
     gene            4631382..4632260
                     /locus_tag="YPA_4112"
     CDS             4631382..4632260
                     /locus_tag="YPA_4112"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16073.1"
                     /translation="MGRWWRYKWITFHPSLTVHATWPVVLKPLESAGSDGVFICQDKQ
                     SAYHAFLAILGTANKLSLVNESVLLQEFLDGTEYVVNFVSLDGEPLVTEIVRYHKRRL
                     PSGSVIYDIDELLDCTSPEYQPLVDYTKQAALVLGIKNGPSHAEVMMTSGGPVLVEIA
                     ARTDGILHPDVAAVTTGFGQLVAFAQSLADPDRFRQTLKKESYRLNAHSFNVCLINQA
                     AGVFSAKHFERELQRLPSYKKSVYYVNEGDNIKVTKNVFSQPGTVYLVHKSKEQLWQD
                     YTSIRKMESDGFYLLP"
     gene            4632783..4633736
                     /locus_tag="YPA_4113"
     CDS             4632783..4633736
                     /locus_tag="YPA_4113"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron transport protein"
                     /protein_id="ABG16074.1"
                     /translation="MRLRLALFSSLLAATFAITGCDQSSETPDNAATISIEHAQGTTL
                     VPLNPQKVVILNPSVLDNADALHIKVAGVPQTSTHLPAFLSKYSGPEYMNTGTLFEPD
                     YEALSQAKPDLIIAGGRAQDAYNKLSAIAPTIALDVDTQHFTQSLTQRTEQLASIFGK
                     EEEAKTLLGNFSSQVNAIKQKSANAGSAMVLMISGGKMSAYTPGSRFGFIFDELGFTP
                     AATFAESGRHGNVVTSEFILNANPDWLFVLDRDNAIGRTEGQSAQQVLDNPLIHKTKA
                     WQNDRIVYLDSASLYIAGGVQSYTQLMNKVSAILDKPVSEQ"
     sig_peptide     4632783..4632857
                     /locus_tag="YPA_4113"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.519 at
                     residue 25"
     gene            4633746..4634705
                     /locus_tag="YPA_4114"
     CDS             4633746..4634705
                     /locus_tag="YPA_4114"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron transport permease"
                     /protein_id="ABG16075.1"
                     /translation="MKNLSFVAGLVILLGLMICSLFIGAGHVTFANLWSDPDMRDIFF
                     ISRVPRTLALVLAGSAMSVSGLIMQMLTQNRFVEPSIAGTTQSASLGLLLVMVFSPSA
                     SVMIKMLVATLFAMGGTVLFMMLLARMRMKSALMVPLTGIMLGAVFSAVTTFLAMEFD
                     LLQSLGSWESGDFSGVLQGRYELLWIVGVLTLVACFIADRFTVAGMGRDFSVNVGLNY
                     QRVMLIGMSIIAIISGVVVVVIGVLPFLGLIIPNIVSMAMGDNLRRTIPWVGLCGGGL
                     VVLCDIIGRLISYPFEIPASVILGVIGALVFLLLIVRTKRHAG"
     sig_peptide     4633746..4633841
                     /locus_tag="YPA_4114"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.998) with cleavage site probability 0.738 at
                     residue 32"
     gene            4634695..4635702
                     /locus_tag="YPA_4115"
     CDS             4634695..4635702
                     /locus_tag="YPA_4115"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron transport permease"
                     /protein_id="ABG16076.1"
                     /translation="MRAEEYSAKNTLFQGINKALTLPAKRLLLLSIIALGAMIIFMTI
                     NLSGNIQYILVHRGLILATMLLVAFASGVATVLFQTVTNNRILTPSVMGLEALFILIQ
                     TMLIFFIDANGFRALGITGKFLCESALLLLFSVFLYRWLLSGVGVNLHKVLLVGLVCG
                     TLFRSISNLMQRLLSPGEFAILQGRIFATFTRAAPEIIAVSAGIIVMVGVVIWRQRHC
                     LDVIALGRNTAINLGVAYQKKITVILLLVSLLVAISTALVGPLTFLGLLIANLAYPIV
                     GSYRHQYLLPGVFLLGVITLVGGQLILERVLNMAGTLSVVIEFVGGALFIYLLIKKAP
                     V"
     gene            4635699..4636457
                     /locus_tag="YPA_4116"
     CDS             4635699..4636457
                     /locus_tag="YPA_4116"
                     /codon_start=1
                     /transl_table=11
                     /product="putative iron ABC transporter, ATP-binding
                     protein"
                     /protein_id="ABG16077.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MIEINDVNKKYQQTTVLNEINERIPSGGITSIIGPNGAGKSTLL
                     SIMSRLLAADSGNVLFNGLDVAKTSGDKLATILSVLRQENHFTSRLTVSDLVGFGRYP
                     YSRGRLNKNDRQHIDAAMEFLNLMPLKDRYLDELSGGQRQRAYVAMVLCQDTSYILLD
                     EPLNNLDMKHCVAMMKQLRRAADELHKTIILVIHDINFASAYSDHIIAMKNGEVIYRG
                     APAEIMQPSILEEIFDIKISIEKVQGQHIAVYYR"
     gene            complement(4636454..4637017)
                     /locus_tag="YPA_4117"
     CDS             complement(4636454..4637017)
                     /locus_tag="YPA_4117"
                     /note="putative partial protein"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG16078.1"
                     /translation="MQPVSLSYKFAKGTRQVNRNTMHYSLLVILAVGYRVRSVRETQF
                     LQWATQTLQEYLIKGFVMDDERLKNPPVGQSVMPDYFGEMLERIRDIRASERRVYLRV
                     REIFALAADYEPSLQETTRFFHVIQNKLHFACTGQTAAELIHQRADANLPNMGLTSFK
                     GNAVRKSDVIIAKNYLSQSEVDDRQTP"
     gene            complement(4637190..4637375)
                     /locus_tag="YPA_4118"
     CDS             complement(4637190..4637375)
                     /locus_tag="YPA_4118"
                     /codon_start=1
                     /transl_table=11
                     /product="conserved hypothetical protein"
                     /protein_id="ABG16079.1"
                     /translation="MSDFFNDLMTSAKQAVAISHDELKAGRVTEVPIPDVKEIRKKTG
                     YKQKDFAKPCGCESFIG"
     gene            4638459..4638821
                     /locus_tag="YPA_4119"
     CDS             4638459..4638821
                     /locus_tag="YPA_4119"
                     /codon_start=1
                     /transl_table=11
                     /product="putative regulator"
                     /protein_id="ABG16080.1"
                     /db_xref="InterPro:IPR001387"
                     /translation="MAKLQYIHDEAGKPQFVVLPIAEYQQLISNAKYEDIPYVADHDD
                     DQTIPNEVVQIMINDGVSLLAAWRIYRGFSQYEIAELLGTTQSAVSQWEAVDSRPQKK
                     TREKLAAIYKCRAAQMIL"
     gene            4638993..4639499
                     /locus_tag="YPA_4120"
     CDS             4638993..4639499
                     /locus_tag="YPA_4120"
                     /codon_start=1
                     /transl_table=11
                     /product="putative transposase"
                     /protein_id="ABG16081.1"
                     /translation="MAISTVLMLKRVSCLVLRAAQGFIDSVFTLMKLPLRCLDYSCVS
                     RRAKFISIPFKNPTRGEIAHLVIDSTGLKVFAEDEWKVKKHSQEKRRVWRKRHLAVDA
                     DTYEVICADLSLNNVTDAEAFPGLIRQTHRKIRVASANGAYDTKQCHDELRRKKIKSL
                     IPPRTRAS"
     gene            4639535..4639792
                     /locus_tag="YPA_4121"
     CDS             4639535..4639792
                     /locus_tag="YPA_4121"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16082.1"
                     /translation="MVIEYTDRNQAVARQRLTGSNAYWKWNTAYNRRSVAETAMYRVK
                     QLFGRHLTLRDYDALIGETIAMIRALNKMTRASMLESVRIA"
     gene            complement(4640479..4641951)
                     /locus_tag="YPA_4122"
     CDS             complement(4640479..4641951)
                     /locus_tag="YPA_4122"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16083.1"
                     /translation="MVLTIMRSILKSEERCCSGMLISFLIFSGKIMSASKQDVQDFEF
                     IISEAIRIKDSLRNEDFKSFMAQEYNEAFDSIGMMIETPNVGDQITLKDPRRQINLSY
                     LSRNKITEIARRKIKSYKLEMLITVSEFHQELRDSIYNHVFINAGNFDANGCTKIITK
                     AIKSSERKRKSEDYYFPLLAHGLGDERISIGIAEIIPRKDVISFARPHINHEHICRVE
                     EFCESNKYPYNHFLKFTISKRSKESRRRVSGQVANFIVGILYLFSEHWRISSEFISLS
                     INPYPNYDGFFFTKLEKENIGFNFSSKGTILWSEKFWIKFKEEFNPDLSIVFGEIISM
                     AVEPRNKPVIVDRLIDAIYIFSSALQDKDKSSKIIKLTTALERLVSLSNKESNDVSIN
                     FRKRVAILVSIYHDDFDKWNEVAKEMYDIRSSIIHGSWSLYKDIEPLYVDKYSELTSK
                     AILTACIGFYKRGLESDSNDTLLKEYYEFLEQAVMRPKVD"
     gene            complement(4641845..4643038)
                     /locus_tag="YPA_4123"
     CDS             complement(4641845..4643038)
                     /locus_tag="YPA_4123"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phage integrase"
                     /protein_id="ABG16084.1"
                     /translation="MPLSDRQIRRAKPQEKAYTLSDGQGLSLLIEPNGSKGWRFRYRF
                     AGKARLMSLGTYDLVSLAEARSKRDVARKQVADGTDPAEVKKAEKLAQRLSSENSFEA
                     ISREWHKAKADRWSLGYREEIMSTFEADIFPYIGKRPIAEITPLELLDVLQRIEKRGA
                     LEKTRKVRQRCGEVFRYAIITGRAEYNPAPDLASALSTPKKQHYPFLSAEEMPYFIRD
                     LEGYTGSIITKNAAKILMLTGVRTKEMRFATWQEIDLEGGLWEIPAERMKMRRPHIVP
                     LSTQVIALFKQLLPITGHYPYIFIGLNDRKKPISKETVNQVIELLGYKGRATGHGFRH
                     TMSTILHEQGYDSAWIELQLAHVDKNSIRGTYNHAQYLEKRREMLQWYADLIFNFFRK
                     NYERI"
     sig_peptide     complement(4641848..4641952)
                     /locus_tag="YPA_4123"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.759) with cleavage site probability 0.752 at
                     residue 34"
     gene            complement(4643204..4643294)
                     /locus_tag="YPA_r104"
                     /note="tRNA-SeC(p)1"
     tRNA            complement(4643204..4643294)
                     /locus_tag="YPA_r104"
                     /product="tRNA-Sec"
     gene            complement(4643424..4644617)
                     /locus_tag="YPA_4124"
     CDS             complement(4643424..4644617)
                     /locus_tag="YPA_4124"
                     /codon_start=1
                     /transl_table=11
                     /product="transcriptional regulator, AraC family"
                     /protein_id="ABG16085.1"
                     /db_xref="InterPro:IPR000005"
                     /translation="MFEKRYRITLLFNANKVYDRQVVEGVGEYLQASQCNWDIFIEED
                     FRCRIDNIKDWLGDGVIADFDDRQIEQLLANVNVPIVGVGGSYHQSEDYPSVDYIATD
                     NKALVNAAFMHLKEKGLNRFAFYGLPASCGMRWAQEREYAFRQLVSAEQYQGVVYQGM
                     ATAPDNWQYAQNRLADWVQTLPHQTGIIAVTDARARHLLQVCEHLDIAVPEKLSVIGI
                     DNEELTRYLSRVALSSVVQGTRQMGYRAAKLLHQRLKLRQKQQTDPPLQRILVPPVKV
                     MARRSTDFRSLRDPAVIQAMHYIRHHACKGIKVEQVLDAVGMSRSNLEKRFKDEVGQT
                     IHGVIHEEKLDRARNLLAATSLPINEISQMCGYPSLQYFYSVFKKGYSITPKEHRDKY
                     GEVSY"
     gene            complement(4644707..4645891)
                     /locus_tag="YPA_4125"
     CDS             complement(4644707..4645891)
                     /locus_tag="YPA_4125"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport system permease protein"
                     /protein_id="ABG16086.1"
                     /db_xref="InterPro:IPR001851"
                     /translation="MSQANQSEFNSPENGDKKPFFRLKSLNLQVFVMLAAIAIIMLFF
                     TFTTEGAYLSARNISNLLRQTAITGILAVGMVFVIISAEIDLSVGSMMGLLGGIAAIF
                     DVWLGWPLPLTIVVTLALGLVLGAWNGWWVAYRKVPSFIVTLAGMLAFRGILIGITNG
                     TTVSPTSNAMSQIGQSYLPSGIGFGIGAIGLMLFVAWQWRRRNHRIRLGLPVAAPQGD
                     VTRQTITAVIVLGAIYLLNDYRGVPTPVLILTALMLAGVFMATRTAFGRRIYAIGGNI
                     DAARLSGINVERTKLAVFAINGLMVAMAGLILSSRLGAGSPSAGNIAELDAIAACVIG
                     GTSLAGGVGSVAGAVMGAFIMASLDNGMSMLDVPTFWQYIVKGAILLLAVWMDSATKR
                     RV"
     gene            complement(4645878..4647410)
                     /locus_tag="YPA_4126"
     CDS             complement(4645878..4647410)
                     /locus_tag="YPA_4126"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar transport ATP-binding protein"
                     /protein_id="ABG16087.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /translation="MPYLLEMKDITKQFGVVKAVDNISLTLEAGQVLSLCGENGSGKS
                     TLMKVLCGIYPVGSYQGEIIFSGETLQAKNIRETEQKGIAIIHQELALVKQMSVLENM
                     FLGSEWGRFGIMDYDAMYLRCQRMLAQVKLVVDPHTPVSELGLGQQQLVEIAKALNKQ
                     VRLLVLDEPTASLTESETAILLDIIRDLRNHGIACIYISHKLNEVKEISDHICVIRDG
                     RHIGTRPASTMSEDDIIAMMVGRELKELYPHEAHHIGEEILRVENLCAWHPVNRHIRR
                     VDDVSFSLKRGEILGIAGLVGSGRTETVQCLFGVYPGRWQGDIFIKGQAATIRTCQQA
                     MKLGIAMVPEDRKKDGIVPVMGVGANITLAALDDFTGAFSLLDDAKEQSIIVQSLARL
                     KVKTSSSELAIARLSGGNQQKAILAKCLLLNPQILILDEPTRGIDIGAKYEIYKLINQ
                     LVQQGIAVIVISSELPEVLGLSDRVLVMHQGRIKADLINHNLTQEKVMEAALRSETHV
                     TS"
     gene            complement(4647618..4648613)
                     /locus_tag="YPA_4127"
     CDS             complement(4647618..4648613)
                     /locus_tag="YPA_4127"
                     /codon_start=1
                     /transl_table=11
                     /product="sugar-binding periplasmic protein"
                     /protein_id="ABG16088.1"
                     /translation="MKFKNILLSACAALVMFSQPGFSKEIKIGMAIDDLRLERWQKDR
                     DIFVNKAESLGAKVFVQSANGNEETQMAQIENMINRGVDVLVIIPYNGQVLSNVIAEA
                     KREGIKVLAYDRMINNADIDFYISFDNEKVGELQAKNLVERVPQGNYFLMGGSPVDNN
                     AKLFRQGQMTVLNPLIKDGKIKIVGDQWVDAWLPENALKIMENALTANNNNIDAVVAS
                     NDATAGGAIQALAAQGLAGKVAISGQDADLAAIKRIVAGTQTMTVYKPISKLANDAAE
                     IAVTLGNGEQPKANSTLNNGMKDVPAYLLTPIQVDKNNIDSTIIADGFHKKADIY"
     sig_peptide     complement(4648542..4648613)
                     /locus_tag="YPA_4127"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 1.000 at
                     residue 24"
     gene            4649076..4650395
                     /locus_tag="YPA_4128"
     CDS             4649076..4650395
                     /locus_tag="YPA_4128"
                     /EC_number="5.3.1.5"
                     /codon_start=1
                     /transl_table=11
                     /product="D-xylose isomerase"
                     /protein_id="ABG16089.1"
                     /db_xref="InterPro:IPR001998"
                     /translation="MQSYFNELEQVRYEGSQSTNPLAFHHYNPDEMILGKRMADHLRF
                     AACYWHTFCWGGADMFGANAFDRPWQQPGDALALAKRKAEVAFEFFHKLNVPYYCFHD
                     VDVSPEGASLQEYLNNFAVMTDVLAEKQAASGVKLLWGTANCFTHPRYGAGAATNPDP
                     EVFSWAATQVFTAMNATRQLGGENYVLWGGREGYETLLNTDLRQEREQIGRFMQMVVE
                     HKHKTGFQGTLLIEPKPQEPTKHQYDYDVATVYGFLKQFGLEKEIKVNIEANHATLAG
                     HSFHHEIASAIALGIFGSVDANRGDPQLGWDTDQFPNSVEENTLVMFEILKAGGFTTG
                     GLNFDAKVRRQSTDKYDLFYGHIGAMDTMALALKFAAKMIEDGQLDQIVAKRYAGWNS
                     ELGQQILQGKMSLEELSRYASQHNLNPQHQSGHQELLENKVNRYLFG"
     gene            4650519..4651973
                     /locus_tag="YPA_4129"
     CDS             4650519..4651973
                     /locus_tag="YPA_4129"
                     /EC_number="2.7.1.17"
                     /codon_start=1
                     /transl_table=11
                     /product="xylulokinase"
                     /protein_id="ABG16090.1"
                     /db_xref="InterPro:IPR000577"
                     /db_xref="InterPro:IPR006000"
                     /translation="MYVGIDLGTSGVKAILLAENGRVIASQNAALVVSRPHPLWSEQN
                     PADWWQATDQVMQALAAEHDMQQVKALGLTGQMHGATLLDKQHQVLRPAILWNDGRSF
                     SQCQTLEQAVPASRQITGNLMMPGFTAPKLQWLAEHEPDMFQCIDKVLLPKDYLRFLM
                     SGDFATDMSDAAGTMWLNIAQRDWSDEMLAACGLGRQHMPTLFEGNQITGHVSADIAK
                     RWGINRIPIVAGGGDNAAGAVGVGLYQAGQAMLSLGTSGVYFAVSEGFLSNPASAVHS
                     FCHALPNTWHLMSVMLSAASCLDWACQLTGAESVPALIAEVEKTPMAATPVWFLPYLS
                     GERTPHNNPKAKGAFWGFTHEHRRPDLARAVLEGVGFALADGMDALHASGLQPKSVTL
                     IGGGARSAYWRQMLADISGQTLEYRTGGDVGPALGAARLAQIAMNPDVSLADLLPALA
                     LEQTHLPDPQKHHYYTDRRVTFKKLYQQLLPLCE"
     gene            complement(4652091..4653077)
                     /locus_tag="YPA_4130"
     CDS             complement(4652091..4653077)
                     /locus_tag="YPA_4130"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16091.1"
                     /translation="MMQTILNKIGRIGGCIALSFVAMLLSQAAYALDCVEKGTNVVNK
                     PGIPIGQLAIPSNIAPGTKIWESRDITVTAYCDNVLGSVYDQVWFYFNPLGQSLGPGL
                     QLGVNYLGQDLQANAARLNTNTSPITSGQNVTVTVTFRLYIKVTNDLPSSGNYIGTDS
                     FTVFQLDGSGGINVTAGAKNLKYTLSGLSIVRFIPCGADLVISPASQVVNFGSFNQAR
                     LLSSNNNLSRPFSITAIKQGCLANFSIQAQFLTANPLVGDNAIDLQNGIKLTIYDDKN
                     QAIVYNRYADFAQLNNITQVTRNYTARLNAIEGQPIKLGQFDATAIIKINYY"
     sig_peptide     complement(4652982..4653077)
                     /locus_tag="YPA_4130"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.999) with cleavage site probability 0.867 at
                     residue 32"
     gene            complement(4653116..4653883)
                     /locus_tag="YPA_4131"
     CDS             complement(4653116..4653883)
                     /locus_tag="YPA_4131"
                     /codon_start=1
                     /transl_table=11
                     /product="putative fimbrial chaperone"
                     /protein_id="ABG16092.1"
                     /db_xref="InterPro:IPR001829"
                     /translation="MKDINSMIWRQQRLWAKTALFGIALWLTALTSQAAINLDRTRII
                     FNSTDKSASVILQNQSPSSPYLAQSWLENTKGQKIESPLVALPPMQRIDAGQKSQVRI
                     MKLPDADKLPTDRETLFYFNVREIPPQSEMNNVVQIAIQNRIKLFYRPMAIKANYSDI
                     WQEKLQISKLVGGLKINNPTPYYITLAYLSQNEQGNFPGFDSVMIAPFGTEFVKTPGY
                     SGSRYNVGYMDDFGGIVIRTFNCLSAECQIQPAEKRR"
     sig_peptide     complement(4653779..4653883)
                     /locus_tag="YPA_4131"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.996 at
                     residue 35"
     gene            complement(4653976..4654209)
                     /locus_tag="YPA_4132"
     CDS             complement(4653976..4654209)
                     /locus_tag="YPA_4132"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane fimbrial usher porin"
                     /protein_id="ABG16093.1"
                     /translation="MMAIIRLKDGSSPPLGASVITDKTGAEVGIVGDDGLTYLAGLQD
                     TERLTVQWGKKQCTLILPKDKGMNSGKVLLPCQ"
     gene            complement(4654210..4654611)
                     /locus_tag="YPA_4133"
     CDS             complement(4654210..4654611)
                     /locus_tag="YPA_4133"
                     /codon_start=1
                     /transl_table=11
                     /product="outer membrane fimbrial usher porin"
                     /protein_id="ABG16094.1"
                     /translation="MFRGGYQHSSPYGEFGLDGSHKNNEYNSINTNWYGSITATAYGV
                     AAHQNKAGNEPRIMVDTGDVAGVSLNNNSAVTNRFGVAVVSGATSYQQSDIRVDVQNL
                     PDDIEVYNTVIQKTLTEGAIGYREIRAVKGR"
     gene            complement(4654637..4656466)
                     /locus_tag="YPA_4134"
     CDS             complement(4654637..4656466)
                     /locus_tag="YPA_4134"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16095.1"
                     /db_xref="InterPro:IPR000015"
                     /translation="MPYNSKRKKTIFLMVKVLTIILVWLFLPESTAVVKFNTNIIDAK
                     DRSNIDLSRFEVDDYTPPGNYLLDILIDDRLLPERYLVTYLAVDEGKSTKLCLTPDLV
                     NLFGLSTEVRESMTLWNNDKCVAIDEKKEIKIQYDKEKQSLIISIPQAWLAYNDPNWV
                     PPSQWGNGVAGTLLDYNLFGYHYSPNMGGSTTNFSSYGTTGANMGPWRIRADYQYINT
                     ETAGEHYRNFDWSQVYAFRAIPSIGAKFVGGQTYLNSSIFDSFRFLGTSLSSDERMLP
                     PTLRGYAPQVMGIAHTNARVVLSQNGRVLYQTNVAPGPFVIQDISEAVQGNIDVRVEE
                     EDGRVTVFQVNAASVPFLTRKGAVRYKAALGRPMLGNSASNPTFFSGEFSWGAFNHVS
                     LYGGLMTTSQDYTSAALGIGQNLYDFGALSIDITHSRAQLPNEEQQNGESYRVNYSKR
                     FEQTDSQISFAGYRFSKKNFMSMSQYLDWLNGNTALQYDKQAYTVAANQYLAWPDITM
                     YLSVTRRTYWNAASSNNYSLSMSKIFDIGTFKGISATISANKVNNQYANENQMFFSLS
                     VPIGIGQQASYDAQRGRNTGYTQNISFQQPESEKYLAYQRGWR"
     sig_peptide     complement(4656368..4656466)
                     /locus_tag="YPA_4134"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.741) with cleavage site probability 0.444 at
                     residue 33"
     gene            complement(4656542..4657099)
                     /locus_tag="YPA_4135"
     CDS             complement(4656542..4657099)
                     /locus_tag="YPA_4135"
                     /codon_start=1
                     /transl_table=11
                     /product="fimbrial protein"
                     /protein_id="ABG16096.1"
                     /translation="MSNVKKSTFIIALATLSVIYQALAADAGNGRIKFTGTVINAPCS
                     IALDSTDINVDLGQVANRVLETGNKYSQSVRYNINLQDCSLTAQGSGGATYPALSKVN
                     VTFSGIADAAAPALLANTGSAKGVGVRLIGTDDALLKVGDTSPDINLTSGPNQIVFSA
                     RIEATSAPVTTGTVVSQATYALNYK"
     sig_peptide     complement(4657025..4657099)
                     /locus_tag="YPA_4135"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.899 at
                     residue 25"
     gene            complement(4657981..4658973)
                     /locus_tag="YPA_4136"
     CDS             complement(4657981..4658973)
                     /locus_tag="YPA_4136"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG16097.1"
                     /translation="MTNKIDWIDNLRAVACIMVVMIHSTTYYVTRGAQVGELNWDIAN
                     VLNSASRACVPLFFMISGYLFFGEKSAQKKHFMRIGLCLLFYSVIALIYISTLTPIDG
                     WASLRNILQKPVFYHLWFFYAIIVVYLVSPLIKVKPVSGRYLAILILLLAVVANPQTS
                     KFSLDDFRLLPANLYIYGDTFYYLLYALLGRAMGMLETQGRMISWGAALLFVVSVICI
                     AISTEKQTRINGSFADTFYMYCSPLVFIAAVSLWVWFKNCLNQHIAWLSGLARHSLAI
                     YGFHALIIHFIRTHHYDFTAYPVLDILYVFALTLGLSTLLSMGLQRIDRRRWVS"
     gene            4659177..4659851
                     /locus_tag="YPA_4137"
     CDS             4659177..4659851
                     /locus_tag="YPA_4137"
                     /codon_start=1
                     /transl_table=11
                     /product="insertion element IS1661 DNA-binding protein"
                     /protein_id="ABG16098.1"
                     /translation="MGVWGGVFGAVIGFGCYGFTAHLASDEPTANGAISALNPRSWIF
                     LSMIWRFGSMKHPFSTRLAAVQHYLSGKATLRETARQFSVGKSPLTRWIRAFRRQGEA
                     GLEHHLSRTYTPEFRLCVVRYMMANRCSAADASAHFNIPNETIIQNWMKRYREGGKEA
                     LNPSKTGPTMPKDKYEHDSKPFSEMTHAELEKELEYLRAENAYLKKRKALREEKALRE
                     QQKKPE"
     gene            4659905..4660690
                     /locus_tag="YPA_4138"
     CDS             4659905..4660690
                     /locus_tag="YPA_4138"
                     /codon_start=1
                     /transl_table=11
                     /product="transposase for insertion sequence IS1661"
                     /protein_id="ABG16099.1"
                     /translation="MARSTYYYHASKPDGVIDDYADAVKAIGALSRRHAQRYGYRRMT
                     VALRKEGFTLNHKTVRKLMNQHGLLSLIRRKKYRSYRADGGRASDNLLARNFTSEISG
                     LKWCTDVTEFRVGAQKLYLSVIQDLFNNEIISWHMSERAALILTCKTLEKALKVKGRK
                     EGLMLHSDQGWHYRTPMWRSMLVEAGIRQSMSRKGNCLDNAVMENFFSHLKAEMYHRK
                     KYDSATVLKRDIVEYIHYYNTERISLKTGGMSPAEYRTQVEKQ"
     gene            complement(4661081..4661890)
                     /locus_tag="YPA_4139"
     CDS             complement(4661081..4661890)
                     /locus_tag="YPA_4139"
                     /codon_start=1
                     /transl_table=11
                     /product="putative haloacid dehalogenase-like hydrolase"
                     /protein_id="ABG16100.1"
                     /db_xref="InterPro:IPR000150"
                     /db_xref="InterPro:IPR006379"
                     /translation="MAIELIAIDMDGTLLNPQHEITPRVKQAIAAARAKGVCVVLATG
                     RPYIGVQRYLRELNMENSGDYCISNNGALVQKAATGECILQETLSFEDYLYFEALSRE
                     LGVSFQAFDFNTLYTANKDISKYTLHEVMLTGIPLKYRAVEEMDPTLRFPKVMMIDEP
                     ERLDRALAMMPAEVFERFTIMKSAPFYLEILSKRADKGTGVKMLAEHLGIAQKNVMAL
                     GDQGNDIAMVNYAGVGVAMGNAIPELKEIAQYVTGTNCEDGVATAIEKYIG"
     gene            complement(4662106..4664520)
                     /locus_tag="YPA_4140"
     CDS             complement(4662106..4664520)
                     /locus_tag="YPA_4140"
                     /EC_number="5.99.1.3"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA gyrase subunit B"
                     /protein_id="ABG16101.1"
                     /db_xref="InterPro:IPR000565"
                     /db_xref="InterPro:IPR001241"
                     /db_xref="InterPro:IPR003594"
                     /db_xref="InterPro:IPR011557"
                     /db_xref="InterPro:IPR011558"
                     /translation="MSNTYDSSSIKVLKGLDAVRKRPGMYIGDTDDGTGLHHMVFEVV
                     DNAIDEALAGHCKEILVTIHADNSVSVQDDGRGIPTGMHDEEGVSAAEVIMTVLHAGG
                     KFDDNSYKVSGGLHGVGVSVVNALSEKLELVIRREGKVHEQTYKMGVPQAPLKVVGET
                     EQTGTTVRFWPSFQTFTNNTEFQYEILAKRLRELSFLNSGVSIKLKDKRNDKEDHFHY
                     EGGIKAFVEYLNKNKNPIHPKVFYFSTMKDDIGVEVALQWNDGFQENIYCFTNNIPQR
                     DGGTHLVGFRTAMTRTLNSYMDKEGYSKKAKISATGDDAREGLIAVVSVKVPDPKFSS
                     QTKDKLVSSEVKTAVETLMNEKLVEYLLENPTDAKIVVGKIIDAARAREAARKAREMT
                     RRKGALDLAGLPGKLADCQERDPALSELYLVEGDSAGGSAKQGRNRKNQAILPLKGKI
                     LNVEKARFDKMLSSQEVATLITALGCGIGRDEYNPDKLRYHNIIIMTDADVDGSHIRT
                     LLLTFFYRQMPEIIERGHVFIAQPPLYKVKKGKQEQYIKDDDAMEQYQMTLALDGAAL
                     HTNAHAPALAGEPLEKLVAEHYSVQKTIARMERRYPRALLNNLIYQPTLQEEDLGNKE
                     VVTQWIDSLVVLLNEKEHHGSSYSSVVRENRERQLFEPILRIRTHGVDTDYDLDFDFI
                     HGGEYRKICLLGDKLRGLIEDGAFVERGERRVPVSSFEEALDWLVKESRRGLAIQRYK
                     GLGEMNPDQLWETTMDPESRRMLRVMVKDAIAADQLFTTLMGDAVEPRRAFIEENALR
                     AANIDI"
     gene            complement(4664540..4665823)
                     /locus_tag="YPA_4141"
     CDS             complement(4664540..4665823)
                     /locus_tag="YPA_4141"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA replication and repair protein RecF"
                     /protein_id="ABG16102.1"
                     /db_xref="InterPro:IPR001238"
                     /db_xref="InterPro:IPR001687"
                     /translation="MSSCQCVCSIYRAILLAPLRLGSARHPLVHEVRSGGCALAARKW
                     PATITPLIRNKATLPSIIRISFMALTRLLIKDFRNIESADLALAAGFNFLVGPNGSGK
                     TSVLEAVYTLGHGRAFRSLQAGRVIRHECAEFVLHGRVDANEREASVGLSKSRQGDTK
                     VRIDGTDGHKVAELAQMLPMQLITPEGFTLLNGGPKFRRAFLDWGCFHNEPGFFTAWS
                     NLKRLLKQRNAALRQVSRYTQIRAWDQEIIPLAERISEWRAAYSDAIAADISATCALF
                     LPEFALSFSFQRGWDKESDYGELLARQFERDRALTYTAVGPHKADFRIRADGTPVEDL
                     LSRGQLKLLMCALRLAQGEFLTRQSGRRCLYLLDDFASELDTGRRRLLAERLKATQAQ
                     VFVSAVSAEQVADMVGEKGKMFRVEHGKIEVQPQD"
     gene            complement(4665798..4666898)
                     /locus_tag="YPA_4142"
     CDS             complement(4665798..4666898)
                     /locus_tag="YPA_4142"
                     /EC_number="2.7.7.7"
                     /codon_start=1
                     /transl_table=11
                     /product="DNA polymerase III, beta subunit"
                     /protein_id="ABG16103.1"
                     /db_xref="InterPro:IPR001001"
                     /translation="MKFIIEREHLLKPLQQVSSPLGGRPTLPILGNLLLQVTEGSLRL
                     TGTDLEMEMVACVALSQSHEPGATTVPARKFFDIWRGLPEGAEITVALDGDRLLVRSG
                     RSRFSLSTLPAIDFPNLDDWQSEVEFTLPQATLKRLIESTQFSMAHQDVRYYLNGMLF
                     ETEGEELRTVATDGHRLAVCSMPIGQTLPSHSVIVPRKGVMELVRLLDGGDTPLRLQI
                     GSNNIRAHVGDFIFTSKLVDGRFPDYRRVLPKNPDKMLEAGCDLLKQAFSRAAILSNE
                     KFRGVRLYVSHNQLKITANNPEQEEAEEILDVSYEGTEMEIGFNVSYVLDVLNALKCE
                     DVRLLLTDSVSSVQIEDSASQAAAYVVMPMRL"
     gene            complement(4666903..4668291)
                     /locus_tag="YPA_4143"
     CDS             complement(4666903..4668291)
                     /locus_tag="YPA_4143"
                     /codon_start=1
                     /transl_table=11
                     /product="chromosomal replication initiator protein DnaA"
                     /protein_id="ABG16104.1"
                     /db_xref="InterPro:IPR001957"
                     /db_xref="InterPro:IPR003593"
                     /translation="MSLSLWQQCLARLQDELPATEFSMWIRPLQAELSDNTLALYAPN
                     RFVLDWVRDKYLNNINGLLNDFCGTEVPLLRFEVGSKPAARAHNNPVTASVSAPVAPV
                     TRSAPMRPSWDNSPAQPELSYRSNVNPKHTFDNFVEGKSNQLARAAARQVADNPGGAY
                     NPLFLYGGTGLGKTHLLHAVGNGIMARKANAKVVYMHSERFVQDMVKALQNNAIEEFK
                     RYYRSVDALLIDDIQFFANKERSQEEFFHTFNALLEGNQQIILTSDRYPKEINGVEDR
                     LKSRFGWGLTVAIEPPELETRVAILMKKADENDIRLPGEVAFFIAKRLRSNVRELEGA
                     LNRVIANANFTGRAITIDFVREALRDLLALQEKLVTIDNIQKTVAEYYKIKVADLLSK
                     RRSRSVARPRQMAMALAKELTNHSLPEIGDAFGGRDHTTVLHACRKIEQLREESHDIK
                     EDFSNLIRTLSS"
     gene            4669001..4669141
                     /locus_tag="YPA_4144"
     CDS             4669001..4669141
                     /locus_tag="YPA_4144"
                     /codon_start=1
                     /transl_table=11
                     /product="LSU ribosomal protein L34P"
                     /protein_id="ABG16105.1"
                     /db_xref="InterPro:IPR000271"
                     /translation="MKRTFQPSVLKRNRSHGFRARMATKNGRQVLARRRAKSRSRLTV
                     SK"
     gene            4669160..4669519
                     /locus_tag="YPA_4145"
     CDS             4669160..4669519
                     /locus_tag="YPA_4145"
                     /EC_number="3.1.26.5"
                     /codon_start=1
                     /transl_table=11
                     /product="ribonuclease P protein component"
                     /protein_id="ABG16106.1"
                     /db_xref="InterPro:IPR000100"
                     /translation="MVKLAFPRELRLLTPSHFTFVFQQPQRAGTPQITILGRLNELGH
                     PRIGLTVAKKHVKRAHERNRIKRLTRESFRLHQHALPSMDFVVLVKKGVADLDNRALT
                     EALEKLWRRHCRQAPAS"
     gene            4669483..4669740
                     /locus_tag="YPA_4146"
     CDS             4669483..4669740
                     /locus_tag="YPA_4146"
                     /codon_start=1
                     /transl_table=11
                     /product="Protein of unknown function DUF37"
                     /protein_id="ABG16107.1"
                     /db_xref="InterPro:IPR002696"
                     /translation="MASPLSPGSRILIGLIRGYQLVISPLLGPRCRFHPTCSHYGIEA
                     LRRFGMIKGSWLTLKRVLKCHPLNSGGDDPVPPKLDDNREH"
     gene            4669743..4671383
                     /locus_tag="YPA_4147"
     CDS             4669743..4671383
                     /locus_tag="YPA_4147"
                     /codon_start=1
                     /transl_table=11
                     /product="protein translocase subunit yidC"
                     /protein_id="ABG16108.1"
                     /db_xref="InterPro:IPR001708"
                     /db_xref="InterPro:IPR002332"
                     /translation="MDSQRNLLLIALLFVSFMIWQAWQVDNNPQPTAQTTQQTTNTAT
                     GDKASQAVPGSGQGQLITVKTDVLSLTINTRGGDIEQANLLAYPDTLGSSNTFELLET
                     TPSFVYQAQSGLTGKNGPDNPANGDRPLFEVPQTSFVLADGQDELRIPLTFTSKDGSV
                     FIKTFVLKRNDYAIGVDYHVNNASAAPLELTLFGQLKQSINLPKKRDTGSNNFALQTY
                     RGAAYSSDETKYKKYSFSDIEDKNLDITTKGGWVAMLQQYFATAWIPAANETNTFYSA
                     ELGNGLAAIGFKGAPVVIQPGEQKQLSATLWVGPEIQNKMAEIAPHLDLTVDYGWLWF
                     ISQPLFKLLKFIHSFVGNWGFSIIVITFIVRGIMYPLTKAQYTSMAKMRLLQPKLAAM
                     RERIGDDKQRMSQEMMALYKAEKVNPLGGCLPLIIQMPIFLALYYMLMSSVELRHAPF
                     ILWIHDLSAQDPYYILPILMGITMYFIQKMSPTTVTDPMQQKIMTFMPVIFTVFFLWF
                     PAGLVLYYIVSNLVTILQQQLIYRGLEKRGLHSREKKK"
     sig_peptide     4669743..4669817
                     /locus_tag="YPA_4147"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.808) with cleavage site probability 0.416 at
                     residue 25"
     gene            4671526..4672890
                     /locus_tag="YPA_4148"
     CDS             4671526..4672890
                     /locus_tag="YPA_4148"
                     /codon_start=1
                     /transl_table=11
                     /product="tRNA modification GTPase trmE"
                     /protein_id="ABG16109.1"
                     /db_xref="InterPro:IPR004520"
                     /db_xref="InterPro:IPR005225"
                     /db_xref="InterPro:IPR005289"
                     /translation="MSTTDTIVAQATPPGRGGVGILRVSGRAASEVAHAVLGKLPKPR
                     YADYLPFKDVDGSTLDQGIALYFPGPNSFTGEDVLELQGHGGPVILDLLLKRILALPG
                     LRIARPGEFSERAFLNDKLDLAQAEAIADLIDASSEQAARSAVNSLQGAFSARIHQLV
                     EALTHLRIYVEAAIDFPDEEIDFLSDGKIEGQLNGVMADLEQVRTEARQGSLLREGMK
                     VVIAGRPNAGKSSLLNALAGREAAIVTDIAGTTRDVLREHIHIDGMPLHIIDTAGLRE
                     ANDEVERIGIERAWNEIEQADRVLFMVDGTTTDATEPAAIWPEFMARLPATLPITVVR
                     NKADITGETLGLTKVNGHSLIRLSARTGEGIDLLRDHLKQSMGFTSNTEGGFLARRRH
                     LQALETAARHLIQGHEQLVSAYAGELLAEELRLAQQSLSEITGEFSSDDLLGRIFSSF
                     CIGK"
     gene            4673076..4674275
                     /locus_tag="YPA_4149"
     CDS             4673076..4674275
                     /locus_tag="YPA_4149"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16110.1"
                     /translation="MIIKPRVRGFICVTAHPTGCEANVKKQIDYVTTEGPIANGPKRV
                     LVIGASTGYGLAARITAAFGCGADTLGVFFERPGEEGKPGTSGWYNSAAFHKFAAQKG
                     LYAKSINGDAFSDEIKQLTIDAIKQDLGQVDQVIYSLASPRRTHPKTGEVFNSALKPI
                     GNAVNLRGLDTDKEVIKESVLQPATQSEIDSTVAVMGGEDWQMWIDALLDAGVLAEGA
                     QTTAFTYLGEKITHDIYWNGSIGAAKKDLDQKVLAIRESLAAHGGGDARVSVLKAVVT
                     QASSAIPMMPLYLSLLFKVMKEKGTHEGCIEQVYSLYKDSLCGDSPHMDQEGRLRADY
                     KELDPEVQNQVQQLWDQVTNDNIYQLTDFVGYKSEFLNLFGFGIDGVDYDADVNPDVK
                     IPNLIQG"
     gene            complement(4674743..4675024)
                     /locus_tag="YPA_4150"
     CDS             complement(4674743..4675024)
                     /locus_tag="YPA_4150"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16111.1"
                     /translation="MDMAKIAVASATSFLLGSVLTAVGFLGGSVIAVAFAVFVLGVAI
                     TIGLDFLDKKYGISVKIIALLKKAMEIHPRTPEANLQYILNGLGGNNEQ"
     sig_peptide     complement(4674926..4675024)
                     /locus_tag="YPA_4150"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.988) with cleavage site probability 0.447 at
                     residue 33"
     gene            complement(4675086..4675706)
                     /locus_tag="YPA_4151"
     CDS             complement(4675086..4675706)
                     /locus_tag="YPA_4151"
                     /codon_start=1
                     /transl_table=11
                     /product="hypothetical protein"
                     /protein_id="ABG16112.1"
                     /translation="MAREIYDPSWTGAMGNFLNGNTKINQLKPQHEFFDSIGLEKILR
                     NEKQYHVVLTTAEANDIIDDITNRTQKKMGVSTPESFARGVGEQITSMEAFSRGIDIN
                     DPFAPIFKVTDPTSTYAGNIHDVRGLYNVIMEFKKIGIKATIFIGDNGTKFVKISGYA
                     GLRKIITGTRYLTTNPQILEMGIGLRGIASGIIRGAKFCIIFFYRI"
     gene            complement(4676251..4677636)
                     /locus_tag="YPA_4152"
     CDS             complement(4676251..4677636)
                     /locus_tag="YPA_4152"
                     /codon_start=1
                     /transl_table=11
                     /product="Xanthine/uracil permeases family protein"
                     /protein_id="ABG16113.1"
                     /translation="MIFVIGYAPTITPFSGTLRMSKSNLDTEQGLLERVFKLKQHGTT
                     ARTELIAGITTFLTMVYIVFVNPQILGVAGMDVQAVFVTTCLIAAFGSIFMGLLANLP
                     VALAPAMGLNAFFAFVVVGAMGISWQVGMGAIFWGAIGFLLLTIFRIRYWMIANIPLS
                     LRVGITSGIGLFIAMMGLKNAGIVVANPDTLVAVGNLTSHSVLLGALGFFIIAVLASR
                     NIHAAVLVSIVVTTLIGWALGDVHYSGVFSMPPSVTSVVGQVDLAGALNIGMAGIIFS
                     FMLVNLFDSSGTLIGVTDKAGLADHKGKFPRMKQALYVDSISSVAGAFIGTSSVTAYI
                     ESSSGVSVGGRTGLTAVVVGILFLLVIFISPLAGMVPAYAAAGALIYVGVLMTSSLAR
                     VKWDDLTEAVPAFVTAVMMPFSFSITEGIALGFISYCLMKLGTGRWREISPCVVVVAL
                     LFMLKIAFVDH"
     gene            4678072..4678740
                     /locus_tag="YPA_4153"
     CDS             4678072..4678740
                     /locus_tag="YPA_4153"
                     /codon_start=1
                     /transl_table=11
                     /product="putative haloacid dehalogenase-like hydrolase"
                     /protein_id="ABG16114.1"
                     /db_xref="InterPro:IPR005833"
                     /db_xref="InterPro:IPR006402"
                     /db_xref="InterPro:IPR006439"
                     /translation="MNQIQCVMFDCDGTLVDSEVLCCQAYVLMFAHYNIHLSLEEVIK
                     RFKGVKLYEIVGIVCKEYGLDQPIKVLEKLYREEVARLFDAELQPIAGVKALLEQIVL
                     PVCVVSNGPVSKMQHSLGLTGLLPFFEDRLYSSYDIQRWKPDPALIYHAAEHMQVAAE
                     HCILIEDSAAGAQAGIAAGIPVFYYCADPHNQPINHPLVTTFTDIQQLPHLWKERGWH
                     ITRD"
     gene            complement(4678775..4679530)
                     /locus_tag="YPA_4154"
     CDS             complement(4678775..4679530)
                     /locus_tag="YPA_4154"
                     /codon_start=1
                     /transl_table=11
                     /product="putative amino acid transport system permease"
                     /protein_id="ABG16115.1"
                     /db_xref="InterPro:IPR010065"
                     /translation="MDFTIIVDNWRYLLWGTFPDGPLGGAALTVVISIMAGVASAVLG
                     TVLGVALAMSRGVWAGILAAVLGFFRAIPVIMLIFWTYFLLPIVFGVDIPEITTVVCA
                     LALIASAYLAHAVKAGIMAIGAGQWQAGLSLGFNRWQTLWFIVLPQALRMMVPSFINQ
                     WISLIKDTSLAYIVGVNELTFLATQVNNRSMVYPMEVFLFVALVYFVLCLALDLLANG
                     LNRRFSPQHAIKNQSSMARSWRWWCNKLTLQSS"
     gene            complement(4679532..4680269)
                     /locus_tag="YPA_4155"
     CDS             complement(4679532..4680269)
                     /locus_tag="YPA_4155"
                     /codon_start=1
                     /transl_table=11
                     /product="ABC transporter permease"
                     /protein_id="ABG16116.1"
                     /db_xref="InterPro:IPR010065"
                     /translation="MNLHHLTDWLLAPQYLGWLWDGFLLTLWISACTVVAATLLGFLL
                     AAARDSELKALKGFAIGYSALFRNTPLLIQLFFWYFAASQFLPASWIPWLNTPHEITL
                     AGLTLAWPSFEFLAGFVGLTLYSTAFIAEELRAGISGVAKGQKYAAHALGLTGWQSMR
                     YVVLPQALKIAMPPLLGQYMNIIKNSSLAMAIGVAELSYASRQVETETLRTFQAFGVA
                     TLLYIFIIALIEAWGMWRQQRTVVRGH"
     gene            complement(4680452..4681213)
                     /locus_tag="YPA_4156"
     CDS             complement(4680452..4681213)
                     /locus_tag="YPA_4156"
                     /codon_start=1
                     /transl_table=11
                     /product="putative periplasmic solute-binding protein"
                     /protein_id="ABG16117.1"
                     /db_xref="InterPro:IPR001311"
                     /db_xref="InterPro:IPR001638"
                     /translation="MDDIKQAGVVRIAVFDSNPPFGYIDPQTKKLVGYDVDVANAIAK
                     DLGVKVELRATNPANRIPLLASKKVDLIAANFTITDERAKEVNFSLPYFATGQKFIAR
                     KGVLKTPEDIGKLRIGADKGTVQEITLREHYPTAKVISYDDTPLAFTALRNGNVQAIT
                     QDDAKLVGLLGNIPEAQKADFEISPFSITKEYQGVGIPKGEDRLTAVVNETLIKLEKE
                     GDAVKIYDRWFGPETNSAQPRGEFKFAPLDQQPKA"
     gene            complement(4681525..4682196)
                     /locus_tag="YPA_4157"
     CDS             complement(4681525..4682196)
                     /locus_tag="YPA_4157"
                     /codon_start=1
                     /transl_table=11
                     /product="putative membrane protein"
                     /protein_id="ABG16118.1"
                     /translation="MSFYIRKNMVLSLLWGLWVAALVAYAIYDLFFYLFIVPALFLIF
                     TVSNVMFKKKVNSNNDGSSSVNIPSQTSMPLSNASQENAKNNTIIAAGTQLKGNINLD
                     GDIQIYGVVMGDIIVNEGSIRLMRSGQIEGNLTAPHITVDGRVEGVCISDDLEILEHG
                     RLKGIVKGSNFSIKKGGIFVGQSEITEEPVSQVKSKAKPVIAISQDKAKAEDVAAGQH
                     SSNVS"
     sig_peptide     complement(4682116..4682196)
                     /locus_tag="YPA_4157"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.985) with cleavage site probability 0.546 at
                     residue 27"
     gene            complement(4682492..4683214)
                     /locus_tag="YPA_4158"
     CDS             complement(4682492..4683214)
                     /locus_tag="YPA_4158"
                     /codon_start=1
                     /transl_table=11
                     /product="phosphate uptake regulator, PhoU"
                     /protein_id="ABG16119.1"
                     /db_xref="InterPro:IPR008170"
                     /translation="MDNLNLNKHISGQFNAELEHIRTQVLTMGGLVEQQLSDAITAMH
                     NQDGELAKRVIDGDEKVNMMEVAIDEACVRIIAKRQPTASDLRLVMAIIKTISELERI
                     GDVADKICRTALEKFSHQHQPLLVSLESLGRHTVQMLHDVLDAFARMDLDEAIRIYRE
                     DRKVDQEYEGIVRQLMTYMMEDPRTIPSVLTALFCARSIERIGDRCQNICEFIFYFVK
                     GHDFRHLGGDDLEKLLSGKPEK"
     gene            complement(4683302..4684078)
                     /locus_tag="YPA_4159"
     CDS             complement(4683302..4684078)
                     /locus_tag="YPA_4159"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphate transport ATP-binding
                     protein"
                     /protein_id="ABG16120.1"
                     /db_xref="InterPro:IPR001687"
                     /db_xref="InterPro:IPR003439"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005670"
                     /translation="MSMATDVTNSKIQVRDLNFYYGKFHALKNISLDIAKNQVTAFIG
                     PSGCGKSTLLRTFNKMYQLYPEQRAEGDILLDGQNILTDKQDIALLRAKVGMVFQKPT
                     PFPMSIYDNIAFGVKLFESLSRADMDERVQWALTKAALWNETKDKLHQSGYSLSGGQQ
                     QRLCIARGIAIRPDVLLLDEPCSALDPISTGRIEELISELKSDYTVVIVTHNMQQAAR
                     CSDHTAFMYLGELIEFSDTDTLFTTPQQKQTEDYITGRYG"
     gene            complement(4684159..4685046)
                     /locus_tag="YPA_4160"
     CDS             complement(4684159..4685046)
                     /locus_tag="YPA_4160"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphate transport system permease"
                     /protein_id="ABG16121.1"
                     /db_xref="InterPro:IPR005672"
                     /translation="MVTIDMRNDATLMESRRKKQAWRRQKNRIALVLSMATMLFGLFW
                     LIWILFSTVTKGIDGMSLALFTEMTPPPNTAGGGLANAIAGSGLLILWATVIGTPLGI
                     MAGIYLAEYGRKSWLAEVTRFINDILLSAPSIVVGLFVYTIVVAKMEHFSGWAGVIAL
                     ALLQVPIVIRTTENMLKLVPDSLREAAYALGTPKWRMISAITLKASVSGILTGILLAI
                     ARIAGETAPLLFTSLSNQFWSTDLTRPIANLPVTIFKFAMSPFAEWQNLAWAGVLLIT
                     LCVLLLNILARVIFAKKKH"
     gene            complement(4685048..4686019)
                     /locus_tag="YPA_4161"
     CDS             complement(4685048..4686019)
                     /locus_tag="YPA_4161"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphate transport system permease"
                     /protein_id="ABG16122.1"
                     /db_xref="InterPro:IPR011864"
                     /translation="MRRESMAAYKPTIKAPSKYGDIIFSALVKLAALITLFLLGGIII
                     SLIVASWPSIEKFGFAFLWTKEWDPPAEQFGALVPIYGTIVTSVIALIIAVPVSFGIA
                     LFLTELAPNWLKRPLGVAIELLAAIPSIVYGMWGLFVFAPLFARYFQEPVGNVMSGIP
                     IVGTLFSGPAFGIGILAAGIILAIMIIPYIAAVMRDVFEQTPVMMKESAYGIGCTTWE
                     VIWRIVLPYTKNGVIGGVMLGLGRALGETMAVTFIIGNTYQLDSFSLFMPGNSITSAL
                     ANEFAEAESGLHTAALMELGLILFVITFIVLALSKLMIMRLAKNEGR"
     gene            complement(4686233..4687273)
                     /locus_tag="YPA_4162"
     CDS             complement(4686233..4687273)
                     /locus_tag="YPA_4162"
                     /codon_start=1
                     /transl_table=11
                     /product="putative phosphate-binding periplasmic protein"
                     /protein_id="ABG16123.1"
                     /db_xref="InterPro:IPR005673"
                     /translation="MKLMRTTVASIVAATLSMTAVSAFAAASLTGAGATFPAPVYAKW
                     ADSYQKETGNKINYQGIGSSGGVKQIIANTVDFGASDAPLTDEKLATEGLFQFPTVIG
                     GVVLAVNIPGIKSGELTLDGKTLGDIYLGTVKKWNDPAIVKLNPGVKLPDQNIAVVRR
                     ADGSGTSFVFTSYLAKVNAEWKEKVGAGSTVNWPTGLGGKGNDGIAAFVQRLPGSIGY
                     VEYAYAKQNNLAYTKLISADGKPVSPTEHSFSSAAKGVDWSKSFAQDLTNQKGDDVWP
                     ITSTTFILVHKEQKNAANGTEVLKFFDWGYTHGAKQANELDYATLPAEVVEQVRAAWK
                     TQIKDSSGKPIF"
     sig_peptide     complement(4687196..4687273)
                     /locus_tag="YPA_4162"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 1.000) with cleavage site probability 0.926 at
                     residue 26"
     gene            complement(4687756..4689585)
                     /locus_tag="YPA_4163"
     CDS             complement(4687756..4689585)
                     /locus_tag="YPA_4163"
                     /EC_number="2.6.1.16"
                     /codon_start=1
                     /transl_table=11
                     /product="glutamine--fructose-6-phosphate transaminase"
                     /protein_id="ABG16124.1"
                     /db_xref="InterPro:IPR000583"
                     /db_xref="InterPro:IPR005855"
                     /translation="MCGIVGAVAQRDIAEILIEGLRRLEYRGYDSAGLAVVDSEGHLT
                     RLRRVGKVHALSDAAEKQDLHGGTGIAHTRWATHGEPSEANAHPHVSDYISVVHNGII
                     ENHEPLRELLISRGYRFSSETDTEVIAHLVHWEQQQGGSLLEVVKRVIPQLRGAYGTV
                     VMDSRDPSRLIAARSGSPLVIGCGVGENFIASDQLALLPVTRRFIFLEEGDVVEVTRR
                     SISIFDKQGNAIERPEIESQVQYDAGDKGIYRHYMQKEIYEQPMAIKNTLEGRLSHGM
                     IDLSELGPKADALLAEVQHIQIIACGTSYNSGMVSRYWFESLAGVPCDVEIASEFRYR
                     KSAVRPNSLLITLSQSGETADTLAALRLSKELGYLGSLAICNVAGSSLVRESDLALMT
                     KAGTEIGVASTKAFTTQLTVLLMLVGRIGKLKGADASLEHDIVHALQALPARIEQMLS
                     LDKTIEALAEGFSDKHHALFLGRGDQYPIAMEGALKLKEISYIHAEAYAAGELKHGPL
                     ALIDADMPVIVVAPNNELLEKLKSNIEEVRARGGLLYVFADQDAGFTDSEGMKIIQLP
                     HVEEIIAPIFYTVPLQLLSYHVALIKGTDVDQPRNLAKSVTVE"
     gene            complement(4689786..4691156)
                     /locus_tag="YPA_4164"
     CDS             complement(4689786..4691156)
                     /locus_tag="YPA_4164"
                     /EC_number="2.3.1.157"
                     /EC_number="2.7.7.23"
                     /codon_start=1
                     /transl_table=11
                     /product="glucosamine-1-phosphate N-acetyltransferase /
                     UDP-N-acetylglucosamine pyrophosphorylase"
                     /protein_id="ABG16125.1"
                     /db_xref="InterPro:IPR001451"
                     /db_xref="InterPro:IPR005882"
                     /translation="MSNSSMSVVILAAGKGTRMYSDLPKVLHPLAGKPMVQHVIDAAM
                     KLGAQHVHLVYGHGGELLKKTLADPSLNWVLQAEQLGTGHAMQQAAPHFADDEDILML
                     YGDVPLISVDTLQRLLAAKPEGGIGLLTVKLDNPSGYGRIVRENGDVVGIVEHKDASD
                     AQREINEINTGILVANGRDLKRWLSLLDNNNAQGEFYITDIIALAHADGKKIATVHPT
                     RLSEVEGVNNRLQLSALERVFQTEQAEKLLLAGVMLLDPSRFDLRGELTHGRDITIDT
                     NVIIEGHVILGDRVRIGTGCVLKNCVIGDDSEISPYTVLEDARLDANCTVGPFARLRP
                     GAELAEGAHVGNFVEIKKARLGKGSKAGHLSYLGDAEIGAGVNIGAGTITCNYDGANK
                     FKTIIGDDVFVGSDTQLVAPVTVANGATIGAGTTVTRDVAENELVISRVKQVHIQGWK
                     RPVKKK"
     gene            complement(4691777..4692190)
                     /locus_tag="YPA_4165"
     CDS             complement(4691777..4692190)
                     /locus_tag="YPA_4165"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase epsilon subunit protein"
                     /protein_id="ABG16126.1"
                     /db_xref="InterPro:IPR001469"
                     /translation="MTYHLDVVSAEKKMFSGVVQKIQVTGSEGELGIFPGHAPLLTAI
                     KPGMIRIVKQFGEEEFIYLSGGILEVQPSVVIVLADTAIRGLDLDEARALESKRKAEA
                     HINNSHGDVDYAQASAELAKAIAKLRVIELTKKAM"
     gene            complement(4692221..4693603)
                     /locus_tag="YPA_4166"
     CDS             complement(4692221..4693603)
                     /locus_tag="YPA_4166"
                     /EC_number="3.6.3.15"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase beta subunit protein"
                     /protein_id="ABG16127.1"
                     /db_xref="InterPro:IPR000194"
                     /db_xref="InterPro:IPR003593"
                     /db_xref="InterPro:IPR005722"
                     /translation="MATGKIIQVIGAVVDVEFPQDAVPKVYNALEVEGTTEKLVLEVQ
                     QQLGGGVVRCIAMGSSDGLSRGLKVTNLEHPIEVPVGKATLGRIMNVLGEPIDMKGPI
                     GEEERWAIHREAPSYEELASSQDLLETGIKVMDLICPFAKGGKVGLFGGAGVGKTVNM
                     MELIRNIAIEHSGYSVFAGVGERTREGNDFYHEMTDSNVLDKVSLVYGQMNEPPGNRL
                     RVALTGLTMAEKFRDEGRDVLLFIDNIYRYTLAGTEVSALLGRMPSAVGYQPTLAEEM
                     GVLQERITSTKTGSITSVQAVYVPADDLTDPSPATTFAHLDATVVLSRQIASLGIYPA
                     VDPLDSTSRQLDPLVVGQEHYDVARGVQSILQRYQELKDIIAILGMDELSEDDKLVVS
                     RARKIQRFLSQPFFVAEVFTGSPGKFVSLKDTIRGFKGIMNGDYDHLPEQAFYMVGTI
                     EEAVEKAKKL"
     gene            complement(4693759..4694622)
                     /locus_tag="YPA_4167"
     CDS             complement(4693759..4694622)
                     /locus_tag="YPA_4167"
                     /EC_number="3.6.3.15"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase gamma subunit protein"
                     /protein_id="ABG16128.1"
                     /db_xref="InterPro:IPR000005"
                     /db_xref="InterPro:IPR000131"
                     /translation="MAGAKEIRSKIASVQNTQKITKAMEMVAASKMRKSQERMAASRP
                     YAETMRSVIGHLALGNLEYKHPYLEERDVKRVGYLVVSTDRGLCGGLNINLFKRLLAE
                     MKGWSEKGVECDLALIGSKAASFFGSVGGKIVAQVTGMGDNPSLSELIGPVKVMLQAY
                     DEGRLDKLYIVNNKFINTMSQEPRIMQLLPLPPAEDGELKKKSWDYLYEPDPKALLDT
                     LLRRYVESQVYQGVVENLASEQAARMVAMKAATDNGGSLIKELQLVYNKARQASITQE
                     LTEIVGGASAV"
     gene            complement(4694684..4696225)
                     /locus_tag="YPA_4168"
     CDS             complement(4694684..4696225)
                     /locus_tag="YPA_4168"
                     /EC_number="3.6.3.15"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase alpha subunit protein"
                     /protein_id="ABG16129.1"
                     /db_xref="InterPro:IPR000194"
                     /db_xref="InterPro:IPR005294"
                     /translation="MQLNSTEISELIKQRIAQFNVVSEAHNEGTIVSVSDGIIRVHGL
                     ADVMQGEMIALPGNRYAIALNLERDSVGAVVMGPYADLAEGMKVKCTGRILEVPVGRG
                     LLGRVVNTLGEPIDGKGSIENDGFSAVEAIAPGVIERQSVDEPVQTGYKSVDAMIPIG
                     RGQRELIIGDRQTGKTALAIDAIINQRDSGIKCVYVAIGQKASTVANVVRKLEEHDAL
                     ANTIVVVATASESAALQYLAPYSGCAMGEYFRDRGEDALIIYDDLSKQAVAYRQISLL
                     LRRPPGREAYPGDVFYLHSRLLERAARVNAEYVEAFTKGEVKGKTGSLTALPIIETQA
                     GDVSAFVPTNVISITDGQIFLESSLFNAGIRPAVNPGISVSRVGGAAQTKIMKKLSGG
                     IRTALAQYRELAAFSQFASDLDDATRKQLSHGQKVTELLKQKQYAPMSVAQQSLVLFA
                     AERGYLGDVELAKVGSFEAALLAFADREHAELLQQINQTGAYNDEIEAKLKGILDTFK
                     ATQSW"
     gene            complement(4696240..4696773)
                     /locus_tag="YPA_4169"
     CDS             complement(4696240..4696773)
                     /locus_tag="YPA_4169"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase delta subunit protein"
                     /protein_id="ABG16130.1"
                     /db_xref="InterPro:IPR000711"
                     /translation="MSEFVTVARPYAKAAFDFAVEHQAVERWQNMLAFTAQVTRNEQI
                     AELLSGAVAPETMSTTFIAVCGDQLDEPAQNFIRVMAENGRLLVLPEVLQQFIQLRAS
                     LESTVDVEVSSARALNDEQLAKIAAAMEKRLSRKVKLNCKIDKSVMAGVVIRAGDMVI
                     DGSVRGRLERLADVLQS"
     gene            complement(4696788..4697258)
                     /locus_tag="YPA_4170"
     CDS             complement(4696788..4697258)
                     /locus_tag="YPA_4170"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase subunit B protein"
                     /protein_id="ABG16131.1"
                     /db_xref="InterPro:IPR005864"
                     /translation="MNLNATILGQAIAFVLFVIFCMKYVWPPIMAAIEKRQQEIADGL
                     SSAERAKKDLDLAQANATDQLKKAKAEAQVIIEQASKRKAQILDEAKAEAEQERNKIV
                     AQAQAEIDAERKRAREELRKQVAMLAIAGAEKIIERSVDEAANSDIVDKLVAEL"
     gene            complement(4697320..4697559)
                     /locus_tag="YPA_4171"
     CDS             complement(4697320..4697559)
                     /locus_tag="YPA_4171"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase subunit C protein"
                     /protein_id="ABG16132.1"
                     /db_xref="InterPro:IPR000454"
                     /db_xref="InterPro:IPR005953"
                     /translation="MENLNMDLLYMAAAVMMGLAAIGAAIGIGILGGKFLEGAARQPD
                     LIPLLRTQFFIVMGLVDAIPMIAVGLGLYVMFAVA"
     sig_peptide     complement(4697488..4697559)
                     /locus_tag="YPA_4171"
                     /note="Signal predicted by SignalP 2.0 HMM (Signal peptide
                     probability 0.732) with cleavage site probability 0.548 at
                     residue 24"
     gene            complement(4697609..4698433)
                     /locus_tag="YPA_4172"
     CDS             complement(4697609..4698433)
                     /locus_tag="YPA_4172"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase subunit B protein"
                     /protein_id="ABG16133.1"
                     /db_xref="InterPro:IPR000568"
                     /translation="MSASGEISTPRDYIGHHLNHLQLDLRTFELVNPHSTGPATFWTL
                     NIDSLFFSVVLGLAFLLVFRKVAASATSGVPGKLQTAVELIIGFVDNSVRDMYHGKSK
                     VIAPLALTVFVWVLLMNMMDLLPIDLLPYIGEHVFGLPALRVVPTADVSITLSMALGV
                     FILIIFYSIKMKGVGGFTKELTMQPFNHPIFIPVNLILEGVSLLSKPLSLGLRLFGNM
                     YAGELIFILIAGLLPWWSQWMLSVPWAIFHILIITLQAFIFMVLTIVYLSMASEEH"
     gene            complement(4698473..4698856)
                     /locus_tag="YPA_4173"
     CDS             complement(4698473..4698856)
                     /locus_tag="YPA_4173"
                     /codon_start=1
                     /transl_table=11
                     /product="ATP synthase protein I"
                     /protein_id="ABG16134.1"
                     /translation="MPVSLYSGKIARKLLFLQLMTFVVLSAVFGIKSLEWSVSALAGG
                     LAAWLPSAMFMLFACRHQAKTAAPGRVAWSFAIGEGLKVILTIALLIVALGLFKAAFV
                     PLGLTYLSVLIVQILAPAVINGHRT"
     gene            complement(4699523..4700143)
                     /locus_tag="YPA_4174"
     CDS             complement(4699523..4700143)
                     /locus_tag="YPA_4174"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose inhibited division protein B"
                     /protein_id="ABG16135.1"
                     /db_xref="InterPro:IPR003682"
                     /translation="MLKKLDSLLTVAGITLPDQQKHQLIGYVELLDKWNKAYNLTSVR
                     DPQQMLVRHILDSIVVNPHLQGSRFIDVGTGPGLPGIPLAIVRPDAHFTLLDSLGKRV
                     RFLRQVQHELGLNNIEPVQSRVEAFTSEPPFDGVISRAFASLQDMLSWCHHLPAKPEG
                     RFYALKGVRPDDELAVLPEDIVLESVIKLDVPELDGERHLIILKSN"
     gene            complement(4700289..4702178)
                     /locus_tag="YPA_4175"
     CDS             complement(4700289..4702178)
                     /locus_tag="YPA_4175"
                     /codon_start=1
                     /transl_table=11
                     /product="glucose inhibited division protein A"
                     /protein_id="ABG16136.1"
                     /db_xref="InterPro:IPR002218"
                     /db_xref="InterPro:IPR004416"
                     /translation="MFYPDQFDVIIIGGGHAGTEAAMAAARMGRQTLLLTHNIDTLGQ
                     MSCNPAIGGIGKGHLVKEIDALGGLMAKATDLAGIQFRILNASKGPAVRATRAQADRV
                     LYRLAVRTALENQPNLMIFQQPVEDLIVENDRVVGAVTQMGLKFRAKAVVLTVGTFLD
                     GKIHIGLENYSGGRAGDPPSISLSQRLRELPLRVNRLKTGTPPRIDARTIDFSQLTPQ
                     LGDTPIPVFSFLGNAEQHPEQMACHITYTNEKTHEVIRNNLDRSPMYAGIIEGIGPRY
                     CPSIEDKVMRFADRNSHQIFLEPEGLTSNEIYPNGISTSLPFDVQMQIVRSMKGLENA
                     RIIRPGYAIEYDFFDPRDLKPTLESKYIQGLFFAGQINGTTGYEEAAAQGLLAGLNAG
                     RFANEEDGWSPRRDEAYLGVLVDDLSTLGTKEPYRMFTSRAEYRLMLREDNADLRLTE
                     TGRKLGLVDDIRWAHFSQKVEQIEKERQRLRDIWVHPHSENVSEINALLKAPLSKEAN
                     GEELLRRPEIDYRLLTSLTSFGPALTDPQSADQVEIQVKYEGYITRQQEEIEKQLRNE
                     NTLLPVDLDYQQVSGLSNEVIAKLNDHKPSSIGQASRISGITPAAISILLVWLKKQGL
                     LRRSA"
ORIGIN      
        1 gatcttttta tttaaagatc tctttattag atctcttatt aggatcatga tcctctgtgg
       61 ataagtgatt attcacatgg aagatcatat aattaaggag gatcgtttgt tgtgagtgac
      121 cggtgatcct attgcgtata agctgggatc taaatggcat gttatgcaca gtcactcggc
      181 agaatcaagg ttgttatgtg gatatctact ggttttaccc tgcttttaag catagttata
      241 cacattcgtt cgcgcgatct ttgagctaat tagagtaaat taatccaatc tttgacccaa
      301 atctctgctg gatcctctgg tatttcatgt tggatgacgt caatttctaa tatttcaccc
      361 aaccgttgag caccttgtgc gatcaattgt tgatccagtt ttatgattgc accgcagaaa
      421 gtgtcatatt ctgagctgcc taaaccaacc gccccaaagc gtacttggga taaatcaggc
      481 ttttgttgtt cgatctgttc taataatggc tgcaagttat caggtagatc cccggcacca
      541 tgagtggatg tcacgattaa ccacaggcca ttcagcgtaa gttcgtccaa ctctgggcca
      601 tgaagtattt ctgtagaaaa cccagcttct tctaatttat ccgctaaatg ttcagcaaca
      661 tattcagcac taccaagcgt actgccactt atcaacgtta tgtcagccat tcaagaaccc
      721 aactgaagta aagagctggc attgtactct gtgaatcagc tgggatctag ctgtggataa
      781 tgtgggtata gttattttag ggttaaggaa cgatcgtacg catgataggg ttttgcagtg
      841 atattagtgt ctcggttgac tggatctcat caatagtctg gattttgttg ataagtacct
      901 gctgcaatgc atcaatggat ttacacatca ctttaataaa tatgctgtag tggccagtgg
      961 tgtaataggc ctcaaccact tcttctaagc tttccaattt tttcaaggcg gaagggtaat
     1021 ctttggcact tttcaagatt atgccaataa agcagcaaac gtcgtaaccc agttgttttg
     1081 ggttaacgtg tacacaagct gcggtaatga tccctgcttg ccgcatcttt tctactctta
     1141 catgaatagt tccggggcta acagtgaggt ttttggctaa ttcagcatag ggtgtgcgtg
     1201 cattttccat taatgctttc aggatgctgc gatcgagatt atcgatctga taaatttcac
     1261 tcatatttcc cccgtttttt tatcgatatc tcaattatag tgccatataa attcattatt
     1321 aaaaccataa tggctatatt tgttattgga tattgaattt aaccctcatt ctgttgctta
     1381 atcgatgaca agccagtagg cataactaaa cataacgaat tgagaaaaca gcaatgaaaa
     1441 aacaatttat ccaaaaacaa caacaaatca gcttcgtaaa atcattcttt tcccgccaat
     1501 tagagcaaca acttggcttg atcgaagtcc aggctcctat tttgagccgt gtgggtgatg
     1561 gaacccaaga taacctttct ggttctgaga aagcggtaca ggtaaaagtt aagtcattgc
     1621 cggattcaac ttttgaagtt gtacattcat tagcgaagtg gaaacgtaaa accttagggc
     1681 gttttgattt tggtgctgac caaggggtgt atacccatat gaaagcattg cgcccagatg
     1741 aagatcgcct gagtgctatt cattctgtat atgtagatca gtgggattgg gaacgggtta
     1801 tgggggacgg tgaacgtaac ctggcttacc tgaaatcgac tgttaacaag atttatgcag
     1861 cgattaaaga aactgaagcg gcgatcagtg ctgagtttgg tgtgaagcct ttcctgccgg
     1921 atcatattca gtttatccac agtgaaagcc tgcgggccag attccctgat ttagatgcta
     1981 aaggccgtga acgtgcaatt gccaaagagt taggtgctgt cttccttata gggattggtg
     2041 gcaaattggc agatggtcaa tcccatgatg ttcgtgcgcc agattatgat gattggacct
     2101 ctccgagtgc ggaaggtttc tctggattaa acggcgacat tattgtctgg aacccaatat
     2161 tggaagatgc ctttgagata tcttctatgg gaattcgtgt tgatgccgaa gctcttaagc
     2221 gtcagttagc cctgactggc gatgaagacc gcttggaact ggaatggcat caatcactgt
     2281 tgcgcggtga aatgccacaa actatcgggg gaggtattgg tcagtcccgc ttagtgatgt
     2341 tattgctgca gaaacaacat attggtcagg tgcaatgtgg tgtttggggc cctgaaatca
     2401 gcgagaaagt tgatggcctg ctgtaaaatc tagtcattat ccccctatgc taactcgcga
     2461 taacggtatc agtcatcgcg ggtttttaac tttatcagtc tgtaggcggc atcactatgg
     2521 gggattatcg tttccagcgg cgtatcaaac ggctttttaa acttgtatca aaacgccaga
     2581 tatgatcaaa aatacgcatg atccctggtt tgccataagc ggacatggca acagcatgga
     2641 aacggtgctg gtgggcctgc tgctggattt ttatctttct gactaactct tctggcaaac
     2701 gctgggcgat aaagtctgaa atgatcaccg cgtctgcgtc ataccattct ctgtcttcca
     2761 ttttatttaa cgtgttggct aagcatgccg ccagatccgt accaccacga aaatgttggt
     2821 tgaggaaacg tatggcttgc tcaataccat tgtcagctga tagctcgtag tgaattattt
     2881 cagtagcaaa taacatgatg taacagcggc gattatcggc taacgcgata cggagtaagg
     2941 ccagacaaaa tgctttggcg cattgctcgt tgaagcctcc catcgagcct gaggtatcga
     3001 cgcagacaat aaatggccca cggggttgct catcattttg tttaaggctg acgggtctct
     3061 gttgcgtttt ttcctgccag ttgtctcctt gtaatcggta tgtgagcaaa cgccgttcca
     3121 gtaagcggcg ataaaactca aactccaact cactcatccc taacatcacc aattcagtag
     3181 gcaataatcg caggatgtca ttactctgat gaataccact gacctcctca ggcaccgaat
     3241 ctggctggcg taccataacg gtgtaaggct catagcgggc gtcaggtgcc ggttgtgctt
     3301 tggctgagcg gctgcggccg agctgttcgg ctaaacgtat taattcaggt tgctgttgca
     3361 gaaagtcgcc atattgcagc aataattgat aatcgccacg ttgcaaatgc ccctgactca
     3421 tatcccaaag acgcccagcg gcattgtcat tggtggtgag aatgggttcc agtgcaccac
     3481 tgagcgctaa tcttcgctgt agctcagcta agagctgttc ccgttcttgt tctaacaact
     3541 gatgatgaat tgtgatggtt tgtaggatca gactgacacg ccaacgttgt aaaaagagcg
     3601 tttgcaggct atctccgcct ggcgggtttt ttgccaggtc tgcggtttgc actaatgttt
     3661 tagcctgcgt tgcaaacggg gaatgtaaat cttgtaactg agccacgata tcgggcagat
     3721 gcgcataaaa ctgtgggcta tcctccaaca gactctgttg atataaggaa aattcattcg
     3781 ccagccctgg cggaacgcta gcttcacgga tccgttgttg caaattttgt ttccagccgg
     3841 gaatatcttt cattaatgcc cgtttaatcc gcgggaattt ttcaaaaaaa atcgccaact
     3901 gaggtgctgc cagtaaacct accaccatct cttcgataag ttcaccttca cttatcgaca
     3961 gcagcatatc cagtgttgcc agactgagca tcggtcagtg tccactgtgt ttttgttgtt
     4021 gaaatttacg ttgttgaaat tgaatttgtt gaaattgaat ttgttgaaat tgaagttgct
     4081 ccaccacctg tagcaggctg gcctctattt ttgccagcca agatgatggg gtaaataaac
     4141 aaggctgatg ttggctaaat aagcgccgtt gttctgccag cgtactttcc agtttggtga
     4201 gtgccagcag cagttctggt ggcacgctag tggttgtggc acccggaagg gacaaggttg
     4261 atggctggcg gctcacatcc agtatgatta tatgtaactg atcatcaatt tccgcatcga
     4321 tagattgcgc atagccaaca ccatttaatt tggctcgtaa agcgccacct ttattcagcc
     4381 attgagcaag ggcctcttta tcaacctgca gatgattgac ctgaatatca tgtaagttaa
     4441 gcggtttttg cagtaatagc gtcaaggtac tgtctgtcag attatccggc agagcatatt
     4501 gcgctttacg gctgaacatg ccgctttgct taaccacagt gagtgcctgg tggtcacttt
     4561 gctgctgttg gtgttgcaac catttgctat taatatcttg tagcttcatt aataagcttt
     4621 gctgttgata cccttgttcc gtcaacaatt gttccagttg ctgttgcagt aatttgaacg
     4681 agttaaggtc atgccatagg caatctttca gtaaaatcag atcaataggg gttatttcat
     4741 cacggccact gaagaatgca ctggcttgta gtagacgtaa tgccttcttc cagcggcggt
     4801 cagagacata aggagcgtgt tccagagcgc tgagtcgttg acgtagctga aaaataagct
     4861 caaagcagtg atctggtaat gtgattttgt caatcaaggg ctgccactgg tggaattctt
     4921 catcagtgat actgaggttt tctgctaccg ggttgtgatt ttcattttgt ctgctgatca
     4981 gcagtgagcg gaaattctgt ttttcttgta cccggtctag ccacaggcgg atcagcatcc
     5041 ggtcataaag tgcttccagg ctgctgtctg cgtctggcaa ctcattggac gcggttacca
     5101 gcaagcgcat cgggatactg tcttccctat caccatttcg aaagcgccgt tcattaatgg
     5161 cggtcagtag agtattaagg atagccgggc ccgccttcca gatttcatcg aggaagacaa
     5221 tttcagcttc tggtagataa cccccggtca ttcgttggta acgcccttct tcttttaatg
     5281 cctgtatgga cagcgggcca aaaacctctt ccggtgtaga aaagcgggtc atcaggtatt
     5341 caaatgcccg agcatggcgg aaagcaaatt tcaagcggcg ggcaatcagg cttttggcaa
     5401 ttcccggagg accaagcaga aatacacttt caccgctgag tgctgccagt aagcacaaac
     5461 ggatgtgtaa cgaacggtgc aatagtgatc cacacccaac gcctgaaatc agatccaggg
     5521 ggtaatctgc tctcctgatt caggagagtt tatggtcact tttgagacag ttatggaaat
     5581 taaaatcctg cacaagcagg gaatgagtag ccgggcgatt gccagagaac tggggatctc
     5641 ccgcaatacc gttaaacgtt atttgcaggc aaaatctgag ccgccaaaat atacgccgcg
     5701 acctgctgtt gcttcactcc tggatgaata ccgggattat attcgtcaac gcatcgccga
     5761 tgctcatcct tacaaaatcc cggcaacggt aatcgctcgc gagatcagag accagggata
     5821 tcgtggcgga atgaccattc tcagggcatt cattcgttct ctctcggttc ctcaggagca
     5881 ggagcctgcc gttcggttcg aaactgaacc cggacgacag atgcaggttg actggggcac
     5941 tatgcgtaat ggtcgctcac cgcttcacgt gttcgttgct gttctcggat acagccgaat
     6001 gctgtacatc gaattcactg acaatatgcg ttatgacacg ctggagacct gccatcgtaa
     6061 tgcgttccgc ttctttggtg gtgtgccgcg cgaagtgttg tatgacaata tgaaaactgt
     6121 ggttctgcaa cgtgacgcat atcagaccgg tcagcaccgg ttccatcctt cgctgtggca
     6181 gttcggcaag gagatgggct tctctccccg actgtgtcgc cccttcaggg cacagactaa
     6241 aggtaaggtg gaacggatgg tgcagtacac ccgtaacagt ttttacatcc cactaatgac
     6301 tcgcctgcgc ccgatgggga tcactgtcga tgttgaaaca gccaaccgcc acggtctgcg
     6361 ctggctgcac gatgtcgcta accaacgaaa gcatgaaaca atccaggccc gtccctgcga
     6421 tcgctggctc gaagagcagc agtccatgct ggcactgcct ccggagaaaa aagagtatga
     6481 cgtgcatctt gatgaaaatc tggtgaactt cgacaaacac cccctgcatc atccactctc
     6541 catctacgac tcattctgca gaggagtggc gtgatgatgg aactgcaaca tcaacgactg
     6601 atggcgctcg ccgggcagtt gcaactggaa agccttataa gcgcagcgcc tgcgctgtca
     6661 caacaggcag tagaccagga atggagttat atggacttcc tggagcatct gcttcatgaa
     6721 gaaaaactgg cacgtcatca acgtaaacag gcgatgtata cccgaatggc agccttcccg
     6781 gcggtgaaaa cgttcgaaga gtatgacttc acattcgcca ccggagcacc gcagaagcaa
     6841 ctccagtcgt tacgctcact cagcttcata gaacgtaatg aaaatatcgt attactgggg
     6901 ccatcaggtg tggggaaaac ccatctggca atagcgatgg gctatgaagc agtccgtgca
     6961 ggtatcaaag ttcgcttcac aacagcagca gatctgttac ttcagttatc tacggcacaa
     7021 cgtcagggcc gttataaaac gacgcttcag cgtggagtaa tggccccccg cctgctcatc
     7081 attgatgaaa taggctatct gccgttcagt caggaagaag caaagctgtt cttccaggtc
     7141 atcgctaaac gttacgaaaa gagcgcaatg atcctgacat ccaatctgcc gttcgggcag
     7201 tgggatcaaa cgttcgccgg tgatgcagca ctgacctcag cgatgctgga ccgtatctta
     7261 caccactcac atgtcgttca aatcaaagga gaaagctatc gactcagaca gaaacgaaag
     7321 gccggggtta tagcagaagc taatcctgag taaaacggtg gatcaatatt gggccgttgg
     7381 tggagatata agtggatcac ttttcatccg tcgttgacag gatggcttcc tgtctttcat
     7441 acagcccact ttcaagggca tgacttaagc gagatattct ttctgccaat tgcgatgatt
     7501 gcgccataat tgttctacat gttcctctga tgagttaatt tttacctgat aaaacggaat
     7561 aaatcctctt tttcttaata ggatagcttg ttgattagtg aaattttcat atcatcaatt
     7621 atttgttttt gattaaatat cgttcttttt ctgctctaat ttaagagtag gcaatccatt
     7681 taaataatgc atactgaacg cctttcgtgg gcgtgaaagg acacaggatc ttctgtcatg
     7741 gggcctaaac gcatacatca gcttatggat gttctagcaa atgagcacag agcataaaca
     7801 atatttatcc gcggtgactt tggctgcaat cggggtcgtt tacggtgata ttggcaccag
     7861 cccactctat accttgagag agtgtttttc tggtcattat ggttttgatg tccgacccga
     7921 tgtggtgttt ggttttttat cgctgatttt ctggatgcta attctagtcg tctcggttaa
     7981 atatctgacc tatgtgatgc gggctgataa cgcgggtgaa ggagggattt taacgttgat
     8041 gtctttggca gggcgtaata cctcttccag agcgacgtct atcttggtgg tccttgggct
     8101 aattggtggc agcttctttt atggtgaagt ggtcattacc ccggcaatct cggtgatgtc
     8161 agctattgaa gggttggaaa tcgccgcacc cgcccttgat ccctacattg ttccctgctc
     8221 cattgccgta ttaacgctac tttttgtgat tcaaaagcat ggcactggca gtgttggtaa
     8281 acttttcgcc ccggtgatgc tggtgtggtt cctgacgtta gccttacttg gtctgcgcag
     8341 tattattgct aacccagaag ttttggccgc gctgaatccc aaatgggcaa taagcttttt
     8401 tgttgaatat aagtctgttt cgttttttgc ccttggtgcg gtagttctgg cgattactgg
     8461 cgttgaggcg ttgtatgcgg atatggggca ttttggtaag tttcctatcc ggctcgcttg
     8521 gtttactgtg gtcttaccgt cgttggtgct gaattatttt ggtcaggggg cgttattact
     8581 gaaaaaccct gaagccatca aaaacccctt ctttctgcta gcccccgact gggcactgat
     8641 tccattactt attctggcga cgctagccac tgttattgcc tcacaggcgg tgatttctgg
     8701 cgtattttca cttactcgac aggctgttcg tttagggtat ttaccaccca tgcgaattat
     8761 tcatacttca gagatggaat ctggccagat atatatccca gtgatcaatt ggaccctcta
     8821 tttagcggtg gtgttagtga ttatcggttt tgaacgctcc agtaatttgg cggcggctta
     8881 tggaatagcg gttaccggga ctatggttat caccagtatt ctgttttgta ccgtggcatg
     8941 gaaaaactgg cattggaatc gctttctcgt cgtattttta ctgatggtct tgttgattat
     9001 cgatatcccg atgttttctg ccaatgtgct taaattattc tcagggggtt ggttgccact
     9061 gtctttaggt ttggtgatgt ttattattat gaccacctgg aaaagtgagc gtttcagttt
     9121 actgcgccgt atgcatgaac acagtaattc actggaagcg atgattgctt cactagagaa
     9181 gtcaccgcca gtacgggtac ccggtacggc ggtgtatatg tcgcgagcaa tgaatgtcat
     9241 tccatttgca ttattacata accttaaaca taacaaagtg ttacatgagc gtgttgtgtt
     9301 gctaacgatg cggactgacg atgtgcctta tgtacataat gtggagcggg ttaccatcga
     9361 gcaactttct ccaaccttct ggcgggtggt tgccagatac ggttggcgtg aaacacctaa
     9421 tgtggcggaa attttccacc gttgtggttt ggaaggtttg tcttgccaga tgatggaaac
     9481 gtcgttcttt atgtcacatg aatcgctaat cctgactaag cggccatggc acttattttt
     9541 acgtggtaag ttatttattg cacttagccg taatgcatta cgcgcaccag atcaatttga
     9601 gatcccaccc aatagggtta ttgaacttgg gacacaagtg gaaatttaat tgagaggccg
     9661 ttaatcataa cggcctcttc tatcatcatt cacactatta tcatcatcca cactatcacc
     9721 gctaaaatcc ttcttcttat atcgctagca aagtgtttcg gtggcgatca caatttcact
     9781 aaatgaggtt tgtcttctac tgccgttttt ctaaactcct tgttagcgaa acgtttcgct
     9841 cttggagtag atcatgaaaa aaggtgtatt actgaacgct gatatttccg cggttatctc
     9901 ccgtctgggc cataccgatc agattgtgat cggtgacgca gggctaccga taccggcaac
     9961 caccacacga atcgatttgg cgttaacacg aggcgtgcca gggtttctgc aggttgtcga
    10021 tgtagtcacg caagaaatgc aggttgagaa tgcttacctt gcagaagaaa tcgttaaaaa
    10081 taatccgcaa cttcatgaag cattactcgt gctgctcaca cagcttgagc aacggcagga
    10141 aaaccaaatt gctttgcgtt atatcagcca tgaggcgttt aaagagcaaa ctaaacaaag
    10201 ccgggcggtg atacgcagcg gagagtgttc tccctttgct aatatcattc tcggctccgg
    10261 cgtaaccttc taaggccttt atgcaacctt tactaaaatt tcaaggacaa aggaataaat
    10321 aagatggaaa caggtaagct ggtggtgttg ggcagtatca atgccgacca tattctgaat
    10381 attgagcagt ttccacgtcc gggtgaaacg gtgatcgggc agcagtataa cgttgctttc
    10441 ggaggtaaag gggctaatca agcggttgct gctggccgta gcggtgcgga tatcgcattt
    10501 attgcctgtg tgggtgacga tgatattggt gaacgggtgc gtcagcaact cactgccgat
    10561 aagattgata ctcagcctat cgaggctatt aagggggcaa ctaccggtgt ggcattgatc
    10621 ttcgtgaata gcgatggcga aaatgtgatt ggtattaatg cgggggctaa ctcagcggtg
    10681 acaccagagt atcttcgccg ctaccaacaa caagtgatcg atgctgatgc actcttaatg
    10741 caactggagt cgccgctcga cactgttatt gcggccgcta aactggcgaa gcagcatcaa
    10801 actcaggtta tcctcaatcc ggcacccgcc cgtaaattac ccgatgaatt attaactctg
    10861 gtcgatatga ttacgcctaa tgaaacggaa gccgagcgtt tgaccggcat tcatattgag
    10921 caggatgatg atgccgcgaa agcagcgcaa attttgcatg ataaaggcat tgctaccgtg
    10981 atcatcacct taggtagccg tggcgtatgg ctcagtgaac aaggtaaagg taaattagtg
    11041 gcggggttca aggtaaatgc cgtagatacc attgctgccg gtgatacgtt taacggtgca
    11101 ttattgacag cgttattaga aggccagtct atggatgtcg cagtgcgttt tgctcatgcc
    11161 gcggcggcta ttgcggtcac tcggcctgga gcacagccgt ccattccatg gcgtgccgaa
    11221 attgatagct tcttacaaga acgagtgtaa aacgtggcca caatgaaaga tgtcgcccgt
    11281 ctggcagggg tatcgtcaag caatggcacg tgcaggtttg ccaattattg ccgggtatga
    11341 agttgtcagt gattttgaat ttggtggtgg cctggttgcc ctgaagcaac gactaaataa
    11401 tccagaagct gagccacaag ttctgcccct gactcccgag ctaatagaac gcggttcggt
    11461 ctcccttcgt taaacattat ttttcacctg tggggctact tttttcacat tacggccctg
    11521 aattaaattg tctccatccc tgggtttgag taacaagaac accagagatg atagcaatgt
    11581 cactattccc atggtgataa aggtgtagtg gaagtgatcc acattaccgc ctaacgacaa
    11641 cccatcataa aaacgcaaca cagtcgcact gatagcaatc ccaaagctta tcgataattg
    11701 ttgggttacc gccagaacac tgttaccgga gctggcattg ttatccgtca aatcagccag
    11761 tgtaattgta ttcatcgcag taaattgggt cgacatcgct atacctaata taaatagcgg
    11821 caatatcatc atccatgccg acatccccgg tgattgcaat gcaaaggagg caatcagtac
    11881 cccgataatt aaggttatac cgactaacac tttacgatag cccagtgagc gcagcacctg
    11941 tgtgacggct gattttgcca tgatggatcc aatcgcggtg ggagccatca tacaaccggc
    12001 gataagtgcg gaataaccga atccaacttg taacatcaac ggcattaaaa aaggtacaca
    12061 gcccgtccct aagcgggagg ccacgttacc ggcaatcccc acggagaatg tccgggtctt
    12121 aaataatggc aaaccaatga gtggattagg atggcctttg gcatgaaata tatagaaaat
    12181 cagcattaat aggccgccta gcagagttgc ggcgggtaaa taatctgcga tttctggccg
    12241 ccccataatc tccaggctgg tggatatcat gactaaactg ataccaaata gtaggaaacc
    12301 aacaaaatca aaagtgcgct taggcatcgt gaaattaggc atatatttgc gggcataaaa
    12361 aatacccaac aagccaatag gaatattaag gataaaaatc caatgccaag tggtataagt
    12421 caccaacaac ccgcccaata atggccccat gactggcccg actaaccctg gaatagtgac
    12481 aaaatttaaa accggcaata actcactgcg tggataagcc cggatgagcg ccagcctggc
    12541 taccggcatc atcatcgccc caccgatccc ttgaataacc cgagaagcca ctaagaaagc
    12601 cagtgagcct gaaagtgcac agagcagtga tccgaaggta aataaagaaa ccgccaggat
    12661 aaaaattcgt cgggtaccaa aacgatcggc cagccaacca ctaactggaa tcaacatcgc
    12721 gacggtcagg gtatagctaa taatggctga ttgcattgtc agcggagaac ggttaaggct
    12781 ttcggcgatt gaagggagag ccgtattcag tatggtggca tccaaagcct gcataaagaa
    12841 agccatagcc gctatccaag gaaggcctgc catactgcgc gcagatttta tcattatccg
    12901 tcctggtgat ttatatgggg ggcgataatt ttctcttctt tatatagata gcatgtggct
    12961 gatcgtgctg tcgtcagtct accgttttta atagcacctg acaggcgaat aaagcacctt
    13021 gattatcacc tgccagaatc gtatctacaa tgttctgatg atgttgtagc ttaatcactt
    13081 catcaccagt aatagcacga aagtagctgt aataaaccga actgaataag ttagcaaaag
    13141 agattaaaaa tggattgccg ctggcttcat aaattaattt atgaaactgg gtatccacct
    13201 gaatccattg ctcacgatta aagttgctat gcagtgcacg catttctgca actagtgatg
    13261 ctaacagctc tcgctgtttc tcattggcgt gtgtggcagc cagataacag gcttgtggtt
    13321 ccaacgatgt tcttagtata aggaagtgtt gcatgacctg atcaaaattc tccttggtca
    13381 tccaccacgt taataattcc tgatcaaggt agttccaatt cgtctgtggc ataacacgag
    13441 tgccaatacg cgggcgcggt aatagcatcc ccttcgctgc cagcattttt actgcttcac
    13501 gtactgcggt gcgacttaca ccaaattgtt cacccaactc tatttcgccg ggcagtatac
    13561 tgcccgcttc atattctcct gcgagaatac gctgaccaat cttttcagcc agtaagtagg
    13621 aaagatttcg ctgggcggct tcttgctgtt gggtatttag ttgcatggtg atttgtccta
    13681 tcagtcttct tatatttcta ttttactcta ctgtttcact tcggtattgg atgtttagct
    13741 taataattgt ttaaggattg tcctttttct ctgtttttgc tgaaaaaaaa cacggttgaa
    13801 aagttttttg aaattagggg ttgcaggctg tcaggaactc cctataatgc gcctccactg
    13861 accgggaaca acgaaacaca cttcgccggg tcaggaagag aaaagcagac ttgaacttcg
    13921 aaagaaataa aagaaaacct tgactcttca gcgggaaagc gtattatctg cctcccgcgt
    13981 taccgtaaga ttcgccgcaa ggcaaacggg taacgagcgc tctttaacaa tttatcagac
    14041 aatctgtgtg ggcactcgca agacgatatc gacgcctgtt tcggcaggca gaaataatat
    14101 caagtcttga agagtgacca aagcagtaaa cattttgact tcggtcaaga tgcctatttg
    14161 cagaaagtaa tctttgagca ccgctgcttt tacgcaagta aaagtcagca aatcaaacaa
    14221 atcttaaatt gaagagtttg atcatggctc agattgaacg ctggcggcag gcctaacaca
    14281 tgcaagtcga gcggcagcgg gaagtagttt actactttgc cggcgagcgg cggacgggtg
    14341 agtaatgtct ggggatctgc ctgatggagg gggataacta ctggaaacgg tagctaatac
    14401 cgcatgacct cgcaagagca aagtggggga ccttagggcc tcacgccatc ggatgaaccc
    14461 agatgggatt agctagtagg tggggtaatg gctcacctag gcgacgatcc ctagctggtc
    14521 tgagaggatg accagccaca ctggaactga gacacggtcc agactcctac gggaggcagc
    14581 agtggggaat attgcacaat gggcgcaagc ctgatgcagc catgccgcgt gtgtgaagaa
    14641 ggccttcggg ttgtaaagca ctttcagcga ggaggaaggg gttgagttta atacgctcaa
    14701 tcattgacgt tactcgcaga agaagcaccg gctaactccg tgccagcagc cgcggtaata
    14761 cggagggtgc aagcgttaat cggaattact gggcgtaaag cgcacgcagg cggtttgtta
    14821 agtcagatgt gaaatccccg cgcttaacgt gggaactgca tttgaaactg gcaagctaga
    14881 gtcttgtaga ggggggtaga attccaggtg tagcggtgaa atgcgtagag atctggagga
    14941 ataccggtgg cgaaggcggc cccctggaca aagactgacg ctcaggtgcg aaagcgtggg
    15001 gagcaaacag gattagatac cctggtagtc cacgctgtaa acgatgtcga cttggaggtt
    15061 gtgcccttga ggcgtggctt ccggagctaa cgcgttaagt cgaccgcctg gggagtacgg
    15121 ccgcaaggtt aaaactcaaa tgaattgacg ggggcccgca caagcggtgg agcatgtggt
    15181 ttaattcgat gcaacgcgaa gaaccttacc tactcttgac atccacagaa tttggcagag
    15241 atgctaaagt gccttcggga actgtgagac aggtgctgca tggctgtcgt cagctcgtgt
    15301 tgtgaaatgt tgggttaagt cccgcaacga gcgcaaccct tatcctttgt tgccagcacg
    15361 taatggtggg aactcaaggg agactgccgg tgacaaaccg gaggaaggtg gggatgacgt
    15421 caagtcatca tggcccttac gagtagggct acacacgtgc tacaatggca gatacaaagt
    15481 gaagcgaact cgcgagagtc agcggaccac ataaagtctg tcgtagtccg gattggagtc
    15541 tgcaactcga ctccatgaag tcggaatcgc tagtaatcgt agatcagaat gctacggtga
    15601 atacgttccc gggccttgta cacaccgccc gtcacaccat gggagtgggt tgcaaaagaa
    15661 gtaggtagct taaccttcgg gagggcgctt accactttgt gattcatgac tggggtgaag
    15721 tcgtaacaag gtaaccgtag gggaacctgc ggttggatca cctccttacc taacgatacg
    15781 cattgcgcag tgcccacaca gattgtctga tgaatgtaaa cgagcaagag cacctgttga
    15841 tgttatgagt ttcgactcat gctgatacga aacggttgaa tttcggtttg atcggtattt
    15901 tcgtgtcccc atcgtctaga ggcctaggac actgcccttt cacggctgta acaggggttc
    15961 gaatcccctt ggggacgcca atccgataat gagtgaaaga cattatcacc ggttctttat
    16021 gaactgaaaa ataacgtaaa gatgacttta ccaagtcgtg tttacgatat tgctctttaa
    16081 caatctggaa caagctgaaa attgaaacat tacagctgaa atttaccccg ccgtagatgt
    16141 attggggtaa agagtaacct gtaatagagt ctctcaaata atcgcaacac aagatgtact
    16201 gtcagcaatg acaagacacc ttcgggttgt gaggttaagc gactaagcgt acacggtgga
    16261 tgcctaggca gtcagaggcg atgaagggcg tgctaatctg cgaaaagcgt cggtaagctg
    16321 atatgaagcg ttataaccga cgatacccga atggggaaac ccagtgcaat acgttgcact
    16381 atcgttagat gaatacatag tctaacgagg cgaaccgggg gaactgaaac atctaagtac
    16441 cccgaggaaa agaaatcaac cgagattccc ccagtagcgg cgagcgaacg gggaggagcc
    16501 cagagtctga atcagtttgt gtgttagtgg aagcgtctgg aaagtcgcac ggtacagggt
    16561 gatagtcccg tacaccaaaa tgcacaggct gtgaactcga tgagtagggc gggacacgtg
    16621 acatcctgtc tgaatatggg gggaccatcc tccaaggcta aatactcctg actgaccgat
    16681 agtgaaccag taccgtgagg gaaaggcgaa aagaaccccg gcgaggggag tgaaatagaa
    16741 cctgaaaccg tgtacgtaca agcagtggga gcaccttcgt ggtgtgactg cgtacctttt
    16801 gtataatggg tcagcgactt atattttgta gcaaggttaa ccgaataggg gagccgtagg
    16861 gaaaccgagt cttaactggg cgtctagttg caaggtatag acccgaaacc cggtgatcta
    16921 gccatgggca ggttgaaggt tgggtaacac taactggagg accgaaccga ctaatgttga
    16981 aaaattagcg gatgacttgt ggctgggggt gaaaggccaa tcaaaccggg agatagctgg
    17041 ttctccccga aagctattta ggtagcgcct cgtgaactca tcttcggggg tagagcactg
    17101 tttcggctag ggggccatcc cggcttacca aaccgatgca aactccgaat accgaagaat
    17161 gttatcacgg gagacacacg gcgggtgcta acgtccgtcg tgaagaggga aacaacccag
    17221 accgccagct aaggtcccaa agtcatggtt aagtgggaaa cgatgtggga aggcacagac
    17281 agccaggatg ttggcttaga agcagccatc atttaaagaa agcgtaatag ctcactggtc
    17341 gagtcggcct gcgcggaaga tgtaacgggg ctaaaccatg caccgaagct gcggcagcga
    17401 cacttaggtg ttgttgggta ggggagcgtt ctgtaagccg ttgaaggtga cctgtgaggg
    17461 ttgctggagg tatcagaagt gcgaatgctg acataagtaa cgataatgcg ggtgaaaaac
    17521 ccgcacgccg gaagaccaag ggttcctgtc caacgttaat cggggcaggg tgagtcgacc
    17581 cctaaggcga ggctgaaaag cgtagtcgat gggaaacagg ttaatattcc tgtacttggt
    17641 gttactgcga aggggggacg gagaaggcta ggctggccgg gcgacggttg tcccggttta
    17701 agcgtgtagg gggagtgacc aggtaaatcc ggttgcttat caaccctgag gcgtgatgac
    17761 gatgcaccac ggtgcagaag cagttgatgc catgcttcca ggaaaagcct ctaagcatca
    17821 ggtaacatta aatcgtaccc caaaccgaca caggtggtca ggtagagaat actcaggcgc
    17881 ttgagagaac tcgggtgaag gaactaggca aaatggtgcc gtaacttcgg gagaaggcac
    17941 gctggcgtta ggtgaaagga ctagctcctg gagctgaagc cagtcgcaga taccagctgg
    18001 ctgcaactgt ttaataaaaa cacagcactg tgcaaacacg aaagtggacg tatacggtgt
    18061 gacgcctgcc cggtgctgga aggttaattg atggggtcag ccgcaaggcg aagctcttga
    18121 tcgaagcccc agtaaacggc ggccgtaact ataacggtcc taaggtagcg aaattccttg
    18181 tcgggtaagt tccgacctgc acgaatggcg taatgatggc caggctgtct ccacccgaga
    18241 ctcagtgaaa ttgaactcgc tgtgaagatg cagtgtaccc gcggcaagac ggaaagaccc
    18301 cgtgaacctt tactatagct tgacactgaa cattgagcct tgatgtgtag gataggtggg
    18361 aggccttgaa gtgtggacgc cagtctgcat ggagccaacc ttgaaatacc accctttaat
    18421 gtttgatgtt ctaactcggc cccatgatct ggggtgagga cagtgtctgg tgggtagttt
    18481 gactggggcg gtctcctccc aaagagtaac ggaggagcac gaaggttagc taatcacggt
    18541 cggacatcgt gaggttagtg caaaggcata agctagcttg actgcgagag tgacggctcg
    18601 agcaggtacg aaagtaggtc ttagtgatcc ggtggttctg aatggaaggg ccatcgctca
    18661 acggataaaa ggtactccgg ggataacagg ctgataccgc ccaagagttc atatcgacgg
    18721 cggtgtttgg cacctcgatg tcggctcatc acatcctggg gctgaagtag gtcccaaggg
    18781 tatggctgtt cgccatttaa agtggtacgc gagctgggtt tagaacgtcg tgagacagtt
    18841 cggtccctat ctgccgtggg cgttggaaga ttgagagggg ctgctcctag tacgagagga
    18901 ccggagtgga cgaatcactg gtgttcgggt tgtcatgcca atggcattgc ccggtagcta
    18961 aattcggaag agataaccgc tgaaagcatc taagcgggaa acttgcctcg agatgagtct
    19021 tccctggggc ttaaagcccc ctgaaggaac gttaaagact atgacgttga taggctgggt
    19081 gtgtaagtgc agcgatgtat tgagctaacc agtactaatg atccgtgagg cttaacctta
    19141 caacaccgaa ggtgttttga attgagagag attttcagca tcgttccgag attgtgttga
    19201 ctggctgaca agtgttgctt gtttgcgggt taattgaaac agaatttgcc tggcggccat
    19261 agcgcggtgg tcccacctga tcccatgccg aactcagaag tgaaacgccg tagcgccgat
    19321 ggtagtgtgg ggtctcccca tgcgagagta ggacactgcc aggcatcaaa tttagttgtg
    19381 ctgatatggc tcagttggta gagcgcaccc ttggtaaggg tgaggtcccc agttcgactc
    19441 tgggtatcag caccagttac atggattaaa ttcggcagta gtagaaaaga atttacctgg
    19501 cggcaatagc gcggtggtcc cacctgaccc catgccgaac tcagaagtga aacgccgtag
    19561 cgccgatggt agtgtggggt ctccccatgc gagagtagga cactgccagg tatcaaataa
    19621 acagaaaggc catccattag ggtggccttt tctgtttttg cgatccgtcc taaatagttt
    19681 taacaaactc tagtgactcg atcttgagtg gttaagtggt taagcggtaa gaataggcaa
    19741 ggaggcgtaa gacgttcata tatagcgtaa ttctagcccc tatcaacgtt attttaatat
    19801 agaaaatatg gcgtatttac gatcttgcct atcctctcca ttgataaaaa atctgtttta
    19861 tagtccgctg aacaaaggaa ttaccgcact taagggcact tcggtggctt acggcactac
    19921 ggcttcaaca gcatattttc cctttgtctg attttgttag tcgtgaatcg ctccgcttcc
    19981 cacagatact ttgttgccac acaattgccg tcaaatgggc aatatgattc cgataaaaat
    20041 gtcactgatg agtttaaaat ttaagctgtt aagcagacac cttatactgg tgttgatact
    20101 aatgagtgtc ctgaagttga tagctttacc caaacaatat atgcgataag caacgttata
    20161 tacgataagc aatttaaagc tattctctag tgcccccttt cccgccttat ataaactcac
    20221 tgtaatgaac tcactgtcgc gatgaaacat tttcaggttg ttacagttcg ctcgactttt
    20281 catctaagat ccgctatctt caggcatcta gaagtctaaa cgtataaacg gatatattga
    20341 ggatgtaggc atgccaattc gggttcctga tgaattacct gcagtgagtt tcttgcgcaa
    20401 tgagaatgtt tttgtgatgg cttcatcgcg tgctaaaact caggaaattc ggcccctgaa
    20461 ggtattgatt ttaaatctga tgcctaaaaa aattgagacg gagaatcaat tcctacgttt
    20521 actctctaac tcgccactcc aggttgatat tcaattgttg agggttgata gtcgtgagtc
    20581 taaaaatacg cctacggagc atctgaacaa cttttactgc gattttgagg acattcagga
    20641 ccagaatttt gatggcttga tcgtaaccgg cgctcctctg ggtttagtcg atttctgtga
    20701 tgtggcttat tggccacaaa ttgaacgtat tattgcctgg gcaaaagagc atgtgacatc
    20761 aactctattt gtctgttggg cggtgcaggc ggcgttaaat atcttgtatg gcatcccgaa
    20821 gatgacgcgc gaggtcaaac tctctggtat ctatcagcat caaacactcg aaccgctggc
    20881 cttattgacg cgtggttttg atgaaacatt tctggctcct cattcccgct atgctgattt
    20941 tcccgttgaa gtccttcaac aatatactga tttggatatc ttagtgtcgt cagaagaggc
    21001 tggggcttat ctgtttgcca gtaaagataa gcgggtggct tttgttaccg gtcatcccga
    21061 gtatgatgtc gatacgttag cgggtgaata tcagcgtgat ctggctgcag gccttaaccc
    21121 acaagttcct cttaattatt tcccttctga cgatgcatcg ttacgaccaa aagcatcatg
    21181 gcgcagtcat gggcatctac tgtttgccaa ttggctcaac tactatgttt accaaattac
    21241 gccatttgat ttgcgacata tgaatcctac ccttgattga tttttcccct tctcgatgtt
    21301 catcgtcgca tagatgctaa ttatggcggc tgaatcgagg ccgcctatta ttttcttccc
    21361 ttccaattac ctttttccct ccctaaatct ggtccgatct cttttctaaa caatgagtta
    21421 tagccattaa aaatcaataa tggaatctga ttcctatcat ttccaatccc tcctagatgt
    21481 taacgatatg ataaataaag attaaaaaaa tattttccat aaaaatggaa atcgtttttg
    21541 attttatgaa ttaattgatt attcttattt ctgtcgggtg aaaaataacc ataaaattct
    21601 gcctttttta ctggcaggga cacgttacct gatgataatc caagagtgac gcgaggtcag
    21661 cgttaaggtg gcagcagtaa cattgggaag gggaatagca atgagacaac agttagcggg
    21721 cacagagtta gttttcaccc agccttttaa tgctgctgag cggcaggttt taccggataa
    21781 agccatcgag tttctaaccg aattagtggt gaaatttagc gaatcgcgta accaactcct
    21841 tgccacaagg gcatcttggc agcaaaccat cgatcagggg gcgttacccg attttatttt
    21901 ggaaactaat tccattcgtg atggtgattg gaaaatccaa ggtattcctg ctgacttacg
    21961 cgatcgtaga gttgagatca ccgggccagt agagcggaaa atggtgatca atgcgcttaa
    22021 tgccaacgta aaagttttta tggcggattt cgaagattca ctggcaccca gttgggataa
    22081 agtgattgat ggtcaaatta atctacatga tgcggtgaaa gggacaattt cctatacgaa
    22141 tgaatcgggc aaggtctatc aattaaaacc taatcccgcg gtattgattg cacgtgttcg
    22201 tggcctgcac ttaccggaaa aacatgttaa atggcaggac gaggcgattc ccggtggttt
    22261 attcgatttc gctttgtatt tctaccataa ctatcagcaa ctgctggcga agggcagcgg
    22321 cccttatttc tatttgccga agatgcagtc ataccaggaa gccgcttggt ggagcgatgt
    22381 gttcaatttt accgagcagc gctttggtct atcgcagggc accattaagg cgacggtatt
    22441 aattgagaca ttacccgccg ttttccaaat ggatgaaatt ctctaccacc tgcgccacca
    22501 cattgttggt ctgaattgtg ggcgctggga ctatatcttt agctatataa aaacattgaa
    22561 aaaccaccct gaccgcgtgt taccagatcg ccagtcagtc acgatgaata aaccttttct
    22621 tagcgcgtat tcccgtttgt tgatcaagac atgccataaa cgtggcgctt tggcgatggg
    22681 gggaatggcc gccttcatcc cggataaaga cgcagaaaag aataagttgg tgttggataa
    22741 agttcgtgcc gacaaagagt tagaagccag taacggccac gatggaactt gggtggcgca
    22801 tccgggcttg gcagatacgg tgatggacgt ttttaacaaa gtattaggtt ctcggcctaa
    22861 tcaattagag gttagccgcg aacaggataa acctatcacc gccgctgagt tgctggaacc
    22921 ttgttctggc gagcgcactg aagcagggat gcgggccaat atcagagtcg cggtgcagta
    22981 cattgaagca tggatatcgg gtaatggttg tgtgccgatt tatggcttga tggaggatgc
    23041 ggctactgca gagatttccc gcacttctat ctggcaatgg atacatcatc agaaaagcct
    23101 cagtaatggc cagacggtga ctaaagagct gttccgcagc atgttgagtg aagaaattca
    23161 ggttgtgaag cttgagcttg gcgcagagcg ttttgatcgc gggcggtttg aagaagctgc
    23221 acgcttgatg gagcgtatta caacacaaga cgagcttatc gacttcctga cgttgccggg
    23281 ctatgcattg cttgcctgag ccatcctatt gaaccctaca aaattgaatt ataaggaaca
    23341 tcgccatgac gatctctcgt actcaacaaa ttcagcagtt ggaacaggaa tggacatcgc
    23401 cgcgctggaa aaatatcact cggccttata gcgccgaaga tgtcatcaag ctgcgtggtt
    23461 cggtcaatcc agaatgtacg ttcgcacaaa atggtgccaa aaaactgtgg gaattgctgc
    23521 acggcgggtc gcgtaaaggg tatatcaact gtctgggggc attaaccggt ggtcaggcgc
    23581 tacaacaggc gaaagccggt gttgaagcca tttatatgtc gggatggcag gtggcggctg
    23641 atgctaatac ggcatctagc atgtatccag atcagtcact gtatccggtc gactctgtgc
    23701 ctgcggtggt gaaacgtatc aacaatagct tccgccgcgc tgatcaaatt cagtggtcga
    23761 ataatattga gccaggtagt aaaggctata ccgactattt cctaccgatc gtcgcggatg
    23821 cggaagcggg ttttggcggt gtgctgaacg cgtttgaatt aatgaaagcg atgattgaag
    23881 cgggggcggc aggggttcat tttgaagacc aattggccgc agtgaaaaag tgtgggcata
    23941 tgggcggtaa ggtactggtg ccgacacaag aggccattca aaagctggtt gctgcccgtt
    24001 tagccgcaga tgtcttgggt gtaccaacgc tgttgattgc caggactgat gcggatgcgg
    24061 ctgatttatt gacctcagat tgcgacccct atgaccggga gtttattacc ggcgaccgta
    24121 ctgctgaagg ttttttccgc acccgtgccg gtattgaaca agcgatcagc cgtggcctgg
    24181 cgtatgcccc ttatgctgat ttggtgtggt gtgaaacctc gacacctgat ctggctctgg
    24241 ccaaacgttt tgccgatgct gttcatgctc aattccccgg aaaattactg gcttataact
    24301 gttcaccctc ctttaactgg aagaagaatc tgaccgacca gcaaattgcc agcttccaag
    24361 atgaactctc cgccatgggc tacaaatacc agtttattac gctggcgggt attcatagca
    24421 tgtggttcaa catgttcgat ctggcccatg cgtatgcgca gggtgaaggc atgaaacact
    24481 acgttgagaa agtccagcaa cctgagtttg cctctgtgga ccgcggctac acctttgctt
    24541 cccatcagca agaagtgggg actggctact tcgataaagt caccaatatt attcaggggg
    24601 gcgcatcatc tgtaacggca ctgaccggtt cgacggaaga gcagcagttt tagccacgat
    24661 tgagtgagtg tggtcttatc aggagcctgc ttatgcaggc tcagactgct gacaaacccc
    24721 gatgacgcga tcttgaacgg tgaggatagg cagaggagta aagcgtccgc gccaaggatg
    24781 gcgcggctcg agcctacatg gatgtattta cggcgtcttt acgatctgcc tgttctctcc
    24841 gtcgcgggca ctttgtcaat aacctcagcc tgcttatgca ggctccgttt tgtacggtag
    24901 ggggcagcat ggtggcaaag ctagaacaac ttatcgctca gaccattttg cagggatttg
    24961 atgcgcaata tggccgtttt ctggaggtca ctgccggtgc tcaacaccgt tttgagcagg
    25021 ccgattggca tgcggtacag caggcgatga aaaagcgtat tcacctttat gatcaccatg
    25081 tgggtttagt ggttgagcaa ctgaaataca ttacggatca acgccatttt gatgtggaat
    25141 ttttggcgcg ggtgaaagaa atttataccg ggctgctacc ggattatccg cgcttcgaaa
    25201 tcgccgaaag cttttttaat tcggtttatt gccgtttatt taaacaccgc gatttaacgc
    25261 ccgataagtt gtttgttttt agctctcagc ctgagcggcg cttccgtgag atcccacggc
    25321 ctctggcccg cgatttcatc cctaaagggg atctcagtgg tatgttgcag atggtgctta
    25381 atgatttatc actgcgctta cattgggaaa atttgtcgcg agacattgat tatatcgtga
    25441 tggccatacg gcaagccttt accgatgagc agctagccag tgcgcatttt caaatagcga
    25501 atgagttgtt ttaccgcaat aaggccgctt ggttggtggg taaattgagg ctgaacggtg
    25561 acatctatcc tttcttgtta cctattcatc acaatgagtc tggtgagcta tttattgata
    25621 cctgtctgac cagcaaagcg gaggccagta tcgtgttcgg cttcgctcgt tcttatttta
    25681 tggtctatgt gccgctgccg gctgcaatgg tggaatggtt acgggaaata ttaccgggta
    25741 aatctaccgc tgagctgtat acggcgattg gctgtcagaa acacggtaaa acagagagtt
    25801 atcgcgagta tttggctttt attcatcaat ccagtgaaca gtttattatt gcacctgggg
    25861 tgaaaggcat ggtgatgttg gtctttacct taccgtcatt tgatcgggta tttaaggtga
    25921 ttaaagacca atttgcacca caaaaagagg tcactcaagc acgagtttta gaatgctatc
    25981 aattagttaa agaacatgac cgggtagggc gcatggcgga tacccaagag tatgaaaatt
    26041 ttgtgattga taagcaccgt atcagcccag aactgctggc ggagttgcaa catgaagtac
    26101 ccgaaaaact ggaggattta ggtgacaaga tcgtcattaa gcacctgtat atggagcgaa
    26161 ggatgacccc gttaaatctc tatatggagc aggcagatga tcagcagttg aaggatgcta
    26221 ttgaggaata tggtaacgcc attaaacaac tggctgcggc caatattttc cccggtgata
    26281 tgttatttaa gaacttcggt gtgacgcgcc atgggcgggt ggtgttctac gattatgatg
    26341 aaatttgtta tatgaccgag gttaatttcc gcgatattcc cccaccgcgt tatcccgaag
    26401 atgagatggc cagtgagccg tggtacagcg tgtctcctaa tgatgttttt cccgaagagt
    26461 ttcgccattt cttatgcagt gaccggaaag tcaggcactt ttttgaggag atgcacggcg
    26521 atctgttcca ggccagttat tggcgcggct tgcagcagcg tatccgggat gggcatgtgg
    26581 aggatgtttt tgcttataga cgaaagcaac gcttctccca gcgggcttta aattaacggc
    26641 gactgcgcgc tgaacgtact cagattaacg tagctcgcta cgcctctatt tatcgcgtct
    26701 ttacgatcgg cctgttctcg ccgaacgaca aatttttcct ttatttttca ttctattatt
    26761 taaccccggt tcccccaccg taagattggg taatctcttt cgccgcgtgg atgaccagtg
    26821 cacccagctc ggtgacgcga tcgtcggtga tccgtgatat tgggccggag atagaaatcg
    26881 cggcgaaggc ttcgtggtgc tcatcgaaca agcaggcggc gatacaacgt aggccgaggg
    26941 cgtgctcttc atcatcaaat gaataacctt gcttgcggat cagcgctaga ttttctttca
    27001 ggctggttgg attggtacgg gtgtgctggg tgtaagcgtg caaccccttt ttatgtaaca
    27061 actgaaccag ttgatcgtcc ggcagggtgg agagaaaggc tttgcctgcc ccggaggcat
    27121 gcatggggag cttgcctcca attggtgcgg acatccgcat cagcgcggta cattgcactt
    27181 gatcgataat tattgcctgg taatcgctgt gatcgagtac cgccaaattg acggtttcgc
    27241 cagattcatc cattaaacgg cgtaacattg ggtggaccat cgccagtaaa ttacggcttt
    27301 gcaggaaact gctcccgaca ataaaggcgt gggggccccc atggtccata gccctaaatc
    27361 gccgacctga cgaacaaaac cctgctgttg catggtcgtg agtaaacggt gggtggtcga
    27421 attgggtaat cccgcctgtt gggctaaatc agtcagggcg acgttcccat cagattcgga
    27481 aatatattcc agcaatttaa ggccgcgagt caatgattga acttggcccg ttgctgcagg
    27541 tgtattctgt gtggctgcct tgggtttctt tccccgttta atcggaatcg gtaacgccat
    27601 aaatcagccc ctcaaatatt tttatggaat tcattttcgt ttttcaatta tgcatgtaaa
    27661 ccgctaaaaa tactcatccg atgagtcgac ttttctacct gaaaaagtct caactgtgag
    27721 cggactcatt acgtttgcaa cttgtgctag gatgacggat tagttttgcg gcgtgtcgtc
    27781 cggacacggc aggcaatagg gtgaagaggc gaatgtggtg gatacagtaa tcgataataa
    27841 ggtcaaggaa ttgcaccagc agttggcgca acgcattttg gtactggatg gtggtatggg
    27901 caccatgatc cagagctacc gattagaaga agcagattac cgaggcgcgc gttttgctga
    27961 ctgggcaagt gacctaaaag gtaacaatga cctcttggtg ctctccaagc cagaagtcat
    28021 cacggcgatc cataatgcct accttgaagc cggtgctgac attctcgaaa ccaatacctt
    28081 taactctacc tccattgcga tggcggacta tcagatggcg tcactgtcgg ctgaaattaa
    28141 ctatgaagcc gcccgtctgg cccgtatctg tgccgatgaa tggagcgccc gcacgccaga
    28201 aaaaccacgt tatgttgccg gggtgctggg gccaaccaac cgtactgcct ccatctcccc
    28261 taaagttaat gacccggcgt tccgtaacgt cagttttgat cagttggtcg aggcctatcg
    28321 tgagtctacc cgcgcgctga ttgaaggggg tgttgattta attatgatcg aaacggtctt
    28381 cgatacgttg aatgcgaagg ccgcgacctt tgcggttgaa agcgaattcg aagtgatggg
    28441 cgtgctgttg ccggtgatga tttccggcac cattaccgat gcctccggcc gtacgctgtc
    28501 tggtcaaacg acggaagctt tttataactc gctgcgccat gtcaaaccgc tgtcgtttgg
    28561 tctgaactgt gcgctggggc cggatgaact gcgccaatat gttgctgagt tatcgcgtat
    28621 ctctgaatat tatgtcagtg cgcacccgaa tgccggtttg ccgaatgctt ttggtgaata
    28681 tgatctggaa gccaaagaga tggctgagca gattggcgag tgggcacgtg ccggattttt
    28741 gaatattgtc ggcggttgct gcggtaccac accccggcat attgcggcga tggtcaacgc
    28801 tgtcgctggg gtgcctccgc gcccgttgcc tgatattccg gttgcctgcc gtttggccgg
    28861 gctggagcca ctgactatcg atgccaatac cctgtttgtg aacgtcggtg agcggaccaa
    28921 cgtcacgggt tcggcacgct ttaaacggct gataaaagaa gagaagtacg gagaggcgct
    28981 ggatgttgcc cgccaacagg tcgaaagcgg cgcgcagatc atcgatatca acatggacga
    29041 aggcatgttg gatgccgaag cggccatggt gcgtttcctt aatctgattg ccggggagcc
    29101 tgatattgcc agggtgccga ttatgatcga ctcctcaagg tgggatgtga ttgaaaaagg
    29161 cctgaaatgt attcaaggca aaggcatcgt gaactccatt tcgatgaaag agggcgttga
    29221 tgcctttatt catcacgcca aactggtacg ccgttatggt gccgccatgg tggtcatggc
    29281 ctttgatgaa accgggcaag ccgatacccg cgcacgcaaa atcgagattt gccgccgtgc
    29341 gtataaaata ttgacggaaa ccgtcggttt cccaccagaa gatattatct tcgatccgaa
    29401 tatttttgcc gtagcgacgg ggattgaaga gcataacaat tatgccgtcg attttattga
    29461 agcctgtgcc gatatcaaag ccgagttgcc tcacgcgctg atttctggcg gtgtctccaa
    29521 cgtttccttc tctttccgag ggaatgatcc agtacgtgaa gccattcatg cagtgttcct
    29581 ctattacgct attcgcaatg gcatggatat ggggattgtt aacgccggtc aattggcgat
    29641 ttatgacgac ctgtctgatg aattacgtga tgcggtcgag gatgtgatcc tcaaccgccg
    29701 tgatgacagt actgagcgcc tgctggattt agcagaaaaa taccgtgaca gtaaaagtgg
    29761 cgaggtcgcg atccagcaag cagaatggcg tggttggccg gtggtgaaac ggttagagta
    29821 ttcgctggta aaaggcatta ctgaatttat tgagctggat accgaagaag cgcgccagca
    29881 ggcagatcgg ccaattgaag tgattgaagg gccgttaatg tctgggatga atgtggttgg
    29941 tgacttgttt ggtgaaggaa aaatgttcct gccacaggtt gtaaaatcag ccagggtaat
    30001 gaaacaggcg gtggcctatc tcgaacctta tattgaagcc agtaagcaga agggtaccac
    30061 cgccggtaaa atcttattag caaccgtcaa aggcgatgtg catgacatcg gcaagaacat
    30121 cgtgggtgtg gttttgcagt gtaataacta tgaaatcatc gatctgggcg tgatggtgcc
    30181 gacggaaaaa attctgcgca ctgcacggga agagaaggtg gatattatcg gcctgtctgg
    30241 tctgattacc ccgtcgctgg acgagatggt taacgtggcg aaagagatgg agcgccaagg
    30301 ctttacgctg ccgttgctca ttggtggcgc aacgacatcc aaagctcaca ccgcggtcaa
    30361 gattgaacaa aattatagcg gttccaccac gtatgtctct aacgcctcgc gcagtgtggg
    30421 cgtggtatcc gcgttgctat cggatacgca acgggaggca tttgtggcaa aaacccgcaa
    30481 agaatatgag actgtacgta tccaacacgc ccgtaaaaaa ccgcgcaccc cgccggtcag
    30541 tttgcaggct gcacggaata acccaacggt gattgattgg gagaactaca ctccgccagt
    30601 ggcccataaa ttgggggtac aggtggtgga ggccagtatt gaaactctgc gcaactatat
    30661 cgactggacg ccattcttta tgacctggtc gttggcaggc aagtatccgc gcattttaga
    30721 agatgaggtg gtgggggagg aggccaagcg cctgctcgcc gacgccaatg ctttgttgga
    30781 taaattgtcc gccgaggatc tgctgcatcc aaaaggcgtg gttggtctgt tcccggctaa
    30841 cagcgtcggc gatgatatcg aaatttaccg tgatgagcgg cgagatgagg tactggccat
    30901 cagctatcat ttacgccaac agaccgaaaa aaccgacttc ccgaactact gtttagctga
    30961 ctatgtcgcg cctaaatcca gtggtaaagc cgattatttt ggtgcgtttg cggtgaccgg
    31021 tggcttggaa gaagacgcat tggccgatgc ttatgatgcg caacatgatg actacaataa
    31081 aatcatgatt aaggcattat cagaccgtct ggccgaagcc tttgccgagt atctgcatga
    31141 gcgagtacgt aaagtgtatt ggggttttgc accgaacgaa aatctgagca acgaagagtt
    31201 ggtgcgcgaa aattatcagg ggatccgccc ggcaccgggc tatcccgctt gcccggagca
    31261 caccgagaaa ggccaaattt ggcagttgtt ggatgtcgaa acccacaccg gtatgaaact
    31321 gaccgaatcc tacgccatgt ggcctggggc ttcggtatcg ggttggtatt tcagccaccc
    31381 agacagcaaa tattttgccg tagcacaaat tcagcgtgat caggttgagg attatgccgc
    31441 ccgtaaaggg atgcccactg ccgaagttga acgctggcta gcccctaatc tgggttacga
    31501 tgcggattga tgtgcgttta aaggcgagat aatgttgatc taacgagggg gataaaccgt
    31561 gattggttta tccccttcga tattacagtt taattaatgg attgatcatt ctctggtgat
    31621 accacccgtt gcatttttct gttcagattt accatgtcca ctgaccagcg gtgccttgcc
    31681 atccattaca tccttagcgc catcgctaat catatccata accgatgaag aagcgttcaa
    31741 tcgtgcaccc ccttcggtat atttcccgtt gatatcctgc gtctctaacc cattggtttt
    31801 tagcttaaca tccgaatttt tactggatat tttcccgcca accaggtcag ttttaccctt
    31861 aacggtcaga tccacattct gtgtaccccg gatagctgat tgctcctcaa ccccttggct
    31921 ctcgacaacc tctacgttcg ctttgacgct gccgttaccc ccgacgactt gttcatcctg
    31981 taccgcgctt ttgattttct taccgacaga tttagcccct ttctgccacc atttatcttt
    32041 ggtttccttc ttctcatcgg cttcgctgat cttcactgtt tgaccgtctt tggtatagct
    32101 gatggtctgg acgctatcgt ccttttcttt tcctaaggtg ttgaatttat tttcgacttt
    32161 gtcgaagatc ttggtagatt tctcttccag tttattcttg attttatcag acataattgg
    32221 gctggcattc gctacctggc tgatcaaact gtcttgtttt gcattactgt ggctgccgcc
    32281 aagtgcggca gaaacattga ctttattgag tctgttttcg cggctaatga cgtttagatc
    32341 cccaccgatt tgcccactaa tctggttagc ctggagtact gcgcctgcca attcggtatt
    32401 tttagcgctg ttcagggtca ccttatcact gttgatatgg gtgttttgtt gcgtcacaga
    32461 gtccagttta tcaacaccgc catcgagttt gatggccgca ttatggattt tcttggcgct
    32521 atctttatct acaacacctt gatcatcgct tttaatggtg tttttctggc tgccattgag
    32581 gttggtgtta acattccagt tatttttgtg ctctttatcc tgagccgatt ccattacgat
    32641 cccgccatta tccgcgttca gaatggtctc ttgactgatg atgttggtat tttgcagatg
    32701 gatggcttgc tgatctttac cgtctgcctt aatggtcacc gcgccattac tgttaataat
    32761 gccgccctga tgtgtaagac tggtctcatc agtgttttta acgttggctt ctgctcctgc
    32821 gctgaaccct ttgttgttag tatgcgtttt tgtgccatca tcattttcac tggtgctgtt
    32881 acttttgctt tttcctgcct tgacgctggc agaccaggtc atatcttgct tagaactttg
    32941 tgactgtgcc gcttggaagt ctacttttcc accggcggta agttgaacat caccggtagc
    33001 ggcattttta ctgccaaact cggtaccttg cagtgttaaa tcttttccag cgttcagctc
    33061 gatgccttgc ttaccgtgta gatggctgac ttgggcaata tcggcactgg tgctgccttg
    33121 actatggccg ccgcccaagc cgccgccaaa gtctttactg ttcggcttag taccgaagtt
    33181 tgctttggcg tttgcatcaa tcttattgtg gttttcactg aggtggctgg ttgcttgttc
    33241 aaatttaatc tcttcgcctg ctgtgatagc gatttttcca tcaccagaat caagatcagt
    33301 cccttgataa cgggcgtttt cttgtacgtt gataataata tcgccaacag ctttcatgct
    33361 gccagtttga gcctgctcgg ccttaacctc ttgctgttta ttttcaccct taccttttgc
    33421 atcaacattg atgtcttcgc ccgtagtggt ataaattcgc atatctacgc cgcccgatac
    33481 gactttttct gattcttcag cacgattaac cgcagattca aaagtgtggt tggcagcatc
    33541 aatctttatt ccacctttgt cagcttggta gtgagttcct tgatccttga catcctcttt
    33601 tgctgtgatg ctgatatcac cactttttat tgatgtcact accgcttgag aattactgga
    33661 tttattctct ttttcgccaa cattaacgga gaggtctacg ccggcattga ctgaatctgg
    33721 cgcgacattt cctacgtttt caataacgcc accaacatcc aattttttac cactttctat
    33781 cgtcttttcg acaggacgag taacaccgtc ataagcgata ttaccaccat atttaacatc
    33841 gacagtgttg gtggttgtgg tggtggtttc actgttttct gcggctaaat tattaacgtt
    33901 agttgcattc gccgcgtaac tgccttcgac gttatgatcg gtgccttggt tagttatctc
    33961 ttgtttggcg ttgagattca gatcgccttt cacgtcagta tgggaaacga ccgcagttga
    34021 tttctcgctg tccgtcttcg tctcttcata actcaccccc gcaccgctac ccgctttatc
    34081 catcccaccg gtatagtgag cattcacacc cacggtctct ttttctttat tgctggtggt
    34141 ggtgtcttgt gcagcgacaa aagagacgtt ttcagcagtg atatccgcat cgcctttggt
    34201 ggtattgagt tgtgacccag tgaatgtcac atctttgtct gcctccagtt tgacggtgcc
    34261 cccctcgaga gtagagccgt gatttatcac tttctccgtt ttttcactct cgctggtgtg
    34321 ttccactttt agccccgctt gatactgatt tttaccgtca tcactggtaa aaccatcaat
    34381 tgtcagtagg gttttttgtt catcgatctt ttgtttttcc tgcgcagcgg cgacattgat
    34441 atcgcctaag gtctcaatgc ctaattcacc ggcgcttttt accaagctgc caatcacatc
    34501 gacatctttt ttactgatga ttttcaggtt tgcttcagag acgacttcgc taccggtaga
    34561 tttttcttca ctgttattgg cttttttgga actgccggta atatcaaatg ctacccccgt
    34621 acgctcatca actttattgg ttgtggtact gatggcgtta tcgattttga tcccaccctc
    34681 tttagcttga acaaaaccat ctttagttgc ttttacttta ctgccagtaa tagcaacgtc
    34741 atctttcacg ctgatgagta tattaccgtc agcggttatt tctgagctat ggctggtttc
    34801 cgcatactta tcgttattat tgtgatcgac accaccgagt cccaagtttc tttcatgttt
    34861 accgtcggtt gtttcctgat tactggtttt ttgtacccca atcttaacgt cgttggcatc
    34921 gattacgacg tcaccccccg cagaagcttt gattccctga gtcgtgattt tattttctgc
    34981 ggtgaggccc aaattcttac cggcctcaag tgtggtttta ttgagtgttt gtttggtggt
    35041 tttattattc caagattcat ctttgaccat atgtttataa ttatggccgt agtcgtgaat
    35101 tgaattctct tcaatagcac cgtctatgtg taaatctttt ttggctttga tggcaagatt
    35161 tttacccgcg gttattgtgg cagccgacag tttaatatca tcttgagttg attcaagaga
    35221 ggcattattt ttcgctgtaa tggtggtgcc aatactggtt tgttgtttct cctctttatt
    35281 ttcagaccaa ttccacttac caaggcccag caccccattt ccaccgtctg atgaagattc
    35341 ttgttctgtc ttggtgagga ttctctcatc caataccaat tcacctcctc tcaacgtcac
    35401 attgtcagca tcgattttta ctgcggaaag ctgattcttt ttattggcaa cgatagcaat
    35461 atttttgcct tttaactgag tgcgttccag actctgcgta acacccccat tgtcttcatt
    35521 tttatgaaga ttaccgaatg cctggatgct attggcgttg atgttgatat cattaccccc
    35581 taatttggcg gcttctaatt gcagctttcc tttgatagtg gcgtttattt cttcgctacc
    35641 gtttagactc ccggcaattt ttaccccact gccttcccga gtgctgacta aattaatccg
    35701 gcctgattgc atactgccaa gatatttacc atcaatagat tcttcacttt cacttgaaaa
    35761 caaactgcta aaccatcccc ccaaactggt tggacgattt ggatgatctt cttggcgaga
    35821 ctctaatatt tgcccatcag ttgaaatttg gttattacct gataaggcat taatggcttc
    35881 cgttgaggtg accatacctg tgacctcaat tctgggtgcg atcagatcca atattttatt
    35941 agcagttagc cccttatctt gaattatcaa ccaattattg ttattgaaag tttcaaaacc
    36001 cttcagcgat ccttgttcaa tcaagggatt acccacgacc agtgactcgc ggttggtatt
    36061 cataaaacca cagccattac aggtgatgcc atttgggttg gccagaatat aatccgccgt
    36121 cataccaaaa atttcttgtt ggcccaataa cagagaagga ttacggctga tgacttcatt
    36181 aagaataata ctggccgctt gaccgtttaa attttggtta gcggctaact gcccggcaag
    36241 tattgagtta cctgcactgg tggcgttatt cagtaccgcc cccttttcgc caacattaaa
    36301 atcctgaaat tggttatgtg ataagccgga ggctgacggt tgcacgatat taattaccga
    36361 tgtgccattt accgagctaa catccggttt atgtgcagaa tcgcctgctc cgacaatacc
    36421 ggcggcataa caggtggcaa cagaaaccga aataatggtt accgccgccg ccaatttccc
    36481 tgccggtgag agcttaaagg tgtgtttctt catttttaca tctccatttt ggggtgatat
    36541 ttcctggtat gagtaacaag gtgttctcaa gggaaaattg cattaaaagc ggtaagaaaa
    36601 acgcgccaga atttgtgttg gatcgttaat cttcgatggg ccggagagta accggccacg
    36661 gctggcttct atatccaagg tggcattctg gtaattaagg ctgacgccag cgcttagccc
    36721 catagcgctg acccacccct gtggtttttg ctggagacgg cccgtatcaa gccctacgcg
    36781 aggggttagc gtggcgtcac ccaaggtgaa acgacgggag agggtgtttt gtaaatacca
    36841 gccttggtcg gcggataagg tattgcggct aaagccacgg atggcactgc tgtcagtgat
    36901 gctgagccat tccacgccgg gtaaccggtc acgggtgtac tggccataaa attgattgct
    36961 gaacagatag gtatcatcaa acagtgcaaa gtagtgattg gaggtaattg aggtcttagc
    37021 tttagtgaat tggctatctt gatagttcgc taatgggcca tttgagcgct ccgcgcccag
    37081 ccaaggcaag ccctgctcaa ggctgacatt gatattgaat aagcccatgg gcaggacgtg
    37141 caggtgatta aggcctaatt caaagattgt tagcgtcggg ctgctgatag caattttttc
    37201 ttcattcaga taattactgg cccgtttata ggttaattgc gcacttagcc cattaatctg
    37261 gctttgatcg cgatagaaaa cataatctgc ccgtaaaccg tgttgctgtg tttctccatg
    37321 taacttggct gtattaaact gcaatttcat tggataacgg tattcggcat aactaccaaa
    37381 gccactaaag gtcaaggcac cgtaagggac cgaataaaac attgagtaag cacggctata
    37441 attatgttgg gggcgatcaa cggtattgct gatattgata ctgacggaat ccgataagcc
    37501 caacggatta tcgaaagata aggcgttgcg acttagccat ttaccggtat ttttattacc
    37561 gtaattgtcc atcgaggtgg tcaaatgcca gggcgttgac ggtgtattat gcagtttaag
    37621 aatagaacca ccgggtagtg ttccgggcag aatatcgacg gtgactttat ttgagggcaa
    37681 acggtttgcc tggtccagtc cttgatcaag gcgagtaata ttgagcggct tgccgatcat
    37741 attcgggaat accgtctcgc catctaaccc ggtgtccgtg ctatcaatcg cttcgacaaa
    37801 cccttcggta atatccagac ctaattttcc gtcagcatct ggtggaataa attgaatccg
    37861 cgccgtgata taccctttat ccatatagat atgagtgagt tcacgggtca gaaggttaat
    37921 attatcagga tgaatacatt gttcagggat cgcacttaat tcacttaaat catcctctgt
    37981 taataaggtg atcccctgaa tataaacgcc attaatgggt aggcactgcg tatcttcggg
    38041 taacaccggt gcaggggggg ggggccggac gagataattc actttgtccg gtgttgtgtt
    38101 gtgtgatctg ttggtggcgt ttttcttcta ctagctgatt aatttctttg gcattatttt
    38161 gtagtgactg gcgagattca ttaatggaag atggggtctc tatggccaaa ggcgtctcgg
    38221 cttgagcgcc agtactgagt acaagccata acgcagtacg ttttctaatc ataatatctg
    38281 attgagaaat agactgaccg aacaaattta tttgcaggcg cagctctttc tgtccctgag
    38341 tcaaattgac gggcagcaca attaccgtcc ctgaacaata gagaacgacg gataaacaac
    38401 gggaattaag ttgttggcag gaagtaaaat ataacagtga aatatgaata taaattttgc
    38461 gaagagtgag tgatttttgc gttatttaaa gcaaattaag gttaatcacg gatattgctg
    38521 ttttctattt tgtgtttacg ggtgaggggc ataaatgtca gtgtcagaga tgaaggtcgt
    38581 gttagcagtg aatgcccgat gatctcaggc atttttctga ggtttaatta ttttttatct
    38641 gttttaaccg gtttacctga ccagtagccg gccagcaggg aaagtacacg tttgaaatca
    38701 tccggtttgg tgtgaaccag tcaggtttaa ttagcagata aattaatgtg ttaatgtgct
    38761 ctcttacaca aataagttgt cttactcaaa taaactgtct tattcaaata acatctcttt
    38821 tattcaaata acatctgttt tattcaaata aattgtaatg tagcgtttgt acgactttgt
    38881 cagcgtcatt acccggtacc aggaaacaca gattatggct gctggcaccg taacaaatca
    38941 tacgaatatt gaacggatcc aagacaccaa atacctcttt accgacgccg caagcctgag
    39001 acaggttgtt gccgataatg gccaccaacg ccagatcttc ttccacttca acccggcaca
    39061 gggaagagag ttccgtcaat aacgaggtgg tcagcaggct atcaccggta gacgttgaac
    39121 cggtggtatc caatgttaac gcgacactca cttcagacgt ggtgattaaa tccacggaga
    39181 tactgtggcg cgccagaata ttaaacactt ccgccagaaa accgcgcgca tgcaacatat
    39241 ttaagctgtg caaagttaac agcgtctgct tgcggcgtag tgccagagca cggaacagcg
    39301 gcgggttgta ggtttcgtta cagaccaagg tgccgccagc cgcaggatct ttactggagc
    39361 cgacaaacat cgggatatca ctgcgtactg ccggtagcag agtggccgga tgcaggattt
    39421 tcgccccaaa ggttgccatt tcggccgctt cttcaaaggc gattttatcg atacgttttg
    39481 ctgccgggac gacacgcggg tcagtcgtat atatccccgg cacatcggtc cagatatcga
    39541 tacggctgac attcagtgct tcacctaaca atgcggcggt gtaatcactg ccaccacggc
    39601 ccagagtggt ggttcggcct ttgccttcgc tgccgataaa accttgtgtg accacaatgg
    39661 catcttcaat acgcggtgcc agcagtgttt gggccagttc agccaaggcc gaggtatctg
    39721 gctctgcgcg gccaaaacgg tcattggttc gcatgacttt tcgcacatca aaccattcca
    39781 cggcaacctg acgttggcgt aacagctcga caaatagcag ggtggacatt aattcaccgt
    39841 ggctgaccag ctcatcggtc agggccgggg aggtcgccag actggccgcc tcagacagca
    39901 tggcaatgtt ttccaacatg cggtcaattt cttcgcggat caccgtcgaa tcagtgagtc
    39961 tggcaataat atcgtattga atatggcgaa tatcctccag atggtctgca cgtttttctg
    40021 gctcactgcc atcagcaagg gcaaccaaca gattggtgat accggcagac gcagaaagga
    40081 tcaccaaacg aacgtccggg ttcgataaaa ccacatcggc gctacgactc atggcatcaa
    40141 aactggccac gctggtgccg ccaaatttgg cgacgacagt cgcagaaggt gcatcgcggg
    40201 tctgttgggg ggcgacttga atcatctaaa aacctcgtgt cagtgatgcc atcttggggg
    40261 catctgtatt tttctctgta caaggaaata acgggttatc cactttctgt caatgaaatg
    40321 gctatgaggt attttcatct ttaataatac gctccgtcat atcactaaat tgattggata
    40381 ctggcctgaa tatgagcggc tactctaatt gaacgtcatt aaaataatga tgaacgtctt
    40441 aagatgaacc gacgtatggc gagaaatagg aaacagatca agcgttgttt cgagagataa
    40501 tacctatcgc aagaaaagag atctcaatca cagggtaaca ggatacaatc aatgtattcg
    40561 tttcattaat ccttaagcct agaagagcgc cgctatgaaa aatatcaatc ctagtcaaac
    40621 cgctgcctgg aaagcgttac agcaacactt tgaacagatg aaagatgtca caatcagcag
    40681 tctgtttgcc aaggacgacc agcgttttaa ccggttctct gcgacttttg acgatcaaat
    40741 gctggtggat ttctcaaaaa accgtattac cagcgaaacc ttggaaaaat tgcaggatct
    40801 ggcgaaagag accgatctgg ctggtgcaat aaaatccatg ttttctggtg agaaaattaa
    40861 ccgcacagaa gaccgtgcgg tattgcatat tgctctgcgt aaccgcagta acaccccaat
    40921 tgtggtggat ggcaaagatg tgatgccaga agtgaatgcg gttctggcca aaatgaaaca
    40981 gttctgtgac cgtgtgatta gcggtgactg gaaaggctat accggcaaag cgattaccga
    41041 tgtagtcaat attggtatcg gggggtcaga cctcggccct tacatggtga ccgaagcgtt
    41101 acgtccgtat aaaaatcacc tgaatatgca ttttgtttct aacgtcgatg gcactcatat
    41161 tgccgaagcg ttgaaacccc tgaacccgga aaccacgctg ttcctggtgg catcaaaaac
    41221 cttcaccacg caagaaacca tgaccaacgc tcacagcgcg cgtgattggt tcctgtctgc
    41281 cgccggtgac ccggcgcacg ttgccaagca ctttgcggct ttatcgacca atgccaaagc
    41341 cgttggtgag tttggtattg ataccaataa tatgtttgag ttctgggatt gggttggtgg
    41401 ccgttactcg ctatggtctg ctattggttt atctatcgcc ttgtcggttg gttttgaaca
    41461 cttcgaacaa ctgctcagtg gcgcacatgc catggataag cattttgccg aaacaccggc
    41521 agagaagaac ctgcctgtcc tgttggcact gattggtatc tggtacaaca acttctttgg
    41581 tgcagaaacg gaagctatcc tgccttacga ccaatatatg caccgtttcc cggcttactt
    41641 ccagcagggt aacatggagt cgaatggtaa atatgttgat cgtaacggtc atccggttga
    41701 ttaccaaacg ggcccgatta tctggggcga gccgggtact aacggccagc atgcgtttta
    41761 tcagttgatt caccaaggta ccaaactgat cccgtgtgat tttatcgcac cggcgatcag
    41821 ccataaccca ttaagcgatc accacgcgaa gctgttgtct aacttctttg cacagacaga
    41881 agcattggct ttcggtaaat ccctggaaga cgttgaagcg gagtttgcgg cggcgggtaa
    41941 aacccctgaa caagtcgcgc acgtagcgcc gttcaaagtc ttcgagggta accgcccaac
    42001 taactccatt ttgctgcgcg aaattacccc gttcagtttg ggggcgctga ttgccttgta
    42061 tgaacacaaa atcttcaccc aaggggttat tctgaatatc tacaccttcg accaatgggg
    42121 tgtcgaactg ggtaaacaac tggctaaccg tatcctgcca gaactggcag atgaccaaga
    42181 agtgaccagt catgacagtt caaccaatgc gttgattaac cgtttcaaga actggcgtta
    42241 agctaacagg ctcttaagct ctttgatctg tactttatta ggcctcttat tctgtaaggg
    42301 gccttttttt tggcttgagt gcaacatggc tatgataggc tcaggctgtt tcacctactt
    42361 tccttgggag tatttatggc taaaaattcg cgttctcagt ggatcgctaa aaatttgcaa
    42421 cgtttactga atgtaggatt gattatgttg gccgctattt tggtggtttt tttggtgaag
    42481 gaaaccattc atctggggaa agtcttgttc ctgagtaatc aggaaacctc ctcctacatg
    42541 ctgattgaag ggatagtcat ttatttcctc tattttgaat ttattgcact gattgttaag
    42601 tattttgagt ccggctacca cttcccgtta cgctatttta tttatatcgg gattaccgcg
    42661 attatccgtt tgatcattgt ggatcatgaa aatcctattg atacactgat ttattccggt
    42721 tctattctag tcttggtcgt gaccttgtat ctggcgaata ctgagcggtt aaagcgcgaa
    42781 taaccccttc ttatctttgg ggcgatggcg ggtgataaac ataaaaatgg cggccattaa
    42841 ggccgcccta aagacacagt accagaggag aaaataccct gcccatccaa agagttaggg
    42901 tattgaatga tgaaatcttt aatgcttaac ctttcacacc acctgccgtt aatccaccta
    42961 ccagccagcg ttgtgcgagc aggaagacgg tggtgatcgg aatggccgat aacacagcgg
    43021 cggcggcaaa gtcaccccac agatagtttt gcgggttaag atactgctgc ataccgactg
    43081 ccagagtgta gctgttcaca tctcgcagca acagggaggc gacagggact tcggttatgg
    43141 ccgcaataaa cgacagaata aacaccacgg ctaaaatggg caccgacagc ggcaatagca
    43201 ccagccggaa ggcttgccat ggggttgcac catccaatgc tgccgcttct tccaatgagt
    43261 tatcaatggt ttcgaaataa cctttgatgg tccagacgtg tagggcgata ccgcccatgt
    43321 aggcgaaaat gaccccgcca tgggtattta acccgatgaa cggcatatat tgcccgatac
    43381 ggtcaaacaa ggcatacaac gccaccaatg acagtaccgc gggaaacatt tggaagatca
    43441 acatgccttt cagcaaggcg cttttaccac ggaaacgcat acgggcaaag gcgtaagcac
    43501 aggtggtgga cagggcgaca atacccatgg cggtaatcaa ggcgatctta attgagttcc
    43561 ataaccacaa catcaccggg aacggtgggg gggttacgct accgtcagca tgggtcacac
    43621 tcataccgag cgccaatttc cagtgttccc acgagatttg atctgggatc aggctacctg
    43681 tggcgaagtt accgggccgc agcgaaatgg cgatcaccat cagtagcggg aacatgatca
    43741 gcgcgataaa gcacaacatc agaaaatgcg tgcccaatag acgcaaacgc tgggatttag
    43801 gttgaaccat agccatctgc atctcctcct tagtcaaaat tcattttgct ggctttcaaa
    43861 ttcagtatcg cgagtgcgcc taccaaaatg aaaatcaggg ttgcgatagc ggctgccaaa
    43921 ccgaagtcct gcccgccttc gccttcaaag gcgacacgat aggtatagtt aaccagcaaa
    43981 tcggtatacc ccgctggggt gctggtacca atcatatcgg gccccccgtt ggtcaatagc
    44041 tggattagca cgaagttatt aaagttaaag gcaaaactgg caatcatcag cggtgtcagt
    44101 ggcttaatca gtaacggaaa tgtgatgcgg aaaaagttct ggaatggccc tgcgccatcc
    44161 attgccgatg cctcatacaa gtcgtcaggg atcgctttca acagccccat gcacaaaatc
    44221 atcatgtagg gataaccgag ccaggtattc acgatcaaaa tcatgctttt ggcggtgata
    44281 ggatcactga accaggcggg tttgatgcca aataaatggc tgagcatcag gttgatttca
    44341 ccgaaacttt ggttaaataa ccctttgaaa atcaaaatag agataaacga cggtaccgca
    44401 tagggcagga tcagcatcac tcgatagata gctttacctt tcagcgaatc ccattgcacc
    44461 acacatgcca gcaccatgcc gacagctacc gtaaaggtca cgctcattac cgaaaagagg
    44521 atagtccaga taaagatcga gatgaacggc ttttgaatcc cttcgtcgtg cagtacccgc
    44581 aggaagtttt tccagccgat agacacggta aagccggggc taagcttttc attttcccac
    44641 tgcccatcag cgttgaccgc ttgatagaac ccggtactag gattcggcca atatttcacg
    44701 ccggtttgct gattaatcag ttctttacca tcggcaccca gagtatagag cggcttggtg
    44761 ccggaaaatt gacgtaatga actcatacgc agttcagcac catcaggcag gatagccact
    44821 aagctactta gcgcctgacg actctgggta ataatccgca gtgatgccgg ttcactcgtt
    44881 tgtgccgtat tggttggggc gaccatcact ttttgctcac ccgtggcctc aaaactgaag
    44941 ggttcagaga tgaacaggct accgtcgtct gggttggtaa gctgtaaacg ccattggtta
    45001 tcgctgggat agagaccaaa ggtaaatgtt ttaccggtct ggaactgccg atccagcaag
    45061 acggattgag cacgttcgaa ggttaattgg ttggtactgc tgtagttagt aaaggcgatg
    45121 gcgatagtac aaattaaggg gaagagaaca aacagcccca taccggccac gccggggtaa
    45181 acatagcgcc aggcataagc gcggcggttg gcaaacacat acagccctaa actcaccaaa
    45241 atcagcgtca cgatggcaaa aagatattca ccttgagcat acatcaacac gatcaaataa
    45301 caggtgaaga ggcttaacag gctgataacc aaccatttaa gcgcatcact ctgccaccag
    45361 gcgattttct tttttcggct ttgaagctcg gtgtgggata actgcataat gttccctttc
    45421 atactttttg tgcttgaagt taagttgtgc ttgaacttaa taagttgtgc ttaaagttga
    45481 gccgtgttta acgttgggtc gtgtttaacg ttgagctgtg cttaacattg gatcgcgtta
    45541 tggcaaattc tgtcgaggca cggcgaaccg tgcccctttc tcagagtaga cagttacttc
    45601 gtgatacggg ttgccgcatc gttcagtgcc gcttcaacgg tttgacgccc agtgatggcg
    45661 ttcagtaccg cactacgggt ggcataccag aaggctgcca tttgcggaat gtttggcatg
    45721 atttcgccgt tggtggcgtt atccattgtt gctgcaatcc gcggatcttt tgccagttgc
    45781 tcctggaatg atttcagcgc tacggcaccc agtggtttat ctttgttgac ctcagccagg
    45841 ccttggtcgg tgatcagata gttttccagg aattccgttg ccagttcttt atttggactc
    45901 gctgcgttaa taccggcggt cagtacaccg acaaagggtt tagatggctg gccatggaag
    45961 gttggcagca gggttacgcc gtaattaatt ttactcttat cgatattgga ccatgcccat
    46021 gggccattaa tggtcatcgc ggtttcacct ttattaaagg ctgcttctgc gatggagtaa
    46081 tcagtatcgg cattgatgtg cttattctta acgagatcga caataaattg taggccagct
    46141 tgggcgcccg cattatttac gcccacgttc ttcgcatcat aaaccccgtt ttcaaacttg
    46201 aatgcataac cgccatcagc ggcgataacg ggccaagtga agtacggttc ttgtaggttc
    46261 cacataatgg cgcttttgcc attagcacgc agtgttttat ccagtgcagg gatctcttcc
    46321 cacgtttttg gtgcttcttt caccagatct ttgttgtaaa tcagtgacag cgcttcgact
    46381 gcaacagggt aaccaatcag cttgccatta aagcgaacgg catcccaagt gaatgggaac
    46441 aatttttcct ggaaggcttt cgatggggtc agttcagcca gtaaacctga ttgtgcatag
    46501 ccaccaaaac ggtcatgggc ccagaagata atgtccgggc catcaccggt tgcggcgact
    46561 tgtgggaatt tttcttccaa tttatctgga tgctcgatgg tcactttgat gccggtatct
    46621 ttctcaaatt tcttaccgac ctctgccaat ccgttataac ctttatcgcc attgatccag
    46681 ataaccagtt taccttcttc aattttggca aaagcagagg aagagagcac cagcgtggtt
    46741 aacgccgaaa gagccaaaac acgtgcggtc ttaccaatgc cggatttcgt gaagctgcga
    46801 gtcataatcc aatcctttta tccaattttg tgggtaccga ctttcttgtg agccattagc
    46861 tgcgaatttt cagactgcta tcgccatgaa tcacgaagta gaagggggcg tggcagcgtg
    46921 gccaatgatg acgctagcct ggttattacc tttattacgc tgacctggtt attacgctga
    46981 catagtgggt cacaaaggga ctctgcctca tcctcccccc ctctacgccc ccccacgggt
    47041 tattgtgact cagttaacac tgcagcctgt tttgtggtgt taggcacaat aatgtaggtc
    47101 gaaatttgca gagcggatca cgaatttgtc tttgtcacgg aacttctgcc aagagtggtc
    47161 gttctctcat cctcccatcc cctcccccat gaaaaacttt gttacggatg attaccgaat
    47221 agtgacactc ccgaaatatc agccacatcg agtttaactc ccagcttgta ggaccaggaa
    47281 taatgttgtc agcacgttcg attcctaacc cagcgttgta ccgcattcat ccggtgagtt
    47341 tccgcgatgg ccagggtaat ggcgtggggg attatcgagg gttgaatggg gtgtgcgact
    47401 cattattacc ctgttggatc agtatgttga ggcgttgttc aacgtgcagc cctatactca
    47461 ggccgcgacg ccgtccgggg caaccttgcc actggcttgg cggcacggcg cgcagcgaga
    47521 gagtcatcag ggcactgggg gtaatcaatg ggtcatgccg gggtttgctt ccactgtttt
    47581 tcttcattca gattcatatg aaaagttgtt tgcgcaagca aaggagtaac gcatggctaa
    47641 tgtaacgctg agcagcgttt ataaggcctt tggtgaggct gtgatttcca gagacatcaa
    47701 cctggagatc gatgacggtg agtttgtggt gtttgttggc ccatcaggtt gcgggaaatc
    47761 gacgctgcta cggatgattg ccggtcttga ggacattacc tcgggtgaat tgttgattgg
    47821 tggcaaacgc atgaatgaag tgccgccctc tgagcgcggc attggcatgg tgtttcaatc
    47881 ctatgcactt tatccccact tatcagtggc agaaaacatg tccttcggcc tgaaattggc
    47941 gggggtaaag aaagcagaaa tttaccagcg ggtgaatcag gtcgcagagg tgctgcaact
    48001 ggctcacttg ttggaccgac ggccaaaagc cttatccggt ggccagcgtc agcgggtggc
    48061 gattggtcgt accttggtct ccgagccaga tgttttcctg ttggatgaac cgctttccaa
    48121 cctggatgcc gcattgcggg tgcagatgcg aatcgagatt tctcgtctgc ataagcgctt
    48181 ggaacgcacc atgatctacg tcacccatga ccaagtggaa gccatgacgc tggccgacaa
    48241 aattgtggtg ttggacgccg gcaatatcgc tcaggtcggt aagccgctgg agctgtatca
    48301 ctacccagcc aaccgctttg tcgcgggctt tatcggctcg ccaaaaatga atttcttacc
    48361 ggttaaagtc acggccgctg aacctcgtca agtacagatc gaactcccta accatcagcg
    48421 ggtatggctg ccggtggaag gcgatcaggt tcaggtcggc gccaatatgt ctttggggat
    48481 ccgcccagaa catctgctgc caagtagcgc ctctgaagtc acgttggaag gcgagattca
    48541 ggtggtagag cagttgggta atgagactca aattcatatc caaatcccag caatacgcca
    48601 gaacctggtc taccgccaga acgacgtggt gttggtagaa gaaggtgcaa cattctccat
    48661 cggtctgcca ccgcatcggt gtcacctctt ccgtgaggat ggcactgcat gtaagcggct
    48721 gtaccaagaa ctgggcgtct agttacggcg acgcctggtt acagagaatg aaagcacgca
    48781 tgccgacagg caaatataac aggagattac tgatgattac tctgcgcaag ttaccaatag
    48841 cactggctgt tgccgctggt gtcctctcca ctcaggccat ggcggttgat ttccatggtt
    48901 atgcgcgttc cgggattggc tggacggcaa gcggtggtga acaacaatgt ttccaaacta
    48961 caggtgctca aagtaaatac cgtctgggca acgagtgtga aacctatgcg gaacttaaat
    49021 taggccagga attgtggaaa gaaggcgata agagcttcta tctcgatacc aacgtcgcct
    49081 attccgtttc acagcgtgat gactgggaat ccactgatcc ggctttccgt gaagccaatg
    49141 tgcagggtaa aaacctgatc gaatcattac cgggctccac tatctgggcc ggtaagcgtt
    49201 tctatcaacg tcatgacgtc catatgattg acttctacta ctgggatatt tcaggcccag
    49261 gtgccggtct tgaaactatc gatctgggct ttggtaagtt atcggttgct gcaacccgta
    49321 actcagaatc gggtggctca agcgcttgga tcgataacca acgtgaaaat gcaaaatata
    49381 cgattaacaa cgtatacgac gtgcgtttgg ccggtttaga aactaacccc ggcggttcat
    49441 tggagttagg tgttgattat ggccgcgccg atactcaaga aggttactcg ttagcaccaa
    49501 atgcctctaa agatggtgtg atgttgaccg ctgagcatac ccaaagcctg atgggtggct
    49561 tcaacaagtt cgtggtgcaa tatgctaccg actcgatgac gtcctataac accggtcact
    49621 cgcaaggtac gtcagtaaat aataatggcc acttattgcg tgttattgac cacggtgcca
    49681 tcaatctggc tgagaagtgg gacatgatgt atgtcgcgtt ataccaagat attgatttgg
    49741 ataacaataa cggcaacaca tggtacagcg taggtgtacg tccgatgtac aaatggacac
    49801 ctatcatgag tacgttgctg gaagcaggct acgacaacgt taaatcacaa cataccggtg
    49861 agcgtaacgg tcaatacaaa ctgactctgg cccaacaatg gcaggcaggt gatagcattt
    49921 ggtcacgtcc ggcaattcgt gtcttcgcaa cttatgccaa ctgggatgag aagtggggct
    49981 atagcgatac aaccggcgta gcacaagacg gcactattgg taccaacagc cgtggtaaga
    50041 acaatgaagt caccttcggt gcgcaattcg aagcctggtg gtaacagcga ttcttcagcc
    50101 gtctgcgggc ggctgtacgt tatcttgatg tcttaaccgt tttacgggtg tgcgggctgt
    50161 ggcccgcatc ctactgacca caagatgtat acccaaaata atttgagttg caggaaggcg
    50221 gccaacgcta catgcagctt ggagtatgac gggtagattg gttaactttg ccgaccttgc
    50281 ctgggcaccg ttagcgctga cgctcaatgt atgagggtat aacaatgaaa aagaatctgc
    50341 tgtcactctg tctggtactg gctttagggg gcactgcacc tctggcagta caggccgcat
    50401 caaccatttc tccggcgaat gtctctattg cgccaacgat cagtaccacc acattacagc
    50461 agttgccatg gcagcctttg gtgccaccgg tgacgcaaga tattcaactt actgcgggca
    50521 gcccgcatat ttctcagggt gaggttgaag gcgcggtagc cgcttttgcc ttgcctgcgg
    50581 atcgcggttc attggaagtc acgctcagca gtttgctcac ggataagcag ctctttacac
    50641 cgagcgtatt ggtgttggat gagcaaatgc ggccagcggc ttattacccg tccagctatt
    50701 tcacctatga aaaagcgggc atcatgatca atgatcgcct gcaaggcgtg atgaaattga
    50761 cgccagcgtt gggccagaaa caaatttacc tgctggtcta taccactcgc gatgatttga
    50821 agaaaaccac acaattgctc gatccggcaa aagcgtacgc acaaggtgtg ggtaatgccg
    50881 tcccagatat cccggacccc attgtcaatc actccccaac agggacttta agaattaagg
    50941 taacgtctga gcaaggcatg ggcaatatta tgattggctt gatccagtcg gcaccgacct
    51001 cggctccggt cgtggtgggc agcagtattc aacccgtggc tgcgccacaa tcagaaccgg
    51061 cgaaacctgc agcaccgatg ctgggtgaga ctgaaaacta cttcaaccag gcgattaaag
    51121 atgcggtgaa agccggtgat gtcgataagg cgctgaaatt gttgaacgaa gcggaacatt
    51181 tgggctcaac ttcagcccga aaaaccttta ttggtagtgt aaaaggcaag ggttaaatcc
    51241 cggcactgcc aaatatggct ggatggttgg tgcgccttgg cgcacctttt ttcgtttggt
    51301 tcttataagc ggctactgcg cgtcgtcata ctgagattgt gcagtgctcg ctctcttcac
    51361 gtactcactc tcttcacgta ctatgtgtac gctccgggtg ctgcgcgctg gacgcactca
    51421 atctgactta gctcgctacg ccttggtttg tggatgacgg ccgcattcac cctcattctt
    51481 ttttatttaa tataacgttg agattcggtt tgcgttcgat tggaattatc tgtgagcaga
    51541 gactgaaaga cttgcagtat ttattaatac acaaatgagt gacatcaata aacaaattaa
    51601 ccacgccaat gatagccact ttttttgtca tagcatgaca ttaaatatga ctggatcctc
    51661 gcttgttgtc gaaaaaaatc ctgtaggaaa tttccttaaa tttgcgatga attttcctaa
    51721 tttattgctg ttgttttctg atggcacttt aattaagcaa gtggaacgcg aattaaaaac
    51781 acatcttatt tgtaatgagt ttgttaaaaa taaatccaaa atagtcactg tgtatatcac
    51841 tttgggaaat gatgctctgc tattaatata ttattctaac cgagtatttt ataaaaaatc
    51901 atatatcaaa tgcggcgata tcgcgtgtat gaactatacg gtaaatgagg ggtatttaac
    51961 tacggagatt attttgtggc gttaatatat ccctggcggc gacacattga attgcactca
    52021 atatcggtta agtgcgcgat gaagataaaa ggaatatcag gcgggttaaa tacactaaaa
    52081 accatcagta aaaaccagca gccaataacc tcattggctg ctgaagaaat acaatattac
    52141 gcttcgatcg gcgcacgcca gtcatcagca ccagaggtgc ccgcggtggt gtgatcccag
    52201 ttaatcttgc ggtatgccag tgatacacgg actaattgag taaactcagc cttggtggaa
    52261 tcctgacaat gcggcatttt acaatcaatg tcgataatgg tggcatcttc cagtttagtc
    52321 gtgaagaaat gctcttgttt gccttcaatc gaggtgcggt accacttcaa ttccactgtt
    52381 ggcagcattt caccagaggc taatgcgtta tacagcaatg gaacggcttt gttgtacgca
    52441 acagtgaaac gcaatggttt gtgcgcacgt tggccggaag gctggccgga ttgaggatcg
    52501 gtaggcaccg tcacaatgtg ctcaaactcc tgtaccaaca tttcgtcttc atgaccttga
    52561 acatagatat taccgacgga ttcagctgtg aaagcacctg cggtaatatt gccctgcgtt
    52621 ttccctgtga tagagatata agctggagtt ggcattttta atatccttga tagtttattt
    52681 gattttgatc aaaggttagt cacttctgct ggacatatct gtcagcgttg aatgtaactc
    52741 gctccaccac ttcactttct gattatcact ataagcagct tttttatcag tgccaagttt
    52801 cgtataaatt agcccgcatg ttcacggacg aaaaagttat aatatttgta taaccagcat
    52861 attatgccgc gatatttgct gatttaattc gcaaatgtta caaaactgat cgtgatatcg
    52921 aatgctgtgt ttgcgtaaaa taatgttttc atacgatttt aatttttaaa ggaaattatt
    52981 ttttatgatc atagatagaa tcattatatc gcaataaaaa tgccactcat gttttaatat
    53041 aaagaaaaga ttatagacat ttaccttgaa aatagttaac tatgcgcaca gttgagtcag
    53101 attaatataa gaacctccct ttctgctgtg ggtgacatat tggctgacac cccttattag
    53161 agattaaaag gacgtgtgat gagtaaaaat aagcaaagca gtgttgcccc aaaagaaagg
    53221 attaacatca agtatgtgcc gaatactggc gaccaggttg cagaaattga attaccgctg
    53281 aatctgctgg ttgtgggtga tcttaaaggc gtgcgtgaag agacttcaat tgaagagcgt
    53341 caggttgttt cggtcaataa gaataacttc aactcagtca tgaacgaagc aaatatcagt
    53401 ctgagtttca atgtgcctaa tcgccttgaa ggtgatgggg aagaagacat gccggtcgcc
    53461 ttgtcgatca agggtcttga tgatttctcg cctgacaatg tggcgaaaaa agttccagag
    53521 ctcaaaaaaa ttctggaact acgggaagcg ttagtggcat tgaaagggcc attggggaat
    53581 atcccagctt tccgctctcg tctacaggat ttgcttggca atgaagatat gcgcgagcag
    53641 ttgctgaaag aattggacat tcttaatcaa aaataatagc tcttcatcaa aagtaatagc
    53701 tcttcatcaa aaataatagc tcgggtaaga gggaattcta cgtatgcctt tacatgaaga
    53761 aaataccgtt ttagcggcag aacctgccag tgcaacattc ttgctcgacg aaatcatgtc
    53821 acaaacccgt atggcaccgg gaaacgatgg ttacgatatc gctaaacagg gtgtggccgc
    53881 ttttattagc agtattctgg ataccggaac caacgaagag ccgattaaca agctgttagt
    53941 tgaccgcatg atcatcgaac tcgacaaaaa gttgagtgct cagatggacg agatcctaca
    54001 tgctaacgaa ttccgtgaaa tagaatcttc atggcgctca ttgaagctgt tggtggatcg
    54061 gaccgatttc cgtgaaaaca tcaaaatcaa tatcatgcat gcaacgaaag aagagttgct
    54121 ggaagatttt gagttctcgc cagaaattat tcagtcaggc ttctacaaac acgtttattc
    54181 ctcagggtac ggccaattcg gtggtgaacc cactgccgcg atcattggta actacgcgtt
    54241 caacaatagc tcacctgaca tgaagctctt gcaatacgta agtgctgttg gcgcgatggc
    54301 acatgccccc ttcttatcca gtgtggcccc tgatttcttt ggcatcagca gcttcactga
    54361 gttacccgcg attaaagatc tgaaatctgt atttgaaggg ccggctcaca ccaaatggcg
    54421 tgctctgcgt gagtctgaag attcacgtta tcttggtttg accactcctc gtttcctgtt
    54481 gcgcttacct tactcgaccg ttgaaaaccc cattaaaaac ttcaactact acgaggatgt
    54541 cagccggaat cacgagcatt tcttgtgggg caacaccgca ttcctgctag cgtcctgcct
    54601 gaccgacagc ttcgccaagt accgttggtg cccgaatatt attgggccgc aaagtggcgg
    54661 cacggttcac gatctcccgg ttcatctcta tgaagcgatg gggcagattc aggccaaaat
    54721 cccaaccgaa gttctgatca ctgaccgtcg tgagtttgaa ctggcggaag agggctttat
    54781 caccctgacc atgcgtaaag gcagtgataa cgccgcattc ttctcggcga attcggtgca
    54841 aaaaccaaaa gtcttcccga atacccgcga agggaaaatg gcagaaacca actacaagtt
    54901 gggcacgcaa ctgccgtaca tgtttgtcat caaccgcctt gcgcactaca tcaaagtgct
    54961 ccagcgcgag cagattggtt catggaaaga acgacaggat ctggagcgcg agctcaatat
    55021 ctggctcaag cagtacattg ccgatcaaga aaacccacca acggatgttc gtagccgtcg
    55081 tcctctgcgt tcagcgcaaa tccaggtact ggatgttgaa ggtgatccgg gctggtacca
    55141 ggttgcgatg caggttcgcc cgcatttcaa atacatgggg gcgagcttcg agctgtcact
    55201 ggttggccgt ttggataagg aataaccgac gatggccgcg cttcttaatt gggatcgagg
    55261 gagttctgcc agtttgtttg accgcataca ggggaagggc gctagctctt cctccgatgg
    55321 ccgtctgcgt gagctattga attcaatcca aaagcatttg aacgaggtcc ttaactctcg
    55381 tccaggtgct tgccaaagtg cggtcgatct cggggttatc gacctcaatg atgcgaccgc
    55441 cacctcatct gattttcgaa aaagtattga gaaagccatt aaggattgta tcgagaacta
    55501 cgaaccccga atttctgccg ttacagttca atccttgctg aaccatggcg acccactgca
    55561 actgagtttc catattagcg ctcgtgttaa tttcgacgat atgggtgatg tcgttgagtt
    55621 caacattcag ttagacaata accgccgtta ctgctttaac caggaaacat aatgtcgttc
    55681 gaaaagtatt tcagggacga gctggactac ctccggcaat taggacgcga tgccgcaata
    55741 gaacggcctc atctcgctgc atttttatct gagcaaggtt ctgatccgga tgttgaacgt
    55801 ttgctggaag gctttgcttt tctaacgggc aacctgcgtg aaaaaatcga tgatcaattc
    55861 cctgaattga ctcatggttt actgaatatg ttgtggccga actacttacg gccaataccg
    55921 agcatgacca tcatcgagta cacaccggat gaaagtgtgg tcaccgaggc gacgctggtg
    55981 aaacggggta gccaagtgat gagtatcccc atcgcacaaa atggtcagcg cagcgcgttt
    56041 atcaacagta atgctcatgc cgggccacaa tgtactttta cgttgtgccg tgatgtgtgg
    56101 ttgttcccca tgtccatccg ggagatctcg gcgaacagca gtaacgaaca aggcattttg
    56161 agtattcact ttgccgccaa agcggaattg aacttacaag acctgcaatt ggataaattg
    56221 cgcttttatc tgggcgaaga caactacacc agcacacaac tctatttctg gattaaccac
    56281 tatttcgaac gcgctgaact ggttgtcaac gggataacca tcccgatgcc tgattttgac
    56341 tttaacccag tgggctttga acgcgatgat gccctcttgc cgtacccgaa aaacgcctat
    56401 atgggttacc ggatcctgca agaatatttt tgcttccccg aaggcttttt gttctttgat
    56461 gtcaatggtg tggtcgattt tccgccgcac ttgaatgcca gtgaattctc tctgaatttg
    56521 tatttctctc aggcattgcc gcctgaagtg aaagtccgct ccaccacact gcggatgaat
    56581 tgcacacctg cggtgaacct gttccaacat gacagtgaag cgattgatct tgatggaacc
    56641 cagacggaat atccgctctg tgtcagctac cataatccgg atcactacga catcttttca
    56701 gttgatcggg ttgacagttg gctcagtgaa aaaggtgttc ctaaggggcg cggccgtgca
    56761 ctgaacccca aaacttggac atctgcttta ctgcttttct acctgagtcc ggtattctgc
    56821 cggactcatt ccgcctgttt tcaggctaat gcgctctgta ttgtaataat ggatatattc
    56881 tacaatgtca cgctttaaaa ctgtggctga atcgtacttc ttacggtgat acatctcggc
    56941 tttcaggtga ctgaagaaat tttccatcac tgcattatct aaacaattgc ctttgcgtga
    57001 catactttgc cttatccccg cctcgacaag cattgagcgc cacatcggcg ttcggtaatg
    57061 ccagccctga tcgctgtgca acatcaggcc ttcttttctc cctttcactt tcagcgcttt
    57121 ttccagcgtc ttgcacgtca ggattaatgc tgctctttct gacatatgcc aagaaataat
    57181 ctcattatta aacaggtctt gtatcaccga caaatacagc ttctgtgctc caactcggaa
    57241 ctctgtgaca tctgtacacc acttcaatcc actgatttcg gatgtaaaat tacgagccaa
    57301 tagattatcg gatgcccggc caccatcggc cctataggag cgatattttt tccgccgaat
    57361 gaggctgagt aacccgtgct gattcatcag ttttcgcacc gttttgtgat tcagtgtgaa
    57421 cccttctttt ctcagtgcga ccgtcatccg gcgataaccg tagcgctgtg cgtgtcgtct
    57481 gcttagggcg ccaatcgctt ttaccgcatc tgcatagtca tcaattacac cgtccggttt
    57541 cgatgcatga taatagtatg tactgcgtgc caattttgcg gcacacagta ggcaagaaag
    57601 tcgatgttct gctgtcagtg cttgaactat tctggttttt tctgctgctc cctgagtgcc
    57661 ttttcttctc tcagggcttt ccgctttttt agataagcgt tttccgcgcg cagatactca
    57721 agttctttct ctagctccgc atgcgtcatc tcgctgaacg gttttgaatc gtgctcatat
    57781 ttatcttttg gcatagtagg acccgttttc gatgggttaa gcgcttcttt tcctccctct
    57841 cgataacgtt tcatccagtt ttggataatc gtctcgttgg gaatgttaaa atgagcagaa
    57901 gcatcggcag cgctacatct gtttgccatc atatagcgga caacgcaaag cctgaattct
    57961 ggagtataag ttctggaaag atggtgctcc agtccagcct caccttgacg gcgaaaagct
    58021 cggatccaac gcgtaagagg ggatttgcca acactgaatt gacgtgcggt ttcccgcaga
    58081 gtggcctttc ctgaaaggta atgttgaacc gccgctaggc gggttgaaaa agggtgtttc
    58141 attgaaccga acctccagat catggataaa aagatccaag atctggggtt cagtgcaact
    58201 tggccccttt ctcccgaaac tcgcagactt agcgacgcag acctaaacgt tcgatcaggg
    58261 aagcgtaacg cgctacatct tgacgcttca ggtagtccag cagcttacga cgcgtggata
    58321 ccatacgcaa cagaccacga cggctatggt gatctttttt gtgctcggag aagtgacctt
    58381 gcaaatggtt aatttgagca gtcaacagag caacctgaac ttcgcttgaa ccggtgtcat
    58441 tagtaccgcg accgaagtca gcaacaattt tagctttcgc ttcaacactt agagacatga
    58501 tacaactcca aatatataaa tgaattaaga caggcgccga tctctaattc agcaacccaa
    58561 tatgtaagcc gcactattct actctttgaa tcgcgggatc gcaaggcagg ccgtgtggcc
    58621 tactttttat tttctactgg cagattttct acttccacgc tttccacaac caaacgttta
    58681 ggggcaacgc ggccatcttc tgcgatagta ccaataccaa tgaaattacg ctctttacct
    58741 tcagtgattc ggaccattcc ttcactggga gcacctgaca catgcaccgg ttgcccctgt
    58801 tttacataag cggccacgga aggtaacaga ttgacttcag gaaaattaag aacggcactg
    58861 tccatcggca ataacagcga atccagttct ggatttggcg agcgtccctc tgcctgcgca
    58921 gcctcaacca tcgccgttaa ctgctctagg gtcaccatcc gttcgctcgg gtaagtcgca
    58981 acctgcaagc gacgcagata actgacatgt gcgccgcaac ccaataattc acccaagtca
    59041 tcgatgatgg tacgaatgta cgttcctttc gaacagtgaa tttccagttc cagatcattg
    59101 ccttcccaac ggatgaagag caactcgtaa accgtaatgc tgcgagcttc acgttcgact
    59161 tcaatcccct gacgggcata ttcgtaaaga ggcttacctt gatgtttcaa tgcagaatac
    59221 atggagggga tctgctggct ttcaccgcgg aaactctcca gtgcagtatc gatctgagct
    59281 tgagtaagat tgacctcacg ctcactgatt aacgcacctt ccgcatctga ggtatccgtg
    59341 cgttgcccca gccgagcaac cactcggtaa cgtttatctg aatcgagtaa gaattgagaa
    59401 aacttagttg cttcgcccag acaaataggc aacataccgg ttgctaatgg atcaagagca
    59461 cccgtgtgac cagcgcgatt agcgctaaag agacgtttta ctttttgcaa aacgtcatta
    59521 gaagagaggc ctagcggctt atccaatagc aaaacgccgt taatgtcacg gccgcgacga
    59581 cgtggacgcc ccattacttc tcctcgtcac tacctggatt aacctgacgc tctacatcat
    59641 ttttgatgac attgctcacc aggttagaca tccgcatccc ttcaatcagg gagttatcat
    59701 aggcaaaggt cagctctggc acgatacgca gacgcatggc tttacccagc aaagtgcgga
    59761 tataacctga agcatcttgc aaagctttaa tgccgttttt aaccgtatcc ggatctgcgt
    59821 tatcagttaa cacattcaag aaggtcacaa atactttagc gtaggctaaa tcacgggaca
    59881 gttcgatgcc agacactgta gccataccaa cacgaggatc tttgatttca cgctgtaaga
    59941 tgagtgcgat ctctttttgc atttcctgag aaacacgctg agaacgacta aattcttttg
    60001 ccatttggat tctccagaca gtttgggggg ccaaggcccc ccaaatggat atttgcaaat
    60061 cagaagtgct taagcaatgg tacgtttgat ttcgataatt tcgaagactt cgatcacatc
    60121 accggtacgc acatcattgt agttcttaac gccgatacca cactccatgc cgttgcgaac
    60181 ttcgctaacg tcatctttga agcggcgtag ggattccagc tcgccttcat agataaccac
    60241 gttgtcacgc agaacacgga ttggattgtt acgcttaatc acaccttcgg taaccataca
    60301 acctgcaatg gcaccaaatt tcggtgattt aaagacgtca cgaacttcag ccagaccaat
    60361 gatttgctgt ttgtactcag gtgccagcat accactcatc gcctgtttca cttcgtcgat
    60421 caggctataa attactgagt agtaacgcag atccaagcct tcagtttcca ctacacgacg
    60481 cgcggaagca tcagcacgaa cgttaaaacc aagaatgatt gcgccagatg cagcggccag
    60541 tgttgcatca gtttcggtga taccaccaac acctgagcca acaatccgga ctttcacttc
    60601 atcggtagac agtttttcca gtgagtcgca gatagcttca caagaaccct gtacgtcaga
    60661 cttgatcaca atgttcagtt cagaaacttc accttcggtc atgttagcaa acatgttttc
    60721 cagcttagat ttctgctgac gagccaactt aacttcacgg aatttgccct gacgatacag
    60781 tgcaacttca cgggcttttt tctcgtcacg aacaacagtc acttcgtcac cggcagcagg
    60841 gacactggac aagcccagaa tctcaaccgg aatagacgga cccacagaag taatatcgcg
    60901 gcctaactca tcacgcatcg cacggacacg gccatattca aagccacaca gtacgatatc
    60961 gcccttgttc aaggtacctt gttggaccag cacggttgcc actgggccac ggcctttgtc
    61021 caggaaggat tcgataacca caccgtttgc cataccagta cgtacggctt tcagctccag
    61081 aacttcagct tgcagaagga tagcgttcaa caattcatca ataccgatac cggctttcgc
    61141 tgatacgttg atgaactgag actcaccgcc ccactcttca ggctggatac cgtactgaga
    61201 caattcagtt ttaacgcgat ctggatcagc ttctggttta tcgattttat tcaccgcaac
    61261 cacaaccggc acgttcgccg ctttagcatg ctgaatagct tcgatagttt gtggcatcac
    61321 gccatcgtcc gctgcaacaa ccagtactac gatatccgtc gcctgagcac cacgagcacg
    61381 cattgatgta aacgcggcgt gtcctggggt gtccaggaag gtgatcatgc cgttttcagt
    61441 ttcaacgtga taagcaccga tatgctgagt aataccaccg gcctcacctg acgccacttt
    61501 cgtggagcgg atgtaatcca gtaaagacgt tttaccgtgg tcaacgtggc ccatgatggt
    61561 cacaaccgga gcgcggtgct cagcggcagc ttcaacacca atatcacggt cactcatcag
    61621 cgcttcttcc agctcgttct cacgacgcag gataactttg tggcccatct cttcagcaac
    61681 cagctgtgct gtttcctgat cgataacctg gttaatggtt gccattgcac ccagtttcat
    61741 catggctttg atgacctgag agcctttaac cgccattttg ttggctaatt cagcaaccgt
    61801 tactgtctcg ccaatcacta catcgcggtt caccgcaaca acaggcttgt taaagctctg
    61861 ctgtaatgtg cttggtttac gtttgccttt gcggccaaca gcacgtgctt cttcgcgatc
    61921 agctttagac tcagagagtt tgttgccttt cttctgttta gtcgctttac caccacgagt
    61981 acggctgcgg cgatcacctt caactttggc gtcgttttca tcttccgcgg cgcgtgcatg
    62041 ttgtgaggtg gtgacatgat agtcagcaga ctcagtctgc tcagccactg gctcaggcca
    62101 tttgccttca ttttcggctg ccattttacg ggcttcctca gcaacgcgtt tggcgtcttc
    62161 ttcgacctta cggcgtgttt cttcttctac agagcgtttt agctctgcag cttcagcttc
    62221 acgacgtgct ttatcggtct gagctggctt agttttttcg tcggtttgtt gattcgtcac
    62281 tttttctttt tccgctgctt gccgcttagc tttttcagcg gcctcacgtt tggcttgttc
    62341 ttcagcctca cgcttagctt tttcttcagc gattttctgc gctgtggctt ccgcttcacg
    62401 ttgtgcctgc tcttccgctt tcgcttgttc agcttccggc gtatttacat aagtgcgttt
    62461 cttgcggacc tctatttgca ccgatttact tttcccgccg gtgctcggaa tattcaaggt
    62521 gctacgcgtt ttgcgttgca acgtgagttt gttaggcaca ctaccatgtt cacggtttaa
    62581 gtgtgccagc agtatttctt tttcttgctg ggtaactgag tctacgtcag acttcttgat
    62641 ccctgcatca gcaaactgct gtaccaggcg atcaaccggg gtctgaatct ctgctgccag
    62701 cgattttacg gttacatctg tcatgctgtt ccttcctgct acagtttatt acgcattatc
    62761 gccaaaccaa cagatattac gtgcggccat aatcagctca ccggcttgct catcgctaag
    62821 cccttcaata tctgccaaat cgtcgatacc ctgctcggca agatcttcca gcgtacatac
    62881 accgcgcgca gccaatttga atgccatgct acgttccaga cccgctaaat tcaacaggtc
    62941 atcagcgggt ttctggtcgc caaaactttc ttcttgtgcc agggccagcg tggtcaatgc
    63001 agctttggcg cgatcacgca gcgcttcaac cgtatcttcg tcaagaccat cgatttccag
    63061 aagttctttc attggcacat aagccaactc ttccagagaa gagaaacctt cttctaccaa
    63121 tacggtggca aagtcttcat cgatatcaag atatttagtg aaggtatcaa tagcggcatg
    63181 agcctcggcc tgatgcttcg cctgaagatc gtccgccgtc attacgttca gttcccagcc
    63241 actaagctgc gcggctaaac gtacgttctg gccattacga ccaattgcct gggccaaatt
    63301 actggcttca acggcaacat ccatcgtgtg tttgtcttca tcaaccacaa tagacgcaac
    63361 atcagctggc gccatagcgt taataacaaa ctgggctgga ttatcatccc acaatacaat
    63421 atcaatgcgc tcgccgccaa gctcgctgga cacagcctga acacgggcac cacgcatacc
    63481 aacgcaagca ccaaccggat cgatacgctt gtcattggtt ttgaccgcaa ttttagcacg
    63541 agagccagga tcacgggcag cggctttaat ttcgatcagc tcttcaccaa tttctggtac
    63601 ttcaatgcgg aacagttcga ccaacatttc agaacgtgaa cggctgacaa acaactgtgc
    63661 gccacgagct tctggacgca cgtcatacag aacaccacgg atacggtcac ctgggcggaa
    63721 attttcacgc gggagcatat cttcacgacc aataacagct tccgcattgt ggcccagatc
    63781 cagtgcaata ctgtcacggc taactttctt aacaatacca gtgacaattt gccccagata
    63841 ttgacggaac tgctcaacaa ccatcgcccg ttcagcttca cgtacttttt gtacgatgac
    63901 ttgcttggct gtttgggtgg taatgcggtc aaaagtcacc gattcaatct ggtcttcgac
    63961 ataatcaccc aattggagag aaggatcttc aaattgagcc gcatccaacg tgatttcacg
    64021 ggttggcata gtcacttcgt caacagcgac ccaacggcgg aaagtatcaa aatcaccggt
    64081 tttacggtca atactgacgc ggacttcaat ctcttgttcg tattttttct tggttgctgt
    64141 cgctagagcg gtttccaacg cctcaaaaat cttctcgcgc ggaagggatt tctcattgga
    64201 aactgcttct acaacagcca gaatctcttt gttcatccta gttgcctcat ccaaacttta
    64261 aaagtggggt accaggttcg ctttctggat gttgctcagc gcgaacactt catcttttcc
    64321 atccacagta accgtgatca tttcgccatc aacggcttta ataataccct gccatttacg
    64381 gcgattctgc attgccatcc gcaaaaccaa agtgacctct tcgccgaggt aacgagtata
    64441 atgttcagcc gtgaacattg ggcgatcaag gccaggagag gaaacttcta agttgtaagc
    64501 gaccgtaatc ggatcttcta cgtccaatac tgcgctgacc tggtggctga catcagcaca
    64561 agcatcaaca gtgatcccgt cgtcactatc aatataaatt cgtagcgtcg attggcgccc
    64621 ccggatgaat tcgatgccaa ctaattcgta gcctaaagct tcaaccggtg ctgaaattat
    64681 ctctgttaac ttttgttcta atgtggacaa gcccaccccc aagacataaa aaaagggctt
    64741 aatagcccag tgattctgct gtcaaataac aaaaaacccc gaaattcggg gctttatgca
    64801 actggaccct gtttgccgca aagcggcttc ggtgcaactc tctggcaagt atttttttca
    64861 aattgaaatc gaaagtatct gaggtctacc gaatacaaca tttgaaaaaa aacactttag
    64921 gaaagtggtt gcgggggccg gatttgaacc gacgaccttc gggttatgag cccgacgagc
    64981 taccaggctg ctccaccccg cgtccgaaaa cgtggcaaat actacgtcga taacgataaa
    65041 aaagcaagtt atctatctga tttggtaccg aggacgggac ttgaacccgt aagcccaatc
    65101 gggcactacc acctcaaggt agcgtgtcta ccaattccac caccccggca ctgattcaac
    65161 tggttgtttt tactgtccaa gtaacaacaa cccttttaaa actctttttc tttacactta
    65221 ctgtgctgct gagaaacatt attattgcgg gatatcactg ctcggtttca ctggtgctac
    65281 cggcgttgca gtctgctcag ttttcagtgg ctgacctaaa ttttcccact cactgctttt
    65341 ttggccctgg ttggagctca tgtttcccaa aatcaagcta atgacgaaaa acagcgtcgc
    65401 caatacagcc gtcatgcggg tcataaagtt accggaacca ttcgaaccga acagagttgc
    65461 agacgcacct gctccgaatg aggctcccat atccgcacct ttaccttgct gtaacatgat
    65521 aagagctacg agcccaatcg aaatcagcaa gaaaaatacc agaagagctt cgtacatagt
    65581 tgtacctgta tccttgcggg ttcaccgcat gccaaatgct tctcacccat cagcggggga
    65641 cttattcacc cacttaagcg ggtgtgaata ctaaccaaag cgtctagttc acgcaagggc
    65701 aatttcatca catgggttta tttgcagaaa aaagcgtcaa gttattcaac ttcagcgtaa
    65761 tttcttgggg aagagtgcct ctcccccttt aaaaaagggt taacctgctg cctttactgc
    65821 atcagcaatc cggtttgcca tttcagctat cagtgattct tccgcatcac cttcaaccat
    65881 gacgcgaatg agtggttcag tacccgattt acgtaataga acccggccac gaccacccaa
    65941 ttctttttcc acctgccggg tcacttcttc aacttcatca gatttcagtg gattatgctc
    66001 gccggagaaa cgcacattta ccaaaatttg tggtaataac ttcatgccac tacacaggtc
    66061 atgcaaactc atatggttac gaaccatggc ggtgagcact tgcaaacctg ccacaatccc
    66121 atcgccagtg gtggttttat ccaataaaat tacatgaccc gagttttctg caccaatacg
    66181 ccagcctttc tcttgcatcg cttccaagac atagcgatcg cccactttgg cacgaacaaa
    66241 tgggataccc agatctttca gggctaattg aaggcccatg ttactcatta gcgtgccaac
    66301 cgcaccgcct ttcaattgac cttggcgtaa gccttcacgc gcaataatgt acagaatttg
    66361 gtcaccatca actttattcc ccaaatggtc aaccatcatc agccgatcgc catccccatc
    66421 gaatgccaag cctacgtgag ccccttcggc aagaacacgt tcttgcagca aacgaacgtc
    66481 tgtagcacca cactcttcgt tgatgttcat accatcaggt tcacagccga tggtaatcac
    66541 tgtcgcgccc aattcacgta atacgcttgg tgcgatgtga tacgtagcac cattggcaca
    66601 atcgaccact attttcagct cattcaggct aagttcgctt gggaatgtcc ctttgcagaa
    66661 ctcaatgtaa cgaccagcag catcaacaat acggttagct tttcccaact cagcggattc
    66721 aacacaagtc agcggttttt ccatttcggc ttcaatagcc tcttccacat catcaggcaa
    66781 tttggtgcca tcaatggaga aaaacttaat accgttatca tagaaagggt tatgagaagc
    66841 agaaattaca atacccgctt cagcgcggaa ggtacgtgtc aaataagcaa cagcgggtgt
    66901 gggcatcggc ccagtaaata gcgcagatag cccagcggct gccaggcccg cctcaagtgc
    66961 tgattccagc atataaccag atatgcgagt gtctttacca ataataattt tacgagaacc
    67021 atgtcgtgcc agaaccttac cggcagccca gccaagcttc aatacaaaat ccggcgtaat
    67081 cggactttca cccactttac cgcgaatgcc atctgtacca aagtatttac ggttactcat
    67141 aatttatctt tatcccttcg ctgaacgtgt tgcctcgacg atacacatcg cctcgacagt
    67201 ttctttgaca tcatgcactc tgataatctg cgcaccttgc atggcagcaa tcaccgcaca
    67261 agcaacactc ccgatgacac gctgttgtgg tggtacattc aataattggc ctaccatcga
    67321 ttttctcgac attccgacca ataatggcaa ctcaaaatgg tgaagctctg acagatgtgc
    67381 caatagttgg taattatgcg ccagattttt accgaaaccg aagcctgggt cgagcaacaa
    67441 tttatttttt gcgatacctg ccgcaacaca gcgttcaata tgatgttgga agaaccgatt
    67501 tatatcggtc attaaatcat catagtaggg tgaatgctgc atatttttcg gttgcccctg
    67561 catatgcatt aggcacaccg gtaagccagt ctttgccgct gcttcaagag cgccaggctc
    67621 ttgcaacgag cggatatcat taattagatg ggcacctgca tgagcagatt cagtgataac
    67681 agcggcttta gacgtgtcta ccgagagcca cacatcaaaa cgctgagcta acgcctcaac
    67741 cacaggcacg actcgatcaa gttcttcttg ctcactgact tcagcagccc cagggcgcgt
    67801 tgattcacca ccgatatcaa tcagcgtagc gcctgctgat aacatccgtt gagcatgttg
    67861 caatgcttga tcaaggttat tgtgacaccc accatctgaa aatgaatctg gtgtgacatt
    67921 cagaataccc atgacttgtg gacgagagag atccaacgtc agacctctgg cagttagatg
    67981 catgttattg cgccttaaaa gtggctattc acttcagtta ttaaatttag caacaaaaaa
    68041 accctaggca agcctagggt tatattagtc acaacgcttt tagatgccaa cagctagttg
    68101 atttacttat cacccaactg ttctgacact gtattgcccg acgttggagt attcggttca
    68161 tcagccggca tggttgccgt tggtgtattg tcattgtcag atgatttatt tttggtcaca
    68221 ttgtcccaac ccgctggcgg gcgaacttct ttgcgattca tcaagtcatc aatctgtggc
    68281 gcatcaatag tttcatactt catcaacgcg tctttcatgg agtgtaaaac atccatattt
    68341 tctaacagca atttacgtgc acgctgatag ttacgctcaa caagtaattt aacttcctga
    68401 tcgatgatac gcgcagtctc atcagacata tgcttagctt tcgctacaga acggccgagg
    68461 aaaatttcgc cctcttcttc agcatacagc aacggcccca gtttttcgga gaagccccac
    68521 tgcgttacca tgttacgcgc aatagacgtt gccactttga tatcattcga agcaccggta
    68581 gacacttttt ccgggccata aatgatctct tctgcaagac gaccaccgta caaggtagaa
    68641 atctgacttt ccaacttctg gcggctagca ctgattgcat cgccttccgg caagaagaag
    68701 gtgacaccca gagcacggcc acgaggaatg atcgtcactt tatgcactgg atcatgctct
    68761 ggcactaaac gaccaataat ggcatgccct gcttcatggt aggccgtaga ttctttctgc
    68821 gcttctgtca ttaccatgga gcgacgttcc gcacccatca taattttgtc tttcgctttt
    68881 tcgaactcaa ccatagaaac aacgcgtttg ttaccgcggg cggcaaacaa tgcagcttcg
    68941 tttaccaggt tcgccaaatc agcaccagag aagcctggag taccacgagc gatcactgaa
    69001 gcatcaatat cggtatctaa tggcacacgg cgcatgtgaa ctttaagaat ttgttcacga
    69061 ccacgaacat caggtaaacc aacgacaacc tgacggtcaa aacggcctgg gcgcaataac
    69121 gcaggatcca gaacgtctgg gcggttagtt gccgcaataa caatgatgcc ttcattacct
    69181 tcgaagccat ccatttcaac cagcatttgg ttcagcgtct gttcacgttc gtcatgaccc
    69241 ccacccagac cagcgccacg ttgacggcca accgcatcga tttcatcaat gaagatgata
    69301 caaggcgcag cttttttagc ctgttcaaac atgtcacgga cacgggatgc accgacacca
    69361 acgaacattt ctacgaagtc agaaccagaa attgtgaaga atggcacttt agcttcacct
    69421 gcaatggctt tcgccagcaa ggttttaccc gtccccggag ggcctaccat caacacgcct
    69481 ttaggaattt taccgcccaa tttctggaaa cggcttggct cacgcaggta gtcaactaat
    69541 tcactgacct cttcttttgc ttcgtcacaa ccagcaacat cagcaaacga ggtttttatc
    69601 tgatcttccg tcagcattcg agctttgctt ttaccaaagg acattgctcc tttgccaccg
    69661 ccgccctgca tttgacgcat aaagaagatc cagaccccaa tcaataacaa cattgggaac
    69721 caagatataa agatagatgc cagtaagctt tgctcttctg gaggctcacc aacaactttc
    69781 acatttttag tcaataaggt atctagcagc tttggatcat tgaccggaat aaaagtcgta
    69841 tatttgctgt tatctttctt actaacgtta atttcacgtc cgttgatacg tgcttcacgc
    69901 acttgatctt gggttacgtc ggacatgaaa gtagagtaat ccactctacg gccattcgat
    69961 tcgctgggac caaagctctg gaatacagac atcaagacga ctgcaataac taaccagaga
    70021 attaggtttt tcgccatgtc actcaaggga ttaacctcat attacaactg tgttaacaaa
    70081 cagcgttagg gtactacagt ttccgccctg tcgctacaat gtatacttca cgcgatcgcg
    70141 cacgagaagc gtctggctta cgaatcttaa ctttcgtaaa cagggagcga atttcccgta
    70201 ggtattcatc aaagccatct ccctggaaca ccttcaccag gaaacttcca cctggtgcaa
    70261 gtacatcacg acacatatct aaagctaatt caaccagata cattgattta ggtatatcga
    70321 ctgccggagt accactcata ttcggggcca tatcacacat gaccacctga acttttttat
    70381 ccccaacgcg ctcaagtaaa gctttcagga ccagttcatc acgaaaatcg ccctgaagga
    70441 aatcgacacc aacgatagga tccattggta gaagatcaca tgcgataact cgccctttac
    70501 tgccaatctg ggttacagca tattgggacc aaccaccagg ggctgcacct aggtcaacaa
    70561 ctgtcatacc ctgtttaaaa agtttatcgc tctgttgtat ttcatcaagt ttaaaccagg
    70621 cacgagagcg tagccccttt ttctgtgcct gaattacata tttatcgcta aagtgttctt
    70681 gtaaccagcg actggagcta gccgaacgct ttttattaga catctctttt tccaactatc
    70741 ttaattaaga gcccgcgcat ctgttgctta gctcgcgtaa actccttacc ggcgtagacc
    70801 gatttggtga tacacatgag atggcggtag aatgaaccgt tttcaatccc aacttaagca
    70861 aaaaagacga tgaatctgaa taacaaacaa aaacagcacc tgaaaagctt ggcccatccg
    70921 ttaaaaccag tagtcatgct gggcaataac ggcttaaccg aaggggtgct ggctgaaatc
    70981 gaacaaacgc tagcacatca tgaacttatt aaggtgaaaa tcactgctga agagcgtgaa
    71041 accaaagccc taattgctga cgctattgtg cgtgagaccg gtgccgttaa cgtccaaatg
    71101 atcggtaata ttttagtact ctatcgcccg gcgaaagaac gcaaaattat tttaccgcgt
    71161 taatgacgct tgttttagag aaaggtgcca tgcactttgt tctgataaaa ggccgcttgc
    71221 ggccttttac ttttctttac aactttattt tataacttaa tgggcattta ctgttcaata
    71281 caggccagta ttacacatat tcaacgctaa gaatttcata ttctacttcg ccgcctggcg
    71341 tatggataac aacgacgtca tcaacttctt taccaatcag gccacgagca ataggcgaat
    71401 taaccgaaat aagattttgt ttaaaatcag cctcgtcatc acccacaata cggtagttct
    71461 gttcttcttc agtgttcaga tttaatacac gaacagtggc accaaaaata acacggccat
    71521 tgttgggcat tttagtgata tcaattacct gagcatttga aagcttggct tctatttcct
    71581 gaattcggcc ttcacagaac ccttgttgct cacgggctgc gtgatattcc gcattttctt
    71641 tcaagtcgcc atgttcacgt gcatcagcga tatcagaaat aattttaggg cgacgaacac
    71701 cttttaaata atccagctct tcacgcagct tatctgcgcc acgtaccgtc atcggaatct
    71761 gtttcatctt ttaaatacct ctaaatctat cctgttcaaa aaaccgtcat cctaacgttt
    71821 tcgagtgaat atacggttag cttgataccc tatccgcttc caagcgataa acaaaaaaaa
    71881 acctagggcc aaaaacccca agtcaggatc aattttgcat tttgatatgc attttaacgt
    71941 agagttcctt tagggtcatc gtttactttc tccctcgttg caccgtagta tgacaacaca
    72001 ttattcagca gttataccga aattatgcat ttttcacgaa ttgtcagtgg attggcctgt
    72061 tctatcatac tcaatatcag tgtatctaat gccaatgcgg ctcaggtcga gaattacact
    72121 cagtatctgc ctgatggggc aaatcttgcg ttaatggtcc aaaaaattgg ggcatcaacc
    72181 cctgcaatag actatcacgc tcagcagatg gcgctaccgg ccagtacgca aaaagtactg
    72241 acggccttgg cagcgttatt gcaactcggc ccagactttc gcttcaatac taccttggaa
    72301 agccatggca cgattactga tggtgtgttg cgaggtaatt taattgcccg gtttggtggt
    72361 gacccaacgt taacgcgtca acaactgcgt aatatggttg cgactctcag aaaagcgggg
    72421 gttaaacaga tcgcggggga tgtggtgatt gatacctcag tattcgccag tcatgacaaa
    72481 gcaccgggtt ggccatggaa cgatatgacg caatgcttta gtgcgccgcc tgctgctgcc
    72541 attgttgatc gcaactgttt ttcagtctct ctttacagtg cgcccaatcc cggcgatacc
    72601 gcatttatcc gtgtcgcgtc ttattatccg gtgcaaatgt tcagtgaagt ccgcacgtta
    72661 gccaaaggct cacccgatgc acaatattgt gagttggacg tcgtgccagg cgaattaaac
    72721 cggtttacgc ttaccggttg tctgacacag cgcagcgaac ctttgccatt ggcctttgct
    72781 gtgcaaaatg gggccagcta cgccggggct atcttaaaag atgaattgaa aaaagctgat
    72841 attcaaattg atggcaatct gcgccgccaa acaataccga gtcctgcggg aaacgtgcta
    72901 gcacagaccc aatcagcccc cttacatgat ttgctgaaaa tcatgctgaa aaaatcagac
    72961 aatatgatcg ctgacaccgt cttcagaacc attggtcatc agcgttttgg ggttccgggt
    73021 acttggcgct cgggtgccga tgccgttcgc caaattttac gccaaaaagc aggcgttgat
    73081 cttggtaaca gcattgtggt ggatggatct ggcctatcgc gccataatct tatttcacca
    73141 gcaacaatga tgcaggtttt gcaatatatt gctcaaaatg atcaagagct taattttata
    73201 tcaatgctgc ctctagcagg atatgacggt actctacgtt atcgtggtgg cctgcatgaa
    73261 gcgggggtca acggtaaagt ttcagcgaag acgggtgcac tgcaaggggt ttacaatctt
    73321 gccggtttca ttactaccgc tagtgggcaa cgtatggcat ttgtacaatt tttatccggc
    73381 tatgccgttc cacctgaaga ccaaaaaaat cgccgagccc ccttggttcg atttgagagc
    73441 cgcctctata aagatattta tcagaataac tgagagctat gaaattactg attgttgaag
    73501 atgatgaact gctacaacgc ggtatagcca tggcgctgac cagtgaaggc tatgtctgcg
    73561 actgcgcagc taccgccgcc gaggctcaca gtttgctgca aaccagtcag tacagcatga
    73621 ttattcttga tctcggcctg ccggatcagg atggtactct gttattacgt caatggcgtc
    73681 gccaacatgt caccctgcca gtactcatcc tcaccgcacg tgatgcgctt gaagacaggg
    73741 ttgacgggct ggatgccggt gctgacgatt atcttgtcaa accttttgcc ttggctgaat
    73801 tactggcccg ggtacgtgct ctcatccgcc gttatcaggg gcagagtgac aacctggtac
    73861 agcaagatga cctgagcctt aacttgtcga cacaacaagt ctgtttacaa gggcagccat
    73921 tagagataac ccctaaagag tttgcgatcc tctcacgtct aatcatgcga gctgggcaaa
    73981 cagttaaccg cgagttgtta caacaggatc tatatacctg gaatgacgac cttagctcta
    74041 atacgctgga agttcatatt cataatttgc gacgcaaact gggtaaagat cgtatccgaa
    74101 ccgttcgagg tattggttat cgattggaag ccttatcatg atcagcatgc gccgtcgttt
    74161 gctgttaatg ctggcgctga ttttactggt gacccagttg atcagcgcat tctggctatg
    74221 gcatgaaagt caggaacaaa taagttttct ggtcgatgaa actcttagcg caaaagcccg
    74281 taatgagcag gttgataaag aaatagctga ggcgattgcc tccctgcttg caccgtcgct
    74341 aatcatgatg acaatcactc tgctgctgtc tttctgggca atcagttgga ttattcgtcc
    74401 acttgatcaa ttacaacaaa agttggcaga acgctccgca gataaccttt cccccttggt
    74461 tgttaacagt gaaatgcaag aaattgtctc tgttacctca acactcaatc aattgttatt
    74521 gcgactttct aataccattc agcaagaacg gttgtttacc gccgatgccg cccatgaact
    74581 gcgtacacca ctcgcaggaa tacgcctcca cctagaatta atggaaaagc agggaattgc
    74641 cgagagtaaa tcgctgatta atcgcatcga tctgctaatg catacgattg aacagttatt
    74701 aatgctatcg agggcgggac aaaattttgc tagtggccat tatcaaaccc tagattgggt
    74761 taacgatgtc gtccccccct tgcaggaaga gctggctgaa atgtgtgagt tgcgtcggca
    74821 aacaatacag tgggaattac cgcctcatgc aaaaatggaa ggtgacgcca cgctactacg
    74881 cttgatgctg cgtaatttgg ttgaaaatgc ccaccgctat agcccggttg gtagccaaat
    74941 catcgtcact ctttccactg aaaatcaggg tgtattactg caagtcaccg atgaaggccc
    75001 agggataaaa caaaatcagg ctggtgaact aacccaagca tttaggcgca tggaccaacg
    75061 ctatggtggc agtggcttag gattgaatat cgtgatccgc attgcccagt tacatcaagg
    75121 taaacttacg ttggaaaacc gccttgatcg tactggtctg aaggcacaat gctggctacc
    75181 cgcgaccact tacagccaga aatagatatg ctcaccgccc ccaataaggg ccaccctgcc
    75241 aaaaaataag ggccaccacg aaaaaatggc agcccttatt caaagaataa ctggagaatt
    75301 taacgttcgt agataatttc tacgccgtca tcatcttctt catcccaatc atcatcccag
    75361 tcgtcttcag cttccgcttc aacttccgcc agttgctcac ggtggtaatc gtcccacatg
    75421 aactcaactt tctctggcac gctttctgca atagccatgg ctttaggttg agaattaagg
    75481 aaactcatga catcccagca caatgcattc acattgtcgc gattcgcggc agagatcatg
    75541 tagtacttac cttcccatcc tagcgtttct acaatggcct tagcacgttt ttcagcttct
    75601 tctgggtcta tcaggtcaat cttattgaaa acaagccagc gaggcttctc agcaaggttc
    75661 tcgctgtact gctgcaactc attaacaatt actttggcat tttcagcggg gtctgattca
    75721 tcaataggcg ccaaatccac caagtgcaat aatacccggc aacgctcaag atgtttcagg
    75781 aagcgaatac caagccctgc accatctgaa gcaccttcaa tcaaacctgg aatatcggca
    75841 atcacaaagc tctgttcgta atccattcgc actacgccca gacttggaat cagggtagta
    75901 aatggataat cagcaacttt aggtttagcg gcggaaaccg cgcggataaa tgtcgattta
    75961 ccggcattag gtaggcccaa catacccaca tcggccaata acagcagttc cagcatcagc
    76021 tcacgtgttt caccttcagt tcccatggtt ttttggcgcg gagcccggtt aaccgaggat
    76081 ttgaaacggc tgttacccaa cccgtgaaaa ccgcctttgg ccaccatcag ccgctggcca
    76141 tgacggacca tatcaccgac aatttcacca gtgccttgat ccagcacccg cgtaccaacc
    76201 gggactttga tggtgatatc tttaccgcgt ttgcctgtac agtcgcggct ctgaccattc
    76261 tgcccacgct cagcccggaa agattttaca aaacggtaat caatcagtgt gttgaggttt
    76321 tcatcagcca gcaggtaaat atcgccaccg tcaccaccgt caccaccgtc agggccaccg
    76381 ttagggatat acttttcacg gcggaaactg acacaaccgt taccaccatc acctgctaca
    76441 accaggattg cagcttcatc tacaaacttc atttactttc tccgtaaatc attcaccggc
    76501 tgcttttgca aagcaaccag gtttatttct gtccgacgtg gccaccaacg gtgaccaatt
    76561 gcggaaaaca ttgcacctgc caccaccacg aatgcacctg cgtacccgac aaggttgagg
    76621 gacggtgcgg caaacatatc tggccaagcc agcgccaata aaattgaaaa aaacaaggta
    76681 aacaatggcg tcaatgtgat gagtgcgctt acctgcgctg cctgccagcg tgccatagct
    76741 tcagccaagg caccgtagcc taccaaggta ttaacaccac aaaacagtaa acaggcaaac
    76801 tgccacccgc taagctgaaa aatgacagca ggtttcgcca gtggaaacaa tgcaatcgca
    76861 cataaagtgt acagcaataa tagaatttgt tgcgatgcca tacgccttaa tagcaccttc
    76921 tgggcaacac cataacttac ccagactacc gctgcacaga cgcccaatgc aacgccaagg
    76981 gtataatccg tcaggcgggt aaaaatttca tgtaggctgg tgttaaaaaa taacaataga
    77041 ccacaaatca gcatacccgc accaatcact tgggtgatac gcatccgctc ttttagaacc
    77101 agaacactgg caaccatcat cccgactggc gagagttgcc caatgacctg ggacgtcgtc
    77161 ggacttagat attgtaatga tgaactgaag aagatgaaat tccccagtaa gccacaggtc
    77221 gcaatgatca gtaatgctag ccagcgacgt tggcgaaaaa gtttaagaga gggaagctga
    77281 cgacgtgaag ccaggataat ccccaggcca atcgccgcca tcatgaagcg ataccagacg
    77341 atggtaaacg gctccataac ctcaagtact tgcttcattg caatcggcaa agcaccccag
    77401 aatacggcag tggttagtgc cagaaaaata cctaaaccag cctgctgttt cgtatccatt
    77461 ttttaccagg tggggtcgag ccagaaatgt aaaaagcccc gcaacgaaat tgcagggctt
    77521 acatctattt acaggacgcg aaaaacttat tcagcttcga tgctgataaa tttacggttt
    77581 ttcgggcctt taacttcgaa cttgacttta ccgtcagcca aagcaaacag agtatggtct
    77641 ttgccgcaac ctacattgat gcctgcatgg aatttggtgc cacgctgacg aacgatgatg
    77701 ctgcctgcca gaactgcttc gccgccaaaa cgttttacgc ccagacgttt gctttcggag
    77761 tcacgaccgt tacgagtcga gccaccagcc tttttatgtg ccatttatcc gctctcctaa
    77821 atcttaagcg ctgatgccgg tgattttaac atcagtgaac cactgacgat gaccttgctg
    77881 cttacggtaa tgcttacgac gacggaattt aacaatctta atcttctcgc cgcgaccatg
    77941 agcaataatt tcagctttga tcttgccgcc atcgactaaa ggagcgccga tattgatttc
    78001 ttcaccgtta gcaatcatca gaacttggtc aaactcaatc gtttcaccag ttgcgatgtc
    78061 cagcttttcc aagcgaatgg tctgaccttc gcttactcgg tgttgtttac caccactttg
    78121 gaaaaccgcg tacatataaa actccgcttt ccgcgcactc cacttttgta gtccagagcg
    78181 cactataaat attcacaata gggcgcgaat tctacgcaaa aatgtagcga atgacaagta
    78241 tataatcagt acgagagaag aaaaaaagca cagtttatta catctcattt atttgatgca
    78301 tttttcaagt acaatcatgg tctcagagaa cgtcatgtaa taatgtgagc ggtaatctca
    78361 tcgtagttaa agagaagaac agctgaataa aacaatgaac ctagaaaaga ttatcgagtt
    78421 aaccgcgcca gatatggcgg cagtaaatac aacaattctc gaccaattga actctgatgt
    78481 tgttcttatc aatcaattgg gtcattacat tatcagcggt ggtggaaaac gtattcgccc
    78541 aatgatctcg gtcttggtgg cccgggccct taactatcag ggtagcaagc atatcaccgt
    78601 cgcggcactc atcgagttta tccatacggc gacactgcta cacgatgatg ttgtcgatga
    78661 atccgatatg cggcgtggca aagcgaccgc caatgccgca tttggcaacg ctgccagtgt
    78721 attggtcggc gattacattt atacgcgctc attccagatg atgacagggc tgcaatcaat
    78781 gcgagtgctg acattgatgt ctgaagcgac aaacgttatc gccgaaggtg aggtattaca
    78841 gttaatgaac tgtaataacc cagacatcac tgaagaaagc tatatgcagg tcatttacag
    78901 caaaacagca cgcttattcg aggccgctgc acaatctgcc gcaatattgt cagatgccag
    78961 tgaggagcag gaactggcat tacagaacta tggtcgttat ctggggactg ccttccagct
    79021 tattgatgat ctactggatt acagcgcaga gggttccacg ttaggcaaaa atacggggga
    79081 tgacctgaat gaaggtaaac cgacgttgcc actgctacat gccatgcata atggcacccc
    79141 agaacaagcc gcaatgatcc ggcaagcgat tgaacagggg aatggccgtc atttactcga
    79201 accagtgctg gctgccatgg agcattgtgg ctctctggtc tatacccgtc agcgtgctga
    79261 agaagaagca gataaagcga ttgccgcatt gcacgcgtta cctgaaagtg attatcgtct
    79321 ggcccttgaa ggcttggcac atatctcagt gcaccgccgt ttttgattat agtttatgga
    79381 aattatttag aaacccggat tcaccatccg ggtttatccc attaatgagt aagcgcggtc
    79441 atatcctatc tttacccacg ggttaatcca tttccaaacg ttcgataagg cttttagccc
    79501 cttcacggaa aataaagctg ataacctgtt cccgttcagc ctctgtaaaa cgatagtaag
    79561 cttcgaccca gagggttaac ggatcctgcc gtgtcgtggc atattgagca ggctcttctc
    79621 tgagttgtaa tgaattcaga atcgtgattg gtaaactgcc aatatggtat tcaacagcct
    79681 ttccctgaac tccccggcgg cgacgttgct cccatccctc acgtttagcc atgaggttta
    79741 ttccttgtgg tgatgaaggt agtccctcaa gacctgccaa ttccttagcg gcaaaccact
    79801 cttttttcat agcgttgctt cctactatgc gttgagacac aaaaaagaaa tttttagaaa
    79861 acatttaaat ttttttggaa aataaatgat attatctttc taaatgatta ctttttgttc
    79921 actgtataat taacgatgta ccgttattta tatcactaac acgtcagcag cttagaaaaa
    79981 aaaaggatta aagatgattt taaggaaatc tgattggcac ccagccgaca tcattgctgc
    80041 actacgtaag aaaggtacga ctctggcagc cctttcccgc aaggcaggat taagctcttc
    80101 tacgctcgcc aatgcattga cgcgaccttg gccgaaaggc gagtggttga ttgcagagtg
    80161 tctggatatt catccttcgg agatctggcc aacacgttat tttgacccca agacagggaa
    80221 tctccttgat cgcaaagtaa ggatacgacc aaccacaacg cagccataaa aaaaactatc
    80281 agcttaccgc tcacagggtg gggggtgaac gtcttattac accgccgata aatctcataa
    80341 cgacgggcag tatcattaca atatcagggg ctactgttcg tactcttttc agtagcccct
    80401 ttttatctct atatccaaag tcatggcatt gcaggtaggc agccagtaaa cgacaaattg
    80461 gttcaaccat tttgaacagc gctggcccgc aggatgagcc tctgatgagg ctcatagtcc
    80521 cgatgagtct atttatctaa ggtcaacgac cagtaagtga ttcgggtgac aactgttatt
    80581 gacacttagc gccgggagca gatttgaacg cggcttgcag cggcctcgca gaagcgaggc
    80641 ccatggatgg gccgagtaac gcttgcagct aaccccctgc aacgtcaagg ccgaagggaa
    80701 tattattgat taacgaactt ctcacctaac tcgatatctt tgtgtaaaac atcaagcata
    80761 ttttccagcg cttgttgctc aaaagcactc agtttaccga tatctttacg ttcagcgaca
    80821 ccgtttttac ccagtagaat aggctgagca aagaagcggg catatttgcc atcgccttca
    80881 acataagagc attcaacaac attgctttca ccttgcaggg cacgtaccaa agaaagacca
    80941 aaacgtgccg cagcttgccc catagacagc gtcgcggacc cgccaccggc tttagcttct
    81001 acaacctcgg tacccgcgtt ctggatacgt ttggtcaaat ctgcaacttc ttgttctgta
    81061 aagctaacgc cagggatctg tgatagcaat ggcaagatag tcacaccaga gtggccacca
    81121 ataaccggca cttcgatatc ctggggttgc ttacctttta attcggcaac aaaggtattg
    81181 gagcgaatgg tatccagagt ggtaatacca aacagcttat tcttgtcata aacgcctgct
    81241 ttttttagca cttcagccgc aatagcgacg gttgtgttga ctgggttagt gatgatacca
    81301 atcaatgcgt tcgggcaagt acgtgcaatt tgctcaacca gattacgaac aatgcccgca
    81361 ttgacgttga acagatccga acgatccata ccaggtttac gtgcgacacc agcagaaatc
    81421 agcacaatat ctgccccttg aagggctggt gtagcatctt cgccgctgaa gcctttaatg
    81481 ttaacggctg tagggatatg gctcagatca acagcaacac caggcgttac tggcgcgata
    81541 tcatataaag agaggtctga acctgaagga agctgggtct tgagtagaag agcgagggcc
    81601 tggccaatcc caccagcggc accgagaact gcaactttca tcctatactc cttattatgt
    81661 ttaatttaaa tttgccgtga attcatctag ttatgcacct taatttattg tgattttaaa
    81721 cacaataaat taacagctag agtgagatat cacgcatcaa aaaggtgcat aacattcgta
    81781 cattttagat taaatcgctt attcattaat gagatagcgc acattattct aatatttaca
    81841 aatatattta tgacaagtta accggcggtt acattacacc cttctgttac atcagaacaa
    81901 catcatttta ataacattct cattactatc gcagaataag aatgaaaagt gatttagcat
    81961 aattgtgaca aaaaagtgat attaaaattt tgttgtacct tgatatcagt gcttttccag
    82021 acaatgcctt actgccatgt tgaataaaaa ttcatttata tgcataataa tcttattccc
    82081 tttttactgc tcaaggcata acagatgcgc aatcccgcaa agcaagaaga tcttatcaag
    82141 gcgtttaaag cgttattgaa agaagagaag tttagttctc agggcgagat cgttttggcc
    82201 ttgcaagaag aaggctttga aaacattaat caatccaagg tttcccggat gctgacaaag
    82261 tttggtgctg tcagaacgcg taatgccaaa atggagatgg tttactgttt acccgcagaa
    82321 ctgggggtac cgaccaccag cagcccactc aagaatctgg tactggatgt agattataat
    82381 gattcagtcg ttgtcattaa taccagtcca ggtgccgctc agttgatcgc tcgcttgctg
    82441 gattcattag gtaaagcaga ggggatctta ggtagcattg ctggtgatga tactattttc
    82501 accacgcccg ccagaggttt taccgttaaa caactgcacg aagctattct caggctattc
    82561 gaacaagagc tttaacgtcc cgcttaaaca ccgagcagta aaatgcggcc ttatgtgccg
    82621 cattatctca ccctcgccag acggcgtatt ccactgccta tcatagcctt caccctcaat
    82681 atgcttactt tttattgcat cagtggctga agcgactgcc tcagttcgca cgtttagtca
    82741 aaatcactta ttcaattgaa agtatttagt ttttatcaat taagcttgtt ttttcgccgc
    82801 ttattattcc ttttggttct taaaaagata gtaacataca gtaaagtgac aataattatt
    82861 attaccaggc tattaataat tttagttgtt aagcgtacac tctatttagt gacgtaagtc
    82921 acactttatg taaagtgatg aaagaatata ccgaggtaac aatatgaata ttaaaacgac
    82981 tgttgcaaca atgagcattc tatctgcatt atcatttggt gtttttgcag cagattctat
    83041 taatgagaat caagcgactc agttgcaacc tatgggaaca attaccgtca gtggccttaa
    83101 tggcgcacca tctgacatcc gccaggcctt atctgataaa gcagataccg tgggtgcgaa
    83161 agcgtataaa gtgattgaag tgcgttcaga gaataattgg catgccaccg ctaatattta
    83221 caaataagat taagtgtaaa taataaccgc caatgaggtt attgacaaag tgcccgcgac
    83281 ggagagaaca ggcagatcgt aaagacgccg taaatacatc catgtaggct cgagccgcgc
    83341 catccttggc gcggacgctt tactcctctg cctatcctca ccgttcaaga tcgcgtcatc
    83401 ggggtttgtc agcagtctgc aatgccccat taacatgggg catattttca agatgatgat
    83461 ttgtatcctt cgtcgttatt cccggcacac tccccccact tgcaggggat attttatcca
    83521 gcctaaaaca gtgccgttgc ttgttctgct tttttatcca atgcactaag caatttatcg
    83581 tgaatcccgc caaatccacc gttgctcatc accagaatat ggtcgccagg ctgtgctgtt
    83641 ttcacaatca tatcaactaa ctgatcgata tcagcactcc aatacgctgg ctggatacag
    83701 gcttcagcta cctcaaccac ttgccaagga atgtgctgcg gctggaacag aaatacttca
    83761 tccgcgcgac ctaatgaagg tgccagctca tttttgcata accccagttt catcgtatta
    83821 gagcgtggct ccagtacggc cagaatccgt gctgttccac cgactttact gcgcagggcc
    83881 gccagcgtgg caagaatagc ggtaggatgg tgagcaaaat catcataaac cgtgacacca
    83941 tgcgcttctc cgcgtagttc caaccggcgg gaggcattaa taaaatcacc taatgcccgg
    84001 caagcatcag ccggtagcac gccaacgtgg cgagcggccg caatcgccat caggccatta
    84061 tgcatattgt gctcacccac caatgaccag ttcacttcgc cgaccacatt attatcgagt
    84121 aaaacttcat aaacactggc atcggtagag actttgcggg caaaccaact gccggtttcg
    84181 cccaccagct cttgctcact ccagcacccc atcgccatca cttgtttcag gtgattatca
    84241 ttatccggca aaataatctt acccttccct ggcaccaaac ggaccagatg atggaattgc
    84301 ttttgaatcg ccttaatatc atcaaaaata tcagcatgat cgaactcaag gttattcatg
    84361 atcagggtgc gtgggctgta atgaacgaat ttagagcgct tatcaaagaa ggcacaatca
    84421 tattcatccg cttcaatcac aaaaaatggg ctattaccta agcgggcaga gacatcgaaa
    84481 ttacccggta ccccaccaat cacgaaaccg ggttcataac cgcaggcttc gaggatccaa
    84541 gccagcatgc cagcggttgt cgtcttacca tgagtccccg cgaccgccag cacccagcgc
    84601 tcggggagca catggtcatg caaccactgt gggcctgaca catatggaat gccttgctcc
    84661 aatactgctt ctacacacgg gttaccgcga gtcatcgcat taccaataat caccaggtcc
    84721 ggtattggat tcagttgggc aggatcatag ccttgaatta agtcaatgcc ttgattctca
    84781 agcaaagtac tcattggtgg atacacgtta gcatccgctc cggtcacttc atgtcccagt
    84841 gatcgggcga gcatcgccaa gccccccata aatgtgccgc agatacctaa gatgtgaatg
    84901 cgcataaatc ttccgtatta ataagcttaa aatttgtagc cattctaccg ctcagaatca
    84961 aagagaagaa atggaattgc ctatgaatca atcttacctt tgggctacac tgctgacatt
    85021 agctgtgttg tgtattaata aatcgatatt taaccgtaga ttcagggatt gtgtcatgaa
    85081 aacgttaggc gaattcatcg tcgagaaaca gctcgatttc tctcacgcca ctggcgaact
    85141 aactgcgtta ctttcagcaa tcaaactcgg cgcaaagatc attcaccgcg atatcaacaa
    85201 agcaggtctg gttgatatct taggtgccag cggcgtttcc aatattcagg gcgaggacca
    85261 gatgaaactg gatctgtttg ccaatgaaaa gttgaaagct gcccttaaag cccgtggtga
    85321 agttgccggt atagcctccg aagaagaaga tgacattgtc atttttgatg gcggaagagc
    85381 agaaaatgcc aagtatgtgg ttttgatgga tccactggat ggttcttcaa atattgatgt
    85441 gaatgtttct gttggcacaa ttttctcaat ttatcgtcgt attacgccat ttgggacacc
    85501 aatcactgaa gaagacttcc tgcaaccggg taccaaacaa gtcacggcag gctatgtcgt
    85561 ttacggttcc tcaaccatgt tggtctatac cacaggttac ggtgtccatg cctttaccta
    85621 cgatccttct ctgggtgttt tctgtttatc ccacgaaaaa gttcgctatc ccgcaaccgg
    85681 ttgcatgtat tccatcaacg aagggaatta cattaaattc cctctgggtg tgaaaaaata
    85741 catcaagtat tgccaggagc aagacgaagc cactaagcgc ccatatacct cccgttatat
    85801 tggttcatta gttgctgatt ttcatcgtaa cctgttgaag ggcggtattt atatttaccc
    85861 aagtaccgcc agccaccctc aagggaaact gcgtttgttg tatgagtgca acccaatggc
    85921 cttcctcgcg gagcaagccg gtggtaaagc caccgatggg gtgaaccgta ttctggacat
    85981 cgtgccagag aaactgcatc aacgcgcacc gttcttcgtg ggaacaaaat ccatggtgga
    86041 agatgcggaa gggtttatcg ctaaattccc agatgaagaa gccaagtaac ttgcagtaat
    86101 gccgtcgctc ccttcaaaaa taagctaaca gcggcctttt aagccgctgt tttttatttc
    86161 taacggaata aaatagccct acctctggct atctcaacgt catctgacaa tgaaaaggac
    86221 aggaattcat aaaagacttg gctataatag ccagcactcc atttctggtt tgataaaagg
    86281 aaaccgacat gagcttgaac caagtacccg caggtaaaga cctgccagaa gatatctatg
    86341 ttgtgatcga aatccctgcc aatgccgatc ctattaaata tgaaatcgac aaagaaaccg
    86401 gctctttgtt tgtagaccgt tttatgtcca cggccatgtt ctacccatgc aactacggtt
    86461 acatcaataa caccttgtca ttagatggtg atccggttga tgtgctggta ccaacaccgt
    86521 atccgttgca gccgggttca gttattcgct gccgtccggt tggcgtattg aaaatgaccg
    86581 acgaagcagg cgaagatgcc aaactggttg cagtcccaca cagcaaactg accaaagagt
    86641 atgatcacgt taaagacgtg caggatctgc ctgaattgct gaaagcacag atcaaacact
    86701 tctttgagca ttacaaagat ctggaaacag gcaagtgggt gaaagttgac ggctgggaag
    86761 atgccgcagc agccaaagct gaaatccttt cttctttcga gcgtgctaag aaatagttct
    86821 gcgtatcgcc tataaaaaaa caccgcctat cgtgaacagg ccccaaaata gggccgttta
    86881 ccttgtgcgg tgtttttttg ttactgctta ccttgtttgt tactgcttac tttttacggc
    86941 ttatcaatct cttcatggcg ctttagccag tcaccgctgt aaatgcgtgg taaaccctct
    87001 gtcggcaagc gatacagata tatccaggca ctgccatacg gcgtcttgat caactcacgt
    87061 cgatagtcct tcgtattgct tttaagctca tctaactcat tcataattga agagttgatc
    87121 cgataaactt cacaatgcac agtgccgtct ccggggataa ccgccggata atggcctaaa
    87181 ttgtacattt cgtagccttc aaggtcatgt tcacccagta actgagcgtc cgtcatccaa
    87241 tgactattcc cttgtttgcg ccgtaaactg ccgtaaacaa taattcgcat ggttaaaact
    87301 caaactgata aagcaaatct aatgcctgat caataccaga caccgcttcc agatacaacc
    87361 tgggcatcaa ccgataacgt aacgttaacg tagccagtga gtcaaatata cccacaccat
    87421 attttatttg caggtctttg gtgacgtaac cactcacgac cacttgtgag ctatcaccga
    87481 ccccttgagt atctaatgcc agattactga caccaaatgc ctcaccgatt ttacccacca
    87541 atttaccact ttgtgccacc cccatgccga tcaacattga ggtcatcata ctgctgtcag
    87601 cccccgaatt gccaagcccc tggccacgca acagataaga taaggcctcc tgttgagaca
    87661 ttgccggatc agagaatacc tccatgcgcg gggaatctgc catccccgta acacgtactc
    87721 cggcaataac accattagcg gtagagtcag gatttcggat cgcttcaata ttaagtagcg
    87781 gctgatctgg tgggccagag aacagcaata ttcctttgtt gacgatgagg tcctgaccat
    87841 aagcgcggaa gctaccggac ggaatattaa tttgcccatt cagccctaac ccacgctgat
    87901 cctgcatcat tctcaaatcg ccctgcaagc gggctttcaa accaaatgca ttcaaacgaa
    87961 catcgttacc gatccgaatc accaaattac tgctgatcgg aatactggcg ctccgtggcg
    88021 caataggctg caattggtca ttgagcataa cctcattcga ggagacgcca accgctgttt
    88081 cgggcacttc ctgcacggtg atgcgcgccc aaggaatatc gaccgaacca ttgagcgtaa
    88141 ataactgcgg cgtggcttcg aaaacaatat ccggtgaaac atcgactcgc gccgtcggcg
    88201 ggatcgtaac ccgtaacttg ttgcccttgg ccgcaattct ggcatgccag gcgctaatat
    88261 cacgccagtc cgcatcgccg gagagattca actgcccttg ggaagtccgt atcaacccct
    88321 ccagcgtcga tgtcatgcca tcaaaattca tcgccaagcg cccttcggtg atatcgaatg
    88381 gcatccaact gccatcaata tccaccttat ccagtgccag gcggccatag acgagcggac
    88441 ttttcgcatt ccctgccaaa cgcagattcg cattcaatat gccagccgct ttttcaccat
    88501 cactcagaat cgggttaatc atcgccagag agagattact tatggctaca ttaccggata
    88561 agttgcgccg cccttctggg tctgcaactt gcacctgccc agagaactgc ccgttattga
    88621 cgagcttgac caaccagtcg gcgcgcactt gcccattcgc cagcccgcca ttcaggttca
    88681 gggtttcaaa ggcaatcggc agtgggctgc cctgcaccat ttgttgtact ttcacgccat
    88741 taccactgag tgatacccgc acatcaggta acttaccgcc ctctttccaa ctgacctctg
    88801 cccggccagt aaacacaccg ttcatggtgg tatccgggcc gaggaacggt ttgatcatcg
    88861 ctaaatcaaa gcggttgagt accacacttg cctgcccact ggggccagct tcaattggcc
    88921 ggggcgcaca aagctcagca ttgggattaa gccaacagtg ggggccgatg gtgatccgtt
    88981 gcgcgctgtt ctgataatcc agtgtcattg cacggcttaa acgccattcc cccactgggg
    89041 tatcaaagcg cgtgttattg agagtaccgc gccaacgctg ttgttgtttg tcgaagctgc
    89101 cctccagcga caattggccg gagacaggat ccccttgcat attcagacgc aactgatgct
    89161 gtttttcact gccacgggca tccaacgtca acaaactgac cacaaaatca gcttgcttaa
    89221 gctgttcaac tctgaccgcc aactggcctt gaatttgatc tgtcgaacgg acatcgccat
    89281 ccactttaat acgattgatg tgcaactctt gccattgcag gcggttagcc gtgagatcag
    89341 ccagcagttg cggcgttttc aggttaccgc gtaatttcag cgaccctttc actacaccac
    89401 ccagaccggg caacgcgcca tcaagttgtg gcgcatcgac attagcatcc aacagccagt
    89461 tgtcgttcaa ctcccctttc atatcaagct tattacggcc caacgccaga ttgataccag
    89521 gaatatgcca ttggcccgcc gcattaccgg tcagagaccc gcgggcggtc acgcgattct
    89581 gtttcacatt gccatcaagt accagctccg gaacctgcaa ttgccagcta ccgccatgaa
    89641 tactgccgcg ggtaacaatc ttaccctcca attttgctgg ccattcaggc cactgtttgg
    89701 ccatattgat gcccgataag gtgagtaccg aattccaact gatcgcttgc cgccaatcca
    89761 ctaccccagt caggtcagtg tgaccttgca acgccgccag acgtaaacgc gtcagattaa
    89821 attgctcaac attgccttta ccctccagcg tgaataccgc tggcggtaga tcagtacctt
    89881 tgatatcaga acggatagaa agcgcataat ccgtcgcttg cccattgagg cgcatcctga
    89941 ggttattcat ttggtattgg ggctcgccag tcaacggcca gcgcagttgt ttgctctgca
    90001 gagtcagcga caacggcaaa cctgcctttg ccagcgacgt ttctgtctcc agttgcgcac
    90061 tgaccggccc tgacagattg agcgtgacct tgagttcctc acgcagcgcc ccaccgacgg
    90121 tcaatttcac tttttcgcct ttcagcgagt caatgttcaa cgcactattg accaccagat
    90181 ccagcggcca cttatccgcc aatgtcgctt gcccctgcgc cgacaacccg ccctgcggcg
    90241 atttgatctc cagcgtatcc agtgttatcc gttgatcttg tgtactggcc tgcagtaaca
    90301 agctgctgat aaggacctcg ttatccccgg tcagcctaag ctgttgccct gagatctctt
    90361 caatctgcaa atccagcggt agacggaagt ccggcaatgc cggtagcaat ggtttggcaa
    90421 atagcgcttt taaactttca cccagtgggg tcgccggttc tgctgggacc gtagccagtt
    90481 gacccccggt agtggctgat tgccctgacg cagtagctga tcgtcctgac gcagtggttg
    90541 attgccctga tgcagtggct gatcgtccag gagccgctga taattgcgca accgcctctt
    90601 tggcggccat agcagtttca accgcaggct tcaccgcatc gggaaccccg gctgacaccg
    90661 ttttgggtaa tgcgatcaat aacccgttga tttttgtcgg catcaaagcc aatgaacgtt
    90721 gcttccaatg cgcaccagta cggaattcat ccagtgaaat agccgtatca tcaatggtca
    90781 ctttgacgtt attcagtgac agcaaacgta agaaaatggg atatggggta ctcagttccc
    90841 ccatggggtc agtactggct ggcgtggatg acgtaggtgg catcgcttga gtattcacca
    90901 ccacatcaat atcttgtgct gtcagtgcgt taacacatag ctcactattc ttcagacaag
    90961 agagctgcaa tgacagataa aattgcccag ctttgaccgt gacgccgggc atttgatact
    91021 gaatgcccgt taaggtgaga ccacgccagc caccactaac actggcaata tcaagcccag
    91081 gtacccagcg ggcggcgctg ttgattaaaa aatgtaaccc actggtcgta ccgagtaacc
    91141 cccccagagc accgaccaat agcaggataa tcagcaagaa tgcaatactg agtctcttta
    91201 cccacttcat agttcaggcc ccaaaccgat gtaaaattgc acgccatgtg tctcgttatc
    91261 gcctattggt gccgcgatat ccagtttgat cggtccaacg ggtgatgccc aacgtacccc
    91321 gacacctgcc cctgttttta agtcactctt gctgaaatta ttcaccgcct cgcccgaatc
    91381 gacgaaaacg gccccccacc atctacccgt gaagttatat tgatattcaa gagagcccgt
    91441 tgccaacttg gaagccccgg ttaattttcc gtcactatca cgcggtgaaa tattacggaa
    91501 tttatagcca cggatactgc ggtcgccccc ggcgaagaaa cgcagcgacg gtggaacacg
    91561 gtcaaaatta ttggtttcga tccaccccac attgccacgc gccacaaaac gatttttctc
    91621 acctaaggtc cggatccaca cgttctgcgc ctgaaagatg ccaaaatcaa catccgaccc
    91681 ccaagtcgta tcagacacat caatagaata gcgctggcta tccccccaga ccggcatcgc
    91741 cccaccacgt tggcgggtac gattaatact cacccccgga tacagcaaca tcgtggtatc
    91801 cgtgactctg ccttgggtaa agtgatcgag gctccaacgc aggttaatcg ccctttgcca
    91861 gccgctggag agatcccaaa aacgtgcaac gttcaaggtc gtggtatctg aattagtgtc
    91921 gtttaagtcg gtacgtctaa agcccccttg tatcaggtaa tactgctcga gggggtttct
    91981 caataaagga atacggtagc tgaaatccag tgtctgctca ggtgccgaaa gcgcggtagt
    92041 ggtggttaag ctatgcccga aggagttcat ccaaggctta cgccaactgg cggtcagacg
    92101 cggaccgaca tcggttgcat aaccgccccc cagttcgacg gtattctcag tgcgtggggt
    92161 aacgaccgca tcaagcggta aaattttact ctctttggca tcttggaaat ccggcgaaac
    92221 aaccaccgag ttaaaccagt tggtggctgc caagcggcgg ttcaactcgg ccagttcatc
    92281 agaggtatag aattccccct catggaacgg cactaaattc tgcagataat cctctcggat
    92341 ttgtgagcct tggaaaataa ccttaccaaa gcggtaacgt tgcccactgt cgaaatcaat
    92401 atcccagaac gcctcgtgta attgagcggc aacaccgagc tggcttttga tcatattggc
    92461 gtcgaaatag ccacggcgta acgctaaacc agtaagagaa ctggtgaaat tatcaaaatc
    92521 accatggttg aggaccgagc caattttcgg ggtatcacgg cgaacgagtg cctgataatc
    92581 aggatccgtt ttcgcaccgc cttgcagtac gatatcgaca ccggcaatca ataccggctc
    92641 gccaggaacc acttttgcaa ttaacactga acgtgcgggt gccgggcggt tttgtaattc
    92701 aaacgtaatg gtgggatcgt aataacctaa tgcgcgcagc ccctgccgaa tagcttcatc
    92761 gacccgtgaa cgaaaacggc catctgcggt aacttcatca gtgccaattg tggacaaacg
    92821 tgccctgacg tttctttcta aatcaccgct aagaccctca acctgtagcc gcacattggc
    92881 ggcataggcg ataggtgtgg cgagcaatag acacacaaaa cacagaatag ggtatcgtag
    92941 cacgcgtact cctgattaat tttacgttcc tgtcaaacac gctcaagggt ttcagaggag
    93001 agtggcgtta ctcacacaat aatcctctaa gcttaaagac gatttaagcc tgtaacccta
    93061 aaattccctg ctaagtagtt agattaacgc agaatgactc ttattgtgtg caaactcaca
    93121 atcagataca actatctata gtgattcact gtaaacatct tgttatccat ttactgtaaa
    93181 aatctaattt actgtcaacc tcggagtctg tttttttatg caaaacgttg ataataccgc
    93241 cgtcattgat gcggcgaatg ccttgccggg gcgactgaca tcaataccgg tctctcctct
    93301 ccatgccgtt catggtcatt ccatgacgta tataccggag gggatggacc tagccttctt
    93361 cgccatgggc tgcttctggg gagccgaacg cttgttctgg caacagcctg gcgtctatag
    93421 caccgcagca ggttacagcg gtggtcacac gcctaatcca acctatcatg aagtttgcag
    93481 tggtcgtaca ggccatgcgg aggtggttcg tgttgttttt gatcccgccg tcatcagcta
    93541 tcagcagcta ttgcagattt tctgggaaaa tcacgatcca gcacaaggga tgcgtcaggg
    93601 cggtgatgtc gggacacaat accgctcggc tatttatgtc ctgacccccg agcaggaaga
    93661 acaagctcac aagagccggg agcggttcca acaagccatg gaaaaagccg gtgatcaacg
    93721 ggtgattacc agcgaaatta cggttgccct gccgttttac tatgccgagg atgaccacca
    93781 gcaatatttg cacaaaaatc ctcatggata ctgtggtctt gggggtattg gcgtttgtct
    93841 gccgcctaac gtgtaaggct ggcagtgcgc tcatcgctgc tgctatctcc catcgctgct
    93901 gctatactgt ccgggctgtt cactcagccc aataaccact ttctgccatt agcttgaatt
    93961 caaaccctgt tctgtacaca atcatgggct ttatagagac cttgttctgt acctaagctg
    94021 tgtctgggtt ttgatataat gccttaatat ttaaaagata tactgaaaca agataattgt
    94081 gtgacccttc cttatgatcg ccggcgctat cgtcggtacg acacggatag attatgttaa
    94141 atagtatctt actgattctt tttttaattg cggtcagcgc cttcttctcg ctatcagaga
    94201 tttcattggc ggcttcacgc aaaattaaac taaaactgct ggcggacgag ggcgatacca
    94261 acgccttacg agtcctgaaa ctgcaagaga cgccaggaat gttcttcacc gtggtccaaa
    94321 ttggcctgaa tgctgtcgcc attcttggtg gtattgtcgg tgatgccgct ttctcccctt
    94381 cgttcaaact cgtttttgag cgttttatgg ctcctgagtt ggccgatcaa gccagtttcg
    94441 tttgttcttt cgtgttagtg accagcttat ttattctgtt tgctgattta accccgaaac
    94501 gcatcggtat gatttcacct gaagcggttg ccgtccggat cgtcaaccca atgcgcttct
    94561 gcctaatgat cttccgccca ttagtctggt tcttcaatgg gatggcaaat cttatcttcc
    94621 gcctatttaa attacccatg gtccgtaacg atgacatcac ttccgatgat atctatgccg
    94681 tggtagaagc cggtgcgctc gccggagtgc tacgcaagca agagcatgag ttgattgaaa
    94741 acgtctttga gctggagtct cgaaccgttc cttcctccat gacttcacgt gaaaacgtga
    94801 tttactttga tctacgggaa agcgaagaca gtatcaaaga taaaatctcc acacatccgc
    94861 actcaaaatt cctggtatgt gatggccaca ttgaccaagt ggtgggttac gttgactcta
    94921 aagacttgct gaatcgggta ttaggtaacc aaagtctggt actcagcagt ggcgtacaaa
    94981 ttcgttcagc tctgattgtg ccagatacat tgacactttc agaagcgttg gagagtttta
    95041 aaaccgcggg tgaagacttc gccgtgatcc tcaacgaata tgctttagtt gttgggataa
    95101 ttacactgaa tgacgtaatg accacgttga tgggcgattt agttggccaa gggcaggaag
    95161 agcaaattgt tgcccgcgat gagaattcat ggctgattga gggcggtaca ccgattgaag
    95221 atgtcatgcg cgtactgcat atcgacgatt tcccgcaatc gggcaattat gaaactatcg
    95281 gcggctttat gatgtatatg ctgcgtaaaa ttcctaaacg aactgatttt gttaaatatg
    95341 cgggttacaa atttgaagtc gtcgatattg atagctacaa gatagatcag ctactggtga
    95401 caaggctcag tgaccagcca gcgccaatcc tgccaaaagc accacacgaa agcagtgacg
    95461 cctagccgcc gctgatgaat aaatcgtgat cacggtaaac ataacggccc ctgagttggg
    95521 gccgtgatta aatctgctca ggtgggcaaa tgccgctaac aatgctgcgg cttcaagtca
    95581 gcagggtatc ggcctgcaaa cgtaacacct gccgattgac ctccgccatc acttcaaaat
    95641 gccgcttatc cttaactttc gggactaaaa tcttaccgtt atcgaactca aaagccccca
    95701 tatctttgat atacaaccga ccacggaata acgttttgac atacatggca actttagccg
    95761 ggttataacg ctggaagatc ctcattgttc tattttcctc ccatcacatc aatactcccc
    95821 ttcgaacctt agcgaccaag atcacaggcc gcgtaagata attgctcaat gttagatttg
    95881 aagcatggcg cttagttcct ccagaatcag tcatagatgc tgaatttaca taatattaca
    95941 gaatcaggca gcaaaaatga gacttaacaa cagaataacc ttctaataat tattagaaat
    96001 taattagact actaaacagg acagacctct gatctggacc tattattgaa aaacttacct
    96061 actttcaggg gtaagtgccc tacgtcatta tctacgcgga tatctctaca aggacataat
    96121 atgataaaaa atagcctgct tataatatcg ctgatattca caccgctact ggtatcggcc
    96181 cataacattc aggacaacca acgcgtgccg ccagttggtg tccgcgataa aggtgagttg
    96241 gattatgata agaccaccaa tcagtttaac tataaaaact ggaatagctc acaattgccc
    96301 ggcaaaaccc gcgtcattca acacattgct ggccgtacct cagccaaaga aatgaatgcc
    96361 ccgctgattg atgccatcaa gcaagccaat ctgccacgcg aacgttacca aacgacgacc
    96421 atcgtcaata ctgatgatgc aatcatcggg acagccatgt ttgtgcgtaa cagcattgaa
    96481 agcagtaaac gtgaatttcc ttggtcgcaa tttattatcg acagtaaggg aaatgtggca
    96541 aaagcttggg ggttaacgga gaaaagctct gccattgtgg tgctggatcc acaaggaaat
    96601 gtcaaatttg taaaagatgg agcactgaca tcagcagagg tgcagcaggt catcgaccaa
    96661 ctgcaccaac ttgtgcagca ataacgctaa aataacgaaa ctctgaaacc ggggttcaag
    96721 aaagattcac gtggggtata agacagtgtc tttccctgcc aatcgtgtac ttgcgccccg
    96781 gcagcgatgg cgacggcatg accagccgcc gtatcccaga cgttagttgg cccaaaacgc
    96841 gggtacagtt gcgctttccc ttccgccacc aagcagaatt taagtgatga gcccaccgaa
    96901 atagtttgat gctcccccag ttgtgataaa tagtcttcca attcagcatc gctgtgagag
    96961 cggctcacca cgaccaacgg aggctgggca tcacgcacct gaatctgcat acgtctgcca
    97021 cactcttctt tccaagcctg tccgtttgcc gcgctgtaca tcacttcggt taccggtaca
    97081 tagacgacgc ccagtaccgg ttcaccttgg tcaatcaaag cgatgttgac ggtgaattca
    97141 ccgttacgat tgaggaactc tttagtaccg tccagcgggt caaccagcca gtagcgttgc
    97201 cagtgctggc gcacatccca agcgggtgga tcctcttcag agagtagcgg aatatccggg
    97261 gttaatcgcg ccaacccagc tttgataatc tggtgagccg ccaaatcagc cgccgtcacc
    97321 ggtgaatcat cctttttatg cgcaatatca aggggtttgt cgccctgata gaccgccata
    97381 atcgccacgc ctgcctcacg ggccaactgg ccaatttgct ctaacatcat ccccccttgg
    97441 tattatccat tatgtaaaat atcgctcatc agagcgcacc aaattaattg tcgctcttga
    97501 gttaactgta gctcttggag taagagtagc tcttgcgccc cccctcaccg gatctctctc
    97561 tattttagaa cgccaattat tttagaacgc agagccaaaa taaaagctga acatctcaag
    97621 actgatcatc aatctgaaga ctaataatat tcttgataaa tagccatatt tgtcaggaaa
    97681 gtacttataa aatcagtggg attcatctac cgcaactgtg agcgtctacg cgttatctga
    97741 ttaagttttc tgccaaactt cacactttgc tttagcaatt aattaaaatt acatattctt
    97801 ttgcgataca tatcgaatat acaccaagta cgaagggtag cgtttttaat ggaaacccac
    97861 gatggagaaa gccatgttca agcgtccgct gacgttatcc ctccttgcca gcctgattgc
    97921 tgtcgcgaca tcactgtctg ctgccactgt tgatttacga gtattggaaa ccaccgacct
    97981 acacagcaac atgatggatt ttgattacta caaagataaa cccacggaaa aattcgggct
    98041 ggtacgcact gccagcttga ttatcgcagc ccggcaacaa gccactaaca gcgtgctggt
    98101 ggataacggt gacgtgatcc aggggagtcc gcttggtgat tatatcgcgg ctaaagggtt
    98161 aaacgacgga gagattcacc cagtctataa agcgatgaac acgctggatt atgcggtcgg
    98221 caatatcggt aaccatgagt ttaactatgg gctggactac ctgaagaaat cactggcagg
    98281 ggcgaaattc ccgtatgtta acgccaacgt gattgatgtt aaaacaggta aacccttgtt
    98341 ccagccttac ctgatcatcg ataccccagt gaaagatcgt gacggaaaga gccataacct
    98401 gcggatcggg tacattggtt ttgtaccgcc tcaagtgatg atctgggata aagcgaatct
    98461 gagtggcaaa gtcacggtga acgatatcac tgaaaccgcc aagaagtggg taccggagat
    98521 gcgtgaacaa ggggctgatc tggttgttgc tatcccgcac tctggtcttt ccagcgatcc
    98581 ttataaaacc atggctgaaa attcggttta ttacctcagt caagttccag gtatcgatgc
    98641 catcatgttc ggccacgcac atggtgtgtt ccccagcaaa gattttgccg ccatcaaagg
    98701 cgcggatatc actcaaggta ccttaaacgg tattccggca gtgatgcctg gccaatgggg
    98761 tgaccattta ggcgtagtcg attttgtcct gaataatgat cagggaaaat ggcaagttat
    98821 cgatgccaag gctgaagccc gtcctatcta cgataaaaca gcacaaaaat cactggcggc
    98881 agaaaatgcc aaactggtgg aagtactggc agttgatcac cagagcaccc gtgattttgt
    98941 cagccaaccg attggtaaag catcagataa catgtacagc tatctggcac tgatccaaga
    99001 tgaccccacc gtgcagattg tgaataacgc ccagcgcgcg tataccgaac attttattca
    99061 gggcgatcct gatttagctg acctcccggt actgtctgcc gctgcaccgt ttaaagccgg
    99121 tggccgcaaa aatgatccca ccagttttgt tgaggtggaa aaagggaagc tgaccttccg
    99181 taacgccgcg gatttgtacc tttatccaaa tacactcgtc gtcgtgaaag ccagtggggc
    99241 tgaggttaag cagtggctgg agtgttccgc cgcacagttt aatcaaatcg atattaacag
    99301 cagcaaaccg caatcgttga ttaattggga tggttttcgt acttataatt tcgatgtcat
    99361 cgatggtgtt gagtatgaaa ttgatgtcag ccagcctgcc cgctacgatg gcgaatgtac
    99421 gctaatcaac gaccaggcag aacgtatcaa aaacctgacg tttaacggta agccaatcga
    99481 tccgaaagcc acattcctga ttgccaccaa taactaccgc gcttacagcg gtaagtttgc
    99541 cggtaccggt gacagccata tcgcattcgc ttcacccgac gaaaatcgag cggtcctgtc
    99601 tgcatatatc agtgctgaaa ccaagaaaaa gggtcaggtc atcccgcaag ccgacaacaa
    99661 ttggcgtctg gcaattcttg atagcaagca acctttggat attcgttttg aaacctctcc
    99721 aactgctaag gccgctgatt ttattaaaca aaaagcgcaa tacccaatgg aagcacaggg
    99781 tacagatgaa gttggcttcg ccgtttatca catcgattta cagagaaagt aatctctggc
    99841 ggcaacgcct tacactgtac gctgctgtca ccccataata cccacttgga gttatatcac
    99901 aatctataac atgcatttat tatgcatgtt ataggtgtat aataaataca tgttatagat
    99961 atataattac tcaatgaggt gtcattatgg attaccgcaa tcagtctctg ggcgcactgg
   100021 ctatcgctat tcctcgggcc acaaagttat tccgtcaaca tcagctcgat ttctgctgtg
   100081 gcggcaaaca aacactctta cgggccgcca ataagttgaa tctggatatt gatgcgctgg
   100141 aagcacaatt gagtgcattg caaaccgaac ctcactcatc tgaagattgg caacaacagc
   100201 cactgacaaa tctcattagt tttatcatca gccgctacca tgatcgccat cgtgagcagc
   100261 taccagaact ggttctcatg gcggaaaagg ttgaacgggt acacggcgag aaacccacct
   100321 gtcctcgtgg gctggcagca gaactcagtg cgattttaga agagttgact caacatatgt
   100381 ataaagagga gcagatcctg ttcccgatga tccaacgagg catgggttct caggccagtg
   100441 ggccaatatt tgtgatggaa gcggagcacg atgcggttgg gcagcaatta gacgtggtaa
   100501 aacaactcac acaaaatgtg acaccaccag aaggggcctg taatacctgg cgggcgcttt
   100561 acaccggtat caatgaattc attactgacc tgatggaaca tattcatctg gaaaataatt
   100621 tactgtttcc ccgtgcgcta aggggcgaat aactcactaa ctatttattc tcaccgtaaa
   100681 tattcttatc gtaaataaac gccaaagggc gacaccctgt cgccctttgg cataatcggt
   100741 accaaggaat tacagaattt ccaacagttc cacttcaaac atcagggcgc tgaacggcgg
   100801 gatcgttgca ccagcaccac gctcgccata agccagattg tgcggaatat acagcttcca
   100861 tttagaccct acaggcatca tagacagcgc ttcgatccaa cctgggataa cgccgctgac
   100921 ggggaagtcg gctggctgac cacgctcaac agagctatca aataccgtac catcaaccaa
   100981 acgtccggtg taatgtacac gcacacggtc ctgacgggat gggatcgggc cgtcacctgc
   101041 ctgcaatacg gagaactgca aaccagactc agtggtagtc acatcatcac gcttggcatt
   101101 ctcttccagg aaggttttgc cttcgtctac caacgcctgc tggcgctcaa tacggacttt
   101161 atctgccttt tcatgcactt cttgtaacgc gcgatgtatc acatcaacag ggacagtcgg
   101221 tgtattccct tccatcgcgt cacgcaaacc tgccaacaat gcctctggca ataaaccttg
   101281 cagaccggac tcttgtaatt gctgcccgat ttgtaaacca atcccgtagc tcgcttgcgc
   101341 ttcaacgcta tcaaaagaag gggttgtcat gaattttcct ttagtcacta atcaaattga
   101401 agcggcaagc ataacagcag caagggagtt cggtaaaatc ttgcatcgtg aatgatgact
   101461 tttgtcgaag aaaaagaaac aatgatggcc agctaacgga aaatccccgc ttaggtatca
   101521 ttattccccc tgtctttctg catcagtccg tgagtaaact ctcccccaaa gccatggcgc
   101581 agcggccaag gagttaatgg gtagagagtt aatgggctag agagttaaca ggctatatac
   101641 ttagaagcct atgagcctgc tgaccatctg cagtatccat ttttatttta cgtcgttgaa
   101701 gagaggttag catgggcaga atcgcgccca ggagaaggaa aaataatcgg gtttatcagc
   101761 cgctgctaca cagttggcta accattaggc agaaggttct accggatgca aaaaatactg
   101821 atgagcaaaa cctgatatcc gaaatcaatg caccagaaca gagggtggat cctgataacg
   101881 tgacagaacc tgcgctagcg cccacacaga gaaaaggcgt tcagagcatt aaagaactgt
   101941 ggctaaaaat ttggcacctg ccggacagtt ttcagtggat ggagccgttg cctttcttcc
   102001 accgccgcgg ggttattatc gctaccactg tattgctgct ggcactgctg tggcccgctt
   102061 cccgtgataa tactgacctt tccttccccg ttagcgcccc atcgaccagc gtgccattac
   102121 aggcccaatt acaagacaac aatgacgtac ccgtcccccc caaagtttcc ccttctgaga
   102181 cgacacaagg aaactggcag agctatcagg tccaaacggg taaaacgttg gcgcaactgt
   102241 tccgcgataa taacctgcca gtcaacgatg tttttgccat ggctcaggtc gaaggcagcg
   102301 ataaaccgct gagtaacctg aaggctgggc aagaggtcaa gatcatgcta gatgcacaag
   102361 gcgcagtcac cgcactggcg attgaaaccc cagagaacac tgaagtgctg ttttcccgac
   102421 aaaacgatgg tagctatcgt cgcgaacatt aatcgtcacg ttggcttact gcccctatct
   102481 accctgtgat cttctttatt attgtcactc tcactcgttc aaattaggtt atttcttgga
   102541 tagttatcgc tatctgcagg cagataaccg tatttataag gagagagagt aatgatgaaa
   102601 tatcaattat cctttgtgtt actactcacg ccattggccg tatttgctga acagcattgt
   102661 ccggcaattg atgcgattaa gctgatcgga ggcgtttata cggcgaaggc gactagtggc
   102721 gaagagtggg ttggtatctt acaagggcca cttccccaag agagcggtat taagcgtttc
   102781 agtgaggcgc tcttcgtggt tgaaggtgag aacaatggaa acaacgtcac cgggtcagga
   102841 aagtttcaaa aatgcactta tgatttgcaa gccgaaaaca tacagctcga tatgtactat
   102901 ggcggtacaa cctggatagc atccatccgt gggaaaccat actgggaata tgaaaaaggg
   102961 ggcttttttg aaatttacac ctgctcaaat gtggcacctg aatactgcaa atttgatatt
   103021 ttagtgccag ggtcagcatc tcgatgatac cgataaccaa aataaatatc ctccggcata
   103081 gccggaggtt tttcatatgc gcctataagg ctctgttacc agccgcgccc taacaggcgc
   103141 atcgcgatct gacatttgca tctatggatt acttacggcc cgtaaacggg ctaccgggat
   103201 acgggatcga gagttgctca cccattttat cctcttccaa ttggtgcttt atgtattctt
   103261 gtatcctggc cgtgtttttc cctaccgtat caacgtaata ccctcgacac caaaactccc
   103321 tgttacggta tttgaacttc aaatcgccaa actgctcata aagcatcaga ctgctctttc
   103381 ccttcaggta ccccataaat cccgagacac tcatcttggg cgggatctcc agaagcatat
   103441 ggatgtgatc cacacagcat tctgcttcca ggatattcac gtttttccat tcgcacagtt
   103501 ttcttaaaat actgccaatc gctctgcgtt tttccctgta gaacacctgc cttcggtact
   103561 tcggcgcaaa aactatatga tatttacagt tccatcgggt gtgcgctaag ctcttttcat
   103621 ccctcattgg gacccccttt tgatttcttg ttgaacattt gcagttgcca gaccgcaaac
   103681 tgttttaaca aatcaaaagg ggtttttata actgacccaa agctgaaagc tttactgaac
   103741 ccccagccta gctgggggtt ttctgggcac aagcaaaacg ccagcactag gctggcgttt
   103801 taacaggtta cagccgcgta acttacgctt ctggaaccac aactacgttc agtttcgcga
   103861 acacgtcgct gtgtacttgg aagtgaactt catgctcacc tgcagtacgc agaacgccat
   103921 tcggcaaacg aacttcgctc ttggctactt caacgccagc tgcagttaca gcgtcagcga
   103981 tgtcgcgagt accgatagag ccgaacagtt tgccttcatc ccctgcttta gaagagatag
   104041 tgacgctgac cagttcgtta attttggttg cgcgagcttc tgcagcagcc agaacgtcag
   104101 ccaatttggc ttctaattca gcgcggcgtg cttcaaagaa ctctacgttt ttctttgttg
   104161 ctggaacagc tttaccctgt ggaaccaaga agttacgagc atagcccgct tttacgttaa
   104221 cttggtcacc caggctgccc aggtttgcta ctttatcaag cagaataact tgcattacct
   104281 tatcctctca aagtcgttaa tggacagtgg ccgattactg atgacgatca gtgtacggca
   104341 acaaagacag gtagcgtgcg cgcttgatac aacgggcgag ctgacgctgg tattttgcac
   104401 gagtaccggt aatacggctc gggacaattt taccactttc agtgatatag tttttcagcg
   104461 tagcgatatc tttataatca atctctacaa cgccttccgc ggtaaaacgg cagaacttgc
   104521 gacgacggaa ataacgtgcc atttggctag tctccagaat ctataaattc aatctgctcg
   104581 gcatgcagaa ccaatttgtt cagcccattg cgaccttgat ggcagctaat gaagccttca
   104641 acggttaact gactgccgac cgttatgctg tgagttaatg cttgtgactg ctgtccgcta
   104701 acgactatgg gcattctgca ccatgtttgt cggctaaatc cggcttcctg ctgtgttgat
   104761 cgatgctcaa gcacaaattg acaatgcgga ataccagaag gacttacttt tcgaaccggt
   104821 gtcttgcaca cagtgccaga aagtaccaga cgattagtgg tcaccacggc aattactctt
   104881 cagaatcccc agcttcagaa tcatcattgg cttctgacgc gaagtcgtga cgctcacggc
   104941 gttcgtcttt cgctttaacc attggtgatg cttcagttac cgcgtgctta acgcgcataa
   105001 ccatgctacg gataacggcg tcgttgaagc ggaagtttgt ttccagctca tcgatcgctt
   105061 cctgcggagc ttcaacgttc aacagaacgt agtgggcttt gtgcagttta ttgatcgggt
   105121 aagccagctg acggcggccc cagtcttcca gacggtggat cgtaccagca gcattagtga
   105181 tagttgcact atagcgctcg atcatgcccg gaacctgttc gctttggtca ggatggacca
   105241 taaaaacgat ttcgtaatga cgcatcgatt attgctcctt acggattatt cagcctcctg
   105301 atagggtcaa ccgcggccca tggaggcaag gaacgtgttt gtgtgcggct gaaaaatgac
   105361 gcgtaactat acttgtgggc tgtcggaaac tcaaggactg cgggggattt attcctgtta
   105421 tgacgatgag caagcttaaa ccgcattttt tgttcattac ccgtgatcgt ggagacaagg
   105481 ctgtttttgg ctaaatttac caataaaatc ataactaaat taccaaatga gttctttgat
   105541 ggctcaatca aacccattct cagtccccca acaaacctcg atggctcacg gttaaataat
   105601 cagagcaccc tctatatcag agacggagat tttataaata ctgggtaaaa aaatcacttc
   105661 cagcacgtag cgctgtaggg gtgattttat gccctatccc cgcttcggta agataggtca
   105721 gattattatc acccccacgg gttcgtaatg cctgtaccag acgtgcactt tccgccgctg
   105781 gaacgacatc atcagcctca ccgtgccaaa ctaatagtgg tcgctcagta attttttcta
   105841 actgatgagt cagctcataa tccgctaatg gtgccaagcg acgctcaaac gcctgttggc
   105901 tgatctcccg acctgcatcc cgtggcggaa acagtgaatg tgccaatgaa gtaaagtagc
   105961 ctgaccccat gaaatctgcg gccacacgga tccacgggta gcgggcaaat gcccccaatg
   106021 ccgtcattcc ccccattgac gcacccgcaa ccccaatacg ttcaccctca atcaatccag
   106081 cctgttgata atgtcgtttc aggtctggca attcatcaat gttagatttt aaaatctccc
   106141 agaaatggga tagccgctgt gtttcattgc cattaaaacg ggcgccatgc atgtccgcat
   106201 ccggtgaaat agtgcgaaac cctgcctgcg cgaaagcata ggcgaaatag gagtaaacct
   106261 cttttgacga ggtgtagccg tggtagaaga aaatggtcgg taatgtaacg aacggtgcaa
   106321 tagtgatcca cacccaacgc ctgaaatcag atccaggggg taatctgctc tcctgattca
   106381 ggagagttta tggtcacttt tgagacagtt atggaaatta aaatcctgca caagcaggga
   106441 atgagtagcc gggcgattgc cagagaactg gggatctccc gcaataccgt taaacgttat
   106501 ttgcaggcaa aatctgagcc gccaaaatat acgccgcgac ctgctgttgc ttcactcctg
   106561 gatgaatacc gggattatat tcgtcaacgc atcgccgatg ctcatcctta caaaatcccg
   106621 gcaacggtaa tcgctcgcga gatcagagac cagggatatc gtggcggaat gaccattctc
   106681 agggcattca ttcgttctct ctcggttcct caggagcagg agcctgccgt tcggttcgaa
   106741 actgaacccg gacgacagat gcaggttgac tggggcacta tgcgtaatgg tcgctcaccg
   106801 cttcacgtgt tcgttgctgt tctcggatac agccgaatgc tgtacatcga attcactgac
   106861 aatatgcgtt atgacacgct ggagacctgc catcgtaatg cgttccgctt ctttggtggt
   106921 gtgccgcgcg aagtgttgta tgacaatatg aaaactgtgg ttctgcaacg tgacgcatat
   106981 cagaccggtc agcaccggtt ccatccttcg ctgtggcagt tcggcaagga gatgggcttc
   107041 tctccccgac tgtgtcgccc cttcagggca cagactaaag gtaaggtgga acggatggtg
   107101 cagtacaccc gtaacagttt ttacatccca ctaatgactc gcctgcgccc gatggggatc
   107161 actgtcgatg ttgaaacagc caaccgccac ggtctgcgct ggctgcacga tgtcgctaac
   107221 caacgaaagc atgaaacaat ccaggcccgt ccctgcgatc gctggctcga agagcagcag
   107281 tccatgctgg cactgcctcc ggagaaaaaa gagtatgacg tgcatcttga tgaaaatctg
   107341 gtgaacttcg acaaacaccc cctgcatcat ccactctcca tctacgactc attctgcaga
   107401 ggagtggcgt gatgatggaa ctgcaacatc aacgactgat ggcgctcgcc gggcagttgc
   107461 aactggaaag ccttataagc gcagcgcctg cgctgtcaca acaggcagta gaccaggaat
   107521 ggagttatat ggacttcctg gagcatctgc ttcatgaaga aaaactggca cgtcatcaac
   107581 gtaaacaggc gatgtatacc cgaatggcag ccttcccggc ggtgaaaacg ttcgaagagt
   107641 atgacttcac attcgccacc ggagcaccgc agaagcaact ccagtcgtta cgctcactca
   107701 gcttcataga acgtaatgaa aatatcgtat tactggggcc atcaggtgtg gggaaaaccc
   107761 atctggcaat agcgatgggc tatgaagcag tccgtgcagg tatcaaagtt cgcttcacaa
   107821 cagcagcaga tctgttactt cagttatcta cggcacaacg tcagggccgt tataaaacga
   107881 cgcttcagcg tggagtaatg gccccccgcc tgctcatcat tgatgaaata ggctatctgc
   107941 cgttcagtca ggaagaagca aagctgttct tccaggtcat cgctaaacgt tacgaaaaga
   108001 gcgcaatgat cctgacatcc aatctgccgt tcgggcagtg ggatcaaacg ttcgccggtg
   108061 atgcagcact gacctcagcg atgctggacc gtatcttaca ccactcacat gtcgttcaaa
   108121 tcaaaggaga aagctatcga ctcagacaga aacgaaaggc cggggttata gcagaagcta
   108181 atcctgagta aaacggtgga tcaatattgg gccgttggtg gagatataag tggatcactt
   108241 ttcatccgtc gttgacacgg acaacgcaaa gcctgaattc tggagtataa gttctggaaa
   108301 gatggtgctc cagtccagcc tcaccttgac ggcgaaaagc tcggatccaa cgcgtaagag
   108361 gggatttgcc aacactgaat tgacgtgcgg tttcccgcag agtggccttt cctgaaaggt
   108421 aatgttgaac cgccgctagg cgggttgaaa aagggtgttt cattgaaccg aacctccaga
   108481 tcatggataa aaagatccaa gatctggggt tcagtgcatg cgtgggttcc ctcgattcat
   108541 catttcgctg acggaccggg ccgattcgct tcctgctcaa gcggccctcg ctcggcatcc
   108601 atgcctcgcg tcctaccttc attcttcact cggctgctca aatgtgcttt ggacgtcaac
   108661 aacccattca aaatcaaaaa cgtattaaaa gcctaaggat gatggtctgg cttcactcgc
   108721 tgctcaaatg tgcttttaag gtcaaagacc aattcaaaat ctaaagaaga gggttttgaa
   108781 ttgttttttt gacgttgagc gcaatcagga atattgccga caaggagaga ggggcgagtg
   108841 agcgggcatg gacgccagcg aaaagcgcgc ttgggcaggg atgcccatcg cgctggctcg
   108901 tcagcccgaa agacgcaggc ggtttacccg cagggcaata tttcgcgcaa gccgcaggtg
   108961 caggagggcc ggctagccct cctgctcggt tgaggcgact gtaattaggt gatcactgaa
   109021 cgaatatcaa ccgaaacctg atccggtctg ctcttgagac gtaaagccat aacaaccgaa
   109081 cccgcttacc ggctcaaatc accctcaccc caaaaatacc aaaagataac cgggggaatc
   109141 tcttccccct aaatcctaac cggtattccg catccccgca gccacaccgg caatggtcac
   109201 catcaacgct tgttcaacac aggcatcagg gtgttcttgc tggcgtgaac ggtgcaacag
   109261 ctcggcttgc agtacgttta atggatcggt gtacacgtta cgcaacgcga tggattcggc
   109321 aatccatggc aagtcagcca tcaaatggtc atcgttggcg atagccaaca ccactttaat
   109381 atcggctgcc agttggtcac gtaactgctg acctaacggc catagcgatt tatccactaa
   109441 acgctgatca taatattctg ccagccacaa atcggctttg gcgaagacca tctccagcat
   109501 accaatgcgg gtcgagaaga acggccagtc acggcacatg gtggcgagta catcttgctt
   109561 acctgcatcg atcgctctct gcaaacccgc accggcaccc aaccaggcag ggagcatcag
   109621 acggttttgt gtccaggcga aaatccatgg gatcgcccgc agactttcca ctccaccgtc
   109681 cgggcggcgt ttggctgggc gggaacccag aggcagcttg ccaagttcca attccggtgt
   109741 cgcagcacgg aagtaacgga cgaactctgg attttcacga acgtagctgc ggtacatgtc
   109801 gcaagaggcg tctgacagca gatccatcac ttcaatccac tctttcttcg gctctggtgg
   109861 cggtaacaga ttggcttcca gaattgcacc tgcgtacagc gccaggctgc tgatggtgac
   109921 ttccggtaac ccaaacttaa agcgaatcat ctcgccttgt tcggtaaccc gtaagccgcc
   109981 tttcagactg cccggaggct gagagagcaa tgccgcatgg gctggcgcac caccacgacc
   110041 aatagaaccc ccacggccat ggaacaatgt cagcgtaatc ccggctttct cacaggtttt
   110101 aatcagtgca tcctgcgccc ggtattgtgc ccaagaggcc gccataacac cggcgtcttt
   110161 tgccgagtca gaatagccaa tcatcaccat ctgcttgcct tggatcaggc cacgatacca
   110221 atcgataccc agcaactggg tcatgacatc gtcagcgttg ttcaagtcat cgagggtctc
   110281 gaatagcggg gcgacaggta gagtaaatgg gcaacccgct tctttcagta acaaatgcac
   110341 ggccagcacg tctgacggca ctttcgccat agagataacg taagcagcga tagaaccttg
   110401 cggtgcttca gcaatcaccc gacaggtttc cagcacttct tgtgtctcgg cgctaggttc
   110461 ccattttaga ggaaccagtg ggcgcttaga gttcagttcg cggaccaaaa aggcttgctt
   110521 gtctgattca gaccaactct cataatcacc aaggcccaga taacgggtca gctccgcgat
   110581 agcatcggta tgacgggtac tttcctgacg cacatcaatg cgcaccaatg gcacaccaaa
   110641 acaacgcaca cggcgtaggg tatccaacaa ctgaccgttg gcgatgattt ccatgccaca
   110701 ggctttcagc gattgatagc aggcgtagag cggttcccac agttgatcat tactgaccag
   110761 taaatcgtgt ggtggcaata cgcgctcgcc tttcagacgc gcttccagat aagcctgggt
   110821 attggtcaat tgggtacgaa cgttcttcat cagttggcga taaggttcaa gcacctcttc
   110881 accaccggct aattcacgca gctccggggt acattccgac atagaaagtt cagacaccag
   110941 cacctgaata tcacgcagga ataaatcggt ggctttccaa cggctgagta gcagcacatg
   111001 gcgagtgatt tcagccgtta cattcgggtt accatcgcgg tcaccgccca tccatgaagt
   111061 aaagcgaata ggtaccgctt ccacgggtag acggtaatca agggagttct ctaactgctc
   111121 gttaaactca cgcaggaatg cagggacgcc ttcccacagg ctgttttcca ccaccgcaaa
   111181 gccccatttg gcttcatcaa cgggcgaggg acgcagtttg cgaatttcgt cggtatgcca
   111241 cgattgtgca actaactgcc gtaaacgacg catgatcttg ttgcgttcgt aatcggctaa
   111301 atcattgtga tccaactggc tcaggcaggt attcacttca accagtttat ggatcaaggt
   111361 gcggcgggta atttcggttg ggtgggcagt caagaccaac tcaatcgaca aatcgtcaac
   111421 cgcgctgcgc atatcttgat cgctcagctt tttatctttt aagcgggtaa ataattgggc
   111481 gagggcttcc ggattactcg cggcttcacc atgtggtgaa atactgtggt attgctctgc
   111541 cgtattcgtc agattaagga attggctaaa ggcacgggcg accggcagta gctcatcgtt
   111601 ggaaagattt tgcagtgtgg tcagtaattc ctgacggctc gcttcattac ccgcacgcga
   111661 agatttggat aatttccgga tggtttctac tctatcaaga atatgctctc ccaacgcttc
   111721 cttgatggtg tctccgagta gtgtgccgag catactgacg ttacttcgca ttgcggaata
   111781 ttgttcgttc atatgacctc tgacccattt atccttcgtg tttgaagccg caggattgct
   111841 agctatgttc actcacccga atcacttacc tgtcgttgac cttacttaaa atcgttgatc
   111901 ttacttaaat aaacacatcg ggattcattc acttgctgcc gacctacaac gccaactacg
   111961 ttggatatac gatttctttt tgtagattag tttcaactaa aaggcagaga tggacaattc
   112021 cactcgccac gttcaattcc ataccccaat tgacactatt ttcagtaaaa aaacatcaat
   112081 tttagggata tttctgaaat ttaattactg aggtgagatt atcagtctgg cttatcggca
   112141 atattgatcg tctaccccat tatagttatt tctgctggca aaagtggtca actagctgac
   112201 caatcagctc acgtgttggt tcgataaagg ccatatcaat aaattcatct ggctgatgtg
   112261 cctgattaat cgaacctggc cccagcacta atgtcgggca gacttgctga ataaaagggg
   112321 cttcggtgca atagttcacc accgcagtgc gctcaccgag cagtttctcg atcacgccga
   112381 ccatatgatg gtctgttggg cactcatagc cagggatcgg agggtgcaac tcatcaatac
   112441 tgagacgccc cggccagcgt tgactcaccg gttccagcgc ttcggtcatt aactcattta
   112501 aatcacttaa tgtcaggccc ggtaacggac ggatatccat atgtaattca caacacgcac
   112561 agatacggtt tgccgcatca ccgccattaa tatgaccaaa attcatggtg ggataaggaa
   112621 tagtaaacgc tggattgtga taacgctctt gcagtgtggt acgcagcgcc atcaattgcg
   112681 taatagattc atgcatcaaa tcaatggcat tcaccccccg ggccggatca ctggagtgcc
   112741 cagactggcc ggtaatacga atggcgttgg agatatggcc tttgtgcgca cggacaggtt
   112801 gcagtgaggt tggctcgccg ataatcgcga aatcagggcg tagctgggta ttcgcagcaa
   112861 aataacgcgc acctgccatg gtggtctctt catcggcagt tgccaaaata tagagcggtt
   112921 tggtcaactt gctggcatca atatcgcgca ccgcatccag aataaaagca aaaaagcctt
   112981 tcatatctgc ggtacccaag ccatagagtt tatggtcatg ctcggtcaag gtgaagggat
   113041 cgcgggtcca gcgcccttca tcgtaaggga cagtatcggt atgacccgcc agcaataacc
   113101 cgccatgacc ttccccgttt tcattttcgc caatgctggc taacaggtta aatttgtggc
   113161 gagtatcagg caccggctgg atctcgacgc gaaaacccag gtctgcaaac catccggcta
   113221 acaaattgat taatgcctca ttactttggt cgagggcact atcagcggcg ctgatcgaag
   113281 gcgttgcaat taacgcccgg tacagctcaa taaatggagg taatttcatc ttcactgttg
   113341 acagcctttg gttaggatag tatcaatatt catgcagtaa ttatgaataa aaatacagta
   113401 agcttgagcg aaagggaacc taaactgacc cttaaattca cgaaaatgtc aacgctcaat
   113461 catgtggggg aacagtaaac cttgctgaga acccgaatac cagttttgac tatttatgtt
   113521 tttatatgca taggctttta ttgacataaa taaaaatact cagaaggtga actgaaccca
   113581 tgttaaatac gttgattgtt ggtgccagtg gctatgccgg cgcggagctt acggcttacc
   113641 ttaatcgtca cccacatatg aacataaccg gtttagcggt ttcagcgcaa agtgcagatg
   113701 caggaaaatt actttccgat ctgcatccac agttaaaagg cattcttgac ctcccgctac
   113761 agcccttggt agatgtggct caggcggcta aaggtatcga tgtggttttc ctcgctaccg
   113821 ctcatgaggt cagccatgat ttggcaccac aatttttagc cgctggctgt gtggtatttg
   113881 atctttccgg tgcattccgt gtgcgtgatg cggcgtttta cagccaatat tacggttttg
   113941 aacaccaaca tcccgattgg ctcgataagg cggtttatgg cctggcagaa tggcaatcag
   114001 aagacattaa gcaagctcaa ttgattgctg ttcctggttg ttatccaacc gcatcacaac
   114061 tggcgcttaa accgttggtt gatgggcaat tactgaacga tgcacagtgg ccagtcatta
   114121 atgccgtcag tggtgtcagc ggtgcagggc gtaaagccag catgggcaac agcttctgtg
   114181 aagttagctt gcagccatat ggcctattta cccaccgtca ccagccagaa attgttaccc
   114241 atcttggcac ccccgtcatt tttacaccgc atctggggaa ttttgcccga gggatcttgg
   114301 cgacgattac ctgccgcctg aaagctgggg tcacggcgca aaacatcgcc gatgcctatc
   114361 accatgctta tcagaataag ccactggtgc ggttgtatca acaaggtgtc ccggcgctga
   114421 aagccgtggt cggcctacct ttctgtgata ttggtttctc ggtacaaggc gagcatttaa
   114481 ttattgttgc caccgaagat aacctgctga aaggtgctgc ggctcaggcc gtacaatgta
   114541 tgaatatccg ttttggcttc ccggaaacgc agtccctgtt gtagcgttcg gttgcaagca
   114601 atagattgta agtgattgat tgtaattaat ggattgcaag aaatagattg cagtaaacag
   114661 attgtgagcc ataaattgtg agcaacagaa ccggcagata cgcatatttt atctgattat
   114721 attttatccg attatattga ggcaaaagca tgatgaaccc gttggtcatt aaattaggtg
   114781 gcgtattgct ggacagcgaa gaagcactgg aacgcctgtt tactgcattg gtgacctatc
   114841 gtgagaaaca tgagcgcccg cttgtgatta tgcacggtgg tggctgtctg gtggacgaat
   114901 tgatgaaaag actcgccttg ccagtagtga agaagaacgg cctgcgcgtc acccccgctg
   114961 atcagattga tatcattact ggcgcactgg cgggtaccgc gaataaaacg ctcttggctt
   115021 gggcggtgaa acatcagatc aatgctgttg gcttgtgcct ggctgatggt aatactgtga
   115081 cggttactct gctggatgct gaattgggcc acgtgggtaa agcgcaaccg ggttctgcgg
   115141 cactggtaca aactttgttg gcggcaggtt atatgccaat catcagctca attggtatta
   115201 ctgttgaagg gcaattgatg aatgtaaatg ccgatcaagc ggcaaccgca ttagcagcaa
   115261 cgctcggtgc tgatttaatc ttattgtccg atgtcagtgg cattctcgat ggtaaagggc
   115321 agcggattgc tgaaatgacg gcgcaaaaag cagagcaatt aatcgctcag ggcatcatca
   115381 ccgatggtat ggtcgtcaaa gtgaatgcgg cactggatgc cgcgcgttca ttaggtcgcc
   115441 cggttgatat cgctagttgg cgtcattctg agcaactccc cgcactgttc aacggtgtac
   115501 cgattggtac gcgtatttcg gtctaatatt attgacgatg acgataaagt tatacccaaa
   115561 gtcattggcg ttacaggtag gcagccagca aactcatccg taagtaagtg attcgggtga
   115621 gtgggcgcag ctaacaaccc tgtagcttcg aggacgaagg gttttctatt aagaatttag
   115681 ggaagcaaga ttatggcact atggggcgga cggtttagtc aggcagcaga tcagcgtttt
   115741 aagcaattca atgattcact gcggtttgat taccggctgg cagagcagga tattatcggt
   115801 tctgttgcct ggtcgaaagc gctggttact gttggcgtat tgaacgctga tgaacagcaa
   115861 caacttgaac aggcgctgtc agttttactg gaagaggtgc aggccaaccc acacgctatt
   115921 ttggccagtg acgctgaaga tatccacagt tgggtcgaaa ccaaactgat cgataaagtg
   115981 ggtgatttag gcaaaaaatt acacactggg cgcagccgta atgatcaggt agcgaccgat
   116041 ctgaaattgt ggtgtaagtt ccagataacc gaattacaga cggcggtaca acaactgcaa
   116101 caggcgttgg tcatgaccgc tgaagcgaat caggatgcgg tcatgcctgg ttatactcac
   116161 ttacagcgtg ctcaacccgt gacgtttgca cattggtgtt tggcctatgt agaaatgctg
   116221 tcacgtgatg aaagccgttt acaagatacc ctgaaacgtc tggatgttag cccattaggt
   116281 tgcggtgcgt tggcgggcac ggcgtatgct atcgatcgtg aacaactggc gggctggttg
   116341 ggctttgctt ctgctactcg taacagcctg gacagcgttt ctgaccgtga ccatgtgctg
   116401 gagctattat ctgacgccag cattggtatg gtacatttgt ctcgctttgc tgaagattta
   116461 attttcttca acagcggtga agcagctttt gtcgatttat cggatcgcgt gacatcgggt
   116521 tcctccctaa tgccacagaa gaaaaatcca gatgcgctgg agctcatccg tggtaaatgt
   116581 ggccgggtgc aaggtgcatt aactgggatg acgatgacgc tcaaaggcct gcctttggct
   116641 tataacaaag atatgcagga agacaaagaa gggctgtttg atgcactgga tacctggctt
   116701 gactgcctgc acatggcggc attggtactg gatgggattc aggtaaaacg cccgcgttgt
   116761 aaagaagcgg ctgaacaggg ctatgctaac gcgactgaac tggctgatta tttggtcgct
   116821 aaaggcgtac cgttccgtga agcgcaccat attgtgggtg aagcggtggt agaggcaatc
   116881 cgccagggca aagctctgga ggccttagcg ctgagtgatt tacagcaatt cagttccgta
   116941 attggtgatg atgtgtaccc gattctggca ttgcagtctt gcttagataa gcgagtggcc
   117001 aaaggcggcg tttcgccgca gcaggttgca tcggccattg ccgaggctaa agcgcggctg
   117061 ttttaatttg ctgggtttta atcttgagaa cggggcgggc cgctaattgc agcggcccgc
   117121 tttgcattaa cagttactac ccttaacaga gctattatcc ttaacagcta ctgcccttaa
   117181 aaacgactgc ccttaataac cttatcttca ttatctctat ttttctcatc acgccttttt
   117241 cgcctttatt tttcttaaaa tttcaatatt ttcaatctta tgatctttta aacttaatag
   117301 actgttgagt ttatattccc cagtgattat gataatcatt atcaatagcg gcattgtgat
   117361 gaggttcctg caaaaattaa aaatttaaat atatttaatg aaaagtaaat gaccttctta
   117421 ctcgtaatga aaaagcgtta acgcatcgtc taataaagaa acaaaattat cgtggaatga
   117481 atttaaatta agttattgat taactaaatc cgtaacacac cccagacaaa aatgactatt
   117541 tattatttac cggcttcttt tacttatcga cattagtgat atctaccgac catgatgaat
   117601 gcattacttt gttgataatt gatgttcata ttatttttat attgttaagg atgaagtttc
   117661 ataaatggat aatataatta gagataaaaa aacaataatt tcagtgaata aaattacaac
   117721 ttgtatatta ttcgcattgg taacgcaagg atattcaggg cagctagcgg caaatacagc
   117781 cgaaaccccc actaataata acgatatggc gttggataaa ttaaacgtcg aaggtaaagg
   117841 gaatgcccat gatagcgatt ggatatatga cgaaccccgc tcggtcagtg aaattacgcg
   117901 ggaacaactt gataaccggc ccgctcgcca cgctgcagat attttagaac aaactcccgg
   117961 tgtctattcc agcgttagcc aacaagaccc tgggctttca ataaatattc gcggcataca
   118021 agattatggc cgtgtaaata tgaatattga cggtatgcgt cagaacttta tgaaaagcgg
   118081 tcatggtcag cgcaatgggt cgatgtatat tgacccagaa attttaagca atgtggtgat
   118141 tgaacggggc attttcaacg gtattggtgg ggcgggagcc attggcggta tcgccacctt
   118201 taataccatc aatgccagtg attttttggc cccagagaaa gagctgggcg ggcatatccg
   118261 ggcaatgacc ggggataacg gcacccgctt tattggcagc ggtgcgttgg cgctgggcaa
   118321 cccaaatggc gatatattac ttgctgttag tgaacgtaac ctgaaggatt attggccggg
   118381 gaataaaggc gttttggccg ggttgcgtct ctatagccct accagaaacg tcggcgatga
   118441 cttaaagaat accaagacat tgtttacagg ctataaaatg cgttcgcagc tcgctaaagt
   118501 cggttggaat tttgaggccg gccagcgttt ggagttcagc tatttacaaa cacaaatcgc
   118561 cagccccaat gccagtatgc tgtcagaagt tctggcattg tcgccatcag ggaaagagat
   118621 aacaaagatt ggctggagga acacaagttt tactaacgtg gaaaaccgta atattgcgtt
   118681 agattaccgc ctgaatcctg agcatattag ttggctggat gcaacggcaa agatctatta
   118741 cgttgatacc aatgatgaaa ctgataatgc taattccctt ttcaaggaat atttctggac
   118801 tcaaacacgc ctgaaaaccc gtggcttaca attgcaaaac accaatacct ttaccccatc
   118861 ggatgcgcat caaatacggt tgaaatatgg tttggaatgg tttagcgata aatctgaggg
   118921 gtactcaaca cgcaaactta ttgaaaggac gacccccccc ggcaagcgcg ctatcaccag
   118981 tacctttgct caacttaact acgaatatga tgattggctg cggttggaag gagggctgcg
   119041 ttatgatcaa ttccgtttga aaggcaatac ctggctccat acccgctctt tcctgcagcc
   119101 ctatactttt gagaacccct gtgaccgaag gatacatgag cagtctgaaa agcctggatc
   119161 gcggtgttca tctaggagac ccgcaacaat gaggtgggat gttgaccgct gtgaacagca
   119221 actctcgcca acgttggcga tgggggtcaa gcctggcctc gaatggctgg agttttttgg
   119281 cagctacggt aaatcctggc ggccaccggc aatgacagaa gtgttagcaa ccggcaccgc
   119341 ccatggttac agttgggtct tacctaatcc tttcgtggcc gccgaacgtg ccagaacgtg
   119401 ggaggcgggg tttaatattc agcagtccaa tttatttatc gaagacgatc actttgccgc
   119461 gaaggtcgct tattttgata cccgtattgc caactatatt aaccttgaat taggtaaggc
   119521 caaacccaag tttggggggg attcttttac tgatgtagct tatgtcaata atttactcaa
   119581 aacccgtttc cgtggcttag aatatcaatt aagttatgat gctggcacat tttataccaa
   119641 tattaattac accagaatga ttggtgtaaa taatgtttgt tcaccatatg cttggttagg
   119701 cggcttacag tcagtaaaat ataagtacgt tggaaaggta gagcaaattt atgccgttga
   119761 aaatgaggtg gccaataatt atgtaacctg tatgaatgcc aatgtgttat ttggctcatc
   119821 ggcttattta ccgggtgatc gcggtagttt aactttgggg agtagaatat ttgatagaag
   119881 gctagatttt ggtactgtta tccgttataa caaagggtat caggatcgtt cagcgcaaga
   119941 tgaaaatggt aatccactga cggcttatgt tgccgattgg ccgaagtata tcgtatatga
   120001 tctttatgcc agttataagg taacgaataa tttaatattg cgtagttcaa tagaaaatat
   120061 aactaaccgt gcatatttag ttaattatgg cgatacactt tcattcgccc ctagtcgcgg
   120121 taggactatt cagggtggat ttgaatataa attctaaagt ctttaggtga atatactctt
   120181 aaataattcg agttgcagaa aggcagcaag tgaataaatc ccgcatcatt gacggcagtc
   120241 aatgatgcgg gtgagagaac acagctaaca catatgcaac ttgaagtata cgagaataat
   120301 atatttcact tatggaaccg catggattaa taataatcca tgttcaccgt aacaattaat
   120361 aattaaaagg acattatcat gagtacaact attcaatata acagtaatta tgccgattac
   120421 agcatctcct cttatcttcg ggaatgggct aataactttg gtgatattga tcaagctcca
   120481 gctgaaacaa aagatcgtgg gagtttctct ggttcctcaa ccttatttag cggtactcaa
   120541 tatgcgattg gtagctcgca tagtaatcca gagggaatga ttgctgaggg tgatttgaaa
   120601 tactccttta tgcctcagca tactttccat gggcaaatag acaccctgca gtttggtaag
   120661 gatttagcta ctaatgcggg tggccctagt gcaggtaaac atcttgaaaa aattgatata
   120721 acctttaacg aactggatct tagcggtgaa tttgattctg gtaaatcaat gacagaaaac
   120781 caccaaggcg atatgcataa atccgtacgt ggtttgatga aaggtaaccc agatccaatg
   120841 ctggaagtga tgaaagccaa aggcattaat gtcgatactg cctttaaaga cctgtctatt
   120901 gccagccaat atcctgacag tggttatatg tctgatgcgc caatggtgga taccgttggt
   120961 gtggtggatt gccacgatat gctgctagcc gcttaagaaa aacagccaga aaataacttt
   121021 ctggctgagt cattgatacc accgctaggg cttactggcc ggtttgctgt agcggtggtg
   121081 cagattgtag ttgtcctaag aaatcaaagt caataacgct acctttaacg gcaatagccc
   121141 tctcgtgtgg aaatggacgc catggaatct tgcaaaacgc ccggagcttc atcggtaccg
   121201 ccaacaattc tgtcggttct ggcgggtaat aaaaaaatcc tctggggcat cgggctattt
   121261 actgccgtaa taaacttgct gatgttggca ccggccattt atatgctgca agtgtatgat
   121321 cgcgtcctcg cctcagcgaa taccatgaca ttattgatgc tcactgttct ggtgctgggc
   121381 gtatttgttt ttattggttt attagaatgg gttcgcagtg cagtagtgat tcgcttgggg
   121441 actcagattg atatgcaact caatcagccg gtctttaacg cggcctttgc cgccaatctt
   121501 aagggacata acacgccagc cgcgcaagcg ctaaatgacc tgacagtgtt acgccagttt
   121561 gccaccggta atgcgttatt tgcctttttt gatgcacctt ggttcccgct ttatttgctg
   121621 gtaatttttt tgcttcatcc gtggctgggg atgctggccg ccgcaggcgc aggtatattg
   121681 gttgttctcg cttggctcaa tcagtggatc tgtaaaaaac cattacacga tgcctcaatt
   121741 atcacctcac acgcgacaca acaagccaat gctaatttac gtaatgcgga tgtcattgaa
   121801 gcgatgggga tgctcaaagc attacgtgaa cgttggttaa tgcagcacgc gaattttctc
   121861 taccaacaaa atcttgccag cgataaaagt agccgggtga cggcggtcgc taaatcaagc
   121921 cgccaggcat tgcaatcgat gatgttaggt ctgggagcgt tactggtgat ttataatgaa
   121981 atcacggctg gcgtgatgat tgccgggtca attttaatcg ggcgggtgct ggggcctatc
   122041 gatcaactta ttgcagtctg gaaacaatgg agccacgccc ggctggctta tcaacgtctc
   122101 tcccaattac tggcgcagca cccatcatca cccaccggca tggttttgcc tgctccacag
   122161 gggaaactga acgttacgca acttatggcc tgcaagccgg gcacgcacat tccagtatta
   122221 cactccatca actttgaact gcaacccggt gatgtgctag gtattttggg gccatcaggc
   122281 agtggtaaat ctacgctggc aaaactcttg gtcgccagcc agcccacatt cagcggaaca
   122341 gtgcgtttag atagcgcaga cctttctcgt tgggataaaa cgcagttagg ggaatttatc
   122401 ggttacctgc cacaaaatat tcagctattc cgcggcactg ttgctgaaaa tattgcacgt
   122461 tttggcgcta ttgataccgc aaaagtggtc gcagctgcac agttggcaga tgtacacgat
   122521 ttaattctgc atttgccgca agggtatgac accccgttag gtgacgacgg cgaggggtta
   122581 tccggtggtc aacgtcaacg tatcgcctta gctcgggcaa tgtacggaat acctcggctt
   122641 atcgtattgg atgaacccaa tgccagtttg gataaagaag gggagcaagc cttattagcc
   122701 agtattatcc agctaaaaca acaaggttgc accatcgtga tgatcaccca taaaccagag
   122761 ctgttatctg gcagtgacta tttgctgttt ttaaagaatg ggcaaatgga tctatttgat
   122821 cgtactcagg cggtcttaca gaacattcag ggtaaggata agcctgctgt gcaacctgaa
   122881 gcgaaaatac tgaatagccg aagcggttgg agcaacggtg tgtcatatgg catcgggccg
   122941 gctcgtacta catcatcacc gaagccatga tcaccaaaac ccttatcaca aaaaacctca
   123001 tcacaaaaac tgtgaccata aaaaccaggg atggagatat aaccgatgtt gcctgaatca
   123061 gtctgttatt cggttgcgaa tgccaatcgc caaccaccac tccaaataaa cagtgggcgc
   123121 tatctcaata taggtggggg gctggtcgtt atcggcttca tcggcttttt actttgggcg
   123181 gggttagcgc cgttagataa aggcgttgcc gtgaccgggc tgcttgtggt ggcagaaaac
   123241 cgcaaagtga tccagccgct gcaagggggg cgtattcagc aactgcatgt cactgaaggc
   123301 gacgaaatag tgtctgggca attattggtc acgctggatg acacggcgat acgcaatcag
   123361 cgggataatt tacagcatca gtatctaagc gcccttgctc aggaagcacg tttaactgct
   123421 gagcaaaacg atctggatgt gatcactttc ccgcaggcgc tgcttgagca cgcaacacaa
   123481 ccagcggttg aacgtaatat tattttgcag caacagcttt tacatcaccg ccgccaggcg
   123541 cacttgagtg aaatcgcccg gttatcgaca cagctcactc gccatcaggc tcggctcgat
   123601 gggttgcaag ctatgcggag caatcatcaa cgtcaatcca atttattcca gcaacaatta
   123661 gacagtgtgc agttattggc aaaggatggt catattgcca aaaataaatt gttagaaatg
   123721 gaaagccagt caacctcact ccaggcacga gtagaacaaa gtaccagcga tattgcggaa
   123781 gcacataagc ttatcgatga aacagaacaa catgttttac aacggcgcga acaatatcaa
   123841 agtgagaata gcgagcaatt agccaaggca cagcaaaaca cccaagaact ggtccaacgt
   123901 ttaaatattg cagaatatga attgagtcat acccgtattt ttgcaccagt cagtggttca
   123961 gttatcgcat tggctcaaca cactgtgggg ggcgtagtaa gctcagggca ggcattaatg
   124021 gaaattgtcc ccagtgggca gccgttattc gttgaggctc agttgccggt ggagctaatt
   124081 gataaggttg cggtcgggct acctgtagat ctcaattttt ctgcgtttaa tcaaagtaat
   124141 accccccggc tacaaggctc tgtatggcgc atcggagccg atcgtataca acccccacct
   124201 acttcaccgc cttattaccc tttaaccgtt gcgattgatc ttgacccgac ggaactggca
   124261 atccgtccag gtatggccgt tgatgttttt atacgtaccg gagaaaggtc attactcagc
   124321 tatttattta agccattcac tgatcgcctg cacctcgcgt tagccgagga ataaaatatc
   124381 tcggttaagt cattggaaat aaaacattaa aaataaagga atataatgat ttcttatcat
   124441 gaatagatta cagcagagca gtgacaaact tatattttgg ctagtcgggg ccttattagc
   124501 gtgtggtatc catatttatg cactttggtg gctgagtacc gcatctatac cagcaatacc
   124561 caccagctac cccgccgcaa taatgatgga gctttcagcc gaaccggaat ttatgcaaaa
   124621 cttgccacaa aactcagtgg tgggcataac gcagaatatt atcgagcctg cggttgagca
   124681 acgggtcaac cagccggatg acattgtcga tttacctacg ctgcctgaac aaccagaggg
   124741 gcaacgggag attacgagaa aagagccaat aaaggtcaaa cggccagctg aaaatagagc
   124801 gacatcgcgt aaaccggtta ataaagaaac acaagaaagt gacagtaaac aatcctcacc
   124861 agccgctgca gccagtgcaa tgctttcagg gacgagccaa caagttgccg cagcggtaaa
   124921 cagtgactca tcccaccgtc agcaagctca agtgagttgg aaaagtcgtt tacaggggca
   124981 tttaatgggg tttaagcgtt acccatccag tgccagaaaa cagcaacagc aagggactgc
   125041 catgattcga tttgtagtcg ataaaaatgg ttatgtgtca tcagtgcaac tgagtcacag
   125101 tagtggtaca tccgctttag atcgcgaggc gttagcgatt atcaagcgcg ctcagccatt
   125161 accgaaaccg cctgctgagt tgttatcgca ggggcagata acattatctc tgcccgttga
   125221 ttttaatcta aaaaggaaat aatacgggca atcgcagtgg gtaacatatg agtagagcgc
   125281 aaagtacgca aaataagaga ggggagaacg ggggattaaa aaccgggcgc cgtgcccggt
   125341 ttgaaccgcc tgaggcctta ttcgccaggg cagcgtaggc agcgctccgc ttcatcagcg
   125401 cccagcttta acttagattg caaatcacgc aatgcggtac gcaggccttc ttcaatgacc
   125461 ggatgataaa acggcatatc gagcatctgg tcgatggtca tttgttgctg atgcgcccat
   125521 gccagtaagt gggcgatgtg ctccgcactt ggccccatca tctctgcccc taagaatcgg
   125581 ccagtgccct gttcgccata aatgcgtaaa atgcctttgt tttttagcat cacccgcgag
   125641 cgaccttgat tctcaaagga gacttcgcca atctcaaagc aaccacaagc gctgaatttt
   125701 tgtgctagct cacggaaggt tgcccccacc atggcaattt gtgggtcaga gaacacgact
   125761 gaaattgggc tacggcgtaa accgggtaca acctcaggga atcctcccgc atttacaccg
   125821 gcaatacgtg cctgatcgct ggcttcatgc agtaatggca actgattgct ggcatcacct
   125881 gcaataaaaa tatgcggcac gttggtttgc atggtcaggc ggtctgcctg cggcactccg
   125941 cgttcatcca gaatgagtga cgtattctcc agccccaatt tatctacatt agggcggcgg
   126001 cccgtggcgg ctaagacgta gtccaccata atctcctgtg gcctaccgct tttatccaga
   126061 taacggataa agactttatc tccctcacgt tgcatcagct caacttttac atcgggatca
   126121 agatagaact catcacccaa cgtttttgct gcgtagtcac gcacgatact gtcggtcagc
   126181 gggccaacgg caccaccgac accaaacatt tttacctgga cacctaaccg gtgcagtgcc
   126241 tgaccaagtt ctaagccaat aacgcctggg ccaaaaactg ccacagattc tggcagatcg
   126301 tcccaattaa agacgtcatc attaataatc aaccggtcac ctagctcatt ccaagaggcg
   126361 ggccagcttg ggcgggaacc tgtcgcaatc acgatccgct gcgcaatgat tttttgtgaa
   126421 gtaagctgcg tgtgatcatc aacttgcagg gtgttatcat caataaaacg ggcataacct
   126481 tgaattttat cggccgcagg aatggtctct acgctttcca atacgaagcc cacaaaacgg
   126541 tcacgttcac gcttaacgcg gtccatgact tcacggccat taatcagggg cttaccttgt
   126601 gggtgaatac caaatccggg cgctttttct atctggtgga cggcttcagc cgccgcaatc
   126661 aatagtttgg atggcatgca gccgacgcgt gcgcaggtgg taccatattc accaccttca
   126721 atcatcacta cgttgggggt caacagtttg gccgcgcgat aagcgcccag tccggccgtt
   126781 ccgccgccaa taacagcgac atcaacgttt aaggttttca tgtctactcc taacagaaaa
   126841 aaaaggtagg ccggagccta ccaagttact tcctattgct ttaattttta ttaatatgct
   126901 tgttaatcaa tataattagg ctggtaggta cttttccaga tcgtcgctgc caccaatgtg
   126961 acggcctccg ataaagatct gtggcaccgt ggagcggccg cttacagcac gcaagctgac
   127021 ggtcgttgca tctttaccca atacaatttc ttcatattga aggccatgat cttgcagcat
   127081 ttgtttcgct ttggcacaga atgggcagcc cggtttggta aagacagcca cggattcctg
   127141 cactttaaaa tcaggtgcca gatatttcaa catggtgtcg gcatcagata cttcaaacgg
   127201 gtcgcccggt ttgtttggct cgacaaacat tttttctacc acgccattac gtaccagcat
   127261 ggagtaacgc catgaacgtg gaccgaagcc cagatctgct ttctcaacca acatattcat
   127321 ccctttggta aactcaccgt taccatctgg aacaaatgta atattttcag cgtgttgatc
   127381 tgatttccaa gcgttcatta cgaaggtatc attgaccgac acacacagaa tgctatcaac
   127441 accgtgttgt ttaaatacac ccgctaattc gttataacgt ggcagatgac tggaagaaca
   127501 ggttggggta aaggcacccg gtagtgaaaa tacaatcacg gttttattac tgaataaatc
   127561 gtcggttgtt acgtcaatcc actggtcgcc ctgacgggta tggaaagtta cctgcgggac
   127621 ttttttacct tcttggctag taaacatctg taattcctta attaaaaaat agaaaagtta
   127681 gatttttctg ggtgtctctt tgttgggtca tattattaat tttatctctt gatagttcta
   127741 atcactggtt gctatcttat ctatcgtcag tagctatcat aaggtgggca tagatgaata
   127801 ttcgtgatct agagtactta gtggcgttgg ctgaatttag gcacttccgg cgtgccgccg
   127861 actcctgtca tgtcagccaa cccacattaa gcggtcagat tcgtaaactg gaagatgagt
   127921 tggggatcat gttgttggag cgaactagtc gtaaggtgtt gtttacacag gctggtttac
   127981 tgttggtgga gcaggcgaaa acggtattac gggaagtgaa agtactgaaa gagatggcca
   128041 gtttacaggg tgaaagtatg tctgggccgt tgcatattgg gcttattcct accgttgggc
   128101 cttatctgtt accacaaatt attcctatgc tgcataaaac attccccaaa ttggaaatgt
   128161 atctgcatga agcccagacc caaaatctct tagcccagtt ggatagtggt aaattggatt
   128221 gtgccatttt agccctggtc aaagagaccg aagcttttat cgaaattccg ttatttgacg
   128281 agccgatgaa tctagccatt tatgccgatc atccgtgggc gaaccgcgaa agagtggaga
   128341 tgcatgaatt ggcgggagag aagttactga tgctggaaga tggtcattgt ttacgtgatc
   128401 aggcgatggg cttttgcttc caggctggag cggatgaaga tactcacttc cgggcgacta
   128461 gcttggaaac cctgcgcaac atggtcgcag cgggtagtgg tattacgctg ttgccagcac
   128521 tggctgtgcc gaatgaaaga cagcgcgatg gtgtatgtta tctggagtgc tacaaacctg
   128581 tccctaaacg caccattgcg ttggtgtatc gccccggttc tccattgcgt ggccgctatg
   128641 aacaacttgc cgaggcaata cgtgatcaca tgcaagagcg catggcccca tcattagaac
   128701 aggcgattta agccattgag tgcggccaca cggtaggctt ctgccatggt tgggtagttg
   128761 aaggtagtat taacgaaata ctcgagcgta ttgccttctc ctttctgttc catgatagct
   128821 tgcccgatgt ggataatttc agcagcacgt tcaccaaagc aatgaatacc caaaatttgc
   128881 ttcgtttccc gatggaacag gattttcaaa ctaccggtat ccatcccaac aatttgcgcc
   128941 cgcgccagat gtttaaattg cgcccggccc acttcgtagg gcactttcat cgccgtcagc
   129001 tcttgttcgg ttttcccgac agaactgatt tcaggaatgg tgtaaatgcc cgtcgggata
   129061 tcttcaatca ggtgaacgtt ggcttcacct ttgatcatgg cttgtgcagc aatacgcccc
   129121 tgatcataag ccgcagatgc cagacttggg taaccaatca catcaccgac agcatagaca
   129181 tgagacagcg cggtttggta catgctgttc actttcagca aaccacggct atcggcttcc
   129241 aggccaatat tttccaagcc taaaccgctg gtattacctg ttcgtccatt agcatataac
   129301 aagcagtctg ctttgacctt tttgcctgat ttcaaatgga caatcacgcc gtccgttgtc
   129361 ccttcaatct gctcaaattc ttcgttatgg cggataacca cgccgttatt ccagaagtga
   129421 taagagagcg catctgacat ttcctgatca aggaaagcca gtaggcggtc acgggtattg
   129481 atcaaatcga ctttgacact caacccacgg aagatagacg catattcgca accaatcacc
   129541 cctgcaccat aaataatgac gtgctgtggc tcatggctga gctgcaaaat ggtatcgctg
   129601 tcataaatgc gttcatggtt aaaatcaaca ttgactgggc gataagggcg cgagccagtt
   129661 gcaatgacaa tgttatcggc ctgcaaggta tcactggtac cgtcggcgta acgcacatta
   129721 accgtattgg catcaatgaa gctggcatca cctgagaaca tgtggcaatg gttgcgatca
   129781 taaaagcctt gccgcatacg ggtttgctga ttaataacac gatctgcatg gtttaaaata
   129841 tcagcgaaag aggattttat ggttctggca ttgtcgctgt agagggggtt ttggttgaac
   129901 tcgataatac ggctaacggc gtggcgcaag gctttagaag gaatggtacc ccaatgggta
   129961 catccgccac ccacattatt ataccgttca atcacggcaa cgcgtgcccc ttgcttgacc
   130021 agccccatcg cggcaccttc accgccaggg cccgagccaa tcacaatggc atcaaaatgg
   130081 aagtgctgtt gcatgtagga gagacctgtt tttatacaaa attacaacga tacattaaca
   130141 tcatcttagg cagaacccaa tcaacgatag gggaatcacc ataatgtgtg ttgtaaagtc
   130201 gcaattcggt attgagaaga tacgtttgta taacggttgt taccgcaaag tttggtatat
   130261 tgctgactat atgtcttaga ttgagaaatt ggatatccct tgggtacgat tatgggcgtc
   130321 agagcacaac aaaaagagcg gactcgtcgt tcccttatcg aagcggcgtt cagtcaactg
   130381 agtgctgagc ggagctttgc cagcctgagc ttacgggaag tctcccgtga agcaggtatc
   130441 gcaccgactt ctttttaccg gcatttccgg gatgtcgacg agcttgggct aaccatggtt
   130501 gacgaaagcg gcctgatgtt acgtcaatta atgcgtcagg cacggcaacg gattgccaaa
   130561 ggcggcagcg ttatccgtac atcggtgtcc acctttatgg agtttatcgg caacaaccct
   130621 aatgcgtttc gtttgctgct cagggaacgt tccgggactt ccgccgcttt tcgtgctgcg
   130681 gttgcgcgtg aaattcagca ctttattgct gaactggcag attacctcga gttagaaaat
   130741 cacatgccac gtagcttcac tgaggctcaa gctgaggcca tggtcacaat tgtcttcagt
   130801 gcaggtgcag aagtactgga cgtggatatt gaacagcggc gacagttaga agaacgcttg
   130861 gtcttacagt tacggatgat ctccaaaggt gcttactatt ggtatcgccg tgaacaagaa
   130921 aagcttgctg cgtcccgtgt agaataaggt aaagaaaata tggaacaatc ttctcgccgt
   130981 gaaaccggca ccctactact ggcattaatt actggcttgg cgataaatgg ggtatgtgcc
   131041 gcgttattca gtgcgctggt gcctttttca gtttttccac tactgacgct catactggcg
   131101 gtgtattgcc tacatcagcg ttatctcaat tttgctatgc cgcaagggat accggtgctg
   131161 gcttcagcat gtttcctgct tgggatcttg ttgtacagcg cgattgtgcg ggtggaatac
   131221 cctgcaattg ggtctaactt cgttcctgcg gtgctcagtg tggtgttggt gttctggatc
   131281 ttatttaaat taagaacacg taaatcggta caaacacata cagatgcgga tattgatatc
   131341 aataactcgg atcaaccaca gcaatagccc ttgggtcttc agccctatca agctgtttta
   131401 tagcgcggtg ctcgaagggg ttactgcacc tagataccgt cttgccaact aagggcaaca
   131461 tgtcgttgcc ctttctttta tctgcggtat gaattattcg tcagtgacgt ttttccagca
   131521 gtaccccaca ttccatatgg tgggtataag ggaattgatc gaacagtgct agtcggctaa
   131581 ttttatgtgt gtgctgtaat tgttccaaat tggcgcacag cgtctctgga ttacaggaga
   131641 tataaagaat acgcgggtaa gcctgtacta gcttaaccgt ctcgtgatcc agcccactgc
   131701 gtggcggatc gacaaagatg gtctcgcaat tataactgcc caaatcaata cccttcaggc
   131761 ggttaaactc acgaacgccc tgcatcgcct gagtaaactc ttccgctgac atccggataa
   131821 tctgcacgtt atcgatatta tttgctgcaa tattatattg agccgctgcg acggaaggtt
   131881 tggcaatttc tgttgccagc acccgttcaa aatttcgcgc cagtgccaat gagaaattac
   131941 cgttaccaca atacaactcc agtaaatcgc cagtggcacc ttgggtaaca tccagcgccc
   132001 attccaacat gtgaatattc accgccgcat taggttgggt aaaactattt tcaacctgcc
   132061 gatagatcat ctcgcgtccg gcgactggca agacctcatc gatataatcg tgatccagca
   132121 tgattttagt tttagctgct cgaccaatga gttgtaggtc aaaaccttgt gcacgtaact
   132181 gatctcgcag ttccagcgct ttttgctgcc actcttcatc taattggcgg tgatacagca
   132241 acgaggcgat cagcttaccg ctgagggtag ataaataatc tatttggaac agtttgcgtc
   132301 gcaatagcgg ctccgctctg atggcggtca tcagagcatc cattaagcga ttgattaacc
   132361 gactggctac cgggaattgt tcaacccgga tacgttgctt ggtctgttgg tcaaacatga
   132421 tgtggtacaa gtcatcttca tcatgccaaa cgcgaaattc ggctctcata cggtaatggt
   132481 ctgccggaga acgaaatatt tctggctcgg gtgcctgaaa tggcaacatc atcgccttaa
   132541 gacgggcaga cttttctgcc agttggtggt cgtagctttc aatcggcagg atgttgggag
   132601 tcatgttttt ctcgttgggt cagtataaaa gggggatgat ccttgcggat tgtagggaaa
   132661 gttgccctga tgtccagttt tgtcgtgttt attccggcgt gggtcaatgg aaatctagac
   132721 atctatttta cttgatcgta gcattgtggt ccggcctcat gctgttattt aaacacctaa
   132781 gagttaaaag ggaatccggt gtaaatccgg agctgacgcg cagcggtaag gggaagtcac
   132841 ggcgataggt ttctaacaga cactgtccgc aaggatggga agtcatcgcc tgctctattt
   132901 cgcgccattt atttatcaca gtatttttac tgtcataacc atggcctgat accagagatc
   132961 ctaagcccga agacctgccg gtattacgtc gcaatattcg tggccgtcgc gtactaccgg
   133021 ccatggcact gcggcatccg ccaattgagt ttggatgctc tcttaatgat aattaaaaat
   133081 acaatgacaa ttaaaaaata tacgctgctc acagcccttt ctgtgacggc attttctggc
   133141 tgggcgcagg gtaataacac cacggacaac aatgatgaaa tggttgtaac agccaaccgt
   133201 tttccacaac cgaaaagtag tgtattagcg cctgtcgatg tagtcactcg tgccgatatt
   133261 gatcgctggc aatctacaaa tataaatgat gtcttacgcc gcttaccggg tgttgatatt
   133321 gctcaggatg gcggtatggg ccagcgcagt tctttattta tccggggcac taattctagc
   133381 catgtcttgg ttctgatcga tggcgtccgc ctcaatcaag cggggattac cggcgcatca
   133441 gatctcagtc aaatccctat ttcattggta cagcgcatcg aatacattcg tggtccacgt
   133501 tctgccgtct atggttcaga tgccattgga ggggtgatta atatcctgac tggacgggat
   133561 aaaccaggaa ccacactttc tgctgggttg ggttcaaacg gttatcaaac ctatgatggt
   133621 tccactcaac agaaactggg tgaagacacg acggtgacat tggcgggaaa ttacacttat
   133681 agcaaagggt atgatgtggt tgctggtatg ccgggagcag gtggaccacg tcagcctgac
   133741 cgggatggtt tcatggggaa aatgctgtgg gcgggcttag aacatcagtt taacgagcag
   133801 tttaatggtt ttgcccgagt atatggtttc gataaccgca gtgattatga cgggtatacc
   133861 aactatagca atccattggc gttaatcgat acccgtaaac tctccagccg tacctatgac
   133921 acgggactac gctacaagaa tggcatttat gcttcccaat ttattgccag ttataaccga
   133981 actaaagatt ataattacag cccacttttc ggccagcatg atattacggc ctcgttagat
   134041 gaagctgagc aatataactt gcaatggggt aacaccttcc agttaacgaa tggcatgatc
   134101 agtgcgggtg cggattggca agagcaaaga accgaacgta aaagcagtaa ccagaatact
   134161 acggccgatt ttacgcagca caacacgggc atctatttga caggccaaca gcaaatcagc
   134221 gacgttacat tagagggggc tgtacgcagt gacgataact cgcagtttgg gtggcactca
   134281 acttggcaga ccagcgccgg ttgggaattt attgatggct accgcttgat tggttcttac
   134341 ggcacagcct ataaggcacc taatctgatg cagctttata gcgcttacgg tggtaatgcc
   134401 aatctgaaac cggaagaaag taagcaatgg gaaggtggcg tcgaaggatt aacggggccg
   134461 ctgacttggc gtctatctgc ttatcgtaac gatattgatc agcttatcga ttacagcaat
   134521 ctgaccaacg gttatttcaa tatcaataaa gccacgatta aaggtgttga atggacaggt
   134581 tcgtttgata ctgggccgtt atcacatcaa gtgacgctgg aatatctgga cccacgtaat
   134641 gcagataccc acgaaattct ggtgcgccga gccaagcaac aagtaaaata tcagttggat
   134701 tggcaggtag ctgatttgga ttggtctgtt acctaccaat atcttggtca gcgttatgac
   134761 aaagactaca gcacttatcc agaagaaacg gttgaactcg gtggtgtgag cctttgggat
   134821 ctcgctgttt cgtatccggt cacatctcat ctcacggttc gtggtagaat tgccaacctg
   134881 tttgataaag attatgagat ggtttatggc taccaaaccc caggacgcga atactacttc
   134941 acgggaagct ataacttcta aggctgactc tcctcctcgc ccgacagcac tgatttttga
   135001 ttcgggtgtt ggcgggctgt ctgtctatca agagattcgg caactgttgc cggatctcca
   135061 ctatatatat gcttttgata acgtcgcttt cccttatggg gaaaagtccg gcgaatttat
   135121 tgtcgagcgt gtgctggaaa ttgtgaccgc ggtacagcag cgccaccctt tggcaattgt
   135181 tgtcatcgcg tgtaacacgg ctagcactgt ctctctgcct gcgttacgtg aacgcttcgc
   135241 cttccctgtt gtcggcgtgg tcccagcgat taaaccggca gtaaggttaa cgcgtaatgg
   135301 cgttgtgggt ttacttgcca ctcgtgcaac cgtccatgct tcttatacct tagatttaat
   135361 tgcgcgtttt gccactgatt gcaaaataga gttgctgggt tcatctgagc tggtggaggt
   135421 agcagaaacc aagttgcatg gtggagttgt accgctcgag gtattaaaga agattctcca
   135481 cccatggtta agcatgcgtg agccaccgga tactatagta ttgggttgca cccatttccc
   135541 tctattaaca gaagagttag cgcaagtgct accggaaggt acccggatgg tcgattcagg
   135601 cgctgccatt gctcgccgaa cggcttggct tatctcttct caagagaatg ttatttcttc
   135661 tcaagatgaa aacatcgctt actgcatggc tttagacgag gatactgacg ctttattacc
   135721 cgttttacag agttatggtt tcccgaagct gcaaaaacta ccaatttaag cgcaattcgt
   135781 ctaaagaatc agcggttgaa aagttttttg aaattagggg ttgcaggctg tcaggaactc
   135841 cctataatgc gcctccactg accgggaaca acgaaacaca cttcgccggg tcaggaagag
   135901 aaaagcagac ttgaacttcg aaagaaataa aagaaaacct tgactcttca gcgggaaagc
   135961 gtattatctg cctcccgcgt taccgtaaga ttcgccgcaa ggcaaacggg taacgagcgc
   136021 tctttaacaa tttatcagac aatctgtgtg ggcactcgca agacgatatc gacgcctgtt
   136081 tcggcaggca gaaataatat caagtcttga agagtgacca aagcagtaaa cattttgact
   136141 tcggtcaaga tgcctatttg cagaaagtaa tctttgagca ccgctgcttt tacgcaagta
   136201 aaagtcagca aatcaaacaa atcttaaatt gaagagtttg atcatggctc agattgaacg
   136261 ctggcggcag gcctaacaca tgcaagtcga gcggcagcgg gaagtagttt actactttgc
   136321 cggcgagcgg cggacgggtg agtaatgtct ggggatctgc ctgatggagg gggataacta
   136381 ctggaaacgg tagctaatac cgcatgacct cgcaagagca aagtggggga ccttagggcc
   136441 tcacgccatc ggatgaaccc agatgggatt agctagtagg tggggtaatg gctcacctag
   136501 gcgacgatcc ctagctggtc tgagaggatg accagccaca ctggaactga gacacggtcc
   136561 agactcctac gggaggcagc agtggggaat attgcacaat gggcgcaagc ctgatgcagc
   136621 catgccgcgt gtgtgaagaa ggccttcggg ttgtaaagca ctttcagcga ggaggaaggg
   136681 gttgagttta atacgctcaa tcattgacgt tactcgcaga agaagcaccg gctaactccg
   136741 tgccagcagc cgcggtaata cggagggtgc aagcgttaat cggaattact gggcgtaaag
   136801 cgcacgcagg cggtttgtta agtcagatgt gaaatccccg cgcttaacgt gggaactgca
   136861 tttgaaactg gcaagctaga gtcttgtaga ggggggtaga attccaggtg tagcggtgaa
   136921 atgcgtagag atctggagga ataccggtgg cgaaggcggc cccctggaca aagactgacg
   136981 ctcaggtgcg aaagcgtggg gagcaaacag gattagatac cctggtagtc cacgctgtaa
   137041 acgatgtcga cttggaggtt gtgcccttga ggcgtggctt ccggagctaa cgcgttaagt
   137101 cgaccgcctg gggagtacgg ccgcaaggtt aaaactcaaa tgaattgacg ggggcccgca
   137161 caagcggtgg agcatgtggt ttaattcgat gcaacgcgaa gaaccttacc tactcttgac
   137221 atccacagaa tttggcagag atgctaaagt gccttcggga actgtgagac aggtgctgca
   137281 tggctgtcgt cagctcgtgt tgtgaaatgt tgggttaagt cccgcaacga gcgcaaccct
   137341 tatcctttgt tgccagcacg taatggtggg aactcaaggg agactgccgg tgacaaaccg
   137401 gaggaaggtg gggatgacgt caagtcatca tggcccttac gagtagggct acacacgtgc
   137461 tacaatggca gatacaaagt gaagcgaact cgcgagagcc agcggaccac ataaagtctg
   137521 tcgtagtccg gattggagtc tgcaactcga ctccatgaag tcggaatcgc tagtaatcgt
   137581 agatcagaat gctacggtga atacgttccc gggccttgta cacaccgccc gtcacaccat
   137641 gggagtgggt tgcaaaagaa gtaggtagct taaccttcgg gagggcgctt accactttgt
   137701 gattcatgac tggggtgaag tcgtaacaag gtaaccgtag gggaacctgc ggttggatca
   137761 cctccttacc taacgatacg cattgcgcag tgcccacaca gattgtctga tgaatgtaaa
   137821 cgagcaagag cacctgttga tgttatgagt ttcgactcat gctgatacga aacggttgaa
   137881 tttcggtttg atcggtattt tcgtgtcccc atcgtctaga ggcctaggac actgcccttt
   137941 cacggctgta acaggggttc gaatcccctt ggggacgcca atccgataat gagtgaaaga
   138001 cattatcacc ggttctttat gaactgaaaa ataacgtaaa gatgacttta ccaagtcgtg
   138061 tttacgatat tgctctttaa caatctggaa caagctgaaa attgaaacat tacagctgaa
   138121 atttaccccg ccgtagatgt attggggtaa agagtaacct gtaatagagt ctctcaaata
   138181 atcgcaacac aagatgtact gtcagcaatg acaagacacc ttcgggttgt gaggttaagc
   138241 gactaagcgt acacggtgga tgcctaggca gtcagaggcg atgaagggcg tgctaatctg
   138301 cgaaaagcgt cggtaagctg atatgaagcg ttataaccga cgatacccga atggggaaac
   138361 ccagtgcaat acgttgcact atcgttagat gaatacatag tctaacgagg cgaaccgggg
   138421 gaactgaaac atctaagtac cccgaggaaa agaaatcaac cgagattccc ccagtagcgg
   138481 cgagcgaacg gggaggagcc cagagtctga atcagtttgt gtgttagtgg aagcgtctgg
   138541 aaagtcgcac ggtacagggt gatagtcccg tacaccaaaa tgcacaggct gtgaactcga
   138601 tgagtagggc gggacacgtg acatcctgtc tgaatatggg gggaccatcc tccaaggcta
   138661 aatactcctg actgaccgat agtgaaccag taccgtgagg gaaaggcgaa aagaaccccg
   138721 gcgaggggag tgaaatagaa cctgaaaccg tgtacgtaca agcagtggga gcaccttcgt
   138781 ggtgtgactg cgtacctttt gtataatggg tcagcgactt atattttgta gcaaggttaa
   138841 ccgaataggg gagccgtagg gaaaccgagt cttaactggg cgtctagttg caaggtatag
   138901 acccgaaacc cggtgatcta gccatgggca ggttgaaggt tgggtaacac taactggagg
   138961 accgaaccga ctaatgttga aaaattagcg gatgacttgt ggctgggggt gaaaggccaa
   139021 tcaaaccggg agatagctgg ttctccccga aagctattta ggtagcgcct cgtgaactca
   139081 tcttcggggg tagagcactg tttcggctag ggggccatcc cggcttacca aaccgatgca
   139141 aactccgaat accgaagaat gttatcacgg gagacacacg gcgggtgcta acgtccgtcg
   139201 tgaagaggga aacaacccag accgccagct aaggtcccaa agtcatggtt aagtgggaaa
   139261 cgatgtggga aggcacagac agccaggatg ttggcttaga agcagccatc atttaaagaa
   139321 agcgtaatag ctcactggtc gagtcggcct gcgcggaaga tgtaacgggg ctaaaccatg
   139381 caccgaagct gcggcagcga cacttaggtg ttgttgggta ggggagcgtt ctgtaagccg
   139441 ttgaaggtga cctgtgaggg ttgctggagg tatcagaagt gcgaatgctg acataagtaa
   139501 cgataatgcg ggtgaaaaac ccgcacgccg gaagaccaag ggttcctgtc caacgttaat
   139561 cggggcaggg tgagtcgacc cctaaggcga ggctgaaaag cgtagtcgat gggaaacagg
   139621 ttaatattcc tgtacttggt gttactgcga aggggggacg gagaaggcta ggctggccgg
   139681 gcgacggttg tcccggttta agcgtgtagg gggagtgacc aggtaaatcc ggttgcttat
   139741 caaccctgag gcgtgatgac gatgcaccac ggtgcagaag cagttgatgc catgcttcca
   139801 ggaaaagcct ctaagcatca ggtaacatta aatcgtaccc caaaccgaca caggtggtca
   139861 ggtagagaat actcaggcgc ttgagagaac tcgggtgaag gaactaggca aaatggtgcc
   139921 gtaacttcgg gagaaggcac gctggcgtta ggtgaaagga ctagctcctg gagctgaagc
   139981 cagtcgcaga taccagctgg ctgcaactgt ttaataaaaa cacagcactg tgcaaacacg
   140041 aaagtggacg tatacggtgt gacgcctgcc cggtgctgga aggttaattg atggggtcag
   140101 ccgcaagggg aagctcttga tcgaagcccc agtaaacggc ggccgtaact ataacggtcc
   140161 taaggtagcg aaattccttg tcgggtaagt tccgacctgc acgaatggcg taatgatggc
   140221 caggctgtct ccacccgaga ctcagtgaaa ttgaactcgc tgtgaagatg cagtgtaccc
   140281 gcggcaagac ggaaagaccc cgtgaacctt tactatagct tgacactgaa cattgagcct
   140341 tgatgtgtag gataggtggg aggccttgaa gtgtggacgc cagtctgcat ggagccaacc
   140401 ttgaaatacc accctttaat gtttgatgtt ctaactcggc cccatgatct ggggtgagga
   140461 cagtgtctgg tgggtagttt gactggggcg gtctcctccc aaagagtaac ggaggagcac
   140521 gaaggttagc taatcacggt cggacatcgt gaggttagtg caaaggcata agctagcttg
   140581 actgcgagag tgacggctcg agcaggtacg aaagtaggtc ttagtgatcc ggtggttctg
   140641 aatggaaggg ccatcgctca acggataaaa ggtactccgg ggataacagg ctgataccgc
   140701 ccaagagttc atatcgacgg cggtgtttgg cacctcgatg tcggctcatc acatcctggg
   140761 gctgaagtag gtcccaaggg tatggctgtt cgccatttaa agtggtacgc gagctgggtt
   140821 tagaacgtcg tgagacagtt cggtccctat ctgccgtggg cgttggaaga ttgagagggg
   140881 ctgctcctag tacgagagga ccggagtgga cgaatcactg gtgttcgggt tgtcatgcca
   140941 atggcattgc ccggtagcta aattcggaag agataaccgc tgaaagcatc taagcgggaa
   141001 acttgcctcg agatgagtct tccctgggac ttaaagtccc ctgaaggaac gttaaagact
   141061 atgacgttga taggctgggt gtgtaagtgc agcgatgtat tgagctaacc agtactaatg
   141121 atccgtgagg cttaacctta caacaccgaa ggtgttttga attgagagag attttcagcg
   141181 tcgttccgag attgtgttga ctggctgaca agtgttgctt gtttgcgggt taattgaaac
   141241 agaatttgcc tggcggccat agcgcggtgg tcccacctga tcccatgccg aactcagaag
   141301 tgaaacgccg tagcgccgat ggtagtgtgg ggtctcccca tgcgagagta ggacactgcc
   141361 aggcatcaaa cacgagttat cagagtgaca tctggtaact gtcaaaatcg ccaaaagcgg
   141421 ttttgcacag cgcagagcgc tggcccttat agggtaaagt atcgggaaga tacacgtaaa
   141481 agaatcggtg gagcggtagt tcagttggtt agaatacctg cctgtcacgc agggggtcgc
   141541 gggttcgagc cccgtccgtt ccgccaccct aattaggggc gtagttcaat tggtagagca
   141601 ccggtctcca aaaccgggtg ttgggagttc gagtctctcc gcccctgcca gataaaaaac
   141661 ccttcgcgaa agcgaggggt tttttatttt aagtctgtaa aaaattaata ccctttcctc
   141721 attggcttaa tgccttttcc ttcgctttct ctttcctcat tataatttaa tgatttttat
   141781 aatattttgg ttatctcaaa tatcacctca gtagcacaca gattcagtcc aatatacatg
   141841 cccagatatt ggtatgtgcg caagtcagca gacgcgtcgt aaacttgcgc tataagccct
   141901 atatagggct tcctagagct tgattcgggg ggggggcttc gggtattgtg gcataggcta
   141961 tttcgatgca agaaagccct ctgttcacgt aataggccac tccattgtat ttcttatgtc
   142021 acatatcata catggcttct gatacgttca gttttctgga cattcttgct attggttcgc
   142081 tcagttaagg cggttttagg acccaggtat tctgtctctt tggcaagaat tatgactttt
   142141 catcggtaca accgccttta ctaaccgggt tgcagtatgt tggtattcca gttcgggagc
   142201 gggtaggttg ttggtgttat atcggggcga tgatattcac attttcattt tatttactga
   142261 taaaaatgat gccttccaac gtttataact tctctcatta atcatctttt tttgttgatt
   142321 tcttatatat ctgtaaatgg taacgttccc gacatatgtc tatttggctg aatctatgta
   142381 cgaaatgatt gttattctgt ggtgtgacgc cgctcattat tactttcacc aattgtacta
   142441 aaactagtta acattttagc catccaggaa gctcacctta aaaaatagca tgtgctttta
   142501 gcacaacatt aattcgcaaa ttggccgaaa ttcaggatga aaaccagtct gaatgatcat
   142561 cttagctatt ctcaggaatg gcaacgagtc agcggcttga cgatgacaaa tgaagtgagg
   142621 agagaaatat gtacaggcgt ttactgttag cagcagctgt aacagcggca atgtgtagtg
   142681 cagttcaggc agctccgtta gttgtcggtt tttctcaaat tggttcagaa tccggttggc
   142741 gctctgcgga aaccaaggtt gcgaaacaag aagcggaaaa gcgtgggata acactcaaga
   142801 tcgcggatgc tcaacaaaaa caagagaacc aaataaaagc tgtgagatct tttattgctc
   142861 aaggtgttga tgcgatcttt atcgcacctg tagtggctac cggttggacg ccagtcttac
   142921 aggaagcgaa agaagccaag atacctgtat tcctgctcga ccgtatgatt gaggtgaatg
   142981 atccttcttt gtatacggcg gctgttgcct ctgacagtgt atatgagggg aaagttgcgg
   143041 gtgagtggct attgcaagat gtagcaggca aaccctgtaa tgttgttgag ttacaaggca
   143101 cggttggctc aagtgtggca attaaccgta agaaaggctt tgctgacggg atagcttcgg
   143161 cacctggcgt gaagataatc cgctctcagt caggggattt cacgcgcagt aaaggcaaag
   143221 aagtcatgga aagcttcatt aaagcggagc aaaacggtaa aaatatttgc gcggtctatg
   143281 cgcacaatga cgatatggcg attggagcta ttcaggcaat taaagaagca ggtttaaaac
   143341 cgggttcaga tattaaaatc gtttccattg atggtgttcc tgatatcttc aaagcaatga
   143401 gtagtggcga agcaaacgcg accgttgaat taacgcctaa tatggccggc cctgctttag
   143461 atgcattaat tgtgctcaag aaagacggta cccagccacc taaattcatt cagacagagt
   143521 cccgcctgct ccagccagac acggctaaac aggaatatga gttgaagaaa agtcttggtt
   143581 attgattcag atggcggggc ttgcccccgc ctgcttttat cacctgtatt gggtcaatat
   143641 ctgagttgtt tttgaacgtg ggtacatctg atggaaatat tgttagaagt ccgtggctta
   143701 tctgttgagt ttcctggtgt taaggcattg gactccgtag atttttctct gcaacgcggt
   143761 gaggttgttg cgttattagg agagaatggc gcaggaaaat cgacattaat aaaagcatta
   143821 accggggttt ataaacgatc cgctggtgag gtgctgttgg acggcaaggc tgtgtgcccc
   143881 attgataccg cagatgccca actcatgggg attggtactg tctatcaaga ggtcaactta
   143941 ctgccgaaca tatctgttgc tgcgaattta tttattggcc gtgagccgct acgttggggg
   144001 ctaattgatc acaataaaat gaaccagcaa gcagcaaaat tgctgacggg ttatggttta
   144061 acgttagatg ttcagcagcc tttggctaat ttctctattg caatacaaca gattgtagca
   144121 atcgcccgcg ccgttgacct ttccgcgaag gtgctgattc tggatgagcc tacagcaagt
   144181 ttagatgcta aagaagtcag tatgttactg gatatcttgt gccagctacg ggaccagggt
   144241 atcggtatgg tttttgtgac ccattttctc gatcaggttt atcgaatcag tgatcgcatt
   144301 acagttttgc gaaatggcaa gctcgtcggt accaaaactg tggcagaact tccccggatt
   144361 gagctagtgc aaatgatgct ggggcatagt tttgatgaac aattactgaa acgtggtgaa
   144421 cacagtatta cgaataagaa tccattggtt gagtttaaaa actatggccg acggggtgtg
   144481 gtagagaatt ttgatttgtc tgtatctccc ggtgaaattg tcgggttggc cgggttatta
   144541 ggttcaggac ggactgaaac agcacagcta atttttggca taacgacacc tgatacgggg
   144601 gaagccaaaa tacaaggcaa accggttaaa attagaacac cacgtaaggc atcaaaattt
   144661 ggttttggct actgcccaga agatcgcaaa acagagggta ttgttggtgc ggcaaccgta
   144721 agggaaaaca tcattttagc cttacaagcg cagcgtgggt ggctgaggcc cctttctatg
   144781 cgtgagcaga cacaaattgc agacgatttt atccagcaac tgggtattcg taccccaagc
   144841 cctgaacagc aaattcaata tctctccggt ggaaaccaac aaaaagtatt acttgcccgc
   144901 tggcttgcca cgaaaccccg atttttaatt ttagatgaac cgactcgtgg tatcgatgta
   144961 ggtgctcacg ccgaaattat tcggttgatc gaaaagttgt gtgatgaagg gttggcgctg
   145021 ttaattatct cttccgaatt agaagaattg gcgggttacg ctgatcggat catcgttctt
   145081 cgtgatcgtc ggcatgttgc tcaactcgac cacgatgaaa tttccgttcc tgccattatg
   145141 caggcgatcg cggtgcaata aggagtggtt tcatgggaaa caggagcctg tcaatgacac
   145201 aacgaccgcg caaagtaaaa tgggttttgc cgaaaggcgc gacacaattt ggtgcactgg
   145261 cagttatttt attgattgat agtctggtcg caccgcattt cttctctatc catattcagg
   145321 atggccggct gtttggcagt attattgata ttttaaaccg cggcgccccc gttgctttat
   145381 tggcgctggg aatgacatta gtcattgcga cgggtggcat tgatttatcg gtcggtgcgg
   145441 tcatggctat cgctggagcg actgccgcga cgttgaccag tgcgggatac ccgttcatga
   145501 cggtgctagc gctgtcactc gctgtcgggg cgctatgtgg tttgtggaat ggtttcttag
   145561 tggcggtatt acaaatccag ccaatagttg ccacgctaat gttgatggtc gccgggcgcg
   145621 gaatcgctca gcttattact gaaggccaga ttgttacttt tgatagtggc ggtttggcaa
   145681 cgcttggtag cagtacgctg atgtatttac ccatgtcagt ggttattgca tgtagcatgt
   145741 taattctggt gtggttgcta acccgtaaaa cggcgcttgg gttgttcatt gagtcagtcg
   145801 gtatcaactt acgatctgct cggaatgcag gtgtgagtac ccgtttagtg ctgattgccg
   145861 tttatgtgat ttgcggtgtg tgcgctgcgg tggcgggtat tattgtgacc gctgatattc
   145921 gtggtgctga tgcgaacaat gcgggcttat ggctggagtt ggacgcgata ttggcggtag
   145981 ttatcggtgg tgcatcgttg atgggcggac gttttaatct actactttcc gttattggcg
   146041 ctttaattat tcagggtatg aatactggga ttttactttc tggttatcag ccggagttta
   146101 atttggtgct taaagccatt gttgtgctgg ccgtattagt tgtgcaatcc ccgatgatct
   146161 cattaagcca tctcttccag aggcgaaaat aatgttaaag cgtaatgttc ccttgctgat
   146221 tactatcgcc gtttttattc tgggatatgc tttctgtctg agtcaatttc ccagtttctc
   146281 ctcctctcga gtatggtgtg atttactgac tgataatgct tttcttggca ttgttgctgt
   146341 cggcatgact ttcgttattt tatcgggggg gatcgattta tctgtcggct cggttattgc
   146401 ctttactggt gtgctgctgg ctaagttaat tggtacctat ggtattcatc cagtctatgc
   146461 ctttgctatc gtcttagtta tgggcgcaat gtttggtgcg ttgatggggt ggattattga
   146521 ttccctgaaa cttccagcgt ttatcattac tcttgcaggg atgtttttta tccgtggtat
   146581 gagttttatc gtttctgaag agtcgctgcc gattaaccac ccgatatatg aaacgttggc
   146641 taattatgcc tggcgtgttc ctgggggtgg gcgatttacc ttgttagcat ttattatgct
   146701 gatggttgta gcttttggca tccttttggc tcatcacact cgttttggtc ataacgttta
   146761 tgcgattggc ggtaatagtg tttctgcggg gttgatgggt gtcccggtca ggagaacgac
   146821 cattaaaatt tatatgctat ccagtacatt ggccgcatta tcaggcattg ttttctctct
   146881 ctacacgtct gcgggttatg cgttggcggc cagtggtgtt gagttagatg ctattgctgc
   146941 ggttgtcatt ggtggcacat tactggcggg cggtatcggt acggtattcg gtacgttgtt
   147001 cggtgtgtta attcagggcc tgatacagag ttatattact ttcgacggta cactcagctc
   147061 gtggtggacc aaaattgtga ttggtatttt gctctttagc tttatcgtga ttcagaaagc
   147121 gatgagcgct ttttatctca accgcagatc acgccctcag tcatcgccac ttactcccgt
   147181 gtaacgctct gggtcgcgtt attcatgggg gtttttaaga gttgtctgat caatgcttgc
   147241 tggtcactgt tttgtagcca aacggcatac agtggccgca cgatcggtgg aatgtcagga
   147301 tgaatgacaa gctgtgggta ttctttttgc caatgttcag gcagaaaagc gcaaccgcca
   147361 gtcgtttcaa gcaactggcg ggttaaatgg gcagaggtcg ttgtgaggat tggcgcctgc
   147421 tcactatcaa gtaaacggtt ttcctgctga tggaaatcag ccccccattc aagtttgata
   147481 taaggcactt cacttgcatt tttatgctcg ttcggggtgt catcttcttt tggtaaatca
   147541 agggagaacg acgaataaag ccgcagtgaa aaatggccta atagcaggca ggccagttca
   147601 tccattttgg gcggttctgt cgtgatcaac aagtccagtt gccgttcgtg caactgcttc
   147661 accagtgagt ttctcagcgc aatgcgtgct tcaaggcgta gttcctcttg ttgttcatat
   147721 aactgttgca accatggagt gaggtacgcc tcccaaaggg atgcggttgc acctatggat
   147781 aactcagtgt gttgtagcga atgtatgact tcttttttgg ctaatcgcca agtgttcagc
   147841 agcatttctg cgtacggaac cagccgttca cccgcaggag tgagacgaat attattacga
   147901 tgccgagtga ataagtttgc acctaattga ttttccaact gacggatacg gaaacttacc
   147961 gccgactgtg ttaagtacag agattcagct gcgcgaccaa agtgacgagt tctactgacc
   148021 tctaaaaagg ttttcagtaa ttcggtatcc acaccatctc caattttttt tatcgttagg
   148081 atttaaatgt tttgttttac acgctgtcaa gcctatctaa tactccgcgc cataaacagc
   148141 acgaccatga gagaattagg agcgtgtcag atggcggata gcttcatcac gaccaatcgt
   148201 ttttttgata ataaacatta tcctcgcggg ttctcgcgtc acggcgattt caccattaaa
   148261 gaggcgcaat tactagagcg ccatggctac gctttcaatg agcttgactc aggtaaacgt
   148321 gagccagtaa cggaagaaga gcaacggttc gttgctgttt gccgtggcga gcgtgaaccg
   148381 gtcagtgccg aggagaaggt ctggtctaaa tatgtgatcc ggactcgtca gcctaaacgt
   148441 ttccataccc tgtctggcgg taagccacag atggatgctg tggaggatta taccgatagc
   148501 gacgattaat ctccctgcgt acttgaagct gcagggttgt tagctgcgtg cactcacccg
   148561 aatcacttac tgatgtaagc tcatcgggat tcgtttactg gctgcctacc tgcaactcca
   148621 attactttgg gtaaaccctg tgtacttgag gttgtaaaga tgttagctgc gtgcactcac
   148681 ccgaatcact tactggtgta agctcatcgg gattcgttta cctatcggtg gttagttgag
   148741 tattaggggg ctttggcccc ctttgttaca tcaggctttt gtgcaactgc aatagcaggc
   148801 gatccataca gcgatagctc agcgcctctg aaagatgact tttttggatg gtcttttctt
   148861 gcgctaaatc ggcaatggtt cgcgccactt tcaaaatatg gtgccaggca cgtactgaca
   148921 ggccgagtgt cagtaaaacc tgctcgagaa acgcggcatc ctcaggtgct aaataacaaa
   148981 actctgctac ctcttggcta gtgagctgcg tattgatctt ccccgcccgg tccatttgcc
   149041 tttgtctggc ctgtaacact cgctgcttga ctgtagcgct actctccccc tgatttttct
   149101 gcgcacccag cataccggct ggcagtaatg gcacttctat cgataaatcg aatctatcga
   149161 gaaatggccc ggacaacttg gccagatagc gcaaaatttg ctgtggcggt gtgcggttat
   149221 gaacgccttg gtagtggccg ctggggctag ggttcatcgc cgcgataagt tgcactttgg
   149281 ctggaaaaca gattttggct gccgcgcggg agataataat ttcgccagat tccaacggtt
   149341 cgcgcagtga atccagtacc cggcgttcaa attcaggcag ttcatcgaga aataacacac
   149401 cgttatgggc cagtgatatc tcaccggggc gggggatgga gccgccgcca atcagcgctg
   149461 ccatcgatgc gctatggtgt ggggcacgaa aggcccggca acgccattgt gttggcagtg
   149521 cgttgctatg cagcaacccg gtgatcgccg ctgcttctaa cgcctcctga tcggtcagcg
   149581 gaggcaataa cccggttagg cgggttgcca gcatcgtttt accggtacct ggtggcccga
   149641 gtaacagcag gttatgacca cctgccgccg cgatttctaa cgcacgttta gcctgcgatt
   149701 gaccaatgat gtcgtgtaaa tcaaggtggt tatccggtga aggggccggt tcgaagggct
   149761 ggccctgtgc gagggggttt tcaccttgta agaaaccgca taccgctaat aaatggtctg
   149821 cgacccagga gttgccttgt gggattagac caatttcaag accattagcg gtgggaagga
   149881 ttaactgacg gttagcttcg ctacaggtga gtgctgctgg aattgcgccg ctaacgcgcc
   149941 ttaacgcgcc ggatagggct aattcaccca agaactcata gtgcgctaac ttatccgcag
   150001 ggatctgctc tgaggcggcc aagatggcta aagcaatggg gagatcatag cgcccgcctt
   150061 ctttgggtaa atctgccggt gccaggctga cggtgatccg cttggcggga aaattaaaac
   150121 cgctgttaat taatgcgcta cgaacccgat cccgtgcttc tttgaccgtt gtttcaggta
   150181 agccgaccaa tatcaatccg ggtaatccat tgctgatatg aacttctacc gcgacaggag
   150241 gggcttgaat gcccaatgtt gcgcgagtat gaatggttgc cagtgacatt atgctttcct
   150301 ttgccgtcat gcgtcctgac gcacgatact gctccgtggg atgtttttat tttgatgtgc
   150361 tcagtgtggc gataaatgag aacctaaata gggtgccgca tgcttccctt cagtacacaa
   150421 aaaaatattc agtttgcgaa agctcacgag aaatttcgtt gcaatgagtg aatcaaaatt
   150481 aaaaactgcg atgaggtatg caaaaaaagg tcaagcggcg gtgtgggttt tactgattga
   150541 taattaaaat gtttatagca tttggtctgt atgctcacaa aataataagt taaataaata
   150601 ttgtcagata accaataact gtgataactc tgtaggcatt cgttcgacac tagatagatg
   150661 aacaacctaa ttatgaaagc aattctccaa gtgattaacc tagtcctaat tagcgtggtg
   150721 gtgattatta tcccaccgtg cggggctgca cttggacgaa gaaaggcata aaaatcaagc
   150781 cttaatctca agagaacccc cgcaccgaaa ggtccggggg ttttttattg gcacgctaaa
   150841 ggacgcgagg agcataaaat gcacagcaga ataaaatcct gttcctctcg aaaaaggtcg
   150901 gggaaataac tatgaatggt gctcagtggg tggtccaagc gttgcgtgcg cagggcgttg
   150961 atacggtatt tggctatccg ggcggggcga tcatgcctgt ctatgatgcg ttgtatgatg
   151021 gtggtgttga acatttactc tgccgccatg agcaaggtgc tgccattgct gctatcggtt
   151081 atgcacgtgc aaccggcaaa gttggggtgt gtatcgccac ttctggtccc ggagcgacta
   151141 acctgatcac cggtctggct gacgctttac tggactctgt gccggtgata gctatcaccg
   151201 gtcaggtagg gtcggcctta atcggtaccg atgcctttca ggagatcgat gtgctggggc
   151261 tatcactggc ctgcaccaag cacagtttct tggttgagtc attggatgcg ctgccagaga
   151321 tcatggctga agcgtttgcc attgccacca gtggccgccc tgggccggtg ttaatcgata
   151381 ttcccaaaga tatccagttg gcggtggggg agttaacgcc acacttgaag ccagttgaag
   151441 agcattccgt tgattctgcc gctgagttac aacacgcttg ggatatgctg gcgaacgcac
   151501 agaaaccgat gctgtatgtt ggcggtggtg tcggcatggc gcaggcggta cctgccttac
   151561 gtgattttat cgccatgacg gggatcccgg cggtcgccac cctgaaaggg ctgggtgcac
   151621 cagatatcgc gcacccttgt tatctgggta tgctgggtat gcacggtact aaagcggcga
   151681 attttgccgt acaggattgt gatttattgg tagcggttgg cgcacggttt gatgaccgcg
   151741 taaccggtaa gttgaatacg ttcgcatcga aagcaaaagt tattcatatg gatattgacc
   151801 cggctgagct gggcaaattg cgtcaggttc atgtggcatt gcagggcaat ttaaacgtgt
   151861 tgttgccggc cttacaacag ccgttaaata ttcagtcgtg gcgtgatgaa gtgatggcgc
   151921 tgaaacagca acatcactgg cgttatgacc accctggtca ggcgatttat gcgccgttat
   151981 tactgaagca gatctcggag cgcaaagccc ctgaaacggt agtgaccacg gatgtgggcc
   152041 agcaccagat gtggacggca cagcatatga actttacccg cccggagaat ttcatcactt
   152101 ccagcgggtt ggggaccatg ggcttcggag tgcccgctgc ggtaggtgct cagatggccc
   152161 gccctgatga tatggttatc tgtgtctctg gcgatggctc ctttatgatg aatgtgcagg
   152221 aattgggcac gataaaacga aaacagttgc cgctgaaaat cgttttattg gataaccagc
   152281 ggttggggat ggttcggcag tggcagcaat tgttcttcga tggacgttat agcgagacca
   152341 atctttctga taaccccgat tttatcactc tggccagcgc ttttgatatc cccggccaac
   152401 gtatcacccg taaagaccaa gtcgatgccg ctctggatgc gctgtttaat agcgaaggcc
   152461 cttatctgct ccaggtttcc attgacgaac tcgagaacgt ttggccgtta gtgccgccag
   152521 gcgcaggtaa tgaaaccatg ctggagaaaa tctcatgata caacatcaac tctcgatcca
   152581 agcccgcttc cgccctgaaa tgttagagcg tgtcttgcgc gttgtgcggc accgtggctt
   152641 tcaggtctgt gctatgaata tgtcaccaat gattgatgct gggaatgtta atatagaatt
   152701 gaccgttgcc agccagcgcc ctgtcgatct gctgtcttct cagttgagta agctgatgga
   152761 tgtcgcctgt gtcgagatcc tacaacctaa tacattacag atacgcgcct gatgcgccag
   152821 aaggaaagaa aagaatgacg aagaaagcgg attacatttg gtttaacggc gaaatggttc
   152881 catgggcaga agctaaagtt catgtgatgt ctcacgcgtt acactacgga acgtcagtct
   152941 tcgaaggtgt ccgttgctac gaatcccata aagggccggt agttttccgt caccgtgagc
   153001 atatgcagcg tttgcatgat tccgccaaaa tttatcgtat gcccgtctcc cagtcagtgg
   153061 atgaactgat ggaagcttgc cgtgccacgc tgcgcaaaaa taatctgacc agtgcttata
   153121 ttcgcccgtt agtctttatt ggtgatgtcg gcatgggcgt gaatccaccg gagggttata
   153181 acactgacgt gatcattgcc gctttcccat ggggtgctta tctgggtgca gaagccttgg
   153241 agcaaggcat tgatgctatg gtgtcatcat ggaaccgtgt tgcacccaat accatcccaa
   153301 cggcggcgaa agcaggcggt aactaccttt catccttgct ggtgggcagt gaagcacgtc
   153361 gccacggcta tcaggaaggg attgcgctgg atgttcatgg ttacctgtct gaaggtgccg
   153421 gtgagaacct gttcgaagtg aaagatggca tcctgttcac accaccattt acctcgtctg
   153481 ccctgccggg tatcacccgt gatgccatta tcaagctggc gaaagatatg gggctggaag
   153541 tgcgtgagca agtgttgtca cgtgagtctc tgtatctggc cgatgaagtg tttatgtccg
   153601 gtactgcagc ggaaattacc ccagtacgca gcgtggatgg tattcaggtt ggtattggca
   153661 agcgcggccc ggtcacagcc aaaattcaac aagcgttctt cggcttgttt accggtgaaa
   153721 ccgaggacaa atggggctgg ctggatcagg ttaatccata aaataccctg cgtatttgtc
   153781 gttgcagcgg tgttagctgt gccattcgct tgctcgcggg ctgcaacttc aggttctttg
   153841 ggtataactg aaattatcag taggtggttc gttcgctacc tgcaatgcat aagacatttg
   153901 caacacgcga tctatttgca acacacaatt tatttacgac acgcgatcta tttgcgacag
   153961 acaatttatt tacgacagac aatttatttg cgacacacaa tttatttgtg acacacaatc
   154021 tatttgcgac agacattgat ttgcaaaata aaaacgcgga gtgaagagac aatgcctaag
   154081 taccgttccc ataccaccac ccatggccgc aatatggccg gcgcccgcgc actgtggcgc
   154141 gcaaccggta tgaccgatga tgacttcggc aaaccgatta ttgcagtcgt taactccttt
   154201 acccaatttg taccgggcca cgtacatttg cgcgatttag gcaagctggt tgcggagcaa
   154261 attgtagctt ctggcggtgt ggctaaagag ttcaacacca ttgcggtgga tgatggtatc
   154321 gcgatgggcc acggtggcat gctctactct ctgccatcgc gtgaattgat cgccgactcc
   154381 gttgagtaca tggttaacgc ccactgtgcg gatgccatgg tgtgtatctc taactgtgac
   154441 aaaattaccc cagggatgct gatggcgtct ctgcgcctga atattccggt gatctttgtg
   154501 tctggtggcc cgatggaagc cggtaagacc aagctgtcag ataaaatcat caagctggat
   154561 ttgatcgatg ccatgattca gggtgcgaat cctaatgtga gcgatgaaga gagcgcccag
   154621 attgagcgtt ctgcttgccc gacctgtggt tcttgctccg gtatgtttac ggctaactcg
   154681 atgaactgcc tgaatgaagc gctgggtctg gcgttgccgg gtaacggttc attgttggca
   154741 acccacgctg accgtaagca actgttcttg gatgcgggta aacacattgt tgccttgacc
   154801 aaacgttatt atgaacaaga tgacgtcagc gccttgccac gcaacatcgc gaataaagcg
   154861 gcctttgaaa acgccatgat attggatatc gccatgggcg gttccacgaa taccgtattg
   154921 catttgctgg cggcggcgca ggaaggtgaa attgatttca gcatgaccga tatcgatcac
   154981 ctgtcccgta aagtcccaca tttgtgcaaa gtggccccga gtactcagaa ataccacatg
   155041 gaagatgtgc accgtgcggg gggggtcatt ggtattttag gtgagttgga tcgcgctggt
   155101 ttgcttaacc gcgatgtcag taacgtgttg gggctgaatc tgacacaaac gctggaagcc
   155161 tatgacgtga tgctgactca ggatgaaggc gtgaagcaga tgtacgccgc aggcccagcc
   155221 ggtattcgca ccactaaagc gttctcacag gattgccgtt atccgtcact ggataccgat
   155281 cgcgaagagg gttgtatccg tacccgtgaa catgcctaca gccaggatgg tggtttagcg
   155341 gtgttgtacg gcaatattgc ggcagacggc tgtattgtta aaactgcggg tgttgataaa
   155401 gacagcctga cgttccgtgg cccggcgaaa gtatttgaga gccaggatga ggcggtagag
   155461 gcgatcctcg gtggtaaagt tgtggcgggt gatgtggttg ttatccgtta tgaagggcca
   155521 aaaggggggc cgggtatgca ggaaatgctc tatccgacca cttatctgaa atccatgggg
   155581 ttgggcaaga gttgtgcctt actgaccgat ggccgtttct ctggcgggac atccggtttg
   155641 tctatcggcc atgtgtctcc agaagccgcc agtggtgggt tgattggttt ggtacaagat
   155701 ggcgatttca tcaatatcga tattccgaac cgtggcattg tcttggatgt tagcgaagct
   155761 gaactggctg ctcgccgtga aactgaagaa gcgcatggtg atgcggcctg gtcaccgaag
   155821 ggccgtgagc gccaggtctc ttatgcctta cgcgcttacg cgatgttagc aaccagcgct
   155881 gataaaggcg cggtgcgcga taaaagtaag ctgggaggct aacacccatg gcagtttcgc
   155941 aacccttatc tgctgccccc tgcggggcag aatatctgcg ggcgatatta cgtgcgccgg
   156001 tgtatgaggt ggcgcaagtc accccgttac aagtgatgga gaaaatctcc tcgcgcgtgg
   156061 gtaataccgt tttagtgaag cgtgaagatc ggcagccggt acacagcttt aagttgcgcg
   156121 gtgcttacgc gatgatctcc agcctgacgg aagagcagaa agcctgtggc gtcgtcacgg
   156181 cttctgcggg taaccatgct caaggcgtgg cgctttctgc ccataaaatg gggattaaag
   156241 cgctgatcgt catgcccgtt gctactgcag atattaaagt tgatgcggta cgtgcttttg
   156301 gcggcgaggt gctgctgttt ggcgctaatt ttgatgaagc caaaaccaaa gctatcgcgc
   156361 ttgctcaaga gcagggctac acctttgtgc caccgtttga ccatccggcg gtgattgccg
   156421 ggcaggggac gctggcgatg gagttactgc aacaagatgc ccatcttgat cgggtttttg
   156481 tcccagtggg cggcggtggg ctggtggccg gtgtggcggt gcttatcaag caattgatgc
   156541 cacagattaa agtgattggt gttgaagccg aggattctgc ctgtttgcgg gccgcgctgg
   156601 atgcggggca gccggtcgat ttggcgcgtg tcgggctgtt tgccgagggc gtggcagtta
   156661 agcgtatcgg tgacgagcct ttccgcctgt gtcaggaata tctggacgat gtgatcaccg
   156721 ttgacagtga tgctatctgt gccgcagtca aagatctgtt tgaggatgtt cgcgccattg
   156781 ctgagccttc tggtgcgttg gcattggcgg gcctgaaaaa atatgtgcag cagcataata
   156841 ttcagggcga gcgtctggca catgtgcttt ctggtgcaaa cgtgaacttc catggtttgc
   156901 gttatgtgtc agagcgttgc gagttaggtg agcagcgtga agccctgctg gcggtgacta
   156961 ttccagagca aaagggcagt ttcctgcgtt tctgtgaatt actgggtggc cgttcggtaa
   157021 cggaatttaa ctaccgttac gccgatgctg aaaacgcctg catttttgtt ggggtacgtt
   157081 tgactcgtgg ttatgctgag cgggttgaaa ttcttgctga attgcaggac aaaggttatc
   157141 aggtggtcga tttatctgat gacgaaatgg cgaaactgca tgtgcgttat atggttggtg
   157201 ggcggccctc gaaaccactg cgtgagcgcc tgttcagctt tgaattcccc gagtcaccag
   157261 gcgctttgct gaaattcctg catacgttgg gcactcactg gaatatttct ctgttccact
   157321 accgcagcca tggcacagat tttggccggg tattggcggc atttgagttg tcggctaccg
   157381 aaccgcaatt tgaagagcgc ttagcggctc tgggctacta ttgccacgat gaaacggata
   157441 acccggcgtt taagttcttt ttagcgggtt aatcgcgatg catacccgtc gtactttaag
   157501 ctgcagaggt gaacgaaagc aattagcaca tatgcagctt ggcgtctgac gggtatatca
   157561 cttctgctgt tcagatgatc aaattatata agagatgaaa ttttattcgc gtttcatttt
   157621 aacaatttta ttgttttcgt ttaaaaaata tctatttcca tcaaaggaga acaatggttc
   157681 atcatttttt atcttgtaaa tagtcatata tttttctttc tcgatacaat ttttggtcgt
   157741 attcatatcg ctaaaacaca gtctgtcgta ctttccttcc tctttatagc cgtcaccaaa
   157801 atcccaaata gtgatagaaa aaaagccatc aggggcaggg ttaggaatat tgtatttgtc
   157861 ttttaatcta cttttatttt ctaaccacca atttatttta cctttgtcag taaccggaaa
   157921 atctctcact aaaacagcac taaaattccc gtccttatga atagcgacaa tttccaccgg
   157981 gcgcaacgat aaccagaaga aataacccag taaaatgctg ccaagcagta atagcgcgca
   158041 gatgattttt ttactttttg ctttcattac ggcccccggt aatctcaatt gtggcttcca
   158101 tattggtcat aaatgcttga ggctaaacta cataagaggc gaaattttat tcgtgtttca
   158161 ttttaacgat ttcgccattt tttaactgat atatgccact gtccaaagta aaagacatta
   158221 cgttatattg gctatttctt ataatcataa gtgaattttt atctatacaa ttcttactgg
   158281 ttttcatatc ctcaaaacat cgtctatcgt attttccttc ctctttatag ccgtcaccaa
   158341 aatcccaaat agtgatagaa aaaaagccat caggggcagg gttaggaata ttgtatttgt
   158401 cttttaatct acttttattt tctaaccacc aatttatttt acctttgtca gtaaccggaa
   158461 aatctctcac taaaacagca ctaaaattcc tgtccttatg aacagcgaca atttccaccg
   158521 ggcgcagcga taaccagaag aaataaccca gtagaacgct gccaatcagt aatagtgcat
   158581 agagagtctt tttacttttt gctttcatta cggcccccgg taatctctat tgtggcttcc
   158641 atattagtca taaatggctt gaaaccaaac tggttgaatc gttggaggac aaaccatatg
   158701 cggaagaaat gaaaccggtt aaacttggta ttcttaatat cattattatc cagcccgaag
   158761 tgatcctgta ttttgtaatg caccatcgcg cgataacggt cattgtcgat ctgcaatgat
   158821 tttatcgtga tatccgtggc ccaggtatcg tgaacggtga tccccattcc attaaagtta
   158881 tcctgaaatc tatcgaattt tggaagtcta ccatcaagaa taaattttct tatgtcatct
   158941 tttttttctg ctggatacag cttatttctc cagtctatat tttcatttag gacttttctc
   159001 aacagcaggc gcgtactgtt tttttctgtg taatcactca gtatttgctc tttcaatgcg
   159061 gcatctaaag acagatcccg aaacggtgtg ccgttgccat tctgcatatg gtcgatcatt
   159121 ttttcgatca ggtgtttata tgggccataa aaagcaaaac ttcgtgattc gtggcgaaat
   159181 tcattaaaga ggatcctgac acattcctgc cgtgttatct ttttgctctc aggattttta
   159241 tcataagcat aaccataagg catgggcttt agctgttgga acaacgttag cgtgtacggg
   159301 ttaaccttgc ttgaaatatt atgcagatta aaatctgttt ttaactgtgt tgcgcttaga
   159361 tcaccacatt aaaatctgtt tttaactgtg ttgcgcttag atcaccacac cgcatatcat
   159421 cggcaccgta atcatccata cgtttttggg ttttaaatac agtacaggga aaatataacg
   159481 cctgtaccgt tgatttggtg gtttctaaca taatataaat tccttttatg ttgttaacgg
   159541 cttccaatat cccttatcag gccgcaggcc actcgcggga taattgttat aaagaccgtg
   159601 cagttttcta tttacagcgt tccaatgcaa gagtaatccc ttcatttata gaatattcaa
   159661 aattttccta caaacgtgta tgcctagatc acttgggttg taggaagggg gtaagcgatt
   159721 cggggattat gtggtaatga ttttttaacg tgacacagaa ttctgaacgc tctcacaatt
   159781 ttgtgctaat aatgacataa gccggataag cttattattg acacgcttat ccggttaaca
   159841 ccgcctaaat tatgatgaat agggttgccc tatccatata ccaacatctg cctaaggtgc
   159901 ctttgtggcg gtttttctct aggcagtgat actataaacc ggagggacta catagccaat
   159961 tttccctaca ctggaattat ttaggatgta tgctgtcata tctagtcata ttaaatttaa
   160021 ccttctatta atttattatg ttatacgatt ttaaaatgaa attcgttatt attgatgcgt
   160081 ggtcattatt aagtggctac ttattgagtg tttaaatgta aacctcattc ataaataata
   160141 aattaatgga gtgtatctat ggaagataat ggtgctgtag ctaaagaaac gatagaaggt
   160201 actgttgggt atatagggga tgatatcagt ttattgacat cggcaatgaa taacttctca
   160261 agccaagttt ctgaacaagt tagcatgctc ggtgctattc aaagtaatgt tacaggtagc
   160321 attgcaatga ttagctgtta ttcaataggc cgtgttattg ccgcttaatc aatattatta
   160381 tcaatggtgt cactgatatt tatgctattg agacaccaag gattataaca atccccaaaa
   160441 tgcatcaatc aacggctctt ggagccgttt tttcggtaca caaaccccca actcaaatgg
   160501 ctcgactaac gagacatcat ctagcagaga aatacggtta cggactggct ccgggctgtt
   160561 atccaccact accgacggga tcagggcgac accgcaaccc aatgccacca tggaaacaat
   160621 cgcttcatgg ccggacaccg tggcataaat caatgggtta gttatacgct ggcgacggaa
   160681 ccataaatcg atacgttttc gtgacggccc gtgttccggc aagataaacg ggatcatcgc
   160741 ccaatccggt ttttcaaccg ccacttgcga acgcaccgca cacggcagtg caggggcaat
   160801 caatactaat gggatttcac caatctgggt aaaggccacg ctggtgggga gcacttcagg
   160861 gcggccggcg atccccaaat cagcctcatt ggattgcact ttattgactg catcggcggc
   160921 atcacccgtg gtgagtttaa tttcaaccaa cggatggcgt gcgcgaaagc ggtccaaaat
   160981 tggcggcaag tggctgtaag cggcggtaac ggagcaaaat aagcgcaatt caccgcttag
   161041 ggaaggaccg tgctggccca atgcatggag caactgttga tattgtaaga gggtttgttg
   161101 ggcaaacgcc tttaattggt tacccgcatc ggttaattgc actgtgcggt tatcgcgtaa
   161161 aaacaggggc tggccgatag tctcttccag ccgctggatc tggcgggaaa gcgtagaggg
   161221 actgacgtgc atagctttgg ccgagcgccc aaaatggcgg ctttcagcca gatgcagaaa
   161281 tactttcagg tcacgtaaat ccatcacaga cagcctcttg gttgagatga tgtagtgtat
   161341 tgcataagaa atcgggtgta ttgcagaaac tgcaatatca cattgttaat atatcaattt
   161401 ccgcaatgtg tttcctgtca tatagtgaat ccaagatgaa tccccagctc agacagggga
   161461 tgtgaaaaag cacaacacaa cattaatttg cagccataaa aatagtcatt cgctatagca
   161521 aaaacggcgc tgacaggact caaagttact ggctgcaatc accacataaa acacgaacgg
   161581 agtaatacca tggctaacta tttcaacaca ttgaacctgc gtcagcagtt ggcgcaatta
   161641 ggtaagtgtc gctttatggc acgtgacgaa tttgccgatg aagccggcta cctgaaaggc
   161701 aaaaaagtgg tgattgtcgg ttgtggcgca cagggcctga accaagggtt gaacatgcgt
   161761 gactccggcc tggatgtcgc ttatgccctg cgtaaagaag cgattgccga gaagcgtgct
   161821 tcatggcgta aagcgaccga aaatggtttc aaagtaggca cttacgaaga gttgatccca
   161881 caggcggatc tggtggttaa cctgacgcca gacaagcagc actctgccgt ggttaaggcg
   161941 gttcagcctc tgatgaaaga gggcgcagca ctgggttact cgcatggttt caacattgtt
   162001 gaagtgggtg agcaagtgcg taaagacatc accgtggtga tggttgcgcc gaaatgccct
   162061 ggtaccgaag ttcgtgaaga gtacaaacgt ggttttggtg tgccgacgct gattgcggtt
   162121 catccagaaa acgaccctaa aggcgaaggc atggcgattg ctaaagcctg ggccgcggcc
   162181 accggtggtc accgtgcggg tgtactggaa ttttcttttg ttgccgaagt gaaatctgac
   162241 ctgatgggcg agcaaactat cctgtgtggt atgttgcagg cgggttcact gttatgtttc
   162301 gacaagttgg tttcagaggg tactgatgcc gcttacgctg aaaaactgat tcaattcggc
   162361 tgggaaacca ttaccgaagc gctgaaacaa ggcgggatca cgctgatgat ggaccgtttg
   162421 tctaatccag caaaactgcg tgcgtatgca ttatctgaac agttgaaaga aattatggcg
   162481 ccattgttcc agaaacacat ggacgacatt atttctggtg cgttctccag cggcatgatg
   162541 gctgactggg ctaacgatga cgttaagttg ttgaactggc gtgaagagac cggcagaacg
   162601 gcttttgaaa atgcgccaca gtttgaaggc aagatctctg agcaggaata ttttgaccac
   162661 ggcgtactga tgatcgcgat ggtaaaagcg ggagttgagc tggcattcga aaccatggtg
   162721 gattccggca ttattgaaga gtctgcttac tacgaatctc tgcacgagct gccgttgatt
   162781 gccaacacta tcgcccgtaa gcgtctgtat gaaatgaacg tggttatctc tgataccgca
   162841 gaatacggta actacttgtt tgctaatgca gcggtgccgt tgctgaaaga gaagtttatg
   162901 gattccctgc aagccggtga cttgggtaaa agtatccctg gttcggcggt agataacgca
   162961 caactgcgtg atgtgaatga agccattcgc aatcacccga tcgaagccgt tggtcataag
   163021 ctgcgtggtt acatgacaga tatgaagcgt attgctgttg cgggctaata accgacttta
   163081 gtttgtgatt ttatattgag cctccctgta aaaaaggggg gcttttttat gtgcacctta
   163141 gcaggcaata cgtaaggtag aattgccgaa accccagggt ggggtaagaa tattaggtat
   163201 tccaacgggg gcgataggct tatccagcaa gcaatccgac cacatcccat gctttattac
   163261 gaacctgaat ttttaggttc gctccgccag gaggcataca acacatacga aatagccaaa
   163321 accgagcgag aagtggctga acgaaataga gtgcagaaga aaccgtttgg cttatttata
   163381 gaggaaatga cgttacagaa aacattgacg gatagccaag tcgcagaaac agcggcacat
   163441 attatctgac tggaaagtac gctgacgtta ctgaggcaag aagaagggca ggcatggcat
   163501 caatgtgagc accttattcg tatacgtggc aataaaaaat ttaagtacct ccacgaagtt
   163561 cacgggctga ggaaattagc gcaggctaaa caaggagaga tagatgttat taatcaatct
   163621 attgccaagt taaaaacgga agaaatgggc ctcttaatgc agcaacagcg tgttaatgcc
   163681 gatctggaga cagcaaaaat cacagagccg cagcgagttg agaatgcacg tttaaccgca
   163741 gaagcagcag aaaaggccgc gcgcgatcgc aggatcagtg aagagatagc ggcaacagaa
   163801 gcaaagcgcc agcgaatgga gaatgagcgg ctagcagagc aggagcggca gcgagttgaa
   163861 ggcaccaaac agcaagtatc ggaagcatca tgtgctcaac aggcctcagc ctggcaaaat
   163921 cgtttcacgt taccggcgct tcagccgtca ggatcagctc aatacagctt tgcagcgtcg
   163981 ggaatgagtg ctgttgggga agccgccgaa ttacacaatt catttctggc ggcacaggag
   164041 caactcagtg cgatagcgac catttcggca tcaggttcgg tggcggcgat gattgctctg
   164101 gggatctacc agactaaagt gggagaaagc tccgaacggc caccgggttg gaatgttagt
   164161 ccgaaatttg taggcagtat ctcgctgagt gcaatggggt tacctgcgac agaatcattg
   164221 gcatcacagg gtgaaatggc tctgccagtg cgaatgcgga tcattgacgc taaagattgg
   164281 ataggttgca cggagatata tgcggtaaaa acgggcgtgg caggtgtatt gccgaaggtc
   164341 aaagttggtg cagcgcagta cgatgaatca accggcgttt atactttcac taccgacagc
   164401 acgccgcccc gcacgctgat ttttaccccg gcacagccac cgggagcgga aacccgcccg
   164461 atattagccc caccgggcag cacgccggcc accctgcagc acacgggtga aatgatcata
   164521 aaaccggtaa taacaccgac tatacttcca ctaccgcagt tatatgcgcg tgatttccac
   164581 gattacatta tctggttccc ggcagattcc gggctggagc cagtgtatgt ttaccttaat
   164641 agtccttatg gtaaaacaac tgctaaaggt aaatatagtg gtcgtgactt taatccagat
   164701 aaagctggtg gtccgattaa aaatctggac tggaaagaaa taaaaattag gggagagggt
   164761 gtggatgagg taaaactaca tacaaggcgt tttggtgaat tagaggataa taaattaatg
   164821 atcgagaggt tggagaaaat tctcacaaac aaactcaccg ctaccgatat tgataagcac
   164881 ttctatactc atgaaatcag agagctagaa cgatatcgta tgctaggaat accggatgat
   164941 gtcaatgata aatctgtttg gaatgatgct catacagcaa ctctggaaga ttttaaaatt
   165001 aatgaaaaaa ctcagccatt atatacttca gaagctgaag atgcatatat caaagcagag
   165061 ttaaaaaatt cgttagggag taaataatgt caatcatgga aaagataatt caaaatgaaa
   165121 cagtagaaga tgttctgtta gcttttactc ctaatacagc ctatcaaggt attgagagga
   165181 tgtatgtaag atatcgattt aatatagtct ctaaccgaga acttttattt acttatcaga
   165241 ggctaataaa agaagccaag ttggctgagg atgaaaaggg ccatacatta aaaggcccga
   165301 attggaaaga gccgaaattc gtgaccgaca aaaaatacgg cattgaataa taaaaaatat
   165361 gcttcagtta acgtccagtc aatgagtgta ttgttgggcg tttttcttat tttataataa
   165421 tattaatgtg aaaatatatt cattatgaga attataaggg ggctatattt aggctggttt
   165481 gataaaaaaa gaggtttttt ctcagctagt taacacttaa taatatgact gtcagctcta
   165541 attttattat ccagactaat ggtgggttat tatttaaata gtaaaaaata ttcagttata
   165601 atatgacttt ttggcgcgag gtggcgaatg aacctgagtt ggttggtcag tttaagccta
   165661 acaatgtttc attgatgaaa aagggtttgt ccccacatcc tgtattgtca gaaaaggttg
   165721 gtgggagaga tacatttgag atccatcatg ttaattcgat caaaagtggt ggagcagttt
   165781 atgatgtgga taatttacga gtagcaacgc caaaacgcca cattgaaatt cattcaagac
   165841 gtggaggaaa ataaaatgga acttaaagag aagtatgagg attatacaga gcatgaattt
   165901 ttagagttta ttagaaatat ttgtgaggtg aatactgata gtcaatcttt gcatagttca
   165961 tgggtgagac acttcacaaa aatcactgag catccgtcag gatcagattt aatttattat
   166021 ccagaagatg gtgcagatga tagtccagaa ggaatacttg agttagtaaa aaaatggcga
   166081 gctgaaaatg gtaagcccgg tttcaaaaaa taaataaaat atataatcca aaccgccttc
   166141 tggtggtttt gttaatattt atctgcatta aaataacaat tcactcataa ttttgatgct
   166201 aatttcatct caataactat ttttgacttt aattaaaaat agattaaaag tctatctcgg
   166261 cccgactaaa tccttgtaag gtgctagtgc tggttgagat tatcagccca tctttgattt
   166321 aaatattatt taattaaatg tataaaaaag ataataaaac tctcgaaaat gtgtgagagc
   166381 ggtttatatt tttggggtct gaatataaat ttaataaaaa ccaatggaaa atacactata
   166441 cccaagttac ttcaagatgt aggtaggcag caacggagta acaaatgggt cgggaatcat
   166501 ttgaacagca tttatgctgc ccgcagggtg agtctcaggg gtgaggctca ttaatcccca
   166561 ggtgcttatt tatttttaag gtcaacaact aagtgactgg ggtgagcaag ggcggctaac
   166621 gtccctgcat cttgcagggg gacgggtata taacaaggag agaaattatg agttatattc
   166681 aaaccgtaat aagcttccag tgtctgtgca ctactcgccc ccaaactgcc attcccagca
   166741 gcgcacttta tttcaactca tggctaaaag agtttcggtt gcctaaatca tcaattaaat
   166801 caaaattgac ggttttgttg tcgctaattg gcgctcggtt tagtggaaaa tctaattgag
   166861 agaacggggc caccatttcc ggagggcctt cggctgaacc gatggtcaaa gcagcgaagg
   166921 atgcatagta aggggttgga ttgttaacct taatcagcgc actgtcgccg ttacgctcga
   166981 ggctaaaggt taatgccttg cctaaaatat ctcctggcgc gggtaggttt ttagggcggt
   167041 aaaagacttt atattgcatc cgtagggcca gcgtaacaaa agattcatca ccggatttgg
   167101 gggttgcctt aggcgggatt tcgtaaatat ttagccagaa tgcagattcc ctatccgcag
   167161 gtaatttact cccaccagat aagatcaacc gcaggctacg ctgtgcctga ggttgtaacc
   167221 ggaataccgg aggtaacacc aatatgggtg aaacagcctt atcaggcgtc gccatcaaat
   167281 tgccgtcatc cacccaaact tgtaccgcta ccggatagct attgctgttc accagttgca
   167341 gtgactcttc tgtactgcct tcactgaaga caatacgtgt tctctctgca atcacacttg
   167401 ccactgcact cgttgccagc gcactcatta tcagcacgcc aatcgtcagc gcagggagag
   167461 tcagtacacg acaggtggtc atgagtagca gcaacccacg gagcctacgg ttgatacggc
   167521 taagcattat attattggac acggataacc acttgcgcat gtgcattcac tgctccggcg
   167581 gtcactgttt gcccgcttat tttgcttaac tcagcacgga aagtttcggt gtaactgttc
   167641 cccccatcta cgctgcctgt ggtttcttgt gcgccctgta agataccata ccacccccca
   167701 ttgttacctg tctgagttac gttttttgac agtagataca tcgggctatt gttacggtag
   167761 atgcgaatac ccaccccgcc cgcggtgcca gcagcgccat agttatcgga gaccaaatgg
   167821 cttactcccc cgttgccgtt cattaacccc agcgcctgag ctttggctgc attggccgcc
   167881 ggcactaaaa atcccatcgc cactgtgcca gccgtcacgc cagagttaat tccggtctgg
   167941 cactgaaaat ccacattaaa atcagcagag ctggtattcc cattattcag ttctgccacc
   168001 gaaatcctgg gtaacacgac cgtcggggta aagttgctta ccgcacaaat agtggtccgg
   168061 cggaatgtga cgtatttgta caaaccaagt gatgcaggcc aggtagaata ccaaccgggc
   168121 cagtttgagt acgagtcagt accctcaatc gggccagtaa ttcctggccc tttaaacgcg
   168181 atataggcat tgggctgact acgtccatag agataagatg gcgtattgtt agcgccacta
   168241 cgggcataat caatacgaaa tagctcggta tacacattac tgaaattttt cgctttaact
   168301 aaaatccgtc cgctactgtc agtatcaagc ccggttaagc gtcggccttt ccaaatacga
   168361 gcgtaatact cccccgttgc caggttggta aaccgaataa ccacattcat cactgtagta
   168421 gcatagccat aggacacatt gcctgcaatc gtgccgtctt catatctgcc accataagtg
   168481 ctgtcaccgt tagtggcata catctcatag agctgatcca catcagccgc atcacagcga
   168541 aagaggacct ggtcaagggc ataaccggta ttcactgcaa aggtcgtaaa gtctgaggtt
   168601 gctgatgcca gtaacgtgcc atcgggctga aaattcgcat tggtgctgag atcaacaata
   168661 ctgggtaagt tgagcgaacc attattatcg tctctggaac ccaaccatga agcggcggta
   168721 ccatcactgg aacttatctg attttgtgcg gtaatacggg tgcagtttga ccatgcggag
   168781 gtgctaaata acccaatcag taatgtcatc ccagcaagaa aatatgggcg gcggcaatag
   168841 accgcagtgg tagactgcga aatgccggaa gatattaatg gctttgttgg tcttaacatt
   168901 atttttctca tagggttagc ggcggcaact cgcggttata tgaatgatat cttgctcggt
   168961 atcctggcga ttaaaagcat aaggtaattg acactgatca ccgctgcttt cgccccaacg
   169021 gacatcaagt gtacctttgt tatcggctat ccgtgcgtag atctgattcc cctgacctac
   169081 cattccaacc agttcatctt tgctgttata cacatcggca cccagtggta acccctcacc
   169141 ttcggcttga attaacaccg catagccagt cagtgtttca aatttcactt ttaccgctgc
   169201 cccggcataa gggacgacac ggccctgatt ctctttcaac tcggtgttac ggttaatccc
   169261 cttggtatcc agccctattg tgttgtagtt ataaggcgtt agcgcgggca ccagagcaaa
   169321 accgttacta tcaattcttg ccccttgagc accattagct tcaattaaac caaaggtctc
   169381 acccagataa gggcccagag tcacgccttg tcgatgtatt accgccgcac cacgagcgcc
   169441 tgcgccatat tgggtgtaat tattgccacg agaatagctg ccattaacgg tagcattggg
   169501 gaattgcttc tgtacgttgg ccccccaatt atttgagcta ctaccgaagt tgctgtcgtc
   169561 atagcctgca tttaatgcat agttgaagga atttcgctca ccggcggtgc ctgataatga
   169621 tgtttgatag ttattaccgc ttttcggatt acggctggct gacattgata gatattggtt
   169681 gttgctacca atattcagtg gaatagaaac ggtgaatgtt gcgatgttct cggtattacc
   169741 gtagcgcgtg gtggttgccg tctcgtcggt atcagggcta tcccagttat acagagtgga
   169801 ggtataaaca ctgcgctggc ggctgacagc caaattgtaa ctgatttgct gataactatt
   169861 tgaatagcct agctgtaact gggtatctct cgccgtatcg ttataataat cactggttga
   169921 ggcagaggcg tataactggc cccaattacc gaggtcttga ttaatagtag tggtgaattg
   169981 gctacgctgt ttataggttg atgaatccca cgttcccccg tttttttgca tcgaacgcac
   170041 cccgaacaca tcatttaaat cgcgataccc tttcgttgag taacgatacc cggctaaaga
   170101 gaacgtggtt ccggtttgat taaaggtctg gctataggtg gcctgcatcc gccaaccatc
   170161 ttgcgtttta tcattttcaa ctttggcgtg agaataggtg gcattgaggc ccaaagcacc
   170221 gaccggtgtc cctaatacgc caccggcaag taatgccgtg tagtcttttg ctaaacggac
   170281 accactgttg gccgtcagtt gattggtgag gccgcgttca taggtgaagt cagtgaaata
   170341 attatcaata ttggtgaaat cgcgtgattc cccgatcacc gcattatagc ggctaacgcc
   170401 tgggcgcatt gaatcaggaa cggcactgaa tggcaccgta aatgtcgagc ggctaccatt
   170461 ggcctcaata acctcaacat taaggtcgcc ttggctactg gtgctgaaca aatcgttaat
   170521 aacgaacggg ccaggagcga cgttcgtctc ataaatttca cgtccattct gacgaataat
   170581 aacgcgtgcg ttggtactgg cgacaccccg gacctctggg gagaaaccgc gcattgacac
   170641 tggccacatg cgttggtcgg tagccatttt cgcaccgagg aacgacatgc tgccaaataa
   170701 tgtactgtca gtgaaagttt cgcctaacgt taactggcta tccaactgtg ggatcgggcg
   170761 ttgcacataa gtgcggatgc tattccactg ggtatcgctg ccactatcat tactggcgta
   170821 gcggacgttc gattgctggc gtacttgcca caatcccaga ttgatcccac ttttaaggcc
   170881 aataaaacca aaatcagagg ttctcttttg ctggccgcga gtatcactgc gataagcgtt
   170941 ggcgctgtag ttaatgaatg cgagtttttc gccttcctgc cattccgccc gctcaatgta
   171001 gcccctgggc cgtttttgta atagagcctg tggaatcgaa agctctaaac gtaatttagc
   171061 ctgatcaaat cgaaaggatg ccccttttac ccgcgtagac agaggtaaac attggttcgt
   171121 tggggcgtga gtttcagtta tgggagtatt agcctcggta acatggggtt ctttgggagg
   171181 ggtgctattt tctctaccca gttcaacgcc agccgcggtt aataactcgt cgctcagaca
   171241 gggataaacc tcagatgagt tggcatcttt aataaattgc acgctcatac gtttgaacaa
   171301 tttgttatta accaaaacat ctacagcatc ataattcccg gcagttatag aatttttttt
   171361 attaagctgg gtcaaacctg atgcatattt tgtccctaaa aaaagagatt catcaaattc
   171421 gaaattttgt ggttcttcct gcccaaaagc agtatcaata tgtaaaatta aagttataca
   171481 taatgttaat gctttcctac ggcctgagaa attttttttc agaatgaccc gtgcctgcac
   171541 cataaatatt cctttaccgg aaagttactg ctaaatacga tagctaccgg catcttgccc
   171601 gccgaaatca ttcatgatca gaaagttaat cgttgctgac gaggatacgg atgcatttgg
   171661 gatcacccac tcaacttgag acataggcgc gatcatattt gattttactt taagttttat
   171721 gctcccactc acgatttcac cactggcaat tgtggcatag aatccagttg ggttttttcc
   171781 tgtcaaaaca aggttagttc cttgttttcg tagactaaaa gtcaatgcgg tagagacttg
   171841 gtcaacacgg ccgataatac tctcgggacg ataaaatact ttaatgcggt tacgcaacag
   171901 cactaacatc ttgttatctt tctctacttt attgacggga gggatctgta aaaagttaag
   171961 ataaaatacg gattccctat ctgtaggaag gccacttccc gtatatttta accgtaatgt
   172021 ttggccagaa tttgcttcaa tacgaaagaa cggtggagtc actataaagg gggctttgcc
   172081 tgtttctggt gtcgattttt catcgccact gtctaaccac acctgaacag cattagggaa
   172141 attgtcatta ttggttaact gtatgctgtg ctcgcttgcc gccgcaggat atatgatgcg
   172201 actccctgtc atcacgacac tggcattagc aaaagacaga ctcatagcca ctaataaagt
   172261 tacaaacaga taatgatagt ggcgggcata tatactaagc atgatgagcg taccttctga
   172321 agtcatttac cgagtgggta taccacccgg taataaatac atttattaca agtaagaaac
   172381 ggcatactgt acagatgcaa tgacagaccc tggtgttgat tgcccagtgg cataatactg
   172441 aacagcaaaa tcatgctccg cagatgtatc acctgctagc aacacgatac cgtcttgtgc
   172501 caaaccacta ttcaggtcga tacccgttgt tgtcgtggca tccttcaata attgaagttc
   172561 aacgttccct gcggtacctg tattttgtaa attaccagta gcagtaacca ggctaccgat
   172621 gaaaacagtt ttgatatcaa gatcatctga tcctgatgta cagccagaca cacctagcgt
   172681 aaaggttgtt ttgcctttag tttggccgga agcgtctaaa tcgctacttg atactgtagg
   172741 caacaagaca actggatttg cttcaaggcc gtttacggta acagaacagg tttgtgctgt
   172801 gacttcccct tggaacgtaa tcgtattatt actggcagac atggcaaccg ttgtagatgc
   172861 cgagaataac gcgatagcta aagtaatttt tttcatttaa aaccccgatg taatcattga
   172921 aatggagtta attccccatt cggattttaa taaaatccga atggggaatt tgattgagtg
   172981 aatatatatt ccaacatttt cagtttttat tattcgtctc aaaatacctt ttaatttcaa
   173041 aggtgttttg atgttttttt tctgtgtaat tattattaca tgagacaatc atatagaagc
   173101 taatgttggt ttcacatagg aaaaggtaac cgagtcgtgt aggaatattc ccatattgct
   173161 tttattaaat aattgtagct attgtttttt aaatgttatt aagagagtgt taaataaggg
   173221 ttttattgtt attttcatta ccaatcatac ccttgggtat tatttttcga tatatttaaa
   173281 agtctatttt ttaaatgttg ctatttatat tcctctaaat aaaaccaaga aaaaccaatg
   173341 tcttatacaa gagtatgata acgcttatcg agtgttgcat taatacttct actgtaatta
   173401 aggcgcgtaa taccttctaa actaaagata tgatggagtg ttaagtattg ttaatgaaat
   173461 atgggttatt ataacagaat tttttattag cgtgcgttgg aatgggttat cttaggttta
   173521 tggttaaaag gggatgaata aaacggtgat ataaaaaatt aagcttaatg caacgattca
   173581 ctcaaatctt gtactctagc gatggatggc atcagcttct ctgagagtga tactgtcgac
   173641 ggccaagagg tttgacgacc aagaggaaaa gagcctgtcc ataattctgt gtaactgcca
   173701 ccgtattaaa ggtgatcgct caggcggtca ccgaactcga taataaaacg gctcatcgct
   173761 aaccgccagt tctggatcgg catactccat ttttttgatg catccttgat cgccaaataa
   173821 acaaccttcc gcactgagtc gtctgtcggg aacactttgc gctttttaat ggctgcacgg
   173881 atcacgctgt tcaccgattc gatggcattc gtggtgtaga tagccttgcg gatatcgggc
   173941 ggatagccga agaatgtatt gagattttcc cagtgcgtac gccaactttt gctaatttgc
   174001 gggtatttgt cgtcccaggc ctccgcaaac ttatccagcg ccatcagcgc cgcctcttct
   174061 gtcggagcct gatacaccat tttcaaaccg ctggtgacgg ctttatagtc cttccatgac
   174121 acatatttca ggctgttgcg taccatatgg atgatgcaca gctggatgtg agtctgcgga
   174181 taaacactgt ttatcgcatc cgggaacccc ttcaggccat ccacgcaggc aatcagaatg
   174241 tcctgaagac cgcgattttt tagctctgtc agcacactta gccagaactt cgcaccttca
   174301 ttttctgcca gccacatgcc cagcagctct ttctgacctt cagtgttgat gcccagcgct
   174361 aggaacactg ctttgtttat cacgctaccg ttctggcgga cttttacgac aatgcagtcc
   174421 atataaacaa tgggatacag agcatccagt tggcggtttt gccattcagc aacctgctct
   174481 tttacggcat cggtgacttt agatatcagc gtgggagaca catcggcgtc atacatctct
   174541 ttgaaggtgg cgacgatttc gcgggtggtc atgcctttgg cgtacaggga caaaatctgg
   174601 ctgtccatct gtgtgatacg cgtctgattt ttctttatca gctgcggttc aaaggtgttt
   174661 tcgcggtcgc gtggcgtatt cagctcgatt tcgccgtcgt cgcatagcag tgttttggac
   174721 gaatagccgt tgcgggtatt cgagcctgat ttaggggtat ttttctcgtg cccgaggtgt
   174781 tcggtaagct ctgcatttaa cgctgtttcg acggtaagct ttgttagcat acgagaaaat
   174841 gcattaaggt cggcttcggt tttaagacct ttagccagtt cagccgcaag tgctttaagt
   174901 ttcttttcgt ccataatttg cctgtctccg ttgttggagt gaagatatca aaaacaggca
   174961 attacacaat attgtttaca gtctcgagga aaatgataaa tgccagcaag tcatttggat
   175021 gttaaaaatt tcacttcaaa gatgttggac cagttttttc cagtgaggta tattttattt
   175081 ttgcttttat cgtaagcaat accattgagt gtattagtgt tacggttgac tgaatcgagc
   175141 atgaattgta gccctgacaa ctcaatccac ttaaccactc taccattttc aggttcaatc
   175201 actaatatag catcgctata ccatacgttg gcataaatca ttccatcaat ccattctagc
   175261 tcattaattt tttcaattct tcggccatca aaggtcactg atattttttt tataattgag
   175321 aaatctgctg ggttacgaaa ataaagagta tcgctcccat cccccataat gagattgata
   175381 ccatcggtcg ttaaccccca tccttctcct tcataattga atgtttttat aattttcaaa
   175441 tcattagggt taatgacaaa tgcttttttt tctttccagg ttaatacgta gaaactatca
   175501 cctaatttag tgatcccttc accaaaaata ttatctggta aattcactga cctaatgacc
   175561 ttaccattgg ttaagtctaa ctccctgatt ttagagtttt tatagaggcc ggtcgtttca
   175621 tataatttac cgtcatcaat gacaagccct tgcgtaaaag atgtttcatc atgcggaatt
   175681 tttcttatca cttcaaaggt atacttcaga ggtttagaat ctgcgaaaga taaaggaaag
   175741 ctatatgtga ttataattaa taaaaaagta aagcaacggc gaggtatatt taatatctcc
   175801 attaagccac cttgataaat aaggaaattt tatttttata aaatattttc taaaccatat
   175861 tacctaaatt ttattgcaag taaataaggt ttggttaact gtagggtaac taacagatca
   175921 ttttacaatt aataagtaag tgattcgagt tattgatagc agctaatgca catggagttt
   175981 gaagtatgac gagtataaac atgaaatacg ccacctttta tagcgtggcg tatttcagga
   176041 ttagctgcgg tacaacactt taatgatgtg atatccaaac tgagttttga ccgggccata
   176101 aggttgcagc aattcgcagc taaataccgc tttatcgaat gcagggacca tatccccttt
   176161 attgaactca cccagatcgc caccgttgcg ttttgacggg cagttagaga actttttcgc
   176221 taactcctgg aaattagccc cgttattcaa ctgggccaga atgtcatttg cctgcttttc
   176281 atcatcaacc agaatatgca gtgcagaagc tttgtttgcc atagtaacag tcaccatcag
   176341 attattttaa cgacagggtt attttacgca gagtctcttc gataggctcg cggagcgcgt
   176401 cagtgtaacg tattttggtt gccgctgcgt gcgtattgcc aatcaaaaaa gcaggcagtt
   176461 ttttttcatc tgtggctttc tggtacaatt cgcttccccg taaacccatt gagcaaccga
   176521 gcgtcatgcg attaaacccc agccaacaag aagccgtcga atttgtcact ggaccctgtc
   176581 tggtgctggc cggtgcggga tcgggtaaaa cccgagtcat taccaacaag attgcccacc
   176641 tgatccgtca gtgtggttat cagcctaagc atattgctgc cgtgaccttc accaataaag
   176701 cagcccgcga gatgaaagag cgtgttgctc aaacgctggg gcgcaaagaa gcgcggggat
   176761 tgatgatcgc gactttccac accttggggt tggaaatcat caagaaagag tatgtggctc
   176821 tggggatgaa gtcgaacttc tcactgttcg atgcacagga tcaaatgggg ttattgaaag
   176881 atctgaccca taagtggctg gaagatgaca aaacattgct gcagcaactg gtgtcggcga
   176941 tctccaattg gaagaatgat ctgctggatc cagccgccgc tgctgcgaca gcacgatccg
   177001 agcgtgataa gttatttgtc cattgctacg gcttatatga cgcccatttg aaagcctgta
   177061 atgtgctgga ttttgacgac cttatctcgc tacccaccct attgttgcaa aaaaatctgg
   177121 aggtccgtga gcggtggcaa aaccgtctgc gttacctgct ggttgatgaa tatcaggata
   177181 ccaataccag ccagtatcaa atggtgaaat tgctggtggg gaatcgggcg cgttttactg
   177241 tcgtgggtga tgacgaccaa tctatctatt catggcgtgg tgctcggcca cagaacttgg
   177301 tcctgctaaa tgaagatttc cctgcgctac gggtgattaa gctggaacag aattaccgtt
   177361 cttcggggcg tatcttgaag gcggcgaata ttttgattgc caacaaccca catgtttttg
   177421 aaaagaaact tttttctgaa ctgagctatg gcgatgagtt gaaagtgatt accgccaata
   177481 acgaagatca tgaagcggag cgggtggtcg gcgagcttat tgcacatcac tttgttaaaa
   177541 agacccaata tagcgattac gccattttgt atcgtgggaa tcaccaatcg cggttgtttg
   177601 aaaaattgct gatgcaaaac cgtattcctt atcgaatttc gggtggcgat tcatttttct
   177661 ctcgtccaga gattaaggat ttgttggctt acctacgggt attgaccaat caggatgatg
   177721 acagtgcatt cttacgaatt gtgaatacac caaagcgtga gattggtgcg gccaccgtcc
   177781 aaaaattggg tgaatgggct aatttacgca ataagagcct gtttcgggcc agttttgatt
   177841 tagggttagg cgagcacctg aagggccgtg gcctggagtc attgcaacgt tttactcact
   177901 ggatggatgg gattattcgt ttggttgagc gtgaacccgt ggcagcagtc cgggatttga
   177961 tccacggtat tgattacgaa agttggttat tcgaaactgc gcccagccca aaagccgctg
   178021 aaatgcgtat gaaaaacgtt aatttattat tcagttggat gaccgaaatg ctggaagggt
   178081 cggaactgga tgaaccgatg acgctgactc aggtggtaac gcgttttacc ctgcgtgaca
   178141 tgatggagcg aggggagagt gatgaagaac tggatcaagt gcaattaatg acgttgcatg
   178201 cctctaaagg gctggagttc ccttatgtat tcttagtggg gatggaagag gggttgctgc
   178261 cgcatcaaag cagcattgat gaagataatg tggatgaaga acggcggttg gcttatgtgg
   178321 ggatcacccg cgcccagcgt gaactgttct tcaccctgtg taaagaacgg cggcaatacg
   178381 gcgagttgat tcggccagaa cctagccgtt ttctgatgga gttgccgcag gacgatttaa
   178441 actgggaaaa cgaacgtaaa gccgtcagcc cggaagagcg tatgcaaaaa ggccagagtc
   178501 atctggccaa tcttcgtgct cagttagcga atgcgaagaa accgtagtta atatgaaaag
   178561 ccgtagttaa cacgaaaagc agcagttaca gtagtgaaga taataacggg cagtctattg
   178621 cccgttagcc atgcattaag gcgcgactga ttgaccatca accgtgacgt ttttaacgtc
   178681 gctgaaatgc tatgggtaat ccccaccaac acacttagct aagctcttcc aatagcagtg
   178741 gccattgaac ataactttgc cagtgactct cttgttctaa cgcttcggcg cggtaggggt
   178801 gctgttccaa ccaaccttgg gggaccagca cataaagcgc attattatcg gcccgcaacc
   178861 tgactgctgg cagggtatca tcccggcgac ggctggaaaa aataatggcc aagcgcagta
   178921 gacgacacaa atgctgtgcc atgtcggcag gtaatgcatt ctgctggttc aagagcgata
   178981 gatcgatagt gtcactctgg ttttgtaaca gagcagaaag cagcagcttt tgtgcaggag
   179041 taaaaccggg tagatccaga ttacggatca gataagcggc atgttgcgga gcatgtttaa
   179101 aatcgacact gaggccaatt tcatggatca aacaggcgtt ttgcaaaaat tcgcgacatc
   179161 ggccatcgag atgccactct ttttccactt gtaggaaaaa gttatccgcc aaacaactga
   179221 cgcgcttagc ttgctcggta tccagtaaat agcggcgctg taaattacgt agtgtccggc
   179281 ggcgaatatc ttgctcgacc ggtaaatgga gcatgccata gaccagccct tcgcgcagtg
   179341 cgccacctgc cagtgtcatg ctttcaatgg acaactcctg gaatatcgca attaagatgg
   179401 acagaccact ggggaagacc agcgctcgtt ccaaggttaa accagggatt tccaactctt
   179461 ctaatttgcc acactgaatc gctctttgtt tgagctgttg cagcttggct aaggtgatca
   179521 gctcgtccat accttgagcg accatgatct cttgtagtgc ctgaacggtg cctgaagcgc
   179581 cgacacaaac ttgccagcca tgttcacgaa aacgttgggc gacgggcttg atcatctcat
   179641 gagcggccaa ttcagcgcgt tcaaaatttt cctttgccag atggcggtca ccaaaataac
   179701 gttctaacca ggtaacacaa cccattgata ggctgaccaa aatattcgcc tgagccccat
   179761 tgcctgtaac caactcagtg ctgccccccc aatatcgacg accaaccgct gttctggccc
   179821 gccagtcgta tgcgctacgc catgataaat cagacgggct tcttcttcgc cactgatgac
   179881 ttgaataggg cagccgagga tctcggttgc agtacgcaag aattcgtcgg cattagaggc
   179941 caggcgcaag gttgccgttg cgaccacgcg gatttgatcc agaggaatat cctgtaaacg
   180001 ctctgagaaa agttttaggc attgccagcc tcgttccatc gcttcctgcg atagatgatt
   180061 ttggttatcc agaccagccg ccaggcggac cttccgctta atacgtgcca gcgtttggat
   180121 actgccagcc acctcacgta ctaccaacat atgaaaacta ttggagccaa gatcgatggc
   180181 agcataaagt gaggtggaac ttagcatcat ttatcagcct ggtcgcttac ggttattccg
   180241 tggtgctcca ctgcggcgtg gggcagaatt acggcgtggg ccattcccgg tgcgggtacg
   180301 ggctaggcgt ttaggcgctg gtagatcagt taatagcgcg tcactgttat atttgcttac
   180361 cgggatgcta tggcccgtat aggtctcaat cgctggcaag tttaatgcat actcttcgca
   180421 ggccagactg atggagtgac cactctcgcc agcacggcca gtacggccaa tgcggtgaac
   180481 gtaatcttca cagtcatctg gcaggtcata gttgaagacg tgggtcacta atggaatgtg
   180541 taaaccacgg gcagcaacat cggtggcaac cagaatatcc aaatcgccct tggtgaaatc
   180601 ttcgagaata cgcaggcgtt ttttctgagc aacatcaccc gtcaataaac cgacgcggtg
   180661 accatcagca gccaaatgcc cccagatctc ttcacaacgg tgtttggtat tagcaaaaat
   180721 aatacagcga tcaggccatt cttcttcaat taacgtctgt aacagacgca ttttttcttc
   180781 atttgaagga tagaacagct cttctttgat gcggtgaccg gttttttgta acggttccac
   180841 ttcaacatat tctgcattat tcatttgttc gaatgccaat tcacgtaccc gatacgagag
   180901 agtggcagaa aacagcatat ttaaacgttt atcaacggaa ggcatacggc ggaacagcca
   180961 gcggatatct ttaataaagc ctagatcgta catgcgatcc gcttcatcca ataccacgac
   181021 ttgaatcgca ccgaggttaa tataattttg tttcgcgtaa tcgattaaac ggcctgttgt
   181081 accgatcaag atatcaacgc cactttccag cactttaagc tgtttatcgt agccatcccc
   181141 accataagcc agacctaact tcagcccggt tacctgggaa agtgattctg catcggagtg
   181201 aatttgcacg gctaattcgc gcgttggtgc cataattaat gcgcgtggtt gattagtctg
   181261 gcgaccctct tctgctgggt gagaaagcaa ataatggaaa gtagacgcca agaatgccag
   181321 cgtcttgcct gtaccggttt gcgcctgacc tgctacatca cgcccagaga gggtgagtgg
   181381 caatgctaac gcctgaatcg gcgtgcaata ctgaaaccct ttgttttcaa gggcttcaac
   181441 aactagcggg tgcagggcga agtcggaaaa cttctgttca gtcaagtgtg ttttgctcat
   181501 agtgtggtag aatatcagct aactattgct ttacgaaagc gtatccggtg aaataaagtc
   181561 atcctactgt tggttaatgc tacaccaacg aggtagacac aatcctttgg agtagaacat
   181621 gagcgataaa attattcacc tgagtgacga cagtttcgat actgatgtgc tgaaagccag
   181681 cggcttggtc ttagtcgatt tctgggctga atggtgtggt ccgtgcaaga tgattgctcc
   181741 gattttggat gaaatcgctg aagagtatga aggtagattg actatcgcta aattgaacat
   181801 tgatgataat cagggcacag caccaaaata cggtatccgt gggattccta cgctgctgtt
   181861 gttccgtgat ggcgaagttg tcgccaccaa ggttggtgcc ttgtctaagg ggcaactcaa
   181921 agcgttcttg gatgcaaatc tgtaatcggt gctagccgtc tataccccaa gtcattggag
   181981 taatgagagc cgctaacaca gcggtggcct caaggacgta gggtatgttt agcggcagtt
   182041 gtgatttctc acactgaccg ctagacgcct gcaaagaagc gtgttaagtt tacctcactg
   182101 catatagaac attcctgtgt attgagtccg ggtctgtagc atctaaacag tttgaatcta
   182161 aagttttact ctatgtcgaa ttgatttgtg ttgagaatat ttatgaactc aatcattttt
   182221 ttgacagtct aatggcttta caaaatcagt ctaaggcacc ttcaatcttt ataccgttgt
   182281 gtcgcaaaaa tcttgcgtaa gtcattactt atgtagtttg cccaaggctg gtggttgaat
   182341 gtcccattaa caggcacgta tgacgctgcc ataccattca cgaccatagt tcaagacata
   182401 ccccgagttt aagaacccac cattatgaat cttaccgaat taaagaatac gccggtttct
   182461 gatctgataa cacttggcga aaatatgggg ctggaaaacc tggcccggat gcgtaaacaa
   182521 gatattattt tctctattct aaagcagcat gccaaaagtg gagaagatat cttcggtgac
   182581 ggtgtattgg agatattgca ggatggattt ggtttcctcc gctctgcaga cagctcctac
   182641 ctcgccggtc ctgacgacat ctatgtatcc ccaagccaaa ttcgccgttt caacctccgc
   182701 actggtgata ccgttgccgg taagattcgt ccgcctaaag aaggcgagcg ttattttgca
   182761 ttgttgaaag ttaatgaagt taactatgac aagccggaaa acgcccgtaa taaaatccta
   182821 ttcgaaaact taacgccgtt acatgccaac tctcgtctgc gcatggaacg tggtaatggt
   182881 tcgactgaag atttaaccgc ccgtgtactg gatttggcat cgccaattgg tcgtggccaa
   182941 cgtggtctga ttgtggcccc accaaaagcc ggtaaaacta tgctgttgca gaacatcgcg
   183001 accagcattg cttacaatca ccctgattgt gttttgatgg tattgctgat tgacgagcgt
   183061 ccagaagaag taaccgagat gcaacgtctg gttaaaggtg aagttattgc ttctactttt
   183121 gatgaaccag catcccgtca cgttcaagtc gctgaaatgg ttatcgagaa agcaaaacgt
   183181 ctggttgagc ataaaaaaga cgttattatc ttgctggact ctattacccg tttagcccgt
   183241 gcttacaaca ccgttgtacc tgcttcaggc aaagtattga ccggtggtgt tgatgcgaac
   183301 gcgttacatc gccctaaacg cttctttggt gccgcacgta atgttgaaga gggcggaagc
   183361 ctgaccatca ttgcaaccgc gctggttgat accggttcta aaatggatga agttatctac
   183421 gaagaattta aaggtaccgg taacatggaa ttgcatctgt cccgtaaaat tgcggagaaa
   183481 cgtgtattcc cagccattga cttcaaccgc tctggtaccc gtaaagaaga gttgctgact
   183541 acgactgatg agctacaaaa aatgtggatc ttgcgccgaa ttcttcatcc aatgggtgaa
   183601 attgatgcaa tggaattcct catcagtaag ctggcgactg cgaaaactaa cgatcagttc
   183661 tttgataata tgagacgctc gtaagcttat acgcctaaag aaactggcgt tgcaggggaa
   183721 tgtgtgtagc tagcacctct gtggcgtcaa gtactaaagg tatagttgag tcactatata
   183781 gttgaatcat tatatagatg aatcactaaa ggtattgtag ttgaatcagt caaaacgcca
   183841 cgccagtcgt ggcgtttttt acttttggaa tatacgatag ttgggatcat tgtccatgga
   183901 gagggtaaaa atatcgaact gacaaatatt ttcgtatcta tacccaaaat aattcgagtt
   183961 tcaggaaggc ggcaactgag ggagcccctg ggagcttata cagataagtg actgaggtga
   184021 atgaaggcag ccaacgtaca tacaacttga agtatgacgg gtatattctc ataaccaatg
   184081 tgacaatacc aaaatagagt ttggaatagc caataaggct atcatcatat tcagatataa
   184141 ctgaaagcgt gttgggggca tagcaagtgc taatctacat gctaagctgt tgtatctttt
   184201 tgcagagagc ggttaaacgt gaacctactc actatgagta ctgaattaat ttatatcttt
   184261 ctgttttcta tggcatttct atttgttgct cgcaaagttg ccataaaaat tggacttgtc
   184321 gataaaccca actaccgtaa gcgccatcaa ggattaatcc ctctggtggg gggaatatcg
   184381 gtattcgcgg gggtctgttt tgcttttctg attactaatc agcaaattcc ccattttcgt
   184441 ttatatcttg catgtgccgg gttattggtc ttcgttggtg ctttagatga tcgttttgat
   184501 atcagcgtaa aaattcgcgc ttttgttcaa gcactggtcg gcatcgcgat gatggcagtc
   184561 gcggggctat atttacgtag tctggggcat gccttcggtc catgggaaat ggtattaggg
   184621 ccatttggtt atgtggtcac cctgtttgcg gtttgggcgg ccatcaatgc gttcaacatg
   184681 gttgatggaa tagatggctt gctgggtggc ctatcctgtg tttccttcgg ggccatgggg
   184741 attttgttgt accaaagtgg gcagatgtca ttggcgttat ggtgtttcgc catgatagcc
   184801 accattattc cctatatctt actgaatctc gggttactgg gtcgccgcta taaagtcttc
   184861 atgggcgatg ctggcagtac tttgattggt ttcaccgcga tctggatcct gttacaggcg
   184921 actcagggta atgctcatcc gatcaaccct gtgacggcac tatggattat cgccattccg
   184981 ttgatggaca tgattgccat catgtatcgt cgtttacgca aaggcatgag tcctttctct
   185041 ccagatcgcc aacatattca tcatttaatc atgcgggccg gttttacctc ccggcaagct
   185101 tttgtcctca tcacactggc tgccgcgttg ttagccatga ttggtgttat cggcgaacgg
   185161 ctgacattta tacccgaatg ggtcatgttg gcattgttct tgcttgcatt tctattgtat
   185221 ggctactgca ttaaacgggc atggcgggtg gcgcgtttta tcaaacgttt caagcgtcgg
   185281 atgcggcggg catcgaaaaa taagcatgaa tcttaaccag aggcttttag gcagtgatga
   185341 aaccagaatc tatgtcgact gataaaacag ggtctaccaa taatgaaccg tctgtggata
   185401 acgaattaga tatccgtggt ctgtgtcgta ctctatggcg tggcaaggta tggattatcg
   185461 gtatggccat tattttcgct gcgattgcac tgggagtctc ctatctggtg aaacagcagt
   185521 ggagtgcgac agccattact gacaaaccaa ccgtcaacaa tttggggggg tattattcgc
   185581 aacagcagtt tttacgtaat cttgatatcc gtctcaatag cgggcttgtc agtgaacagc
   185641 caggcatctc cgatgaagct tacggtgagt tcattactca gttagcggct tacgataccc
   185701 gtcgtgattt ctggctacaa agcgattact acaagcaacg gcttgaggga gacgctaagg
   185761 cggatgcggc attactcgat gagctagtga ataacattgt tttcacggcg cgtgatgata
   185821 aaaaaatccc gaatgacagc attaaattga cggcagaaac ggccagtgat gcgaataagc
   185881 tactgcgtgg ttacattgat tttgccagtc aacgtgcgtc aagccacctg aatgatgaaa
   185941 ttcaaggcgc ttgggcagcg cggactcaat caatgaaagc gcaggttaaa cgccaggaag
   186001 cggtagctca agcagtcttt gatcgtgaag tggcggcggt taagcaagca ttgaaagtgg
   186061 ctgggcaaca aggtattacc agtagccaga cagatacgcc agccgagcaa ttggcagatt
   186121 ccaagatgtt catgctaggt aagccgatgc ttgaagcccg tttagaaaca ttactggcta
   186181 ctggcccaag ttttgatatt gattatgatc aaaaccgtgc catgctggca acattgaacg
   186241 ttggtccgac actagatgat aaattccaga cttaccgcta cttacgtaca ccagaagacc
   186301 cggttacccg tgatagccca cgtcgtgtgt tcctgctgat tatgtggggc gctatcgggg
   186361 cattagtcgg tgcgggtgtg gtattggttc gccgctccag taaggcactg tgacctgtat
   186421 ggccggtgtc atgtggaatc agtaacggca tgtgtcagta acgacacatg atcggccatc
   186481 gtatgtaatc agtagttgta tgtaatcgat agtcatatgt cgctcgtggt tgtatatagt
   186541 tcatagtcgt atgtcgctca tattggtatg tcgctcatca tggtatgaac tcgtatcgag
   186601 tcacgcactg agcgacaaga aatcgttaat ggacgcattg tgcgcccaac ttgcaggcat
   186661 tgcctgcggc taactgacct aaagagattc actgtgaaag tgttgactgt ttttggcacc
   186721 cgtcctgaag cgataaagat ggctcctctg gtgcatgcct tggctcagga tgacgccttt
   186781 gaatcgagag tctgcgtaac ggcccagcat cgtgagatgc tggatcaggt attgcgttta
   186841 tttgagattc aaccagatta tgatttagac atcatgaggc caggacaggg attgacggaa
   186901 ataacctgcc gcattctgga agggctaaag ccggttctcg aagagtttaa gccggatgtt
   186961 atcttggtgc atggcgatac cacaaccaca ctgtcggcca gtctggccgg gttctatcac
   187021 cgcatacctg tcggccatgt cgaggctggg ctgcggaccg gggatctcta ttctccatgg
   187081 ccggaggaag ctaaccgtca actgactggg catcttgcca tgtatcattt tgcgccgacc
   187141 gagaattctc gacagaattt gctacgtgaa tgggtgccgg agaaccgtat ttttgtcacg
   187201 ggtaatacgg tgattgatgc gttgttctgg gtccgtgatc gggtgatgaa tacccctgat
   187261 ttgcgagcaa acttggcaca acgttacgcc ttccttgata ccaataagaa gatgattctg
   187321 gttactggcc atcgtcgtga aagctttggt ggtggttttg agcggatttg cagtgcgtta
   187381 gcggaaattg cccggaaaca tcccgaggtg caggttgttt atcccgtgca tcttaacccc
   187441 aacgtcagcg agccggtaaa ccgtatcttg aaggggattg ataatattat tctgatcgat
   187501 ccgcaagact acctgccatt tgtttaccta atgaatcatg cgtatctgat cctgactgac
   187561 tcagggggta ttcaggaaga agcgccgtca ttgggtaaac ctgtcttggt gatgcgtgac
   187621 accaccgagc gcccggaagc cgtagattct ggcactgtgc tgctggtggg gacaaatatt
   187681 aataaaattg ttgatgcagt aacccgcttg ctgactgatg agacggctta tcatcaaatg
   187741 acccgggcac acaatcctta cggtgacggg tatgcctgtc aacgcatcct taaagcttta
   187801 aagaatcatc aggtgacgct atgagttttg aaactatttc tgttatcggt cttgggtata
   187861 ttggtctgcc gaccgcggcg gcttttgctt cgcgtaaaaa gaaagtgatt ggcgttgacg
   187921 tcaatgcgca tgcggttgaa accattaatc gtggtgccat ccatatcgtg gagccagatt
   187981 tagacaaagt ggtaaagatt gctgttgaag gcggctacct gcaagcggtg acgaaaccac
   188041 aggcagccga tgcattcctt attgccgtac caacaccgtt taaaggcgat catgagccgg
   188101 atatgatttt tgtcgaatca gccgctaaat ccatcgcacc ggtgctgaaa aaaggcgatt
   188161 tggtcatttt ggaatctacc tccccggtag gtgctactga gcaaatggcg caatggctgg
   188221 ctgaggctcg ccctgatttg agtttcccac agcaagcggg cgaagcagcc gatatcaata
   188281 ttgcatactg ccctgagcgc gtgttaccgg gccaggttat ggttgaactg atccagaatg
   188341 accgggtgat tggtggcatg acaccaaaat gttctgcccg cgccagtgcg ttatataaaa
   188401 ttttcttgga aggtgagtgt gtggtgacta actcacgcac cgctgagatg tgcaaactga
   188461 cggaaaacag cttccgtgac gttaacattg cctttgccaa cgagttatca ctgatttgtg
   188521 atgagcaagg tatcaatgtg tgggagctga ttcgtctggc gaaccgccat ccacgcgtga
   188581 atatcttaca gccgggtcca ggtgtaggtg gtcactgtat cgccgtcgat ccatggttta
   188641 ttgtttctca gaatccacaa ttggcccgcc tgatccacac ggcgcgtctg gtaaacgacg
   188701 gcaaaccgtt gtgggtggtt gatcgcgtta aagccgctgt tgctgattgt ctggccgcca
   188761 gtgataaacg cgcttctgaa gtgaaaattg cctgcttcgg tctggctttt aaacccgata
   188821 ttgatgacct gcgtgaaagc ccagcagtgg gtgttgcccg cttgatcgcg gagtggcatg
   188881 tgggtgaaac actggttgtt gaacccaatg ttgagcaatt gccaaaatca ctgatgggtc
   188941 ttgtcacctt gaaagatacc gccactgctt tacaacaggc tgatgtcttg gtcatgttgg
   189001 tggaccacaa acaattcaag gccatcaaac ctgaagatat taagcaacag tggattgttg
   189061 ataccaaagg agtatggcgt tgaggcgaat tctcgtcaca ggcggggccg gttttatcgg
   189121 ctctgcggtg gtcaggcata ttattgatgg cacctcagat agcgtggtgg tagtcgataa
   189181 actcacctat gccggtaatc tggagtcgct gtcagtggtt gcgggcagtg agcgttatgc
   189241 tttcgaacaa gtcgatatct gtgacagcag tgagttggat cgggttttcg cacagtatca
   189301 gccgaatgtg gtgatgcatt tggctgccga gagccacgtt gaccgctcaa ttgatggccc
   189361 cgccgcgttt atcgagacga acgtggttgg cacttacacc ctgttggaag ctgcccgtca
   189421 ctattggcaa caactgagtg ttgaagccaa gcaggcgttc cgctttcacc atatctcaac
   189481 ggatgaggtg tatggcgatt tacacggcac tgacgatttg tttaccgaaa ccacgccgta
   189541 tgcgccaagc agcccatatt cggcgtctaa agcgtccagt gaccatttag tccgggcttg
   189601 gttgcgtact tatggtttac cgactttggt gactaattgt tcaaataatt acggcccgta
   189661 tcacttccca gaaaagctga tcccgctggt tattttaaat gcgttggcgg gtaagccgct
   189721 gcctgtttat ggcaatggtg ctcaggtccg cgactggttg tatgtagaag accacgccag
   189781 agcgttgtat caggtggtta ctgagggtgt ggtgggtgaa acctacaata tcggcggcca
   189841 taatgagcgc aagaatattg aagtagttga aaccatttgc gcgctattgg atgagttggt
   189901 gccagcaaaa ccggcgggta tcgcacacta ccgtgatttg attacctacg taaaagaccg
   189961 gccgggtcat gatatgcgct atgccattga tgctggcaag attgagcggg aactgggttg
   190021 gcgtccacaa gaaaccttcg aaagcggtat ccgtaaaacg gtcttgtggt atttgaataa
   190081 tgaatcttgg tggcgtcgtg ttcaggatgg ctcttacgcc ggagagcgtt tgggcttgag
   190141 tgactaacac ccgtcatttt tcacgttgta ggtgtattgg ctgcgctcag tcatccgaat
   190201 aacttactga tgtaagcacc tcggggttct cttgcttgcc gccttcctgc accttgaaat
   190261 ctatagtgtc tatcgttggg cgacctacga gagacaccaa agtcgattaa tcatcgggat
   190321 ggcgtcatcc agtcgtttgc atgatgtttt gcctgtgtat agcctctgcc tgatggtctc
   190381 aggagatggt atgtatcagg aaattgtatg tatcaggaga ttgcatgtat caggagaacg
   190441 tatgaaaggc ataattctgg ctggtggttc aggttcccga ttacacccca tcacccgtgg
   190501 cgtctctaag cagttgcttc ccatctacga taaacccatg atctattacc cgctgtcagt
   190561 attgatgctg gcagggatcc gtgacgtgtt gattatctca accccggaag acttaccatc
   190621 gtttcagcgt ttgttgggca acggtgatga gtttggtatt aatctgagtt atgccgcgca
   190681 gcctagccca gacgggctgg cacaggcatt tatcattggt gaagcgttta ttgataatga
   190741 gccatgctgt ttggtgctcg gtgataatat ctacttcggc caaggcttta gtccaaaact
   190801 gaaagctgtc gccgcgcgtc agcagggcgc gactgttttc ggctatcagg tgatggatcc
   190861 agagcgcttt ggcgtagtgg agtttgatga caacttccgc gcgttgtcta ttgaagaaaa
   190921 accgagccag ccaaaatcaa attgggcggt gaccgggctc tatttctacg ataaccaagt
   190981 ggttgatttt gccaagcagg ttaaaccttc tgctcgcggt gaactggaaa ttaccagcat
   191041 taatcaaatg tatctggatc gcggtgagtt aacggttgag ctgctagggc gcggttttgc
   191101 ttggctggat accggcaccc atgacagcct gatcgaagcc agtacttttg ttcaaacggt
   191161 tgaaaaacgc caaggtttta aaattgcttg tttggaagag attgcctggc gtaacggttg
   191221 gttggatgat gatggcgtaa aacgtgcggc aaccgcgctg gcgaaaaccg gttatggcaa
   191281 atatctgttg gatctattac atgcccgtcc acgccagtat tgagccactg ggctgggaaa
   191341 gtgaattttt ccagcgccaa agtgcaaaat tgattttttc cgactcagcc ccgccactta
   191401 acccggctga gttggctgct tttactctcg ttcaggctaa agtacctact catcgccttg
   191461 atcttataga tgccctgagc caacttgatt ttcatttggt tgaaggggaa attgatctgt
   191521 cgctggtcgt gggtgaaaaa gaaggtattg gcacggaaaa tgctacatca gaacccaata
   191581 tgggggccta ctcgctacgg gttgccaccg aggcagatat tccgcagttg cgccgtgttg
   191641 ctgccagtgc ttttgcctta agccgctttc gtgcgccttg gtatgacgca caggacagtg
   191701 ggcgatttta tgctttgtgg gttgaaaagg cggtgctggg aacctttgat caccaatgtt
   191761 tattggtgct cgaccctacg gatcaacccg tcgggtttgt gacgttgcgt gacttgcaag
   191821 acgggagtgc gcgtattggc ctgttggccg tattccccgg tgcacagagt aaaggtatag
   191881 ggttaagatt aatgtcggcg gcgaagcagt ggtgccagca tcatgggtta caccggttac
   191941 gggtagccac acaaatgagc aatattgctg ctttacgtct ctatattcgt agtggtgcct
   192001 ccattgagag taccgcgtat tggttatgca ggggatgaga tgattccatt taacactcca
   192061 ccgatagtgg gcactgaact gggttatatg caggctgcga tgagcagtgg caagttatgc
   192121 ggtgatggtg gttttacccg tcgctgccag cagtggatgg agaaacgttt taactgccca
   192181 aaagtgttac tgacgccatc ttgtaccgcc tcgttggaaa tggccgcgtt attgctggat
   192241 atcaagcccg gtgatgaagt gatcatgcca agttttacct ttgtttctac cgccaatgcc
   192301 tttgtgctgc gcggggccaa aatggtgttt gtcgatatcc gtccagacac catgaatatc
   192361 gatgaaacca agattgaagc ggcgatcacc gataaaaccc gggttattgt gccagtccac
   192421 tacgcagggg ttgcctgtga gatggatacc atcatggcac tggcgaaaaa gcataatttg
   192481 tttgtggtag aagatgcggc tcaaggcgtg atgtcaacct acaaaggtaa agctctgggt
   192541 accattggcc atattggctg cttcagcttc catgaaacca aaaattacac tgcgggcggt
   192601 gaaggtgggg cgacgttgat caatgatcct tcattgattg atcgtgcaga aattatccgt
   192661 gaaaagggca ccaaccgtag ccaattcttc cgtggtcagg tggataaata cacctggcgt
   192721 gacatcggct ccagctactt gatgtctgat ttacaggccg cttacctgtg gggccagtta
   192781 gaggcagcag agcagatcaa cgaacgccgt ctggcgctat ggcatggtta ttataatgct
   192841 ttcaaaccgt tggccgatgc tgggcgcatt gatttaccgg tgatcccagg caacgtggtg
   192901 caaaatgccc acatgtttta tattaaactg cgtgatattg aggagcgctc tgcatttatc
   192961 agctatttaa aagaagcgga tattatggcg gtattccact acatcccatt acatgcgtgt
   193021 ccagcaggtg aggcgtttgg ccgtatggct ggcgaagacc gctttacctc caaggagagt
   193081 gagcgtctgg tgcgcttacc tattttctac aacctgactg atgttaatca gagcacggtt
   193141 attaatactg tgctgagttt cttcgtctga tatgtctctg gcaaaagcat cgatttggac
   193201 tgcctgctct acgctaatca agattggcgt agggctattg gtggttaaac tgctggcggt
   193261 cacctttggc cccagcggtg tggggcaggc gggtaatttc cgtcagctaa ttatcgtgtt
   193321 aggtgtgctg tctggcgcgg gtatctttaa cggtattact aaatatgttg ctgaatatca
   193381 tcagcaacct gaacgtttac gggccatgct gggcacctcg tccactattg ttctggggtt
   193441 ctcaacccta ttggccttgg tttttctgct ggccgcgaaa cctgtcagca tcgcgttatt
   193501 tggccatgcg gattaccaga atgtggtgcg cgcgatagca tttatccaga tgggaattgc
   193561 ctacggcaac ttgtttctgg cgatcctcaa aggttatcgc gatgccatgg gcaatgcgct
   193621 agcgatcatt ggcggtagcc tgattggggt cgtagcatat tatatttgtt ttcagatcgg
   193681 gggctattcg ggtgcgttag ttggcttagg attagtcccg gcgttggttg tgctccccgc
   193741 tgcggcgatg ctgtaccgcc gccgtacgat cccgctgcgc taccttaaac cgcattggga
   193801 taaagcgctg gccagccatt tgggcaaatt cacactgatg gcgctgatta cgtcagtgac
   193861 cttgcctgtg gcctatgtaa tgatgcgtca cttactggcg aataactatg gttgggatgc
   193921 cgtcgggatc tggcaagggg tcagcagcat ttcagatgct tacctacaat ttattacggc
   193981 ctcatttacc gtctatctgt tgccaacact gtctcggctg aaggataaag gggcgatttc
   194041 ccgtgaaatc ttccgttcac taaagtttgt gttgcctgcg gtggcggcag ccagtctgac
   194101 ggtttggtta ttacgtgatt ttgctatctg gttgttgttt tctcaccagt ttactgcgat
   194161 gcgtgatctt tttgcctggc agttggtggg cgatgtatta aaagtggggt cttatgtgtt
   194221 tggctatctg gtcattgcta aagcatcgct acgtttttat attttggcgg aagtcagcca
   194281 gttcttactg ttgaccgggt ttgcctactg gttaattcca atgaatggct ctcttggtgc
   194341 ggcacaggcg tatatggcaa cgtatatcgt ctattttgcg ctctgtagct gcgcattcct
   194401 tgtgtatcgt agacactcag caccgtaaac actctttaca gtagaaaaaa atgataaccc
   194461 tgactcatgt actgggatct gatatcccgc accataatct gaccgtgttg cgtttcttta
   194521 atgacgtgct ggcgaaatgc ctgcctgtag aacaggtacg gcactttatg gtcgcggcaa
   194581 aagaaacggc ccccttttcg tcattcccgc agttggatat caacacgtac agtgataaaa
   194641 aagcgttggc tgaggcggtt attgcccgtg cacaggcgga tcgcagtgcg cgtttctttt
   194701 ggcacggtca gtttaatgtc actctctggt tggcgttgct aagcggtaaa attaagccag
   194761 ggcaggtgta ttggcatgtc tggggtgcgg atttatacga agatgccaaa agcttaaaat
   194821 ttcgtctgtt ttacctgctg cgccgcatag cacaagggcg ggttgggcac gtgtttgcca
   194881 ctcggggtga tttaattcat taccagcagc ggcatcctcg cgtgcccgcc tcattactct
   194941 acttcccgac ccgtatggat ccggccctga ccgctatcaa tattgataaa cccttagctg
   195001 ggccgatgac aatcttggtg gggaactccg gtgataccac taaccgccat atagaggcgc
   195061 tgaaggcgat tcatcagcaa tttggccctg acgtccgggt gattattccg atgggctatc
   195121 cggcgaataa cgaagcgtat attgaacagg ttaggcaggc ggggctcgca ctgttctcgc
   195181 aagacaatct acgtatctta accgaacaga tcccctttga tgattatctg aatattctgc
   195241 gtgaatgtga tttgggctat ttcattttta accgtcaaca aggtattggt accctgtgtt
   195301 tattgaccca gtttggcgtg ccctttgtgc taagccgtaa aaatccgttc tggcaagatt
   195361 tggctgagca gcatattccc gtgttcttct acggtgacac tctggacgag ccgatgatcc
   195421 gtgaggcaca acgtcaactg gcagggttag ataaacaagc gatcgctttc ttcaatccaa
   195481 attatattga gggctggaag caagcgttgg ctctggctgc gggggaacac ccatgacgct
   195541 ggggcaattt ggcggtctat tttgtattta tttgatagca gtcattttta ttctgacact
   195601 aacctatcag gaatttcggc gggttaagtt taactttaac gttttgtttt caatgcttta
   195661 tctgttgacc ttctattttg gtttcccact gacttgtatg ctggtgtttc agtttggggt
   195721 ggcggtggtg ccggttgagt atttgttgta cgccatgctg tctgctacgg ccttttatgg
   195781 catttactat gtcacctata aaacacggtt acgtcagcct cgtagccagc cgcgcacgcc
   195841 aatattcacc atgaaccggg tagaaactaa tctgacctgg gtgctgctgg cactggtcgc
   195901 ggtagggacc gtcggcatct tctttatgca aaacggtttc ttgctgttta agctggattc
   195961 ctacagcaaa atattctcca gtgatgtctc tggtgtcgcc ctgaagcgtt ttttctactt
   196021 ctttatcccg gcaatgctgg tggtttattt cctcaaacag gatcggcggg cctggttctt
   196081 cttccttgcc agcacggtgg cgtttggcat tctaacttat gtcatcgttg gtgggacgcg
   196141 tgccaatatc attatcgcat tctcattgtt cctgtttatc ggtatcgtcc gtggatggat
   196201 aaccctgtgg atgctagcgg cggcaggtgt cttcgggatt gtcggtatgt tctggctggc
   196261 ccttaaacgt tatggcctgg atgtgaacgg tgcagaggca ttttacacct tcctctattt
   196321 gacgcgggac accttctcgc cctgggaaaa cctcgggtta ttgctacaga actacgacaa
   196381 aatagatttc caggggctgg caccgattgt ccgtgatttt tatgtcttta ttccaagcgc
   196441 gctgtggcca gaacgcccgg atttggtact gaataccgcc aattacttta cctgggacgt
   196501 tttggacaat cactctgggc tggctatctc gccaacgctg attggttctc tggtggtcat
   196561 ggggggggta ttgtttatcc cgctgggggc cattgttgtg gggcttatca tcaaatggtt
   196621 cgattggttg tatgaacaag gcaaggccga gagtaatcgc tataaagcgg cgatcctgca
   196681 aagcttctgt tttggggcgg tgtttaatat cattgtcttg gcacgtgaag ggctggattc
   196741 ctttgtctca cgagtggtat ttttctgcgt tatctttggt gcctgtctgg tactggcaaa
   196801 attgttgtac tggttgttcg atacggcggg cttgataaag cgtcagggga ttaaatccaa
   196861 ccgattatca acgcctaacg cgggcaatca actgtaagga ttgtaatgga acccaatact
   196921 gtcattccaa aatataatgt ccgtggcttt gaaatctggg gttttcgtga catggctcag
   196981 gtgctggatc atctactggg cagtgggccg gtaaaaacgg gcaccttggt ggcgatgaat
   197041 gcggaaaagc tattaaaagc cgaagatgat actgcactgt gtgaactgat caagaacgcg
   197101 gagtatctgt acgcagatgg catcagtatg gttcgggcta tccgccgtaa atatccgcag
   197161 gccgagctat cacgcgttgc gggtgctgac ctctgggaag ccctgatgca gcgcgctggg
   197221 cagcaaggga caccagtatt tttggttggc ggtaagcctg atgtattggc tgaaaccgag
   197281 gcgaaattgc gtgcccaatg gaacgtgaat ttagtcggta gccaagatgg ctatttcaca
   197341 ccggagcagc gtgaagccct gtttgcccgt attgccgcca gtggtgcagc aattgtcact
   197401 gtcgccatgg ggtctcctaa acaggagatc ttcatgcgtg actgccgtaa attttaccct
   197461 gatgccctgt atatgggggt tggcggcact tacgatgttt tcaccagcca tgtcaaacgt
   197521 gcccccaaaa tttggcagaa tatggggctg gagtggttat accggttgct ggcgcaaccc
   197581 agccgcattc gtcgtcagct taagctgctt aagtttgttg gttattatta tagtggtcgt
   197641 ctgtagtgtt ttgttcttag tcacgcccct tcttatcttg acgccgcagc ggttagcggc
   197701 gtcactcagt tgaatcactt cacagctctg cgtcagttcg tctaactaat ttccttatgg
   197761 aatcaatttt cttattttta ttccataaag ttttagtttg ctgtttgcta atttacacca
   197821 aatacggaac gatacgggcc ggttacggtt tggagggtgg atggtcgttc tttcctagtg
   197881 gtagtggttc ccttcgttaa cctacaaaat aacaatgaac agactgctga caaagttaat
   197941 tgaaggggaa acgtgccgtt ggggtcgtag tggcgtaagc caccggagtg ccccgaggtg
   198001 cggtcaaccc ttcattcacg aggctaaaaa tagctttgtc aataatctca attaatacct
   198061 tgataaatat attgaatatt taaattcagt cattaaattc atttgcatca taacgataat
   198121 aaccggggat tccggagcag atatacacca gtcagtttac agaggatcta tggcagacaa
   198181 cgcagagaaa aaaggattac accgtgggct ggaagctcgg catatcgaac tgatagcgtt
   198241 gggcggtacc attggtgtcg ggttatttat ggggtcagca agcacgttga aatgggcagg
   198301 gccgtcagta ttactggctt atatcattgc gggcttattt gtattcttca ttatgcgcgc
   198361 aatgggggaa atgctgtatc tggagcccgt ggctggatcc ttcgcagtct atgcgcataa
   198421 gtatctcagt ccctattttg gctatctgac ggcttggggc tactggttta tgtggattgc
   198481 ggtggggata tctgaaatta ccgccattgg cgtctatgtt cagttttggt tcccagaaat
   198541 cccgcaatgg ctaccggcta tcgctggggt ggcgattgtg gcattagcga atctggctgc
   198601 ggtcaaattg tatggcgagc tagagttttg gtttgccatg atcaaggtca cgacgatcat
   198661 tgtgatgatt ttggttggct taggcgtgat attttttggc ttcggtaatc acggccagcc
   198721 gattggcttc gataacctga ccgcccatgg cggtttcttt gccggggggt ggaaaggctt
   198781 cctgtttgcg ctgtgtattg tggtcgcgtc ttaccaaggt gttgaactgg tcggtattac
   198841 ggcgggagaa gccagaaatc cacaggtgac gttaagaaga gcgatcaaca acatcttatg
   198901 gcgaattttg attttctacg tcggtgcaat atttgtcatt gtcaccattt ttccctggaa
   198961 tgggattggt acagagggta gccccttcgt actgaccttc gccaaaatag gaatagtggc
   199021 cgcggcgggt attattaact tcgtgatact gaccgccgct ctctcaggtt gtaacagtgg
   199081 tatgtatagc ggcgggcgta tgttgtatgc cttggcaaaa aatcgtcagc taccggccgg
   199141 cctgaccaaa ctgtcggcta gcggtgtacc ggtgtactgc attgcgatca ccatcctgtg
   199201 tctactggtg gggtcgagcc tgaattacat tattcccaac ccgcagcaag tgtttgttta
   199261 tgtctacagt gccagcgtgt tacctggcat ggtgccgtgg tttgtggtct tggtctgtca
   199321 gttacgtttt cggcaggtac ataaagctgc cctacagcag cacccgttta aatctatcct
   199381 attcccctat gtgaactacc tcaccatcgc attcctgatt tgtgtattag tgggaatggg
   199441 gataaaccca gatactcgct tatcattact ggttggggca atttttctgg cattagtgac
   199501 gggatgctat tttgtgctgg ggatgcataa acccaaggcc atggaagcgg aacgcctata
   199561 aaatcggcaa tcaagacggt gtgggggcta ttattcactg agttttgtgg cagagtgagc
   199621 aaagcgtaag caaacgcatc atttcttcta aaaaagcact agacagccag gtattaaaac
   199681 cgtagtatcc ccacccgcaa cggcgctaag cgcccgtagc tcagctggat agagcgctgc
   199741 cctccggagg cagaggtctc aggttcgaat cctgtcgggc gcaccattaa ttttgtgtgc
   199801 aagagctgcg gtggtaagat tgccgcgtac gacgatgtaa gctgtaagaa aggctgtaaa
   199861 gaagtgatgg tggctatagc tcagttggta gagccctgga ttgtgattcc agttgtcgtg
   199921 ggttcgagtc ccattagcca ccccaaattt ttgtggaaca tgcgatggtg gcggaattgg
   199981 tagacgcgct agcttcaggt gttagtgtcc ttacggacgt gagggttcaa gtccctccct
   200041 tcgcaccaca caaacatgta gatatttatt aatatttaca tggacatagg tcgagagacc
   200101 atgtagagta agcagcaaga aatcggcgag tagcgcagct tggtagcgca actggtttgg
   200161 gaccagtggg tcggaggttc gaatcctctc tcgccgacca atttcagaag aaaccccgca
   200221 atgcggggtt ttttttcgcc tgaatataat gattctattt tgccagaccg acagaccgac
   200281 ctgcaacttt ccccccttta ttcgccgtat cctccgcgcc acaggtactt tgttaatcac
   200341 ctccattatt agctcccttt gatcgcattc tgctgccagt accgttagct gggctgtttc
   200401 gttgtgttgg gcgtcagtgt tggttttcca cgacaataaa cgatcacatt gtcgtgagaa
   200461 ggtgacattt aattcattga aaaatatatt aaaaatcaat gtagggttat aacgtcgttt
   200521 tgtagcgaca gttcactctg gtcaccggga tatcactcgg ttagccgatg gggatgaatg
   200581 aaatgcagtc aaaaaaataa acttattatt tatcaagtta ttagtgattt ttggggaggt
   200641 gtttgaggta aagggcctgt ctgctgccag atctggcacg ctaagtgcaa tatctaacct
   200701 gtagatgctc atcccactta ttatgacagc ttggccatta aggctaattt agcttcataa
   200761 acccagggat gacgcagagc cgattttaga gtgcctattg tccatgtaac cgatgttgag
   200821 taatgtcatc acataccggg cataacgttg agtgaggcac tgatattgtt gtctatcgac
   200881 ctgaaaattt tagacacttg cccttttcgg caagtgtttt tttgtgccca gaaaaccccc
   200941 agctaggctg ggggttcagt aaagctttca gctttgggtc agttattgta acgaacggtg
   201001 caatagtgat ccacacccaa cgcctgaaat cagatccagg gggtaatctg ctctcctgat
   201061 tcaggagagt ttatggtcac ttttgagaca gttatggaaa ttaaaatcct gcacaagcag
   201121 ggaatgagta gccgggcgat tgccagagaa ctggggatct cccgcaatac cgttaaacgt
   201181 tatttgcagg caaaatctga gccgccaaaa tatacgccgc gacctgctgt tgcttcactc
   201241 ctggatgaat accgggatta tattcgtcaa cgcatcgccg atgctcatcc ttacaaaatc
   201301 ccggcaacgg taatcgctcg cgagatcaga gaccagggat atcgtggcgg aatgaccatt
   201361 ctcagggcat tcattcgttc tctctcggtt cctcaggagc aggagcctgc cgttcggttc
   201421 gaaactgaac ccggacgaca gatgcaggtt gactggggca ctatgcgtaa tggtcgctca
   201481 ccgcttcacg tgttcgttgc tgttctcgga tacagccgaa tgctgtacat cgaattcact
   201541 gacaatatgc gttatgacac gctggagacc tgccatcgta atgcgttccg cttctttggt
   201601 ggtgtgccgc gcgaagtgtt gtatgacaat atgaaaactg tggttctgca acgtgacgca
   201661 tatcagaccg gtcagcaccg gttccatcct tcgctgtggc agttcggcaa ggagatgggc
   201721 ttctctcccc gactgtgtcg ccccttcagg gcacagacta aaggtaaggt ggaacggatg
   201781 gtgcagtaca cccgtaacag tttttacatc ccactaatga ctcgcctgcg cccgatgggg
   201841 atcactgtcg atgttgaaac agccaaccgc cacggtctgc gctggctgca cgatgtcgct
   201901 aaccaacgaa agcatgaaac aatccaggcc cgtccctgcg atcgctggct cgaagagcag
   201961 cagtccatgc tggcactgcc tccggagaaa aaagagtatg acgtgcatct tgatgaaaat
   202021 ctggtgaact tcgacaaaca ccccctgcat catccactct ccatctacga ctcattctgc
   202081 agaggagtgg cgtgatgatg gaactgcaac atcaacgact gatggcgctc gccgggcagt
   202141 tgcaactgga aagccttata agcgcagcgc ctgcgctgtc acaacaggca gtagaccagg
   202201 aatggagtta tatggacttc ctggagcatc tgcttcatga agaaaaactg gcacgtcatc
   202261 aacgtaaaca ggcgatgtat acccgaatgg cagccttccc ggcggtgaaa acgttcgaag
   202321 agtatgactt cacattcgcc accggagcac cgcagaagca actccagtcg ttacgctcac
   202381 tcagcttcat agaacgtaat gaaaatatcg tattactggg gccatcaggt gtggggaaaa
   202441 cccatctggc aatagcgatg ggctatgaag cagtccgtgc aggtatcaaa gttcgcttca
   202501 caacagcagc agatctgtta cttcagttat ctacggcaca acgtcagggc cgttataaaa
   202561 cgacgcttca gcgtggagta atggcccccc gcctgctcat cattgatgaa ataggctatc
   202621 tgccgttcag tcaggaagaa gcaaagctgt tcttccaggt catcgctaaa cgttacgaaa
   202681 agagcgcaat gatcctgaca tccaatctgc cgttcgggca gtgggatcaa acgttcgccg
   202741 gtgatgcagc actgacctca gcgatgctgg accgtatctt acaccactca catgtcgttc
   202801 aaatcaaagg agaaagctat cgactcagac agaaacgaaa ggccggggtt atagcagaag
   202861 ctaatcctga gtaaaacggt ggatcaatat tgggccgttg gtggagatat aagtggatca
   202921 cttttcatcc gtcgttgaca gttataaaaa ccccttttga tttgttaaaa cagtttgcgg
   202981 tctggcaact gcaaatgttc aacaagaaat caaaaggggg tcccaatgag ggatgaaaag
   203041 agcttagcgc acacccgatg gaactgtaaa tatcatatag tttttgcgcc gaagtaccga
   203101 aggcaggtgt tctacaggga aaaacgcaga gcgattggca gtattttaag aaaactgtgc
   203161 gaatggaaaa acgtgaatat cctggaagca gaatactgtg tggatcacat ccatatgctt
   203221 ctggagatcc cgcccaagat gagtgtctcg ggatttatgg ggtacctgaa gggaaagagc
   203281 agtctgatgc tttatgagca gtttggcgat ttgaagttca aataccgtaa cagggagttt
   203341 tggtgtcgag ggtattacgt tgatacggta gggaaaaaca cggccaggat acaagaatac
   203401 ataaagcacc aattggaaga ggataaaatg ggtgagcaac tctcgatccc gtatcccggt
   203461 agcccgttta cgggccgtaa gtaatccata gatgcaaatg tcagatcgcg atgcgcctgt
   203521 tagggcgcgg ctggtaacag agccttatag gcgcatatga aaaacctccg gctatgccgg
   203581 aggatattta ttttgggtgc gcttcgcact tcaagcagca tgtgttggct acggtcgtta
   203641 cttggcccgt ccatgggcct catctgcggg ctaacatcaa tgtattaatt tggttagagc
   203701 ggatgattcg ccattctggc gcagggtcag taataacccc tcacgacgcg cttgagcggc
   203761 atcctcaggg cgatgcagtt tatccaaggc atccgccagc cacgcgtaat catagccatc
   203821 aggccgctgc gcaagcgctg ctttaaaggc ttcgctggct ttctcccatt caccgtgttt
   203881 cagcatcaac tgacccaagg tactattgag taacggtgtg gcaccatgct gcttgatttg
   203941 ctggcgcaaa gacttttcca acggctctgg gttacctgcc ttcagacgcg ggatcaacag
   204001 cgccagacgt tcatcatatt ggtgtttcag gctgtccaga atgatctttt gggccacatc
   204061 atgatcatca cattcaatca gatgctctgc taatgcgacc tgtaatggga tctcatttcg
   204121 tactttgcgg ctttgatctt tccaccagcg tttcagacct tcgctgcctt cgtccgccat
   204181 gcactgattc atgatgccaa tataggcttg ttgctcaagg gccgcgactt cttcaggggt
   204241 gtggatctgt gttttactca tcgccggtaa aatgtccagt aatgagcgat aagcaccgga
   204301 gcgcaggtaa gcctgttcag ccagacgcag gacttctgga tgccgtggcg cttgatccaa
   204361 caagcgatca acaccgtggc gggcggcatg aatatgcccc tgcgccagtt gaatacgcac
   204421 cctggtgata ttcaccggca gttggtcgcc atcggcaact tctgccgcgc gctccagata
   204481 ttgattggta cgaaactcat ctccacgttg ctgggcggct tcggctgcca gcaggtagtt
   204541 aaccatgggt tgttccgcgt ggtcagcatt gcgggtgagg agcttttcaa cttgcagaaa
   204601 atcaccttca gccagcttaa tcaacgccgc tttcatctgg ttacgggcgc gggtacgttt
   204661 acggccaagg aaccagccac gagtgcgggc acctgtgcgg aaaatacggc gtagtaccca
   204721 ttcaacaata aagaaagcca ccaataacag gaccagcatg atggctaacc cggtcacact
   204781 ggttgtaacg ttatagttgt cagtctggat cagcacataa ccctgatgcc cggccaacat
   204841 tgggccaagc acgataccca cagttaaaac aaggaataac agcaagactc gcagcatatt
   204901 tattccccct gagcatcaac tggcgtttgt gccagtaagt tacggaccct ggtttgcatc
   204961 aatttttcca gtattggctg gcttttcaat tgatccggca cgtccattga gataggttgc
   205021 tggctcagat tttccagctc atccaagaac gccttggtac tcgggtcgtt cacatcaaaa
   205081 taagcgcgga cccacgtaga aatcgtttcc aatgactgct tataaacttc gtcttgatgg
   205141 cgggggacgg cctgagcggc aaccagcagg cgggagcgaa tgttttctcg cagatacacg
   205201 tcctgattcg gtgccagcaa aggttccgcg ctactatcac ggcggcgaat actaatgaaa
   205261 tcagacataa agctgtgcca gcttttgctc agattctgac gccattcaga gagtgaactg
   205321 gagagttcgt cactgttggc atccatgggg gagtcatcaa tattgttatc ggccaaacgc
   205381 aagttatcta cttgattaga caactggttt aacttgagga taataccgtc aaaatccacc
   205441 tgactgacgg cagagagtgc actgatatct tctgtaatcg cgcggcggac atcgataaga
   205501 cttgggtcat tcatatcggc cagactggca tcggcgcttt tcagtaaggt gaccgcggtg
   205561 gtgacatctt gatcactcca cagcttgcgc ccggccattt tcaccaggaa atcagcctga
   205621 gccagcagcc aggttttggc atcgctgcct gaaatagtcg cgactttttc ttgtaattca
   205681 ttgagctggc gtgtcagaga ggcttgttga ttttctgccg actccagcgc tttcccctgc
   205741 tgctgcagta aggactccag ttgctgtttt tcctgcaata gcgtctgttt tagtgccact
   205801 aactgctctt gcagcgcaat attctccgca ctctgtaact gggcctgctg ctgtccatga
   205861 taataaagcc ccgctcccag tgctattacc aaggcgatag cgataacacc cagaattggg
   205921 ccagtccgtt tttcacggtg gccttttggt tctggctgtt ggggcctctc aaccgcagtg
   205981 gttggctctt ccactggtgc ggatggggta ttttgttccg tcatattggg catcccataa
   206041 gtcaggtttt aggtttattg aaggtcttgt aacgcacgga tcagtgcgtc attatcggca
   206101 ttttctgcta cccggacctc cgtccacccc atttgggtgg ctaaggccgc taaacgatca
   206161 ctcacaacga ttaaacggca acgcagtaac caggaagaac gatagtaatc aggaactaaa
   206221 gtatagatct gttgtaacat ttcgccgctg gtgaccacca gaatatcaac accggcacgt
   206281 tgccagtgag cactttgttc gctgccatca taatagatgg gactgcgttg atagcattcg
   206341 cagaaggtca cggccgctcc gcgttctgcg aggcttgcgc ctagcaactc ccggccccca
   206401 ttaccgcgta ataacagtgc ctttttaccg gccaaatttt gcagcagggg caatgatagc
   206461 agcatttcac tggtctcccc cattggtggg aaagtgacat gcaaacggct ggcggtatgc
   206521 agtgctaatg cggttgtacg gccaatagca taataagata actgcacagg ccatgacagt
   206581 ttatttcttt ttaacagcgg gttagcgtag cggaccgcgt tctgtgataa agcaaaaacc
   206641 aagtctcccg cttgcatatc ttgcaataat tccggcagtt tgggcaggtc tcttcctggg
   206701 gaaaaatcaa tcaatggcgc atggtaggca acccggccca gagcacgcag gcgagtgact
   206761 aattgctccc cagcagggga tggacgggtg accaggattg tcatcgcgca ggattatcca
   206821 gataaaccgc cgccaggatt tctcgtgcgc cgcgtgatag caactcatcg gcaagttcaa
   206881 tgcccatctg ctcagcctct gccgccggac cacggcgttc accccggatc atttggctgc
   206941 catcaggtgc tcccaccagc gcccgtagcc ataaagtatc accttccagt tcagcgtagc
   207001 taccgatcgg gacttggcaa cccccttcaa ggcgaatatt cattgcccgc tccgcacaga
   207061 cccgtaattc ggtgtgccga tggttcaacg gagccagcaa ctggcgggta tggtcatcat
   207121 ccagacggca ttcgatacct acggcacctt ggccgacagc cgggagggac tcctccgctg
   207181 acatggcata gcgaattcgg ttttccagac cgaggcgctt gagacccgcg acagccagaa
   207241 taatagcctg atagtcacca ttatccagtt tggcaaggcg ggtaccgacg ttgccccgta
   207301 gatcgcggat aatcaggtct ggtcgccgtt cgcgtagctg acactggcgg cgcaggctgg
   207361 aggtaccgac aacactgcct gcagggagat catccagatg ggcataatgt gacgagacga
   207421 aagcatcgcg cgggtcttca cgttcacaaa tcgtgactaa acccagccct tcggggaaag
   207481 caatgggcac atctttcatc gaatgcacgg caatatcagc tctgccgtcc agcagcgcca
   207541 gctctaattc tttgacaaat aaacccttac caccgacttt ggccaatggt gtatccaaaa
   207601 tgatatcccc acgggtgacc attgggacca gttcgatttg cagaccaggg tgattggctt
   207661 gcaataaatg ttgaacataa tgtgcttgcc ataaggcgag cgggctttgt cgtgtggcaa
   207721 ttcgaataat tttgtctaac atgcttgtta ccgttttata ttttacggcc catcctatca
   207781 ctgaccggtg aacactgtca gtgtaatagc cgtatgaaca gggcggataa atgcctaaaa
   207841 aaacaactgt tgcaatgaat acaacgattg taatggatgc atgactgcaa caaatgtatg
   207901 tctgtaacaa atgagtgatt gtaacaaata tgtgatgaga tgagtgggtg aaccccgttt
   207961 ctttatgctg ctgcgcggtg atcagcgctt atgactccga gaaactcatt ggagccagtg
   208021 attcgggcat aaagaggctt tacaatggta gagatagctt tactttcttt acggttaatc
   208081 ggcaaggtgt tagattgatc acgtttccag caataattcg ctaaatattc ttcaaataaa
   208141 atgttttttg tgtttttcaa caaaagacgc aaagcaataa gcgaatttgg agcacgggct
   208201 tttttccaga caccggaata atcaggcgag acgtcttgta cctctacatc gagacactga
   208261 aacagcgact ggatgcgatc aaccaattac gagtcgatcg cgctttggcg gccatgggtc
   208321 cagccttcca aaaggtctac agtctgctac cgatcctact acattgtcat catccacaga
   208381 tgccgggcta ccttgatggt aacgttcccc atggcgtctg tcttttcaca cctaatgaaa
   208441 tacaacaaga ttatcttgct gacgttgaag ctcggtgggg cgagcctctg gcaccaagtg
   208501 cggggggcga actgccgatt accggcgtct attccatggg gagcacctcc tctattgggc
   208561 agtgccacac atcggattta gacatctggg tgtgccacca ggcttggttg gatactgaag
   208621 agcgtaatca actccagcaa aaatgtagcc tgttggaaaa gtgggcggca tcaatggggg
   208681 tcgaggtcag cttcttcctg gttggtgaaa accgcttccg ccataatgcc agtggcagct
   208741 tgggggggga ggattgcggc tcgactcaac atatcctgtt attggatgaa ttttaccgta
   208801 gcgcggttcg cctggcaggg aaacgtattc tgtggaatat ggtcccggtt aaagaagaag
   208861 agcattacga tgattacgtg ctgtcacttt atgcgcaagg tgtactgacg ccgaacgaat
   208921 ggctcgatct gggcggttta agcacgctat cagcagaaga gtatttcggt gccagtttgt
   208981 ggcaactgta taaaagtatc gattcgccat ataaagcggt gcttaaaaca ttgttgttgg
   209041 aagcctattc ttgggaatac cccaactccc aactgctggc gatggaaatc aaacaacact
   209101 tgcacgccgg cgaaattgtc tcgtttggtc ttgatgctta ctgcatgatg cttgatcgtg
   209161 ttacccgtta tttgatccaa attaatgaca ccacgcgttt aaacctggtg cgtcgctgct
   209221 tctacctgaa agtgtgtgag aaactgtcgc ggacaccagc cagtacgggt tggcggcgtg
   209281 aggttctcag ccaattggtg agtgagtggg gttggagcaa tgaaaaactg gcggtgctgg
   209341 ataatcgcgc taactggaag atcgaacggg tgcgtgaagc gcataacgaa ttattagatg
   209401 cgatgatgca gagctaccgt aatttgatcc gctttgctcg ccgtaataat ctgagtgtca
   209461 gtgccagccc acaggatatc ggcgtcttga cccgtaagtt atatgcggcg tttgaagcgt
   209521 tgccgggtaa agtcacattg gttaacccgc aaatttcacc cgatttatcg gaagagcatc
   209581 tgacatttat ccatgtccct gctggccgcg ctaaccgccc tggctggtat ctgtataatc
   209641 aagctccgtc aatggatgct attgtcagcc atcaaccgct tgaatataac cgctatctga
   209701 acaaactggt ctcttgggct tatttcaatg gcttattgac cagtaaaacg cacctgcata
   209761 ttaaaagcgc caatctgtgt gatacggtca agttgcagga actggtgacc gacatttcac
   209821 atcacttccc gctgcgctta gctgcaccaa cgccgaaagc gctgtacagt ccgtgtgaaa
   209881 ttcgccattt ggcgattatc gtcaatttgg aacatgatcc gacgaccacc ttccgtaatc
   209941 aggtggtgca ttttgatttc cgtaaactgg atgtgttcag ttttggtgag cagcagcagt
   210001 gtctggtggg cagtatcgat ttgttgtatc gcaactcatg gaatgaagtg cgcaccttgc
   210061 atttcagcgg tgagcaggcg gtactggaag cactgaaaac cattttaggc aaaatgcatc
   210121 aggatgctgc gccaccggaa tcagtggatg tgttctgcta cagccagcat ttacgcggtt
   210181 tgatccgcac ccgtattcag caattggtgt ctgaatgtat tgacctgcgc ttgtccagta
   210241 ctcgtcagga accgggccgt tttaaagcgg tacgggtttc cggccagacg tggggcttgt
   210301 tcttcgagcg tttgagtgtc tcggtacaaa agttggaaaa tgctgttgaa ttttacggtg
   210361 cgatttccaa taacaaattg cacgggttat cggttcaggt cgaaaccaac caaattcatt
   210421 tgccgccagt ggttgatggt tttgccagcg aagggattat tcagttcttt ttcgaaggca
   210481 ctgccgatga aaaaggcttc aatatttata tcttggatga agcaaaccgg gttgaggttt
   210541 atcaccattg cgagggcagt aaagaagagt tggtgcggga tgtcagccgg ttctattcgt
   210601 cttctcacga tcgctttact tatggctcca gctttatcaa ctttaacctg ccgcagttct
   210661 accaaattgt gcagttagat ggccgcactc aggtgatccc gttccgcagc aatacgttat
   210721 cgcagttgtg cgccaatatt gccgaaaaag aagccagctt accgaccaaa caatgccagt
   210781 tgcattgata tgctgatttg cagaaaaaag gacacgtaaa aatcgtgtga ggttattgac
   210841 aaagtgcccg cgacggagag aacaggcaga tcgtaaagac gccgtaaata catccatgta
   210901 ggctcgagcc gcgccatcct tggcgcggac gctttactcc tctgcctatc ctcaccgttc
   210961 aagatcgcgt catcggggtt tgtcagcagt ctgacacgta aaaatcgtgt ccttttttga
   211021 tccaactgcc tttaaccaaa gctaacattt tcaccggctt gcgcactggc cgcttcggac
   211081 aatttagcca aaaactcttc gccactgcgt gagcaatacc agtggccgtc acgataatta
   211141 aagtggtagc cgcccgcttt ggtcgccagc catacctgat gcaagggttc ctgacggttg
   211201 atcacaatct tgctgccatt ctcgaaggtc agggtcatca ccccgccatt ggtttcataa
   211261 tcgatatcac tatcgccagt aaaactatcc agtgtctctt caatgtaaag catcaattga
   211321 tcggctaact gatgaaactc gctgtcgttc atattcaatt cctattgctt ttcatgatcc
   211381 acctgcgatt atagagagct tggacgcatg agtgacaggt ttaatacgct ttaacaggtt
   211441 ttcaatgcgc tttaccggtt caatacaatt tacaggttta atacaattta caggcgttaa
   211501 aaaatgaaaa aagaactacg ttggccgatg gctgcaatga tggtacttgc acttgctggt
   211561 tgtggcctga aaggcccgtt atactttcca ccggcggata aagccccggt cgatgcagcg
   211621 ccacaggtag agaaaaatca gcaggatctg tctgctacac cacagacccc ctctactgcc
   211681 gagtcacagt gatccgaaac cctgggtttg ataccttagc ggtgtatgat ctgcaagaca
   211741 ttaggctagg gtgagcatga acaccgccac atgatatcag taccgatgcc agccctgtat
   211801 cgacgttagc cagtaccgga tttagccaac accgaattta gccaacaata aaaagagtag
   211861 tcagcggagt atgatatgca gttctccaaa atgcacggtc ttggcaacga ctttatggtt
   211921 gttgatgcag tgactcaaaa tgtttacttt tcgccggaat tgatccgccg attagcagac
   211981 cggcacacgg gtgtgggctt tgatcagatg ctggtagttg agccgcccta cgaccccgag
   212041 ctggattttc actaccgtat ttttaatgcc gatgggagtg aagtctccca gtgtggtaat
   212101 ggcgcacgct gctttgcccg ttttgttcgt ttgaaagggc tgaccaataa gcgcgagatc
   212161 agcgtcagta cgcaaactgg ccgtatgatc ctaagcgtga cagaagatga acaggtttgc
   212221 gtcaatatgg gcgagcctga ttttgaaccg caaactgtcc cttttcgcgc cgccaaagcg
   212281 gagaaaacct atattttacg cgccgcagag catacggtgc tgtgtggcgt ggtgtcgatg
   212341 ggcaaccccc actgtgtgat gcaggtcgat gatgtttcgg ttgccaacgt ggcgttgctc
   212401 ggtccagtat tggaaaacca cgagcgtttc cctgagcggg caaatatcgg ctttatgcag
   212461 gtcgtcagtc gcgaccacat tcgtttacgg gtgtatgagc gtggggccgg tgaaacacaa
   212521 gcctgtggca gtggtgcatg tgctgcggtg gccgtcgggg tggtgcaaga cttattgaac
   212581 gaaaatgtgc atgtcgaatt gccgggcggc agtttacaca tccgttggca ggggccaggc
   212641 catccgttgt atatgaccgg gcctgccacc catgtctatg acggatttat tcatttatga
   212701 cgaatgttga tacatggcga gcgttaatat atgaagggca gtgatacatg aagggcgttg
   212761 atatatgaag aattatgagg agcaggcgtt agcgggcatc gaattagacg atgatgctgt
   212821 gatgcagtac ttattgcaaa atcccgactt ctttatccgc aatgcccgtc tggtcgagca
   212881 gatgcatatc ccccatccgg tcagaggcag tgtctcgctg gtggagtggc agctaggacg
   212941 ccagcgtaat cagatcggcc agttggaaga ggagattacc ttgctgatgg agcaggcggg
   213001 attgaatgaa gtgttgttca gccgtttgtt acaattgcaa gccaatctgg cggcggcgga
   213061 tagcttgcaa gatatgctca atcgtctgca acgttgggcc agagatttcg ggttggctgg
   213121 tgctaacatt cggttattca gtgaccgttg gcagattggc gcaccctctg attttaccca
   213181 tttggcgcta tcccgccacg cgttcgaacc actgcgtatt cagcggttag gtaaccgcca
   213241 ccattatctg ggtagcctga atgggccaga attattgcta ctcttgcctc aggccaagct
   213301 ggtggggtct gtcgcgctgt cgttattggg cgcggacggc gatttgggtg tcgttatttt
   213361 cagtagccgc gatgctcagc attatcaaca aggtatgggg acggtgatgt taaaccagct
   213421 atccacattg cttccgggcc tcctggcacg ttggatcgag ccggtatgac cgagttcagt
   213481 gcttcactgg ctccgcaggt agaggctttt ctccgttatc tcagtattga gcgtcagctt
   213541 agtccactga ccgtcaccag ttatcgccgt cagttgtctg cgctaatgga aataggcgaa
   213601 cagatgggct tggctcactg gcagacgctg gatgctgctc aggtccgttc gttggtctcc
   213661 cgcagcaaac gtgcgggttt acatgcttca agcctggcat tacggctctc cgcattacgc
   213721 agttttctca actggttggt cagccagggc gtgctgccag ccaaccccgc taaaggggtc
   213781 agtacgccac gctcgggccg ccacctgcca aaaaatattg atgttgatga agtcaataaa
   213841 ctgctgagta ttgatctgaa tgatccgctg gcggtacgtg accgggccat gctggaggtg
   213901 atgtacggcg cggggctgcg tttatctgaa ttggttggca tgaactgtaa acatgtggat
   213961 ctggcgagcg gcgatgtctg ggtgatgggg aagggcagta aagagcgcaa ggtgccgtta
   214021 ggtaaaacgg cggtgacctg gttacagcat tggctggcgt tacgtgagtt attcgaaccg
   214081 caagatgacg ctatttttct ggccaatacc ggcaagcgta tttcagcccg taatgtgcag
   214141 aagcgctttg ccgaatgggg ggtgaagcag ggggtcagta gccacattca cccacataaa
   214201 ttacgtcact cttttgccac gcacatgctg gaatccagtg gtgatctacg cgcagtacaa
   214261 gagctactgg gccatgccaa cctgaccacc acgcaaattt atacacatct cgactttcaa
   214321 catctggcga cagtgtatga tgctgctcat ccacgggcca aacgaggcaa atcctgatgc
   214381 atttttatcg tccacttgag cgtatttccg ctattacctt cgatttggat gacacgttgt
   214441 acgacaatcg gccagtgatc gcgcggactg aacagcagtc tgtggctttt ttacaacagt
   214501 atcatcccaa tttagcccta ttacagccag cggatttcca gcgcttacgt gctgaattat
   214561 tggcacaaga tcccggtatc taccacgatg tcacgcaatg gcgctggcag gcgattgaac
   214621 tgggcttgat gcgccatggc ctgagtaagg cagaggcgca agcgggagcg gatgcggcga
   214681 tggcaaactt tgcgctatgg cgcagccgta ttgatgtgcc gcaagccaca cacgatacac
   214741 tgagcgcatt agcggagcat tacccactgg tggccatcac taacggcaat gctgatccta
   214801 aagcttgcgg gttggatcgc tattttcaat ttgtcttgcg ctctgggcct catggccgcg
   214861 ccaagccatt ccgcgatatg tatcataaag cggcgaacca tttggatatt ccgttaaaac
   214921 atattctgca tgttggcgat gacctaacga cggatgttgc cggctcactg cgctgtggta
   214981 tgcaagcctg ttggattaac gataggcaac aaaacctgat gactgcccgt gatagccgtt
   215041 tactgccaca tattgaaatt tcccagttgg catccctgac agcattgcta taatcctcag
   215101 caataaccct gtgtaaatct acagtgggag gggggcaaac taccggagac ccggggcatt
   215161 gtggctattt tcccttaccc gataaacggt gcctatggac gtttctgatc tgctcgacag
   215221 cctgaatgaa aaacaacgtg acgccgtggc cgcgccgcgc ggcaacttgt tggtactggc
   215281 cggtgcaggc agtggcaaaa cgcgggtgct ggttcaccgt atcgcctggc tgttgtcggt
   215341 agagaatgcc tcgccgtatt cgattatctc ggtaaccttt accaataaag cggcggctga
   215401 aatgcgccac cgtattgaac atctgattgg caccagccaa ggcgggatgt ggatcgggac
   215461 tttccacggt ttggcgcacc gtctgctgcg tgctcaccat ctggatgcca atctgccaca
   215521 agattttcaa atcctggata gcgatgacca actgcggtta ttgaaacgcc tggtcaaagc
   215581 actcaatttg gatgagaaac aatggccccc gcgtcaggcg atgtggtaca tcaacggcaa
   215641 aaaagacgaa gggctgcgcc cgcaacatat tgagagctac ggtaatccgg ttgaggccac
   215701 ctggctacgt atctatcagg cttatcagga agcgtgcgac cgcgcgggtc tggttgattt
   215761 tgccgagctg ttgctacgag cgcacgagct gtggctgaac aaaccacata ttcttaatca
   215821 ttatcgtgaa cgctttacca acattttggt ggatgagttt caggatacca acaacatcca
   215881 atatgcctgg atccgcttgt tggccggtga acgttccaat gtgatgatcg tcggcgacga
   215941 tgaccagtca atctatggtt ggcgcggcgc gcaggtcgag aatatccaac gtttcttgaa
   216001 ggatttcccc ggtgcggaga ccatccgcct ggagcagaat taccgctcga ccagcatcat
   216061 tctggctgcc gccaatgccc tgattgccaa caatgacggc cgcatgggta aaaatctgtg
   216121 gaccgatggc gcggagggcg aacctatctc cctctattgt gcgtttaacg agttagatga
   216181 agcccgtttt gtggtcaatc gtatcaaagc ctggcaggac aacggcggtg cgctgaatga
   216241 ttgtgccatt ttgtaccgta gcaacgccca atcgcgcgta ttagaagaag cgttactgca
   216301 aacggcaacc ccgtaccgta tttatggggg gcagcgcttc ttcgaccgcc aggaaattaa
   216361 agactcactg gcttatctgc gcctgatctc caatcgtaat gacgacgccg cgtttgaacg
   216421 ggtggtgaat acacccactc gggggattgg cgatcgcaca ttggatgtgg tgcgtcaaac
   216481 cgcccgtgac cgccagttaa cgctatggca atcaacccgt gccatgttgc aggaaaaagt
   216541 gctggcaggg cgtgccgcgt ccgcattaca acgctttgtc gagctgatcg attcactggc
   216601 gcgcgaaacg gctgatatgc cgctacacgt gcaaactgat cgcgttattc gtgattctgg
   216661 cttgtggtcg atgtacgaac aggaaaaagg cgagaaaggt caggcacgta tcgagaacct
   216721 tgaagagctg gttacggcga cccgtcaata cagctatcag gatgaagatc aggatctgat
   216781 gccgctacag gccttcttat cccatgcggc actggaagcc ggagatggcc aggccgatgc
   216841 ctatcaggat gcggtgcaat taatgactct ccattcagcg aaaggcttgg agtttccaca
   216901 ggtatttatt gtgggaatgg aagaagggat gttcccgagc caaatgtcat tggatgaggg
   216961 ggggcgtttg gaagaggagc ggcgtttggc ctacgtgggg ttaacccgtg cgatgcagaa
   217021 actgacgtta tgttacgccg aaagccgccg cctatacggt aaagaggtca atcaccgccc
   217081 ttcacgcttt atcggcgaac tgccgcagga gtgcgtcgaa gaggtccggc tgcgcgccag
   217141 tgtttcccgc ccggtgaatc accgccgaat ggggactccg atgcacgaga atgacagcgg
   217201 tttctcattg ggccagcgag tgcggcaccc taaatttggc gagggtacta ttgtgaattt
   217261 ggaaggcagt ggtgagcaca accggttgca ggttgccttc cccggagagg ggattaagtg
   217321 gctggtcgcg gcctatgcgc gtctggaacc cgtgtaatct gatatttgtg gtggttgcag
   217381 tgtcagtgcg gccacctatc tatttttatt tctccttact atctttattg ctccttacta
   217441 ttttcattgt tcttactgtt ttcattattt tcacgaatga gttttgtcct gagccgccag
   217501 ttgggaatcg gtttcagctt gcaacaaaat ggccttgccc atccactggg ttacatcctg
   217561 aatccccgct tcgtccagat gccaaatatc tttcagcacc ataaaaactt cagagccata
   217621 gattaatgaa aaggcatgga tcacccgttg caaggcctct ggtgccaacg tctcttccag
   217681 tggctcgacg gccaatttca gtaatcgttt acggttccca cggattaact tttcttcatt
   217741 gctgctgtta ttactgtcat tgctgttgtt attactgtca ctgttgcggg catcagccca
   217801 ttgctgtagc gataagtgca gcgctgcacg taacacgcct tcatgttgca acatgcgcgg
   217861 ataagcaaag gacaataatt cggcgatacg ctgccgtgca tccggttggg tgggttgcca
   217921 agccaatatt ggaccgaggc tctcatcgac catggctgaa accaatgcgc tttgtgtcgg
   217981 aaagtaacgg taagcagtag cacgagaaag ctgagccgca ctggcgactt cggtgattga
   218041 tgggaatgca ccacgttcat acatcgacat ggcggtatca ataagtaacc gccgggttct
   218101 ggctctaatg gtcgttaacg atggagagaa accttcttgt ttattctgag tattcacggt
   218161 tgctccatgg tttatagact taatgagttt gatgatctaa tgaatttata gagttaatga
   218221 gtttacatgc cacattcgta tactgattat atctgcttca ctataccaaa ccgctagcac
   218281 aaatcactat ccatgcgttt cactcttaca tgaattttga gactatagtc tcatattctg
   218341 catgtgctct ttgcgataat gatactgctg tctcaatatg gtgctatctt aatcattcgg
   218401 tgctgtcggt tgatccataa aacgcatcgc ttgagctata aaaaatatta cttgagccat
   218461 aaaaaatatc agttacccca taagaaatgt cacctaaaaa ataagccgtt ataaataagc
   218521 atgttgaaac cgataggtgg caacaggaaa tgagtcgcca ccacattcat agaaggatgt
   218581 tcagatgcct cgtcatattt atattgctac cactaccgat accaaaggcc aggaactggc
   218641 gtatgtcagt gaactgatcc aggcaaccgg tctgacaaca gtcacggttg atttatcaac
   218701 caaagagagc caaagggata gcggtgctga tatttgcgct gaaacggtgg cgggctatca
   218761 ccccgatggt cgtcaggcgg ttttttgtgg tgatagaggg caggccatta atgctatggc
   218821 tatcgctttc gagcgtttta tggtgagccg cgttgatgtt gccgctttac ttggtatggg
   218881 cggctctggt ggtacagcgc tgatcacccc agcgatgcaa cgtttaccca tcggtatccc
   218941 taaactgatg gtgtccacca tggcttctgg tgatgtttcc ggttatatcg gggccagtga
   219001 tatcgcgatg atgtattctg tcaccgacat tgccgggctt aaccgtattt cccggcgggt
   219061 cctcagtaac gcggctcacc aagttgcggg ggcggtttat tttgctcaag aagcgtctcc
   219121 ggttgatgac aaacccgcgc tgggcctgac tatgtttggg gtgacaacac cgtgtattca
   219181 ggcggttagc gcagaattat cggatgaata tgactgtttg gtattccacg ccacgggcag
   219241 cggtggcaaa gcgatggaga aattggccga aagcggttta ttggctggcg tgcttgacct
   219301 gaccaccaca gaggtttgcg acctgttatt tgatggcgta ttagcctgtg ggccggaacg
   219361 gtttgatgcg atagcccata cccatattcc ctacgtcggt tcctgtggag cactggatat
   219421 ggtcaatttt ggcagcccgg ccaccatccc ggctaaatat gccgaccgcc tgttctataa
   219481 acataatgct caggtgacgc tgatgcgtac cactgagcaa gaaaacattg aaatggcccg
   219541 ctggattggc gagaagttaa accgttgtca gggtgaagtg cgctttttaa ttccggaagg
   219601 ggggttctcc gcattggatg cccccggtca accgttctgg gatgaaaagg cgctaacggc
   219661 ctttatccgc acactggaag aaacggtgat tcaaaccgat aagcggcgcg tggtccatta
   219721 tccattcaat attaatgacc cgctgtttgc tcaggctgcc atcgaaaact ttaaagaaat
   219781 tgtgaatcgt ccttcccatt aggggcattt tatttatgga gaagcacatg cctaaatttc
   219841 aacgtcaggc catattggcc aagtttcggg aaatgattgc ccgccgtgaa cctattattg
   219901 gtggcggtgc gggtacgggg ctatcagcca aatgtgaaga ggccggggga attgatttaa
   219961 tcgttattta taactcaggc cgctatcgta tggctggtcg tggctcattg gcggggttac
   220021 tggcgtacgg caatgccaat gacattgtgg ttgatatggc aaaagaagtg ctgccggtgg
   220081 tcaagaatac cccggttctg gccggtgtta atgggacaga ccccttctgc caatttgatc
   220141 actttttgga ccatctgaaa gcgcttggtt tttcaggcgt acagaacttc cccactgtgg
   220201 ggttaatcga cggtaatttc cgcgctaacc ttgaagaaac gggcatgggc tatgggttgg
   220261 aagtggaaat gatccgtttg gctcaccaaa aagatttact gaccacgccc tatgtcttca
   220321 gtgccgaaga tgctatcgcg atgacacaag cgggtgccga tattattgtg ccgcacatgg
   220381 ggttgaccac cgggggcaac attggtgcgg atacggcact gaagctggcc gactgcgttc
   220441 ctctgattaa tgattgggca gcggcagcca aaagcgtccg tgaagaggtg attgtgctgt
   220501 gccatggcgg gccaatctct acaccggaag atgcgcaata cattatggat cattgcccac
   220561 aatgtgatgg tttctacggc gctagctcaa tggagcgttt accgacagaa attgccctga
   220621 ctgacaccac ccaaaaattt aaaaatataa cgcgttgata ctttttgcca ataccagtgg
   220681 aaagcctgct ttgtgagttt tgtccggtaa tcggctaaat gaagatgcag ggtacgcaaa
   220741 accgaagttg ttactgactt cggttttttt tgggtctttt agcgcgaata gcccccattc
   220801 aaagactcga aatgcgagac ctcgccagcc tattacggcg ctcgactgac ctctagtcag
   220861 tgagccagtg gtgagatcac caacagtaac tggctgataa aattcgtatt ataagcagac
   220921 gatgagcggc tctttggcga gtgtggcaag ccatgctgtc taacaatcaa ttttatcggc
   220981 aacaactgca aatagtgctc ataaattaac tacttttaac cggttgacag tctttttctt
   221041 ctcggcgtaa catgcgcgca ctattcttta tgaggacctt cgccttggac acacccagta
   221101 gatactggct caataaccta ttcatagggt gcaacttcta aggctatcct cttttttgct
   221161 gatagccttc gtggttgtca gcggccccgc taaattgtcg ctgtgagtca ggtcttttat
   221221 ggtctgaaac ataggtattt cgatattcac ctgtttctgt gcttcaatgc gtatccctat
   221281 ccatcaccgc aagggagttt tggcacatgc tgagcgcatt taaattacac aacaatcgct
   221341 tatctcgctt ggagctggat gaatcagatg atctggcctc ctcactgtgg gtcgatctcg
   221401 ttgaaccgga agaaggtgag cgggagcgcg tccagacgga gttaggccaa agcctggcga
   221461 cacggccaga gttggacgat atcgaggctt cggcccgttt ttttgaagat gaagatggtc
   221521 tgcacattca ctccttcttc tattacgaag atgctgatga tcatgcgggt aactcgaccg
   221581 tggcatttac tattcgtgat ggtcgccttt acaccctgcg tgagcgtgaa ttgccggcgt
   221641 ttcgtttgta ccgtatgcgc gcacgtaacc aaacgttagt tgatggcaac gcttatgagc
   221701 tactgctgga tctgtttgaa actaaaattg aacagttggc agatgaaatt gagaatattt
   221761 acagcgattt agaagcctta agccgcgtca ttatggaagg ccagcagggt gatgaatacg
   221821 atgccgcctt gtccacgttg gcagagcaag aggatatcgg ctggaaagtg cgtttgtgtc
   221881 tgatggatac ccaacgggcg ctgaatttct tggtacgcaa agcccgcctg cccagcagcc
   221941 agttagagca ggcccgcgag gttctgcgcg atatcgaatc cttgctgcca cacaatgagt
   222001 ccctgttcca gaaggttaac ttcctgatgc aggcggcgat gggttttatc aatatcgaac
   222061 agaaccgcat catcaagatc ttctcggtgg tttctgtggt cttcctgccg ccaacgctgg
   222121 tggcatcgag ctatgggatg aactttgagt ttatgccaga gctacgttgg tcatttggtt
   222181 atccgggggc cattgctctg atgatcattg ccggtctggc tccttatctg tacttcaaac
   222241 gtaaaaactg gctctagggt tgtattgata aaaatatcca gcaacgaata aaaaagcccg
   222301 gtcactcaat tggactaacc ccaatattga gtaaccgggc tttttttcgg catcttaccg
   222361 gcgtagtttg cgttgggtat agagtgcatc cagcgtaaac agtagcaggg ccgcccagat
   222421 aaagatgaag gtcaccatct tgtcattacc aatggtttca ccgtagaacg tcaccgccaa
   222481 aataaacatc aatgttggcc caagatactg gaagaaaccc agtgtcgaaa gacgcaaacg
   222541 ggtggccgcc gcggtgaaga acagcagtgg gattgtggta atgacgcccg cagcggctag
   222601 cagcaggttc agcgaccagg cattggcgct caggtggctg gtcgggctgt cggcgatgaa
   222661 aaacagatat acggcggcta ctggtagcag ccacatggtt tcaatgagca taccggtttg
   222721 ggcatcaacg cccagctttt tacgcaacaa gccgtataaa gcaaaggtga tggccagacc
   222781 cagcccaatc actggcagtg aaccaaattg ccacagttga atcagcacgc cggcaaaggc
   222841 gagtgccacg gcgacccatt gcatacgacg aaagcgttcg ccgagaaata acatgccaaa
   222901 cagcacattg accaacggat taatgaaata tcccagactg gcttccagca tgtgattgtg
   222961 gttgaccgcc cagataaaca gcagccagtt actggcaatc aaaacggcgg tcaccgccag
   223021 taacaatagg cgcttacggt ttttgcaggc gtcgcgcacc tgtggccaat ggcggctgac
   223081 ggtaagcaga atcaacataa agaagaatga ccagatgacc ctgtgggtca gaatctcatc
   223141 agcgggcact tgttggatga gtttgaaata cgcgggagca aggccccaaa taaaataggc
   223201 agccagagca aaaaaaatgc cctgacgagt ttgttgttta tccatggagt ggctcggtac
   223261 agaatacaag aaaggagatg cggttagtgt acttaacttt gcgtggcgaa tcacccacgc
   223321 agtaggttaa attagccaac cagataggtc gccgtcgcgc tggcgatatg aatttgtttt
   223381 tcattatgca gttcaacccg ggcgacagcc actttgtttc cactgcgtaa gatactgctt
   223441 ctggcgataa aatgctcacc acggccaggg cgcagatagt cgacgcgtag atcgatagtg
   223501 cccattttag ccagctttat ttgcagttgc tcttgaatca gtggttcatg gcgtatcagg
   223561 ctattgccaa cacaaaccag acccgcggca acatccaata cggcggcaat gaccccaccg
   223621 tgcaagatct tttgcgcgat attacccacc aacttgtcat cattatcgaa ggtgatttcg
   223681 gcataatctt gttcaaaacg gactaatttt agccctaatt cacggttgaa tggcatgtga
   223741 taaacaaagg tttcgccgat catgcggcga gcgtcttcca gtgttaaggg cgttactgac
   223801 attatgttct attctcttct cttagttatc gcttagaaac agccgttatc gatcagaagc
   223861 aatcacatta tacgttaatt aattgtttat tttatgcttg tattttgttg ttttccagcc
   223921 attaaatcat aaagataaac aacactaatc caaggtaaca tttgtgtgta gaatgagctg
   223981 ttttcattaa aaatagaaat aatccgaggg tggtgaggga attatggcga gattttggca
   224041 gatactgatt gcgttattac tggtgccaac attggcacag gctgaagaag caacgattga
   224101 aaagattcat gatgcgcccg cagtgcgtgg cagtattatc gcggcaatgt tgcaggacca
   224161 cgataatcct ttcctacttt atccgtatga aaccaactat ttgctctaca cctataccaa
   224221 cgagatcaat aaacaagcca ttagctcgta tgattgggct gaacaggcga ataaagatga
   224281 agtaaaattc caactgagtt tagctttccc tatctggcgt ggtattgccg gggataactc
   224341 attattgggg gcttcttata cccagcgttc atggtggcag gcatccaaca gtgaagaatc
   224401 ttcacctttt cgtgaaacca actacgagcc acagctgttt ttggcgtggt caacagatta
   224461 cgaattggct ggctggactt tccgcgaagt cgaatttggt tttaaccatc aatccaacgg
   224521 taaagctgac ccaacctcac gtagttggaa ccgtgtttat acccgcgtga tggcacaacg
   224581 tggcaatttg gaaatcgacc tgaagccttg gtatcgtatt cctgaaagcg acagtaaaga
   224641 tgataaccct gatattacga aatacatggg gtattatcgc ctgaaagtcg gctatgccct
   224701 gggtgacagc gtattcagcc ttgatggtcg ctataactgg aataccggtt acggtggcgc
   224761 ggaaatgggc tggagctacc caattaccaa acatgttcgc ttctatactc aggtattcag
   224821 tggctacggt gagtcaatga ttgactataa ctttaggcaa acacgggtgg gtgtaggtat
   224881 catgttgaac gatgtccttt aacgtcatcc ggcgttatca cagtttcaga cacaggccgg
   224941 ttagccggcc tgtgcagatc taatagttgg gggaaaagtg tgtcgaccgc agcagtgata
   225001 aacagggaat tactggcagt gcaggtattg cgagatactt ttggttatca gcaatttcgg
   225061 ccagggcagc aggagatcat caacgcgaca ttgtcaggcc aggattgtct ggttgtgatg
   225121 ccaactggcg gcggtaagtc cttgtgttat cagatccctg ccttggtgac cgatgggctg
   225181 acattggtgg tttcaccgct tatctctctg atgaaagatc aggttgacca actgttggcc
   225241 tatggcgtgg gcgcgggttg tctaaactca tcgcagaccc gtgaacagca actggccgtt
   225301 atggatggtt gccgcagtgg gcagattaaa ttgctgtata tcgcgccaga acggttggtg
   225361 atggagagtt ttcttgatca actgtatcaa tggcgacccg ccttgctggc agtggatgag
   225421 gctcactgta tttcccaatg ggggcatgat ttccgcccgg aataccgtgc tcttggtcag
   225481 ttaaagcagc gtttccctga tctaccggtt attgcattga ccgctacggc tgatgaagcg
   225541 acgcgtggcg atattgtgcg cctgttgaat ctggatcaac ctctgattca gatcagtagt
   225601 tttgatcgcc cgaatatccg ctatacctta gttgagaagt ttaaacctct cgatcaactg
   225661 tggcgttttg tacaagacca gcgcggcaag agcggcatta tttactgtaa tagccgagcg
   225721 aaagtggaag atacgaccgc ccgtttgcaa agccgtggct tgagtgttgc cgcctatcac
   225781 gccgggctgg ataacgagcg ccgtgctcag gtgcaagagg ctttccagcg cgatgactta
   225841 caagtggtgg tcgccaccgt agcgtttgga atggggatta acaaaccgaa cgtccgcttt
   225901 gtcgtgcatt ttgatatccc acgcaccatc gaatcctact atcaggaaac ggggcgcgcc
   225961 gggcgtgatg gcttaccggc tgaggccgtg ttgttgtacg atccggcaga tatggcgtgg
   226021 ttacgccgtt gtcttgaaga gaaacctgcg ggtgctcagc aagatatcga acggcataaa
   226081 ctcaatgcga tgggggcatt tgccgaagcg caaacctgtc gccgtttggt gctgctcaac
   226141 tattttggtg aaggtaaaca gcagccatgc ggtaactgcg atatttgtct ggatccgcca
   226201 aagcgctacg atggtctggc agatgcgcaa aaggcgctct cttgcgtcta tcgggtaggg
   226261 caacgctttg gcttagggta catcgttgag gtgctgcgtg gggcgaataa ccagcgtatt
   226321 cgtgagatgg gccatgacaa gctttcggtg tacggcattg gccgtgagca aacccatgaa
   226381 cactgggtca gcgtcttgcg ccagttgatc catttggggc tgctcagcca gaatattgcc
   226441 cagttctctg ccttgcaact gactgaagcg gcgcgcccgg tcttacgcgc agagctgcca
   226501 ttacaactgg cggtaccgcg tattcagagc ctgaaagtgc gtagcagtgc caatcagaaa
   226561 tcctatggtg gcaattatga tcgcaagttg ttcgctaagc tgcgcaaact gcgtaaatca
   226621 attgctgatg aaggcaatat cccgccttat gtggtgttta acgatgcgac cttgctggag
   226681 atggctgagc agatgccgat tactgccagc gagctattga gcgtgaatgg tgtcggtcag
   226741 cgtaaactag aacgttttgg tgcaccattt atggccctga tccgtgatca tgtggataac
   226801 aacgatgact aaatagatcg ggttagccgt tggtgctacc cgatgatcct atcaacgata
   226861 aaaatcgaat tgcgtgttag cataattttt cgatcttccc tgttatgagt ggctatctat
   226921 gttgatgcta tttctcaccg ttgcgtttat tcatctggtt gctctgatta gtccagggcc
   226981 tgacttcttt tttgtatcgc aaactgccgc cagccgctca cgtggtgagg cgatgatggg
   227041 cgtgctgggg atctcgctag gaattgttat ttgggctggg gtagcactga tggggttgaa
   227101 tctcatcttg cagaaaatgg cttggctgca tcaaattatt atggtcggcg gtgggatgta
   227161 tctgtgttgg atggggtggc agctattgaa atcggcccgt gctaaacatg atgtcgccga
   227221 agaagaggta caggtcgtct tgcctgcccg tggccgcacg tttatccgtg gtctgctgac
   227281 caacctgtcg aacccaaaag ccgttatcta tttcggtagt gtattctcat ggtttgtcgg
   227341 tgatgacgtg ggtgcaggtg cgcgctgggg gttgtttatc ctgattgttg gcgaaacctt
   227401 cttatggttc accgtggtgg cctgcgtatt tgcgttaccc accatgcgcc gtggttatca
   227461 gcggctttcc aagtggattg atgggctggc aggtgtgtta tttgccggtt ttggtatcca
   227521 actgatattg tcccgctaac gggttagcca acggggtatt taacccggtt ggctagcctg
   227581 acaggctctt tatactttgc gcgctgtggc taataatgca ccaatcaaca taaataggcc
   227641 gccaaatatt cggttcaaga gtttcatttg ctgtggcgat ttaatccaac gggcaatacg
   227701 tgtagccaaa gtggcataac caatcatcac gataatatcg acaatcacac tggtgctgcc
   227761 caaaatcaaa tactgtgcca cctgcggttg ctgtggcagt acaaattgtg gaaataacgc
   227821 ggccagaaaa acaatgcttt ttggattggt caggttaaca aacaccgcac gtttaaacag
   227881 cttacgcctg ggcatactgt ttgccagtgc atgcaggtca agcgacccgg ctgcacgcca
   227941 ttgttgaata ccaagccaaa ttaagtaagc cgcaccgagc cactttaata tttcaaatgc
   228001 cagtaaggat tgagagacca gggcaccaag accgacgcca accaagacga tatgcaccgc
   228061 cagacccagt tgtaacccgc caatggaagc aacaacccca cgggtaccat ggctgatggc
   228121 agtgctcatt gtgttaatgg cccccgagcc gggagaaaga ctgaggatca atgttgtcag
   228181 cagataggtt aaccaccagt ctaaggtcat cggcaagctc cctgaatggg caaatttatg
   228241 ccacaatacc tcattgccaa tagttgtgct atggctcaca aaattctggg caacgtcggc
   228301 taaagcgtgc cattaatatt ctctatgtta ttaaaatata acatcagggc tataaattca
   228361 ggctacgtaa ccagtgccat ataaccagag ctacataact gaactatgct gttaggtcat
   228421 cacatgaata attggttaac ccgagaagag caatttgctg cttttattaa tgggccattg
   228481 ttggatttct ggcagcaacg agacgaacag acgtttatgg gcgtcgataa tatccccatt
   228541 cgctatgtcc gttttcgtgc gccgcatcat acccaagtcg tggtggtagt gccggggcgt
   228601 atcgaaagtt acgtcaaata ccctgaagtt gcttatgacc tgttccagca gggctatgat
   228661 gtgatagtgc tggatcatcg cgggcaaggg cgttctgggc gtatgctgga tgatcataac
   228721 cgtggtcacg tgattaagtt cgatgactat attgaggatt ttgcacaact ggtgcagatc
   228781 gaaattaccg gtagccatta tcagcagcgt tttgcgctgg cccactcaat ggggggcgcg
   228841 attctgacgc gttttctagc cagagagcct gatgtattta atgccgttgc gttatgtgcg
   228901 cccatgtttg gtattcattt acccctgccg ggctggttgg cacgccgtat tgttaactgg
   228961 gccgaagggc accaaaagct acgggattat tacgcgattg gtactgggca ttggcggcca
   229021 ctgccgtatt tggtcaatat gctgactcac agccgcgagc gttatcgccg ctatttgcgc
   229081 caatattcag acacaccaga aatccgcgtg ggtggcccca cttaccattg gctacgtgaa
   229141 agtttgctgg tgggggagca aattattgct gaagcggaga aaatcaccac tccggtatta
   229201 ttgttacagg ccagtgagga tcgggtggtt cataacccag cccacgatgc tttttctcag
   229261 gcaatgacat tggcagggca cccctgtgaa ggggggcgtc ctcaggtcat tcaaggcgca
   229321 cgccatgaga tcctgtttga gcgggacacg ctgcgtgccg aggcgcttag cgccatattg
   229381 cgctttttcg cgcaacatca atcatcagtc ggccattagg cgccgacgcc accagaggtt
   229441 agaacatacc attatgtatc atgttgttgc ttccgattta gatggcacgc tgctatcgcc
   229501 taatcatacg ttgacccctt atacgaaaga aacactcaaa ttgctgacgc agcgtgatgt
   229561 gcattttgtg tttgccaccg ggcgccacca tatcgatgtg gcacaaatcc gcgataattt
   229621 ggagatcagt gcttttatga tcacctctaa cggtgcacgc gtgcataaca ctgagggaga
   229681 attgattttc agtcataacc ttgatgcgga tattgcccgt gatttgtaca atcttgaaca
   229741 tcataatccg gatatcctga ctaacgtcta tctgggcgac gaatggttta tgaaccgcga
   229801 atgtccagag caagaagagt tcttccgtga atccgtgttc aattatcagg tatttgaacc
   229861 tgcattactg ccgactgacg gcgtatgtaa ggtgtatttc acctgcgaag atcatgacaa
   229921 gttgctgatc ttggaagagg ccattaatgc ccgctggggc gatcgcgtta acgtcagctt
   229981 ctccttccct acctgcctgg aagtgatggg cggcggcgtg tccaaaggcc atgcgctgga
   230041 acaggttgct aaaatcatcg gttattcact aaaagactgt attgcctttg gcgatggcat
   230101 gaatgatgtc gaaatgttgt cgatgtctgg caaaggctgc atcatgcgcg acgcacatca
   230161 gcggctaaaa gatgtgttgc cgaatttgga agtgataggc tctaatgctg atgatgcggt
   230221 accacactac ttgcgtaaga tgttcttagg taaggaagag taaggttaac gttgcagtag
   230281 tatgatgatg ctgtggagta gggtggcctt tggtcaccct tcctccttgg cgttgcaggg
   230341 ggggttagcg gtgcgcactc atctttcaaa atcatccttc aaaattatgt attccatgaa
   230401 ccaattctaa ataattattt aatgacatta aactaattat aataaagact aattagtctt
   230461 tctatatatt catgaagata atggtatctc attgttttaa tttaatatta aagcaaaatt
   230521 tatctgaatg gagttaaata tgagtgatat aaacgttacc tccccccatt tcatacctat
   230581 gaaaagtcct attactgcaa gattagataa tagtgatttg atcgatgaac ggcctcagaa
   230641 gattaatttt ctcggtaata aattaaactc catagccgat gttaatattg actcaaaaaa
   230701 taaaaaaata acaataaata ttgctgagaa gaaatttagt agtgactata ttcctgagga
   230761 gtatatctat attgccgtgt gggatgctaa aggaaaaatg gtttttcaaa aaaaattatc
   230821 agatgcagag ataaaagaag agaaaataga acttccattt gaggtgggtt atcaacttga
   230881 aatgtaccac cctataccca gcagactcgt tagttctcct gatctttata gtattattga
   230941 ctccaattct ccatttactc ttcttgtaat gacgccatta ggtgtgacaa atcctaagat
   231001 ggaatcttat cctaccgata ttatcgaggc ggattttatt catccaaact ccgtttcagt
   231061 gggggtcaat gcggatgtta ttgaacctgc atctacagcg gaacccacaa cgtctacccc
   231121 tatcgctcct gatatccctt ctgccagcac cgatcccatc gtcagcacca gtacccgcac
   231181 gggtatcgat tcgacaacaa aattgatggt atcgttccag ttcaagctgt tgggcgtatg
   231241 tgattatgat attgcgacag tgaccatcga tgaagagagt aaactggcgg gtattaagat
   231301 tgttactgac accccccatt gtcattttgg tgatgagctg tatgccagta ttaaagtgac
   231361 cgataaacaa gggcacatca cgtttgagga aaaactttat ggcacgaatg cgaatatttc
   231421 aaataccatt attcccttcg aaaaaggtta taaattagat atcttccatg ctgagcctag
   231481 ccggttacgt gtttcatccg gtgatagcga tactttaatt ccagagtcca agcagaatag
   231541 ttttatcatg acatcaattg gtatagaaaa taccaggcag ggcagtgccg aggcaataat
   231601 atcagatcaa ttcgatacag aaaaattggt tcaagatatg tcttctttcg gtgattcttc
   231661 cattgcgccc gtggataatg tctacggata catgggtgaa aaaaatcact atcagaatgt
   231721 agtgagtcac gttgaataat taattatggc tctctttcct ctgaatctct gaagagaaga
   231781 aagagaaaaa agagagccat gtttacggcg agttatttat gctgttgctg tttttgcagg
   231841 aactggatgc cttggtccgg gaagtcagta aatacaccat caacttgtgc ctgattgtaa
   231901 ataatatcaa atagttggtt aatatcggtg gcgtatttag gtagcctatc agcccgtatc
   231961 gtgaacggat ggaccatcat attgctggca tgggcttctt tgaccagatc ggtcaacttg
   232021 atgtcttttg ctgtcgatgt tttaaccact aacatgtgat agtcagggcc gatgccatca
   232081 gcatagtgcg ccacttcctt catcgcacct ggcttgaaca tccagtcata gttgtaatta
   232141 acccatttgc catcaggtaa ttgctcgtag gtttcattcc agtcagtgta tgcgatcagt
   232201 tggatcagtt tcagatccat ccccatctta ggttccaact cattcttaat acgttttaat
   232261 tcatttacat caaaggattg cagatacact ttatcgtctt tattggtgta gccgtattct
   232321 ttcaggactt ccaatacttt ggttgagatg tctttgcctt cttgatgatg gaaccacggc
   232381 gcttttattt cagggtaaat acccgtattt ttaccggtcg agtggttcag cccctgaatg
   232441 aattcaattt cctcttggaa agtgtgcacc cggaaatcag atttgcccat tgggaaacgg
   232501 ttcggatagc tctgtacttt cttaccgttc ttatcaatat caaagccttc ggtaaatttc
   232561 agcgacttga tttctggcaa cgtaaaatca atggcataat agcggccatc tttccgtgcg
   232621 cgatcaggga agcgttcggc aacatcggtc acacgatcca gataatggtc gtgcaacacc
   232681 accaattcat tatctttagt catcaccaga tcttgctcta gataatcagc gccttgggcg
   232741 taggccatgg ctttggctgg tagtgagtgc tcaggtaaat agccgctggc accgcggtga
   232801 gcgatgacga ctttatctat ggcagatgca gatttatccg cagatgctgg tttcgcagca
   232861 taggccgggg ctgccataga ggccgccaga atcagacttg ccaacagcgt tttgacgtga
   232921 gtttgcatca atagtgctcc atttgtcggt tttataccct tcttactcga ggttgctgcc
   232981 tggccgcaac gctaattagt aacagcaccg cgatgccgcc gccgaaagcc gccgtctcaa
   233041 ccgaagtcgt caacggtgta gcctacgata gcactggctg ctaacgagcc acccagataa
   233101 ccgaacaagt cagtcgaccc agtctgcggc tagccttgcc tgatgtgccg caggcattga
   233161 aaatgctcaa catgctatgc ctctgatggc gttttattgt tttttgactc cggtatagcc
   233221 tggcatttac ccgattattg aacagttaac tcgcgtcgtt tatgttccat agcgaatgtc
   233281 atgctagata atatgggttg ctttatctgg ggggatggcg aaattgttac ctattttatg
   233341 aaatcggcgg caattttggg tgattattcg acattttgaa acaagtaata acaaatcacc
   233401 tgtgattttg atcacaatca tggtttttaa acaccacatt gctttcgttt taggttcgtt
   233461 tttgtttctt atcaatcaat atctataaag actgtggctc aatagggaca taactcgcca
   233521 gcaggcggct gtctgataat ctggggtctt tcatgacgaa cagttctcct tatctagaaa
   233581 cggatgtcat cattatcggt ggcggagcaa ccggtgccgg aatcgctcgc gactgcgccc
   233641 gccgtggttt ggcttgtact ttattggaaa ggcatgacat cgctactggg gccacggggc
   233701 gtaatcatgg tctcctgcac agtggcgctc gctatgcggt aaccgacggt gagtcagccc
   233761 gtgagtgcat tgaagaaaac cgcattctca aacggattgc tcgccactgc attgaacaaa
   233821 cggatggctt gttcatcacc ttgccggaag actctctggc gtatcagcta caatttatcg
   233881 cccgttgtcg ggatgcgggc attgaggctg aagccattga tccggcacag gcactgcgct
   233941 tggagcctgc cgtcaacccc gcgctgattg ccgcggtccg ggtccctgat ggtactgtcg
   234001 atcctttccg tttaaccgcg gctaacatgt tggatgcccg cgaacatggc gcgaatattc
   234061 tgacatatca tgaagttatc ggtttgttgc ggcagggttc ccgaatcaat ggtgtgtgcg
   234121 ttttcgacca taaaaatcag cgaaaatacg acattcatgc gcagattgtg gtgaatgctg
   234181 ctgggatctg gggacaacat attgctgaat atgccgatct gcgtatccgc atgttccccg
   234241 ccaaaggcgc gttgctgatc ctcgggcatc ggatcaataa catggtgatc aaccgttgtc
   234301 gtaagcctgc ggatgccgat attttggtgc cgggcgatac catttcattg atcggtacca
   234361 cgtcaaccca catcaattac gatcaaatag acaatatggt agtaacggca caagaggtgg
   234421 atacattaat tcgtgaaggt gccaaacttt cgccgcaact ggcgcaaacc cgtattttgc
   234481 gtgcctacgc gggagtgcgg ccgctggttg ccagcgatga tgatccatca gggcgtaatg
   234541 tcagccgtgg catcgtatta ctggatcatg ccagccggga tggggtggag ggttttatca
   234601 cgatcaccgg tggcaagctg atgacctacc ggctgatggc ggaatgggca accgataaag
   234661 tgtgcgaaaa gttgggtatc agcgcagctt gtaccacagc gcaagtgcca ttacccggct
   234721 cacggcaatc cgcagaacag actttaagca aagtgatctc tttgcctgcc agcattcgcg
   234781 gttcggcggt ttatcgccat ggtgatcgtg ccacgcagtt gttggtggga aaccggctgg
   234841 ataacagcct ggtgtgtgaa tgtgaggcgg tcaccgccgg tgaagttcgc tacgcggttg
   234901 aatctttatc ggtcaataac ctgttggatt tacgccgtcg tacccgtgtg gggatgggca
   234961 cttgccaggg agaactgtgc gcttgccgtg cagcgggcct actcagccgc tttaaggtga
   235021 ccacaccgca gcaatcccgt gagcaactga cacaatttct caacgagcgc tggaaaggtg
   235081 tacgcccaat tgcttggggt gatgcattgc gtgagagtga gtttacccag tgggtctatc
   235141 agggactctg tggtttggat gagattccag ccaccgtgaa tgcgcgggag aaacacgatg
   235201 aaatttgatg tgatcatcat tggcggtggc ttggccgggt tggcctgtgg tattcgtttg
   235261 gccgaacaag gtaaatattg tgcgattgtc agttccggac aaaatgcact gcatttttcc
   235321 tctggttctc tggatctctt ggcaaaatta cccgatgggc aggcggtcag ccagccatta
   235381 tcggcactca gtgcattagc tgaattagcc cctgaacatc cttacagtaa aatgcggaat
   235441 atcacgcaat tggatgagtt ggtacaggaa gccgaggctc tattacggcg gtgcggtctg
   235501 gatatcgttg ggagtagcgc tgaaaaccac ttacgtctga cgccattggg tagctgccgt
   235561 cccacatggt tgagcctggc ggacatcccg gttgcaccgt taaatggccc gctgccgtgg
   235621 caacgcgtgg ccgtgattgg tattgaaggc tttctcgatt ttcagccaca gatggtcgcg
   235681 agtgccttac aggatcaggg tattgatgcg acggcagatt atttacattt accggcgctg
   235741 gatcggttgc gggataatcc gagcgaattc agagcggtaa acatcgctcg aatactggat
   235801 ttaccggaaa atcgacaacc cttagcggat gagttatccc gcctgtcatc taccgctgaa
   235861 atgattctat tgcccgcctg tattgggctg gataaatctg cgccattaga tgccctacgc
   235921 gccgtggtcg gcaaacctat tcaactgttg ccgacattac ctccttcgct gttagggatg
   235981 cgcttacatc aggcgctgcg ccatcgcttc caacaattgg ggggcttagt gatgccgggt
   236041 gatgcggttt tgcgggcgga attggttgat aaccggatca ctggccttta tagccgcaac
   236101 cacggtgata ttcctctacg agctgcgcag atggtactgg ccagtggcag tttcttcagc
   236161 aatgggctgg ttgccacctt cgataaaatc tatgaaccga tactggatct ggatatttta
   236221 tcactgcctc accgcgcaga ctggagccac agtaatctgt ttgcgccgca gccttatctg
   236281 cagtttggtg tcaacacgga taaccattta cggccgctgc gtggcggtgt cgccctagag
   236341 aatctacatg ccatcggtgc cgttctgggg ggatatgatc cgctccagca aggttgtggc
   236401 gcgggtgttt cattgaccag tgctgtgttt gtcgccgaac agattatcag cgagatggcg
   236461 gtgacattat gacagggttg ccaaagcatg atgctagccc cgaacaggat ggcatgatgg
   236521 tgggcgatag ccgtctcacg cgagataata gcttcgaaag ctgtatcaaa tgtacggtct
   236581 gtacgactta ctgtccggtg gcaaaggtta acccactcta tccggggccg aaacaagctg
   236641 ggccggatgg tgaacgcctg cgtctgaaag atccggcact gtacgatgat gcgctgaaat
   236701 attgtaccaa ctgtaaacgc tgtgaagtgg cttgcccgtc agatgtcaaa attggcgata
   236761 ttatccaacg ggcgaaagcc agccatagca ctaacaaacc caaattacgc gatgccatcc
   236821 tcagtcatac cgacatcatg ggcacgcttt cgacaccgtt tgcaccggtg atcaatgcgg
   236881 tgacggggtt gaaacccgtt cgggtattgt tggacaaagc gctgaaaatt gaccatcgac
   236941 gtgaattacc caaatactca tttggtacct ttcgccgttg gtatcgcaaa caggcggaaa
   237001 aacagcagca atataccgag caagttgcgt ttttccatgg ctgttttgtc aactataacc
   237061 accctcaatt aggcaaggat ttagtcagcg ttttcaatgc gatgaatatc ggtgtgcagt
   237121 tgttgaaacg tgaaaaatgc tgtggtgtcc cactgattgt aaatggtttt attgagcagg
   237181 cgaaaaagca ggcacgggta aacctagaat cactcactga tacggtcatt ggccgtgata
   237241 ttccggtagt cgccacctcc tcaagttgta ccttcaccct gcgggatgaa tatcctcatt
   237301 tattagatgt ggatacgacc ccggtgcgcg ataaagtaga gttggcgact cgctaccttt
   237361 accgcttatt ggatcaaggg cgagagctac ctctgaagcc tttattctca ttaaacccct
   237421 tattggcatc tcaagaagcc ccattgcgca ttgcctatca cacaccttgt catatggaga
   237481 aaatgggctg gacggcctat accctggctt tgctccaacg gatacccggt gttgagctgg
   237541 tggtgttaga ttctcaatgt tgcggtatcg ccgggaccta tggttttaaa tcagaaaact
   237601 acgcgacatc gcaagggatt ggggcatcgt tgttccagca aattgaggat agcggggttg
   237661 atttggtgat taccgattgc gaaacctgca aatggcagat cgaaatgtcg accagtaaga
   237721 aatgtgagca cccgattact ttactggcgc gggcattggc ttgatggggg taaaaattat
   237781 ggttgaggag atcgataaag ccgagcaagt gaataacgct ggataagtga ataacgctga
   237841 ataagttgat aacgccggat aaattaataa cgccgagtaa gtcaataaaa cagagcgcga
   237901 gtgaaccgcg ctctgctggg acagattatt tcagcttcaa ggtactgata atggattcgg
   237961 cttcggtttg agcttgctgc tgattctcgg cggggagcgt aatctgcaat gtcattaatt
   238021 ggttaccgac ggttcccatg acgatagatg aatacgcttt ttggccgcta ctggtaataa
   238081 tgctgtccag ttgctggaac ggttgcccgt taatattaat cgtcttgttg gtcaccactt
   238141 gcaggtttgc atcgcgggcg cgctgctgct cggctaaacg gttggtcagc acttccaact
   238201 tttcattggt gccctcacct aaaatgacga tcactgcttt atcaccagta ttattggcgt
   238261 aaacgtgcat gttattggct tgattaccca tcttcccgct ttggtctgac aggtctgctg
   238321 gcaagttaaa ggtcactttg ccatctaaca ggctgacggt ctggcccacg ttattatcgc
   238381 tactgttatc acaggcgctt aatcctgcga ccagcaggcc gacggcaaga aatcgaacta
   238441 tttttttgta catgggtatc ccttattcat acgtgtatgc ctttcgagcc acgggcggat
   238501 gtcgataacg cctcaacaac tgacaattta tcaatagttg ctaagttatt ctatcgcacc
   238561 ttattcagac gcgaaaagca acctatcgtt cagttgccag cactggctga cccgtctgcc
   238621 gggcaaagta cttcagcaac acattcagca tcacgccata agctggcagg aagaacaaca
   238681 tgcaaattaa cagcttaaag ctgtaatcga ctaacgcaat ttccacccag tgtgctgcca
   238741 taaacgggtc actactgcga tagaaagcaa tgaagaagaa tgccatggtg tcactgatat
   238801 tgccaaagaa catggccgca gtaggtgcaa cccaccaggc attacgctga cgtaggcggt
   238861 taaacacctg aacatccaga atttggccaa gaacataggc cataaaactg gcgacggcga
   238921 tacgagcaac caccagatta aaactggtta atgcggggaa cccctgccag cttccctgat
   238981 aaaacagtgc tgatatcaga tacgaaatca acaacgcggg caccatcacg gaaagaataa
   239041 tccggcgcgc caaaggggca ccaaaaattc gcacggtcag gtcagtggct aagaagataa
   239101 atggaaaggt aaaagccccc caagtggtat gaaagccgaa gatagcgatc ggcaattgca
   239161 ccaggtagtt actggaggta atgatgacaa tatggaatag cgatagccat accaacgcgg
   239221 tcatccgctg ttggacagta aacgaaaaca taaatgtaac ctttttggtt attggggtga
   239281 gggaacccaa acaaaatatg ccgcaagatc tacggcgcgg cggcataata cgcgtttgcg
   239341 caacgaatgc aatggttaat tttaacgcaa acgattaagg taaattcttt accttggtta
   239401 agctatttgc ttttgttaaa ccatcggatt tcgttaaact ggccgccttt gtaagcttgc
   239461 tgacatttta tctttctatt aaaccgctta ctgacgaatt attaaaccgt ttactgacga
   239521 acaagagaac cgccatgacc gatatttttg ctaatccaga taaaaccctt gatgctctgg
   239581 gcctgcgttg cccagagccg gtgatgatgg ttcgtaagac ggtccggcac atggaagagg
   239641 gccaaaccct actgattatt gctgatgatc ccgcgaccac ccgtgatatt ccgggcttct
   239701 gtcgctttat ggatcaccag ctactggcgc aagatactga acagaccccc tatcgctatt
   239761 tggtgaggaa gggaataacc gcaggttaat ccagtatctt gctgatcaag catcgattta
   239821 atcaaacatt agcctaatca aacattagcc tattcaaaca ttgacctaat caaacatctc
   239881 ggacctaatc aaacatctcg gacctaatca aacatctcgc ttgcgtaaca acctcaacgc
   239941 attcgctgtc accaaggctg ttgcgccgga atccgccaat actgccagcc acaagccagt
   240001 cagacccagc agggtggtga ccaggaagat ggctttcaag cccagcgcga tagtgatgtt
   240061 ttgacggata ttcgcgttag ccgcccgtga gagcagaata atctccgcca acccggtcag
   240121 ccggttatgg gtcaatgcgg tatccgcggt ctccagtgca acgtcagtgc cgctgcccat
   240181 cgcgacccca atactggatg ctttcatggc gggcgcatca ttaataccat cacctaccat
   240241 gaccgtcggt tgcaatgcat tcaatgccat caccgcctgt actttatcgg ctggcagtaa
   240301 cccggcgcgg taatcaatcc ccagttcacc ggcaatggcg gcggctgcgc gtggattatc
   240361 gcccgtcagc atcactccct gaattcccaa ttttttcaac gcgtcaatcg cctgtttggc
   240421 atcggtgcgt aatgtgtcac gcagcgccag caagccgatg aatttttcat cctccaagac
   240481 cacaacggct gtcttaccac tgctctccag ttggtcgatc tgtgcctgcc attcatcggt
   240541 cagtagtgcc ggagacaact tgctgggtgc actgacacgg accattaaac catcgaccac
   240601 accttcaata ccgacccccg ccaacgcccg gcgttcttcg gccagtggca acattggcgt
   240661 attttgctga gcacgctgat tttgctgggt acattgtatg atcgcgatgg ctaaggggtg
   240721 atgtgacccc gcttctaccg ccgcggccaa agtgagcaac cgggtttcac tgatgcctga
   240781 gatgggcaga acgtcagtga cttttggttt accctcggtc aaggtgcccg ttttatcaaa
   240841 tgcaatgatt tggctacggc ccagttgttc cagtgccgcg ccgcccttga ttaaggcccc
   240901 acgccgtgtt gccgccgcca gtgctgaggt aatcgccgca ggggtagaaa tcactaacgc
   240961 acacgggcaa ccaattaaca acagtgtcag gccacggtaa atccaaggtt cccaaggtgc
   241021 ggcgaaaact aatggtggga ccaaaatgac cagtatggag aacaggataa ttatgggggt
   241081 gtatatacgg ctgaagcggt caataaaccg ttcaattggc gcacgacgct cttctgcgag
   241141 ctcaatcagt tgcagaatac ggtcgatggc attattcccc ggttccgata ctacgcacat
   241201 ttcgacggca cgatcaacgg acaggcagcc cgcggcgact ttttcgcctt gctgacgttc
   241261 aacggggatg gattcacccg ttagggcgct ttcatcgaag ctggcgaaag aggcctgtag
   241321 ttcagcatcg gcaggcaggc ggccccctgg tgggatttcg ataatatccc cagggcgtaa
   241381 atctgcgaca ggaactaatg tgcgcttacc atcctttaac agtaatgcct cttctggtac
   241441 cagcgccatc agtgcggtga cgccgcgccg cgcacgattc actgcataag actcgagtaa
   241501 ctcacccacc ataaacagca gtaataccat ggcggcttct gcggttgcac caataaacac
   241561 cgccccgata gcggcgacgc tcatcaatgt ttcaatggcg aaaggtgtcc cagaacgaat
   241621 cagtttccag gatttgatca caaaggggat caagccaacg atggtggtga tagtgaacgc
   241681 agtttggcta agttcagtat tgaagaagga taatccccaa ctgataagca ttaaggtgct
   241741 tagtaatgcc agtggtaaat actcacgaag acgtgattcc gtggcaacgt ttttctgccc
   241801 ggcagtggtt tgggtattta ccaggctaaa tccagtagca atcacggctt tctggacgag
   241861 ggaacgcaca tcggcacggg catctaccac caatttctcg gtggtgaaca gcacttttac
   241921 cttctcaacg ccatcaagtc cgctgattgc attttcaatt ttccgggcgc agctcgggca
   241981 atccatccct ttaacttgcc aactgaaacg ttgggttccg ctaacaatag tggtatcaag
   242041 tcgatcactc tcttcgtcag cctcatcggc atgagtatga ctacaactct ctccgtcatg
   242101 atgtgagtgt tcacttacag aatcatgact gatagcgtcg ctgttagctg cagtagccag
   242161 attgctacaa ccggtttgat gtttgtcatg agtatgacca cagccacaat tactgttggt
   242221 ctctactgat ttctgatgct cagagtgtga atgcatgatg ctgctcccta tgcaggatgt
   242281 aacaggtata tgcccatgtc ccttaacgtt gcagtggtgc tagtgaccgc gctgcgacgc
   242341 cagattcttt gggtatagct gtactctaca ccttggagcc aactccagag tcaaggggtt
   242401 agatgagaat agttgttaaa taggattatt tttattgact gccaaccgag ggaaaaatga
   242461 aagagagggg gccgttatgc accaatatac cgttatgcac caatatactg agatgaggac
   242521 atgaagactc gctccgtccg tggagcaact tagtcatgat gttcagtaac agggcatggg
   242581 tgagatgaat tataaatata atatttatca atgtactcgc tgccaatatc ttagatattg
   242641 atacactcgt gaccaataca gatgctcagc tacagataca gcgacctgac aatcaaaaag
   242701 tgcccgataa aatagcaccc ggcagcgatg gcatctgacg cgcggaaaga gaaacggtag
   242761 cgattcagca accagacagc atgtgatagc aggagaagaa cactacccgc cagtaacgag
   242821 aagcccaaat cagtgctacg ggcaaagtac tgttcacccg ccatccaaac cattagcaag
   242881 gtcataccga taaaggcgac gactggccag cgcatatctt gtagctgtgt ccagagagcg
   242941 gctaacagca gagcgccaac cacgatcaac accagaggca atggccagaa tagcgtcagg
   243001 gtcatctgac tggcaaaact gatggtatac agcaagtggg ataggaagaa tgcccctaaa
   243061 gcataaagta agcgctcact gggtagcagt aataaggcat cggcaagcag tgttgccagt
   243121 aatcctaaga caatcagata acctgcagga ccaagagcag gtgcttgcca ggccagtaac
   243181 agtaagagta acaaggtgac gggtttgaat acccaacgct gccagcgggg gccacgataa
   243241 gtggcatcga caaacaaaca accaaccaga aaaaaataca gcaaggaatg gccagctcat
   243301 tatttatcct tttctctatt caggtttatc gaagacgcct gtgttgttat gacaatctgc
   243361 aattcatgta caatactgta caacactcat tagtgtaagg gatggaggca aagagcgata
   243421 gccaggcaag tgtcatttgc ttgggttatg caacttaatg cgtaacagcg cgcagattaa
   243481 actttaaggc accggctctg catgctgata tcttggtctt gtttggctca catgctatgt
   243541 taacgccgat ttcctctcgt tataacaagg aatagagaca ggtcacgcta tggcgaatga
   243601 acaactgctt tatcgtattc agtttataaa taatggtaaa aattatcagc tttatgtccg
   243661 tgaaatcggt tctagctcgt tatttggatt tattgaaatt gctgattttg tctttgatag
   243721 ccaatcaaca ttgttagttg atccctcgac agagaaattg aaaactgaat tttctggtgt
   243781 caaccgtagc tatattcctc tacatgcggt cattcgtatt gatagtgtca ccgagaaagg
   243841 tagcgcccgg atatctgagc ttggcaacaa tgtgatgaat ttcccctatt taccgggtaa
   243901 taaaccctaa gaatatttaa ctggggcgct atgggtgtca tcttttacgg tttttacggt
   243961 gtccctgtcg tatcattgat ggggcgggta tgctgaattt ttgccattaa cagctttttg
   244021 ggtcattaat ggtttttttg ccattaatag cttttagtgg gtaattattt tgagttaata
   244081 atgattttta acggattata tttaatcgat agaatgcaga tatgagcaaa ctccctttat
   244141 tatttattgc cgttgtggtg ctgatcgtcg tgctggcaac ccgccagtat tggcagaaaa
   244201 aacagcagga tgcagaaaat gatcgcgcac cggtgcgtag tgtgcaagtt gaggtcgttg
   244261 ataaacgtga agtccttgcc cccaatcgcc gatcaaggca gcgcgaggag atcgtggctg
   244321 aagagaaacg ctatgaagtt tatttccgtc cactgtccag tggcatagaa ataaagaaca
   244381 gcctcggact ctctggaggc aatgaaataa agagcggcag tgaaattaaa atggtattgc
   244441 cccagcagga atataaccgc attgagcaag gtgcacaggg aatattgcgt ttacaaggca
   244501 cgcgctatat cggttttatc ccggatgccc cgcatccttg acgcttaccc tgcgggcaag
   244561 caaattattt agggtatata cccgttgccc tttaaggtac aggggattag gggttagctg
   244621 cccttgctca ccccagtcac tgagttatct aagcgcctgg gtgtttactc agttgctgcc
   244681 tgcctgcatc ttgaagtaac ttgggtatat agcattgggt gacgatatta ttttttaggc
   244741 agttgtggct gtttcttctg ccaggctaat aattcaaata cgccaaaaac aaagatttta
   244801 aattgctgta acccactgat aggttgatcc ttgggttgtg tcgatttgag caagaccagt
   244861 tgcaagccat gcatcagaac cataaatatc atggccacat ggataaagta tctcaatggc
   244921 ttagggtaag gctggaacag attcagcagt ataaaaaacc agacgcctag catcagtaac
   244981 cggccgagat taatccacat ggtgttgctc ctgctctgcc accgatgcac atgctggcaa
   245041 atcggtttgt tggcgaataa ataaacgata ggcaacctgc ccggcgattt tttctcgatg
   245101 taacagccaa ttggcgggga catcagcaac ggcgctttct gcctccgctt caacatagat
   245161 ccaggcatca gcagccagcc agttaaattg ctctagcaaa ttaatggttt cagccagtag
   245221 gcctttacga aaaggcggat ccagaaatac caaattgaaa ggctgccccg gttgcgccaa
   245281 ccattgtaat gagttggtgt ttacaacttg cccattttca gcttttagta gcgttaggtt
   245341 gtcgctcagt tgtttggcaa cctgacgatc agcttccagc aaggtagttt cgcttgcata
   245401 acgggatagt gcttccagcc ctaacgcacc actgcccgca aaacaatcca gacagcgagc
   245461 accctgaatc atcggagcga gccagttaaa taatgtttcc cttacccggt ccgtcgtggg
   245521 gcgcagccct gggctatctg gaacggggag tttacgccca cgccacttgc cgccaatgat
   245581 tcttatctgc cccgctgact gcggtgatgc tttttttact atagaacgct ttgctatagg
   245641 ttgctttgcc atagattatt ttgcttgaaa attggccatt attgcagcgc tgaataaaag
   245701 aattagcaac tattctaccg atgtgtgctg tgtgggggaa acgttatatc cccttcggac
   245761 tttaggttgc agagatgttc gcgataacga ttgaattcac agtagaaagc atcatcgtgc
   245821 gcgtgttgct gtccaggaga aagtgataga cttgcacatt attattgtac ccaaggctat
   245881 tattgtaccc aaaggtataa gccatgattt aaccgcgagg agtgtagtcg caaatggcaa
   245941 aagaaaaaaa acgtggattt ttttcctggc tgggtcttgg ccgtcagagt gaagaaccag
   246001 cagcagagcc gctggcgact gaaaaagaag gcgttacaga gcaagaagac gttattgaac
   246061 aaaccggcgt tattgagcca acagacgtta ttgagcaaac cgttgagcac gtcattagtg
   246121 aaaaaacgac tgaagctccc gcggagaatg cctttattga ggtagaactg cgcgagcagg
   246181 tcgctgcggt aattcctact gagccgaata acgccataat gagtgagggc gtccctgaca
   246241 ctttaccaga gagggcggtt gccgaatcag tagttgccga attagtagag accggtgaca
   246301 acgcggccat tgttcatgat gagattatcg agccaataac gcaggtaacg gaagctggcg
   246361 gtgagctctc tttagtaaaa cctggcatcg agggtgatac cactgaacag ggcggcccca
   246421 cagacaatct gccaaaacgg tcgttaacgg aagacaacct tattattgat gttcccaccc
   246481 cgcaggcggt ggtagaagaa tcgcgggttg acgctgttga gcaacctacc gaaacttctg
   246541 aagttgaaga agttgaagaa gttgaagaag ttgaagaagt tgaagaaaaa attatcccgg
   246601 tagcggctca agaacaagag cggccaacca aagaaggttt cttcgcgcgt ttaaaacgca
   246661 gcttaatcaa gactaaacag aatcttggct ccggttttat ggggctgttc agcggcaaaa
   246721 agattgatga tgacttgttt gaagagctgg aagaacagct cctgatcgcc gatgttggtg
   246781 tcgaaacaac ccgtaaaatc attacttctc tgacagaaca taccagccgt aagcagttaa
   246841 aagatgctga tgcgctgtac ggcaagctca aagaggaaat gtctgagatt ctgtctaaag
   246901 ttgacaagcc attagatgtt agcggcaaga gtccgtatgt cattttaatg gttggcgtta
   246961 atggcgtggg caaaaccacc actattggca aactggcgcg ccaattccag gctgaaggta
   247021 aatctgtcat gttggcggcg ggtgatacat tccgtgccgc tgccgttgag caattacaag
   247081 tttggggtga gcgtaacaag attgcggttg ttgcacagca taccggtgca gattccgctt
   247141 cggttatttt cgatgcgatt caggcggcta aagcccgtgg tattgatgtg ctgttggccg
   247201 ataccgctgg gcgtttacaa aataaagccc acttgatgga agagctgaag aagattgtcc
   247261 gggtaatgaa aaaactggac ggcgacgccc cccatgaggt tatgctgaca ctggatgcca
   247321 gtaccggaca aaatgcggtg agtcaggcaa aactgtttaa tgaagcagtg ggcctaaccg
   247381 ggattaccct aactaaactg gatggtaccg ccaaaggcgg ggtgattttt gccattgctg
   247441 atcagtttga gatcccaatc cgttatatcg gtgtcggaga aggtatagaa gatttgcggc
   247501 catttaaggc tgacgaattt attgaggctc tttttgcccg agaggattaa tacggatgat
   247561 tcgctttgaa caggtcagta aagcttatct ggggggacgg caggcgctgc agggggtcga
   247621 ttttcatctg cgtcctgcgg aaatggcgtt cctgaccggc cattctggtg cagggaaaag
   247681 tactctgctg aaactgattt gtggtatcga acgccccagt gcgggtcata tctggtttgg
   247741 tggtcatgat atcagccgtc tgaaaaaccg tgaggtgccc tttttgcgcc gccaaatcgg
   247801 gatgatcttt caagatcacc acctcctgct ggacagaacg gtttacgaca acgtcgctat
   247861 gccactgatt atcgccggtg cgagtagcga agatattcgt cgtagggtct cggctgcact
   247921 ggataaagtc ggcctattgg ataaggcgaa aaatttcccc attcagctat ccggtggtga
   247981 acaacaacgc gtagggattg cccgcgccgt agtgaataaa cccgcggtat tgctggccga
   248041 tgaaccgacc ggtaacctgg atgatgcctt atcagaaggt attttgcgtc tgtttgaaga
   248101 gtttaaccgc gtgggggtta ccgtcttgat ggccacccac gatacgtcgt tgattgcccg
   248161 gcggcgttac ccgatcctga cgttgagtca ggggcggatg tcaggagcac accatggcga
   248221 ataatgcgcg aaaagcaaaa accaaggcgc taaagggcgg ttggcgtgag cagtggcgct
   248281 attcgtgggt caatgcgatt gccgatatga tgcgtcagcc tatggcgacg ctattaacgg
   248341 tgatggtgat atctatttcg ctaacgctgc caagcgtatg ttatatcgtg tggaagaacg
   248401 ttagccaggc ggcggagcaa tggtatccaa caccgcaact gacagtctat ctggataaag
   248461 cactggacga taacgcggct gagaatgttg tcgtgacgct gaaagctgaa gccggtgttg
   248521 agaaggtcaa ttacctgtcg cgggaagagg cgatgggtga gttccgcaac tggtctggtt
   248581 ttggcggtgc gctggatatg ctggaagaga atccgttacc tgccgtcgct attattactc
   248641 ccaagttaaa tttccaaagt gctgaaacgc tgaatacatt gcgtgatcgc attagccagg
   248701 ttgaaggggt ggcggaagtc cgtatggacg acagctggtt tgcccgttta gcggcactga
   248761 cgggcttggt cggtcaggtt gcagcaatgg ttggcgtact gatggtggtc gctgtattcc
   248821 tggtgatcgg taacagcgtc aggctgagta tctttagccg tcgggatacg atcaacgtca
   248881 tgaagttact tggtgctact gatgggttca ttttacggcc attcttgaat ggcggtgcga
   248941 tgttagggtt cggtggtgcg gtattatcgt tgatactgtc agaggcattg gtatggcaat
   249001 tggggtcagt tgtcaaacag gtggcgaccg tgtttggtac ccaatttact ctgcatggtc
   249061 tgagctggga tgaaagcctg ttactggtat taatctcagc aatgattggc tggattgccg
   249121 cgtggttggc gacggttcaa catttacgcc gatttacacc gcaataaaga atgtttgtta
   249181 tactctttcc ttaccgggct gaaatcaggt agggagagag tcgcagttca gtcattgacg
   249241 atgtctattc ataccatcgg ttttctttga tgcatatgac cagatcgaca gatatggtta
   249301 gcgatctgct aagatcctca gcccaaaaac gtgatctaga ttgaactttt aaagcaatgc
   249361 tcagtcgaat attgcagcaa aatgataagt tgctcagcgc ttgaatctgt ataaccaggt
   249421 gctaaaatat tagcgctgag agaaacctgc actaaacatg caactgagag ggtttaaatg
   249481 accaaagaaa tgcaaacttt agccttagtg ccccagggta gtctggaagc ctatattcgg
   249541 gctgccaatg cctatccaat gctaactgca gaggaagaac gggagctggc tgaacggctg
   249601 cattaccagg gcgatctggg agcggctaaa cagcttatcc tgtctcacct gcgctttgtt
   249661 gctcatgttg cccgcaacta ttccgggtac ggtttgccac aagctgacct tattcaggaa
   249721 ggtaatattg gcttgatgaa agcggttcgc cgttttaacc ctgaagtcgg ggtgcgtctg
   249781 gtgtcctttg cggttcactg gatcaaagca gaaattcatg aatatgttct gcgtaactgg
   249841 cggattgtga aggttgcaac taccaaagct cagcgtaagc tgttcttcaa cctgcgtaaa
   249901 accaagcagc gcctgggctg gtttaatcag gacgaagtag aattggtcgc caaagagctt
   249961 ggcgtgacca gtaaagacgt tcgcgagatg gagtcacgca tgtccgctca ggatatgacg
   250021 ttcgatcctt ctcctgatga tgaagcacgt gacggccaat tcatggcccc agtcctgtat
   250081 ttgcaggata aaacctctga ttttgctgat ggcatcgaag aggataactg ggacagccac
   250141 gcagcagata aactgtctta tgcgttggaa gggttggacg agcggagcca acatattatt
   250201 cgcgcccgtt ggctggacga tgagaacaag tccaccttac aagaactggc cgatcagtac
   250261 ggtgtgtctg ctgaacgtgt acgtcagctt gaaaagaacg cgatgaaaaa attgcgtatg
   250321 gcgattgaag cctgatacaa caaacagaca gatgctgtaa tccggcacga taaagaaggg
   250381 cgatattgat tatcgccctt ttgctgtgcc cagaaaaccc ccagctaggc tgggggttca
   250441 gtaaagcttt cagctttggg tcagttataa aaaccccttt tgatttgtta aaacagtttg
   250501 cggtctggca actgcaaatg ttcaacaaga aatcaaaagg gggtcccaat gagggatgaa
   250561 aagagcttag cgcacacccg atggaactgt aaatatcata tagtttttgc gccgaagtac
   250621 cgaaggcagg tgttctacag ggaaaaacgc agagcgattg gcagtatttt aagaaaactg
   250681 tgcgaatgga aaaacgtgaa tatcctggaa gcagaatgct gtgtggatca catccatatg
   250741 cttctggaga tcccgcccaa gatgagtgtc tcgggattta tggggtacct gaagggaaag
   250801 agcagtctga tgctttatga gcagtttggc gatttgaagt tcaaataccg taacagggag
   250861 ttttggtgtc gagggtatta cgttgatacg gtagggaaaa acacggccag gatacaagaa
   250921 tacataaagc accaattgga agaggataaa atgggtgagc aactctcgat cccgtatccc
   250981 ggtagcccgt ttacgggccg taagtaatcc atagatgcaa atgtcagatc gcgatgcgcc
   251041 tgttagggcg cggctggtaa cagagcctta taggcgcata tgaaaaacct ccggctatgc
   251101 cggaggatat ttattttttt ggcagatatg gacgattacc gtttggtagc tccgcagcta
   251161 atgttggcaa ctatcgtccg cgccgactgt tcgtaatgac tgtctgcggc ctaccgttct
   251221 ctgctacggt tcatcattat tgtccgcgcg gcttaccgcc gccagccttg tgcttcatgg
   251281 ctaaatccac acgcgagcat aaagctattc atctgggggc gctcggcagc tgtgagatcc
   251341 ccgccgttca ggtaccaatg tttaatttcc ggtaactgac gcagcgtttc ctcgatcaga
   251401 tacaacccca cacctcggcg acgcgtcact tctctgacac acaaatcctg tagctcagcc
   251461 tgttggtcat ataccgccac tttaactgca cctaacaaac gttcattaaa acgtgcagca
   251521 aaaagtggtc taccctcagt aatccactgt tgccaggcag caggctgttg attcggccag
   251581 attttagcta aatctataac atcttgatga gtaagggtta ttagtcgttc aatcgtcagt
   251641 ttcatcgcga gaagccatag taataaagtg gatatagcgc cgaggttcat tgtactagaa
   251701 cacagaccag agagctgtgt aagtttttct gtacgtccac ggggggaaat gttttttcgc
   251761 tactgcgttt tccgagtttt accggagtaa atgatcacat aaccagcaca acacactatc
   251821 aattgttaaa aaaccattca attcacacct aattttatgc tgtttacacc gcttgtttct
   251881 gcttgtctta gttgatttgc agcataaaac tcctgtttaa tggtatgaaa aataaagtct
   251941 tattagaaaa aataaagact ttcaaggtta aatcattatt acttatgaac aaaatgttac
   252001 attaatgcta aaacactcag acaaacacaa caagcatgtt cacaatgaca gatggggaat
   252061 tcgcggatga aattaacaaa aggtaaagtg ttgctggctg ggtgtatggc aatggcgatg
   252121 agtcattctg tgctcgcgca agacattaag gtcgctattg tgggggcaat gtccggcccg
   252181 gtggcccaat acggtgacat gcaatttacc ggtgcgcgcc aggctatcgc cgatatcaac
   252241 gctagcggtg gtattaaagg cgataagctg gttggtgtgg aatacgatga tgcctgcgat
   252301 ccgaaacaag ccgtggctgt cgcgaacaaa gtaataaacg atggtatccg ttatgttatc
   252361 ggccatctgt gctcttcttc aactcagcca gcttcagata tttatgaaga tgaaggggtg
   252421 ataatgatca cccctgctgc tacaaacgcg gatctgacca cccgtggtta caaaatgatt
   252481 atgcgcacca ccggcctgga ttcagaccag ggccctactg ctgccaaata tattgttgag
   252541 acgattaaac ctaaacgtat cgctgtggta catgataaac agcaatacgg tgaaggtctg
   252601 gcacgttccg tgcgcgacag tctgaaagaa caaggtgcag aggttgtgct gtttgaaggt
   252661 gtgaccgcag gggataaaga tttctcgact ctggttgctc gcctgaagaa agagaacgtc
   252721 gattttgttt atttcggcgg ttactaccca gaaatgggcc aaattctgcg tcaggctaag
   252781 caagcaggcc taaccgcccg ctttatgggg ccagaaggtg tgggtaactc ctcactctcc
   252841 aacatcgcgg gtgaggcctc tgaaggcatg ctggtgacat tacctaagcg ttatgatcag
   252901 gttccggcga accaacctat tgttgatgcg ctaaaagcga aaaaactgga tccaacaggc
   252961 ccatttgtgt ggaccactta tgctgcgctg caatcactga cgacggcgat ggaacgtact
   253021 ggcagcaaag aaccggctga tttggctaac gatctgaaaa ccggcaaacc ggttgagacc
   253081 gtgatggggc cattgagctg ggacgataaa ggcgatttga aagggtttga gtttggtatt
   253141 tttgaatggc atgcggatgg ttcctctacc gcagtcaaat aacaagaata gtagaactat
   253201 tgacaagaat agtagaacta tctcgtttta ggattgctct cgcagtaatc cggccccttc
   253261 tatcaactgc atcccctcgt attccggggg gatttttccc tctacagcgt agattgtgtc
   253321 aacgacggat gaaaagtgat ccacttatat ctccaccaac ggcccaatat tgatccaccg
   253381 ttttactcag gattagcttc tgctataacc ccggcctttc gtttctgtct gagtcgatag
   253441 ctttctcctt tgatttgaac gacatgtgag tggtgtaaga tacggtccag catcgctgag
   253501 gtcagtgctg catcaccggc gaacgtttga tcccactgcc cgaacggcag attggatgtc
   253561 aggatcattg cgctcttttc gtaacgttta gcgatgacct ggaagaacag ctttgcttct
   253621 tcctgactga acggcagata gcctatttca tcaatgatga gcaggcgggg ggccattact
   253681 ccacgctgaa gcgtcgtttt ataacggccc tgacgttgtg ccgtagataa ctgaagtaac
   253741 agatctgctg ctgttgtgaa gcgaactttg atacctgcac ggactgcttc atagcccatc
   253801 gctattgcca gatgggtttt ccccacacct gatggcccca gtaatacgat attttcatta
   253861 cgttctatga agctgagtga gcgtaacgac tggagttgct tctgcggtgc tccggtggcg
   253921 aatgtgaagt catactcttc gaacgttttc accgccggga aggctgccat tcgggtatac
   253981 atcgcctgtt tacgttgatg acgtgccagt ttttcttcat gaagcagatg ctccaggaag
   254041 tccatataac tccattcctg gtctactgcc tgttgtgaca gcgcaggcgc tgcgcttata
   254101 aggctttcca gttgcaactg cccggcgagc gccatcagtc gttgatgttg cagttccatc
   254161 atcacgccac tcctctgcag aatgagtcgt agatggagag tggatgatgc agggggtgtt
   254221 tgtcgaagtt caccagattt tcatcaagat gcacgtcata ctcttttttc tccggaggca
   254281 gtgccagcat ggactgctgc tcttcgagcc agcgatcgca gggacgggcc tggattgttt
   254341 catgctttcg ttggttagcg acatcgtgca gccagcgcag accgtggcgg ttggctgttt
   254401 caacatcgac agtgatcccc atcgggcgca ggcgagtcat tagtgggatg taaaaactgt
   254461 tacgggtgta ctgcaccatc cgttccacct tacctttagt ctgtgccctg aaggggcgac
   254521 acagtcgggg agagaagccc atctccttgc cgaactgcca cagcgaagga tggaaccggt
   254581 gctgaccggt ctgatatgcg tcacgttgca gaaccacagt tttcatattg tcatacaaca
   254641 cttcgcgcgg cacaccacca aagaagcgga acgcattacg atggcaggtc tccagcgtgt
   254701 cataacgcat attgtcagtg aattcgatgt acagcattcg gctgtatccg agaacagcaa
   254761 cgaacacgtg aagcggtgag cgaccattac gcatagtgcc ccagtcaacc tgcatctgtc
   254821 gtccgggttc agtttcgaac cgaacggcag gctcctgctc ctgaggaacc gagagagaac
   254881 gaatgaatgc cctgagaatg gtcattccgc cacgatatcc ctggtctctg atctcgcgag
   254941 cgattaccgt tgccgggatt ttgtaaggat gagcatcggc gatgcgttga cgaatataat
   255001 cccggtattc atccaggagt gaagcaacag caggtcgcgg cgtatatttt ggcggctcag
   255061 attttgcctg caaataacgt ttaacggtat tgcgggagat ccccagttct ctggcaatcg
   255121 cccggctact cattccctgc ttgtgcagga ttttaatttc cataactgtc tcaaaagtga
   255181 ccataaactc tcctgaatca ggagagcaga ttaccccctg gatctgattt caggcgttgg
   255241 gtgtggatca ctattgcacc gttcgttaca gattgggaca gtgactaggg cagccaggca
   255301 agtgaatcaa agggttaggg tatgtcagag cagtttttat attttctgca gcagatgttc
   255361 aacggtatta cgttgggcag cacttatgcg ctgatcgcca ttggttatac catggtgtac
   255421 ggcattatcg gcatgatcaa ctttgctcac ggcgaagtat atatgatcag cagttacgtc
   255481 tcatttatcg tgatcgccgc attaatgatg gtggggatcg atgccagttg gctgttgatt
   255541 ggttgcgctt tcctagtgtc gattgtgatc gccagtactt acggctggag cattgaacgg
   255601 gtagcctata agccagttcg tcgctctaag cgcctgatcg cgctgatttc ggcgatcggc
   255661 atgtctattt tcctacagaa ctatgtcagc ttgacgcaag gttcacggga tttggcatta
   255721 cccagtctgg tcaccgggca gtggacctta ggtgagagta atggctttgc tgcgacgatc
   255781 agcaccatgc agctgacgat ttggattgtc accttcttgg ccatgttggc gctgactctg
   255841 tttatccgtt attcacgaat gggccgtgct tgccgcgcct gtgccgaaga tttgaaaatg
   255901 gccagtttac tgggcattaa cactgaccgg gttatctcgc tgacttttgt gattggcgca
   255961 ctgatggccg ctgtcgcggg tgtgttactc ggccagttct acggggtgat caatccctat
   256021 attggcttta tggcagggat gaaagcattc actgccgcag tattaggcgg tattggcagt
   256081 attccgggcg caatgattgg tggtttggtt ctcggtgtgg ctgaagcact gacctccgct
   256141 tatctcagca ctgaatacaa agatgcggtt tcattcgcgc tgctgattgt ggtgttgtta
   256201 gtgatgccta ccgggatttt aggccgtccg gaggttgaaa aagtatgaaa cagctcaact
   256261 tcgttaatgc cattatttcc agctttgtgt tactggtcct cgcctcgttt gtgatggggt
   256321 tgcagttgca gttagacggc acccgattgg tggtacaagg tgcttcggaa gtccgttggt
   256381 tgtggattgg tgccggttgt ctggtggttt tttgcttcca actggtacgc ccgctcatac
   256441 aacaagggat taaaaaagtc tcaggcccgg cgtgggtgct gcccagtttt gatggcacca
   256501 caccgcggca aaaactcttg gcagccgtgg ttattatcgc cgcagttgcc tggccatttt
   256561 tagtctctcg cggctctgtc gatatcgcca ccctaacgct gatttacgtc atgttggggc
   256621 tgggattgaa tgtcgtcgtc gggctatcag gcctgctggt actgggttac ggcggttttt
   256681 atgccattgg tgcctatact tacgcgctgc taaatcacta ttacggttta ggattttggg
   256741 aaagcctacc gctggccggg ataaccgccg cgctatcagg cttcctgcta ggcttcccgg
   256801 tactgcgttt acgtggggat tatctggcca ttgtgacact gggctttggt gagattgtgc
   256861 gtattttact gctcaataac actgagatca ccggggggcc gaatggcatc agccaaatcc
   256921 ctaaaccaac gctgtttggt ttggaattta gccgcacggc gaaagatggc ggttgggata
   256981 ccttccataa cttctttggc ctgacttacg atcccagcca ccgcatcatt ttcctgtatc
   257041 tggtggcgtt attattggtg atcctgacgc tgttcgtcat taaccggtta ctgcgtatgc
   257101 cgctgggccg tgcgtgggaa gcactgcgtg aagatgaaat cgcctgccgc tcactgggtc
   257161 tcagcccgac caaaattaag ctgacggcat ttaccatcag cgcggccttt gcaggttttg
   257221 ccggtacctt gtttgctgcc cggcaggggt ttgtcagccc agagtctttc acctttgttg
   257281 aatcggcttt cgttctggcg atagtggtgc taggcgggat gggttcgcag tttgcagtca
   257341 ttttggctgc cgtgttgctc gttgtttcgc gcgaattaat gcgagatctc aacgcttaca
   257401 gcatgttgct attgggggcg ttaatggtct tgatgatgat ctggcggccg caagggttat
   257461 tgccgatgaa acggccacaa ctgaagctga aagttgctga tgtaaaggct aagcagggag
   257521 agcaggcatg aatgggcaac ctttgttaac agtcgaaggg ctgtcgatgc gttttggtgg
   257581 attactggcg gtcaataacg ttggcttgac gttgaatcag ggggagattg tctcgctgat
   257641 tggcccgaac ggggccggta aaaccacgat ctttaactgc ctgaccgggt tttatcgccc
   257701 gacaggcggc accattaagc tacgtgaacg ccatcttgaa ggattaccgg gccagatgat
   257761 tgcccgcatg ggggtgattc ggactttcca acatgtgcgt ttgtttcgcg aaatgacggt
   257821 tatcgagaac ttgctggtgg cgcaacatca gcacctcaag agcgggattt ttgcgggttt
   257881 gctgaaaacc cccggttttc gccgggcgga agcggatgca ctggcgcgag cggcaacttg
   257941 gctggagcgg gtagggctat tagcgctggc gaaccgtcag gcagggaatt tagcctacgg
   258001 tcagcaacga cggctggaaa tcgcccgctg catggtgaca cgccccgagt tattgatgct
   258061 ggatgaaccc gctgcaggtc tgaacccgaa agagaccgat gaattgaatc agctgattat
   258121 ggagctacgt gatcaacatc aggtctcggt actgttgatt gagcatgata tgaagctggt
   258181 gatgggtatt tctgaccgaa tttatgtggt gaatcaggga acgccgttgg cgcaaggcct
   258241 acccgcagaa atccgtaaca atccggatgt gatccgagcc tatttgggtg aataacgtat
   258301 ttttggtaaa tggaaagcgg gcgaggcata aacaataaca tgttgtcatt taatcaagtt
   258361 tcagcccatt acggcaaaat tcaggcattg caccaggtca gtttacatat tcagcaaggc
   258421 gaaattgtga cactgattgg ggccaatggt gcgggcaaaa ccacattatt ggggacctta
   258481 tgtggtgagc ctcgagccac tgagggcaat attgtctttg gtgaacaaga tatcacccac
   258541 tggcagactg cacggattat gcgcgaagct atcgcgattg tccctgaggg ccggcgggtt
   258601 ttctctcgta tgacagtaga agaaaatctg gcaatgggcg gtttttttgc tgatcgtcag
   258661 caatatcagc agcggatcga acgggtttat gatttgttcc cacggctgtt cgagcggcgt
   258721 atccagcggg caggaaccat gtctggtggt gaacaacaga tgttggcaat aggccgggcg
   258781 ttgatgagcc agcccaaatt gctgctactg gatgaaccgt cactgggatt agcgccaatt
   258841 atcattttgc aaatattcga taccattcaa caactgcggg aagaaggaat gaccatcttt
   258901 ttagtggagc agaatgcgaa tcaggccctg aaattggctg accgtggtta tgtgttggag
   258961 aatggccgta ttgttttgga agataccggc gcagctttgc ttgcgaatga agcggtgcgg
   259021 tcagcttatc ttggtggcta atatccccct tcgtccttga cgttgcaggg gcgttagcag
   259081 cgttcgttac tcggatcttg atatctcgcg caaggcgcag gaggggcggt tttgccctcc
   259141 agcttcccga ccgacaaggc taataatatt ccaaaagata gctcatcgat tcaatataaa
   259201 gcctgatgcc actctcgtct gcataggctt agtatctctc cttcactgca ctttaaaaag
   259261 gataggttat gatggatggc ataagtaata aaatggactt acaaggatta tctgcagttc
   259321 gttccttcgc ttttttgaca gcagacttaa tgctaaatat tactaataaa aatggagata
   259381 atcacgaata taaagtgacc agttcccatg tgaataacga taaattacaa ggcccaaaag
   259441 gaattttaaa agccacaaaa aatcacgcag aactcaagaa tgaaactatt gcttctggcg
   259501 aaaaaaagac gattagcttt gacaaattgc acgttcgaga aatacctgat agagagcaag
   259561 ctagctatat cgacaatctc agccttaacc gtaatattta cttagatacc agtgctgatc
   259621 gcgaatgtcg tattcccacc caggttctta gccctgatca aaacgtagat tctggtacca
   259681 aaaaaccatt ttggatcagt aaataccttt gtattactac gttatattaa ctctatttat
   259741 acccattata tttcgagttg cctatgcgtt gattgctctg ttgcaactcg aattattgag
   259801 tgttcagctt attgataatc taacgattaa taacgtcatt gaaattaggc taacggcgtg
   259861 atagtaaaat tcagcgtatc cgtgtagtga cctttatcgg tggtatcggt actgtaaacc
   259921 cgaatgcggg gtgaccagca catctgtgct tcgccgccgc tgctagtatc actctttagc
   259981 tgaataaact ttttctcttt gggtaatgaa aaatcagcct cgctatcctc atgatttttc
   260041 agtgtgacct tgtagttgat gatgtgctcc ccttggttat cttttaactg aaaatagcga
   260101 ctactctcag ctaacccatt gagattactg gcactgatca tataacgcct attttgcgta
   260161 cctatcgccg gataatggat acaaaaacgg ttagccgggc cgttaactaa tggtgcatgc
   260221 aacccatggt tatcagccgt gctatcgagt aaatgatcca gatcgaggga ttttagctgc
   260281 catattgctg atcccaatcg gaatttaggc tcgatatata aagcatggga cggtgctatc
   260341 tctgttgtgg ggtcaaagaa ttcgcattga ttacctgatt gattaaatgc cacgccttgt
   260401 ggtgagcgca cggaatagga caccccttcg gaatggagta cccccccaat ggtggcaccc
   260461 attctaatat gtttaagggc atttgccgta atgttgaatg acacgtgata actttggttt
   260521 gaaaaggcat gggtgctgac aaaccttgcc tcttggaggt tgtaatcaat ctcttgaacg
   260581 ggtatgccat tcagtgacat attttggata tccccaggcc ggatactaaa atcagctgaa
   260641 ccatcggcat gataaaaata gagaaaaagt aaagcattat tctgtaccaa cagaacatct
   260701 tgctgagtac caattatctt tttccagcgt tgaagatgtg ggccacggtc ggtttcaaat
   260761 aaatcggcta ccaatgtgac atcaaaagaa accgcgacac tattatcttc taataacgtg
   260821 acgttacagt tcgaatactt attggctaat gggtaaaaat agttcccaac ccacttggtg
   260881 gctgcggcag ttgtggggtg taggaataac agcaataacc cgataagcag tggtttgttt
   260941 tttatgttca tttaatggtc tctccgtgat gattaacgat taacgattaa cgattaacga
   261001 ttaacgatta acgattaacg attaacgatt aacgattaac gattaacgat taacgattaa
   261061 ctattaacta ttaactatta actattaact attaactatt aactattaac tattaactat
   261121 taactattaa ctattaacta ttaactatta actattaact attaactatt aactattaac
   261181 tattaactat taacttcgaa taccaatgtc agttgcccgt gatatttccc cgcagtattg
   261241 tccccagcgg gggcttttgc ggatatctgt aagacataat cggtggtggt gtggcgggtt
   261301 gcctgtgggg ggacgctaaa ggactccggt accgctgaca gtaaacgtaa attggtgcgg
   261361 ttatttcccc aacgcacttc cgccggtgag aatgtctgtt ctattgcgct gaaagcatct
   261421 gattggcggg tgagtattag cgggttttta attgagattt gatacccctc ttgccgccgg
   261481 agtttgacgg ctaccgggac ttctacctca taaacggcat ggttctctgg gctattgtgc
   261541 agcttgatat tgtcgtacca gccaccatgc ggtttttcaa tttcgattct gggttgggct
   261601 gttacctcta atttgacgtc gatatccccc aatggcgttg cggcccagca ggtgtgccat
   261661 gagagcaata gcaatgtgat ggccattttt atggtattca tgtttctggt ttatccttct
   261721 tcttgatgca gataaatttg ttgatagctt attaccaaga ggctagcccg aagggcactg
   261781 taggttaacc gcctgatcct ctacttttcc ttgcaactca ttgaaagcta actgccgata
   261841 ccgaccgggg tagagcgtaa aatcgtctat catttgcccc tgtgcttgca gttgatgcca
   261901 gtacaggcgg gtattgccgg tattgtgtaa ttcaggcttc cccgcgatac aacggtgtgt
   261961 ccattgatgt tgtattgatg ctggcaggtg cctgataagc cccatataac tgatctgcac
   262021 acccacgaca gccgtattat tgccactgat tttcaggtgg ttgcttggta ccacggctaa
   262081 ccgataaacc tgctcttgtt ccggtgcccc taaggcatgt agaaaaattt tcccactctg
   262141 tcgagggcct agcgtcagtt tcagcggtgt ggcaaaaagt aagggctgct gctggtagcc
   262201 aacaggggtc agcgattcca attcagaggc gacaccaggg ttatttaacc gatataactg
   262261 caccgtaata tattcagcag tcatgccatg gttgatcacg gtaaccaccg tatttacctg
   262321 ctgtagttcc acgacctgtg gttgaatatc gatcacgcca gcggcactga gcggcaagag
   262381 gctaatggca gcgaagacta aatttttcac cgtccacctc accattgagt tgtttgacgg
   262441 gcagtgtgag cgcggtgccc ggatacaggt ttagactgtc ggccagtgcg gcgttaccgc
   262501 ccgattcgag ctgcttaaac ttactgtgta ccgttccggt agcggtgagt gttagctcgc
   262561 cagtggttga gcattgatgt tgccaatgac gagtttgtgc cgccgccggt ggcaaatgat
   262621 gaatcagcac gccataacca atgctgatgg tcatcggggc atgaacttta cttttatcct
   262681 ccccatcgcc aaccgctttg atattgagca cggggttgat atacaggcgg taaagggttt
   262741 cctgtaccgg cgatttgagt gggatcagcg taatatcccg cttttgtctc ggccctaacg
   262801 taatgcggtt aggattaaaa atcatttcag gttgagagat ttcactgatg ggtgttttac
   262861 gttcagggtt cacgccaggg ttatccacac gttgtaatgt gatatccaga taaagcggtg
   262921 tatcgccgct gttatacacc tgcacggtgc gcttcagctc ttgtgcctct accgcaatac
   262981 gggtgggggt agcaagcagt tggccgtgag tggcagaacc gggggccagt aacagcgcga
   263041 tgctgagtat cgaataaagg tatttcatga aggttcctat cggtattaat cggcgtggca
   263101 aaggtaaata tgagtaggtt gcgagtgcat atcacagcgg taacggccag aggggccatg
   263161 gacggttatc gcttgcagcc tattttgggc gttaatggaa aacagcccat tgggataagc
   263221 ggtatcaccc gtctcctcaa tcaccccgct caccggtagc ccttgtgcat tcttgagaaa
   263281 accgctgtat agcagattta atgtgatgtc agcttcgcct gaaaaaactt gcccagggtg
   263341 agcgcgtaca atattgaccg gcagttgaat attcatatcc atatcactgc ggtcggtgtg
   263401 agtacggaca aagaaacggt cttggtagcg ggggaccggt atcgcatagg tgccaccacc
   263461 ggttattggg ctatcctcca catgaaaact atagggggtg ccgcccagag cgggggcttt
   263521 gatcaagagt gccgctccgc tataactgct gcgccccaag gcaaccccct gtgagctgag
   263581 tgccaacatg ccgttatagc taatcccccc gttggttatc tggttatcaa tgcctacccg
   263641 gccagagata tccccccggc tcccgctgcg tttagcaaaa ccgccgacgc tatttagttt
   263701 cccgctggca ctaccactga cacccaaagt gctggcccca tagttatcaa taaactcttt
   263761 ctggtaactg gcgctggtat tcaactgttg ttgggtataa gccgtattga tgctggcgtt
   263821 actttggccg aaggacaggg tggtgttcag gaagacgccg taattattgt ggctgttcca
   263881 ttgcccacca ttttgcagcc caagggataa cgcgaggtta aattgtggta attgccagtc
   263941 ccaaccactt tggatacggt gttgccggtt attgcggtac tgattgaatt gataacttag
   264001 ctgggttggc ccaatacgcc gggtatagga gcctgaggta ctgccagagt caggtgcgta
   264061 tcgcgagaca taaggtgact gatagcgagc taatgaaaag taacccagtg tattgttgcc
   264121 gccatttaag cgaacgtaac ctccactgcg tttctctcct gacatcaagc cccctgttgg
   264181 ggtgatattc accttattga ggcttaaagg gcgtgagacg ttcgcttcca cggcccagtg
   264241 atgggcatca tctttgagta gcgtgatatt ggtttgtacg ctttctatca ccctgctgcg
   264301 tccaaactgg actaaacggg gcgttttttt accctttgca ggccctttgc ccattgtcag
   264361 aaaccaacca ttattggtct gattaccaat attgctgatg gtttggtttt cctggctgac
   264421 gatccgccca agacgatcaa ctaaacgaat ctcaacgttg taatagcccc ctggtagttg
   264481 gctgtaatct atctcgttgc gacccaattg agcggggatg cggcgaatga gctgattatc
   264541 gcggtatatt tcgtagtcac catcttgagc ggcatagagc acgatactgc cggtggaagg
   264601 cttatcgatg gccagatagc tttgactacc gagtgttaca aattggtcca acgcagggtt
   264661 gatcagggtg tgaacgctac ctgcgttgtt atccaggttg ttttgccgac cggtgcgtaa
   264721 atagagtgcc gagaagttct tttgcaaata ccaactgccg atcccttttt gggttaggcg
   264781 ctgatactga gggcgattaa cgggctgata ggtgctctgc gatggcatgg tgttctgtga
   264841 ttgcagcgta ttttgtgact gaatcgcgtt ataaaaccaa gatgcaaagc cataagattg
   264901 ccatggcaag ccgatgtaac tttgaccacg gactgacatc gcccgatagt gggctgctgt
   264961 cattcgcaaa tcgagagatt gattgctgac caacccccat gtcgtggttg gcatcagata
   265021 acgattatta ttattggtga tcgtcaatgt gttattcact ttatctaacg ccacgcggtg
   265081 acccgataaa gtataatcac agccggtttt acactgtaaa tacggtattt gagataatat
   265141 ctctcccaat aaaataatag attcttcact aatattatta tgtcgatagt tttgttgatt
   265201 aaattgcagt tgttgttctt cttctgagaa ggtaatagga ctgggcaatg tcttactgtc
   265261 taatacccct aataactgaa gtgagttgtt ctcttcagcc gcggaaaacc ccattggcac
   265321 taaatactct attttaactg cttctgcatg agcgagcttt agtgtgaata aggctaaagt
   265381 aaaaagtaag ctatgattaa tttttgaata ataggccata ggattccatt ccactataat
   265441 tatggtggtt ttacaggata attatttatt tttaaaagaa ataatttgtg tatataccca
   265501 aaataattcg aattgcagga cgtcgacaac tgagtaagtc cccaggagct tacaccagta
   265561 agtgactggg gtgagcgaag gcggtcaacg cacatgcagc ttgaagtatg acagatatat
   265621 acagccagga gataattcca tggctgtatt cattaaatta acaaactgta ttgaaacaaa
   265681 ctaaattaag cgcttggctc caggcgcaat tgaattaccc cgctatactt ttcaccaccg
   265741 acggcattat taggctcttt ggcgctgact tttagttctg cgttgagctc agagccatgg
   265801 aaggcaatca ggtctcgtgt gtcggccgtc tcaagcagct tcttcccatc taacaatact
   265861 tcaacgtgag taaactcttt attgttattt ggctcgctta agataaccgg tgcggcaaga
   265921 gacactttta gcttatctcc gagttgttta cgtgctttta ctttaattgc ttctgaatgg
   265981 ctatacgtac catcattcgt taccgtgtca taggttaatt ttattttatt aatattgcta
   266041 tcatcagctc tcttcacgtc catgagagaa ataatttctg cttcaacacg aatatctttc
   266101 tctattgtgt ttgcataagc cgcagtgctg gtcaatgtgg ccatagtgat aatagcaata
   266161 acagttttct tcatcataaa tacctgatag tcctttatgt aaaaacccat ccaaaatgga
   266221 atggcattgt gatttattag ggttgatgtt ggtggcgtaa tataaaatga gggtgttaaa
   266281 taattacgcg acattatgcc cgtcacaaac cggggcgaac actaacatga caaataacgt
   266341 tatttcaagt ggtaattata ccattttgtc tgaatgattt taatttatat caccttaagg
   266401 aataaatact taattgttat agttagtatt aattgttagc ggtctccttt aatttatcga
   266461 ctaactaact gttatttttt attttacttg atgattctat tggtaatgaa aaaataaaat
   266521 agaattaaaa ggttactttc atttcattgt taattttttg tacacattac agatgcttta
   266581 ttttcattaa attgccgtat ttctgtcata taattgttat atttctgtca tgaaaagatg
   266641 tcatgtttgc ttccgaacaa aaactgattt atttcgctca ttcacactta ttttttgatg
   266701 tgagccacac agatttattc aggggccaga tatgtttaat aattccattc ataaagtgtc
   266761 gatctgtatc gcgctaacac ttacgtttag tgccaatgcg atggcagtga ctgaaattcc
   266821 tttttggcat tcgatggaag gagaattagg taaagaagtc gattcaattg cggatcgttt
   266881 taaccagtcg cagcccgatt ataaaattgt tcctgtttat aaaggtaatt acgagcagag
   266941 tttggccgca ggtattgcgg cattccgttc aggtaaggca ccggctattt tacaagtcta
   267001 tgaagtcggt actgccacca tgatggccag taaggcgatc aaaccggttt accaagtctt
   267061 caaagatgcc aatattgatt ttgatgagtc cgtcttcgtt ccaacagtgg caggctatta
   267121 cactgattct aaaactgggc gtttattgtc tcagccgttt aacagctcga cccccgtgct
   267181 gtattacaac aaagaggctt tcaaaaaagc gggcttggac ccagaacaac cgccaaaaac
   267241 atggcaagaa ctggcagcag ataccgctaa gctacgcgct gcgggttcta gttgcggtta
   267301 tgccagcggt tggcaagggt ggattcaaat tgagaacttc agtgcttggc atggtcagcc
   267361 gatagccagc cgcaacaatg gttttgacgg cactgatgcg gtattggaat tcaataaacc
   267421 cttgcaggtc aaacatatcc aattgctgtc ggatatgaat aaaaaaggtg atttcaccta
   267481 ttttggccgt aaagatgaat ctacgtccaa gttctataac ggtgattgcg ctattaccac
   267541 cgcctcttct ggctccctcg ccagtatccg ccattatgcc aagtttaatt tcggtgttgg
   267601 catgatgccg tatgacgcag atgcaaaaaa tgcgccgcaa aacgccatta ttggtggtgc
   267661 tagcctgtgg gtgatggatg gcaaagataa agagacttac aagggtgtcg cagagttctt
   267721 gcaatatttg gtcaaaccag agattgccgc tgaatggcat cagaagacgg gttatctgcc
   267781 catcacgacg gcggcatatg aactaacgaa acaacaaggt ttttatgagc agaacccagg
   267841 cgctgatgta gcgacccgcc agatgctgaa taaaccgcca ttgccttata ccaaaggcct
   267901 gcgtctcggc aatatgccgc agatccgtac cgtggttgat gaagagctgg aagctgtatg
   267961 gaccgctaag aagacgcctc aggcggcatt ggataactct gtgaagcggg gtgatgtgtt
   268021 actgcgtcgt tttgaacaag ccaataaata acgttatttg gctacggtag ctgcccgttt
   268081 gatattgggc agagctcggt ctgctcgcgt aatgcacttg gttttataac accgggtgta
   268141 tacaccggaa ccgatgcgct gcccataaca aaaccaaact gactgtattt gtaacaagcc
   268201 tatggtttgt aacgaataaa taaatggttt gtaacgaata aatggtttgt gacgaaaaat
   268261 agtttgtgcg ctattgagtt aagaagtcac tttttttgat taccaccttg gtggtaatca
   268321 gcacggcgtc tgataaacgg ttaattttat gtcaccttct cgtcccggtt tttcctgtag
   268381 ttggttacct tatctgttgg tattacctca attggcgatc accgccatct tcttcttgtg
   268441 gcccgcgggt gaagcgctgt ggtattcagt gcaaacgctg gatccatttg gtctctccag
   268501 tgaatttgtc gggctgagta attttattca gctatttcag gatgagtact atctggcttc
   268561 gttttatacc acgctaattt ttagcgcgtt ggttgcgggg atcggcctga tcgtttcgct
   268621 gtttttggcc gcaatggtga attacgttct acgtggcagc cgtctttacc aaactttatt
   268681 gatcctccct tatgcggtcg ccccggcggt tgcggccgtg ctctggatct tcttgtttga
   268741 ccctggattg ggtctgataa cccatgctct ggctaagttg ggttatagct ggaaccatgc
   268801 gcaaaacagc ggccaggcga tgtttttggt ggtgttagcc tcggtatgga agcaaatcag
   268861 ctacaacttt ttattctttc tggccgcgct gcaatctata ccaaaatcac tggttgaggc
   268921 tgccgctatt gacggtgccg ggccggtacg ccgtttcttc aatttggtat tgccgttgat
   268981 ttcacccgtc agcttcttcc tgctggtggt gaatctggtt tatgccttct ttgatacttt
   269041 cccggtgatt gacgccgcta ctggcggtgg cccagtacaa gctaccacca cgctgattta
   269101 taaaatttac cgcgaaggtt tcgccgggtt ggatttatcc agctccgctg cccagtcggt
   269161 gatcctgatg ttactggtga ttggcctgac ggttatccag ttccgctttg ttgagcgtaa
   269221 ggtgcgttac caatgatcga gaatcgtcgt ggattggata tcttttgtca catcatgctg
   269281 attatcgggg tgctattgat cctgttccca ctgtatgtgg cgttcgttgc ggcttcatta
   269341 gatgacagcc aggtttttca ggcgcccatg acgctgatcc ctggcccgca tttgtggcaa
   269401 aacatcagcc atatctggca tgccggcgtg ggcaataaca gcacaccttt cgggttgatg
   269461 ctgttgaaca gttttgttat ggcttttgcc attactgtcg gcaaaatcac tgtctcaata
   269521 ttgtctgctt atgccatcgt ttacttccgt ttcccactgc ggaatctgtt tttctggcta
   269581 atcttcctca cgctgatgct accggtggaa gtgcgtattt tccctaccat tgaggtgatt
   269641 gccaacctga acctgctaga cagctatacc ggtttaacat tgccgctgat ggcctctgcc
   269701 acggcgacgt tcttattccg ccagttcttt atgacgttgc cggatgagct attggaagcc
   269761 gcccgtattg acggcgccgg tgccatgcgt ttcttctggg acattgtatt accgctgtca
   269821 aaaaccaatc tcgcagcatt atttgttatt acctttattt atggctggaa ccaatacctt
   269881 tggccgatct taatcaccag tgatgcctca atgggcacgg cagtggcggg gataagaagc
   269941 atgatttcaa cctcgggcgc accaacccaa tggaatcagg ttatggcggc gatgattttg
   270001 actttaattc caccggtcgt ggtggttctt ttgatgcagc gttggtttgt acgcggcttg
   270061 gtagacagtg agaagtaatc tgatatggca tgtttaaaat tacaggcagt aaccaaatct
   270121 tatgacggcg tgacgccagt gattaagcag attgatttgg atgtcgccga tggcgaattc
   270181 atcgtgatgg tcggtccgtc cgggtgtggt aaatcaacgc tgttacgcat ggtcgcgggg
   270241 ttagaacgca cgaccactgg ggatatctat atcggggatc agcgggtaac cgatctggaa
   270301 cctaaagacc gtggtatcgc gatggtattt cagaattacg tgctttatcc ccatatgaac
   270361 gtattcgata acatggctta tggcctaaaa atccggggtt ttggcaaaga acagatccgc
   270421 caacgggtgg atgaagcggc acgtattctg gagttgcagc cgctactgaa acgcaaaccg
   270481 cgtgagttat ccggtggtca gcggcagcgg gtagcgatgg ggcgtgccat tgtgcgcgag
   270541 cccgcagttt tcttatttga tgagccgctc tctaatctgg atgccaagtt acgggtgcag
   270601 atgcgccttg aactgcaaca actgcaccgc cgcctgaaaa ccactagctt gtatgtcaca
   270661 catgatcagg ttgaggccat gacattggca cagcgggtga ttgtgatgaa caaaggggtt
   270721 gccgagcaaa tcggtacccc cagcgaggtt tataaacggc ctgcgtcact gtttgtcgcc
   270781 agttttatcg gctcgcccgc gatgaattta ttagacggta cggtcagccc agatgggcgc
   270841 acgtttattt tatccgatgg tctgactctg ccactggaga tccctcagcc acaatggggg
   270901 ggccggcgct tgactctagg tattcgcccg gagcatattc agcagacaac ctcagcgcag
   270961 ggtgtgccga tgaacctgct aacgctggaa ttattaggcg cagataatct ggcgcacggc
   271021 ctgtggggcg ggcaaagtat cattgctcgc ttatcccatg aagaaatgcc agtggcaggc
   271081 agtacattgc atttatattt accgccagca gcgctgcact tctttgatac cgatagcgga
   271141 ctacggatag aaccatgaat agagactggc cttaccctcc tatcgttgcc catcggggtg
   271201 gcggatcact ggcaccggaa aatacactgg ccgcaattga tgtcggtgcg cgctacggcc
   271261 ataagatgat cgaatttgac gccaagctat cgcaggatgg gcaaatcttt ttactgcatg
   271321 atgacaccct ggaacgtacc agtaatggct ggggggtagc gggtgagttg acgtgggaaa
   271381 aactgattca gctcgatgcg ggtgactggt tcagcaaggc atttcgtggt gaacgcttac
   271441 ctttactctc tgaagtagcg gcgcgttgtg cgcagcacgg gatggccgcc aatattgaaa
   271501 ttaaaccgac aaccggcacg gatgctccga ctggccgggc gattgcgctc gccgctcgcg
   271561 cattgtggca agggcagccg atcccccccc tgctgtcctc tttttccgtt gacgcgctgg
   271621 ccgccgcaca actcgctgtt cctgaactac cacgcggatt gttgctggat aaatgggatg
   271681 acaattgggc ggcactgacc acacaacttg attgtgtttc gctgcatatt aatcacaaac
   271741 agctaacagc agaacgcgtg gcgttactca aagccgctgg gttacgtatt ttggtctaca
   271801 cggtgaacca acccgagcgg gcgcgggaat tactcaattg gggcgttgac tgtatctgta
   271861 ctgaccgtat agatttactg ggttcggact ttaccggctg ctgaccttct cctataaaga
   271921 ccctcaatac ccgccataat aaaaacaggt cagccattct tacatttacg ggctgacctg
   271981 gcccggcctg acaggaagta aatcatgccc gcctttgttg tttcgctctg gcaccaaatc
   272041 gttttgtctt caccgttatt tgttttgctc gcactgggat atgctctggt gcgattcggt
   272101 aagtggccat cgaccattac ggatggtctg actcgctttg ttttctccct cgcgctgcct
   272161 gccatgctat ttcgcatgat gtgtgacttc tccgaacgcc cggcggttga tgctcgccta
   272221 ttgattgctt tttttggcag ttgtctggtg gtgtttatca ttgggcgggt tatcgccaaa
   272281 cgggtgtttc atctggatgg cgtttctggc tcagtctttg ccctcggtgg gatcttttcc
   272341 aataacgtga tgctagggct acctattgcc accatcatgc tgggggagaa atctatccct
   272401 gcggtggcct tggtgctggt atttaacggg ctgatcttgt ggacgctggt caccatctcg
   272461 gtggagtggg cacgaaatgg ttcaccgacg atggctggtt ttgtgaaaac gacccgtagt
   272521 gtgctgacta acccactcat tatcgggatt atttccggca ccttattcag cctgacgggg
   272581 ttacatttac cggtgtttat tgaccaaccg gtcagtatgt tagggcaggt tgcacctccg
   272641 ctctcattga ttgtcttggg tatggggctg gcagaatacc gcgtgaccga aggttggcag
   272701 attagtaccg ctatctgctt tctcaagttg attgtgcagc cgatggtgat ttgggcgctg
   272761 gcatgggcga tggatctgcc cgcgctagaa actcaagtcg tggtgttgct ggggtcgatg
   272821 gcaacggggg tgaatgttta tctgatgtca cgtcagttta atgtcctcac cggccccgcc
   272881 gccgccagcc tggtgattca acggtactgg ccgccgtcac cacgccactg attctgacca
   272941 ttattggggt gggcatatag tgtgatatgc cagctaatat gagaatctag catctgcact
   273001 ttcgatgcta gatttcctct gatagcagac agccattctc agtgttgata gtcactggtt
   273061 atctggcggt aagtttcaat atttccagtc accttcgctg aataattcgc actcgctgga
   273121 tatatgatca atgcagggat aatcatggtt aatgaaatgc ctatcagcag ttatcaacag
   273181 caatagagct aatcatttta aaaaaatcac taaatcgatt taatttcaac catatgtaaa
   273241 cgaaattatt gggaaatttc tataccgctt ccgctacaat tgcattttac cctctcactg
   273301 agccaattta ttgtgttgct actggtcatt accactatct tgtgggcttt ctcttttagt
   273361 ctgattggcg aatatttagc agggcaggtg gacagttggt tctctgttct gatgcgtgtc
   273421 gggctggccg cactggtctt tttgcctttt ctgcgttggc gaaatatccc ctggcgggtg
   273481 atcctgctgt atatggcggt ggggtcaatc caattaggta tcatgtattt attcagcttc
   273541 cgagcgtatc tatatcttac ggtcccggaa tttttgctgt ttaccgtgat gaccccgctg
   273601 tatgtcacct tgatttatga tttgctgcgc cgacagcgcc tacgttgggg ttatgctctc
   273661 agtgcgttac tcgcggtgct aggggctgcc attattcgct atgatcaact gagtgaacac
   273721 ttttggtggg gattggcact ggtgcaggca gcaaatatct gttttgccat tgggcaagtc
   273781 ggttacaaac ggttgatgga ggtccacccg atcccacaac atgtcgcatt ctcatggttc
   273841 tatcttggcg cctttgttgt tgctgtcgtt gcctggtttg catttggcaa tccacagaga
   273901 ctaccaacca cgggattaca gtggggaata ctcgtctggc tgggtgtcgg cgcttccgca
   273961 ctgggctatt ttatgtggaa ttatggcgca acacaggtag atgccggcac actcggcatc
   274021 atgaataatg tacatgttcc ggctgggcta ctggtgaatc tggccatctg gcaagaaaaa
   274081 ccgcattggc ccagctttat cattggagct gcggtgataa tggcttcgct gtgggtacac
   274141 cggcgttgga tcgcaccgca tcctttacaa acggcaaatg atcgcaagcg tgctgacgag
   274201 cagaacgaat aaacgcttca gtgactggtt ggcgctgttc tccatcacgg acggcagcgt
   274261 ataaccggct ccacaaccct tctcccagcg tcttagtgac aaccaatcct tggcgctcaa
   274321 agctctccac cacccagtga ggcaatgccg cgatacccat ccgtgctgat accatctgga
   274381 tcagcagcaa tgtgttatcc acatttttcg acgatgggct gacgcctgcg ggttgcagga
   274441 agtgccgcca aacatccagc cgctgtcgct gcaccggata aatcatcaat acttctggcg
   274501 ctaaatcttc tggttcaatg cggtctttat tggctaacgg atggtccgga gccaatacca
   274561 ggcgcacttc aaaatcaaac atcggtgaat agtgcaggcc actgcgcggc aaaatatccg
   274621 atgtcagcac cagatccagt tccccttgct gtaatgcggg ttgcgggtca aaagtgacgc
   274681 ctgatttgaa gtccatagtc acttgcggcc agtgcttatg gaaattatcc aacgcgggtg
   274741 tcagccactg aatgcagctg tggcactcga ttgcgatgcg taacgccgtt tggtgtggct
   274801 cattgcaggt ttgcagtgcc tgtttaattt gtggcagcac ttgctctgcc aattgtaaca
   274861 aaatctcccc ctgcgtcgtg aaacgcagcg gttggctttt gcgtacaaac aggcgaaatc
   274921 ccagacgctg ttccagatca ctaaattgat gggacagggc cgattgggtc tgatgaagtt
   274981 gcgttgccgc cgctgccagc gagccagtat tacgcaaagc ttgcagggtg cgtaagtgtt
   275041 tcagttcgat catgagagtc cttcacagtg actgtgaaaa aaatgcgctt gtggaatata
   275101 cagtacctgc ggattataga tgtgtaaaca tctggatggc taaatgggga ataagacgat
   275161 gacaatttta aatcacacac tgggttttcc gcgtgttggt ctgaaacgtg aactgaagaa
   275221 agcacaagaa agttactggg caggcaactc aacacaggaa gaattgctca atgtggggcg
   275281 tgaattgcgt gctcgccatt ggcaacagca acaacaagcg ggtgttgatt tagtgccagt
   275341 aggtgatttc gcttggtatg accatgtcct gacaaccagc ctgttgctgg gtaacgttcc
   275401 agagcgccac caaaatgctg atggctcgat tgatatagac acgttgttcc gtattggtcg
   275461 tggccgtgct ccaaccggta agcccgcagc ggctgccgag atgactaaat ggtttaatac
   275521 caactatcac tacatggtgc ctgagttcca gcaaggccag cagtttaaac tgggttggac
   275581 tcaactgctg gatgaagtgg acgaagcgct ggccttgggc cacaaaatta aacctgtgct
   275641 gcttggcccg atcacttatc tttggttggg taaagtcaaa ggtgagcagt tcgatcgcct
   275701 ctcgctactg aacgatattt tgccggttta ccagcaggtg ttggctgaat tagcgaagcg
   275761 gggaatcgag tgggtgcaga ttgatgagcc agcattggtt ctggaattac cacaagagtg
   275821 gttggatgcc tatcaaccgg cttatcaggc cctgcaaggt caggtcaaat tattgctgac
   275881 aacttacttc gacagtatcg gccataacat cgacactatc cgcgctctgc cagtgcaagg
   275941 cttgcatgtt gatgtggtta cgggtcatga cgatcttgct gttttgaata aaaatttacc
   276001 aaaagagtgg ttgttatctc tgggggtcat taatggccgt aacgtatggc gtgctgacct
   276061 gagtagttgg tttgaacgtc tgcagccatt ggttaatagc cgcccgctgt ggttgggtag
   276121 ctcatgctcc ttattgcaca gcccgattga tttaaatgaa gagacccgtc ttgatgcaga
   276181 agtgaagagc tggtttgcct tcgccctgca aaaatgtgct gagttagcgc tgctaacaca
   276241 agcattgaat gcacctaatg acgctaagct ggcagaactg gctgcgtaca gtgcgccgat
   276301 ccgcgcccgt cgttcctcca gccgcgtgca taatgcgcaa gttgagcagc gtttagctgc
   276361 gattacttcg caggatattg agcgccaact gccttatgaa gcacgtgctg aaactcagcg
   276421 taagcgtttt aatttgcctg cctggccaac cacgaccatt ggttctttcc cacaaacgac
   276481 agagatccgt ggtttacgcc ttgattttaa acaaggtcgt ctggacggta aaaactatcg
   276541 cacagggatc agcgagcata tcaaacacgc tattgctgaa caggaacgct tgggcctgga
   276601 cgtgctggtt cacggtgaag cagaacgtaa cgacatggtc gaatacttcg gcgaacactt
   276661 ggatggtttt gtctttacac aaaatggttg ggtacagagc tacggttccc gctgtgtgaa
   276721 accgccggtc atcattggtg atattagccg cccagaagcg attactgttg agtgggcgaa
   276781 atatgctcaa tccttaacag agaaaccggt aaaaggcatg cttaccggcc cggtcactat
   276841 tctgtgctgg tcgttcccgc gtgaagatgt cagccgtgag acgattgcca aacaaattgc
   276901 gctggctttg cgtgacgaag tggaagattt agaaaaagca ggcattggta tcatccagat
   276961 tgatgaacct gcattacgtg aaggtttgcc tctgcgccgt gctgactggc aagcctatct
   277021 gcaatgggcc gtcgacgcct ttaaattgaa tgccgctgtg gcgcaaaacg atacacagat
   277081 ccatacccac atgtgttatt gcgagttcaa tgacatcatg gattccattg ccgcactgga
   277141 tgctgatgtg attaccatcg aaacctcccg ctcagatatg gaactgttgg aatcatttga
   277201 agacttcgct tatccgaatg aaattggtcc cggtgtttat gatattcatt caccgaatgt
   277261 gccaagtgtt gaatggattg aagcgttatt acgcaaagcc gctcaacgta ttccggccga
   277321 gcgtttgtgg gtgaacccag attgtggttt gaaaacccgc ggctggcctg agacgcgtca
   277381 ggctctggcg aatatggtgc tggcagcgca gcgtctgcgt gaagaacagg tttaattaaa
   277441 ccgttttact ctgtgtagtg gggcttttgg ggcgctttcg cgcccttttt tattgcgttt
   277501 cttctggaat ggggatggcc gagacaccat gttgggtaaa ccaatcaagc atacgttgcc
   277561 agccatcttg ggccgactct gcatgatagc ttgggcgata gtcggcatta aaagcatgcc
   277621 cagcctctgg ataaacaata atctcagcat cggcattcgc agcgcgtaat gcctggcgca
   277681 tagtttcaat atgctctgct gggatactgg tgtctttacc tccatatagc cccaacactg
   277741 gggcgcagag atcgatagca acatcgaccg gatatttcgg taggaataag gttttttcac
   277801 caaccaattt gccataccag gccacggccg ccttcaactg tggattatgt gcggcatata
   277861 accatgcgat acgcccgccc cagcaaaatc cggtaatggc caattttttg gtgtccccac
   277921 cgtggcggga tgcccaatga gcggtgtgat cgagatccac caaaacctga cgatcaggga
   277981 ctttttttac cagattattc actaactcat taatattact atagtctttg gcatcgccct
   278041 gacgaaaata caattcgggc gctatggcta aatagccctg tttggcgagc cggcggcaga
   278101 tatcctgaat atgttcatgc acgccaaaga tttcttgcac gacaatcacc acagggtatg
   278161 gccctgtatg ttggtcaggt ttagcaatat aagcgggtag ctcatcaccc tgagagggga
   278221 tcgttgtttc cccacagtga ataccgtggg tttgtaacga atgtagttgg tcagtatggt
   278281 gggccgttgc cattaatggg gttccggcgg gtgtgaaacc gcccgctgct tgtctgagtc
   278341 taaccagttg atccgttttc acaagtgatc tccttacgat atgaggacgt gttcgcgggt
   278401 tgaaaacccc cctaattttg ctgctgccga gtttaactat aggtaatctt tgagattaat
   278461 gagatcaggt ttttgtcatt aacgctattg gataattcaa gctgtaaatc tgcgcagtca
   278521 gactaaccgc gagtaccaag atttaatgtt ggcgcgattc atgcctcggt aatgactctt
   278581 cacagataaa atgaatgcta tctttgtatt tttgtacaaa aaatagactt tcggtgtttt
   278641 atgtgtgatt taaatcacaa ttaaaatgta tttatgtaat cactttctct ttcaaggtga
   278701 cataaatcac gaaatggtgt tcttattttg agtaaagtat ttctttgtcc ctccctacaa
   278761 catctctcat gaaaagagga gtctcacaca tggctaaatc cgacgttttt cacttgggcc
   278821 tcaccaaaaa tgatctgcaa ggagcgacgt tggctatcgt tcccggtgat ccacaacgtg
   278881 ttgagaaaat cgctaaatta atggataacc cagtacatct ggcttctcat cgtgaattta
   278941 cctcatggcg tgctgaatta gatggcaagg ctgtgattgt ttgctctacg gggatcgggg
   279001 gaccttctac ctccattgcc gtcgaggagt tggcacagct tggcgtgcgc accttcctac
   279061 gtattgggac aacaggggct attcagccac atattaatgt cggggatgta ttagtcacca
   279121 ctgcggcagt ccgtttagac ggtgccagcc tacactttgc accaatggag ttcccggcgg
   279181 tggctgattt ttcctgtacg acagcattgg tcaatgccgc taaatcggta ggggcgacga
   279241 ctcacattgg gattacggcc tcttcagata ctttctatcc agggcaggag cgttacgata
   279301 ccttctctgg ccgtgttgtt cgccacttca aaggctccat ggaagagtgg caatcgatgg
   279361 gagtgatgaa ttatgaaatg gagtctgcaa ctttactgac catgtgcgcg agtcagggcc
   279421 tgcgtgccgg tatggtcgcc ggggttatag ttaaccgcac tcagcaagag atcccaaacg
   279481 aagaaaccat gaaagccact gaaagccatg cggtaaaaat tgtagtagaa gccgctcgtc
   279541 atctgctgta atccagcgtt tgatagaagt agagggtttg ttctcgggtc agtttactgg
   279601 cccgttcttt atttcatctg attatctgat aaggtcacag ctcttataac gaacaataat
   279661 aagaggaaaa tatgacgatg acgaccttct ctcatccctc cctgatccca ctggatggcg
   279721 gtattaactt tcgtgatctc gggggtaacc ttgccgctga tggccggcgg ataaagcccg
   279781 gcttgttatt tcgttccggt tcgcttgatc gcttgagtac caacgattgt gattttctca
   279841 gtcacagtaa cgttacccaa attattgatt accgtgatgc cgatgaagta caggctaagc
   279901 cagatgtttt atggccgggt gcccactatc acaatatacc ggccaacccg ctcagtagtg
   279961 aggtgaatgc caatctggaa aaattgacta acgagacatt agccacattt gatgtccgtg
   280021 cctttatgtt cgagctttat caccgcttac cttttaatag cttggcttat cagcaattgg
   280081 tcaatttatt gcaaaattgt gcatcaacgg accctgtcgc tagcagcgtt gtgcatagtg
   280141 gcgatgtggt acatagaggt attgtacagc actgtgcggt tggaaaagac cgcacgggtg
   280201 taggtgctgc gttggtactg tttgctttgg gggctgatga atctactgtg ctggaagatt
   280261 atctgttgac ggaaaccacc ctgaagcctt ttcgtgagca tatgctggct gaattggcac
   280321 taaaactgaa tgatcaggct ctggcgcaat ttacatttgt tctctctgcc agagaagagt
   280381 ttattcaaac tacgctgcgg agcattcatg agcgttatgg aagcagggag cgttggttaa
   280441 agcatgagtt cggtcttggc agtattgagc gtgaaaaact acagtcttat tttttagagt
   280501 aacgggttat tttttatgac attcgttttt tagcataatg cgttacctct tgccttttat
   280561 ttggtccagg cgaagagttg gagtcggtac ccccgtattt tctcgagtaa cattcagcgc
   280621 ccgaggtcat aagaccacca cagttttatg gccccaaggg cctcgcattg gggccacacg
   280681 cccgttgtct atactagccc gttgtctata ctaatagttt ctctccggct tatggcatgg
   280741 gcccaccact gggtgactct ttttaaccgc ttaatgatac aaactaccgc ttaaccagtt
   280801 cgctgatatt tctcttatgg cgaggcgtat gtttacgcct gataaattcc ctggagagaa
   280861 tgctcatgca acatgcgatt acctttgtta tcgcttccgc gtgtatcctt acgatctgct
   280921 accgtttata cggtatcttt tttgttcgta aggtgctgcg cgtcgatgac agtgaagtta
   280981 ccccttccca tacctttgaa gatggcaaag attacgttcc gactaaaaag tgggtgaact
   281041 ttggtagcca cttcgccgca atcgcggcgg caggcccctt ggttggcccg gtgttggctg
   281101 ctcaatacgg gtatttaccc ggcttcttat ggcttttgat cggttgtgtt atcggcggtg
   281161 ccgtacacga tacggtcgtc ttgtttgcct caatgaaaca tcaggggaaa tccctgtcag
   281221 aagtcgctaa atccgaactt ggcccagttg ctggctggtg taccggcctg gcgatgttgt
   281281 tcattatcac tattaccatg gccgggttat cgatggtggt cgtacatgct ctggaacgta
   281341 acccttgggg gactttcgca gtgttcatga ccatccctat cgccatctgt gttggcttgt
   281401 gggaacgcat gactggcagc atgaaagggg cttcgtatgt gggtattgcc gctatcatgg
   281461 tgtgcgtatt tgtcggcccg tatattgaag gcacttggct tggtgaatgg ttaatgctga
   281521 aagctgatac ggtcagtatt attctgccaa tgtatgcttt ctttgcaacc gcactgcctg
   281581 tctggatgtt gttaacccca cgtggttacc tttccagctt tatgaagatc ggtgtgttcg
   281641 gtgcactgat tgttggtgtt gtcttcatta atcctgaaat tcaattccct gcggttacgc
   281701 agtttattca cggcggtggc ccagttcttg cgggaccggt ttggccgttt atctctatta
   281761 ctattgcctg tggtgctatc tctgggttcc atgcctttat cggttcgggt acgacaccga
   281821 aacagatcga taaatggagc gatatcttgc ccgtcggttt tggtgcgatg ctggcagaat
   281881 gtatggttgg ggttatggcc cttatcgccg caacctcttt gcatcctgct gactactttg
   281941 ccattaactc ctctgctgaa gcctggagtg cgcttggtat ggaggttgtg aacctgccaa
   282001 aattgagtga agaaattggt ttggacctgt atggccgtac cggtggtgct gtcactctgg
   282061 ctgtagggat gaccgatatc ttcattcgtg tgccatggtt taatagtttg gctgcttact
   282121 tcttccaatt tgttgttatg tttgaagcgg tgtttatcct gactgcggtt gattcaggta
   282181 cccgtgttgc ccgttattta ctgcaagatt ttctgggcga tatctgggct ccactgaaac
   282241 ggaccgattg gttaccagga acattggttt gtagtgttat tgcctgtgca ttgtggggtt
   282301 acctccttaa ctcaggtgat attaactctg tctgggcatt gttcggagta tcgaaccaat
   282361 taatggcttc tgttggctta atcattggtg ccacgattat cctgcgcttg gcgaccaagc
   282421 gtgtgtatat gttgacctgt gttattcctc tggcttacct gtttgtcaca gtaaattacg
   282481 ccggctattg gatgatcact cacgtgtact ttaattcagc ggctaaaggc tacaacctgt
   282541 tcaatggtat catctcaatt atcatgatga ccttgggtgt aatcatcttg atctccgcgc
   282601 tgaggaaatg gcgtgagcta tggatccgca ggtctgctga gatggctggc aacaaagtgg
   282661 ttactgccaa cgcctgatac cactgactta ttgtgctaat ttgtttaaac ggctggaatc
   282721 ttctagccgt ttattttttg ttaagttata gctactgcat tttgagtatg ctgatatacc
   282781 cttcgtattt gacgttgcag gggtgttagc ggctcttact cactcgaatc actggcttgt
   282841 cgttgacctt acagcgaata agttcatcgg gattcgttcg tttgctgcct atctgcaacg
   282901 ccaactactt tgggtatagt tcgactctat caatcacagg acataagcgt gacctttaat
   282961 gatgccatta ctaccaccat tgattttgtt cgcgtacatg aagcgtgggc tataccgatt
   283021 gtctttattt tggcttttgg cgaatcattg gcttttctct ccctattatt gccagcaaca
   283081 gtcatcttac ttgggttagg ggcattgatt ggtgaaagtg gcattccttt ttggccaatc
   283141 tgggccgccg ccgctgcggg tgctttcttc ggtgactggg tctcgtattg ggtcggaatt
   283201 cattataagg accgcgttgc caccttgtgg ccactctccc gaaatcccca gttactggtt
   283261 cgaggccatg ctttcttcga gcgttggggg ttctttgggg ccttttttgg ccgtttcttc
   283321 ggcccgttgc gtgctatcgt ccctctagtc gctggtattt gtgccatgcc tcaacgctat
   283381 ttccaactgg ctaatattac ctcagctctg atttgggctt ttggtatttt ggctccagga
   283441 gcattcggca ttcaatggct gtccaattgg ataggctaac cttatttttt tgacgttatt
   283501 ggtggctagc gggtgttcaa cggttaatag ttttaacctg tttcttatcc tcaggggaac
   283561 ggttttttag cctgtttatt atttatgcgc acagcttcgc aagatgagat gtaacgcaaa
   283621 aacactctgg acatccatac agtatcccct taccttgact gacattagag gagcaggggg
   283681 ataatcgtgg atatcagttt attttatggg ctgggtggct gtttggtcgg ggggctgatc
   283741 gggtggctaa ttgccagttt gtcccagcag cgaacaaaag cacagcaaga tattgaacgg
   283801 cgattactgg agcaggcatt acagcaggca caacagagta ttgctacatt gcagatgact
   283861 caacaacgta atgagcaaca gttacggcaa agtgagttgg aacaacgtaa tttgcatagc
   283921 caattagcgg caaatagcga aaaattacag cagcttgctc attggcgtaa tgaatgtgaa
   283981 cagcttaatc aagaattgcg ggctcaaagg gaaatcaata gtgcccaaga agcagaatta
   284041 cgtgaagtca ccatccgctt agaagaaact cgcttagcca cagaagaaaa gcagcgttta
   284101 ttacttaata gtgaacagcg actgaccact cagtttgaga atttggcaaa ccgcatcttt
   284161 gagcaaacgg ggcgtcgggc tgatgaacag aataagcaaa gcttagatcg cctgctatta
   284221 cctttacgtg aacagcttga tggctttcgt cgtcaggttc aggatagctt tgggcaagaa
   284281 gctcgggagc gtcatactct gactcacgaa attcggaacc tgcaacaatt gaatgcccag
   284341 atggcgcgag aggcattgaa tctgaccaag gctttgaaag gggataataa aacacagggt
   284401 aactgggggg aagtcgttct ggccaaagtg cttgaagcct cagggttacg tgaggggcat
   284461 gaatatcaaa cacaggttag cgttaaaatt gaccaaacca gtcgtatgca gccggatgtg
   284521 attgttcgat taccccaagg caaagatgtc gttattgacg ctaaaatgtc attggttgcc
   284581 tatgaacgtt attttaatag cgaagatgat gctgaacgtg aggttgcgtt gaatgaacat
   284641 ttatcatcat tacgtggcca tatcaggatg ctggggcgta aagattacca gcaactcccc
   284701 ggtttacgct ccctcgatta tgtgttgatg tttatcccgg tagaacctgc atttttggtg
   284761 gctattgacc gccagcctga gttgatcaac gaagcactac aacacaatat catgttggtc
   284821 agccctacca cattactagt ggctttgcgc actatcacca atttgtggcg ctacgagcat
   284881 caaagccaaa atgcgcaacg tattgctgaa agagccgcca gactttatga caaagtacgc
   284941 ttgtttgttg atgatatggc gtctttgggg caaagcctcg ataaagcaca gctaagctat
   285001 caccaggcaa tgaataaact gtcccagggc cgtggtaacc tagttgggca agtagagagt
   285061 tttcgcactc taggggtcga ggtaaagcgg cctattagcc cattactggc agaaaaagcc
   285121 tgcgcggagc atcaacctga gggtgattta gcgctatccg atgacgcaga atcaggggca
   285181 tttccagagt aatttaattg gcaccgcaac cagggggtgt ggggctttca tcggagttct
   285241 ggtacacttc ctcgaaagat tgactgaaaa gcaggcatag aaaatggtag atcaggagaa
   285301 ggaaaccacc cattttggtt ttcgcaccgt agccaaagaa cagaaagaag gcatggtggc
   285361 agaagttttt cattccgtag cagctaaata cgatctaatg aatgacctga tgtcatttgg
   285421 tgttcatcgt atttggaagc gttttacggt tgactgtagc ggtgtccgtc gtggtcaacg
   285481 cgtgttggat ttagctggcg gtactggcga tctgacagct aaattctccc gtttagtggg
   285541 tgaacagggt gaagtcatcc tggctgatat caatgaatcc atgttacgga tggggcgtga
   285601 aaaactccgt gataaaggta ttgtaggtaa tgtcagctat gtacaggcca atgctgaagc
   285661 tttacctttc cctgataatt tttttgactg tattaccatt tcattcggtt tgagaaatgt
   285721 caccgaaaaa gaaaaggcat tgcgttctat gtttcgggtg ctgaagccag gtgggcgtct
   285781 gctagttctt gagttttcta agccgctcct cgaaccgtta agtaaagcct acgatgccta
   285841 ctccttccat atcttgccta aaattggtga gcttgtggct caggacgctg aaagttatcg
   285901 ctatctggca gaatctattc ggatgcatcc tgatcaagaa acactaaaag gtatgatggc
   285961 cgacgctggg tttgaaaacg taacctattc caatttaacc ggtggcattg ttgcgttaca
   286021 tcggggcttt aagttctaac aggaatatgg ctatgtcact aagaacacta atgctaaagc
   286081 cctttttatt aaaaccaagg ttactgacac ccctaataac cgcagcctta gaaacggttc
   286141 tcaatggtgt gttgtttaat gataaaagcc taaaagctgc ccgttcacgt ttagtgggca
   286201 aagtgttacg tattgaatta cgtgaaataa atttcccatt gctgttcgtg tttagtgagc
   286261 gtcaagtcga tgtcttaagc cagtgggatg atgctgcgga ctgcctagtt aaaacggatg
   286321 tcgctgtact ggcaagatta cgtgaccgcc agcaactttc gcctttaatg cgcacgggtg
   286381 aattggtggt tgaaggtgac attcaagtag tccagcaact tgtcgcgtta ttagatcttg
   286441 ctgagtggga tcttgcggaa tggttggcac cttatgtggg tgatgttgct gctgaaagtc
   286501 tggggcaagc tattcacaaa agtagcggtt ttcttagtag gcaattacgg caacagcagc
   286561 attatttggc tgaagctatc accgaggagt ggagaatggc tcccaacctg ctggaagtca
   286621 tgtggtttca tgaagaagtc gatgcaaccg ctcgtgcaac cgaagctttg agttccagat
   286681 tggcaactat ggagacaaaa taatgacgcc aggagaactt cggcgcctgt atttaattat
   286741 tcgggtcttc ttgagttatg ggttggatga attaattccg aatatacgtc tgacgctacc
   286801 actacgggtt gggcgtcatc tgtttttttg gttatctaac cggcataaag ataagtcatt
   286861 aggtgagcgt ttacgtcttg ctttgcagga gttgggacct gtctggatca aattcggcca
   286921 aatgatgtcc acgcgccgcg acttgtttcc tccaaatatt gccgatcaat tagctctgtt
   286981 acaagatcgg gtcgcttctt ttgatggtgc gctagcgcgt aagcatattg agattgcgat
   287041 ggggggggcg ttagaaacat ggtttgatga ttttgattcg caagcgctag cttcagcctc
   287101 tattgcccaa gtacatactg cacgcttaaa agagaatggt aaggaagtcg tacttaaggt
   287161 tattcgccct gatatcctgc cgattattaa agctgatgta cgtttaatgt atcgtttagc
   287221 tggctgggta ccaaagcttt tacctgatgg tcgcagatta cgcccgcgtg aagttgttcg
   287281 tgaatatgaa aaaacgctgc ttgatgaact gaatcttctg cgtgaagcag cgaatgccat
   287341 tcaactgcgt cgtaattttg aagacagtcc aatgctctac attcccgagg tgtactcgga
   287401 ctattgtcgt gaaagcgtat tagtcatgga gcggatttac ggtatcccgg tatctgatat
   287461 tgctgcttta gaagaccaag gtaccaatat gaagttactg gcagagcgcg gggtgcaagt
   287521 ctttttcacc caggttttcc gtgacagctt cttccacgca gatatgcatc cggggaatat
   287581 ttttgtcagc tatgaacatc ctcatgaccc gctttatatt ggtattgatt gcggtattgt
   287641 tggctcactg aataaagccg ataaacgtta tctggctgag aactttattg ctttctttaa
   287701 ccgcgattac cgccgggttg ctgagctaca tgtggactct ggctgggtac ctcgagatac
   287761 caatgtcgaa gattttgaat tcgccatccg taccgtttgt gaacctatct ttgaaaaacc
   287821 actggcagaa atatcatttg ggcatgtgtt gctgaatctc ttcaacaccg cgcgccgttt
   287881 taatatggaa gtacagccac agttagttct attacagaaa accttgttat acgttgaagg
   287941 gctagggcgt cagctttatc ctcagcttga tctctggact accgctaagc cgtttctgga
   288001 aagttggctg cgggaccagg tcggtctacc tgccgtaatt cgtgcattaa aagagaaagc
   288061 ccctttctgg gctgaaaaat tccctgagct accagaactg gtttacgaca gcttacagca
   288121 gcataaatta ttacaacaaa gtgtggagaa gctcactata cagatacaag gtcagcaaca
   288181 acgtcagggg cagtcacggt atttgttcgg tgttggcgct acactattag tgagcggtac
   288241 tatcttattc ttggccgatg caaccgaagt ctctacaggg ttcatcgttg ccggtgcatt
   288301 ggcttggttt atcggttggc gacgtacctg ctaaattatt tatcgcgaag aatgttgggt
   288361 tatgggttat tgcataaccg tgagttatat aaacttgttc aataagctat gaactagttc
   288421 aaaatgcggt aagttagatc agtatccaca gaggctgtat aacgtataat acgattctct
   288481 gtggaataac ccctataaat agaggtaggt aatatgggca gtatcggttg ggcacaatta
   288541 ttgattatag cggtgatcgt cgttttgctg tttggtacaa acaaactgcg gacgttaggg
   288601 tcagatttgg gggcatctat caaaggcttt aaaaaagcga tgggagatga ttcgcaaacc
   288661 ccaccaacaa acgttgataa gaccagcaat gatgctgact ttgcgaaatc gattacagaa
   288721 aagcagcagc ccgtagcaaa agctgaagaa tctaagagtc acgaaaaaga acagggataa
   288781 gctgtgttcg atatcgggtt tagtgaactg ctactggtcc ttgtaattgg tctggtcgta
   288841 cttgggccgg agcgattacc tgtcgccgta aggactgttt ctggctggat tcgtacattg
   288901 cgttcgcttg cggccactgt acaaaacgaa ctggcacaag agctaaaact acaagagtta
   288961 caagacagcc tgaaaaaagt agagcaggcc ggcttacaaa atctgacgcc tgaattgaag
   289021 gcgtcgatgg atgaactcaa agaggccgca gaggcgctaa aacgttctta tcatgttgat
   289081 gctggatcag aagctccaca tacgatccat aacccattgg tgacagagcc ggaagcgatc
   289141 cacgacggtg ttacgccagc ggagccagca acacaggttt ccgcattggc acaggcccct
   289201 aatatacttg aggcagggac agcgtcagtg gttgactctg tagtcgaagc tgcacctgtt
   289261 actaccgtga aatcggtggt tcagggggag gtattggtta agtcgactcc agtacaagaa
   289321 gtagggttgg cagatgttat ggataaaccc gtaaccaagc agcaaatcga tacaatcgat
   289381 tcccatggca cggatttatc cagtgctggc ccatctcgta ttcaccaacc tggcggcgat
   289441 cagtaaacat ggctgttgat gatacccaac cccttatctc tcatctgata gaactgcgta
   289501 agcggttact gaattgtata atcaccattt tggtggtttt tctggtattg gtcttttttg
   289561 ctaatgatat ctataacttg gtatcagcgc cgttgatcaa acagctgcct gccggtgcca
   289621 gtatgattgc aacggatgtg gcatcaccgt ttttcacccc catcaagctg accatgatgg
   289681 tttcggtgtt tgtttccgca ccgatgactc tttatcaggt ttgggcattt atcgctcctg
   289741 cattatataa gcatgaacgc cgtttgatgg tgccgttatt gatatccagt agccttttat
   289801 tctatcttgg gatggcattc gcatactttg tcgttttccc attggctttt ggcttttttg
   289861 ccaaaacagc gccagaaagc gtactgatag cgacagatat caccaaatac ctcgattttg
   289921 tcatggcgct ctttatggcc tttggtattt ctttcgaagt tccgatcgcg atcattctct
   289981 tgtgttgggc gggtgtaaca acaccagaag cattgaagaa aaagcggcct tatgtgtttg
   290041 tcggcgcttt tgttgtgggg atgctcctga cacctccaga tgtgctgtcc caaacactgc
   290101 tggctattcc gatgtatctg ttatttgaag ttggtgtgtt ctttgcccgt ttttataccg
   290161 gtaaacagcg ccgtgcagct actgaagaag atgaaggtat agatagccat ccgaaagcac
   290221 cttaaatcga tgcgttgata tttagccgcc cttctgggcg gtttctgttt tggaacactt
   290281 atgtttgata ttggtgttaa tttaaccagc gtacagtttg caaaagatta tcatcaggta
   290341 gtcaaccggg caaaagaggc tggggttctc ggtatcctga ttaccggtac tgatgcagat
   290401 gaaagcttgg cagcacagac tttggccgct gaataccctg gctattgttg gtcgactaca
   290461 ggcgttcatc ctcaccatgc gagcagttgg caagatagtg tcgagcagaa aattcgaacc
   290521 ttggcagcca ctgcctccgt cgtcggtatt ggtgagtgcg ggttagactt taaccgtaac
   290581 ttttccaccc cagcgcaaca agaagtcgca tttaccgctc aattagctct ggctgccgaa
   290641 ctttcgctgc cggtattttt gcattgtcgt gatgcccatg agcgttttat tgatttgctg
   290701 gttccttggc tagataaaat accggcggct gttgtgcatt gtttcacggg taacagtgat
   290761 tgtaacgaac ggtgcaatag tgatccacac ccaacgcctg aaatcagatc cagggggtaa
   290821 tctgctctcc tgattcagga gagtttatgg tcacttttga gacagttatg gaaattaaaa
   290881 tcctgcacaa gcagggaatg agtagccggg cgattgccag agaactgggg atctcccgca
   290941 ataccgttaa acgttatttg caggcaaaat ctgagccgcc aaaatatacg ccgcgacctg
   291001 ctgttgcttc actcctggat gaataccggg attatattcg tcaacgcatc gccgatgctc
   291061 atccttacaa aatcccggca acggtaatcg ctcgcgagat cagagaccag ggatatcgtg
   291121 gcggaatgac cattctcagg gcattcattc gttctctctc ggttcctcag gagcaggagc
   291181 ctgccgttcg gttcgaaact gaacccggac gacagatgca ggttgactgg ggcactatgc
   291241 gtaatggtcg ctcaccgctt cacgtgttcg ttgctgttct cggatacagc cgaatgctgt
   291301 acatcgaatt cactgacaat atgcgttatg acacgctgga gacctgccat cgtaatgcgt
   291361 tccgcttctt tggtggtgtg ccgcgcgaag tgttgtatga caatatgaaa actgtggttc
   291421 tgcaacgtga cgcatatcag accggtcagc accggttcca tccttcgctg tggcagttcg
   291481 gcaaggagat gggcttctct ccccgactgt gtcgcccctt cagggcacag actaaaggta
   291541 aggtggaacg gatggtgcag tacacccgta acagttttta catcccacta atgactcgcc
   291601 tgcgcccgat ggggatcact gtcgatgttg aaacagccaa ccgccacggt ctgcgctggc
   291661 tgcacgatgt cgctaaccaa cgaaagcatg aaacaatcca ggcccgtccc tgcgatcgct
   291721 ggctcgaaga gcagcagtcc atgctggcac tgcctccgga gaaaaaagag tatgacgtgc
   291781 atcttgatga aaatctggtg aacttcgaca aacaccccct gcatcatcca ctctccatct
   291841 acgactcatt ctgcagagga gtggcgtgat gatggaactg caacatcaac gactgatggc
   291901 gctcgccggg cagttgcaac tggaaagcct tataagcgca gcgcctgcgc tgtcacaaca
   291961 ggcagtagac caggaatgga gttatatgga cttcctggag catctgcttc atgaagaaaa
   292021 actggcacgt catcaacgta aacaggcgat gtatacccga atggcagcct tcccggcggt
   292081 gaaaacgttc gaagagtatg acttcacatt cgccaccgga gcaccgcaga agcaactcca
   292141 gtcgttacgc tcactcagct tcatagaacg taatgaaaat atcgtattac tggggccatc
   292201 aggtgtgggg aaaacccatc tggcaatagc gatgggctat gaagcagtcc gtgcaggtat
   292261 caaagttcgc ttcacaacag cagcagatct gttacttcag ttatctacgg cacaacgtca
   292321 gggccgttat aaaacgacgc ttcagcgtgg agtaatggcc ccccgcctgc tcatcattga
   292381 tgaaataggc tatctgccgt tcagtcagga agaagcaaag ctgttcttcc aggtcatcgc
   292441 taaacgttac gaaaagagcg caatgatcct gacatccaat ctgccgttcg ggcagtggga
   292501 tcaaacgttc gccggtgatg cagcactgac ctcagcgatg ctggaccgta tcttacacca
   292561 ctcacatgtc gttcaaatca aaggagaaag ctatcgactc agacagaaac gaaaggccgg
   292621 ggttatagca gaagctaatc ctgagtaaaa cggtggatca atattgggcc gttggtggag
   292681 atataagtgg atcacttttc atccgtcgtt gacaaaaaat ttcagataaa catctttttt
   292741 atggattagc gaacaactcg caaggcgcgc caaatgggta atagcacggt ggtggcgggt
   292801 ataaacgtat tatcgtggat ttattatttt cacggcccga tacccacagt gattatctat
   292861 ttactgactt aattcattca catcttgatg aggttttttg atgcaaagag gctgctgttt
   292921 tctccgtagt acaactaccg ctggagtggc tttgatcgtt gccatgacgc tatcggtatc
   292981 ggcatgggca atttcagaac aggcaaagtc agaacaggcc acgaccgtac caaataatga
   293041 tatcgtctgt catgtggctc acctcaacgc ccgttttgac gataaagagg ggctattcga
   293101 aggtgcatca caaagcggta ctttgctgat attacgtaat attagcgctc gagcctgcca
   293161 ggttaatgca atgccagtga tcagtttcga aggcgcagtt ggccagcagt tggccgtctt
   293221 tcgcaaagta ccgcgtggga tgcggcagga gccggtactc tcacccgtca ctgttgcggc
   293281 gggagctgaa gtcgcggtgc aattgcgttg ggtggccagt gacgcgttcg atgggaataa
   293341 ctgtgtaaca cctgagaaag tggtggtgac cctgctaggg gggacattgc gtttaccttt
   293401 cggccgacag atgtgtgcgg catctggtga tactgaattc ttcagtcagg caccagtagg
   293461 cccagcgacc aatgaggtgc aatgagtatc gggagggggc aatattacgc caggatcgca
   293521 atcacagtgg ataggagaag aaggggaacc ttctcctatc tgtgcactaa tccccgtcag
   293581 acagatatta tttagggtat gttattcaat atccagggga tcttccgata agataatacc
   293641 ggtgttatcg gcataaagat ggtcacctga gaagaacgtt acaccgccaa aattaacacg
   293701 gatatcgctc tcacccacac cctcatcagc agccccgacg ggtattgcgg ccattgcctg
   293761 aatgccaatg tccaactcgg ccaagtcatc gacctgacgc acggcaccgt aaacaacaat
   293821 gccttcccac tcgtttttca aggctaattc ggctagctca gcattgatta atgcacggcg
   293881 cactgaacca ccgccatcaa cgaccaagac acggccaaga ccattctctt caagcaggtc
   293941 aaacaacaag ccgttatctt cgaaacattt tacggtagta atcttgccac caaatgaagt
   294001 gcgcccacca aaattggaga acagtggttc taccacgttt acctcttcat gatagatgtc
   294061 acagagatcg gaagtatcat atttcatagg attaacgtct ggttgcggct gggagattga
   294121 gtatatcctt ttctggccgc tgttggcaaa atcatcaatt gttaaattta ttcaagttac
   294181 cttgagccgc taatggcccg gagacctttc tatgataaac aagccgtatt aactgaatac
   294241 caggcccaca gcaaacagga tattggtcag taaagcggct ttcaccatct gctcgagcat
   294301 agggcgcata cctgctgcgg tagggtcccg taaaacaaac agcgcatgtt ttcccagtaa
   294361 tgggatcgct aataaaaaga tccaaccgtg ccaactgtgc agatggagaa tgctgaagag
   294421 tgccaggcag aagatggcgg caccaattaa cagcgcatga taatagcgtg ctacgacagg
   294481 ccctagacgg actgccagcg tatttttgcc atttgcttta tcattttcga tatcgcgtaa
   294541 gttattaata tttaataccg ccgtggccag taaaccacag gccgtggccg gcagcatgac
   294601 gatgctatca aagtggccag cttgaagata ataggtccct gcgacgctta accaaccgaa
   294661 gaataccaat accgaaatat cacccaatcc catataacca tagggttttc tccccacggt
   294721 gtaagtaatg gcggcaacaa tcgccatcag gccaagcagt aaaaatccaa gaatatcgct
   294781 gggcttttca caggcgacgg caatgagggc gatacctgaa atgattgtta agatcacggt
   294841 gataattagc gccactttca tttgctggtg gctaattatc cctttttgca taccgcgtaa
   294901 tggcccgata cgttcttcgg tatcgctgcc tttcaccgca tcgccatagt cgttagccag
   294961 attggataga atttgcagta gaccggcagt taatagggct aatagtgcca cggcgggttt
   295021 aaaactatcg agccagacag ccagagctga accggtaacg atagaggcga acgccaatgg
   295081 tagggtgcgt ggtcgtaggc tttccagcca agcctgggtt tggctggtgt tgattgatag
   295141 gctcattttt cgcttcattc aataggagtc tggtccgcct taatctcggc gtgtaagaaa
   295201 acgggatcat gccaaatgga aataatgtta ataaaattat catgtcaaaa aattatgacg
   295261 ttatcaaaat cataatgcga taagaatcat aatacgataa aaacaagagt gggaggcgat
   295321 gcctcccact cgggatactc catactggat gattttattc agcctaggct gataaagcga
   295381 attataggat aaaacggctc aagtcttcat ccgcaaccag ctcatctaag tgcttaccaa
   295441 cgtattccgc gtcaatagtg atagattgac cactgctttc gctggcgtca taggaaatat
   295501 cttccatcag acgctctaac actgtgtgta aacggcgggc accaatattt tcggtacgtt
   295561 cgttcacctg ccatgccgct tcagcaattt tacggatacc ctcgcgagta aactcgatgg
   295621 taacgccttc ggtcgccatc agcgctttat actgttcggt taatgaagca cttggctcgg
   295681 tcaagatgcg ttcaaagtca tctgttgtca gcgcttgtaa ctctacgcgg attggcaaac
   295741 ggccttgcaa ctccgggatc aagtctgatg gactggaaac ctggaatgcg ccagatgcaa
   295801 taaacagaat atggtcagtc ttcaccatac cgtgcttggt tgagacggta caaccttcaa
   295861 ccagtggcag taagtcacgc tgtacccctt cacgggagac atctgggccg gaagtctggc
   295921 cgcgtttaca gattttatcg atctcatcaa taaacacgat accgtgttgt tcaaccgcat
   295981 caatcgcttg ctgtttcagc tcttctggat taaccagttt tgctgcttct tcttcaatca
   296041 gtagcttaag tgcttctttg attttgattt tgcgcggttt ctgtttctgg ccagcaatat
   296101 tctggaacat ggattgtagc tgattggtca tctcttccat gccaggaggt gccataattt
   296161 caactcccat cggggccgca gccagatcta tctcaatctc tttatcatcc agttggcctt
   296221 cacgcagctt cttacggaaa gtctgacggg tggcagaagg ctcctgtgat tcatccggta
   296281 cgccccagtt gtttttggcg ggtgggatga gcacatccaa aatgcgttct tcggccaact
   296341 cttccgcccg atagcgcatt ttctcgatag actgatggcg aaccattttt acggctgcat
   296401 cggttagatc gcgaatgata gaatccactt ctttaccaac ataacccact tcggtgaatt
   296461 ttgtggcttc aactttgatg aacggggcat tggccaattt agccagacgg cgggcaattt
   296521 cagttttacc cacaccggtt ggcccgatca tcagaatatt tttaggtgtc acttcgtggc
   296581 gcagctcttc gttaagctgc atacgacgcc agcggttacg cagggcgata gccaccgcac
   296641 gcttggcttt gtcttggccg atgatatggc tatcaagttc gctaactatt tcgcgtgggg
   296701 tcatttcaga catattattc tatccttacg ctctgtacgt taattatgta ctgtacatta
   296761 attatgcagt gcgttaatta cgtttagtat gttaattctt caatggtttg gaagcggttg
   296821 gtgtagatac aaatatcccc cgcaatactc agtgatttct caacgatatc ccgcgcacct
   296881 aattcagtat tttctaacaa cgcacgtgct gccgattggg cataaggccc accggagcca
   296941 atggcaatca gatcatcttc aggttgaacc acgtcaccgt taccagtaat gatcagcgaa
   297001 gcggtctcat cggcaaccgc cagtaacgct tcaagcttgc gcagcatacg gtcggtgcgc
   297061 cagtctttgg ctagttcaac agccgctttc gtcaggtggc cttgatgcat ttccagcttg
   297121 cgttcaaata actcgaacag agtaaaggca tcagcagtcc cccccgcaaa gccagcaata
   297181 accttgttgt tataaagacg gcggactttt ttggcattac ctttcatcac ggtattgccc
   297241 aaagtgactt ggccatcgcc accaataacg acatgaccat cacggcgtac acttacaatt
   297301 gttgtcacga gcggaccctc gttgcagact gaatgagtcc ccgtactgcc tgttaaaaaa
   297361 cagtacggag tatattgaaa ttataaatgg gggaggatta agacttttca acccccaaca
   297421 gagaggggaa tgcatcctga ttgacctgca ccttgtaaac gctgcaaggc tttatctgcg
   297481 gcagccttac tattgtaggg gccaagcacc acgcgattcc agccaccgcc cgaggtaata
   297541 cggctttcga tacccgcaaa tgccaattga gcgcggatag attctgcctg atcaacggct
   297601 ttgaatgagc cacattgcac catccagcgt tgtgtttttt ctttctcttt ttccacttta
   297661 ggcggcgtaa cggcctgagt cactggcgcg gcgggcggtg tacgcacggg ggccggtgct
   297721 tgaggttgta caggaatagt ggtttgacgc ggcggagtta ccggttgcgg ctgtacactg
   297781 gtggccggtg gtttgatggt taccgctgaa cgtggtacct gctgcatacc ttggttatag
   297841 ggaacctcag aaagttgcgt cggttgttga cgcatatctg cctgcatctg ctccagtaac
   297901 tgacgttgtt cattggtcaa ctctgttttg gcgtttactt caccccctgc agagggttct
   297961 gttggcatgg gtacgccaat ctgacgattt tccaattctt taatataacg ccagcgttct
   298021 tccggttttg gcggtagccc attcccggta cgtgggtcat gatttggcaa tagcggaagc
   298081 tcacccggtt tattgtgggt gataaaatag aggccgccaa caaacaccac taatagcgcg
   298141 acagccagtg ccatcacggt tttagatact attggagcac tgcgtttttt ccggctggtg
   298201 cttttgcgcc gcgctcctga gcgccctcgg cttacataat ctctttgtgc cacaatcgtt
   298261 tcgctgcgtc gtaatgatgg aataagtccg tcatgttact gaacccttga atatttgcct
   298321 agtgtttagg cgcagcagta ctttccctga tgattaattc ggtatctaac aagcgggagc
   298381 cactttgtac tgaatgccct tgcagttgct ccagtaagag taacatggct tgctggccaa
   298441 tctggtaacg gggttgtgcg acggtagtta atggggggtc acaaaactgt gacagcttca
   298501 agtcatcaaa gccaaccagc gagacatcct gcgggatacg taaccctaat tgcttcgcct
   298561 gccagatagc ccctactgcc atgacatcat tgtgagaaaa tattgcagtg ggggggtggg
   298621 gcagctccat aagagccgca aagctttggg cccccgcttc gtagctgaaa tccccgcgta
   298681 taatatagtc attatcgaca gtaataccat tacgacgcag tgcctgaata taaccttgta
   298741 accgataatg gctcagcggc aggctttctg gcccggcgat acaggcgatg cgtttatggc
   298801 ccaactcatg caaatagtta acggcttcat aagcggcggt caggttatcg atatgtacgg
   298861 tcggcagctc caactcagga gcaaactcat tcgccatgac catcgggggt aaatttcgct
   298921 gctcttcttt actggcatca aaaggcaggt tagagcctaa tagcagcatg ccatcgatct
   298981 gtttggtgat aatcagatta acaaatgtgc gctcttgctg ggtttgttgt gcgcaatcac
   299041 caattaatat cagatagcct tgctgggcgg ctgcgtgttc aatgccctga atgacatcgg
   299101 caaaaaatgg gtcactgata tcgggtacga tcaccagaat cgtacgtgat tcattacgct
   299161 taatattacg ggataaagca tgaggagaat aaccaacagc caaaacggct tgttccactt
   299221 tttgtcgggt cacggttgaa accttttcag ggttcatcaa cgcgcgagac acggttgctg
   299281 ttgatacacc tgccatttca gcaacatctt tcatcgtggt cattgtgaat tctttcttat
   299341 tttccaacgc ccttctcctt actctagctc cgagccagta agcgcgctca tagactttta
   299401 tggccgtgtt gtttcggtta aatactgact tgccgtcatt ctatacagat agtgggggta
   299461 atttgttacc taatttgcat aaaaaatgtg acgtaagtag gttttttcga actggctcgc
   299521 agaaaggagg gtaaacgatt gcttcgtggt gacgatcaga caataaaaga tcgggcgaac
   299581 ccctttttct tgacgctgca aggggttcgc catatcccct cacctgaatc actttcgtgt
   299641 cagttcatcg ggatttattc gctgttcacc taccgtgtta atgattttgg gtatagatat
   299701 caactatcga taggatcgac atctattgtc catttcactt tgcgtgcctg aggtaaggta
   299761 ctgattaatg gctgagaggt tttaatcagc cgttgcagca gttgccgtga gggatgttgt
   299821 agcaataact gccagcgaaa gcgcccaccc cgtttggctt gtaacgccgg aactggcccc
   299881 ataatccata acgcctcatc tttgaggggg ctggcctcca gcaaattacg taattgttgc
   299941 aggaagaggg ctgattgttg gttatcgtga tcttcactgc gcacgataat atggctggta
   300001 tagggcggta aaaacacgct tttacgctct tctagcgctt gtttggcaaa cgcatcgtag
   300061 ccctgctgta acagaatttg cagcagggga tgctcggggt ggtgagtttg taaaatcact
   300121 tccccttgct tgcctgcccg cccggcccgg cctgagacct gcgtataaag ctgggcaaag
   300181 cgctcggctg agcggaaatc cgctgaaaac agcgcgccat caacatccag tagcgccacc
   300241 aaggtgacgt cagggaagtg gtgccctttg gccaacattt gtgtaccaat caaaatgcgt
   300301 gcaccacctt ggtgaacatc cgccagatat tgctccagcg atcctttacg gctggtcgta
   300361 tcgcggtcaa tgcgggttat tggtgtctca ggaaataacg gtgccagttc attttccaac
   300421 tgttccgtcc ccacgccaac ggagaccaga tgagtcgatc cgcatttagg gcattgctga
   300481 ggcacaggcc gttggctgtc acagtggtgg caacgtaact gacggtggtt ttgatgcagc
   300541 gtgtaatagt ggtcgcagcg ctgacattcg gcaatccagc cacattcgtg acacaacagg
   300601 gcaggtgcat agccacggcg gttgaggaat aaaatcacct gattacccgc ttgcaggtgc
   300661 gttttcatct gtttcagcag gggttgagag aggccgactt tcaatggcag gccttttaga
   300721 tccagcaaat gttgtgccgc aggtttggca ctccctgcgc gtttggtcag ggttagctgg
   300781 cggtatttac ccatttggac gttatgcaga gtctcaagcg cgggagttgc cgtccccatg
   300841 acgataggaa taccctcttc gcgggcgcga aataccgcta aatccctggc atgataacgc
   300901 caaccttcct gctgtttata agagctgtca tgctcttcat caataatgat gacgccaagg
   300961 cgtgaaaacg gcgtaaacaa ggctgagcgg gtcccaatca caatcgccgc ctcaccacta
   301021 cgtgcccgca accagacgga taagcgctca ctgtcgttca agcctgaatg gagaacctca
   301081 accggtgcgt taaaccgttc acgaaaacgg gcgatggttt gtggggtcag gccaatttca
   301141 ggcaccagaa ttagggcctg acggccctgc gctagaatgt tttccagcac gctcaggtaa
   301201 acttcggttt tacctgaacc cgtaacacct gccagcaacc aagcggcaaa ttggttatct
   301261 tcgctacgaa tagccccgac ggcggtggcc tgttcagtat taagccgtag gcgttccccc
   301321 agtaccgaaa aactgtgacg ccagtcggtg gttgtggctt cctgcgcccg tagatcaatc
   301381 aaccctttac tgcgtaatgc ctgtaatgca ctttcagtta atgccatttc attaacctga
   301441 tggcgataaa ccggtttctg caataatgca gcaagcgctt gctgctgctt gggcgcgcgt
   301501 tttaagcttt ctggtggtgt agcgcggcct tgctcggtga caaaccattg ccataagggc
   301561 gctgattggg cgggtctccc ctgacgtaac aagatcggca gtgcatgaaa cagcacttca
   301621 cctatcggat aatggtaata ctcggttgcc cagcagagaa tgcgccacag gctagggggg
   301681 aataagctgt gattatctaa aatggcatca atggttttga gttgttcaag cggaaaggtg
   301741 ctggtatcac tgagacccac gacgatacca atcgctttgc gtttaccgaa tggcacactg
   301801 acacgggccc ctacgacagg gcaggccatg gcactgtcta agcggtaatc gaaggtacgg
   301861 gccagcggta cgggtaatgc cacttgaaca actgacatat gatgtcatcc tgaataaaga
   301921 gattggcctg aataaaaaaa gattgaacag tttacaccgc atacttcaca atgtgcggat
   301981 tcgattgcgc ggtttcgtca aattctgtat gattcgccgc ctttgatatc aaatcctgtt
   302041 aaccatcgtt gcttatttta tcaacgatgg ttatttatca atcgtgtggt gtctggcgga
   302101 acagggctgg atagcgacac ggcctaatat agaggtttcc atgaaacaag gtatccaccc
   302161 taaatacgaa caagttactg cttcttgctc ttgcggtaac gttatcaaga tcaactctac
   302221 tgttggtcat gatctgaacc tggacgtgtg cggcgaatgc cacccgttct acactggcaa
   302281 gcagcgtgat gttgcttctg gtggccgtgt tgaccgcttt aacaaacgtt tcagcgtgcc
   302341 gggtgcgaag aagtaattat cgcccgtcag ataaaaaggc gccttgggcg ccttttttgt
   302401 tgccactcta accacctttt acggaagtcg tgatcgtttt atggcgatga tgattatttt
   302461 atggggatga ttgttttatg gcgatgattg ttcgtcgcat caggtcgtct ataaccccca
   302521 ttcagcaccc aacttagcct actcgttatc acgtcgccaa ttttccctct gcctgaatcc
   302581 atgagatgat taggcataaa taataaataa atttaataag ttaataatga cgtggaccat
   302641 ttggtgagtt tgacacgaga gataataggt tagcgacgtc taattgttat tattaaattt
   302701 tatgacacat acttcgatga ttattttgtg cgtaaagaaa aaatggctaa gcacaattgt
   302761 tatgctgaac cattttttgt agtgaaagcg ttaattatag tgaaaacgtt aactgcagta
   302821 aaaatattaa ctgcagtgaa aaggttaact gcagtgaaaa ggttaattgt agcgaaaagg
   302881 ttaatcttca gctttcaatt gatctcttac ttttttgaac aatgaagcag attcagtatc
   302941 tgaagacatt gcactgtcgc gggtattctt ttgtacggca atagcaccaa acagggtcat
   303001 aaagaacgtc accccataaa agcctttttc actcagtgct aaagtggcat tccataggcc
   303061 gatacacagc aacagaacgg cgacgataaa agcaacccaa cataaaccgt aataaattga
   303121 agtgattgcc aggccttcta gcttgtcacg gacggttttt tgcaaagaaa cggcggagaa
   303181 caggccgagt atcaataccg cgaaataata acctcgctcg tttaattgca tatctgcatt
   303241 ccacagacca atcaggaaga taacaaaacc acctaatagc gctgaccaag aggctgcggt
   303301 aaaagcggcg gaaggtttcg cataatttgg gttcatattt aagtccattc attaaattag
   303361 acatcaaatt ttttaatgga aagtgagtga tctctaacca tttaaaaact ggttatatcc
   303421 caataatccg tagcagtaaa ataataattg ataatatgct tttttatcga gatatacatg
   303481 gagggatggt atgtgagaat attcttatac aatatgtcga tatagctaag actattcttg
   303541 agttatgagt aaatataaag aagggaaata cagataacta ccacagataa tacattttta
   303601 tcaaaaccaa ggcgcttagc gtgcttttgt gtattctgcc acctggattc acggtgattc
   303661 atgaacccag gtggtagctg gaaatcaata ttcccaggtg tcagggtcaa cacccaattc
   303721 acgcattaaa attttcgcgg cttccgggat ctcatcactg cgttctttac gcaggtcttc
   303781 gtcattcggt agcggctggc cagtaaatgc atgcaaaaag gcctcacaca acaattcact
   303841 gttggtagca tggcgcaggt tattcacctg acggcgggtc cgctcatcgg tgaggatttt
   303901 taacactttc aacggaatgg ataccgtgat ttttttgacc tgcttgcttt tcttgccgtg
   303961 ttcagcgtaa gggctgacat actcgccgtt ccactcagcc atgggatacc ttaaatttgt
   304021 cggaaaaaca caatgttctg aaaaccggct aattatgccc gattttcact gttctcacta
   304081 aataaatgtc gattttactg gatcaacatc accgaaatac ccttagtgct tacgttgttg
   304141 ctgctcttac tcgctcgaat cactgacttg agccagttca ctcgttgcta tgctacaacg
   304201 ctaatgacgt tggatataaa aacctacttt aaatacaaag cctctataat tttagcggtt
   304261 attattccat tgctcaatct atacgcaaag aagtttagat gtccagatgt attgacgtcc
   304321 gtaatttgtg cgtctactct ggcgtaacat tttctcgatc ccggctggtg gaaatcaata
   304381 tgacgcgtaa acaggcaaca atagcagtcc gtagcgggtt gaatgatgac gagcaatacg
   304441 gctgcgttgt ccccccgatt cacctttcca gtacctacaa ttttattgat tttaatcagc
   304501 cgcgcacgca tgactattca cgtcgtggta atccaacgcg tgatgttgtc caacgggcgc
   304561 tggcggaatt ggaagggggg gccggtgccg tcatgaccag cagcgggatg tcggcgcttc
   304621 atttggtttg cactacattc ttacagccgg gcgatctgtt ggtcgctccg catgactgtt
   304681 acggtggcag ttaccgttta tttgacagct tgagcaagcg tggtgcgtat cgggtgttat
   304741 ttgttgatca gggcgatgaa gcggcactaa actgcgcatt ggcggagaaa ccgaagttgg
   304801 tcttgattga aacaccgagt aatccattgc tacgggttgt tgatattgcc gccatctgcc
   304861 aagccgcccg tgctgcgggc gcactgacgg tttgtgataa caccttcctc agccccgcct
   304921 tacagcagcc tctctctctt ggggccgatt tagtggtgca ctcctgtacc aaatatctca
   304981 atggtcactc tgatgtggtg gctggtgctg ttattgcgaa agatccagaa ctggttgtcg
   305041 agctggcatg gtgggcaaat aatattggtg taaccggtgc tgcgtttgac agctatctac
   305101 tccttcgtgg tttacgcacg ttatcaccac gcatggctca acagcagcgt aacgcggatg
   305161 acattgtgcg ttatttacag caacagcctt tagtgaaaaa gctgtatcat ccttccctgc
   305221 cacaacatcc cggccacgaa atagcctgcc gtcagcaatc aggttttggt gcaatgctca
   305281 gttttgagct ggatggtgat gagcaggtca tgcgccgttt cctttctgcc cttgagctat
   305341 ttaccttggc agagtctttg ggggggtaga aagcctgatc tcccatgcag cgaccatgac
   305401 ccacgcgggt atggcggcag aggcgcgtat tgccgcaggc attactgata gtttgttgcg
   305461 tatttccgtg ggtattgaag acagtgaaga tttgattgct gatttggacc acgcgttcca
   305521 attggcagta acgaggtaag catgaatgca acagcggtag cagcggcggc aacgggccgt
   305581 caactgcata aatttggtgg cagtagcctt gcggatgtga agtgttatct acgggtggct
   305641 aatattatgg ccaactacag tcaccccggc gatctcatgg tggtgtctgc tgccgggagc
   305701 acgacaaacc agttgatcag ttggttgaaa ctcagtcaaa acgaccgtct ttctgctcat
   305761 caggtacagc aaagtctgcg tcgttatcaa cacgatctga tcaatggctt attgcctcca
   305821 gaaatggcag agccattaat cagtgagttt attcatgatt tagagcgcct ggcgggcttg
   305881 ctggataata aaattgatga tgtgatttat gctgaagtgg ttggtcatgg tgaaatttgg
   305941 tcagcccgct tgatgtctgc gctactgaat aagttggata tggatgccgt ctggcttgac
   306001 gcccgccgtt tcctacgtgc agagcgtgca gcgcaaccac aaattgatga aagccgctct
   306061 tatccgttac tgcaacaatt aatggcccaa caccctcacc agcgtttggt ggtgactggt
   306121 tttatctcgc gcaatgaggc gggtgaaacg gtcttgcttg gccgtaatgg cagtgactat
   306181 tcggcgacgc aggtcggggc attggccggg gccgagcgtg tcaccatctg gagtgatgtt
   306241 gccggggtgt acagtgccga tccacgtaaa gtgaaggacg cttgcctgct accattattg
   306301 cggttggatg aagccagtga actggcccgc ctggcagcac cggtgttaca tacccgcaca
   306361 ttacaaccgg tttctggtag tgacatcgat ttgcaattac gttgcagtta tcagccggag
   306421 caggggtcaa cccgtattga acgtgtgctg gcttcgggat tgggtgccaa gatagtgacc
   306481 agccacgatg atgtttgcct gattgaattg cagattgcca gtcaccatga tttctcgttg
   306541 gcgcagaaag agatcgatct actgctcaaa cgtgcgcaaa tcaaaccact ggcgaccggt
   306601 attcacccag atcgtaacct gctgcaactt tgctatacct cagaagtggt taacagcgcc
   306661 ttacgggtgt tggaagatgc cgctctgccg gggaaactct ctctgcgcga agggctggca
   306721 ttggtcgcac tggtgggggc gggggtgagc aagaacccac ttcacagtca ccgtttctac
   306781 caacaactga aagatcagcc agttgagttt gtctggcagg ccgaagacgg tatcagtatg
   306841 gtggccgtcc tgcgtcttgg gccgactgag cacctgattc aagggttgca ccagtcgttg
   306901 ttccgggcgg aaaaacgtat tggtctgatg ctgtttggca aaggcaacat tggtgctcgc
   306961 tggttggagc tgtttgcccg tgagcagaaa agtctttcgg cccgcagtgg ttttgaattt
   307021 gtgctagccg gggtggtcga tagccgccgt agtctgctga gttacgatgg tttggatgcc
   307081 agccggacgc tggcatttta caacgatgaa gccaaagaac aggatgaaga atccctgttc
   307141 ttgtggatgc gtgcccaccc gtttgacgac ctggtggtgt tggatgtgac cgccagcccg
   307201 tcacttgcag aacaatatct ggattttgcc agttatggtt tccacgttat cagcgcgaac
   307261 aaattagcgg gggcttcaag cagcaataat taccgccaaa tccgcgatgc gtttgcgaaa
   307321 actggccgcc actggttgta taacgccacg gtaggcgcgg ggttaccggt taaccatacg
   307381 gtgcgcgatc tgcgtgacag tggcgacagt attttagcga tcagcggtat tttctctggc
   307441 acgctgtctt ggttattcct gcaatttgat ggctcagtac cttttaccga gctggtagac
   307501 caagcctggc agcaaggttt gaccgagcct gatccaaggg ttgatctctc tggtcaggat
   307561 gtaatgcgta agttggtgat tttagcccgt gaagcgggtt acgacatcga accgaatcag
   307621 gtgcgggtgg agtcgttggt gcctgctggc gcagagagtg ggtcggttga tcaattcttt
   307681 gaaaacggcg aggcattaaa tcagcaaatg attcagcgtt tagaagccgc gaaggagatg
   307741 ggcttggtat tacgctacgt ggcacgcttt gatgctaatg gtaaagcgcg ggtgggcgtt
   307801 gaagcggtac gtaccgatca tccgttggct tctttgctac cgtgcgataa tgtttttgct
   307861 attgagagcc gctggtatcg cgataatccg ttggtgattc gcggcccagg cgctggccgt
   307921 gatgtgaccg ctggggcgat tcaatctgat ttaaaccgcc tatcacaact gttgtaatcc
   307981 gctgttattc gcctcttctg ttctgcgcag gagaggcgca tcccccgtta ctcgccaata
   308041 tgaatttttc acgcattgcg tgtgaatatt aatcatcacc ctaaacttat ttaaacattg
   308101 acactttagc caacttccgt cattttctat ttagacgtct aaacgtatag acgctcataa
   308161 ataatgacaa ataacatcag ccgtcataat ggcaatggag taacagggta tgagtttttt
   308221 tcacgcaaac cagcgagaag cgctgaacca gagtctgtct gagctacaag gtcagattaa
   308281 tgtttctttt gagttcttcc cgccgcgcac cagcgagatg gaggataccc tgtggagctc
   308341 gattgatcgt cttagcacgt tgaaacctaa atttgtttcc gtgacctatg gggcgaactc
   308401 gggtgagcgt gaccgtactc acagcatcat caaagggatt aaggagcgca caggcctgga
   308461 agctgcgccg catctgacct gtattgatgc ttctccgact cagttgcgtg atatcgcgat
   308521 tgactactgg aatagcggta tccgacatat cgttgcctta cggggtgatt tgccgccaaa
   308581 cagcggaaaa cccgaaatgt atgcctgcga tttggtgggt ttgctaaaag atgtgggtga
   308641 ttttgatatc tccgtggcgg cgtacccaga aattcatcca gaagcgaaaa gcgcccaagc
   308701 tgacttgatc aatctgaaac gtaagattga tgcaggtgct aaccgggcca tcacccaatt
   308761 tttctttgac gttgagagtt acctgcgttt tcgtgaccgc tgtgttgcca ccgggattga
   308821 cgttgagatc gtaccgggca ttttgccggt ttctaatttt aagcagttac agcgttttgc
   308881 caccatgacc aatgtgcggg tcccaaattg gatgacatct atttttgacg gtctggataa
   308941 tgacccagag acgcgcaaaa tggtgggggc atcggtcgcg atggacatgg tgaagatcct
   309001 cagccgcgaa ggggtgaagg atttccattt ttatacgttg aaccgggctg agttgagtta
   309061 tgcgatttgt catacccttg gggtgaggcc ttagtttttt aaagggggga aacggtttta
   309121 atctcctggt ggtttggtgg tttggtggtt tggtggtttg gttctggtga tcgggttcgg
   309181 ttgttatggc tttacggctc acctggcctc cgatgaacca accgccaatg gggccataag
   309241 tgcactgaac cccaaaactt ggacatctgc tttactgctt ttctacctga gtccggtatt
   309301 ctgccggact cattccgcct gttttcaggc taatgcgctc tgtattgtaa taatggatat
   309361 attctacaat gtcacgcttt aaaactgtgg ctgaatcgta cttcttacgg tgatacatct
   309421 cggctttcag gtgactgaag aaattttcca tcactgcatt atctaaacaa ttgcctttgc
   309481 gtgacatact ttgccttatc cccgcctcga caagcattga gcgccacatc ggcgttcggt
   309541 aatgccagcc ctgatcgctg tgcaacatca ggccttcttt tctccctttc actttcagcg
   309601 ctttttccag cgtcttgcac gtcaggatta atgctgctct ttctgacata tgccaagaaa
   309661 taatctcatt attaaacagg tcttgtatca ccgacaaata cagcttctgt gctccaactc
   309721 ggaactctgt gacatctgta caccacttca atccactgat ttcggatgta aaattacgag
   309781 ccaatagatt atcggatgcc cggccaccat cggccctata ggagcgatat tttttccgcc
   309841 gaatgaggct gagtaacccg tgctgattca tcagttttcg caccgttttg tgattcagtg
   309901 tgaacccttc ttttctcagt gcgaccgtca tccggcgata accgtagcgc tgtgcgtgtc
   309961 gtctgcttag ggcgccaatc gcttttaccg catctgcata gtcatcaatt acaccgtccg
   310021 gtttcgatgc atgataatag tatgtactgc gtgccaattt tgcggcacac agtaggcaag
   310081 aaagtcgatg ttctgctgtc agtgcttgaa ctattctggt tttttctgct gctccctgag
   310141 tgccttttct tctctcaggg ctttccgctt ttttagataa gcgttttccg cgcgcagata
   310201 ctcaagttct ttctctagct ccgcatgcgt catctcgctg aacggttttg aatcgtgctc
   310261 atatttatct tttggcatag taggacccgt tttcgatggg ttaagcgctt cttttcctcc
   310321 ctctcgataa cgtttcatcc agttttggat aatcgtctcg ttgggaatgt taaaatgagc
   310381 agaagcatcg gcagcgctac atctgtttgc catcatatag cggacaacgc aaagcctgaa
   310441 ttctggagta taagttctgg aaagatggtg ctccagtcca gcctcacctt gacggcgaaa
   310501 agctcggatc caacgcgtaa gaggggattt gccaacactg aattgacgtg cggtttcccg
   310561 cagagtggcc tttcctgaaa ggtaatgttg aaccgccgct aggcgggttg aaaaagggtg
   310621 tttcattgaa ccgaacctcc agatcatgga taaaaagatc caagatctgg ggttcagtgc
   310681 attatgaccc ctctgaaatg gaactgctaa aggcgttagc cctgaaaaat acataaatat
   310741 agcctgctct gccatagcaa cctcagtgac atatcgggct gtggcgggca ttaaaaattt
   310801 atctgtacct tacataatat atacccaagt gacttcgaga tgcaggtagg cggcaaccga
   310861 gtaaattccc aggagcttag agaactaagt gactgggatg agcctggaca gccagcacct
   310921 ctgtagcttg aaggacgaag gggataaaag gctaaaaata aatatgaaca attcaggcat
   310981 gaaaatccca atgaaagagc tggcgtctta ttttgggtat gggatggggc agtgtttcag
   311041 ttttgggttg gttgggactt ttattctctt tttctatact gacattatgg ggatctcgcc
   311101 ggtagcagcc agtatgatct ttttaattgc cagggtatgg gatgctatac atgacccatt
   311161 aattgccggt gtaatggata ctattaatat gcggcgcggg aaattccgcc catatttgct
   311221 gtttactccc ttcttgattt tccttgttac ggtcgctgcg ttttataata tcgaagccag
   311281 cttgatgact aaaacgatct acgcaggtgt gacttatatc ctgtggggga cgctctacgc
   311341 tctctctgat atcccgtttt ggtcaatgag caccgtgatg acggatgaac cgcaagagcg
   311401 agctaaaaca gcgacctgcg cgatgttggg cgtgaatgcg ggtatcggcg ctacgatgat
   311461 tttattccct tatatcagcg ggttatttgc tgagaacagt gctgatcgtg gttattttgc
   311521 gggtgttgtt atcctcatgg ttttgggggt gatactcatg ttgaatgggt tctttaatac
   311581 aaaagaacgc gtcaacgtca cggtgacgga aaaggtcacg ctaaagcaga catttattgt
   311641 ggtctggcaa aataagccgc tattttttat tcttagcgcc tttttcatga atgtgttttc
   311701 taacatcgtg aatacttttt atattttctt tttcacttat aacatggggg atgctgagct
   311761 ggtttctgtt atcggcttaa ttacattcac ctgtgcttta gcttgtctgg gaacgccatt
   311821 cttaacccgc cattttaaga aacgagattt gttcattaca ttatgtgtgt tggagatcat
   311881 cgctcgcgtt ggtttctggt tcaccggtta taataatgtc gtgtcagtca tggtatggct
   311941 aaccgtgatc actgccatct tcatgatgac gaatccactt atttccgcga tgattgccga
   312001 tactgtggaa tattcctact atcacaccgg taagcgctgc gcggccatca cgttctccgg
   312061 acagactttt gtcggtaaat tgtcggtcgc tgttgctggc ggtgtctctg gcctgatcct
   312121 gtcaatattg ggatatatgc ctaatgtggc ccaatcgaca tggacattga atggcctatt
   312181 tttctgtatt tctctgttgc ccgccgtggg tgccgtggtg cgtatcctca ttatgcgtaa
   312241 atataaattt accgaagatg aacatgcaat tcttcgtgaa gaactgaaac aagggagatt
   312301 ccactcttca gtaggcaaat aaagtgattc tcagtagggc gtgaatggat taaagccgcc
   312361 agaataaacc gctatggtgt gagagggtct taattaacgc gtttgtagta ataaacgata
   312421 ggattgtcgt aaacggatat tgtcataagc gaattgccat aaacaaatta taggggcttg
   312481 cgcaatgtct taattttgcg caaagcccct taattattga tgggtgatga acgggcggaa
   312541 gacgagataa cgcccgtctc tatcagaaca acactatcta tcagaacaac actgagtagt
   312601 tcacaccaaa agtccggcca cggcccttat agctgtataa gttgggtgag ccgtaggttg
   312661 ggctatacag aatcggtgcg cgctgacccc aaacggtggt gtactctttg tccagcaagt
   312721 tttcgatact gaaactgagt tttcccacgg gtagggcgta actactgaga aaatcgatgg
   312781 tgttgtaacc gtctattttg tcacccttgc tatcggaaac atcgaacgtt tgttgggatt
   312841 gcacgcgcag attccaatca cccggtgccc agccaatgta ggcggtggct ttcgacgggc
   312901 tggcagcatc gatagtcagt ttctgccact taccgctaac cttagtttcc gacttaatta
   312961 ggttaaatgt tgcaccggca ctccattcgc tgttatcgaa gaagtaatct actgcgcctt
   313021 ctaccccata gattcggcgc ttatccggta acacattgat ggtcatgtct gttttgttga
   313081 tcgagatagt ctgatcagaa agcgagtaat aacccgccat ttgggtgcgc aggttatcgc
   313141 cggtatagcg ccagcccagc tcataggaat caaccttgat gccctccagt ttggagtcat
   313201 tcacgttgac actgttttgc aactgatagt gaccgttaac cagcgtgtag gagccagaac
   313261 cgtaatattt cgccagatcc gggatctcaa atccttgtga aaagttgaac caggtctgct
   313321 ggctttctgt caggtgcgcc agtaaaccgg cattgaacag gaagttgttg taatccgttt
   313381 tcccaccagg tacgggatca gcggaagtcg cggagccgct ggcaatcgct tgttgttgtg
   313441 cgtaacccac aaaatcatca accttgttct ctgtgtactg gtaacgcaca ccgccgctca
   313501 gagtgaaaat cgggttgatg tcatagcggg tttgtaagaa gggagccagg ttggtggtgg
   313561 tataacttgg gtaacggcca acgttgtagg cattttctaa cgtcatgccg ccggattgct
   313621 gtgccttcgc cagattaaag aactgttgat tggcattgaa actttcatgt tccaaatcga
   313681 taccgtaagt cagtgttagg ctatcgatag gttcactgtt caatgtcagt ttactgccgt
   313741 agaaatcggt tttttgctgt gatgcaccga tagtgctcac cttgccatct ttcagtgttg
   313801 ggaatgggta gaaggttagt gattcatcac ggtaatacac ttgcgccact aaatcctgcc
   313861 cccagaaatc cgtgttggag tattgcaagt tgatgagatg gcgttcggta cccggaatac
   313921 ggtctgaatt tagcgctgcg ctgttggagg cctgcccggt acccgttact gctgagaagt
   313981 tttgccccag atacaagccg tgtttgccat cggattcgct gttgaaatac tgagtggtta
   314041 gctgcaattg ctggttttcg tcgatattga gggttcccgt gcccatcacg tccagacggt
   314101 tagaatattg caagccggtc tgggtgttgt cgatcaaaac ctcattgcct ttgccgtcgt
   314161 accacccccc ataacgttga taagaaacag agaatcggcc gaatgcgcgc tcagtccccc
   314221 cactcatggc ggccgagatg ttctcatcgt ggtcgttatg gctgttaaag ccggttttgc
   314281 cgccaatttg caactcaacc tgttttcctt cctggccttt tttggtcacg atattgatca
   314341 agccccccgt gctacccccg ccataaagtg acgtcgcacc ggagatgact tcaatgtgtg
   314401 caatattaaa cggatcgatc gaatcgagtt ggcggctgtc gctacgtgaa gagttcagcc
   314461 gcacgccgtc gatcatcacc atgattgagc ggccacgcat gttcatgccg tagttggtac
   314521 ggccttggct gctgacgtcg atacctggga tcaattgagc caagatgtct ttgatttcca
   314581 ggccgccttg aacttgttgt tcaagttcct ggccttcaat cacccaagtt gtttgcgcca
   314641 tttctgccac gctgcggtgt gagcggttgg ctgaaaccac aagttgatcc tctgcccacg
   314701 ccgctggtgt gagcatgacc agcagacacg gatttaatac ccagaggtgt ttgtgtttca
   314761 ttgtgacttt ctcccaatat tggtctatgg cgttaaaatt cgcctgttat attttgacgc
   314821 ttggtgccgt atttaaatgt cgatgcagtt gagcacggga tgttccgggt gggcagggac
   314881 acccgactgt tggctgcgcc attggatcac cgccggggtg gaagttaaat cgaactgagt
   314941 gcgccctaaa gcccggttga gaatatgtgc tgatcgccaa gccatcaggc tgagctgagg
   315001 ttcggcaatg ccgtggctat gcataccggc attcacggcg aacaagcagt tttcacgcgg
   315061 gccttgccag tcgaggacaa aatctggagc cacttggtac tggcaatcgg cggtggtttg
   315121 cagacgatca gctaatggat cgagaaacgc cggtcgatcc tgctgataac ccgtggcgaa
   315181 gattaccaca tcggtatcaa aagtttctgt gccttgatcg agatggtgat gggtgagtaa
   315241 ttggtaaccg ttgccgcgcg tatgcatatt ggtcagtgag cggctgggga gcaggcgcgc
   315301 ccacggtttt tcatgtaaca cttcaaattg gtggtacata gcacggtaaa tcgccagtag
   315361 tgattcactg gtaatgccgt cagaggtcat tctctgttct gccagcatat gctgtttggc
   315421 gctgtcgttc agggtgtaga aactctcaac gtattccggc atgaagtact cattggcaaa
   315481 agcggcttca tccagcgcgt tgtagttgtt acggcgtgaa atccagttca gctgctttgg
   315541 ctgcccccat gcagcgagaa agatgttcag gaacaggtcc gccccgctct ggccgccgcc
   315601 cacaatggtg acgcgtttac cggtcagatc tggattacgc agtgccattt cgctggcatg
   315661 gaagcagcgg tcattttgct cggtcacgca gtctggcaat ttgatgcgtt tgcctatccc
   315721 caggcaaacg tggcgcgcgt ggtagacatt acgcggggtg gtaacgacaa aatggcgctg
   315781 ctggtcgtca aagtccacgc tctgaatatc ttggctaaac tcgagcgaac tcatgccact
   315841 ggcggcccaa cggaggtagt ccgcaaactc ctcacgggaa acggtccggt gctcggtggt
   315901 cagaaaacgg tagaatttct tatgctgcac cagatagtta agaaagctgt acgtgttagt
   315961 cggggagact gtgctgacca agtctttcag gaagcaggtc tgcatatggc agtccggcac
   316021 catcatgcca gggtgccagg aaaagtgcgg tttacgttcg agaaatttac tgttaaagcc
   316081 agaaacttca ctgccaagtg cggcaatact gaggttaaat gggccgatgc caatgccgat
   316141 gaaatccaga ggctgattca ttgggctagc tccttggtga ccaaataaag ggggttatcc
   316201 agatcctgca aataatcagg caacatgcgg ctgccgccgt cctgctctga gtaggtgagt
   316261 tttactgggt tgaggaccac acggataatc tgtggtttaa ataaattgaa taaggtaaag
   316321 cggtctgcca aatctggatg ctgcgccatg tagcgctcca gcacctgtgc cagcagttga
   316381 tagaagcggt attcgctcag gttgcaagcc tgcatcaacg gtgaaataaa gcgtaatacg
   316441 gtgacaaaat ggccggtttg cagatcgtgg atgaggtagt cggcagataa gcgcacagtc
   316501 acgtctttaa ccacgttagg cagcgaggcc gcttgtggaa aatctttatc gaccagacgc
   316561 atatcgccct ggaaatcttt caataggatg cgctgggggg catggtcttt cattaccaga
   316621 gtgatgttct ggccgtgggc aattagcgcc acgccgtagc aacacatcag gtggtacatc
   316681 ggcaccacta ccacacggaa catctgctcc agccaggctt cagcacttaa ccccgaacgt
   316741 gcaatatagg ccgcgatcag cggatgaccc tgattgttgg tttccatcag cgtcgccatc
   316801 aaaatggcat gttcaccctc tcgcaaatag caggacggat tctctcgcca aatcacaccg
   316861 agcatttcct ggcagcgata aggcgccttg gcaagtgtgg cgtaggtctg gtgcagcata
   316921 taacctgcgg cgggttcacc gaggatctca gccccgcttt catgcagtgt gcggtcttgt
   316981 gcgaagactt gctgcaacca gcgcgaagcc gcggggcctg cgctgatgta tttgcctggg
   317041 atgccacgat aacaagaggt gttgtaaatg gtgagtggca gtttgatatc aaatggcaca
   317101 cggcggctga cattggttaa tgtgcgtaac gattgttgcg ccagatagtg atcgccaaat
   317161 tcacccagtt cgatcagttc accctcggca agttgtggta ggaagtgcaa ggcaattttt
   317221 tgctgccatt gccacggatg taaaggcacc gggacccaat catcattcaa ttggcactca
   317281 cgccagcggc gatcaaagcg ttggcgttcg gcggggtcca tggcgctgtt gagcaagttg
   317341 tccaacgggt attcggcatc cacgcaccag ataaagctgc cgcgtttggc tgcgacccaa
   317401 tgcagacgaa attggccctg atattcgggc gcatagtgtt gcagggcggt taagccccag
   317461 ccgcggcggc ctttgttgaa gataaatttc gggtgaccgg ccagcaggca ttgcagggca
   317521 tcatcattaa gggcgatcaa cgcttccgca ctcataccgt ggcgagcgga gagtaattgc
   317581 atgtctccac gcagtgtggc gtacaaatct tcaaggtgct ctgcgacctg cgaatcgtcc
   317641 atcttcagca cgagcgccag ttggcgcagc atgtggtcag cggcgagcgg cacaccctca
   317701 cagcgcagcg tggcaggatc aatatgtagc caaccccaga taccccgctt gccgttaaag
   317761 gtgtaaaccg cgccgggcaa ggtgatgcgc cctgtttcac cgtgtaattc agcatgcaga
   317821 gtgcgttcat attccagttc gctaaggatt ttagcgatca tgtggcgatt aacctgctgc
   317881 cagttagcgt aatcggtggt gatcatcgtg taccctcccg aaagaaatcg gcgcgttgat
   317941 tcataatcag acgcgaacgt ttatgcggga aatcaaactc ttttaaggtg tggtagccag
   318001 cggcgggtag gtggtggaac aaacgctggt tatcaatacg cggttctgcc actacgcgcg
   318061 tggtgcgcga ttcgtccaga tacagataat gcgtcagtcc acgtaaccaa ctgtgtatat
   318121 attgcgcgcc gcgccagttc tcttcaccga ccagcatgtg caaaccgcgg tcaaaaggtt
   318181 gccaacggta gtggcggcca atgcggtctt ccgccgccca gtacacttcg aaataaccga
   318241 atggttgatc atcgaaacat cccagcagcg ggtagcaata gggggaatct aactggcgtt
   318301 gcagataagc cgcctgcacg tcaagtgggc cgctcatttc ccaaaaggca tccacgcgcg
   318361 gtgagttcat ccaacgggtg aactgggggg catcgtgatc gacttctggt aaccggaaac
   318421 tcagggtacg tttgatgttg ggatcgaagc ggcgatagac ttctccgtct gggcggggcg
   318481 ggcgttgcgg ataccagaga tgccgctcgg tatcatattg catctgaccc gcagttcggt
   318541 tgcgttctgc acccagccac agcggtaact gataaaatat ctcccgtgcc acatagtcgc
   318601 tgctgatcaa ggcaaacaga gccatcgcct gtggtgcatc gcgccactcg gcatacggca
   318661 aggcaatacc cgtcaactgc ggtgcggcga tgaacagttg atccagtgct tgcaccaacc
   318721 aacctggcgg taacggccca ggcaagtgca gtacggcact gccatcaagt cccagaccga
   318781 gagtcagcgc ctttcccaga tgttcacagt aaaaactgcc accggagtgt attaacttag
   318841 cgtgtggccc catggatcac cccctggtgc agagggttaa cgaaatcgaa gtagatcact
   318901 gccggatcaa cgatggtgtt ttcgttgtga tcgtgtagat agcagaagaa attacctttg
   318961 cagtgccaat gtgggctatc aagtacgtaa tccagacata aggtgttttt ggcgcaagta
   319021 cgcagggcgc tgagtgcgtc acgcacacga accatcaaat tttcctcgct gtcgaaacct
   319081 gcggcagcca aggcagccgt taccgcgagg ctggagttca ccagcaggta atacgggaag
   319141 taacgtaata attgctgttc gctaaagcta ttttccgctt cggcttcgcc aatttccgcc
   319201 aaccacggca gcgcgctctg ggtaaagccg ctcccttggc agtcgcggta caacataccg
   319261 acaggcagat cttgctgcat ctccaccaga atattttgct gatgcgctaa caacaccagc
   319321 ccgtagtcag cctcggtgct gaacagtggc aataagacgt gctggcagta agcatccagc
   319381 cagcagaaag cggcctgttg caatggcaga ttcagacggg cagccaaacg acgcacagca
   319441 ctggccagca ggctgtcccc cccatcgggc gcggcttgtg tcaaggtgac caacacattg
   319501 gtctggctat cgggttggct gaatagcagg ttgtcacgta gcaccaacag actctcttct
   319561 tgaagagtga aatcggctga acgcaaaccg gcccaaccat cttcctgcat cacacggaaa
   319621 gtcgggtagc gcgcttgcag ctcttgccag cggggcgttt gagccaaacg tgccaagcgc
   319681 ataccgcgtt tggcctcttt taccgacagg gttcgtactg agttggtcag gcgcacactg
   319741 agtgagaact tgaccatgtc gcggtttgac gggctgtaca gtgaacgtga agagctggtg
   319801 ggtagccagc gttcacccgc ttcgcccaga tcatgcaacg cgttttgttg tactaattgc
   319861 tggcaccagt cttgtttcaa taggtgatcg gcttgccagg ggtgcatggg gagcagccaa
   319921 acgtcatcgg taaaatgcgc gagtaattgt ggggcgcttt cgctggcaaa gcgttgcagc
   319981 cggtgttgta gcgttagctt taggctatcg ccgcacaggt agcgtttatc gactgcaaac
   320041 cagcgtagtg ggaagcggga ggcaaaatcg ggagataacg ctgggcctgt ttttcattaa
   320101 aaggttgatg ggatttcggt gccgggtgaa aggcatggcc ggccagtaat ccttgttctg
   320161 cctgggcaaa attaagtggt ttatcgcgta atgacggcca atccagacga atattaatcg
   320221 cttgctgagt attatcatga ctttctagca cccgttgacg gaaacgagca accacatcat
   320281 cagacagctc accttttacc gttggcttct ccaacagaag cgtcaccaac tgttcgatcc
   320341 cgagttttac cggggtgtca tcatcctgcc tatcattacc ctgctgatgc aggtaggcag
   320401 ggaacagata gtgatgatgc tgtgttgggg agatatggca taaggcaatg tggatagcgt
   320461 gtgaagaaga aagaggaatg tggagttgtg ggtacggttg gtggcccgct gccggaacga
   320521 tctgccagtc ctgggtttca cgaatcagcg cgttgaggaa acattgagca gccacatcgg
   320581 ttgctaaggt ttctactggg atagtcatga tgtcatgtcg cttattaatc cattgagaac
   320641 gattcttata tcaatagtgg ttatcattat caattggaat atgatacaat ttttcaataa
   320701 atctccttca aaaaaccaca cttttattaa cggttaattt acttttaatg cgcatatcct
   320761 cagagtctga cgctcgctca agcgggctta catcgtctac ccattggcct ttagcgttct
   320821 gcgttgggtt actgggcatc gggcaaaacg gtttattagt ggtgttaccg gtattggtaa
   320881 gccgcactca tctgtcattg tcggtgtggg cgggtctatt gacacttggc tcaatgctat
   320941 ttttagtggg atcggcatgg tggggccggc aatcggagat ccgtggctgc aaatttgttg
   321001 tcatcatggc actggcaggt tacttgctta gctttgtttt attggcgctg gcggtgtggg
   321061 ggttgtcagc agggtggtta tcggaaatgg ccggtctggg ctggctaatc gtggctcgta
   321121 ttatttatgg cctgaccgtc tctggtatgg tgcccgctag ccagacctgg gcactacagc
   321181 gtgccggtta tgagcaacgg atggcggcgc tggcgaccat cagttcgggg ctgagctgtg
   321241 gccgtctgct cggcccattg tgtgccgccc tcgcgctctc aatacacccg atagcccccc
   321301 tgtggctgat ggcaattgca ccactgatcg cactgctggt ggtgtatcgc caatacaatg
   321361 acccgccgtt acccccagtg gtgcatcaac aaaaccgttt acgcctcaat atgttgcctt
   321421 atttactgtg cgcgttgttg ctagcggcaa ccgtcagcct gatgcaactt ggcctggcac
   321481 ctcacttaag tcgattgttt agccattcgg ccaccacggt gagccaccac gtggccattt
   321541 tgcttagcat agccgcgggt tgtacgttgc tggcacagtt tctggtggtt cgtccacaac
   321601 gttttacgcc acctcagttg ctgctagtgg cagccttgct catggtgctt ggcttggggc
   321661 tgatgtgtgt tcaaccgctg gtattattct atctaggttg tgcgctggct tctttcggcg
   321721 ccgcgatggc gacaccgggt taccaactga tgttgaacga ccggttatct actggcaaag
   321781 gctccggcgt gatcgctacc agccatacat tgggctatgg catgagtgca ttgatggtgc
   321841 cggtagtcgc aaaattttat ggtgagtcac agttggtagc cgcggcgttc atgatggcca
   321901 ttttgttggg gggaatcagt ggctggctgt ggtgccagca tcgaacaacc gcccattctg
   321961 tgggagagta actggcgctg cccggccagc atcggtgaca aacggttggc gtgggttggt
   322021 ccgttagcgg tgatggtcgc gccgcccgat gatgagcagg tgttggctac tcaccttatg
   322081 ggctgcgctg caatgggtgc aaatgcatcg tgatatccgc catcctattt ccttgagctg
   322141 taaataatac tttgtagtta tttttcgcca ctgtaaaagg ggacggtgtt caatgggata
   322201 gctttcataa aaaactaatt tattgatttt agatactaat aaaattgaat gtgtttggct
   322261 ctatgtgatc tttaaaatat ccttagggtc aattctttta gacaagatat ctttatttat
   322321 tgctatcgtt atttccgcca aaacaccatc attaatgtca ttttcattga ttttactcac
   322381 ggcaaggact gcattttcac catttgcttc gttaaatatt tcatcatcac tatttattaa
   322441 ccttttgatt tttctaagcg aatattcagc ccgttgttct atttcgctat tgaactcttc
   322501 tgggaagtaa agctgactaa taaatgagta tttatcgacc tcctgaggag atgcttttgg
   322561 tggcttaatg gcaaaatgaa tatgaacagc acgcccggca taaaacccag ggtagatact
   322621 ggtaaacctg acgagcccat gactatcagt tacctgtgag ccccttaaaa aacttttctc
   322681 atcagttctg ttgatactcg caacttctcc acttggtgcg tctttatcag ggtcaacata
   322741 actccatccc gaataacgcc cccgagcatt acattgccat atatcaacgt aataatattc
   322801 taatgggcgg catgaatttg aatcgataac tgttatttta aggagtaaag gcaccccgtt
   322861 ttcattttct gctatgttcc ttcttattgg catattactt ttaatatatg ggccagccat
   322921 ttgttcaaca gataaaatac atgttccagg ttgaggtttg gtatctttct ctaatgtaat
   322981 gttcggcgca gagaatgcat gggtcactac accggtagca acgacagcaa tcgatttttg
   323041 taagaatgat ctgcgcccct cgcgattaac ttttggcatt attttgtttg tcatgtcata
   323101 aacctctctt ggtttatatg gttaaattaa cgttcacgtg tcgtaaatat ctaatgcatc
   323161 ccttcggttg ccttcaaaaa tagccattca aaatcaatgt aattaaatga aaatatattt
   323221 tttattgtgt ttttattgtc tttttttata aaaaaaatga taaatttcat gcttaattat
   323281 tagcatgaaa tttatcatag ggaagggaca attttgacaa aatgttctat tgcctaaaag
   323341 tagattcgct gattatgcaa tagcttgaga gtggctttaa tgctcaataa atcgtcgttt
   323401 tgtcgaaggg tgagggctgt cgaacgatca aagagaagcg tgcggcgttg ggtaagccct
   323461 cgttaatcaa ctagcgctgt tgcctgaaaa tccattcgcg tatgggggag atggtatagg
   323521 caattcgcca ggtattgcga tgcccgctgg caccttcggt ggattgcccc tcaggaatca
   323581 cggtgccttc acgaaatgcc acatagttaa tcgggctttt ttctgcctct atttgttcaa
   323641 aagcctgacg aaattgctct tcattccatg ttccgtccca tattgcacgg ctgatttgga
   323701 caccctcttt ttccagaaca tcaatgatgg cattctgacc tggccaggct ttgttatcat
   323761 cctgagaaac cagaatccag agtttttgct gggcaagagg tttcaccaac gcgggatccc
   323821 actgacccgc aaccaaaaaa gaggccgcga agaaatccgg atacttgatg ttcatcgcta
   323881 tcgtcatcat gcatccaccc gactgccctg tggcatagat acggctctta tcaatgttgt
   323941 actgctctga aagtacattg ataagatcaa tggtggtgtc cagcatgtca gatgtttttg
   324001 agtcatcatc ggcaatgatt tcttcatact gaggtgcaag aacaaagcag gggcgctgtg
   324061 cctgatcttc tgggcttgcc caagcaatag cgcctaagcc ttgatacagg gtggtgcgtg
   324121 taacatcgct ggtggcgcca gcatcatgca tgaataacac cagcggccaa gccttatcag
   324181 ggctatagtt tttatcaggg ctatagtctt tatcagggct atagtctttg gggatgaaaa
   324241 ggttgtattt cagcttttta cctgtttttt catcataaaa ctcaagctgc tgaaaatcat
   324301 caacgatcaa gttttccaca tattgggttg tcaacgcttt ctcgctagcg ggaagcgtat
   324361 caccactggc ggtatgaact gacggaaggc gcagtaccgt ggcttgagct gtccggtaaa
   324421 ccgtatcata ggcaggaata tcgcctgcat taccggggcc gcctcttcca ttggcagatt
   324481 tgttgctgtt gtttttacta tttggctgca cctgttcggc cagcgttgca ttcttgtcat
   324541 caggtgatag cgctataatc atatagcgtc ctgagggcgc tatatctgcc ggattagtag
   324601 aagtgctggt ccatacaccg gttactgttc gcccttcaac atgaaagtcg gcggggttta
   324661 gcccttcagc gctgacttct gtcggatatt cgaccgcaac agcggttagc cggatcccgt
   324721 caccaaaaac ttgcgtaatg gcggtggcag cttgtgcagg ctgaacaccg gttcgagcca
   324781 acatgggtac agagagtaaa agacctgctc cggcactcat catcaaaaat ttccggcgtg
   324841 ttagcattat ttgtctcctt taactcagca cgttgtatct actttagttt cattttaaca
   324901 aggctgtaag aatttatgcg attcgtggca aatggatgac tcatattacc gcaccaaaat
   324961 tacaatattt gggggtaaaa attatttatt tacgatgaga gtctggttca cgctcgatat
   325021 tatcttcagt tgctaaaaaa acaaactgac tgagtttaga aaactgatta atgatacaga
   325081 ccttagataa ggaattgaca tggggcgagg gacaattaat cacaatgaaa atatttgcaa
   325141 gacatttagc aaaaattgag gggagctaga cattatatta aatgctacag aagttctact
   325201 tgcagaaaca ggtgcacttc tgtagcattt tcctttatta tttttggttt ttccctggta
   325261 ttgactagac ttttgttgtc acctgactca agtagctagg ttttttcatc aacttactct
   325321 atccattata cgggaacggg tatggggcgg tagttgtact aaggtgcaat ttcctattgc
   325381 accttagtac agtaaatgga gaaagggaat gcattctgtt ttcaatagga gtaacgaggt
   325441 aatagaaaca ctgcgtgatt atatcgacag aaaacttacc atctacgaca gtccaaaata
   325501 tacctatatg gtgatcaata aaaagaatcc aggcgatatt ttcattgtca ctagctaccc
   325561 aaatgaatgg gctgaactct atacaaataa taactaccag aatatagatc ctgttgtcct
   325621 gatcgctttc aggcggttct ctccgttctc ttgggatgaa aatattactg tcctttctga
   325681 actgaaatta tcaaaaatct tcactctctc taagaaatat aacattgtta atggtttcac
   325741 ttttgttctg cacgatacga tgaataattt ggcaatgttg tcactcatta tggatgatag
   325801 cgctctgaat ggagtagaaa gtagagtgtt gaatgatagg gacaggctac aaatgctcct
   325861 gatagaaacc catgaaaaga tgcttacatt gagtcaaaga aatatgaata tccaggaacg
   325921 ccaggggaaa ggtatgcccg gtaaagccat tctatccccg cgagaaaatg aagtgctcta
   325981 ctgggccagc atgggaaaaa cctatcaaga gattgccata atcacaaata tcacccccag
   326041 aacagtaaaa tatcacatag gaaatgtggt aaaaaagttg ggtgtaatta acgcaaaaca
   326101 ggcaatcggg cttggtgttg aactggaaat tattaagccg attctggcat aacgggcaac
   326161 gatataggcc atgtacttaa tactgaacat ggatcctgca aacgctgatt aacctgtaaa
   326221 agcagccgtg cttgattgtc ccgatctatc gggagatgca gtaagtatat cctttctttt
   326281 tcggtaatat gtgcttcttt aatcacctca acctgccagc ctgatcgttt aaggatggtc
   326341 aacattgctc ggctgacgat agtataaata cctgtgtagc cattatgtcg ggagtaatta
   326401 ataatcgata aaaagaataa gtagcttatg gggtaatggt taccaaaaag caacttggca
   326461 cgggttttat caacgaagaa acggctcgat tctatatagc ccctcttagg taatgccacg
   326521 tcatcgaaga gtgcattgaa ggtatgagtg atcatattag gcaggtgaag ttctataaaa
   326581 cgcacactgc agattagttg accttggtaa ataccaagga gatagcgtgt atccgaatta
   326641 tcatattcat caaactccat gccgttgctg caattcacct cccagttaag acgatcctta
   326701 aacgtctttt tccttaattt atacaggtcc tcagaccgta tatcggtcaa ctcgtcgtat
   326761 ctgacatcga aaatttctaa cattatcttt cctgatattt aatactgcca gtgtgcatat
   326821 gttaaattga attgtattgt atcatcacaa aataagttgt cacattaggg aataattgga
   326881 ttgctaatag ttctgggagt ccgttaacgg gtaaacaagt acgtctaccc aacctcagaa
   326941 tctacattaa ctttaccata acttatgccg cataatttaa tctatgtgaa gtggcacgct
   327001 aaatttttcc atctgtgttg actataaggt gatattgggt aattcccccg aaaaaacgtg
   327061 tgtttataag tataattctc tcgtagcatg aatcgaggcg atttggatga aaagatcacg
   327121 ttctagcgag agccaaatta tggctattct ggggcagata tgcttgttga tgaattgtgt
   327181 cgtgacgatc gtttctataa acagttatcg ctataaatgt tactcccgct tggcggtatg
   327241 gccgcatcta tagtgaagtg tctcaaagcg ctggaggacg aaaactgttg gctgaacaaa
   327301 tgtatgccaa agagaagagt gcttaagatc tgaaattatt cggttgagat ctcaaaaatt
   327361 gtttggaact aaaacggatc tacttatatt cacatctgag atgatctcaa tttgaaagaa
   327421 taccgttaag aataaacagc gtaaagaaat tgtagacgcg ggatttttta atattttata
   327481 tcgataatta taatttttat aaataaaata aaattaaact ccaattcaaa tggataatca
   327541 ttccacaaaa aatcatttaa cttagtttat tagtctgatt tttatggtca tttggatttt
   327601 ttgttctaat taattgattt tgtaatgaat aatgtgtcaa tttctgcttt cgtcgccgtc
   327661 cgctaaggct aatctttagc atattgccat attaaatgca ttcgagtatt cttcgcgcaa
   327721 tttgtggctg gaattattta tcatctactt tataggcata caaccaatgc atcatgactt
   327781 ctgggtgaaa ttactcaaaa cagcgggatg cataaagcgt cagccgctgc acgtattacc
   327841 aagaagaatg cgtgttatcg cttgggttag tatcctactt cagttaagac ttccctcagt
   327901 tttatcattt aaacccgcta ttaccaaatg cacagatata attaacggaa tattacgatg
   327961 aatggaaaga ttgaccgggt tactcatgcc ctgacttgtg tttctgtttg gataggatgg
   328021 tttgcacttt cattttccct gctgctgttt cctggctatg tgggaatata tcgctcaggt
   328081 atggcgactc ctctgctgta catcgttttc tggctcccct ttacgctact ggcgtggaag
   328141 cattatcaga agtcgtttgg actgatgccg ttgggaagaa taaccttgca ggatatgctg
   328201 attccgggcc ttgctttgct gggattaacc gctatttttc agtttttcgg ccagccggaa
   328261 ccctgggtgg aaagcctatt acagccatca actttcactc aaattttgct ggtgataacc
   328321 atttgcgtgt ttgctccgat ttcggaggag attatctttc gtgggttctt actgaatgcg
   328381 ggaattggtt ttggtcgcag agggcggttg ctggcggtag tgatcacctc gctgttgttc
   328441 gctctggtac acactcaata tctctatccg gcgacgtttg tttcgctatt cgttttttct
   328501 gcgatcctgt gtgaggtcag aatcagaact ggtagcctac tgatgccgat ggtgcttcat
   328561 tctgcgaaca atatagcctc cgtagcttgg gtgctgacgt tgagttaagg cggtttttgg
   328621 gcgcccctgt aggtagatgt tggctttgtg cgccaaccaa ctttgaactt accgggcaag
   328681 cgccttactc tgaggccaac gatgaccgac tgtttagttt atacacactg agctaatccg
   328741 tggtcagttt ttgttgacca ttaccgtggt gagtgctgta ccaggtaact ttaatattaa
   328801 aattacgaca gtgaattatt ggtgctttcc caactgggaa aagtaatata aaagacatgc
   328861 agatgttctt tttgacaaag aagtcattaa aaatacatta ggtgggagtg ttctttctca
   328921 ggtccttatc tttaatgggt gaggtttttt attgctacta taactgtatt tatatctaca
   328981 cctttaatct ataagcgtta gatggttttt tagagtgtta attttttggg ggcggcatgt
   329041 taaaaaatgt cataaattat gatgaataaa ttttttaaaa taatatcgat aaatttattg
   329101 gcaatttctc ttggtggttg tgggatgatg cttaatcctc tgcttatgaa gcaggctgaa
   329161 gttgaaccca acaacttacc tgatggtaag ttaggacaac cctattatgc taaacttaga
   329221 ataacggggg gaggcggtgc tattgcttct tttaagggag aatcgatgcc agttggatca
   329281 gggttggtat taacatcgga taatccagag cgaccaccgg gtagagatga actggttata
   329341 aaaggcattc ctgtgatatc tggtgatatt acgtttagag tcagcggtgc cttgtttagt
   329401 agtgcagata aaggttattt tggtaaagaa tataaattaa aaatagccga ataatattaa
   329461 tttcggtaat gactccaatt ggttgaattt gatgtacaat gcgatttttt gaggtttgct
   329521 catggcttgc attaacgttc attgtccccg ttgtgattct gctttggttt atcgacatgg
   329581 tcagaaccct aagggccaaa gccgtttccg ctgccgtgag tgccgctctg tattccaact
   329641 gacctacact tatcaggcca gaaagcccga agttaaaggg cagatcgttg atatagcctt
   329701 tagcggcaca ggtgtgtggg atacggcaag aacgctaaaa atcggtatca ataccgttat
   329761 ccgcacttta aaaaactctt gctgaagcga ataacgtcct cgccagtcgc tcatgtagac
   329821 gtggcgctca tctgtgaact cgatgagcag tggagttttg tcggcaacaa ggcccatcag
   329881 tagaaactac ggagtcatca atagtagtca atgcgatgct tctggaggaa agtatatcga
   329941 aagaggagtt agataaatat ggtgtttgga atcaaaaata aatttatgtt aaaactaatt
   330001 atttttatta tctcagtaat tattatgatt ggtagttaca gttttgtctc ggccttgtac
   330061 ataagtatgt tcgatattac ttctcacaga agcgttggga tgatatttat atctttttat
   330121 tttttattga ttgcctcacc tgttttactt ataactttat tcacaagatt cagggttagt
   330181 tttgcgattt tactttgtgg agtatgttat ttattctttg aatggtactc gttgcaccct
   330241 ctcagagtta tattgatggg ggcaagtgta gtaaatggat atattttcat tttgacgact
   330301 agaaaaatat ggagcgtgta ttcaatatag tgttcatcag ataaactact cgtttttatc
   330361 tgatggattc ttatggctaa tgttgatgta aaatatctga tttttcagca caggctcggt
   330421 gaaaaaaaca tgggcagcgg agccgtgggc attaacgtta tcgctgtcag gcatgttgcc
   330481 gaagctttca acttgaatat gaataccgcg tcagccaata gggtatgaag atacaaattg
   330541 ttgagcatag aaacacagta acctgtcccc acattgtgtt ttacaacatg aatactggga
   330601 atgtcaccac atcgtgataa ggaaataaaa atgaagagaa aaaaatagta ggaaggaaga
   330661 cgttcctttt gcgctggttc tgaaagcctt cagatagata gatacgatgg ccgcatgcga
   330721 gtgaacgcct caaaaactgg ggtcattggg acaagtccca ggcggcaagc cactgtgttg
   330781 cagccctacg ccaacatcca ataagtgtgc attcttcgta attttaattg cttcccatac
   330841 tcactcggcc actcaatcct gccacggttt atcatcacct tttgtatcta ctcaaattta
   330901 cctaatttcg gaacggtctg ggggaggcgt ttgtctattg aaatgacgtc tgataaatgc
   330961 aaaatatgac gcattaaaag acactgatat tcgtttttct tgaaaacaat tagattgaga
   331021 ttatttactg tattgaccta cataatcgaa cccgataatt tattacctct ctacattatt
   331081 agccgtgtta atgctcggga taatgaactc agcattggca tcaatgactt aaactctcgt
   331141 attagtcaat gatctgattt atctaacaat tatgtttatg ttagtaatgc tttactgatt
   331201 tactaaagta ataagtgttc tatttgtcta atttccaacg aggcaatatt atcgttttag
   331261 atctcattta tagaaaaata tttacaggta atttgtaggt atattcctac aaatcacttc
   331321 ccaaattcct catttggttt taatcctgtt taattacccc tttaataaca gtgtgttatt
   331381 acctgccacg taagaaactt cttacaaatc atatggatgc tatgtatttt gaaattgaat
   331441 ttggttgcat tctgttacat ttaacgcatt tgcgttaatc gaataatgtt tctagactgc
   331501 gccatccggt attttattgc tctgctcatg cgtgtgagaa atacctgtca gagactgttt
   331561 catgccatcc aatgaatgga tagggttatc gataaatatt atttctttac tttatacaca
   331621 ctgagctaat ccgtgggtgg tgaatgctgt gccaggtaac gtagattatt tttattcatt
   331681 ctctctgtgg tggatttcct taattccctt cccttaataa ggaacgttga tgtcctcttc
   331741 aagcttccaa aatgagatac ctaaagcacg cattaacatc aaattagacc tgcatactgg
   331801 cggggcgcaa aagaaagtcg aactgccttt gaagttgttg gtgatgggcg attacagcaa
   331861 cggtcaggag cagcgcccgc tgtctgaacg tgaaaaactc aatatcaata aaaataattt
   331921 taacagtgtg ctggctgaat tccaaccgag cctgaaactc gctgtaccgg acacgctggc
   331981 cggggataac accgatacag ccgtctccct gaccttcaac gacatgaaag atttcgagcc
   332041 agaaaacgtg gcccgtcaaa ttccgcaact gcgtgccttg ctggccatgc gcaacctgct
   332101 gcgagacctt aaatccaatc tgctggacaa cgccaccttc cgccgtgagc tggaaaatat
   332161 cctcaaagac gatgccttga gcgatgaact gcgcgctgaa ctggcggccc tggcgccaaa
   332221 agagggttaa tcccgggatt ggctgcttgt cattagaaag aagaaaagga acatgctgat
   332281 gtctgtacag gaaaaccgtg cgcagggtac tgcgacgacc gtattaaaga atagccctgc
   332341 ggcacaaggg gtttacgccg ccttgtttga aaaaatcaac ctgagcccgg tctcctcact
   332401 ggccggtatc gaggcgttcc agaacaacga tgcgctggcg gaagccacca ccgatgagcg
   332461 cgttaccgcc gccgtcagtg tctttttaga cctgctgaag cagtcggcga agaaagtaga
   332521 aaaactggat aaaaccctgc tggacggcca tattgccgca ctggatgacc aaatcagccg
   332581 ccagttggac gcggtaatgc accaccccga tttccagcgg gtggaatcga cctggcgtgg
   332641 tgtgaagtcg ctgatcgatc agaccgattt ccgccagaac gtgcgcatcg agctgctgga
   332701 tatcagtaaa gatcatctgg tgcaggattt tgaagatgcc ccggaaatct cacaaagcgg
   332761 tttatacgcc cagacctata ttcaggaata cgacaccccc ggcggcgagc cgattgccgc
   332821 ggctatctcc aactacgagt tcgaccgtag cccgcaagat atcgcgttat tgcgcaatat
   332881 ctccaaggtc gcggcggcag cccatatgcc gtttatcggt tccgttggcc ccgagttctt
   332941 tggtaaagag aacatggaag acgtggcagc catcaaagat atcgccaact actttgaccg
   333001 tgctgaatac atcaagtgga aagccttccg cgactcggat gattcccgct atatcggcct
   333061 gaccatgccg cgcgtgctgg ggcgtttgcc ttacggcccg gacacggtgc cggtacgcag
   333121 cttcaactac gttgagcagg tgaaagggcc ggatcatgat cgctacttgt ggaccaatgc
   333181 ctcatttgcc tttgctgcta acatggtgaa aagcttcatt aaaaatggct ggtgtgtgca
   333241 gatccggggc ccgcaggccg gtggtgcggt caccaactta ccgatccacc tgtacgatct
   333301 gggtaccggt aatcaggtca aaattccgtc agaggtgatg atcccggaaa cccgcgagtt
   333361 cgagtttgcc aatctgggct ttatcccgct gtcgtactac aaaaaccgcg attactcgtg
   333421 cttcttctcg gccaactcgg cgcagaaacc ggcgctgtat gacaccgcgg atgccacggc
   333481 caacagccgc atcaacgccc gtttgccgta tatcttcctg ctgtcgcgca ttgcccatta
   333541 tctgaaactg atccagcgcg agaacatcgg caccaccaaa gatcgccgtc tgctggagct
   333601 gaacaactgg gtgcgcgggc tggtgacgga aatgactgat ccgggtgatg atttgcaggc
   333661 gtcccatccc ctgcgtgatg ccaaagtgac ggtcgaagat atcgaagaca accccggctt
   333721 cttccgcgtc aagctgtatg cggtgccgca tttccaggtg gaagggatgg acgtcaatct
   333781 gtcattggtt tcccaaatgc caaaggctaa ggcataaacg gcgacacgat gaaaattgaa
   333841 cgccctctgt gggctcgcgg gatcctggtg tctccgcaac aatttcaaca acaggcttcc
   333901 tgggaggcat ggaccaatga atgcattgcg caaatggccg tgatgcatcc ctggggcgtg
   333961 cttcaggcca cttttgaatt ggatgcattg gcacagggcc gcctgaaagc ggcgcgtttg
   334021 catgtgcgtt ttcaggacgg tgtgctggtg gataccgagt gtgctgatgt gctgccgccc
   334081 acgctgacgc tggcagccag tctgcccgcc gaggccagcg acgccacggt gatgctggcg
   334141 ataccacaac tgtatgccaa tggcggtaac tgcctgcagc cggatgagcg gggcgaacgc
   334201 ccggtacgct atcgtcaggc ctggcgcgat gtccaaaatc agttcggcga tgacaaaaag
   334261 caggtcgcgg tgatgtacca ccaactgacc ctgcggctgg acactcagga aaacggcgat
   334321 tatcaggtct gcccggtggc gcgtttgctg cgggatgcgc aaggtcgctg gacactggat
   334381 ccgggcttta ttccgccgat gctgagcctg caggccagtg cctggtgtgg cgaacagctt
   334441 gagttattga tggtgcaact gcgggcgcgt ttgcagcgtc tgatggggat gcgccgggag
   334501 agcaatgcac ggatggccga ttttgctgtt gcggatgtgt cgctgttctg gctgctcaat
   334561 gcccttaaca gtgccgaacc ggtattgggg aattttcagc gctatccgca ggttcatcca
   334621 gagcgcctgt atcaggaact ggccaggctg gcgggcagcc tgctgacgtt ctcccttgag
   334681 cacgaagtga cggcgatccc ggtttatcag catgaacaac tgacccgcgt ctttcccccg
   334741 ttgtttgccc tgctgaatat tctgctggaa gccagcctcc cttcacgggt agtggcgatt
   334801 gagctggttc atgaaccgcg tatcaatcag tggcgcgcga ccctgcgtga ccctcgtctg
   334861 cgcgaagggg ccgatttcta cctgtcggtc cgttcctcgt tgcccgcggc ccaattgcag
   334921 actcagttcc cgcagttgtg taaagccggt gcgccggatg aggtcggtaa cgtggtgaat
   334981 gttgcgctga gtgggatccc actgcgcccg ctgagccatg tcccagccgc catccccttg
   335041 cggctggaaa accagtactt ctcccttgat ctcagccacc ctgcggcgac gcagatgatg
   335101 gagacggggg cctgtgtgtt ctatgtaccc ggtacgctgg gtgagatcca actggagctg
   335161 tttgcggtgc tacgcgcatg aatcctcacc taaccgaaca ccccccagtc ggggatattg
   335221 acgccctgtt gcaggacacc tggctacagg tgatcagcct gcgtcaaggg gtaacctgtg
   335281 ccgagggcga agggcaggca ttctggcagc gctgtgtggc ggacattgaa cgtgtccatc
   335341 aggcgctgaa agacgccggt cacagcgagc agagttgcca gcacatccga tacgcccaat
   335401 gtgcactgct ggatgagacc gtgaaagggc gcggtgtaca ggatgatgcc tacttcgtgt
   335461 ggtgccattc gcccttacag gcgcattttt tcaataccct ggatgccggt agccagcttt
   335521 acgagcggat gcgcgccgtg ttgcgtgagc ctgcgccgga tcgcgcggta ctgacctgtt
   335581 ttcaccgggt attgatgttg ggcttcctcg gcgggtacgc ctccccggcg gcttctgaac
   335641 gggagcaact gatcgatcaa ctgagcgtgc aggtaccggc gttcagtgtc gcgccatcac
   335701 gtgggatcct ggcaagcgcc gcctcccgca accggttggg gatctggttg cgttactggc
   335761 cggtacggct cgggctggct gcgctgatgg tcgcgctgtt gtggtggggc cttgatcact
   335821 ggctgtccgg tctgttagcc accttactgc cggagccggt gtaatgagtc ggtggtggca
   335881 acgtgggttg tggctctggg cgggtttgct ggcggtcatc ttgtgtctgg catttctgcc
   335941 gctctccccg tgggggcgct ggctgatgct ggcatgggtg gtgctgattt gcatgctggg
   336001 cgggtcgcgg gcagggcggc aagcggccgg tgcatcctct gatccgctgt tcgccgggtt
   336061 ggcaactgaa aacggtcttc tgcctgaaaa cagtcgctta ccggtggtgt tggtatgtgg
   336121 tgatggtctg gcgtcatggt ttggtcgcga acggtcacac cagagtgcac agggctgctg
   336181 gctgcgggtg gatgatatca gcaccctgcg gcagtttgcc cgacaactgc tgtggcaacg
   336241 gccggaatgg gccgctcagt tggcggtgat gatggtcgtg aacccgcagc aacgccgcga
   336301 tgagcgcctg ctggccgccg atctgcaaga gctgcgctgg caactgatgc aactgcgccg
   336361 cgatagccgc catcctgttc ccttgctcct gagcagcacg gtggccacct cggttgcccg
   336421 tgatacggtc tggctgtcac agcagcagac accgccgctg acactctggt caaccgtctc
   336481 gacgccgggc tctctggccg actggcagcg tgcggaaagc cgtgccgtac aggctgaacg
   336541 actgaaacag gcggtgctgt tcagcagcca gcatgactgg ctgaacgcac aggtgctgcc
   336601 ggtattgcag gcacccaatg cggatgttga cccccttgcc ccgcaacaga ttattcaaca
   336661 gcaggttgcc agtctggccg atccggtgcc tgcctcgctg tggcagcact ggctggcggc
   336721 gcataccacg ctgacacagg tggcgggttg gcatccaccg ccgcccgccg cccatgacgc
   336781 cttaccgctg ccggattttg tcttttcagc gcttcctctc ggcagcgggg tgtcgtcacg
   336841 ccgtcgggta ctgcgccatg gtgtcacctt actgacgttg gcggcgatgg tggcgttgtg
   336901 cagcagcgcc tggcagaacc ggcaactgtt gcaccgggtg gcctttgata tccgtcagta
   336961 ccacagcgtg gcgatgacgg attattcccc gaaagcgcag gcggtggcgg tattacaccg
   337021 tgatgcgggg ctgcttgatg aagggtaccg caacggtgaa ccgctgcgtc tgggcctggg
   337081 gttatatcgg ggggagcggc tgcgcccgcc gctgttggcg gcgatcaaaa gctacatccc
   337141 gccgcctcct ccgcctcccg cgccaccggc gccgaaaacc gtgcgtctcg acagcctgtc
   337201 actgttcgat gtgggtaaat tcacgctgaa tgcggggtcc accaaaatgc tggtcacggc
   337261 gctgatcgac atcaaagcca aacccggctg gctgatcgtg gtggcgggtc acaccgacat
   337321 caccggcgat gcgcaggcca accacattct gtcgcttaaa cgcgccgaag cattacggga
   337381 ctggatgctg tcaaccagcg acgtctcgcc gacctgcttt gcggtgcaag gttacggggc
   337441 cacacgccct atcgccgaca acgatactcc cgacggtcgg gcgctcaacc gccgggtcga
   337501 aatcagtctg gtaccgcagg ctgatgcctg tcaggggccg gatgtaaaaa cagcgtcaca
   337561 ggatgaaagt gacgtatcaa cgcaagaaat ggagaagtaa accatggcaa ttccagttta
   337621 tctgtggctg aaagacgacg gcggtgcgga catcaagggt tctgttgatg tgcaaagccg
   337681 tgaaggcagc attgagatcg tggcacagga ccataacctg tacatcccaa ccgataacaa
   337741 taccggcaaa ctgaccggta cccgtatcca caccccgttc gtattcacca aagaaatcga
   337801 tgcgtcgacc ccgtacctgt acaaagcggt gaccaccggt cagacactga aaaccgccga
   337861 gttcaaatgg taccgcattg atgacgctgg ccaggaagtt gaatatttca acaccaaact
   337921 ggaaaacgtc aaagtggtta aagttgcgcc gaaaatgcac gacgtgaaag atccggcgaa
   337981 agagaagcac aaccacctgg aactggtgga actgcgctac gaaaaaatca cctggacctt
   338041 taaagacggc aacatcattc attccgattc ttggaatgag cgcgccaccg catagtgacc
   338101 cgtcattctt cgcgctgcag gtgcgttagc gatattgccg actgcctgca acacgaatta
   338161 tttagggtaa ccccgcaagt aggcggttcg ccgcctgctt ttttgtgttt ttagctgagc
   338221 atcggcatat cagtattcag ctaaacgcat acacatttta tcagatgacc ttatgggcct
   338281 tggtttcctt actcaggata tggctatggg cggtagcgtg cccgacgcca gcttcatctg
   338341 gctattttac ttgccatttt gcacctgggc agtgctcggc accgtcacgt actacgtgta
   338401 cgctccgggc cctgtgcgct gtccgtgtgc aaactgactg cgacaataac gccaactgaa
   338461 accggcttac ttatccggta tcgcaaaggt ttcgcaaaca aggaagatct taatgacaac
   338521 gcattcagca cacttattac gccgcttaaa tccctattgc gcacaggcac tggccggtgc
   338581 tgccaccctg tgtcagaccc gcgcccatgc cgagatcact gtcgaacact ggttgttaaa
   338641 actgctggag cagggcgaag gcgatatcac ggtgattgcc cggcgttatg agtgggacat
   338701 ggacagcttg tggcaagggt tactggccta tctggatact ttgccgcgca cggtacaggg
   338761 taaaccccaa ctgtccgccg cgttgcagca actgatcaaa agtgcctggc tggatgcctc
   338821 gttgcaggaa aatgctgatg cggtgcgctc ggttcatcta atggcagcgc tgataaattc
   338881 gccatcatta ttggccgccg atgccgcctg gccgttgctc agcctgagca ctacccaact
   338941 acaccgcttg ttgccgttgc tggacagcca atccgacgaa cgccctgaaa tacagcaggc
   339001 cgcagcactg gcagacagcc cggtcaatct gaccgatgag gccgcgacgg ttacctccgc
   339061 cagtggtcag ccgcaactga atgacgcgct gcaagcggcg ctggataaat ttaccctcga
   339121 tgtcaccgcc aaagcccgtg ccaaccagat tgatccgatt tttggccgcg acagcgaaat
   339181 ccgccagatg atcgacatcc tgtcgcgccg ccgtaaaaac aacccgattt tggtgggtga
   339241 accgggtgtg gggaaaaccg ccttggttga agggctggca ctgcgcattg ccgagggcaa
   339301 cgtaccggac agcctgaaaa ccgtcagtgt gcgcacactg gatttgggtc tgttacaggc
   339361 cggtgccggg gtcaaaggcg agttcgaaca gcgcctgaaa aatgttatcg aggcggtgca
   339421 acaatccccc agcccggtgc tgctgtttat cgacgaagcc cacaccatta tcggggccgg
   339481 taatcaggcc ggtggtgccg atgcggccaa cctgctgaaa ccggcactgg cgcgtggcga
   339541 actgcgcacc atcgccgcca ccacctggtc cgaatacaaa cagtattttg aacgcgatgc
   339601 cgcactggag cgccgcttcc agatggtcaa agtggacgag ccggatgatg acaccgcctg
   339661 cctgatgctg cgtggcctga aagaacgtta cgccacccat cacggcgtgc atattctgga
   339721 cgccgctatc accgcagcgg ttaccctgtc gcgccgcttc ctgaccggcc gccaactgcc
   339781 ggacaaagcg gtggaactgc tcgataccgc cggtgcccgg gtgcgcatga gcattgacac
   339841 cttgccgact gcgctgatgg cgattaacgc cgagctggcc gcactggcga tggagcaaca
   339901 ggccatcgaa caggacctgc tcctgctgcc gaatgtcagt tcaacgcgct tacctgagat
   339961 tgagcaacgc cgcgccgcgc tggcggttgg gcagcacaca ctcgaacagc aatataaaga
   340021 agaaaaacgg ctgaccaccc tgattatcga ggcgcgtcag gatatcgcca acgtggcaca
   340081 tctggtcgcg ttgcaggagg aactcgttca gatccaaggc aacgcgccgc tgctgtcgct
   340141 ggacgttgat gtgcgcactg ttgcggctgt gatcgccgac tggaccggcg tgccgctgag
   340201 cagtctgttg aaagacgaac agaccgattt gttgcaactg gaaaaccatc tcgccacccg
   340261 cgtagtcggg caggatacgg cgctgggtgc gctggcgcaa cggctgcggg cggcgaaaac
   340321 cgggctgaca tcagagaatg gcccgctggg ggtgttcctg ctggtcgggc cgagtgggat
   340381 cggcaaaacc gaaaccgcgc tggcactggc cgacagcctg ttcggcggcg agaaatcgct
   340441 gatcaccatc aacttatcgg agtatcagga agctcacacc gtctcccagt tgaaagggtc
   340501 gcccccaggt tatgttggct acggtcaggg tggtgtatta accgaagcgg tacgtaaacg
   340561 gccttacagc gtggtgctgc tggatgaagt ggaaaaagcc catcgtgatg tgctgaacct
   340621 gttctatcag gtgtttgacc gggggttcat gcgcgacggt gaagggcgcg aaattgattt
   340681 tcgtaacaca gtgatcctaa tgacggccaa tttaggcagt gatcatctga tgcagttact
   340741 ggatgaacaa ccggaagcga cgcacagtga tttacacgag ctgctgcgcc cgatcctgcg
   340801 cgatcatttc cagcccgcgc tattagcccg cttccagacc ttgatctacc gcccactgaa
   340861 tgccatcgca ttgcgcacca tcgtcgagat gaaactggca caggtcgcta aacgcctgaa
   340921 caaacattac ggcctgcact gcaccattga ggaaagcctc tacgacacac tggtcgccgc
   340981 ctgcctgctg ccggacaccg gcgcacgcaa catcgacagc ctgctcaatc aacaaatctt
   341041 accggtattg agccagcagc tgttaagccg catgagcgag caacagcgca ccacctcgct
   341101 gacgctgggc tgggatgaag ccgacggcat tacccttgaa tttgaaggag gcgaaaaatg
   341161 aataccactc tcccgactct tcggtttgac catagccacc acaaactggt ggtccgcgac
   341221 agcaccgccg ccgttgatgt gctgggcttt gaaggccacg aaagcctgag ccagccgttc
   341281 tgttacgaca tccaattcac cagcgccgac aaggcgattg acccggcgac catgctgatg
   341341 cacgacgcgt cactgacatt ggcggccccg atggccgaag cttttggcgt gacggttcag
   341401 cagacccagc gggtgatcca aggggtggtg accggattta aacgcctgtc ggcctcgaaa
   341461 gaggaatgcc gctacgaact gagcctgcaa ccgcgcctgg ccttgttgtc gcgcagccat
   341521 cagaacggga tatatcagga catgtcggtg ccgcagattg tggaaaaaat tctgcgtgag
   341581 cgccatgaca tgcgcggtca ggattttgtc ttcacgctgg cccgcgagta cccacgccgc
   341641 gagcaggtaa tgcaatacgg cgaggatgac ctgaccttta tccgccgcct gctggccgag
   341701 gtggggatct ggtttcgttt taccgccgat cccaaactca atattgatgt ggtggagttt
   341761 tacgacgacc agcgcttcta tcagcaagga ctgacgctac aggcggtgcc gccttcgggg
   341821 atgcacgaca gcgggatgga gtcggtctgg gacttgtcca gtgctcatca ggtggttgaa
   341881 aaatcggtca gtaccggcga ttacaactac cgcaccgcca ctgccgatat gacggccggg
   341941 gcagacatca ctcggggtga taccaccacc tacggcgaag cttatcatta cgccgataac
   342001 tacctgaccg caggcagtga agggcgcgag ccggaaagtg aaagcggggc cttttatgcc
   342061 cgtctgcgcc atgaacgtta cctcaataat caggcgcgct tcgccggggt ggccaatgcg
   342121 gcggcactgt caccgggtca ggaactgaaa gtcaccggca acgacgtgcc agcacagttt
   342181 ggcaaagggg tgatagtcac ccgcatcacc agccacgccc gccgcgaccg cagctatgaa
   342241 gtgcattttg aggccatccc ttactccgaa gagtattgct tccgcccgat cctcatcaac
   342301 aagccaaaaa tggccggcac cttgcccgca cgggtcacca gcaccacggt gaacgacact
   342361 tacggacaca tcgacaaaga cggccgctac cgtgtcaatc tgatgtttga ccgggacagt
   342421 tgggagcaag gttacgaaag cctgtgggtc cgtcaggccc gcccgtatgc gggtgacagc
   342481 tacggcctgc acctgccgct gctggccggc accgaagtgg cgattgcatt tgaggacggc
   342541 aacccggacc ggccgtatat cgcctctgtg ctgcacgact cggcgcacgg cgaccacgtc
   342601 accatcagca actacaaacg caacgtactg cgcactccgt cgaacaacaa actgcgcctg
   342661 gaggatgaac ggggcaaaga gcacatcaag ctcagcaccg aatacggcgg caaaagccag
   342721 ttgaatctgg ggcatctggt cgataacgag aaacagcctc ggggtgaggg ttttgagctg
   342781 cgcaccgaca gttttggtgc cttgcgggca gaaaaaggga ttttcatcag cgctgacggc
   342841 caggcgaagg cacaggggca ggtgctggag atgcaaccgg ctatcagcct gttgaaaagt
   342901 gcgcaggaac agatggaggc catctccgcg gatgcacaaa ccgccaccgc cagtccggcc
   342961 aacctacagg tacaaatcag tctgttgcag caaaatctca ctgaactgaa acaagctgtc
   343021 ctgttactga gtgcgccaaa ggggatcgcg ttgagcagtg gcgaacattt acaactgtcg
   343081 gccagcgaaa atctgatagc cactgccggt aagaatgcgg atgtcagtgt aggtaagaat
   343141 ttttttatcg gtgtgggcaa cacgctgagc gtatttgtac gcaagctggg gataaagttg
   343201 atagcgaatc agggacgaat aacggtacag gcccagaatg atctgatgga gttattggcg
   343261 cgtaaagcga tcacgatcac cagcaccgag gatgagataa aaatcaccgc caagaagaag
   343321 atcacgctga atgcgggagg cagttatatc acgctggatg agaaccggat cgagtcagga
   343381 acggcggggg aatatttgac caaagcaggg tattacgggc gacaggaaaa ggcaaataaa
   343441 ccagaagatt ttccgagtgt tgccccggaa acaacagaac ccaccagtca tttcactttt
   343501 tcctgacaag gagtcacaac atgattatca gtcctccatt tctgagagat agagatgcaa
   343561 cccagtcaga tgctgactgg gttgacgcga tgatgcctgt cagttcccgc agaggatatc
   343621 ctcttaatac gtcggattca tggcatggcg ggatacatat accgcatacg gactcaggcg
   343681 cattgcctga gaaggtcagg gcaatagctg acggtacggt cgtgtcgttt cgaatgcctt
   343741 caaaaccctg ggaaagagat caattcccgc tgaagtattc gcctctcaga ggaacggatg
   343801 atggttatgt tttattgaaa catgagactg aaatcggttc cggtgacgac gggaaggttg
   343861 ttttttactc cttgtacatg catctgaaac atcttgaagc agagattaaa actgacgcta
   343921 aaatctatcg taaagccccg ctgggttctt cgggaatgac tgatgggcag aatgaatttc
   343981 atttccagat tttctgtgat gaggcaaata ccaggaaatt ggtcggtaga actactggcg
   344041 agttaaatat taatgaaagt ggccggaaag atgttgtcta tggcgatatt catttttatc
   344101 tgcctgcagg aacgaaattt tatgaggcgc ggccttcggc taatatagct accacaacga
   344161 acttgaatga agtgcatacc agtgcggttc cgttgtacgc aagcatgagt ctcagtaaag
   344221 gggcaggcac gatgattacg cgacaggcat gtgcgaatgc agaaggtgcc tttgagcctg
   344281 ttggctcacc tctggtcaat gccgacggca aggactatga atacaacctt tataaaacag
   344341 ccacctcacg ctatccgcaa agtccgagtg ccgggtatga actgctgcgc tttgggcgca
   344401 ttatcaacac tgaacatgaa accctggttc ctgctgatgc ccccttatgg atgaccgtaa
   344461 attatcccgg tggacaaggt gttgtgaacc tagccgtagc aactgttaaa aagttcagcg
   344521 atgcagattt tccccactgg acgggatggc agctgattga tgatgataaa gacatgcata
   344581 gccagtgcaa ctcagcggca ataagaaagc tcagggaaaa agacaggtat gcagcacaaa
   344641 gcagcaaact tatctgctgt attccgtttg agtgggaaaa aagtactatt gatacccgat
   344701 ataaatggct gatgactggt ctgccttggg agcagtgcac gccggaaaaa accgcaacat
   344761 ggcaaatacc gggatctcag gaatcgaagg atcgaattct gatgaacgaa gaagactacg
   344821 gtaggtttaa acagcatgca gaagccctat gctttgattc aggggccttg gggtcaggga
   344881 aagtatggca ttttgatccg cgtgggttta ttgagaattt taggaaaagt agatggttag
   344941 atgagataga tttaagtagg gtttactcca ctacagctaa agatgttagg gaaaaatatc
   345001 gtacttctat aaattttata ttaattaaat atggcatgaa taatccaata cgcacagctc
   345061 atttcttggg gcagggtgca attgaatcac aaaacttaaa tcttatggtt gagggctctg
   345121 tttcatttag ccgtcatcct gatcatccat catttgccga agaaattaat ggctattatg
   345181 ctgacccgac agatatttat ggttatttcc acaattatga gcgtgaaggt aatgatttgg
   345241 ggaatatcac taaaagcgat ttaagagatt caagaaataa tcttttgact gtagttatcg
   345301 gaagggactc aaataatagg ccgattttaa ctgcgcctca aaggagaact attgattcaa
   345361 atttatctca tattggagat gggatgaaat ttcgagggcg aggatttaaa cagttaaccg
   345421 gcctagcgaa ttacacggga tattggactt atagaggatg gttgcgtagt acggattatg
   345481 ataatagttg gtggcgaaat cccaatcggt taagggttcc tttaatcgat aaccctcaaa
   345541 atatatcgac agaaccgtat aattgtattg actctggagg gcaattcgta gcaaaaaatg
   345601 gagttttacg aagagcagat gcaggggtta cacgcgatag ttcaagatct gttagcatgg
   345661 taataaacag atgggatcag caatcttttg agcgcagatt tcaatcaacg caaaatacat
   345721 attctattgt tggtgatgag taaatgaaaa ctattatgat gttttttttg attttgtttg
   345781 cgaattcatg ttatagcggg gaagagcata aatcaacccc tctgggagag gctgctataa
   345841 atattcctgt aaaatggaaa gtcaacaaaa aaatgattgt ttaattatga gggctgagca
   345901 tgtaaatgca tccgattacc ttaagctatg cagaaattcc tcaagtgagg aaagtgagga
   345961 aagtgaggaa agtgattatt tcacaatgaa tgatcgcgga gaatgggagg cagtaactga
   346021 tggcatccca gttttggcag atataaatgt cacgtcgaaa tttaccggga tgagtgcagt
   346081 aatttcgtgc aagtatgaag atgatgctgg ataccattct gaacagtgtt ttcaggcaga
   346141 aataaattta ccaaaaaaga taaatttcat ttttactggt agaggcgatc cgtccttatt
   346201 taattattac aagagcatat atctttcatt caaggtaaga tgatgcatat accctgaggg
   346261 gatttcacga aaaattaatc taaagcgaaa atacttccga attataatcg tgattttgtg
   346321 cttgaacccc tgaataaaat taacttggga gagggaatcg aataaattaa tatgattttc
   346381 aatcattttc aatcattttc aatcattttt tgaggaatgc tggccattaa cgttcacgca
   346441 caggatctgg tgtttaaata ctcagcttca aataataaaa caatatcaat ctatcaagat
   346501 agtgatactc tcatatacaa atttggcaag gagaagccaa agccagaaat agaaattaag
   346561 agaaagttgc ataatttggg tcatgcattc aatgccgaga tcatcaggta aaatcctcgc
   346621 atttatctga gagggtttga tggctaaggt tgatgtgaaa tgtccatttt gtgagcagtt
   346681 tcaccctgtt aaaaagcacg ggccagaacg cacagggcat cagcgctacc gctgtcaggc
   346741 ctgccgacgg agctttcaac tagagtacga gtatcgtgcc tgctaccccg gtatgaaaga
   346801 gcaaattgtc gatcttgcta tgaacaatgc cggtattcgt gatactgcac gggcgttgca
   346861 tatcagtatc aatgcggtca tgcgcacttt aaaaaactct cgccgcagcg tgtaaccacg
   346921 ctcccactgg ataacctgca aattcagctt atctgtgaag tcgatgaaat gtggtcattt
   346981 gtgggcaaca aaaagcagca acgttggctt tggtatgcct gggagcctcg cctcaaacgt
   347041 attattgctc atatttttgg tcgtcggagc aaaagacatt tcgccaatta ttggggttgc
   347101 tgtcaggttt caatatcgtc ttctggtgta ccgacaactt cagtgcttat gagatgttgc
   347161 cggatgaaaa acacatcagg agcaagcttt acacgcagcg gattgagcgt gagccttact
   347221 tggtttgata ctaataacca gattgaatac atgaccgaat ttttattttt atggtgtttg
   347281 tcagtgggtg cgtgtcaact ataacttttg aaccgagtga attggcggat gctaaatttg
   347341 gaactccgta ctgagcagag gtaaatataa ttggtggtgc tgggccggtg gttgacttaa
   347401 cttatgaaat tattccaata aattctgtct tggctttaaa atttaaagga aaaatcatta
   347461 cacaaactat ttatataata attttttgta taaggaattc ctaacactaa cgctgcaata
   347521 gttataaata ttaaaggagg agtggtagct agtggagggc acggatttga aaaaaaacct
   347581 acaaagtgaa aattaattaa tattgaatta gattgatatt ttttacagaa taataaatag
   347641 caatgacact aaatttaata tttattggtt tttgatgtta aatatagcca gcgcacatgc
   347701 ggtttgaagt gtcatgaata tattagtgat taatgttgga agaggttaga gatggagaag
   347761 tatagagttt ggagataatt tgtaaaatta acagctaaat taaaaaatat cttacttaaa
   347821 tataaggtac tggagatgca accggctatc agcctgttga aaagtgcgca ggaacagatg
   347881 gaggccatct ccgcagatgc acaaaccgcc accgccagtc cggccgacct gcaggcacaa
   347941 atcagtctgt tgcagcaaaa tctcactgaa ctgaaacaag ctgtcctgtt actgagtgcg
   348001 ccaaagggga tcgcgttgag tagcggggag catctgcaaa tgagtgccag cgaaaatctg
   348061 atagccactg ccggtaagaa tgcggatgtc agtgtaggta agaatttttt tatcggtgtg
   348121 ggcaacacgc tgagcgtatt tgtacgcaag ctggggataa agttgatagc gaatcaggga
   348181 ccaataacgg tacaggccca gaatgatctg atggagttat tggcgcgtaa agcgatcacg
   348241 atcaccagca ccgaggatga gataaaaatc accgccaaga agaagatcac gctgaatgcg
   348301 ggaggcagtt atatcacgct ggatgagaac cggatcgagt caggaacggc gggggaatat
   348361 ttgaccaaag cagggtatta cgggcggtta gataaggcca agctcccaac tgaatttcca
   348421 gccttagccg ctaaaactga agaccccatt aaacgttggc tattctctta acaggacgtt
   348481 aaaaatatga ttatcagccc tttattttta aaagataagt ccaactcaga agacgatgct
   348541 tcctgggtct ccagaatgat gcctgtagat cctgagcgcg gttttcccct taacagccat
   348601 cgctcgtggc acggaggcat acatattcct catactgaca gcggcggtac gccagaaaag
   348661 atccgagcta tcgcagatgg cacggtgcac tctctccgcc agccagtcgg tgataaaaaa
   348721 ggcattcctc cttataacta caatggcgct acggattgcg gctatgtttt gttgaaacat
   348781 gaaacagaga tcggttcagg tgaaaatgcc aaagtagtgt atttctcgct ttatatgcat
   348841 ttggcctcta tagatgcagc agtaaaaact ggcgagaaga tttatcgcaa agatcccatt
   348901 ggtaccgtcg gtcaggttga tggaggcaat gcagtccatt tccagatatt ttgtgatgac
   348961 actaatttga caaaattagt tggccgcacg acgccagaac tggatttgac gaaaaatggc
   349021 cgaacggatg cggtttatgg cgatatgtat ttttatctgc caacaggcac caaattttac
   349081 agccacgcgc cggccaacaa tgccactaca accaccgaag ctgaaaccta taccagcacc
   349141 gaacctctct ttgtcagcat gagttttgat aagggcaagt gcaccatgct cacacgtaag
   349201 aaaggtgtgt tctctattgg aaaatacagc gaggtcggtg aaaaactgga aaacaccgat
   349261 ggtgcagatt acgaatacaa cgtgtatgcg caggctaaga agttataccc gcaaagccaa
   349321 agtgcaggtt atgagctgtt aaggtttggt cgggtcatca acaccgacta tgaaacattg
   349381 gtccctgccg acgcaccatt gtggcgaacc atcagttatc cgggtggcaa aggcgttgtg
   349441 aacctagccc ttccggcagt gaagaagttc agtgatggtg atttcccgca ctggactggc
   349501 tggcaactga tcgatgacga cacagacgaa aacagccagt gcaattcaga gcaggtactc
   349561 tgccgtattg gcgatgatat gcagggtctg atctgccatt taccactgga atgggacgca
   349621 tcgacgctag agaaacgtct ctcatggctg aaaacgacgg tgataaatga aagtctggcc
   349681 aatcaaaaag caagccatca ggtagatgac acagggaata atgcttcagg gtatgcattc
   349741 gataatataa accctgacat gagcgtgctg aatgcgcaaa gtactccctc ttttgaacaa
   349801 gcagcaaaag ataccgcgat ggcagaagcc gactggaatg cgcttatcga acatgctaaa
   349861 gcattgtgtt ttgatgtcag cggtttgcct gtaggccggg tctggcactt taaccctatt
   349921 tcgtttattg cgcattttag gaagtgcggg tggttagatc cggaaaaaat aaaatccatc
   349981 ctgacatcag cattaaataa aaaacgcaat gtaagaaaaa taactttaat cgagaaagcc
   350041 agtgatagta actacacatt tttaaattta gcaatgcgca aatataatat attaacaccg
   350101 aatagacaaa gtcattttct tgggcagggg gccgtcgaat ctgattcact aacagccatg
   350161 caagaggtta gccaggagca ggtgattgta aatggcaaac aaactggtgg cggcattgtt
   350221 ataaaatcaa ctttgaatga gtccgagttg ggacattggt acggttctga acccagtgaa
   350281 ttagatatat attactcagg aaataagtac aataaaaatg gcggattaat tgctgggtca
   350341 tatagctgga gtaacggaaa ctgcggggat gttgatgctc agaaatttcg tgggcgtggt
   350401 tttaaaatgt taaccggtag agataaatat gcagattatt gggtttatcg aggatggcta
   350461 ttgaaaagtt cttttgatgc atactggtgg gacgatgtaa agtataaatc aaaaaacctt
   350521 aaggcgatga aaaaacgccc cgcgattata gatgatcctc acaaaatcac ggcctcacca
   350581 tataactgta ttgattctgg ttcttttttt attacttgtt ttagacgtag tacagtaaaa
   350641 gaaattgata aagatcaagc agaaagtgcc gatgacagtg tagtgacaaa ggtcactcaa
   350701 gcgattaatg gtggtgacat tgggctgtca caaagaaaag taatgactaa taacgcaaag
   350761 ggaaaattaa atgataaata ttaaaaaatt gacattgaaa tatttttata ttttattttt
   350821 tacaccccac ttagcacatg ctacgtatta taatgaagtg tcatttgatg attacatcgt
   350881 tttattagac aaaaatgaaa atgcaatttt gcatgtaaaa aaaaaccata ctgacattca
   350941 atgtgtaatt aaaaattgga atataaagta caacaatggc gcgggtgtca tatcactaac
   351001 aacggataag aaggccatcc ttttggccaa tacacaggca tatctttacg tagatgaagt
   351061 gattaattgc aaggaagggg gagtttcatt acacaaagtc cccgttccaa actcaccccc
   351121 atttggcacc gtaatagatt taaactttga taaaaaaatc tatctttctg tagtattaga
   351181 agatataagg accttgagtt atactgccat cgtgtctaaa ttcgatagca ataaaaatat
   351241 aattaatgcc aaagggtttg aaaataaaca gacaactaat aaagataatt cattttattt
   351301 agaaggatca agcggcggat acggtggtaa aatatccata aatgggaagt atatcttccc
   351361 tgtcaatctg gactgttcct ctgactcatt ccctggggtc tgggatctcg aaaacaaaaa
   351421 aagagttgta ttctcatcac ataaaaatag cagcatcact atagatgaaa aatgtcataa
   351481 acttttcaac ggtgtggcca gtctagaaga acttggaggg gagttagtct caaaataagg
   351541 gcctccttaa gttgtataac ttcaaaaaaa ctggtcatgc attcaatgcg gagatcatca
   351601 ggtaaaatcc tcgcatttat ctgagagggt ttgatggcta aggttgatgt gaaatgtcca
   351661 ttttgcgagc agttccaccc tgttaaaaag cacgggccag gacgcacagg gcatcagcgc
   351721 taccgctgtc aggcctgccg acggagcttt caactagagt acgagtatcg tgcctgccac
   351781 cccggtatga aagagcaaat tgtcgatctt gctatgaaca atgccggtat tcgtgatact
   351841 gcacgggcgt tgcatatcag tatcaatgcg gtcatgcgca ctttaaaaaa ctctcgccgc
   351901 agcgtgtaac cacgctccca ctggataacc tgcaaattca gcttatctgt gaagtcgatg
   351961 aaatgtggtc atttgtgggc aacaaaaagc agcaacgttg gctttggtat gcctgggagt
   352021 ctcgcctcaa acgtattatt gctcatgttt ttggtcgtcg gagcaaaaag acatttcgcc
   352081 aattattggg gttgctgtca ggtttcaata tcgtcttctg gtgtaccgac aacttcagtg
   352141 cttatgagat gttgccggat gaaaaacaca tcaggagcaa gctttacacg cagcggattg
   352201 agcgtgaaaa cctgaatatc cgtaatcggt tgaaacgact gaaccgcaag actctcggag
   352261 actcaaagtc ggcagaaatg catgacagga tcatcggtac gttcattgag cgtgagcatt
   352321 acctagtgtg atactaataa ccagattgaa tacatgaccg aatttttatt tttatggtgt
   352381 ttgtctgtgg gtgcgtgtca actataacct ttgaaccgag tgaattggcg gatgctaaat
   352441 ttggaactcc gtactgagca gaggtaaata taattggtgg tgctgggccg gtggttgact
   352501 taacttatga aattactcca ataaattctg tcttggcttt aaaatttaaa ggaaaaatca
   352561 ttacacaaac tatttatata ataatttttt gtataaggaa ttcctaacac taacgctgca
   352621 atagttataa atattaaagg aggagtggta gctagtggag ggcacggatt tgaaaaaaaa
   352681 cctacaaagt gaaagttaat taatattgaa ttagattgat attttttaca gaataataaa
   352741 tatgaatgac actaaattta atatttattg gtttttgatg ttaaatatag ccagcgcaca
   352801 tgcggtttga agtgtcatga atatattagt gattaatgtt ggaagaggtt agagatggag
   352861 aagtatagag tttggagata atttgtaaaa ttaacagcta aattaaaaaa tatcttactt
   352921 aaatataagg tactggagat gcaaccggct atcagcctgt tgaaaagtgc gcaggaacag
   352981 atggaggcca tctccgcaga tgcacaaacc gccaccgcca gtccggccga cctgcaggca
   353041 caaatcagtc tgttgcagca aaacctcact gaactgaaac aagctgtcct gttactgagt
   353101 gcgccaaagg ggatcgcgtt gagcagcggg gagcatctgc aaatgagtgc cagcgataac
   353161 ctgattgcca ccgcaggtaa aaatgccgac gtcagcgtcg cgaaaaactt ctttatcggc
   353221 gtaggcaata ccctaagtat cttcgtcaga aagctgggga tgaaactaat agccaatcag
   353281 gggtcgataa cagtccaggc gcagaatgat ctaatggagt tattggcgcg taaagcgatc
   353341 acgatcacca gcaccgagga tgagataaaa atcaccgtca agaagaggat cacgctgaat
   353401 gcgggaggca gttatatcac gctggatgag aatcggatcg agtcaggaac ggcgggggaa
   353461 tatttgacca aagcagggta ttacgggcgg ttagataagg ccaagctccc aactgaattt
   353521 ccagccttag ccgctaaagc taaaccaccc actcagaagt atccattttc ttaattaaag
   353581 gattaatcaa tgatgtagtg gatcagttat tcaacatcag ccggattgac gggagaaaag
   353641 agaccgtcac tgaaaatatg gacagtcccc cgttacgttc tttcttccgc aggctttcag
   353701 tcgaatgccg ttgtacgatt agtccacacc gatttcgaca cactatcgcc actgagatga
   353761 tgaaatcacc ggatcgtaat ctgaaagtgg ttcagaccct gctagggcat tcaagtattg
   353821 cggtcacgtt ggaatatgtt gagggcgata tagacagcct cagattggcg ttggaagaga
   353881 ctttcgagag aaaagaggtt ttttaaaaaa atcggcataa cagaaagaaa aaactaccgc
   353941 tttccttaac aggatattga caggagcgct gaaaaactgt caatatcctc cgccttaaga
   354001 cgcaagaaaa ccgaagtttg tcatcgacat cctccggttt cttcgtcccg tatgttcaac
   354061 caaggtgtag taattgcagc ctacttgcac gatgatgatc cgggtacttt ttcatgcccg
   354121 ttaagaatat ttatccttaa cgaacaggtt ttgaataatg gtgcccggac tcggaatcga
   354181 accaaggaca cggggatttt caatcccctg ctctaccgac tgagctatcc gggcaacggg
   354241 gcgcattaaa ccgtattagc accaaatcgt caatgagttt ctcatataaa ggcgatcaac
   354301 tgctctcttt tcaaacaatg aacgttaaag cgatataatc ttgcctattt atggaacgca
   354361 gctaaatgtt tcatctggtt gatttataga tttttatttt tctagctcgt taaataacaa
   354421 tgtcttagat attcactaaa tatgcatttt tattggttat caagggttga accctcaggc
   354481 aaaacatgca actattgcgc aaattttagc attacaattc atgtctctag ttcatattat
   354541 ttcgagtatt caggtaggag gcggttatgg cagttttaca caattccatg catattgagc
   354601 gcctcacatg tcctcttttc tgctttattt ctactaagcc ccttatttct tccatgcggt
   354661 aaggcaacct tttgctcact gttaggcatt attaaaaata gagcagagtc tctgatttta
   354721 ctgatgtcta ttggtcgatg ctgagaccag ttcacctatc actcaggcgt gtatttccgc
   354781 cggggaaacg tgcgcattta atgacatcaa tttaccggca ttgcatcagt gctccgcact
   354841 ctgtgatgtc atcgatatgc caaaatggca gcctcatacc tgaccgtctg agagtaagtg
   354901 atatgacact attaaaaata gcaacaagcg cccgcctggc ttcttatgta gaaactcagc
   354961 gcggagtggt gtacctcaat cagactgact ttactgatgt tgccgcggtg gtaatgtcgg
   355021 ttgaagatgc aaatgcgggt atattgtcaa tgctgcatga ccttggtttt gctattcctg
   355081 cgtttattgc cgtgacggca gaacagacgg tctctgctga ttatttgccc ttgattaaag
   355141 gtgtcattac gcttggtgaa gcaaataaag ctttttataa cgctcaggta gaagctgccg
   355201 ccagtgaata tcaaaagaat ctcttaccgc cttttttctc aacactgaaa aaatatgtcg
   355261 agatgaataa ctcgaccttt gcttgccctg gccatcaggg gggcgaattt tttcgcaagc
   355321 atcctgcagg acgccagttt tttgaattct acggtgagac gatttttcgt tcagatatgt
   355381 gtaatgccga tgtcaaatta ggtgatttac ttatccatga aggggcggca aaagatgcac
   355441 agaaatatgc tgctaaggta ttcaatgccg ataaaaccta ttttgtcctg aacggtacct
   355501 cggcggccaa caaggtcgtg accaacgctt tactgacccg tggtgattta gtgttgtttg
   355561 accgcaataa ccataaatct aaccatcatg gtgcgctgat ccaggcgggc gcgacgccgg
   355621 tttatctgga aacggcccgt aacccctttg gttttattgg tggtattgat gcgcactgct
   355681 tcaatgaaga ttatttacgt caacaactgc gtgaagttgc tcccgagcgt gcagaagagg
   355741 ctcggccatt ccgattagcg atcattcaat tgggtaccta cgacggtacg gtatataacg
   355801 cccgccaagt agttgatagt attggtcatt tatgcgatta cattttgttt gattctgctt
   355861 gggtgggtta cgaacaattt attccgatga tgaaggattt ctcaccgtta ttactggaat
   355921 taaatgaaaa tgaccctggg attattgtga ctcaatcggt acacaagcag caggccggtt
   355981 tttctcagac ctctcaggta cataaaaaag ataatcacat taaaggacag aaacgtcact
   356041 gtaaccataa gcgttttaat aatgccttta tgttgcatgc atcgaccagt ccgttttatc
   356101 cattatttgc ggcattggat gttaatgcca aaatacactc tggtgacagt ggccgccgta
   356161 tgtggatgga ttgtgtaaaa ctcggtattg aaacccgtaa atcgttattg gcacgctgtt
   356221 cgatgttacg gccttttatt cctccagttg ttggcggtaa aaattggcaa gattatgcta
   356281 ctgatgtgat tgccaatgat gcgcgcttct ttaattttgt cccagatgaa cgctggcatg
   356341 gatttgaggg atataaccaa gatcagtatt tggttgatcc gtgcaaatta ttgctgacga
   356401 cgccgggaat tgatgccagt actggccgat atacttcgtt tggtattccg gcggctattt
   356461 tggcgacttt cctgcgtgaa aatggaattg tgccagaaaa atgtgatctt aactcgatcc
   356521 tattcctgct gaccccggca gaaaataccg ccaaaatggc acacctggtg gatatgttgg
   356581 tgcagtttga acgctatgtt gaacaagatg cgaagctgtg tgatgtatta ccgacgatct
   356641 atcgtaagaa tgaagagcgt tatcacggtt ataccttgcg tcagttatgc caagaaatgc
   356701 atgacctgta cgtcagccat gacgttaagc aattgcaaaa ggatatgttc cgtaaagcca
   356761 gtttcccgca ggtagtcatg aacccgcaag acgccaatat tcagtttatc cgcgataata
   356821 ttgagttgat tcctattgct gaagctgaag gccgtattgc cgccgaaggc gctttgcctt
   356881 atccaccggg tgtgctgtgt gtggtgcccg gtgaagtgtg gggtggggcg gttcagcgtt
   356941 attttctggc gctggaagag gggattaact tactgccggg cttttcacct gagttacagg
   357001 gcgtttatat cgaaaaaggt gatgtgtctt ggcggcgtat ctttggttat gtgattacgc
   357061 aatagtctga tatttctccg ctccatcagc cgaggccatt ttttaattga tggcctcggt
   357121 attaaacatc tcattcgccc cgcctgataa cgccatcgtt catttctatc gcctaggctt
   357181 gccactcatc gcatgctacc agcgttgcgg catctcgttt ttatctttta caccacttct
   357241 ctcttacatc gcctacccct cactcatcag ggaaacacat ctcctatttc tgttatgtag
   357301 atcatgctaa ttggcagcat tttgtttatt gaacggctaa tagcaataaa ttaattaata
   357361 aaatcaattt gttaattcac gaataaagat tgttttattt ttgtgaatta aagcaataac
   357421 tgagagcaat tattcatgta acctaaaaat aagtcaaaag cccttcttgt gggcaaatga
   357481 ccaatcgata atgatgagaa attgagagtg cccgttcagg taacagcacc cgtttttgaa
   357541 ataacggccg tagtcagtca atctgccgaa tttagtctga taacaaccct tacccgccct
   357601 gtataacgag aggaaatata atgaaaaaga gactaattgg cctgctgttg gccggtgtca
   357661 ccatctcaat gagtgtctct gccgcagagc cactcaagat cggcttcgct aaccgtacct
   357721 tgaatggcgc tttctttaat ggactgaccg aatacatgaa gattcatgcc aaggagaaag
   357781 gctatacatt aattaccacc gatgcccgcg gtgatttgaa taagcaaatt gctgatgtgg
   357841 aagacatgct gtcacagggg attaattatc tgatactcaa tccgcaagat cctcaagcgg
   357901 gtttgcgcat tactgaaatc gccaagcggg ctggtgtacc tactgtgatc ctcgatagcg
   357961 atatcgcact tgaagctccg gttatcacgc gagttcaggc caataatgcc aaaaataaca
   358021 acctgatcgg cgaatatgcg gtgggccagt ttggcgacaa accgatgaac tgcatatttc
   358081 tcagtggtaa ccaaggtaat ttggtcggcc aggcgcgccg tgacaacttc ctgctggggg
   358141 ttgctgaagc gcagttacgt aaatacaacc gcactaatgt gaactttctt agccaaggat
   358201 gggggaattg ggatcagcag ggcggtttga aagctatgga agatattatt gtggcgcagg
   358261 gtgataaaat taactgtgtt tacagtgaaa tggacgatat ggcgttaggt gccatccgtg
   358321 cgctgaaagc ggctaacaag ctggataatg tcaaagtgta tgctcatgac gggtataaaa
   358381 aggggctgga agccgtgaaa aaaggcgaac tgcaagcgac ggcctcgaat aacccagact
   358441 tgctgaccag cacggtgcta gaggttattg gtcaatatca ggccggtcag acgagttttc
   358501 ctgattatgt ctatatcccc tccattctga tcactaaaga taacgtcgac aaatattata
   358561 aagaagattc gattttctaa ccgtcgtttc cccctgttta cagggggata tgggagaccg
   358621 accaagtgga tcagtacgct attgaagtca tacaggtgac gaaaagcttc ggggggattc
   358681 acgcgctgaa gtcaattaat ctgcaaattc gcaccggtag cattcatgcc attatcggcg
   358741 agaatggtgc cgggaaatcg acattaatga agatcctgtc ggggatttac accaaagaca
   358801 gcgggcgcat tatgatccac ggagaggaga aaaattttac ttcaccgatc cacagtaaag
   358861 aaagccgtat tggcattatt tatcaggaac tggcgttatc gccggatctg acggtagcag
   358921 agaatatttt tctcgacgat cttggttttg gcaccggcat gatcaactgg aagcgtttga
   358981 atgaaaaagc cagcctcatc ctgaatgaac tgggatttca aatcgatccc cgcgccagag
   359041 tgggggatct gagcgttgcc tatcaacaga tggtcgaaat cgctaagtcg ctggccaaag
   359101 atgtcaacat tctgatcctt gatgaacctt cagcagtact gtcaggtaaa gaggtcgcga
   359161 tattgtttac ccagctacgc aagttaaagg cacgcggggt gaccatcatt tatatttcac
   359221 atcggctgga ggaattgatg gttattgctg atgtgatcac cgtcattaaa gatggcgaga
   359281 ccgtcaagac cttagatccc cagtcctgta gcgaagacga aattatcacc agcatggtag
   359341 ggcgcaaact ggaaagcctc tatcccgaga aaaatgtgcc aggtaatgag gtggtcttgg
   359401 aggtcaaagc cctctcaacc cgtgcgctgc tgcatggtat taatctgaca ttgcataaag
   359461 gcgagatcgt cggtttagcg ggcttggtcg gggcagggcg tagcgaggtc gcacgttgtc
   359521 tctttggcat tgacaagata gcggggggaa cggtgtccaa ggccggtacg cctattcaga
   359581 ttaatcaccc gtcacaggcg atgtcccatg ggattggtct ggtgcctgaa agccgtaagg
   359641 agcagggggc gattttggta cgcccaatcc gcgaaaatat gacgttatcg aatctgaagg
   359701 cggttagcgg ctggatgggt tttattcgtc gtcgtcagga gcgagagacc agccagaagc
   359761 tacaacaaaa actggccatc aaactggggt cggttgagga tcccatcgcc agcttaagtg
   359821 gtggtaatca gcaaaaagtg gtcatcgcta aatggttgaa cacggattgc catattttga
   359881 tcttggatga acctacccgc ggtgttgatg tgggagccaa ggctgaaatt tataacatca
   359941 ttcaccaatt ggccgaacgc ggttattcca ttttagtgat ctcatcggag atggttgaag
   360001 tgattaatct ttgtcatcgc atttatgtga tgagtgaagg gcgcattacc aaagagctgc
   360061 aacacgatga gatttcagaa gaaaatatca tgcgctatgc cattcccaag cgcgagacaa
   360121 tatgacatca agacaatatt acataaagga taaggtaatg ggatccatag tcaaagaggt
   360181 tgatgacgtc aggcaggtgt cattgatgaa gagaacggcg ctgttcctgc tagacaactc
   360241 aacgaccgtt gtttttattg ttatgttgat tgcagcaggt ttcttctctg atcgatttta
   360301 cagtggggat aatattacca atgtgttgcg ccaaagtgtt ccgctcggtc tggcggcatt
   360361 ggggatgttg ttcgtcattc tgactggtgg tattgatctg tccattggct ccattatggc
   360421 atttgtctcg gtcttggtag ggctgttgat cccagaattt gggttatggc cagcgttgat
   360481 tgcgggtgtc ggtattgcca ctttgatggg ggcattctcc ggttttttgg tcacttggtt
   360541 taatatcgcg ccttttattg ccacattggc gatgatgacc attgcgcgag gcgtggcgct
   360601 gattatttct aagggccaac cggtatttat tgataacgat gctttcgtaa actttggtac
   360661 gggctatttc cttgggatcc ctctgcctgt ctatgttttc ctcggttttg ccattatttg
   360721 ccaattggta tacaaaaatt cggtctttgg tcggttggtg gtgtcgatag gctctaacga
   360781 aactgcgact cgcttcgcag gtattcgggt caataactat aagttagccg tttatgctat
   360841 tagcgcattt gcctgtggtg cggcgggtat catttctgcc acccgaacgg gggtgggatc
   360901 accggtgctg tctattggat ttgaactgga tgtcattgcg gcggtagtcg ttggcggggc
   360961 cagtctggcg gggggccatg gcaatgtggt caatactatt attggcgtat ttatcctgag
   361021 tataatatcc aatctaatga atttaatgaa tatttccggc tataaccaac aggtggtcaa
   361081 aggggttatc atcatcatcg cggtgatggt ccaaagccta aaatcgcgga gtaaagcctg
   361141 atttttgggg ctaggtcagg acgttgatct aaacagaggg cagcagtaac attaccctct
   361201 tcagtaacaa tgccctctgt ttgttagaaa tcgatactgc cctgcaacac aacctgacgt
   361261 ggttcgccga tagcgatacg caggttgtta gcgctcgacg gatagtacgt cttatcgaac
   361321 aggtttttca cattaagctg ccatttgagt tgatagccgg agagcggcat cttccaggcg
   361381 ataaacgcgt ccgctacggt gtagttatct agccagaaac tgttggcggc gtcgccagca
   361441 cgtttcccga catagcgtgc gccaatacct gctttcactt catcgcctga aatcaatgac
   361501 gtactgccga agtcccggct cagaaacagt gccgcagtgt ggcgtgccac gttgggtagg
   361561 tcgttaccat tgttatccgg gtcttcagtc aggcgtgcat cggtataggc atagctgcca
   361621 atgagactca gtgagtcggt cactttgcca gccatatcca gttccaggcc gcgtgaacgc
   361681 gccttaccgg cggtacgtgt gactgtttcg ccgtctacca gctcgctgac cataatgtta
   361741 cgtttatgga tatcgtagac cgcgagcgta ccggttacac ggttgttgat atcaattttg
   361801 tagcccgcct cccacgattt accgtattcg gggggtaacg catcaatggc ggtggcgata
   361861 gagacattcg gtttaaagga ctcggtgtag ctgacgtata ggcttgacca gtcgttcagg
   361921 ttgtaaacca ccccggcgcg cggcaccaag cggctatcgg aactgtcggt attctttttg
   361981 aatgggcggc ctttacctgc catcacatcg aagctgtcgt agcgcaggcc accgagtaat
   362041 agccagtgct cgtttaggcg catcgagtct tgaatgaaca gcgcgcggct atcgatattt
   362101 tcccgctgat cgctatcagc agcactgacg gctgtggatg ggggcagagt gccataaatt
   362161 gggtcataga cattaaaccc gttgtttttg ctgccgcgta tcatgtcgcc acggaaaacg
   362221 cggcgggctt cataatcgat accaaacatc agttggtgat gagtgaaacc ccaatcgaga
   362281 tcaccattga ctacccactg caccgcctgc gaatggctct tggcgttagc ggtagcatcc
   362341 gactggcggg tcaatacgcc ggtttcagcg ttaaatgcag tggcgcgtgc ctgattatca
   362401 ctatagctat tgcggctgaa agcataattt agctgtgtgg accagaactc gttcagatcg
   362461 tggttgatgc taaacgtgac ggtgtcttga tcgccgcggg tggcgttata gctctcgtcg
   362521 aaacggcgat cacgcggcgt gtcgacgggt ttgccagtgc gtgggtcaat caccgtgcca
   362581 cggtcgaacg gtaccaaata ctccattcgt tcccaagcga ggtgtacggt ggtgttttca
   362641 ccgtaccagt caagcgatgg cgcgaccaca gtctggcggt tacggccaaa gttacgccag
   362701 taatcggtct cctgatgatc gataatcagc ctcccggcaa agccggattc ccccaagggg
   362761 ccggttacat caagttggcc accgccaccc ttgaaactac tggcgttggc ttccaaatgc
   362821 acatggggat cgagttgtgg ctttttgctg atcacattga tcagcccacc cggttcattc
   362881 ataccgtata gcatggagga ggggcctttc agcacctcga cgcgttcgct ggtgggcgtg
   362941 aagttacgtg cctgaattga gcgtatgcca tcgtgcagaa ttgagccgtc acggttattg
   363001 ccgaaaccgc gcttaatcag cgcatcttgc gtgccaccca gcgtgttgga ttgggtaatc
   363061 ccgctgacaa aataaagcgc ctcgccaaga ttggtcacat cataatcttc caacaccgga
   363121 tgtgtcacga cagtcacgtt ttgcggggta tcgataatgt tggctggcga tcgattggct
   363181 gtcacgctgg tggtcgcttg atagctatca gtttgcgatc tatttctctc aacgattatc
   363241 gtatcttctg ccaacacgac agccggcagc agtagtgtgg acagtatgaa cgtagagggt
   363301 atcaacgtag atcgcatgaa catggatcgc atgaacgtgg atagcatgaa catgtttatt
   363361 ttattcatta tccaaatggc tccagaaagt tcctgtgaaa tccagcggca aaaactgctg
   363421 gtaaatagtt tgcagcgtat cctgtggtga aacgtcggca aacaggtgtg gataaagcgt
   363481 tttagcgaaa aactccgccg ccactacatg cagcgggctt aaatagaagt tgtgccacaa
   363541 cccccaagcg tgaccatttt gaatcgcagg aaggtgctgc aatttgcttt gcgtggcgat
   363601 aacgcgacgg aaactctcct gcgcttgcgc ggtgctgacc tgtgggccga gcgccagcgt
   363661 tttggcttgg ctgccagccg ttgccatgcc ggtagcaata taaatctctg gtgaacgggc
   363721 cagcacatac tcttcgctaa gctggccgaa tacccctttc acttgtgcgg cagcgatgtt
   363781 gttaccaccg gcaaactcca gcagttggcc gagattgccc tttagcgtgg tggtgcagca
   363841 ttcgtcaccg cgccccagat gcaattgcag caacacgcta gggtgcggcc cctgataagc
   363901 ggcgatgcgc tggtggatgc gatccatatg ggactgatac agagaaataa aggcttcggc
   363961 gcgatcttgg cggttcagtg cttcgccgag caggcgtagg ctgggaatgg tgtgattgag
   364021 cagatcgacg cgtaaatcga cgcggatcac cgggatatgc gcttgcttga gcagggaaat
   364081 tagcgcgatt tcttcatgag tggttttagc gagtactggc aggataacca gatctggtgc
   364141 caactccagc accttctccg ggttgatatc gcgcagaccc gtgctgccca gagccggaat
   364201 gtgggtcatc tgcggaaact tatcggtata tagcgcccag ctttgcggat cgtatttctt
   364261 caggtccaac ggccagccca ccacgcgagc ggcggggtag cccggttcca gcaacgcgag
   364321 ggtatatagc atgcggcttt cacctaatac gatacgctgt gggttatccg gaatttcgat
   364381 gcgttggccg gtaatatcgg taatcgtttt ggcgctaact gcccaagtgc agagcaggaa
   364441 aataagtaac aacagacgca taattatcac tggctaaaaa aagagggcga atgataatca
   364501 aaatcgtttg taacatcaat ttgagatatt caaaaaaaat gtgttgaaag gtaagatggc
   364561 cgctgtaggt acagatgcct gacaccccag cctatcctca ccgctgaagg gcgagtcatc
   364621 ggaaggggtg tccggtagcc tgattgttta ttttttctgc tgactaatca ctatcggttt
   364681 gctaaccatt atttgcctgc taaccactat ttgcctatta accactattt acttattaac
   364741 cactaatagc ggcgatagtt cttctgtgcg ctgttcactt tcaccagata acggcgggat
   364801 tcacctgatg gatgcttggt cgtgagtgtt tggaacacat cccctggtga catcgtgtta
   364861 atgataccca ctgccttatt tttatcgctg tggaacacgc gcaatacgct acctgcgccg
   364921 ccgttgtagg aggtgatcac ggcataacgc cgtgaggtgg cattttgaat cccccccaaa
   364981 taggtatttt gcagaataga taaatatgcg gtgcctgcgt cgatattatt ttcaggatca
   365041 aacagatagc tgcggcttgg ttggccactt ttgcctttca gtttgaatac atcttttcct
   365101 gcagtatgtt gaaccacctg catcagaccg agcgcatcag aacggctgac ggcatagggg
   365161 ttgaagctcg attcggtttg cataatggcg agaatcaaag actcttccac gccgtaacgt
   365221 gctgctgatt tccgtaccaa tggcaggtat ttatgcgccc gtttgtccag atggtttggc
   365281 actaactgta tggtaacgaa cgagatcaca tgcaaaccgg aagtccgtgt ttgcattttg
   365341 ttttgtagca aataatcagc aaaatgggct gcccgccatt cccaacggat tggttcgcca
   365401 ttgttgtcca gcacctggcc atagaggaac ggctctttac tgatctgaat atcgtttaca
   365461 tcagaataga ggtcgatcga gcctggatca tcacccatca gtagcgttgt gatgatcgcc
   365521 tgacgtaaat gtgccgccgg attggtcgtg gcgatcgtct ctatcgtaat ggtaccagca
   365581 tcaaaattga tatggctgcg ggtttgatat tgatccgtgt acttaacgta atcttttgga
   365641 ccagcgatta agacttcttt taagccccaa atattttcaa tgttatgggc aaattggccc
   365701 attaaaatct caaaaccatt ggtgtctttg acaaaaactt cgttttctac ctgatttttg
   365761 ttgcccgaac aagacactaa taagggggcg attaccagca aagctaaaat tttcttcatc
   365821 ttacaagcca tatcttgatg aggaatttac ccgtcatatt tcaagctacc agtgcgttgg
   365881 ctgccttcgc tcaccccagt cacttactga tgtaagctcc tggggattta ctcagttgcc
   365941 gccttcttgt aactcgaact atttaggaaa taacagcggg gccttaattg gccccgtgtg
   366001 gttacttact cggaggcgta taacctgcaa tatgaacatc ttggccttcg aacaggaagt
   366061 tgaccatctc ttgctcaagc agtttgcggt cttctatgtt catcatgctg agtttctttt
   366121 cattaatcag catcgtttgt ttggttatcc attgtgacca ggcttctttt gatatttcgt
   366181 tatagatacg cttgccgatc tcaccgggat aaagttggaa atcctgcctt tcagcatcct
   366241 tctttaaaaa cgtgcaaaaa atcgttctgc tcatgctaaa tcctcttttg tggcgttata
   366301 cctttcgtat ttgaagctgc ggggtgtttg tcgcaatgat agttagcgat gttcactccc
   366361 cctgtgggct agcatgaatg cagttcaaat tggcacaggc cgatttgcca ttcgcttgct
   366421 gcctacctgc atctccaatt tctttgggta tctagtcaaa taaagctggt tgggtaggcg
   366481 attgctttgt gagttgttgt tgcgttaact catcttttgc caacggatct tttaataact
   366541 gatgcaataa acgctcaacc ggagcagcta accctaccga aggtggctgg gctaagttat
   366601 accagagacc tgcgccatca tccatgcatc ctcggactga ggccgtattt agccatatag
   366661 ggactatatc cagatggaaa tgactaaacg tatggcgaaa cgcggttaac tgctgggttt
   366721 cattggcggg aataccctgt ttttgcagcc agtgaatgag ttcttcttgt tcagcaaatt
   366781 gtgggaaaca gaataagccg ccccataagc cgactggggg gcgctgttcg agccacactt
   366841 gcgatccatt ttgcattaat aagaaccagg cggttttttc cggcaacgtc tgtttaggtt
   366901 ttttgcccgg atagcgcgcc caactgtggt tagcgtacgc catacagccg atattcaatg
   366961 ggcaaagttc acatttaggt ttagagcgag tacacaccat cgcgcctaaa tccatcattg
   367021 cctgattaaa ctggcccacc ccgttggcgg gtgtgacatc ttcgctgatt tgccacaggc
   367081 ggccttcgac ctcttttttt cccggccagc cgtcaacggc atagcaacgg gccagcaccc
   367141 gtttgacgtt gccatccaaa ataggaaaat gctggcctaa agacagcgat aaaatagccc
   367201 cggcagttga gcgcccgata cccggcaatg ccagtatctg gtcaaatgtt gtgggaaact
   367261 ccccttgatg gtgttccacg accatttggg ccgctttatg caggtttctg gcacgggcgt
   367321 agtaacccaa accggtccat aaatgcagta catcatccaa cggcgcagcc gccagtgcct
   367381 gaatatcagg gaagcgcagc ataaaacgtt gaaaataggg gatgacggtc gcaacctgag
   367441 tttgttgcaa catcacttct gacagccata cttgataggg ggtcttatcc aactgccatg
   367501 gcagggtttt gcggccaaag tgttggtacc aatcaagtac cacgtgcgcg aattgttgcg
   367561 cttgcatcat aagcaggtat cgatatccga caggtaaata aatgagagct ggattgcagc
   367621 atagagttct tgtgctgtaa accggaactt tccttatact cttcgtcctt gacgccgcag
   367681 cggcgttagc ggcgctcact tacccgaatc acttactggt cgttgatttt aaaatgagta
   367741 agctcatcgg gattcacttg tttctttact gcaacaccaa tcattttaag tctatataat
   367801 ctatttaccg cttaattttg tacttatgac gttcatagtt gataaactgg cgcatctttg
   367861 cataatgcgc gttcatatgc acaaccaaca gatagaaagc actaatgata aatgacgtca
   367921 tatctccgga atttgatgaa aacggccgag cactgcgccg tattcgtagt tttgtccgcc
   367981 gtcaggggcg cctgaccaag gggcagcaac tggctctgga cagttactgg ccggtgatgg
   368041 gcgtggaata tcaggcggcc ccggttgact tgaatacctt gtttggccgt gaggccccga
   368101 tagtactgga aatcggtttt ggtatgggga cctcactggt gaccatggct accaataatc
   368161 cgcagcaaaa ctttttaggc attgaggtgc attcaccggg ggtcggtgct tgcctgagtt
   368221 cagcacatga cgccggcctg agtaacctgc ggatcatgtg tcatgatgcg gtcgaagttc
   368281 tggagaatat gatcccagag gcttcactgg acatggtaca actctttttc cccgacccat
   368341 ggcacaaagc gcgccataat aagcgtcgta tcgttcaaac accgtttgtc gagctggtaa
   368401 aaagtaaatt aaaggtgggg ggcgtatttc acatggcgac cgactggcaa ccttatgcgg
   368461 aacatatgct ggaggtcatg tcgggtgtga gcggttatct caacctttca gagcaaaatg
   368521 attacgtacc ccgtccggac tcacgtccac tgacaaaatt cgaattacgt ggccagcgtc
   368581 tgggacatgg cgtttgggat ttgatgtttg agaggaaaga ataatggcta agaatcgcag
   368641 tcgtcgttta cgcaaaaaga tgcatatcga cgagtttcaa gaattgggtt tttccgtaca
   368701 gtgggctttt gatgaaggca ctagcgttga tgtgattgat gaaaccgttg atgcgtttat
   368761 cgatgaagtc attgaagcga atggtctggc atttgacgga agtggttatt tacagtggga
   368821 aggcctgatt tgcctacaag aaatcggtca ttgtactgat gagcaccgtg ctctggtcac
   368881 caaatggtta gaagcacgta agttgaaaaa tgtagaaacc agtgagttat ttgatatctg
   368941 gtgggattga tctcccgttt taacggctga tcattaaaca gggcgcccta accggcgcct
   369001 ttgtttttac tggctgtaat tagtggaaat tgttagcggg tttttattgg gagccttgta
   369061 gtggtaacaa cgttagataa tgccttacta aacgatatat tacagcaggt ccgcccgttg
   369121 attggtcagg gtaaagtcgc tgattatatt cccgcactgg cggaggttcc ggccaataag
   369181 ctgggaattg ccgtttgtac actggatggt cagatatttc aggcagggga tgccgatgaa
   369241 cgcttctcta tccaatcgat ttctaaagta ttaagtctga cgctggcctt atcccgttac
   369301 agtgagcaag atatttggca gcgggtgggt aaagagcctt ctggccagcc attcaactca
   369361 ttggttcagt tggagttaga aaagggaaaa ccccgtaacc catttattaa tctaggggcg
   369421 ctggtggtct gcgatatgtt gcaaagccgc ctgagtgccc caaaacaacg tctgttggaa
   369481 gttgtacgcc agttagtgaa ggatgacagc atcagttacg atcctcgtgt ggcgcgttcc
   369541 gaatttgagc attcagatcg caatgcggct attgcttatc taatgaagtc ttttggtaat
   369601 ttcgataacg acgtattgac ggtattgcag acctatttcc actactgtgc gatgcgtatg
   369661 agctgtgtcg agttggcccg ttgctttgtt tatctggcga atcaggggcg cagcatcagt
   369721 ggctccgagt ctttaattac ccccatgcag gcgcggcaaa ttaatgctct gatgatcact
   369781 agcggcatgt atgatggtgc aggggagttt gccttccgag tcgggatgcc gggtaaatcg
   369841 ggggttggtg gtggtattat tgccattgtt ccggatgagt tctgtattgc cgtttggtca
   369901 cctgaattgg atcatgcagg gaactcattg gcgggtaccg ctgccttaga gagattggcg
   369961 caacaaatgg gtcgttctat cttttaagac agctcttctt ctgcttaaag ataagttctg
   370021 gcagagtata gagatagacc aaagtactcg aggttgcagt caggcagcaa tcgaatggca
   370081 caatttttca ggagtcttat gttacataaa ataaaagtat tacgtactgc agggttggca
   370141 ttgttgatgc tcactgctgg gcaggcgcag gctgaatacc agtgcagcgt aaaaccacaa
   370201 gatgatgtga tcatcagccc gcaatctgta caaattgtcg gggccagtgg caatttacag
   370261 atttcacctg atggtgatgt cacgcgtaat ggcaaaacgt tgacgctaac tgatgctcag
   370321 cgccagcagg cattccgtta tcagacagca ttgcgtaaag acttgccatg gattgatcag
   370381 ggcgcgcagc aacgtttgga aaaagcacgg gtttctttgg ataaagtcat tgttcagcaa
   370441 ctcggtagca gcagtaatgt ccgtaaccgt ctgacgacgt taagtgagca actcaagcag
   370501 cagatggctc gcattatcga gaaacgcagt gacggtttag ctttccacca tcaggcgatt
   370561 gctcaggtag aaaaagaggc cgtgagttgg tccagcagag catgggtggc gtgttgcagg
   370621 atagcctgaa tgagatgggg gttaagcagg ccaccagtag tggtaataat ccattgcagg
   370681 ccattctagg caatctgggc gggttacagc aggctattaa aaatgaatgg aacgagcagg
   370741 agcaggattt ccagcaattt ggccgcgagg tttgcgggcg agtgaccact ttggaacagc
   370801 agcgtatcgc gttgcttaaa tccttagagt aataaaaggg ggggggggga tattccccct
   370861 ccaaatttag aatcgccata tatccgtcat acttcaaaca gccagtgtgc tagcctgtcg
   370921 ttgctcttca atagagcagt tgctgggatt cccccagtgg gcagcgctgt tcaaatggtt
   370981 attcggttgc cgcctagctg tatctcgacg tcacttaggt ataaatgcgg ttcaaattag
   371041 ttttcgacga tttatcattc agttgccacc ctcctctaat tataattatt tagttcatat
   371101 attctattat tctcaataaa tcaccttgtc attatttaat tgatttctat gaaaataaat
   371161 taaccttggt gttaattgta aacttgtttt tttagttttc atctgtttta ttataaatcc
   371221 gcaagtaaaa catttttaat gactattttt atttttgtta actatgttta tttgtaatta
   371281 atgtgtttat ttttaatcca ataatataaa ttatgatata aggattttat atgccaaatg
   371341 gaaacgaaat ggctgggttt tatatagata agctgtcact ctctcaacgg ctttctattg
   371401 tttctgaaac atatgatcgg gttaataaaa acaataaaaa agaaaaatta aaatactctt
   371461 atgatgatat tgaaatgatc aagaaaagat ttgttaaata tatcgacgcg caactttaca
   371521 gtttaattag agaagggtta tctgtaccgg ccactttaac gcaagaagaa aaaataaaaa
   371581 ttactgacct ggcaattgat gcggctcttt tcaatgacta tgaaagattc aatgagttaa
   371641 ttatatatat tagttcatta ggtatatctg tgacacctcc actaccacaa gaagagggag
   371701 ggagcagatt gtatatctac tttagtggtg acattcatgc ttatatggat gtgtggcgag
   371761 gtgatttatt attagggagt ggaactgaac tttctgatat acaaagtatc actggtctgc
   371821 gatttatgat tgatatggca gaatcactga aacttaatat tattaatcca gcggataagg
   371881 cgatggtgga tttaatcaat caccttcggt atgaaatgat ttcatatgcc agttcatttt
   371941 gtgcaaccta cagtgctgag cgtggtggga cggtttactt atcatcacca gatggcctac
   372001 ggataaataa ctatttttgg aacagtgagc tgcctgtact gcgtgcattg cagaagaaag
   372061 gattgatagg cgatatccgt attcttcata aacctttaga gttttataaa gatacaccac
   372121 tggatgagct gggggatttg ctgacagcaa aagatatttc aatgactgtg gagtatcagt
   372181 ttcttcctgt ttggttgcaa gaaaaattat tggtcgacat ctatcaacaa tggctagatg
   372241 aggagtttca gcccagttta ttggctgtta gaaaagagat tattaataca atcgatattg
   372301 ataggcatgc acctgaagta gagttgctac gctattttct tagaaaaata catgagcagt
   372361 tagatgaaat cacagagttt aaagtactaa aagaagcgga gcgtatagat tctatcaaga
   372421 aaaaattagc cgtgggcagt gaaatagaaa gctggttaga taatgtaccc gcaatagatg
   372481 ttaatgaaag aaaaattatt cttgagagtc tattacaaaa agaaagtctg cttttttcta
   372541 atgttcgtga tattaaaaaa tccattattc ctctggattt taatagtgat gtgattaata
   372601 ttaatacatc actattaaaa aacactttca ttccttttaa tttgttacgg gaaagttggg
   372661 atgtcataat cagtgatcgt agtttagtgg aaggaacact taccatacat ttttctgttg
   372721 gtagaaaaat aatgattaag gtggatgcta accgtaatca gttaaaacag atggctactc
   372781 ttgaacgttt tttattggcc aatttcaccc caagaaatac acctcaagat ttaaaaataa
   372841 ttgataatgt tattatgagt ggtgatgtag tattagctga gaggagagat gataaaggtt
   372901 ggcataatga tcagcagatg atagagaaag ttaaattaag tgagtttgac tattttctaa
   372961 aaagtaatga tttgggggta aagataaatg acaatggatt tgtcctctat ttaatctcag
   373021 atcctgagga taatcgagat gtaattataa aacctaatga tgattataat ttaaaatcga
   373081 ttaaagactt tatcgaaaat aactatttat tttttgatga tgtgccagag taccttattg
   373141 taaagaaaaa tgtagaaaat aaagaatgta tatttgccca tgatgaaggg gagacgtacc
   373201 aagttgctta tagagatgga gaagcatggg ttctactttc taaaatgaat acttcagatc
   373261 aaattaaaaa tctaaacgaa ataaccatgt ccgtaaatct aaataatgca gaatcaaggt
   373321 ctgtagcatt aatattatct ttattaaaca aacacgctag attagtatcg atacttcctg
   373381 atactcatcc taaagtcatg gagaactttt tagatataga ctctctatta aaaaacagca
   373441 cgcatccatt tgagcaccct ctctatagga agttattaaa tagcatatca aatgatataa
   373501 ataaatatat ggagtcatta aatgagataa aggattcata ccatttgtta ccattcgatg
   373561 ttcggcctgg gcaatatatg aatacttgga gtaaaattga tagagacact gttattgaat
   373621 attcctttaa acaaaatgat aaaaatcacc acctacaatt tattgtatta ttacaagatg
   373681 actctctttc taagagagtc ggagagatta ttgcttcgta taataataat aaatcaatag
   373741 tattacagtt cgatgccagg agttctgaag cacgaatagc ctacggtact caaaataata
   373801 taactgaaat ggggaaattt gaattatcat ttgtaactca tggtactaca gatggagtat
   373861 atagtttcag tgtagctaat gttattgaaa tttataaact tacaattaat tcattcgcat
   373921 tgcctcctcc ggtaaaaatt agattagtaa tatgcagtat tgctgataat ggacagggag
   373981 cacagggatt taatggtact catccagccc tgggaattgt caatatgatg caccaggaag
   374041 gatttgatat tcctatattg gcctatacaa caaaagtggg ggtttcagta gaacaccccg
   374101 gtgagttagt ggtattcaat tcagaaaaac cgggagaagt actgaaaaat atagatgact
   374161 atcaggtgtt atatcattat aaaaataata tattacttac cgatggtgtc ccggtagttg
   374221 aactgttact caaggatgta aggaataaaa taaagtctgt tgatcaactt attgaatctt
   374281 attcacaata tctagtgcct tttttctctg atgataatgg tgttgttgat cgtgaattat
   374341 tagagttaac tattaatgat tttgatacat attcaaaatt tgaaaatttc cttgatatta
   374401 ttaggcagcg tcctgaatta cgtaatagtg ataattggca gttagttgtc gctaataatg
   374461 cgactggctt ccttataaca acactagatg aacccgttgt aaaatatcca gacattgtta
   374521 aagttaatga gtgggacctg cctgctattg ccaatataga taaaacggct acggcaagtc
   374581 aatacgatat gcagattgtt tttcaatgtg aaaataaccc aacggttaat cgtgcagcga
   374641 cgagacttgc gggtaaacat gctaagaatt caattattat tcagttagat gttgataata
   374701 atcacagggc ttttatcatt gacgataata ctcacgccga gtggcgtgaa attagtcata
   374761 atgaactcgt cactaaacta aaaatccagc ctgaaaacgg taaaatacgg tggcaagttg
   374821 ttgggcatgg ccgttctgaa ggtggcaatg ataagcatcc gacactggct gggcaacgac
   374881 ccgagcaact aacagcccgc ttgaatcaat tttctgacta tttacagact gagcatcaga
   374941 taaatatttc acctcagcaa gtcagtttgg tggggtgtgc tatgagtagc agtgataggt
   375001 acaccagttt tgcacataaa tttatgtctc atttgaatga aaatggcatt agaactaatg
   375061 tttcagcgtc aacaaaggct attgaggttg atcctcaggg gcataagcat gatgtggata
   375121 ctcccgatat tgatagctac aacaataaat acttatcgtc aataaaagga actgaaaaat
   375181 tatattggaa ccgttggggg gaaataacaa cagaacgcaa aaaagacata aatggccgtt
   375241 tgaataatat agatagtcta ctggataagt tgataacaag acaattgtca gtcaatcaac
   375301 ttaataaaaa acaacagcgt aaattagcgg aaatatttcc acagttaaca gataagaaac
   375361 tgaataaagg tgaattgtta ttaaccttac atgactcttg gcgtatgcag gcgttgaaat
   375421 atgatttgct gtttttacag aaaatatcag acaggccaga ttttgatact gaactttggc
   375481 gagtaactga ccgttggcga ataacagaga ctgatggtaa tacgttacaa gatgtaagga
   375541 ttaaatcagg ttcacagcat aaaactgatt tagcgactta tcctcactcg ataacatctg
   375601 atcctgatct aaaaacatct gctcctgaac taaaaacatc taatcctaaa gcaagaacag
   375661 cgatttttgg gcgatttggt tatggtatgc agggatatgg ctttatttct gctttacgtt
   375721 tatctgctga ttaccaacgt tggatgagta acggtgactt aacagaaaaa caagaggaag
   375781 aaatacaatt gcaattggcc atggcctggg gaggtatcgg ggctaatctg gcgaccgatg
   375841 gcttgcaata tgcatttggt aagtggggaa ttggctactt acaaaaatta gtgagtaaag
   375901 gagggaggtt gtcaccggcc cttttgagcc aattaacatt attaaaacgc aaccctgcat
   375961 tgctattggc cccaggtttt cttaaagacc taagaaaatt agcactcaac caattcgcac
   376021 atggtgctgc acgttttagt atgccactgc tctcagcact cacttctggt attgatatct
   376081 atcaggcata ccatgcattt tcacaattgg cgacagaaac agatcctcat gttagacgag
   376141 atcttattgc cagcggggtc ttttcgacca ttaatgcaac cattggtttg ggcgtcgcgt
   376201 ttgccatggc aatggggggg actgctgcta cagctgctgg gccggcgggt attgccctgg
   376261 cttttaccat gattattgtt ggcgatattt actcagccgt tagtcagatt gaaaggatcc
   376321 gcgatattgt acctgatatg acgggaagcc aacggtttga gaatggcttg cggttatttt
   376381 taaaatttgg tttaacaccg gggctggata atcagattag atataaccag actatggaaa
   376441 gtgtttacca gcgacagaga gattattatg aggcgctatt agcgagtaaa cagggcgtag
   376501 atacgctatt ttatagccgg ggcgaagcag ttcttaaagc tatccctttt ataaaacgag
   376561 atgaacgatc gcagacagag agagatctgg agaaaatcag tattttttca ggtgatccct
   376621 ttaccaatgc caaaatttat accacttatg cagaaatggg aaagcatgag tattatgaac
   376681 tggataaaat aaatgatgtt gacgattatg ttatcgctga ttttttcgag gataataatc
   376741 gtagtgtagt taagttacaa aataaaaatc tgcatcaggc gttctctgag cttgatattg
   376801 attctaccta tagcccattt atcctttctg ctgatgttga tcgtaatggg ctaaacgatt
   376861 ttatcgtgat caacgaaaaa tataatacaa caatagcatc aagaaaaaat tcagtgggta
   376921 tgacagtgat tgatgactat gttagtcgct ggcattatga gctatacact tggttggctc
   376981 agccggatgg cagctaccta aaaatagata caaggctgga gtgggagaaa ttatttcatg
   377041 caatagaagt cgataaattt aatgaagttg tgttccctgt gctaggggat tttaacggtg
   377101 ataacgtgtt tgaattggtg atttttcatg atgataaaat gacaacttat cattatgata
   377161 gtctggattt taatcagagt ggaaaagata atcacaatgt aattaatatc ggagatttta
   377221 ttgagccagt gaggctggca tttgagggtg aaaaaagtaa aaattatcct tattcacttg
   377281 ttggcgatat caataatgat ggctttgatg atattttact gctaaataaa tcaggggata
   377341 tgttacacct gatgggaaat agtagtggtg tttttaggca gcataagacc aagttatctt
   377401 ctgaactaac atcattactc tcctcctcta atcttcatcg ttcacagtta caattaactg
   377461 atctcaataa agacgggggg cttgatttag ttatcattct taatgatgga atttattatc
   377521 aggcgttggg ggataaaata gatggggagt atcattttga tacaccttcc atggttaata
   377581 aaataacgat taagaacgag ggaggagaca gtgtccgtta tcagcaaaat agactgtctc
   377641 aaatagataa acataaaata atagcgatat ctccgagtga tcaaggtgag aatagattaa
   377701 tctctctctc tgattcaggg gaattgcttg ctcaccctct tcgcgagata aaagagaatg
   377761 atgtcgccgc tttatttgat ttaggtgggg gcgatgatgt cgcaaaaggt tatcataaaa
   377821 agaaaaatat atttactatt ggtagtgggt ttaagcaata tcaaggcggt gaaaatgcgg
   377881 atacgtttat attgaccagt gctgtggcct ctaagagtca tatccttagc ggtggcgaag
   377941 gaaatgatac agtcgctctg ggagaagtac tgggaaatga aattgacagt attattgata
   378001 tcagcaatgg ctattatagt caggtgaatg gtggtgtcga aaaacaagtt gctttacttt
   378061 atgattttga aaatattctg ggtcatgaaa atgttaatga tactatcatc ggaaatgatg
   378121 tagataatta tcttaatggc atgggcggcg atgataaaat atggggtaat ggaggcaatg
   378181 atttattagc actacagtct ggtttagccc agggaggcac ggggttagat agttatcata
   378241 ttctaaaaag tactcatgaa aaatcgttac agattagaat tgaggaagta tcagaaaata
   378301 acaatacaga tatgcaaatc agtaatatct ttcttgagca taagctcaac caaataaaat
   378361 ctattgagtt ggataatatt gatgtgttaa ttaatataaa caatgataat ggatttatga
   378421 cccagatcag gttggttggt gtctataata taaataacaa tcaaaagcag caagtactta
   378481 acttcaccat ccagactgtt gatgggttta caatggtgcc attgtggcca agctacctta
   378541 atgaaattac tgaattctcc ccgaatatgg tcgcatatta ctcctcgttg gttgatcgta
   378601 attataagga attagtgggt aagggagatc ctgatgatat cgtcgtacgg ttctcattag
   378661 acaatggtta tcaacagcag caggtgactc atcttcaaag ggtagaagga gagaaagata
   378721 ttgttttacg gcaagctata ttacctgatt ttattaggct ctcacctcaa gaacattcaa
   378781 tgctaatggg gtttttacct cgctatgaat tattgggtga taataaagat aatctattgc
   378841 aagtgttaag cggggaaggg ttactcgagg ggcgcggtgg acaagatact tacttaattc
   378901 aagagaaaga ggggagtcca acagatatta ttatcaataa ttttgatgac tcattagctt
   378961 cagataattt agttctgtca tcctggttat tatgtgatgt tattgttgag cgttcggatg
   379021 atgacttgtt attacgctac cgcgatcaac cagaaaaaca ccagagtata cggttagtta
   379081 actatatgaa tgatgaacgt tatcggcatc taaaaataac ggataaaagt gggcagtcac
   379141 aatatcgaga tcctgttact ggaacattta ttgattatca gataaacctc gataaaaatg
   379201 gtcatccttt tatagcagcc caacaggccc ctgtcgtcag cagcggtaat gatgaggttg
   379261 tcattacttc ggcgacattc ttaccgggta attatattga tacaggcgat ggcaatgatg
   379321 cgattattta tattcgtggg cacgaaggta ccatgcttaa aggggggggc ggtgacgata
   379381 cttattatta tagcgcaggg agtggggcga taaatattgc cgataccagt gggctggatc
   379441 atctttatct ggataagcac attctactgc atacattgtc agcagagcgg cgtgaaaata
   379501 atctggtgct gaatatcgcg gataatacat caggtcgtat tatttttgtt gactggtatc
   379561 ttgctgatga aaataaagtt gagtttattt gggtagaaga ctctcaaatt acttttgatg
   379621 aactattcag tttgcgtccg tattccgatg aatactatca attatgccaa caccttaaat
   379681 ccatgggatt atcccttacc gtgaggcaat tagccgatct tgattctcaa gatggctata
   379741 acaccctcaa tcagctaaga accattaaag catgggtgac aaagaatcca atttatgatg
   379801 ttgctgattt ggattatctg gtggcaatgt cgtcaattgc ctggcgtggt aacgcccgta
   379861 acactgaccc actaccgcta atagagcaga aaatcgatgc attcttccaa cctttgatag
   379921 ccgaacgaat tagccttaca gaagagcatg ttacctggat ccagcgcgag gagttcgata
   379981 ctgtcgatat cgccaaatgg gtaaaaaatt atcatctacg tagccagaat gaaattaatt
   380041 atctgctgga acaactgggt ttactcaagg aatcgccatt aagtgataaa gccttggatt
   380101 ttacattcaa aaatagaatc gatctggcac aggccgatat tgaattgtgt cagcaagaat
   380161 gtgggatcaa ccgccagagt cttattaatt tggcgatgaa atatcatgtc acaggccgtg
   380221 ggcactttga gttactgata tcaaatattc aggtgcttaa ggaatatggt gtggtagtga
   380281 gtgagtctga acagcctctc gtcttgagaa agcccataga cttaaggcag tacttcaatc
   380341 agaaaaattt aacaaaagat catgttggcc gtttagcgga acacgatatg agttttgatg
   380401 aattgaccct gctcttggat aaaaacattc ccattgagca ggcttttacc caaagattac
   380461 aaactcagct tgggcctctg aaattattta atgacgagag agtatttaat aaaggggacg
   380521 tatttgatca agatattagc caattagcgg aggctatggg gggattggaa tcaactgaaa
   380581 gctattcgct accgctagag cggcaaacag tgatggcaat aactactcat cagtttgtga
   380641 gtgattctat tgccgcttat tgataacaaa atagattagc aggaagagag gctgagggca
   380701 ggtttctgcc ctcagagaca ccagtcatac tgcaaactgc ttgtgtgttg gttgccttcc
   380761 tgccactcga aggattagga atatcgccat ttttagccta gctgtcacaa ctattaacct
   380821 agctttcaca attattagcg tagctatcac aactataaaa atagctccag tagcgagtta
   380881 aggaacaatt ttcctttttc ggtaatctgc cagtattctg ttgtttcgat taaatactct
   380941 tttgctattg cctcatctaa ctgtgggcga atagtactct cagttaaccc ggtgaagtga
   381001 tagaaatcag cccgaggggc agcttccaac aaacggaagc ggttcataaa gaactcaaaa
   381061 ggccggtcga ctgctgccac ttcatattgt ttatccaagt attttccctg cataaaacca
   381121 cgtggatgtt tggtttttat ggtccgtaaa atacgcccat cgttaaatgt gatcttgcca
   381181 tgcgccccac agccaatccc cagataatca ccaaagcgcc agtagttaag attatgctgg
   381241 cattggtaac ctggcttggc ataggccgag gtttcatatt gcagataacc agcggcactg
   381301 agtagctgat gaccttgctg gaaaatatcc cataacgcat cgtcatcggg caggattggg
   381361 ggccgggaac taaagccagt attcggctca atagtcagct gataccaaga taagtgtggt
   381421 ggatttaagg cgatagcctg acgcaaatca tccaatgctt cttccagtgt ttgatcaggc
   381481 agaccgtgca tcaaatctag attaaagcta cgtaattgca gtgaggttgc cagctctgct
   381541 gcccgccttg cttcatctgg cccatgtatc cgccccagcc gcgttaattt ctgtgcgcta
   381601 aagctctgga cgccaatgga tatgcggtta atacccgctc gctgatagcc gctaaagcga
   381661 tcggcttcga ccgctccggg gttggcttcc atggtgatct ctgcgtcact ggcaaccggc
   381721 aaacgcgcgc ggacaccatc aagtagttgc tgcatggcct ctgcactcag caagctgggt
   381781 gtgccgccac caataaaaat agtgctgatt tcacggccac tcaccagagg cacgtcagca
   381841 tccaaatccg ccagtacgtg ctctacatat tcctgatgag ggacatcgcc tttcaacgca
   381901 tgtgagttga aatcacaata agggcatttc tggacgcacc aagggatatg gatgtagaga
   381961 ctgagcgggg gtaatttaag catcgcgcag cgcatccagc atcaatttca gggcctgacc
   382021 acgatgggat accgcgtgct tttcttcacg agtcagttcc gctgcggttt tacccagcgc
   382081 gggtacatag aaaatagggt catagccaaa cccagcagcc ccagcaggtt ggtgagcaat
   382141 tacccctggc cattggccgt ggaacaccag cggtgttgga tcttcagcat gacgcatata
   382201 gaccaatacg caatggaact gagcaccgcg tttttcatcg gggacatttt gcaatgcgac
   382261 caacagcttt tccagattct cttggtcact ggcatcagta ccggcatagc gtgcggaata
   382321 aatccccgga gcgccgccta acgcgtctac tgctaagcct gaatcatcgg cgatggccgg
   382381 taaaccggtg gtttgcgctg catggcgggc ttttaaaatg gcgttttcaa taaaggttaa
   382441 gcccgtctct tctgcagact caacgcccag ttcggtttgt gcgacgacat ccaaaccaaa
   382501 gtcggccagc aggtttgcca gttcacgtac tttgccgggg ttgccggtgg ctaatactat
   382561 tttttgcatc gatgaatcct gaatttttat aggctgacgg ctatcggtat tgagcgcagt
   382621 ctgttgggct gacaaccaat aacccaattc ttgcggagga atatcaactc actcgagcag
   382681 tatggtgact tctggcggaa tctgctgcgg gttaatcact tttatctgct tatgccgccc
   382741 cagttcgccc ttttcgataa tcacctggct cttggctacc cgaaactgct tggcgataaa
   382801 cttaaccaaa tgggtattag cctgaccatc aacaggcggg gcggtaatgg cgactttaag
   382861 ttcgtcgcca tgtaaaccga ctatctgatc tcgactggct ttgggctgaa tatagagctt
   382921 gagtatcagc ccgttttcgg tggagaggac tgcactcaca gcatgaccca catcgctcca
   382981 aatagatcca tgcctaaaaa gttgagcaga tacaagataa ggatgacaac cattgctgag
   383041 aaatcgatac cccccatcgc aggcaaaata cggcgaatcg gtgccattaa tggttcagtt
   383101 aactgcagca gcaggtagtc taccgggcta cgaccctgac tgatccaact catcagcgca
   383161 cggataatca tgacccagaa aatcaggtaa cccaccgctt ttaccagcgc aataaggccg
   383221 aacaagaggt tataaatact gagtgataag gatccgctat caatcagtaa tagcagcggg
   383281 tatttaatgg tcatcagtaa aaatgccaac agcaatgatg cgctatcgat tggccccata
   383341 gagggaacca ctcggcgcag tgggccaaca ataggttggg ttattttcac cacaaattga
   383401 gacaatgggt tatagaaatc actgtgaacc cactgcatcc agatgcgcaa caacagcacc
   383461 atcacatata ggtcaatgac cgtttttgcc agaaaagtca gcgttagcat gagttgcctt
   383521 agtccttaat attgtatgcc cgtcatcttg caacgtgcag gtgtgttggt tgttctggtt
   383581 actcggccca ttcatgggca ttgcctctga gaggccgctg caagcagcgt tcaaaccggc
   383641 tccctgccga tttgtcattc gtttcccacc ttccagcact ttggaatcta ttgggcattt
   383701 aggtacaaat aaaaaatcta ttcacatact ttaacggccc ctattttaac gagaaagtgc
   383761 caagggcggt gtcggttttt gtaactttcg ccgctaatta gaacagtttt tccatctctt
   383821 ttgcgcgagc aatagcggct cgcatggcat tggcaaccat ttcgggtaag tgctgttcat
   383881 tgaacacgcg gattgcctcg gcagtggttc cccctttgga cgtgacctgc tctcgcaagg
   383941 ccgaaagtgg cacgtgtggg ttagcctcga ccagagcaca agccccggaa gcggcttgct
   384001 gcactaactg acgggcggtt tcactgtcaa accctaagcg ttcagtctct tgctgcatcg
   384061 cttccataaa taagaagaaa taggcaggtg aactccccgc agcggcaata atgctattaa
   384121 tgccatcctc attgtccacc cagcatactt tgccaattgc actcattagt tcagtggtga
   384181 aatcacgatc tgcggctgaa acctgctcgg gggcgtagag gccactcatt ccttttccca
   384241 ccagagaggg ggtattcggc ataatacgaa ccagattcag tttattcccc aaaagcgcgt
   384301 agaaacgtgc aacctggaca cctgccgcaa tcgacagcac caacttatcg ctaaaatcga
   384361 cctgtttttg caattgctgg catacatcgg ccattaactg gggctttacc gctaacacca
   384421 caacctccgc tttttgtgac tcgcggatat tatcatcact gctgataaca ccaaattcag
   384481 tggctagtgc atcacggttt ttggcagaag gggcgcaaac gctgatcatt ttggccggat
   384541 atcccccggc aaccaaacca gcgataatag cgcgggccat attgccagca ccaatgaatg
   384601 taatattgcg atgctgcatc gaattctcct aagcgtgcac agtctttatg ttcaacgagg
   384661 acttatgttc aacaggaact gatgttcaac aaataattac gttcaacaga gagttatgtt
   384721 ccgtaagtgc agtgaacaat aaatgccgtg attaatccgc gttataaacg cgggcaccaa
   384781 aaatggcggt accaattcga accagtgtac tgccggcgct aatggcggcg tccatatcat
   384841 cagtcatccc catagaaagt gtatctatct gagggtagcg ggcttttaaa gtcaagaacg
   384901 cctgattcat ttgcgtaaat acggccaatt gccgctgata atcatgttct ggcgctggga
   384961 tagccatcag cccgcgtaaa cacaggttag gtaatgtact aatgctgtca gccaaggcgg
   385021 ggagttcact caaggaaatc cccgctttgc tttgctcatc actgatatta atctgaatca
   385081 gtacgtttaa cgctggcata gccgctgggc gctgggcact cagacgctgg gctattttca
   385141 accgatcaac ggtatgacac caggcaaaat tttcagccac taaccggctt ttattggatt
   385201 gcagcggccc gataaagtgc cattcaagcg ttttgttatc cacgaaggag tgaattttat
   385261 ccaccccttc ctgcacatag ttttcaccaa aagcatattg cccagcggcg atggcttttt
   385321 cgatagccgc cacaggtttg gttttactga ctgcaagcaa tgtaacttct tctggagagc
   385381 gcccgcaatt gtgtgcagcc gttgcgatcc gcgctctgac atcctgtaga ttctgttgga
   385441 tagtactcat atggacccag gagttggata tggatttcac aagcctgaat aatcaacatt
   385501 cagatctgaa taaccccgtg tttagccgta taaaagccaa acgcattgat ttagaaaacc
   385561 ctgaccttgc cagtgatggc tttaacaaac aggattttgc caataaggtg gcggctagtg
   385621 tagatcataa tgcttcagat ctgcacctct gtaccggttt tcaccccgta ttacgtatcg
   385681 atggcgagct aaaaaccttt actgactggc cgaaggtcac tgctggttgg ttaaatgggc
   385741 tacgtcggca tatgttgagt gacgcacaag aaagccgatt acagcaacag gggcaggttg
   385801 actgtgccta taccaccgtg ggcagtcaaa ggttacgggc gaatattttc cagcaacgac
   385861 agggccaatc cattgctttt cgcattattc ctgctatttg tccgtcactg acacaattgg
   385921 cggcaccacc tattttgaac caattgattc aacaggataa tggactaatt ctggtaacgg
   385981 gggcgacggg cagcggtaaa tcgacgacgc tgagtgccat gataagcgcg attaatcagc
   386041 aacaggcacg acatattatt acccttgagg acccgattga atttattcat agcagtcaat
   386101 catgtttgat ccagcaacga gagcttggtc gccatactca ctgttttagt cgtgccctga
   386161 atggggcatt acgtcaggat ccagatatta ttttactcgg agagttacgg gatctggaga
   386221 ctatccgatt agcgctgaca gcagcagaaa ccgggcatct ggtgctagcc acattgcata
   386281 cccgcacggc aacacaggct attgatcggc tgattgatgt ttttcctcct gaggagaaag
   386341 ccgttatacg gacgcaactg gctgccagtt tacgcggtgt tatcacgcag aaattgtgtc
   386401 gtcaaaatgg cggtgggcgt atagctgtat ttgagatact cacgcaaacc acggcagtca
   386461 gccatttgat ccgagaaggt aaaacctatc aattaccaac cgtgatacag gccggagggc
   386521 aatgggggat gcaaaccttt gagcaaagta tcgcacaacg gcaaaaacag ggggttttgg
   386581 ctatcaatca ctgatggggg aggcaccgct gacactgtag ttatttcaag ggagaaggtg
   386641 atgcaataaa ttaacccgga tcggatgatc cgggtcaagc aggcggctta tttttgtgcg
   386701 gattaagccg ctgggatctg ctgagtaatg caatgtatgt taccgccacc gagtaaaatc
   386761 tctctggcag gcacgccgac aattgcatag ccggggaaca tttgttgtaa cagatcgtta
   386821 gcctgcccgt cagtgcggct atccagcagt gggaaaataa tttgctggtt actgatcagg
   386881 aagttgacat aagagcccgc caggcgttca cccgccgtgc ggggaaccgc atcgctggtc
   386941 aacacatcga aggtttcctc ttccgtgtta taaagcgggc cgggagccgg taacttccag
   387001 attttcagtt tacgcccttt ggcatcgacg gtattggata acacctcgaa cgctgcgact
   387061 gaacgtgcat actgtggatc ctgctggtcg tctgtccaat gcagggctac ttcgcctggg
   387121 cggacaaaac agcacatatt atcgatatga ccatcggtct catcgttata cacgccatct
   387181 tgcaaccaaa tgaagtgagt cacccccaga tagtcacaca gtaactgttc gatttgcgct
   387241 tgattcaaat gtgggttgcg attcgggttt agcaaacatt cagcagtggt gagtaacgtg
   387301 ccttcgccat cagtatgaat ggagccacct tccagtatca acggtgcact gtaatgcgcg
   387361 tttttcagaa aatcactgac ttgaacggca actttttcat cttgttgcca gtcagcatac
   387421 aagccaccgt tcaggccgcc ccatgcatta aactgccagt caacggcccg gcgctcggcc
   387481 gcaccattaa tcaccatcgt tgggcctgta tcacgcatcc aggcatcgtc actggccatt
   387541 tccactaagg tcacattcgc cggcatggtt gccttggctt gtgccataaa ctcggcggga
   387601 acgcccataa agactggcgt agcacggcta atggcctcgg cgactttggc gaatgtctgc
   387661 tgagcgggaa tagctttgcc gcgccagtta tcctgacgat atggccaaag catccatacc
   387721 gcatcctgcg gtgcccattc tgcaggcata aagaaaccat cctgccgcgg tgtgccgggt
   387781 aatgcctgtt gttgtaacat cgtgtcttgc accgacataa attatctccg ggtcttgccg
   387841 tctgacgtgg ctaatgtttg gtacatctct gggcggcgat cacggaacaa gccccatgaa
   387901 gcacgttggg cggcgatctc ctgcaaatca aattcatgca ccagaaccgc ttcgtcagtt
   387961 ttgttagctt gagctaacag tgcgccagtt tggtcagcaa taaacgagga gccgtagaac
   388021 gtcatctcca gcccatcaat gtatttactt ttctcagtac cgatgcggtt agaggcaatc
   388081 actggaacca ggtttgcggc tgcatggcct tgctggacac gggtccagtg cggttggctg
   388141 tcaatttcag ggtaagcagg ttctgagccg attgctgttg ggtagaagat aacttctgcc
   388201 ccaagcagtg ccaggctgcg cgcggtttca gggaaccact gatcccaaca gatgcctacg
   388261 cccactttgg cataacgggt ttgccaaact ttaaaaccgg tatcgccagg gataaagaac
   388321 tgtttctcct gataagccgg gccattagga atgtgggttt tacggtagac gtccagcacc
   388381 gagccatcgg cgtcaatcat gactagcgag ttatagtaag cattattggc tttctcaaag
   388441 aaactcagcg gtagtaccac ttccaactca gcggcaagct tggagaagtg tttaattaat
   388501 ggactattat ccagctcttg ggccagtgcg tagtgctctg ggctttgatc aatgcagaag
   388561 taaggtgcgg caaacagctc ctgaatcagg atgatctgtg cgcctttggc atgtgcctgt
   388621 cgtaccaatt tttcggcatt ttcaatgttt ttcggcaggt cccaagaaca ggccatttga
   388681 gtcgcagcaa cagtcacttt tgtcatgaga aaacctcaat aaatgtaaaa aaacacctgc
   388741 aagaggtgtg caatatttta aactgctgat tggcatcgcc gcagtataca aagttataag
   388801 tatacaacgt tatgcaggga ttacttattc aggtcgcggg aatggaaagt aggaaaccgt
   388861 ttgtgatcaa cagaacatcg cggattcaac ctgcttgctc atcaaaccag ctttccaaaa
   388921 tgatcaccgc agaggctgca tcgacactgc ctttatccag agcgcgatag ccaccgcggt
   388981 caaacagatt ggcgcgggct tctaccgtac tgaggcgttc atcctgtaag gcgacctgta
   389041 caccaaagcg cccatgcaga cggttggcaa accgacgagc tctggcggtt agtggttgtt
   389101 cagtgccatc catattgagc ggcaggccga ctaccactaa attgggctgc cactctttca
   389161 acagcttttc gacttgctgc caatccgggg tgccatcttg tgctttaaac gcggttagcg
   389221 ctctggccgt tccggtgact tcctgaccga tggcgacacc gatacttttg gtaccaaaat
   389281 caaaagcaat aattgtgcga ttagccatca ggcatgtcct gcttgcggag caatattaaa
   389341 gatattaatg cccagtttat tggccgctgc ctgccagcgt tcggcaattg gcgtattgaa
   389401 taaaatatgg gtatcggctt cagtggtcag ccagacatta tccagtaact cttgttctaa
   389461 ctgcccttgc cgccagctgg cgtagcccag agccactaat aaatttttag gttgccccga
   389521 tgttcccagt gtttccaaca catctttgga ggtggtaatc atcgtctctg gtgaaatatg
   389581 aatactggaa gcaaagcctt cctgcggtga atgcagaata aatccacggt cttcagccag
   389641 aggcccaccg gctaatacta cgttatctaa acgtattgct gggtcgcgtg agggggattt
   389701 gatcttcagt ttttccagta ttgtttctac ggtgagctgt tccaagggct tgttaatcac
   389761 taaacccatc gccccctttt cgccatgctc acagatatag ataaccgagc gtttaaattg
   389821 agggtcctga agtgagggca tggcaataag aaaatgatgc tgtaaattca ttgtattata
   389881 tagagaagtc gctgagttaa tggatgaacg ggtgccagta tgcggataaa tgaggataaa
   389941 gtcacggggg cagcgcttag aaaaacacca caccccgttt tatgtattag gcctttttgt
   390001 cagccaaacg tctttcaatg gcgtccatta acataccggt aatggaaatc tcggggaagg
   390061 ccgcttcgat ttcacgcacg caggtcgggc tggtgacgtt aatttcagtc aagcgatcac
   390121 caataatatc caatccaaca aaaattaagc ctttttgctt cagtattggt gcaacagtgc
   390181 gggcaatttc ccaatcactt tcactcaatg ggcgggcttc gccacggcca ccggcagcca
   390241 gattgccacg ggtttcacct tgggcgggaa tacgtgccag acaataaggc acaggctcgc
   390301 catcaaccac tagcacacgt ttatcgcctt ctttaatggc cggtaagaag ttttgtgcca
   390361 tgcagaagcg gctgcttaat tcggtcagtg tttcaatgat aaccgagagg ttagggtcat
   390421 cttgttttac tctgaatatt gaggtacccc ccatgccatc cagtggtttc aggatgatat
   390481 cgccgtgttc ctggtggaat ttgcggatat ggtctttact gcggctgacc agcgtatctg
   390541 gggttaactc tgggaaccaa gccgtaaaca gtttttcgtt acaatcgcgt aggctttgcg
   390601 gcttattcac caccagtgtg cctttgtctt ctgcacgttc cagaatatag gtggcataga
   390661 taaactcggt atcaaacggc ggatctttac gcatcagaat gacatcaaga tcatagagcg
   390721 gcaggtcctg ctcagcccca aaactgaacc agttatcttt atcctgcttc acattcagtc
   390781 ggcgggtacg tgcgcggcca tcacccccac gcatatagag atcccccatc tccatgtaat
   390841 gcaattccca gccacggcgc tgcgcttcta atagcatagc gaaactggtg tctttcttga
   390901 tgttaatgga cgaaataggg tccattacga taccgagctt aatcattctt ttctcctagt
   390961 gggaaatggg gttatcccag atcgccaaac cgcacctgca acgcagtaat tgcggtaagg
   391021 gcggtagttt ctgttcgcag cactcgtggc cccagcagga tatccgtaaa tccgaggcgc
   391081 gaggtcatcg caatttcatc agcagagagg ccaccttctg ggccaatcag caaacgcact
   391141 ttgttgagtg aggaagggag ggtattaata ctgttgctag cacgtgggtg cagattcagt
   391201 ttcaagctgt catcggattc agcacaccaa tcagcaagtt gcatggcatc gcggatctct
   391261 gggatcgtat tgcggccaca ttgttcgcag gcggcgatag caattttttg ccactgttga
   391321 atttttttcg tcagacgctc gccatcaagc ttaacgccac aacgtgctga aaacagcggg
   391381 gtaatcacat taacgcccag ttcaatagat ttctggacgg taaactccat tttttcccca
   391441 cgagaaataa cctgccctaa atgtaaattc agaggggatt cccgatcttc ccattgccct
   391501 tcagcgagtc ggacaatcag attcttttta tctgcccgta taatctcagc gtcaaaaatc
   391561 tgattactgc cgtcaaataa ttgcaggctt tgcccttcag tcatccgtag tacgcggccg
   391621 acatgatttg cggcttcatc agtgagcgcc agttcggtat tggcctgcaa gggctgtggg
   391681 tggtaaatgc ggggtatacg catgggtttg ctctaagtcc tgaaacgaaa atcataccgt
   391741 gcggtgatga gtaccgcgcg aaataaacgc aaaataaata agcagctaag gatagcagag
   391801 gcagggaagt ttcagccaat cgaaaattgc agcccatcag gaaatagcac cacctcatca
   391861 gaaaataaca ctacgtcatc agaaaataac gacatccgtg acaaggtgtg atggggaggg
   391921 cgattgagct gaaaataggg ctcaattagc tcaattagct tttgggtcgc tgacaagcgc
   391981 gttgtacata aggattatga ttaccttgag ttttcgcaat tcgctcatcg cgtaagcatt
   392041 cccagtcggt gacgggatat tgacgatccc agaccccaaa gagtttactt tgctggctgg
   392101 atagccgcag ttgatattga tcgcgcatat aaaagtaggt gcgggcaatg gcaccacgtg
   392161 cacgtaccgg tggttctgcc aatttgtttt taaaatccac tttcattgca cactgaccat
   392221 attggccact gccgccattc cattgcgagt acatgaaatt gttacggtca ccattcactt
   392281 caccaatagc aggttgcagg ttatgcaagt cagtttctat ctgacgataa accggatctt
   392341 tggcacagtt tttacggcca ccttgttgcc agcattggcg ctgatgacca aattgccagg
   392401 caggaaccac atgttcccat tcaatccgcg cggctcgcgc tgcatttttt ctgggttgat
   392461 agccacaact gtttaggtca gggatacctt ttttaccttg ccagtcgatt tggcaaccgc
   392521 agtagaagct gccaggtgca tcttggtgaa ttttagcggc caccgctttc gcctgggaga
   392581 agttattgat gccgtgactg tgactgatca gaggcaacag tggcgaagat aaaaccagca
   392641 agaacaaaat attgcgtaac atatctcaaa acagcccgat aatgaaaagt acgcaggtta
   392701 tagataatta tgatggatgg caagttaacg tgctgtttta taacaagtaa cgttagtcat
   392761 taatcaggat ttattgtgat gaactggagt ttctccccac actgccggca gcgatattca
   392821 ctctctcctc gcagcacttt attgtgacgg cgaatggtta aagcatgttg ctgacatttg
   392881 cattgataat tgaaggtctt actgcgcact gacgccactt cgaattggtg ggtgcggcta
   392941 gcgggtactt ttaagacctg ttccatcatc cagcgccatt ctttgccatg gggggctacg
   393001 cggccgaatt ggcggtaaac cagcaagtgt gctaattcat gtggtacgac ttcatcaata
   393061 aacggctgct tattctccag caataacact gggttaagac gaatttcgaa tgattgcaga
   393121 taggcactgc ccgcgttggt accacgctga tggtaattga cttttggctc tggatacgcg
   393181 gtgccaagat gctggttagc cagttgcaaa tagtgacgca gacactgcat aaccgcttgt
   393241 tggagtgcga tggggattct tagtgtgctc ataatgcgga agaataaaac ggtggatagc
   393301 cagatgcaag ctgacatcac cacgggttgg gttcattttc acttgaacag ttccgggggc
   393361 gcattttccc agggtgcata caaataaacc accctgccag cgtgttgctt acagggtggt
   393421 tcttcatcgt tttaccgctt caagtcgtac gcagggaatg aaatttattt caaacccgca
   393481 gcatcacgta ataacgctgc tttgtcggtt ttttcccacg ggaaatgctc acggccaaag
   393541 tgaccatagg ctgcagtttc acggtagatt gggtgcaaca gatccagcat cttaatcaag
   393601 ccataagggc gcagatcgaa gaattcacga accagcaggg tcagttggtc tgctgggatt
   393661 ttctccgtgc cgaaagcctc aaccatgatg gaggtcggtt ctgccacacc gatggcgtaa
   393721 gatacttgga tctcacaacg gtcagccaga cccgccgcca caatattttt cgcaacataa
   393781 cgggcagcat atgccgcaga gcgatccact tttgatggat ctttacccga gaatgcgccg
   393841 ccaccatgac gagccatgcc gccgtaggta tcaacaataa ttttacggcc agtcagaccg
   393901 cagtcaccca ttggcccacc gataacaaaa cggccagttg ggttgataaa gtatttggta
   393961 tgggcagtga tccattcagc aggcagaact ggcttgatga tctcttccat gacggcttcg
   394021 tgcaaatctt tctgattgat atcttctgaa tgctgagtcg acaggacgac cgcatcaata
   394081 cccacgattt taccgtcgtc gtattggaag gtaacctggc ttttggcatc tgggcgcaac
   394141 catggtaagg caccattttt acgcacctca gcctgacgct ctaccaaacg atgagcatag
   394201 gtaatgggcg ctggcattaa gacactggtt tcgttggtgg catagccgaa catcaggcct
   394261 tggtcacccg caccttgctc cagtgggttt tcgcggtcaa caccttgatt aatatcagga
   394321 gactgcttac cgatagcgct taaaaccgca caagagttag catcaaaacc catatcggaa
   394381 tgtacataac caatttcgcg tattgtgcgg cgggtgatct cttcgatatc aacccatgca
   394441 ttggtggtaa cttcaccgcc aaccaatacc attcccgttt tgacataggt ctcgcaggca
   394501 acccgcgctt ttgggtcttg ctcaagaatt gcatcaagta cggcgtcgga aatctggtca
   394561 gcgattttat ctggatgtcc ttcagagaca gattctgacg taaataggtg tttagccatt
   394621 attttcttta ccttgaaata caagtgagaa gtcactgcat agcgctggaa accaagcaac
   394681 agcagacaga gcagagcctg actttctgtt gtgttggtcg ttcacaatgc ccctttaggc
   394741 aaagccttta gcagtctatc aacttagaaa ccttcaacat ctcccctttt tgcctgacgt
   394801 tgcagcgatg ttagcggaac atactgtcac gccactgact ttggggagat aacgttgtta
   394861 gcattctagc aattaaagag tatggatgta ttaacatctg gacgtctatt ttaggttagc
   394921 ttttgctctg aaagccagcc ctttttgtat taagatattt ctcgatttag cggtggcggg
   394981 ctttttttac ggtttgagac ggtgacactg caaatttcat tttgcatttt gccttggtta
   395041 tcggtataaa ctgcgcgcgc ggcttatttg ataagcaatg atgaaaatgg cagaagatgg
   395101 catcagcgca tggttaaatt ctcagtgttt tgtgctcggt ttgtgggaac gcattctggg
   395161 tgaacgcaaa atgatagtgg cgtcatcgaa ctgttaacta aattgtttat aacgagctaa
   395221 ttgtttataa cgagctaact gtttataccg aattaactgt ctataccaaa tttaatggag
   395281 ttgcgcgtag cgagcaaatc atgatgagtg tggctcacac tggtgatttg agtgagaaaa
   395341 aaccgctaac atcgctgcaa cttcaagtaa gaagggtata ttaataaagc cttgttcgct
   395401 caatcgtgag cggcatgcat ggaggtggtt ggattaatga tccgttgtct actggttgct
   395461 gcatatcaac aattgcgtcg ttctgacgtt caatcccccc ttgcaaccct cctttcttgt
   395521 accccatcaa cccgatgtta tacccacatg ggtgcgaccc aggattcgcg ggccggttaa
   395581 cggttacccg acgtactgaa tccggctagc tggcgctatt ttgcggcgag tccgattcac
   395641 gaaaccttaa tacgtattga tactgaaacg tgtttactct ttccttagta atgaatcgat
   395701 gagtgataaa ccgctcgtga atcaggcttt cagcgtaata tctgggcgtt cacacggatt
   395761 gtccttgtag gttgtagctg cgatagtggc tgacgttatc gtcagtatcg caatagaggc
   395821 gaattatgtc tgatgataac ttgattagcc gtccgttaac tgcgggcgca catgtttctt
   395881 tacgctccat gcaggaggta gccatgaatg atcgaaatgc cagcaagatg ctgagcacgt
   395941 ataacgtcgc ctactggggt ggcaactatt atgacgtcaa tgaattaggt catatcagtg
   396001 tttgccctga tccggatatt cgtgaggcgc gtgtcgatct ggcgcaactg gttaaaaaga
   396061 tgcagctcga acaagggcaa cgtttgcctg cgctgttctg cttcccacaa attttacagc
   396121 atcgtctgcg ttcaattaac gcggcgttta aacgtgcgcg tgagtctttc ggctatgaag
   396181 gcggctactt cctggtttac cccattaaag taaaccaaca ccgtcgagtg attgagtctt
   396241 tggtcaattc cggcgaaccg ttagggctgg aagcgggttc taaagctgag atgatggcgg
   396301 tgctggccca tgctggcatg actcgttcgg ttatcgtgtg taacggttat aaagaccgtg
   396361 aatacattcg tttggctttg atcggtgaaa aactgggcca taaggtgtat ctggtcatcg
   396421 aaaagatgtc agaaatcaaa atggtcctgg aagaagccga gcggctgaat gtggttccac
   396481 gtttgggggt tcgcgcccgc ctggcatcac aaggttccgg taaatggcag gccagtgggg
   396541 gtgagaagtc caaatttggt ttgtctgcaa cgcaggtatt acaactggtt gatatgctgc
   396601 gtgaggcgaa tagcctggaa agtttgcaat tactgcattt ccacttaggt tctcaactct
   396661 ccaacatccg tgatatctcc accggcgtgc gtgaatctgc tcgtttctat gtggagttac
   396721 acaagctggg cgttaatatc cagtgcttcg atgtgggcgg gggcttgggc gtcgattatg
   396781 aagggacgcg ctctcaatct gattgctccg ttaactatgg cttgaatgaa tatgccaata
   396841 acgttatctg gggtatcggt gatgcctgta acgaacatgg tttgccgcat cctaccgtta
   396901 ttacagaatc tggtcgtgcg gttaccgctc accatacggt attggtgtcc aatgttatcg
   396961 gtgtagagcg caatgagttc tgtgagccgc agccaccgga agcgggcgct ccacgtgctt
   397021 tggaaagttt atgggatacc tggcaggaga tgcaggaacc ggaaaaccgc cgttcactgc
   397081 gcgaatggtt gcacgatagc caaatggatt tacacgacgt ccatacccaa tatgctcacg
   397141 gtatgctgga tctgactcat cgcgcttggg cagagcaact ttatctaagc atttgtaatg
   397201 agatccaaaa acagttggat ccaagcaacc gcgcccaccg gcccatcatt gatgagctgc
   397261 aagagcggat ggctgacaag ctgtatgtga atttctcgct gttccagtca atgccggatg
   397321 catggggtat cgatcaactg ttcccggtct tgccattgga agggttagat aagccgccag
   397381 agcgccgtgc ggtattgctg gatattacct gtgattctga tggcaccatc gatcactata
   397441 ttgatggtga tggggtggcg accaccatgc caatgccacc gtatgatccg gaaaacccgc
   397501 cattgctagg cttctttatg gtcggtgctt accaggaaat cttgggtaat atgcacaacc
   397561 tgtttggtga cactgcggcg gtagatgttt atgtcttccc tgatggcacg gtagaggttg
   397621 agcagaccga tgaaggcgat acagtggcgg atatgttgga atacgtccaa ttgaaccctg
   397681 aaaaattgct ggaacatttc cgcggtcagg taaaagaaac cgatctggat accgaattgc
   397741 aggcgcagtt cctggaagag tttgaggctg gcttgtacgg ctacacatat cttgaagacg
   397801 aataatcact aacgatttat tcagtatcga ttaaagggca aactcaggtt tgtccttttt
   397861 ttgtgcccag aaaaccccca gctaggctgg gggttcagta aagctttcag ctttgggtca
   397921 gttataaaaa ccccttttga tttgttaaaa cagtttgcgg tctggcaact gcaaatgttc
   397981 aacaagaaat caaaaggggg tcccaatgag ggatgaaaag agcttagcgc acacccgatg
   398041 gaactgtaaa tatcatatag tttttgcgcc gaagtaccga aggcaggtgt tctacaggga
   398101 aaaacgcaga gcgattggca gtattttaag aaaactgtgc gaatggaaaa acgtgaatat
   398161 cctggaagca gaatgctgtg tggatcacat ccatatgctt ctggagatcc cgcccaagat
   398221 gagtgtctcg ggatttatgg ggtacctgaa gggaaagagc agtctgatgc tttatgagca
   398281 gtttggcgat ttgaagttca aataccgtaa cagggagttt tggtgtcgag ggtattacgt
   398341 tgatacggta gggaaaaaca cggccaggat acaagaatac ataaagcacc aattggaaga
   398401 ggataaaatg ggtgagcaac tctcgatccc gtatcccggt agcccgttta cgggccgtaa
   398461 gtaatccata gatgcaaatg tcagatcgcg atgcgcctgt tagggcgcgg ctggtaacag
   398521 agccttatag gcgcatatga aaaacctccg gctatgccgg aggatattta ttcggcgcga
   398581 ccctctccta aggcggtggt gattgcccga atatcgacca cacttatgtt agcggtttag
   398641 actttcgtcg taataataat ctggagacat ctcaatgggc tggttcagcg tctgtaaggt
   398701 gaatgatatc aaaccagatt tcccgttttc ggctcaagcg ggtaataaca gagtgggtat
   398761 ttatctggtg gagggcgagt attttgcgat ggaagatatt tgtcctcatg cctatgcatt
   398821 actaagccaa ggaattaatg atggtgaaat cattgaatgc ccgctacatg gtgctctgtt
   398881 taatgtgcgg acagggcagt gtttgcgtga gccgggcgat cgcgatttaa acacctatgc
   398941 tgtgcggatc aatggcgatc agatcgacgt taatttggat ggcgatggcg agtagcaggc
   399001 atggctaata gctattagct atcaaatatc aaacgtcagc tacagaactc acgccccaac
   399061 agtggggagt gaggttattg acaaagtgcc cgcgacggag agaacaggca gatcgtaaag
   399121 acgccgtaaa tacatccatg taggctcgag ccgcgccatc cttggcgcgg acgctttact
   399181 cctctgccta tcctcaccgt tcaagatcgc gtcatcgggg tttgtcagca gtctgacgcc
   399241 ccaacagtgg ggcgtctgca ttgataagag actggcgtta agtgttactt ctccgccgca
   399301 atacgttggc gaatatgctc tgctctggct tgtgacgatg gatgatcatc gaacatactg
   399361 ctgttacggc ccgcttccat tgaggccaat ttttcaaaac tggttaccag accgttcggg
   399421 tcaatgcccc gttttttcag caaatcgaat gagtaatcat cggcttcgct ttcttgtttt
   399481 tgcgagaatt gggcattaac cagtttctca ccgagatctg ctagctgaga ttgcgacaag
   399541 gtacccacga caccgcctgc agaggcgata gccgtccgta gcgcggttgt tccgtaggcc
   399601 acctgcatgg ctttacgggt gtgccccaat gccacatggc ccatttcatg gcccacgaca
   399661 ccttctactt cattgtcggt catcatatcc atcaaaccgc tgtagacacg aatgcagcca
   399721 ttagccattg cccaagcatt aacgtccttg gtcacataga ccttatagtt agctggggtg
   399781 ccattaatgt tatcgcccaa ggcggcagca atttttgcca tacgtttacc atattgacta
   399841 tccgctgaag cgatctgggc tttttgatcc atttcaacgc aagatttttc actaagggct
   399901 ttcacgtcag catcattcaa ggttgcggcc tgaaatgctt gcgcacctga ctgcattaag
   399961 ccttcagtat tgaggctttg acagccactt aatagtgcag ccaggctcag tgcaatcatt
   400021 gaggtacgaa ttttcataac acgttcttcc tgtgggttgg ccattttttc gtttgaagca
   400081 ggctattcta tcggtgatgg cccgaattag cagcagtcac ctatttatta ctgcaatctc
   400141 ctcatcacag taatctactc atcacagtca tctccttatc actgcaatct atttaccacc
   400201 gctatccgct catcataatc acatcattac tatctattgc attaatagct gttggaattg
   400261 cattaatagt tgttggatcg ctcacgcttg ttctactctg ttggcaatag gtcttgcccg
   400321 aaattattgt tgtagcctat ggtttgtcgt tgtgcggtgg ctgcttttgt tcaccccaat
   400381 ctcttacttg tgtaagctct tggggatgca ctcagttgcc gccttcctgc aactcgaatt
   400441 atttagagta tagtgattgc cgtttcaatg ctgagtctga gaaaatggta atcttgaacg
   400501 ctttgttaat ccgacctgga gtaaaacatg tcctctcgta aagagcttgc caacgctatc
   400561 cgcgcactaa gcatggatgc cgtgcaaaaa gcgaagtccg gccatcccgg agccccgatg
   400621 ggtatggcag atattgccga agtcctgtgg cgtgattatc tgaaccataa tccaactaac
   400681 ccacactggg ctgatcgtga ccgtttcgtc ctgtcaaatg gtcacggctc catgttgatt
   400741 tatagcctgt tgcatctcac aggttatgac ctgccgatgg aagagctaaa aaatttccgc
   400801 caactgcact ctaaaacgcc tggccaccct gaatatggtt ataccgctgg tgtagaaacc
   400861 accactgggc cattggggca aggcattgcc aatgctgttg gttttgctat cgcagaacgc
   400921 acgctggggg cgcagtttaa ccgcccaggt cacgacattg tcgatcacca tacctacgcc
   400981 tttatgggcg atggttgcat gatggaaggg atctctcacg aggtttgctc tctggccggt
   401041 acgatgaagc tgggcaaact gacggctttc tatgatgaca acggtatttc tatcgatggt
   401101 catgttgaag gctggttcac tgatgacacg gcggcccgtt tcgaagccta cggctggcat
   401161 gtggtacggg gtgttgatgg ccataacgcg gactctatta aagcggctat cgaagaagca
   401221 cataaggtta ccgacaagcc ttcattgttg atgtgcaaaa cgattattgg ttttggctca
   401281 ccaaacaaag ctggaaccca tgattcccat ggtgcgccat taggtgaagc ggaagtggca
   401341 gcaacccgtg aagcattagg ttggaaatac ccggcatttg aaatcccaca agatatctat
   401401 gcggcatggg atgccaaaga agcgggcaaa gccaaagaag cggcctggaa cgagaagttc
   401461 gctgcgtatg ccaaggctta tccagaactg gcggctgaat tcaaacgtcg tgtcagcggt
   401521 gaattaccgg ctaactgggc cgttgaatcc aagaaattca tcgaacaatt gcaagccaat
   401581 ccagcaaata ttgccagccg caaagcctca caaaatgcgc tggaagcctt cggtaaagtg
   401641 ttacctgagt tcctgggcgg ttctgctgac ctggcaccga gtaacctgac tatctggtct
   401701 ggctctaaat ccttgagcga cgatctggct ggtaactaca ttcactacgg tgtccgtgaa
   401761 tttggtatgt ctgccatcat gaacggtatt gccctgcacg gcggtttcat cccttacggc
   401821 gcaaccttcc tgatgtttgt ggaatatgcc cgtaacgcag tgcgcatggc ggcactgatg
   401881 aaaatccgta gcgtgttcgt ttatacccat gactctattg gtctgggcga agatggccca
   401941 acccatcagc ctgttgaaca gatggccagc ctgcgtgtta ccccgaatat gagtacctgg
   402001 cgtccttgtg atcaggtcga atctgcagtg gcatggcagt atgcgctgga acgtaaagat
   402061 ggcccaagcg cactgatctt ctcccgacag aatctggcac agcagccacg tactgcggag
   402121 cagctagcca atatcgccaa aggcgggtat gtgctgaagg attgtgcagg ccagcctgaa
   402181 ctgatcctga ttgctaccgg ctctgaagtg gagttagcag ttgctgcggc tgatcaactg
   402241 acggccactg gccgtaaagt ccgcgttgtc tctatgccat caactgatgc attcgataaa
   402301 caagatgcgg cttaccgtga gtcagtattg ccatctgcgg ttagcgcacg tgttgccgta
   402361 gaagcgggta ttgcggatta ttggtacaaa tacgttggcc tgaatggcgc ggttgtcggt
   402421 atgaccacgt ttggtgaatc agcgccagct gaattgctgt tcaaagagtt tggtttcacc
   402481 gtggaaaacg tggtggcgaa agctcaggcg ctgctgaagt aattaacggt taagaagcga
   402541 ttagtcccta aagagcgatt agccgttaaa aagtcattaa ctgttaaaac aggcaacgac
   402601 gttatcaata ctgcaaatgg gtgtgaacag tgatgagaat ctcggtaatg cacctgttaa
   402661 aagaccgctt ttgcggtctt tttttgtgcc cagaaaaccc ccagctaggc tgggggttca
   402721 gtaaagcttt cagctttggg tcagttataa aaaccccttt tgatttgtta aaacagtttg
   402781 cggtctggca actgcaaatg ttcaacaaga aatcaaaagg gggtcccaat gagggatgaa
   402841 aagagcttag cgcacacccg atggaactgt aaatatcata tagtttttgc gccgaagtac
   402901 cgaaggcagg tgttctacag ggaaaaacgc agagcgattg gcagtatttt aagaaaactg
   402961 tgcgaatgga aaaacgtgaa tatcctggaa gcagaatact gtgtggatca catccatatg
   403021 cttctggaga tcccgcccaa gatgagtgtc tcgggattta tggggtacct gaagggaaag
   403081 agcagtctga tgctttatga gcagtttggc gatttgaagt tcaaataccg taacagggag
   403141 ttttggtgtc gagggtatta cgttgatacg gtagggaaaa acacggccag gatacaagaa
   403201 tacataaagc accaattgga agaggataaa atgggtgagc aactctcgat cccgtatccc
   403261 ggtagcccgt ttacgggccg taagtaatcc atagatgcaa atgtcagatc gcgatgcgcc
   403321 tgttagggcg cggctggtaa cagagcctta taggcgcata tgaaaaacct ccggctatgc
   403381 cggaggatat ttattgacta attcatagat gaattgtgcc ctttttcagg gaaatattcc
   403441 ttttatcatg actttggttt attctggctg aagcgtttca gttatggttt gctttcggat
   403501 ctaatgagat cccaccgaga aaacccggcc agtattatgg ccgaattgtg ataatacgat
   403561 taacatctaa ggacgcgcta cagtactcta tggggttgca tgataataac cagaggcagg
   403621 gagtcacatg gcaatccgca tagcgataaa cggctttggc cgtattggtc gtagcgtttt
   403681 acgcgcgttg tatgaatcag gtcgtcgggc agaaatttcg gtggttgcaa tcaatgagtt
   403741 ggcgagtgcg gaagggatgg cccatctgct gaagtatgac tccagccatg gccggttcgc
   403801 ttgggatgtt cgtcaggaat gtgattcatt gtatgtcggg gacgatatta tccggctgat
   403861 tcatcagtca gagattgagc agttaccctg gagtgagtta ggaatagatg tggttctgga
   403921 ttgcagcggt gtgtatggca gccgtgagga tggcgaggcg catgtagcct ccggtgcaaa
   403981 aaaagtgctg tttgcccatc ctggcggtca tgatttggat gcgactgtag tctatggtgt
   404041 taatcatcag gatttacggg cagagcaccg gattgtgtcc aacgcctcct gtacgacgaa
   404101 ctgcattatt cctattattc agttgttgga tattgcttat ggcattgaat ctggcactgt
   404161 cactaccatt cattcgtcaa tgaatgacca gccggttatt gatgcttatc atcaggattt
   404221 acgtcgtaca cgagcagcca gccaatccat cattcctgtg gataccaaac tggcggcagg
   404281 tattacccgc atttttccga agttttgtga caggtttgag gctatctcgg tacgggtacc
   404341 gaccatcaac gttacggcta tcgatttaag cgtcagcgtt actcatcctg tcggcgtggc
   404401 ggaggttaac cagcttttgc aaaaggcagc aagaggtgca tttcgtggta tagttgacta
   404461 tacggaatta ccattggtgt cgatggattt taaccacgat ccgcacagtg ctattgtcga
   404521 tggcacccag acgcgggtga gtgggcagca cctgattaag acgttggtat ggtgcgataa
   404581 tgaatggggc ttcgccaata gaatgttgga tacgacattg gcgatggcca aaagcggttt
   404641 ctagtatggc gtattaacgt cttgttttac cgtgatttac tgcggtttta tgggcgttaa
   404701 tgtgcagctt atgcaacttt aaagagaatc aacaagagga ttcaccatgt ctgtaattaa
   404761 gatgaccgat ctggatctgg ctggcaaacg tgttttgatc cgtgcggacc tcaatgttcc
   404821 ggtaaaagaa ggcaaagtga cttctgatgc gcgtatccgt gcctctctgc caactatcga
   404881 agcggcattg aagcaaggcg ctaaagtaat ggttacctct cacttgggtc gcccgaccga
   404941 aggcgagtac aacgaagagt tctccttact gcccgtcgtt aactacctga aagagaagtt
   405001 atcttctccg gtacgtctgg cgaaggacta tctggacggc gttgaaattg cagctggcga
   405061 gttggttgtt ctggaaaacg ttcgctttaa caaaggcgag aaaaaagacg acgaagccct
   405121 gtccaagaaa tatgccgcac tgtgcgatgt ttatgtgatg gatgcttttg gtaccgctca
   405181 ccgcgctcag gcatcgactc acggtgtggg taaatttgcc cctatcgctt gcgccggccc
   405241 gctgttgtca gcagagctgg aagcattggg taaagcgctg ggtaacccag cgcgtccaat
   405301 ggttgctatc gttggtggct ctaaagtttc aactaaactg accgtgctgg gcgcgttgtc
   405361 taaaatcgcg gataaactga ttgttggcgg tggtatcgct aataccttcg ttgcggctca
   405421 aggccacaat gtcggtaaat ctctgtacga agctgatctg atcccagaag cgaaaagact
   405481 gctagagacc tgtgatatcc ctgttcctac tgatgttcgt gttgccactg agttctctga
   405541 aacggcagcc gcgacgctga aacccgcgaa cgaaattaaa gatgacgaac aaattttgga
   405601 tctgggcgac gaatctgcgg agcgtctggc tgagatcctg aaaaatgcca aaaccattct
   405661 gtggaatggt ccggttggtg tgttcgagtt ccctaacttc cgtaaaggga ccgagatcgt
   405721 ggctcgcgcc attgcagaaa gcgaagcatt ttctatcgca ggcggtggtg atactttggc
   405781 agcaatcgat ctcttcggta ttgctgacca aatctcctac atttctactg gcggtggtgc
   405841 tttcctggag ttcgtcgaag ggaaaaaact gcctgccgta gtgatgctgg aagagcgcgc
   405901 taagcagtaa tttggataac ggggggtcaa tgccgcccgt ttcgctattt cctcttgcca
   405961 tgacggtggg cggatgtaac agcgaaccta ttcacattta tcttcggccg acgatacagg
   406021 acaacttaca tgtctaaaat ttttgatttc gtaaaaccag gtgtcatcac aggtgatgac
   406081 gtgcagaaag ttttcgcagt agcaaaagaa aataactttg ctctgccagc agttaactgt
   406141 gtaggcactg actctatcaa cgcagtgctg gaaaccgcag ccaaagtgcg cgcacctgtt
   406201 atcgttcagt tctccaacgg cggcgctgcg tttatcgcag gtaaaggcgt gaagactgat
   406261 gctccacaag gtgctgcaat cttgggtgct atttctggtg cacaccatgt acatcagatg
   406321 gctgaacatt acggtgttcc ggttattctg cacaccgacc attgcgcgaa gaaattactg
   406381 ccatggttag atggtttact ggatgcgggt gagaaacact ttgcggcgac cggcaagcca
   406441 ctgttctctt ctcacatgat cgacctgtct gaagagtctc tggaagagaa cattgaaatt
   406501 tgcagcaagt acctgactcg tatgtcaaaa atcggtatga cactggaaat tgaactgggt
   406561 tgtactggtg gtgaagaaga tggtgtggat aacagccaca tggacgcttc ttctctgtac
   406621 actcagccac aagatgttga ttacgcatac gaaaaactga acgctatcag cccacgtttc
   406681 accatcgctg cctcttttgg taacgtacac ggtgtttaca agccaggtaa cgttaaactg
   406741 accccaacta ttctgcgcga ttctcaggat tatgtttcca agaaacacaa tctgccgcat
   406801 aacagcctga acttcgtgtt ccatggcggg tctggttcta ctgctgaaga gatcaaagaa
   406861 gcagtaagct acggcgtagt taaaatgaat atcgacaccg atacccagtg ggcaacgtgg
   406921 gaaggtattc tgaactatta caaaaagaac gaaggctatc tgcaaggcca actgggtaac
   406981 ccagaaggtg ctgacaagcc gaacaagaaa tactacgatc cacgcgtatg gttgcgtgct
   407041 gcccaggtga caatgattac tcgtctggaa ctggcattca aagaactgaa cgccatcgac
   407101 gtactgtaat tccagtctgt tcggactgac ctaaaaggcc ctacggggcc tttgaggtta
   407161 ttgacaaagt gcccgcgacg gagagaacag gcagatcgta aagacgccgt aaatacatcc
   407221 atgtaggctc gagccgcgcc atccttggcg cggacgcttt actcctctgc ctatcctcac
   407281 cgttcaagat cgcgtcatcg gggtttgtca gcagtctgaa aggccctacg gggccttttt
   407341 tcgttgctga caatccaata tgattcactg tcatcactga cttaatggcc tggtatgctg
   407401 cgctgatatt ttttgcgaaa attggcaaca ttcaatattg ttagttaccc tactacatag
   407461 gccgttggct agagtcgcca gcgttagatg gtgatttttt ttggcgtaat tgctcctgta
   407521 gggagctttt ttgtaggatg gtttaaatgg aagaactaaa cgtagttgaa gggatcaata
   407581 atgcaagcac ctggttggcg aataaccagg acttactgat ccaatacgca gtcaatatta
   407641 ttgccgcgtt attgatcctg attgtcggtt cgatcatcgc taaagtgcta tctggcatgc
   407701 tcaatcgggt gatgagattg cgtggcattg atgtcaccgt tgccgacttc ttatcagcga
   407761 tggtgcgtta cagcattctg gctttcacca ttgtggcggt actggggcgg ctgggtgtac
   407821 aaaccgcatc ggtcattgcg gtcattggtg ctgcgggttt ggccgttggt ttagccctac
   407881 aagggtcgct gtctaacttt gctgctggtg tgttgctggt cgccttccgt ccgtttaaag
   407941 cgggtgagta cgtcgatctg ggcggtgtgg ccgggacggt ggtgcaggtg cagattttct
   408001 caaccaccct acgtacggtt gatgacaaaa tcattgtggt accaaatggc aaaattattg
   408061 ccaacaatat tattaatacc agccgcgagc cgaaccgccg taccgacatg attgtcggtg
   408121 tggcatatga tgccgatatt gatgtggtga aaaaggttct tggtgacatc atcgcagctg
   408181 atagtcggat catacacgag aaaggggtga cggtgcgctt gaatgaaatg gcaccgtcct
   408241 cactgaattt tgctgttcgt gtttggacga ccaatggtga tgcgcaagag gtgttttggg
   408301 acttgactga aaacttcaag cgggcgctgg atgcgcacaa aattggtatc ccttacccac
   408361 aaatggatgt gcatttgcat caggtggcaa aagccgaagc cgagaagccg gagtaaggtt
   408421 tttcaccgtg gtaagcggta aatagattaa acgggcctca gtgcccgttt ttactcgctc
   408481 ggttatttga ctcgctctgc tgttttatca gttcagtcgc attattagct tgtcttatgc
   408541 ttgataagaa atatccattt cctctgatga tcatctcccc gtaatatgcc gatactcggt
   408601 ctcctgtatt ttcagtggtg tctatctttt atttaaagac aacagtattt aaaggtaaca
   408661 atatttaagg gtaacagtat gttagcggtc tatttgcacg gttttatcct tagcgctgcg
   408721 atgattttgc cgcttgggcc acaaaatgtt tttgtgatga atcaggggat caagcgtcag
   408781 catcatttga tgagcgcatc cctttgtgct ctcagtgaca ttatcttgat ttgcgcaggg
   408841 atttttggcg gcagtgcttt attgagccgt tcgcctttac tgctggcatt ggtgacctgg
   408901 gggggcgtgg ctttcctgat gtggtacggt tggggggcat tgatggcggc gtggcggggg
   408961 gatggtgttg cttcgtcagc aacgagtgtc acgcaggggc gctggcgcat attggtcacc
   409021 ttattggccg ttacctggct taatcctcac gtttatctgg atacctttgt tgttttgggc
   409081 agtttggggg ggcagctatt acctgatata cgcccttggt ttgctttagt gtcaacgacg
   409141 gatgaaaagt gatccactta tatctccacc aacggcccaa tattgatcca ccgttttact
   409201 caggattagc ttctgctata accccggcct ttcgtttctg tctgagtcga tagctttctc
   409261 ctttgatttg aacgacatgt gagtggtgta agatacggtc cagcatcgct gaggtcagtg
   409321 ctgcatcacc ggcgaacgtt tgatcccact gcccgaacgg cagattggat gtcaggatca
   409381 ttgcgctctt ttcgtaacgt ttagcgatga cctggaagaa cagctttgct tcttcctgac
   409441 tgaacggcag atagcctatt tcatcaatga tgagcaggcg gggggccatt actccacgct
   409501 gaagcgtcgt tttataacgg ccctgacgtt gtgccgtaga taactgaagt aacagatctg
   409561 ctgctgttgt gaagcgaact ttgatacctg cacggactgc ttcatagccc atcgctattg
   409621 ccagatgggt tttccccaca cctgatggcc ccagtaatac gatattttca ttacgttcta
   409681 tgaagctgag tgagcgtaac gactggagtt gcttctgcgg tgctccggtg gcgaatgtga
   409741 agtcatactc ttcgaacgtt ttcaccgccg ggaaggctgc cattcgggta tacatcgcct
   409801 gtttacgttg atgacgtgcc agtttttctt catgaagcag atgctccagg aagtccatat
   409861 aactccattc ctggtctact gcctgttgtg acagcgcagg cgctgcgctt ataaggcttt
   409921 ccagttgcaa ctgcccggcg agcgccatca gtcgttgatg ttgcagttcc atcatcacgc
   409981 cactcctctg cagaatgagt cgtagatgga gagtggatga tgcagggggt gtttgtcgaa
   410041 gttcaccaga ttttcatcaa gatgcacgtc atactctttt ttctccggag gcagtgccag
   410101 catggactgc tgctcttcga gccagcgatc gcagggacgg gcctggattg tttcatgctt
   410161 tcgttggtta gcgacatcgt gcagccagcg cagaccgtgg cggttggctg tttcaacatc
   410221 gacagtgatc cccatcgggc gcaggcgagt cattagtggg atgtaaaaac tgttacgggt
   410281 gtactgcacc atccgttcca ccttaccttt agtctgtgcc ctgaaggggc gacacagtcg
   410341 gggagagaag cccatctcct tgccgaactg ccacagcgaa ggatggaacc ggtgctgacc
   410401 ggtctgatat gcgtcacgtt gcagaaccac agttttcata ttgtcataca acacttcgcg
   410461 cggcacacca ccaaagaagc ggaacgcatt acgatggcag gtctccagcg tgtcataacg
   410521 catattgtca gtgaattcga tgtacagcat tcggctgtat ccgagaacag caacgaacac
   410581 gtgaagcggt gagcgaccat tacgcatagt gccccagtca acctgcatct gtcgtccggg
   410641 ttcagtttcg aaccgaacgg caggctcctg ctcctgagga accgagagag aacgaatgaa
   410701 tgccctgaga atggtcattc cgccacgata tccctggtct ctgatctcgc gagcgattac
   410761 cgttgccggg attttgtaag gatgagcatc ggcgatgcgt tgacgaatat aatcccggta
   410821 ttcatccagg agtgaagcaa cagcaggtcg cggcgtatat tttggcggct cagattttgc
   410881 ctgcaaataa cgtttaacgg tattgcggga gatccccagt tctctggcaa tcgcccggct
   410941 actcattccc tgcttgtgca ggattttaat ttccataact gtctcaaaag tgaccataaa
   411001 ctctcctgaa tcaggagagc agattacccc ctggatctga tttcaggcgt tgggtgtgga
   411061 tcactattgc accgttcgtt acactttagg ggcggttacg gcctctattg tttggttttt
   411121 tgccttagca ttgctagcag catggttatc accgtggtta aatcgcccag tggcacaacg
   411181 aatcattaac ctatttgttg gcggggtaat ggggtttatt gctttccaat tggcacgaca
   411241 gggattcggc ctatgagttt ttgtcactaa tctgaatccc taactcaata agatatgcta
   411301 cgtttgatag gttaatacct ctatttatta acaatgagtg atcaacggcg aatgaatcgc
   411361 gatgttaatg gaatttcagt gagtgtcgtg cactgattct ctgacaggtg caggttcatt
   411421 tgtcatgcat atcttaggag gcaccgtgaa gttgaagaca ttggctttgg ccgcaatgat
   411481 aggattaggg acgttacctt tggcgctgca agctcaagcg gccgaagtgc cagaagggcc
   411541 gcatgttgtc acctcaggta ccgccagcgt tgaggcaacc ccagatatcg cgactatcgc
   411601 aattgaagtc agtgtatctg ccaaagatgc tgcagatgcc aaaaagcagg tcgatacccg
   411661 cgtcgcgcaa tactttgatt tcctaaataa aagtggcatt gaaaagaaag atgtcaaggc
   411721 cgctaatatt cgtacccagc ctgaatatga ctaccagaaa agcggtgaag ccgtattgaa
   411781 aggttaccgt gctgtgcgtc aggttcaggt gacattgcgc cagttggata aattaaatga
   411841 tttgctggat ggtgcgttga aatcgggtct gaatgagatc cgtgccgttg agttgggtgt
   411901 tgccagccca gaaacctacc gtgagcaggc gcgtaaaaaa gccattgaga atacgattac
   411961 gcaggccggc gcactggccg atggatttaa agttaaatta ggcccggttt atagcattcg
   412021 ttaccatata gcgaattacc agccaatgcc ggtagctcga atgtataaaa gtgctggagc
   412081 ggcatccgac acggcggtgg agcaaaccta cgaacaacag accatcaatt ttgatgatca
   412141 ggttgatgtg gtctttgagc tgcaaacggg agccaacccg gcatcgatcg cagctactgc
   412201 caataaaaca gttgctgctc agtaaacata aacagctact gcccaataaa cgagtcctgt
   412261 cgtaatacct gacgcccgta ggataagagg gcgtcagtaa cctttctcat ggtccggctt
   412321 tctggtgcaa accggtgcca gaacagcatc cgccgttgca ataaccccgg tgtcaggtca
   412381 atcagttcgc ccgaggccag ctctttttcg atttgcagat gcgggatcat acaacaggtg
   412441 gtaccttggc gggccaactg cacaaaggct tcagacgagt tgacgatatg gcagggcacg
   412501 ctacctggtg acaaatcgaa attttgctgt aaaaacgcct ggtgcatatc atccagatga
   412561 tcaaatgcca ccgcgggtgc tttcagcaac gctgaacggg tcacgccatt agggaaatag
   412621 cgttctgcga aggccttaga tgccacaaac aggtaatcca gagcaccgag ttggtcgacc
   412681 agacagcttg gcagtggttg tggctggata ctgacggcgc caacaacctc accacgcctt
   412741 aaacgttcct gagtccgggt ttcatcttcc acttgtaaat ttagccgaat aggtaaatca
   412801 gccagcaccg gtttcagcgc cggtaatagc caggtcgcca gactgtcagc attcacggcc
   412861 agcgatagca gcaacggtgt atcgaccccg ttatcattac cgagccactc ttcttccagc
   412921 agctcaacct ggtgcagtag agcaagcagt ttctgccctt gttccgttgg ccgtggtggc
   412981 accgtgcgca ccagcagtgg ctgaccaaac aggttctcca actgtttaat acgttgagat
   413041 accgccgatt gggtgatgca aagcttctgt gccgcacgtt caaaaccgcg ttcacggatc
   413101 accgcgtcca gcgcttgtag cgtacggtag tctgggcgtt tcatcggagt catctctcca
   413161 aaatagtaaa tcgatacaac actatgccac atttcgctgt gacattttgg tcatttttat
   413221 ataaggcaat gctgaggtat tcactttaaa taaacgcgta tctccccttc aggcatgata
   413281 ttgccgctcg cgcttatccc aatcaccgac ttgagtcacc catcagaatt ccctcatttt
   413341 gcctggttgc agcaccaata actttgggta taactgtgat ctcgctagaa ttaaccctgt
   413401 cataaacggg ctttattgag acgatttttg ctgtgcatgt tctataataa gcttttgttt
   413461 tcatatcata ggcagtgaac ttaccatgac tcaggatgaa cttaaaaaag cggtgggctg
   413521 ggcagcatta gattacgtta aacccggtac gattgtgggt gtcggcacgg gttcaactgc
   413581 ggcgcatttt attgacgcgc taggctcgat taaacatcag atcgaagggg ctgtttccag
   413641 ttctgatgct tcaaccgcca agctgaaaag ctatggtatc ccagtatttg attgtaatga
   413701 cgttgatgta ttggatatct atgttgatgg tgctgacgaa attaacggcc aaatgcagat
   413761 gattaaaggc ggtggcgcag cactgacccg agagaagatt attgcggcta tcgcccggaa
   413821 gtttatctgt attgctgatg aatccaaaca agttggtgtg ctgggtaaat tccccctgcc
   413881 agtcgaagtg atcccgatgg cccgctctta tgtggcgcgt gagctgatta aattgggtgg
   413941 tttgcctgaa taccgtcaga atgtcctgac cgataacggt aacgttattc tggatgtcca
   414001 caacttgagt attttggatg ctatcgcttt agagaaccaa attaatggca ttgccggtgt
   414061 cgtaacggtg gggctatttg cgaatcgcgg tgctgatgtg gccctgattg gtacggccaa
   414121 tggcgttaaa gtgattggct aaaatttttc agggtgtcgt ttatttggct tcaccctgat
   414181 aattttttgc ctttgaatat cttttcttaa aaccattgaa tttggtgata tatatcacat
   414241 tccctcattt cctttgatta acctgtcgcc ctctctcggt tcgctagttt tttcttccat
   414301 aaattaacat tcacactgac ggttatgttg atgggcaggc aatcgtttgt attgctgctt
   414361 acgtaatatt tgttatgttg acagggtgct gaccggattc attcgatatc ggcagccgca
   414421 tctgaagtct gaaaataggg tcggggacat ggcaaaagta tcactggaga aagacagaat
   414481 taagtttctg ttagtggaag gggtgcacca gagcgcggtt gataacctgc gtgcagccgg
   414541 atatagcaat attgaatacc ataaaggtgc cttagacgcc gaatcactga aggcatccat
   414601 tcgtgatgct cactttatcg gaattagatc gcgcactcat ctttccgaag acgtttttgc
   414661 ggcagcagaa aaattggttg ctgtggggtg tttctgtatc ggtactaacc aggttgattt
   414721 aaaagcggcg accaaacgtg gtgtgccagt attcaatgcg cctttctcca atacccgttc
   414781 ggtagccgaa atggtattgg gtgagttgct gctgatgttc cgaggcattc cgtctgctaa
   414841 cgcgaaagcg caccgtggcg agtggaacaa gttggcggta ggttccttcg aggcccgagg
   414901 taagaagctg gggattatcg gttacggtca tatcggtact caactgggga ttctggctga
   414961 aagtatcggt atgaaagtct tcttttacga catcgaaaat aaactgtcgt tagggaatgc
   415021 gcagcaagtt cgccaactgt cagatttact gaatatgagt gatgtggtca gcctgcatgt
   415081 accggaaaac cacactacca agaatatgat tggcgctgag caattggcac agatgaagcc
   415141 gggtgcgctg ttgattaatg cctctcgcgg caccgtggtc gatattccgg ccctgtgcga
   415201 tgcgctgtcc agcaatcact tgtcaggtgc ggcaattgac gtcttccctg aagagcctgc
   415261 gaccaataaa gacccgttca attcaccact gtgtgaattt gataatgtgt tactgacccc
   415321 gcatattggc ggttctactc aggaagcgca ggagaatatc ggtgatgaag tcgcgggtaa
   415381 gctggcgaag tattccgata atggctcaac gctatctgcg gtgaatttcc ccgaagtttc
   415441 tctgccagca catggtgata atacccgtcg cctgttgcat attcatgaaa accggccagg
   415501 cattttgacc agcattaaca ccatttttgc tgagcagaat gtcaatatcg cggcacagta
   415561 tctacaaacc agcgctgata ttggttatgt cgtgattgat gttgaaaccg atgatgcaga
   415621 taatgcggaa aaagccttgc aggcgatgaa ggccattcca gggacgatcc gcgctcgctt
   415681 attgtactaa ttcctgaaat gattaaacgc ctgggatcca taggatctca ggtgtgaggt
   415741 tattgacaaa gtgcccgcga cggagagaac aggcagatcg taaagacgcc gtaaatacat
   415801 ccatgtaggc tcgagccgcg ccctccctgg cgcggacgct ttactcttct gcctatcctc
   415861 accgttcaag agtgagtcat cggggtttgt cagcagtctg acaccgggga tccataggat
   415921 ccccggtgtt ttttttatct cgaacgattt tctttcacca ctgccacact tttgctggtg
   415981 tcacaatctc tggcaacggc acatcccaat attcactcgg taacttatcg accaactggc
   416041 aatcatgggc caatccaata ggataagggc cattttgctg ccagcgttgc agagttcggt
   416101 cataaaaacc gccccccatc cccaaacgct gaccatggcg atcaaaggcg accaatgggg
   416161 taatcactac atcgagttga tgcaatggca agacttctcg cacatcgagt tggggttcaa
   416221 ggattttcag tcggttgcgg attagcgggc tttctgggcg atagcgcaga aataataaat
   416281 taccggggct aaacgggtgg aggacaggca aataaacctg ttttttctgc tgccacagtt
   416341 gctcaataat tggctgggta tcaagttcgc cgtcaaagga gagaaacacg gctaccgtgt
   416401 gagcttgctg gattttgggg tgctcggcaa tgtgctgtgc cgccagatgt gccgattgtt
   416461 gctgttgaac gggtgttagc agacgccgat gctcacggat ttccgcgcgg atacgttgcc
   416521 gctcaagggc atgttgtgga ttttgcggca taaaaactgc ctgtatcagg atatagtcga
   416581 taacccaaag agtattgatt aacgctactt ttgaacatcg ctacttttgg atatcaatac
   416641 tgttgatcat caatacgact catcaacgat agtgaaggga tctccgaggt gccgtcgcag
   416701 gctgtaaccc ttgaaccctt ggttcaaggt gaacgcagcg tcgcaacctt aaggcttctc
   416761 ggcggaccga gcatgctcac cggttacgga gcactacatt ctgttggtat taaatatcgg
   416821 ctcaggggac tggcccgctg gcaaacacct cagagaaatt ctttactcac tgtagaatct
   416881 atcattcaac agtaatttat tcaaacacag taatttattc aaactgtgta tcttgacggt
   416941 cagagatacg accttgttca agtaatgctt gttcaatggt ctgttgcagc atccgtatac
   417001 gttgctccat attggaggca tagtcacgcg tttttaatct ttcctgagcc agttcgtgac
   417061 acacgttcaa tgctgcaata aaaactaact gttcagtatt gttgactcta gtgcgaactt
   417121 tgagatcttg caaccgttgg ctaagatctt ctgctgccat gttcaacgca tcttgctgtt
   417181 ctggtggaca attaactctt aatgaccgac caaaaacttg aatatctacc ggttgtgcag
   417241 acatgctacc ttcctgccta attttcgcgc cagcactgca aaccagaagc aaattgctcg
   417301 tggctgcaaa gcgggcgtca ctatatatac ctcgatacca agatacaacc ccttaatatc
   417361 catcatcttc caagttgttg gtgtgttagc ggctaccact cacccaaatc acttatctgt
   417421 cgtagacgtt acttatcgat aagattattg ggactttctg gcttgccgcc ttcctgcatc
   417481 ttgaaatcta tagggtatag ggtgctgcgt tttctggtat agcgactgat cttgatggta
   417541 gcataacatg aacttatcct gccaacgatg accaatacgc atgtctatag agaatacatt
   417601 accaacttac ccatcacttg ccttggcact cagccagcaa gcagtagcat taaccccggc
   417661 tgagatgcat gggttgatca gcggaatgct ctgtggtggc agtaaagaca acggctggca
   417721 gacgctggta catgacttga ccaatgaggg agttgctttt ccacaagccc tgagtctgcc
   417781 gttacaacag ttacatgaag caacacaaga agcgctggag aatgaaggtt ttatgttcca
   417841 gttgcttatc cctgaaggcg aagatgttac tgtttttgat cgtgcagatg cgttatcagg
   417901 ttgggtaaat catttcctct tggggttagg gatgttgcag ccgaagttgg cacaggtgaa
   417961 agatgaagtg ggtgaagcca ttgacgactt gcgtaatatc gctcaattgg gatatgacga
   418021 agatgaagat caagaagaac tggcgcaatc attagaagaa gttgtcgagt atgtgcgtgt
   418081 tgcggccatt ttgtgccata tcgaatttac ccagcagaaa cctaccgccc ctgaaatgca
   418141 taaaccgaca ctgcattgat tttgaacaat gggctgattt tatcaattgg caagtgtggt
   418201 gaagtgagtt tcaggtgatg caaaccggat atttcaggag aaggtcatga ctcagcaaga
   418261 ataccagaac cgccgtcagg cactgttggc gaaaatggcc cctggcagtg ctgctattat
   418321 ttttgccgca ccagaagcca cacgcagtgc agattctgaa tatccttatc ggcagaatag
   418381 tgattttagc tatctgacgg gcttcaacga gccagaagcg gtgttgattc tggttaaaag
   418441 cgatgagact cataaccaca gcgtgctgtt taaccggatc cgggatttaa ccgctgagat
   418501 ctggtttggt cgtcggttag ggcaagaggc cgcccccacg aaactggcag tagatcgcgc
   418561 attacctttc gatgaaatca acgagcagct ctatttgctg cttaatcgcc tggatgtgat
   418621 ttatcacgct caagggcaat atgcttacgc agataatatt gtttttgctg cactggaaaa
   418681 attacgtcat ggttttcgta aaaatctccg agcgccagcc acgttaaccg attggcggcc
   418741 ttggttgcat gaaatgcgtc tgtttaaatc agccgaagag atcgccgtgc tgcgccgcgc
   418801 aggtgaaatc agcgcactgg cccatacccg tgcgatggaa aaatgccgcc ccggtatgtt
   418861 tgaatatcaa ttggaagggg aaattctgca tgaatttacc cgccatggcg cgcgttatcc
   418921 agcgtacaac accatcgttg gtgggggtga aaacggctgc attttgcact ataccgagaa
   418981 tgagtgtgag ctgcgggacg gggatttggt ccttatcgac gcgggttgtg aataccgtgg
   419041 ctatgccggt gatatcactc gcactttccc ggtaaatggc aaatttaccc ccgctcagcg
   419101 ggcggtttat gacatcgttc tggcggctat caataaatcg ctgacgttgt tccgccccgg
   419161 taccagcatc cgtgaggtca cggaagaagt ggtgcggatc atggtcgtcg gtttggtgga
   419221 gttgggtatt ctgaaaggtg atatcgaaca gttgatcgct gaacaagccc atcggccatt
   419281 ctttatgcat ggcctaagcc actggctggg gatggatgtc catgacgtcg gcgattacgg
   419341 tagcagtgac cgtggccgta tccttgaacc gggcatggta ttaaccgtgg aaccgggctt
   419401 gtacattgcc ccagatgccg atgtcccgcc gcaataccgg ggcattggta ttcgtattga
   419461 agatgacatt gtgattaccg ccacgggtaa cgaaaacttg accgcgagcg tggttaaaga
   419521 ccctgatgac attgaagcat tgatggcatt gaatcactga tggtattgaa tcattgatgg
   419581 cattgaagca ttgatggtat tgaaacacag atggcagcga gataactgat gagtgtgata
   419641 attgttggtg gtggaatggc gggggtaact ctggcactgg ccatttcatc ccttactcac
   419701 gggcaggtgc ccgttgcact ggttgaggcg caacaaccca atgaccggca acatccgggc
   419761 tttgatgcca gagcgattgc gctggcgcag gggacttgcc agcagttggc gcgcattggt
   419821 gcctggtcgg cattggccga ttgtgccacg gccattgatc atgttcatgt cagtgatcgc
   419881 ggtcattctg gttttgttaa tttgcgggct gaagattacg gtgtaccggc gctggggcat
   419941 gttctcgagc tacatgatgc tggtgaacgg ctctttgcct tgctgatgaa agcaccgggg
   420001 gtgacgctgc attgtccggc caaagtggtt gatgtggttc gtaccgctga atccgcccgt
   420061 gtgacgctgg atgacgggca acaactggcg gcaaaattgc tggtggccgc agacggttct
   420121 cactcggcat tagcccaatc ctgcgctatc caatggcagc gacaggatta ccaacaggtt
   420181 gcaattattg cgaatatcac cacctccgag ctaccgaatg gccgtgcttt tgagcgtttt
   420241 acccgcaatg ggccattagc tttactgccg atgtctcagg ggcgcagttc tttggtttgg
   420301 tgccatgcga agcatgatca acaacagatc gatagctggg atgacgcgcg ttttttggca
   420361 gagctacagc aagcctttgg ttggcggttg gggaaaatgc ttcaggcggg taaacgccac
   420421 agctacccat tacagttact gattgcgtca cgtcatatca gccaccgcct ggcgttggtg
   420481 gggaatgcgg cacaaacctt acatccgata gccggtcagg ggtttaatct tggcctgcgg
   420541 gatgtgatgt cactggctga aacccttgca gaggctgcgg ccatggggaa tgatctcggt
   420601 gactataccg ttcttagcca ctatcagcag cggcgtcagc aggatcaaca ggcgactatt
   420661 ggcgttactg atggtttgat ccgtttgttt gcgaatcgct atgggccgtt agtcgcaggg
   420721 cggaatttgg cgctgatggc catggaacag atgcccacaa tacgtgatac ttttgctcgg
   420781 cgtacattgg gctgggtcga gcgctaactc aatagactca tcgggattaa cgcgcctcat
   420841 cgttgaggtt taccctatgg ggtggcacaa atgctgttca aatcgttccc gaccaatttg
   420901 cttctcgttt gccgcctccc tgcatcgaga aatctataga gtaaataaag ttcatatttt
   420961 catggggaaa tgtttcggca tgcaatcatt tgacatagtt atcgccggtg gtgggatggt
   421021 gggtctggcg ctggcttgtg gtttacaagg cagtggcctg cgtatcgcca ttatcgagca
   421081 tcagcctgca ccgatgccat taacggcacc gttgaccggt gagctggcac tgcgagtctc
   421141 ggcgatcaac gcagctagtg agcgcttact gcaaaaaatc ggggtgtggg aaacgattca
   421201 ggcactgcgt gctagcccgt accacggtat ggaagtgtgg gataaagaca gcttcggcaa
   421261 aattgccttt catgcggatg aatatggctt cagccatctt ggccatatca ttgaaaatca
   421321 ggtcattcaa caagcattgt ggcagcgggc cagccaacta ccagaggtga cggtcttggc
   421381 acccgccagc ttcaaacaag tggcttgggg cgagactgaa gcgtttatca ccctaaccga
   421441 tgaccggatg ctcagtgctc ggctggttgt tggggctgat ggcgcacact catggttacg
   421501 tcagcatgcg gatattcctc tgaccttctg ggattatgcc caccatgcct tggtggcaac
   421561 tatccggact gacgagccgc atcaggctac cgcgcgtcag gtattccacg gtgacggcat
   421621 tttagctttc ctccccttta gcgaccccca cctcagttct attgtctggt cattaccgcc
   421681 tgagcgtgcc gccgagttag ccgtgctgcc cgccgagcaa tttaaccgtg agttggcgat
   421741 gacgtttgat atgcgccttg ggcaatgtca gcttgagagt gagcggcaaa cgttcccgct
   421801 gaccgggcgt tatgcccgta gctttgccgc gcaccggctg gtgttggtcg gcgatgcggc
   421861 gcataccgtg catccattgg ctgggcaggg cgttaatctg ggctttatgg atgtagccga
   421921 attagtgtct gaacttcggc gtttacagcg tcaagggaag gatattggtc agcatctcta
   421981 tctgcgccgt tatgaacgcc gccgcaaaca cagtgctgcg atgatgctgg cgagtatgca
   422041 gggcttccgt gatctgtttg ctggcaacaa tccggctaaa aaattattac gtgatattgg
   422101 gttaacgctg gccgatcact tgccgggggt taaaccgcaa ttggtacggc aggcgatggg
   422161 gctgaatgat ttgccagaat ggctggagcg ttctcaataa tacgccgtta cgggtattaa
   422221 tgagacaccg ccagtgtgtg tctaaagcag ccttcggtag tgcctcaagc cgcgtgcgct
   422281 ctggcgcgga tggggcttgg actcacagcc ccacattgtg ctggactcac agccccacat
   422341 tgtgtcattg ggggttgtca gtcgcccgag ttatgggccg ctttgcgacg aatgttgcgc
   422401 gataaataaa cgttgagctt gggggggtga cacaaaatac cggtattctg cgtctatgtg
   422461 gtctatgccc gtgatttatg gggatggata aaatgttatg gatatcaata agccgtattc
   422521 attatcccca gcggtatcag cctacgatct ccctcagttg aaataatcta atttcagtcc
   422581 atttttcgca ttagtttttt tcacagataa tcgaagttta aaaagtttaa tccgacagac
   422641 ttttggccat ttagttatat aacctcgcca tttttacgaa ttaattgttc attgtgtgcc
   422701 tctgtacgca gttttacagt agaaaactct gcacaatcct tctgtttttt gtcgcctgaa
   422761 gagggcgcct cgcctatttt agcttatggt tccctgaggg gatcggtgct aacgttgagc
   422821 aaaaggtatc gtttgcgtcg tggtgtccct acctgtttat tgtggtcttg aagcaggtac
   422881 cctgcggctt caaacacgaa gtgtatattg agggaaaaag atggctaagc agaccccgct
   422941 gtatgaccaa catgtcgcgt gcggtgcgcg tatggtagat tttcatggtt ggatgatgcc
   423001 attgcattat ggctcccaaa ttgacgaaca ccattttgtg cggcaggacg caggcatgtt
   423061 tgatgtctcc cacatgacca tcgttgattt gcacggtaac cgtacccgtg agtttttgcg
   423121 ctatctgttg gctaacgatg tagccaaact gacccaaccg ggcaaagccc tttacaccgg
   423181 gatgctgaat gaatccggcg gtgttatcga tgatttgatt gtttacttcc tcagcgaaga
   423241 ttatttccgt ttagtggtta actccgccac ccgtgataaa gacctcgctt ggataagtca
   423301 gcatgctgaa ccttatcagg tcgaggtcac ggtgcgtgac gatctggcac tgattgcagt
   423361 acaaggccca caagcccaac aaaaagttgc cacgttactg accaccgagc agcaacaggc
   423421 tattgcgggc atgaagccat tctttggtat tcaaaccggc gatttattta ttgctaccac
   423481 gggttatacc ggtgaagccg ggtatgaaat tgcgttgccg aaacagcagg ttgttgcgtt
   423541 ctggcagcaa ctattggccg ccggtgtgaa gcccgcaggt cttggtgcgc gtgatacgct
   423601 gcgcttagaa gcggggatga acttatatgg tcaggaaatg gatgaaaaaa cgtctccgtt
   423661 agccgctaat atggggtgga cagtggcctg gcaaccagaa gatcgtcagt ttattggtcg
   423721 tgctgcgttg gaaaggcagc gaatgaaggg gactgagcaa ttggttggtc tgatcatgac
   423781 ggaaaaaggc gtgttacgta atgaattgcc ggtgtatttt tttgatgccg caggcaatca
   423841 gcatgttggg gtgataacca gcggttcatt ttcgccaaca ctgggtttca gtattgcgct
   423901 agcccgtgta cccgcaggta tcggtgaaca tgctgtggta caaatccgta accgtgaaat
   423961 gccggtacgg gtaacaaaac ccggttttgt gcgagcgggc aaagccatcg tattgtaagt
   424021 ttgttttcca ttattctgaa ttataagagc cttctctttt ggctctatct cttttaagga
   424081 atagcaatga gtaatgtacc aacagaattg aaatatgcct tatctcatga atgggttcgt
   424141 gctgacggcg atggtgtgta tagcgtcggg atcactgaac atgcgcaaga gctgctgggt
   424201 gatatggtat tcgtcgatct gccagaggtg ggcagcgatg tttcggccgg tagcgattgt
   424261 gcggttgccg aatcggtgaa agccgcttcc gatatttacg cgcctatcag cggtgaaatc
   424321 gttgcagtta atactgagtt ggaaaactcg ccagaattgg ttaacagcgc gccttatacc
   424381 gatggttggt tgttcagtat taaagccgct gatgagtccg aactggacaa tctgttggat
   424441 gctgatgctt acctcgcggc gattgaagag taactcaagt gagggccatt ttattggccc
   424501 tgacgccgag taggttaaat ggcgctacag cccggtgcaa gcgaacgtcc ccgatgagcc
   424561 tatccaatat aggtcactga ttcaggtgag tgtatgtcgt taacgccctg tagcgtcaag
   424621 tccgaagggt ataagttgtg tcagcccatt tcccgtcccc gcgctattca ggaatttgta
   424681 gcaaatgact cagaatctca gccagcttga acataacgat gcttttattc agcgccatat
   424741 tggctcctca gttgaacagc agcagcagat gttggccgcc gttggtgcca gttcgttaag
   424801 tacgttgatc cagcaaattg ttccggcaga tatccaattg cctggcccac caccagtggg
   424861 tgaggccgcc accgaacacc aggcgctggc ggaactcaaa gggatcgcca gccagaatca
   424921 atgctataaa tcctatatcg gcatgggcta cagcccggta ctgaccccgc ccgtcatcct
   424981 gcgtaatatg ctggaaaacc ccggctggta caccgcgtat accccttatc aaccagaagt
   425041 ttctcaaggc cgccttgagg cactgttgaa tttccagcaa ttgacacaag acttgacggg
   425101 cttggatctg gcatcggcct ctttgctgga tgaagccacg gcagcggcag aatccatggc
   425161 actggcgaaa cgtgccagta agctgaaaga cgctaatcgt ttctttgttg ctgacgatgt
   425221 ccacccgcaa acgctggatg tggtattgac ccgcgctgag acctttggtt ttgacgtgat
   425281 tgttgatcgc gcagaaaaag tactggaact agacggtatc tttggtgtgc tgttgcaaca
   425341 agtcgggacc accggcgagt tacatgatta cagcgccctg ttggccgaac tgaaaaaacg
   425401 taaaattatt accagtgttg ccgctgatat tatggcgttg gtactgttga ccgctccggg
   425461 tgcacagggt gcagatgtgg tatttggttc cgcacaacgt tttggtgtgc ctatgggcta
   425521 cggcggtcca cacgcggcat tctttgcttg ccgtgatgaa tttaaacgtt caatgccagg
   425581 ccggattatt ggggtgtccc gtgatgccgc aggcaatacg gcgttgcgaa tggcgatgca
   425641 aactcgcgaa caacatatcc gccgtgaaaa agccaattcc aatatctgta cctcgcaggt
   425701 gttactggcc aatattgcca gtctgtatgc ggtttatcat ggcccacagg gcttacagcg
   425761 tattgctggc cgtattcacc ggatgactga cattctggct gctggcttgc agcacgcggg
   425821 gttgacccta cgtttcaaac actggttcga taccctaacc gttgaagtta aagataaagc
   425881 ggcggtactg gcccgtgcat taagttttgg cattaacctg cgtactgaca ttcatggcgc
   425941 ggtagggatc acactgaatg aaaccacctc acgcgaagat attcagacgc tgtttgcctt
   426001 gttcgttggc gataaccacg gtttggatat cgatcaactt gatgccgccg ttagtcagca
   426061 tagccaatca attcaagaca gtatgctgcg ccgggacccg atcctgaccc atccggtgtt
   426121 taatcgttac cacagcgaaa cggaaatgat gcgctatatg catcgtttag agcgtaaaga
   426181 tttggcattg aatcaggcga tgatcccgct gggatcctgc accatgaaat tgaatgccgc
   426241 ggctgaaatg atcccaatca cttggccaga gttcgctgaa ttgcacccat tctgtccacc
   426301 agaacaggct gcgggttacc agcagatgat tggtcagcta tcgcaatggt tagtacaact
   426361 gacggggtat gatgctgtct gtatgcagcc aaactcaggg gcgcaaggtg aatatgccgg
   426421 tctactggct atccgccgtt accatgagag ccgcaatcag gcgaaccgcc atatctgtct
   426481 gatcccaagt tcagcccatg gaacgaaccc agcttcagca caaatggcgg gtatgtcggt
   426541 ggtggtggtc gcctgtgata aacaaggcaa tattgatctg cacgatttac gtcagaaagc
   426601 ggaacacgcg ggtgatgagc tgtcatgcat tatggtgact tacccatcaa ctcacggggt
   426661 ttatgaagaa actatccgtg aagtttgcca gatcgttcat cagtttggtg ggcaggtgta
   426721 tctggatggc gcgaacatga acgcccaagt tgggatcacc acaccgggtt atattggcgc
   426781 ggatgtttcg catctcaatc tgcataaaac tttctgtatc ccacatggcg gcggtggccc
   426841 aggtatgggg cctattggcg tgaaagccca tctagccccg tttgtccctg gtcatagcgt
   426901 ggtgcaaatt gatggcatga cgacgcaaca aggggcggtt tctgctgcac cgtttggcag
   426961 tgcttctatt ttaccgatca gttggatgta tatccgcatg atgggggctg atggtctgaa
   427021 gcaagccagt caggtcgcga tcttaaatgc caactatatt gctactcgct tgaaaaatgc
   427081 ttatccggtg ctctataccg gccatgatgg ccgtgtggcg cacgaatgta ttttggatat
   427141 ccgtccattg aaagaagcga ccggcatcag tgaaatggat atcgccaagc gcttgatcga
   427201 cttcggtttc catgcaccga ccatgtcctt cccggttgcg ggtacgttga tggttgaacc
   427261 cactgagtct gaaagtaaag ttgagttaga tcgctttatt gatgcgatgt tggctattcg
   427321 cgccgagatc gagaaagtgg ctcaaggcga atggccattg gaagacaacc cgctggtgaa
   427381 tgccccgcat actcaggctg aattggttgg tgagtggaca catccataca gccgcgaact
   427441 ggcggtattc ccggtggcgg gtgtactgga gaataaatac tggccaaccg taaagcgtct
   427501 ggatgatgtt tacggtgatc ggaatttgtt ctgttcatgt gtgccaatca gtgactatga
   427561 gtaatctcat ctgagcaaaa ccaagggccg tgaaagcggc cctgaggtta ttgacaaagt
   427621 gcccgcgacg gagagaacag gcagatcgta aagacgccgt aaatacatcc atgtaggctc
   427681 gagccgcgcc ttctctggcg cggacgcttt actcttctgc ctatcctcac cgttcaagat
   427741 cgcgtcatcg gggtttgtca gcagtctgcc tgttgttatc taattatttg ttatctaaaa
   427801 atgattattt ttcagcttgc tgcctactcc gtgttatttt ccctttccgt cttaccttcc
   427861 cgcctcaggt gactatttgt atccctccaa tcaatgatta tgcttattaa tgggatataa
   427921 agaatcataa taggaggcat tatgataaat aatcgattca tcggcagttg gtcattgatt
   427981 tctcagcatt ttattttacc ggataacagt atccactacc cgatgggaca aaacatgttg
   428041 gggcgtatta attatgaaaa acagggcaca atggcggcac aactttatcg tggtgaccgg
   428101 gccaaattta ctacggaaga ctggttacag ggcagtgata gcgaaattaa aaatgccttt
   428161 cttaccgccc tgacttactt tggccgctat catattgatg aggaacaggg catcgtgacc
   428221 catactgttg aaggctgctt gttccctaac tgggttggta accagcagat tcgacattat
   428281 caatttgaag aagatcgttt aacgttacgc acaccgccat tgcaaatgaa taattcatcg
   428341 ctggtggggg tattaatttg gcaaaaagtg aaaaaatagc gatggactgt ttatatacat
   428401 aagaatgttg cacttgttac tggtggtagc cgggggattg ggcgggctac cgcactattg
   428461 ctggccaaac atggttatag aaaaagcatc caaacacctt gatgatgaat tataaaaagt
   428521 agcaaatata attatttttt ttattttgtt aatatgatta attgaaataa cattaaatat
   428581 ttttattaaa aagtaattta tgagttggct tgattgactt aggtaacgtt acatcaatat
   428641 attagtgtcc gataacttct atttagaatt attttattgc tggagttagt gtattaaaag
   428701 taacaggctg cgccttgatg tcgtctgtag tttagttcaa tcaccagtgg ttgtgctggt
   428761 gtattttaat ttacattatc atacgtattc accagttgat atttttatgg ttttatttta
   428821 ttgggatctt cagcggtttt ttgtccagta acgacagttt tatccatgat aaatgattta
   428881 ccattgtttt attattggtc tacatggttg ttttttatgc ttttaaatag gtattgacga
   428941 tttgcctggt tcttttggta gtttttagct atcaaaaatg gtttatcaag tgtctgaaac
   429001 aattttaaaa ataatattat ttgtaataag gtttttgttc tattctatgt tgtttcattt
   429061 aattaaatta tttttagtgt aagccataat tatcgacata agatttcgtt gagtattctg
   429121 tggctgataa ggtactagag taaagacaaa aaatcagcga agtaagtgta aaggttaggt
   429181 cttatatact gcaaattatt cgggttgttg agcgtagtca acgcatatgt ggcttgaagt
   429241 atggcgggtg taaccaacta gccgacattc cataatgtta tggtttgttt agataataga
   429301 tgcacagtga atttttattt aatcatccag aattagtggc taaaaagcat aagataataa
   429361 attcacttca ggttgttaca tcactaccta caaattcttc acctgtaaaa aggtgatata
   429421 aaataaagtg gagagtggca tggaaaacat cataaaatat gacattaatt attttttaag
   429481 gtttgtttgt tttaattact ttatgaacat aaagttttat cgtggtctgt ttagtatttc
   429541 tatagtgatg atttatttat ccctggcacc gcaacttctc agctttatgt gaataatgct
   429601 gatgatcagt cttgttatgc cattatggat gggccgtcgg tggggcctat aactagtccg
   429661 aattgtaata ctccatctat tgggattatt aatacaaatg cggggcagct atttgttggt
   429721 ggaacggggg ctgcggtatc gggaacatta ggccctactt tttggacagg gacatttgct
   429781 acaccggtcg gcaccagtaa taccgcaact gcatacggta tggtcgttca aagcggtggt
   429841 gcgtacatca cgggtaatac ttacgtacaa ggtgggttat tcttgaatgg gcaaaaagcg
   429901 accaatcttg cccctgcgac gatttcatct acctctaccg atgcggtagt tggtagccag
   429961 ctttataatc tggtccaaga tggaacccgc tatttccatg ctaactcagt gaatccaaca
   430021 gactcactgg cctctggcct ggaaaccatt gctgtcgggc cagcgacagt ggtcagtgga
   430081 gataacggtg ttggcattgg taacaccgcc cttgtcgggg cggcagcaac ggggggaatt
   430141 gcaataggtt tcggtactca ggtgacagct gccggggcta cggccatcgg ttccgcagcg
   430201 caggctcaag gggcgcaatc tctggcgtta ggcgcggggg cggtgaccag ccaggcaaac
   430261 agtatcgcgt tgggggctgc ttcgatcaat acggtcggcg ctcagagcag ttacagtgct
   430321 tatgcactaa cggctccgca ggcatcggtg ggggagttag ggattggcac cgcattgggt
   430381 aatcgtaaga ttaccggtgt cgcagctgga tcggcgagtt ctgatgcggt caatgttgct
   430441 cagttgactg ctgttggtga tcaggtgcag cagaataccg cgaacatcac cagcctgggt
   430501 ggccgggtta ccaccattga ggggagcatg gccagcatcg ccaatggtgg cggtgtgaag
   430561 tatttccatg ccaactcgac tcagcctgac tcggtagcca gtggtaccaa ttcggtggcc
   430621 atcgggcctg cttctctggc ttcgggtaat gctgctttgg cttcgggggc aggggcggtg
   430681 gcgatagggg atggtgctgc cgccagcgcg gacggcagtg ttgccattgg tcagggatct
   430741 ggtgataacg ggcgtggcgt agagaactac atcggtaagt attccaatgc gagtaacacc
   430801 agctcgggta ccgtatcagt gggtaatact gctactggag aaacccggac ggtcagcaat
   430861 gttgccgatg ggctgcaggc caccgatgcg gtcaatttgc gacaactcga tggtattgct
   430921 gcctctatcg tcgtcgtcga aaacaacgtt tctgggctcc agaatggtac cgatggtatg
   430981 tttcaggtga ataatagtag cggtcttgcc aagccatccg caaccggtgc taattcagca
   431041 actggtggtg ccggttctgt ggcttccggc aataacagta ccgcgtttgg ctcaggtgct
   431101 aaagcaacag cggcaaacag tgcagccttg ggggctaact cagtagctga tcgggcaaac
   431161 agtgtttcgg taggctctgt tggtaatgaa cggcagatca ccaacgtcgc ccccgcaact
   431221 cagggaaccg acgcggtgaa cttcgatcaa cttaagagca tttccaatca aactaatgct
   431281 tacacgaacc aacgttattc cgagctgaag caggatctga ggaaacaaaa tagcgtgttg
   431341 agtgcaggga tagctagcgc aatgtctatg gcgagcttga cacaaccata tacttcgggt
   431401 tccagcatga ccactatcgg cgcggccagt taccgtggtc aatcggctct gtcgctaggg
   431461 gtatcgagta tttctgacag cgggagatgg gtcagcaaac tacaggcatc ctctaacact
   431521 caaggtgatt ttgggattgg tgtcggtgta gggtatcagt ggtaaagagc gcgttacgcc
   431581 aacgctgaat gctattcagg ctgtcactaa cgggttgtag ggtgttttgt acaacccgat
   431641 tctcgctctt gggcatcaaa ggatcgccat gtcatcattt aaaaccctgg gatttttctt
   431701 cctttcactg tcattactct tctcttcctt attagtgctc ttatctctgc tgctattcgc
   431761 tggtttatta ctgttcccca gtctcttacc gttctcccgt ttcttgccat tcgctggatt
   431821 ctctccagcc agcggatttt cgctagcgac aaaatatgat gagggatttt cgggtaatgt
   431881 gagctatagg ggggatctca atgacagccc gaaaacggac ccactgtgga ttccattacc
   431941 tgcgttacca cttattcaac aggctgttac tgaattagtg ccaacggtgc aggggcagta
   432001 ccaagagcat gtcatgagcc aagtgtgtgc attagcccga ggtgagcgta ctcaggaaca
   432061 ggttgctcaa acactgcggt catacgatat cgatatcagc aatattcccc ctcagggaca
   432121 tcctctttct ctgttggtca gtaccgacca atccagtcgt gtcatcggct gtgctgctta
   432181 tattgccagt tctgtcatgg ctatccctaa gtcggatgag tttatggtga gtactgataa
   432241 acccgcggat gccttaccag ggaaaaaaaa tgaagcggca agcaaagaga aaacattgag
   432301 tattgatcct aaaaaattag ctcaatacct tcagactcaa ttggctgtag cgaaggctaa
   432361 tgctgatatt tttgcaatta ttgccgttga gttagaaaaa aaaccagggc tcactgtgaa
   432421 tgaatattcg gtacaaataa aaaaagtatt tagtgaagtt gcttcggcct atttacaacg
   432481 ggtcaaagct ctttatgccg tgggggctgg ggttaattat aaattaatta cttactctga
   432541 tgagggtttt aagttcatta gcaatgatgg ttacttgttt gagtatgggt acgacagctt
   432601 aagtttgtat ttcaacagaa ttccttggta tggcagcgga aaaatattgg ggaaagagta
   432661 ttttttctct gtttcgtata ttgaaccgaa tcttgtaaaa cgcataagag aggagaagcg
   432721 tgaagagaag agtgaagggg ttctcaatca agagagcggt gttgctccct gaatgctgat
   432781 ttgctggcag ccatcaaaac gggctagtta ctttttattg ttagggagta gaaacctctg
   432841 gcagactttt ttagcgtaca ggtgtacact gaaatcactc tcagttaatc tgagtgcgct
   432901 atttctgtac agtagaatgg cccataaccc gtttaccggg cgagataata attaatattt
   432961 aggataatca gtattgaaga ataaatcagg gacacaacct ctctttgcaa caccatccgt
   433021 acccgccgca caaacggcca ccccaacccc ggcttacccg tgggctgaag agctggcgaa
   433081 cagcctcagc catggtatcg gtgtggtgtt cggtattgtg gggctggtat tgctactggt
   433141 tcaggcggtg aacagtggtg ccgataccaa agcgctcact agctatagtt tgtacggtag
   433201 cagtatcatt ttgttgtttt tggcctctac gctgtatcac gccattccac atcgtagggc
   433261 gaagctctgg ctgcaaaaat ttgatcactg cgctatctac atcttgattg ccgggactta
   433321 tacgccgttc ttattagtag ggctagattc gcctctggcc agaggtttga tggcggttat
   433381 ttgggggctg gcactcatcg gtgtgatctt taagttggcg tttgctcatc gttttgaagt
   433441 gttgtcactg gtgacctatc tgaccatggg gtggttatcg ctgattgtca tttatcagct
   433501 cgcggtcaag cttgagatcg gggggttggc actgctggcg atagggggct tgttatatac
   433561 ggttggggtg atcttctatg catcgaaacg tatccgtttt ggtcatgcta tctggcacgg
   433621 ttttgtgtta ggcggcagtg tctgccattt tatggcgatc tatctatatg tttaatacag
   433681 acacatgttt aatacagaca catatttgat gcaggtatta ggtttgatac gaccatctat
   433741 tttctaaggc tacagactgg atgtctgccg aacaataccc cgcataatcg cacaatggtt
   433801 gtgttagtgt ttaatttcca tcaagtaaat agtgtttact gctggtgggt atcggttaag
   433861 ccactgtttt gtttctgaac tcactcgcgc gccaaccaag tgcttgtgtc atgttcagga
   433921 gtgactctat cgatgattat gcgtttatcc aaagcgctga tggtgtgtgc tattgcgctt
   433981 tttgccacgc tggttgtttt cggtaatatg actgactaca acaccaactt cgtttttgtt
   434041 catcatgtct tacagatgga cactattttc cctgatgcca ccattagcta tcgtgcgatc
   434101 cactcgccgt ggctacaaca actgggttat atcggcatta tcctgctcga aacactgaca
   434161 gcggtatttt gctgggttgg tggcataggt ttgctgataa ataggaaagc gccagcaaaa
   434221 gtctttaacc ggaaaaaggg tattgcgatt atcggcctga ctctgggttt cctgacctgg
   434281 caggtggttt ttatgtcgat agggggagaa tggtttggta tgtggatgtc aaagcaatgg
   434341 aatggcgttc ctaatgcttt ccgcttcttt gtcaccacca ttctggtact gatttatttg
   434401 gtacagcctg atggcgagtt agatgaataa cccacccatc tatttgatat aaaacaaaat
   434461 acagagaccg gttaaccggt ctctgtagag tagaactctt tattatttat cttcggcgag
   434521 tgagtagggc aaaggctgaa tggctagcgt acccagcgca tcatcacgta cccgcaacac
   434581 gctatctgcg gccagatcat tattcaacac agcctgaacc cacacggtgc catcattgag
   434641 ttgaatggct gacagcacgg tacccgtacg acgccaattc tcgcctagct gccactctaa
   434701 atcttcacct gctgcgggta ctcggctggc attacctgcc aaccaataca gcgcccgctt
   434761 attggcaccc cggtactttg ctctggcgac catttcctgc ccggtataac agcctttcgt
   434821 gaagctgata ccatttaacg cctgaatatt tgttgcctga ggaataaact gtgcactgtt
   434881 agcagcatca atgatgggga aaccggcctc gatgtccagt gccagccact gtttgctgtc
   434941 gttaaattgc gcccgaccag ccagtttctc aaccaactgc tgcgcctgct ctgtatccgt
   435001 tactaacaga aaacgttcag caggcagtga gaagtgtaac agcgtgctat tacccatctg
   435061 cgttaccggg tgttctgcac tgggcaattc agtaaagatt tccgccagcg cggttttggc
   435121 ctggctacct gcaaccccaa tgagtaccgc atctggctgt ggttcaatga ccaccttgga
   435181 gaatacagcg tatttcttca actcactcaa ctggttatct agcaggctgc gccgctctat
   435241 aaaggccaac ccctcaccac gataaaacag ccgtaagtta ctccacattt tccctttggc
   435301 atcacagtgc gcacagagta catgttgatc agcagatagc gcatcgatat ccgccgtgac
   435361 ttgtccttgt agatatttga cccgatcagc acccgttaag gtaaccaatg cccagtcatc
   435421 gagtgagatc agtgttaagg gtagcccgga agaggcgacc ggtggctgtg cagcaaacgg
   435481 agtatgatag gccatatgtc atcctggaat gagaaacggt gagctaattg cccaatggta
   435541 aaatagccgg gtagctttgc aagcagtaat tccatagatt caccattgtt cgcctgtatc
   435601 tgaggtacaa tagccgccga ttatgcggca gcccgtttcg ggcgattaaa aaaatgcact
   435661 tgcagtgtat ttagtacctt aaccccctat cccgggagtg gtaacattcc cgttagttat
   435721 attaacgagt tattctaaca gctaactgaa tcgggcattt aatctctgct gggttcagac
   435781 aatatcctta cattgaggag tcaatcagga catggaaatt gataataaag cccgtattca
   435841 ctgggcatgc cgccgtggta tgcgtgaact tgatatctcc atcatgccgt tttttgaata
   435901 tgaatatgat agcttgagcg ataacgagaa acaggcattt atccgcttgc ttgagtgtga
   435961 tgacccagat ttattcaact ggctgatgaa ccacggggag ccgcaggata gcgagctata
   436021 tcagatggtc aaactgattc aatcacgaaa taaagcccgt ggcccagtgg cgatgtaacc
   436081 tgcgggtatc ctggcatact caactctttt ctttattggc acacggcata ttggtcattt
   436141 taaccttggt cgcgccctgg cccttgggtt ataccgccct atggctggta ttgctgacgt
   436201 tagtggtgtt tgagtgtatc cgcagccaga aaaggattaa atcctgtcag ggggaaatca
   436261 ggctaaaacc tggcaacctg gtgcgatgga aaaggcatga atggaccgtg gtcaagccgc
   436321 cgtggatcac ccgctatggg gtattattac atttacaaca aacaggcggc cacgcgaccc
   436381 gaaagcgtct atggctgtcc gctgacagca tgtctgaaga tgagtggcgg cagctatgcc
   436441 tgttgctgcg gcattcattt gaatctgacg atggaacgat gtgatgaagc cactgatctg
   436501 gttggtagaa gatgaaccga gtatcgctga tacgttgatt tatacgttgg aaagcgaagg
   436561 gtttaccctc cggtggtttg atcgggggga gcctgccctt gccgcactta gcagcggttc
   436621 tcccgctttg gcgatagtgg atgttggttt gcctgatatt aatggctttg atctgtgtcg
   436681 ccggatgctg gcggcagccc ccgatctgcc cgtgatcttc ctgacagccc gtagcgaaga
   436741 gttggaccga attgtggggc tggaaattgg tgctgacgat tatattgcca aaccgttctc
   436801 cccccgtgag gtaagtgccc gagtccgtac catattgcga agattacaaa aatcacactt
   436861 attggcggtt acctccacat catatcaatt cggtcatttt tcgctggatg aagccggtgc
   436921 cagagtgacc tatcatcaac agattttagg gttaacccgc tatgaatatc tgctgttgaa
   436981 aaccttgtta ctggcacctg aacgcatatt ttcacgtcaa caattaatgg atattgtctg
   437041 ggcgcaggcg gaagaaagcc aagatcgcac ggtcgatact cacatcaaaa cgctacgatc
   437101 aaaattacgc acggtttacg ctgaagactc acccattcgc acacatcgtg gattgggcta
   437161 tagcctgggt tatcagccat gagttatcag ccatgagccg ctataaatga agattggtgt
   437221 acggttgcta cttggctatt tcctgattgt ggctatcgct ggctactttg ttattcgtat
   437281 ttttttgcag gaagtcaaac ccggagtgcg gcgcgcgact gaaggcacct tagtggatac
   437341 ggcgacctta ctggcgcaat tcgcccggca ggatatattg cagaacaaag tggccgacgg
   437401 gcaattggcg caagcatttt cttcccttaa tctgcggcct attggtgcca atattgaagg
   437461 tatccgtaag gatcgcaatg aatatagggt ctatctgacc gatactgatg ggcaggtgat
   437521 ttttgattca tcaggccgag cattagggca agactattca cgttggaatg atgtctggtt
   437581 gacgctacgt ggtgagtatg gcgcccgcag tagccgcact gaccccgacg atgcagaaag
   437641 ttcggtaatg tatgtggcgg caccggtcat cgtcgaaaat cgtattgttg gtgtactgag
   437701 tataggtaag ccgaatctct ccatggtgcc ggtgatcaaa cgcagtgaac gcaagatcct
   437761 gtttgcaggt gggctgctgt taggcattgc attgctgatt gggttggggt ttgtgtggtg
   437821 gattaaccgg gcgatcggca agttggtgga ctacgcggaa cgggttgccg aggggcaggc
   437881 ggtggctctg ccagctatgg ggagcagtga attgaatgat ttggcactgg cgctggaaag
   437941 catgcgtctc aaattggatg gcaaagccta tatcgaacaa tatgttcaca cgctgactca
   438001 tgaattgaaa agcccgctgg ccgctatctc cggggcggct gagttactgc gagagtctcc
   438061 accgccagag accgcacaac gttttctgat caatattgag cagcaaagtg cacgaatcca
   438121 gcaactggta gataaaatgc tggtgcaagc acggctggag agccgggtag atctacaact
   438181 ctcccccttg gaaatcagcc atatactcaa gcagagcttt agcgccaaag aagctcaggc
   438241 ggttagccga ggggtcactc tgcggctaaa atctgtagat aacgcgatgt tgatcggcga
   438301 tgggctgttg ctcagccagg ccttaaacaa tctgattgat aatgctctgg attttacgcc
   438361 cgcgggagga gaaattagcg tgagtggcga acggcaagat gatacctatc tgatcacggt
   438421 tgaagacagt ggcagtggta ttcctggtta tgcccaagag aagatttttg accgctttta
   438481 ttcgttacca cgggctaata gcgtcaaaag tacagggtta gggctaaatt ttgtacgtga
   438541 agttgctgct attcaccaag gaagtatttg tttggagaac cgcctgccgc aaggggttag
   438601 cgcgcgtttg acattaccgc tgtagagggt ttatcgccaa cttcacgttc acttcacata
   438661 gcctcattca cctttcactt catggtcgta aactgctctc ctgatgttaa aaggagtgca
   438721 attcatgtta aaaggagtgc aagtcatgtt caaatctgtg ttgttttgga aaatagttac
   438781 gctgctggga ttaatgctat tgatgatgat ccccaaaggg atgctgctgc atgtaatcga
   438841 tgaacgcagt ggctaccgac aaagtgtgat cgataaagtc agtgacagta ccagccgttc
   438901 acaaaaaatc ctcggtccat tgattgtcgt gccgtataga gagtgggttg aaactgaagt
   438961 cgatggcaag aagcaaggga aatggaccca cttttatcac tacatactgc caaacgtgat
   439021 gactgtaaaa gggaccccag atgttgaagt tcgccagtta ggtatttata aaacacaggt
   439081 atatcagggt gaattcgatt tccatgggga atttgaggta tcttcgctgg atgatttaga
   439141 tcgtgaaggc gtcatcattg gtaagccttc actggtgctg gcactgagtg atgcgcgggg
   439201 tatccagcgc atttcgccac tcagcgtagg gaagactaaa attaacttcg aacccggcgc
   439261 tttctccggt cactcggtac aaggtgttca tgcaccattg acaatagagc aggttctaca
   439321 gggtaaattt gatgtcgatt tcaccatgtc gcttgcgggt acgactagct tatcggtagt
   439381 cccggttggg cgtaacagtg aattaacgtt acaaagtaac tggccacatc ctaattttgt
   439441 cggtaatttt ttacctttgc agcgcaaggt tgatgagaaa ggcttccgtg ctcactggag
   439501 cagtaattgg ttggccaaca gcatgaacac gaatttcacc ggtggcgatg cagcctttca
   439561 ttttggtagc ttaccggcct tcaccaccag cctgattgaa ccggttgatc actaccaatt
   439621 aaccgaaaga gccattaaat atgctatttt atttatcggt ctgacattct tcagcttctt
   439681 cctattcgag agtctgacgt cattgcgcct gcacccaatg caatatctgt tagtcggggc
   439741 ggcattggtt ctattctatc tgatgttgtt agcgttctct gaacacattg gtttcacact
   439801 ggcttacctt ctggccagtc tgagctgtag cttattgatt gctatctatt tgagtgccgt
   439861 attgggcgga tggttgcgcg gcacattgtt tgcctgcggc ttattattgt tgtacggcat
   439921 tttgttcgga ttgttacaat cagaggacaa cgcactgctg ttaggggctg ggttactgtt
   439981 tgttgtcttg acggtggtaa tgttattgac gcggcgttta gactggtacc aagttgctga
   440041 tacacaacgg ttgaccgagt ggagagctcc agagccaagc gctgaagaga gcccgagcaa
   440101 aacggcacca gagggcgaga gtatgaaaga tgataataaa aaaaaagatg atcacgtaaa
   440161 aaaagacgct aatgagaaag atgagttccg tttatggaag taaccgggcg cagctagact
   440221 agactaaact taacgggcat atcgggtgcc cgttaaattg agctctgatg taacaggttc
   440281 tgacccggag gatcaaagta acgcctccat ctccaacaag atttgctcac accactgctc
   440341 aatacgttcc tcgcttaaat cgtattgatt gacctcgtct aacgccaacc ccacaaactg
   440401 tttaccatcg gcactgagtg gttttgggct agtaaactca aacccatctg ttggccaaaa
   440461 accgataaat ttcacaccca gcggcgcaat atggtcgtgc aacatgccaa gggcatcaag
   440521 gaaccattcg ctataaccaa attgatcgcc catgccatac atagcgacaa tttttccctt
   440581 gagattgagt tgtgttaact gcggccaaat cgcttcccag tcttcctgta attcaccgaa
   440641 atcccaggtg ggtataccta gaatcagaat ggaatactct tccatcaggc gggggctaac
   440701 ctcttttagg ttatgtaaat caaccagatc ttcaccgagg atatcacgga ttttttctgc
   440761 caccatttcg gtatagcagg tgctggagcc gtaaaagaga ccaatcttca tgatgtatag
   440821 ccgtagcatt gctaataagg aatagcatcg agtgtaccag atttgccctg tcatcaggca
   440881 taatggtgac tgagttcaat caaagagaga gacagcaatg aaacagcaag ataacccgct
   440941 gattgaacaa tttcttgatg ctctgtggct ggaacgaaat ctggcagaga atacactggc
   441001 gtcataccgt ttggatttac atgcgctggt tggatggttg acacaccata acagtgattt
   441061 attgcgcgcc agcccgcagg acttgcaatc cttccttgct gaacggatcg agggtggcta
   441121 taaagccacc agctcggctc gtttactcag tgcgatgcgc cggttatttc aatatttata
   441181 ccgggagaaa ctgcgtgagg atgatccgac tgcgctgctc tcttcaccca aattaccgca
   441241 gcgcttgccg aaggatttaa gtgaggcaca ggtcgatgcg ttacttaact cgcccaatgt
   441301 ggacattccc ttggaactgc gcgataaagc aatgctggaa gtgctctatg ccaccggctt
   441361 gcgggtgtca gaattggtcg ggctgaccat cagtgatgtt agtctacgcc aaggtgtggt
   441421 gagagtgatt ggtaaaggga ataaagagcg cttggtcccc ttgggggaag aagctgtgta
   441481 ttggattgag aactatatgg agcatggccg gccttggttg gttaatggcg catcgctgga
   441541 tgtattgttc cccagtaacc gtagccagca aatgacccgt cagactttct ggcatcgcat
   441601 caaacactat gcgatccttg ccggtattga tagtgaaagg ctttcacccc atgtgctacg
   441661 ccatgccttt gccacgcatc tgctgaatca cggtgccgat ttacgtgtag tgcaaatgtt
   441721 actgggccac agtgatctgt cgacaactca gatttatacg catgtagcga ctgaacgttt
   441781 gagacagcta catcaacagc atcatccacg cgcttaatcg ctgtatggaa aaagatagga
   441841 tttataaatg aaaaaaagtt tattgctgct gccaatgtta atggctgcat tatcgggggt
   441901 tgctaatgca gatgattctg ctattcagca aaccttaaaa aaattagata tccaacaagc
   441961 tgatatccag ccgtcaccta tcccaggcat tagtacggtg atgaccgaaa gcggcgtgct
   442021 ctatatctca gcagatggta aacatctgct gcaagggccg ctgtatgacg tgagtggcga
   442081 tcagcccatc aatgtgacca atcaggcgtt gctgaaaaaa ctggaagcat tgagcagtga
   442141 aatgattgtg tataaagcac ccgaggaaaa acacgtcatt acggtgttca cagacattac
   442201 ctgcggctac tgccgtaaat tgcacgaaca aatgaaagat tataatgcgc ttggcatcac
   442261 tgttcgctat ctggccttcc cgcgtcaggg gttaagctct caggcggaaa aagacatgcg
   442321 ttctatctgg tgtatggctg atcgtaataa agcctttgat gatgccatga aaaataatga
   442381 tatctcccca gcaacctgca aaaccgatat cagcaagcat tatcagctag gtgtgcaatt
   442441 tggtatccag ggtacgccag ctattgtgct gcaaaatggc actattgtcc caggctatca
   442501 gggaccgaaa gaaatgctac agatgcttaa tgcgcatcag gcttcactaa aagcgggtgg
   442561 ttgattacct gtgacgttga aaacccaact tcgccgccgt gaggcggcag atgacagcca
   442621 tttacctgcg caattgcccc cgttactgcg tcgtctctat gctagccgtg gcgtaaagga
   442681 tgcgcaggag ttggagaggg gcgtgaaagg cctactggca tggcaaaaac tggatggtat
   442741 tgacgctggc gtcaccttat tacaacaagc cctggctgat cggcggcgta ttgtcattgt
   442801 cggcgatttt gatgctgacg gcgcgaccag taccgcgttg gcggtgctgg ctttgcgcag
   442861 tatgggcggc agtaaccttg attatctggt acctaaccga tttgaagatg gttatgggct
   442921 tagccccgaa gtggttgaac aagttgcggc cagaggggca gagctgattg ttactgtgga
   442981 taacggtatt tcctctcatg ccggggtcga tctggctcat gccaaaggta ttcaggttct
   443041 ggtgacggac caccatttgc cgggcgaaac attacccgcg gcggatgcca tcattaaccc
   443101 aaatctggcc ggttgcgatt ttttatccaa gtcattggcg ggggtcggtg tcactttcta
   443161 tttgatgctg gcgctgcgcg cccgtctcag ggaatgtggt tggtttgaac aacgtacctt
   443221 agcggtccct aatctggctg aactgttgga tttggtggca ttgggtacgg tggcagatgt
   443281 ggtgccgttg gatgccaata accgtatttt ggtccatcaa gggttaagtc gtattcgtgc
   443341 ggggaagtgc cgtccaggaa ttcgcgcatt attggaggtc gctaaccgtg atgcgcgtca
   443401 actggttgcg aacgatttag gcttttctct tggcccacgg ttgaatgcgg cggggcgttt
   443461 agatgatatg tccatcgggg tggcgctact gctgagtgac gatattgctc aggcgcgagc
   443521 actggcaatc gatcttgaca ccttgaatca aacccggcgc gagatagaac agggtatgca
   443581 ggttgaagct ttgcaactgt gtgaccagtt ggagcgcacc agcagtgaat taccttacgg
   443641 tatcgcgatg taccatccag aatggcatca gggcgttgtg ggtattttgg cttcacgcat
   443701 caaagaacgc tttcaccgcc cggttatcgc ttttgccccg gcgggagaag ggttattgaa
   443761 agggtcgggt cgtagcgttg cgggtttgca tatgcgtgat gcccttgagc gtctggacac
   443821 tctgaaccca gggttaatac tgaagtttgg tgggcacgcc atggcggcag ggttatcgct
   443881 ggaggaaggt aaattcgatg aattccgcca gcgttttgca gatttagtcg gtgaatggat
   443941 ggatgcttcg caattggaag gcgttatttg gtctgatggc gaactgaacg gtgctgagtt
   444001 atcactggag accgcagagc tattgcgcga cggtggtcca tgggggcaat ctttccctga
   444061 gccgaccttt gatggcaaat tccgtatctt acagcagcgc ttagtgggtg agcgtcacct
   444121 gaaactcatg gtagagccgc tgaatggcgg gcctttgtta gatggaattg cctttaatgt
   444181 cgataccact ttgtggccgg atagcagcgt gcgagaagtt aaattggcct ataaactgga
   444241 tattaatgaa tatcgtggta atcgcagtgt tcagttgctg gttcaacact tgtggcctta
   444301 ttagcgcgtt agccgattac tcagccttct tccttgcgcg gctaacaccg ttgcaacgcc
   444361 aaggaagaag gggatggcgc tacaaatata atcaacctgc tataaactgt cgtacagatc
   444421 cgttagaatt atcggttctc atgacattcc gtcatctacg acacaacgta agactttaaa
   444481 tcatgtttga aataaacccg gtaaaaaacc gaattcagga cctgtctgat cggacagccg
   444541 ttctcagggg gtatctttga ctatgatgcc aagaaagagc gactggaaga agtaaacgcc
   444601 gagctggaac agcccgacgt ctggaatgaa cccgaacgcg ctcaagcgtt gggcaaagag
   444661 cgttctacgc tggaagagat tgtcaccacc attgatcaat tagagcaagg cttggaagac
   444721 gtgtccggcc tgctggaatt agccgttgaa gctgatgatg aagaaacctt taacgaaaca
   444781 attgctgagt tagaggttct tgatggcaag ctgggccagc tcgaattccg tcgtatgttc
   444841 tctggcgaat atgatcgcgc caactgctat ctggacttac aagcaggctc tggtggcact
   444901 gaagctcagg actgggccag tatgttactg cgtatgtact tgcgctgggc tgagtctaga
   444961 ggctttaaaa ctgagatcat cgaagaatct gacggtgatg ttgctggttt gaaatctgcc
   445021 accgtcaaaa taattggtga atatgccttc ggttggttac gtactgaaac tggcgtacac
   445081 cgtctggtac gtaaaagccc atttgattcg ggcggtcgcc gccatacctc tttcagttca
   445141 gcctttgtct atccagaagt tgatgacgat attgatattg aaattaaccc ggcagacctg
   445201 cgtattgacg tttaccgtgc atccggtgcg ggtggtcagc acgtcaacaa aacagaatct
   445261 gcggtgcgaa ttactcatat tccaaccaat atcgtgactc aatgccagaa tgaccgttcg
   445321 cagcataaaa acaaagatca agcgatgaaa cagctgaaag ctaagctgta tgagtttgag
   445381 atgcaaaaga aaaatgctga taaacaggtt ttggaagaca ataagtccga tatcggctgg
   445441 ggtagccaga tccgttctta tgtattggat gactcccgta ttaaagattt gcgtaccggt
   445501 gtggaaacac gcaacacgca agctgtactg gatggcgatc tggacaaatt tattgaagca
   445561 agcttgaaag ccgggctatg aggaactgag atgtcagagc aaaaaccaca agtcgctgag
   445621 caagcgcaag aactcaatag tgagttacaa gcccgtcgag aaaaactggc tgtcttacgg
   445681 ggaaagggaa ttgcattccc taatgatttc cgccgtgaga acctttccga ccagttgcat
   445741 gccgagtttg acagtaaaga gaatgaagag ttagaagcac tgaatatcga cgtaaccgtt
   445801 gctggccgta tgatgacccg ccgtatcatg ggtaaagcat catttgtgac tctgcaagat
   445861 gttggtggcc gtatccagtt gtacgtttcc cgtgatgacc taccggaagg cgtttataac
   445921 gaagaattca aaaagtggga cctgggcgat atcctgggtg cgcgcggtaa actgtttaaa
   445981 accaaaaccg gtgagctgtc gatccactgt agcgaactgc gtctgttgac caaggctctg
   446041 cgtccattgc cagataaatt ccatggctta gctgaccagg aaacccgtta ccgccagcgt
   446101 tatttggatc tgattgctaa cgacgagtct cgtcatactt tcaaagtccg ttcgcaagtg
   446161 atgtccggta tccgtagctt catggttgaa aaaggcttca tggaagtcga aacgccaatg
   446221 atgcaagtga tccctggcgg cgcttccgca cgtccgtttg tcacgcatca caatgcgttg
   446281 gatatcgata tgtatttgcg tatcgcgcca gagctgtatc tgaaacgtct ggtcgtgggg
   446341 ggcttcgaac gtgtgttcga aatcaaccgt aacttccgca acgaaggggt ttcgccacgt
   446401 cataacccag agttcaccat gatggaactc tatatggctt atgcggacta taaagacctg
   446461 atcgtcttga cggaagagct attccgcact ctgaccgaaa ccatattggg gagcagtgtg
   446521 gtgcaatatg gcgaacagac ttttgatttc ggtaagcctt ttgccaaatt gaccatgaaa
   446581 gaagctattt gtaaatatcg tcctgaaacc aatgtcgcgg atttagacga tatggataaa
   446641 gccgtcgcaa ttgccgaatc attgggtatc aaggttgaga agagctgggg cctgggtcgt
   446701 attcaatgtg aaatctttga agagaccgca gaaagtcatc ttatccagcc aacgttcatc
   446761 acagaatatc cagccgaggt ttctccgcta gcacgccgta atgacgataa tccatttatc
   446821 actgaccgct ttgaattctt catcggtggc cgtgaaattg gtaatggctt ctctgagttg
   446881 aacgatgccg aagaccaggc gcagcgtttc gccgatcagg taagtgctaa agaagctggc
   446941 gatgatgaag cgatgttcta cgatgaagac tatatcactg cattggaaca tggcttacca
   447001 ccaaccgcag ggctaggtat tggtattgac cgtatggtta tgttgtttac caatagccat
   447061 accatccgtg atgtcatttt attcccagcg atgcgcccgg taaaataagc gacacggttt
   447121 aacgataaat tcctcagggc gctacggcgc cctttttact gagtcagcta aacttgtttc
   447181 ttgaagtaaa acggtgttag tgatgtattg tttaatctaa tcgcttaaaa taccggcgct
   447241 tagagcatat cttcgcttgc ccatagggca gaaccggtta taatgctagc cgcacaccga
   447301 cgcgggtgta gttcaatggt agaacgagag cttcccaagc tctatacgag ggttcgattc
   447361 ccttcacccg ctccaactta acgtctctca gtatctcccg aagtccatca aacccagtaa
   447421 atctgcactt ctcaggctaa tctagttatt cctatataca tgttcgtcta ttgaaatcta
   447481 tttatagcgg ggggtatata tgggggtatc aaattatacc cacctaaaag gtacccccag
   447541 atgaagctaa acgcccggca ggttgaaaca gccaaaccca aagacaaagc ctataagctc
   447601 gcggatgggg gcggtttgta cttattggtc aataccaatg gctcgcgtta ttggcgttta
   447661 aagtaccgct ttgcggggaa agagaagttg ttggccctgg gggtgtatcc agacgtgtcg
   447721 ttagcggttg ctgtcaacga cggatgaaaa gtgatccact tatatctcca ccaacggccc
   447781 aatattgatc caccgtttta ctcaggatta gcttctgcta taaccccggc ctttcgtttc
   447841 tgtctgagtc gatagctttc tcctttgatt tgaacgacat gtgagtggtg taagatacgg
   447901 tccagcatcg ctgaggtcag tgctgcatca ccggcgaacg tttgatccca ctgcccgaac
   447961 ggcagattgg atgtcaggat cattgcgctc ttttcgtaac gtttagcgat gacctggaag
   448021 aacagctttg cttcttcctg actgaacggc agatagccta tttcatcaat gatgagcagg
   448081 cggggggcca ttactccacg ctgaagcgtc gttttataac ggccctgacg ttgtgccgta
   448141 gataactgaa gtaacagatc tgctgctgtt gtgaagcgaa ctttgatacc tgcacggact
   448201 gcttcatagc ccatcgctat tgccagatgg gttttcccca cacctgatgg ccccagtaat
   448261 acgatatttt cattacgttc tatgaagctg agtgagcgta acgactggag ttgcttctgc
   448321 ggtgctccgg tggcgaatgt gaagtcatac tcttcgaacg ttttcaccgc cgggaaggct
   448381 gccattcggg tatacatcgc ctgtttacgt tgatgacgtg ccagtttttc ttcatgaagc
   448441 agatgctcca ggaagtccat ataactccat tcctggtcta ctgcctgttg tgacagcgca
   448501 ggcgctgcgc ttataaggct ttccagttgc aactgcccgg cgagcgccat cagtcgttga
   448561 tgttgcagtt ccatcatcac gccactcctc tgcagaatga gtcgtagatg gagagtggat
   448621 gatgcagggg gtgtttgtcg aagttcacca gattttcatc aacgatgcac gtcatactct
   448681 tttttcttcc ggaggcagtg ccagcatgga ctgctgctct tcgagccagc gatcgcaggg
   448741 acgggcctgg attgtttcat gctttcgttg gttagcgaca tcgtgcagcc agcgcagacc
   448801 gtggcggttg gctgtttcaa catcgacagt gatccccatc gggcgcaggc gagtcattag
   448861 tgggatgtaa aaactgttac gggtgtactg caccatccgt tccaccttac ctttagtctg
   448921 tgccctgaag gggcgacaca gtcggggaga gaagcccatc tccttgccga actgccacag
   448981 cgaaggatgg aaccggtgct gaccggtctg atatgcgtca cgttgcagaa ccacagtttt
   449041 catattgtca tacaacactt cgcgcggcac accaccaaag aagcggaacg cattacgatg
   449101 gcaggtctcc agcgtgtcat aacgcatatt gtcagtgaat tcgatgtaca gcattcggct
   449161 gtatccgaga acagcaacga acacgtgaag cggtgagcga ccattacgca tagtgcccca
   449221 gtcaacctgc atctgtcgtc cgggttcagt ttcgaaccga acggcaggct cctgctcctg
   449281 aggaaccgag agagaacgaa tgaatgccct gagaatggtc attccgccac gatatccctg
   449341 gtctctgatc tcgcgagcga ttaccgttgc cgggattttg taaggatgag catcggcgat
   449401 gcgttgacga atataatccc ggtattcatc caggagtgaa gcaacagcag gtcgcggcgt
   449461 atattttggc ggctcagatt ttgcctgcaa ataacgttta acggtattgc gggagatccc
   449521 cagttctctg gcaatcgccc ggctactcat tccctgcttg tgcaggattt taatttccat
   449581 aactgtctca aaagtgacca taaactctcc tgaatcagga gagcagatta ccccctggat
   449641 ctgatttcag gcgttgggtg tggatcacta ttgcaccgtt cgttacagtt gccagagtaa
   449701 aacgtgacga ggctaagaag attgtcgctg gtggcggtga tcccagccag aacaaacaac
   449761 aggaaaaact agcccgacaa ggtgaagcga cgaatacctt tgaggctatc acccgagagt
   449821 ggtatcaacg gcgttacgat aggtggtctg aatcttatcg tttagaaatg atgagcacgt
   449881 ttgaaagtga cgtttttcca tatatcggtt accggccaat caaagaaatt aaaccgcttg
   449941 agctgatggc cgtgctgtcc aagttagaaa aacggggtgc cactgagaaa atgcgtaagg
   450001 ttcggcagcg atgtggtgag gtttggaaat acgccatcat cacaggccga gccgaatata
   450061 atcccgcccc tgaccttgcc agtgcttttg ctcctcataa acgcgaacac tatccacatc
   450121 ttacgattaa tgaaatccct gaatttcttt ccagccttgc cagttatagc ggcagcatgt
   450181 tggttaagtt ggctatgcgg ttgttgatcc tcaccggtac ccgcccaggt gaattgcggc
   450241 aggccgaatg ggcagagttt gattttgata atgccttatg ggagatcccc gcggtgcgaa
   450301 tgaagatgcg tcggccacat atggtgccgc ttccggatca agccattacg atactaaagc
   450361 agattcaacc tatcagcggg cgctatcagt ttgtgttccc tggcagaata cagcacagca
   450421 agcctatcag tgagatgaca ctcaatgtac taatccgacg tatcggttat ggcggcagag
   450481 ccactggaca tggttttcgc cacacaatga gcactatttt gcatgagcaa ggtttcaata
   450541 cggcctggat agaaacacaa ctggctcatg tcgataaaaa cagtattcgc ggtacttata
   450601 atcacgctca atatcttgat ggacgccgtg aaatgcttca atggtatgcc gactatatgg
   450661 atagtctgga aaatggcgag aatgtgattc atggcagatt tgggaaacgg gcatagggga
   450721 gggatatttg ctatctggct gaaatagtta tccaaacttt ttaaaggcat ctcacgatgc
   450781 ctttttgtat ttagagatta ttcggcctcg agaggctcgc tggtggcttg atgataagtt
   450841 tgatgtagca gatctatttg ctgttgtagg acaaagttga gtatttcttt cacttccggg
   450901 gattcgagtg tgatgatggc gtagatcagt gcacggcagt gatcaatgac ttcttccact
   450961 tcgcggggcg tattatcgta catggcgcac ctccggcggg agagtggcgg ccagtgatgt
   451021 tggcaggtga agaaaagctt tacggcaagg ggcttgagtc gtcgaatcca tgatgacaac
   451081 ctctcagttg atggctttat cccaccacca agagctgcta atccctttgg gtggtggact
   451141 gaacggggtt agcagaccgg tcaacagaga acccggcgca tctttcgatg cccccgtcca
   451201 gcccaccatt gtttttcaca ggtgtaactg tacccgcaca tagtaaccgc ctgcgcggtt
   451261 gtgcgctctg ttttgtctca ggctgctaaa cccagcaacg gattttgccg ctgcgggggc
   451321 actatatctg accattccct actgttcaat taaccagtgg taaattagga caaacatttt
   451381 tgtagatgcg agaggggccg catttatggg tgtaatgcgt atgtaaccca tcgatatcaa
   451441 ttattatctg aacttaataa tcagtttttg ataaggtaaa gattagttaa taataaggtg
   451501 tttgtgttga ccttgcttac atataactct actctctcac cataacagcg gatgtgatca
   451561 cttacaaaag tgaggaaacg atggtcaagg ttgactggtc gaggaaagca gttaagcagt
   451621 tactttcaat agatgccaga tatcgtaaac ctatcagtga aaaagtgaat aaactgacaa
   451681 atttccctgc tgttgatttg gatatcaaaa agttacagat gggtgatagc caatttcgta
   451741 tgcgtgtagg gaattacagg gttatctttc agattgtaga gggaacacct gtgatatgta
   451801 caatccagga agttaaacgt agaaccacgg caacctatta ggttagctca gtatattttc
   451861 cctcaaaggc atggtgttat ttttctaaac taaggtgaat aagatggcaa aactacaata
   451921 cattcatgat gaagcaggaa agcctcagtt tgtggtttta cccgttgccg aataccagca
   451981 gcttatctct aatgcaaagt atgaggatat tccctatgtt gctgataacg atgatgatca
   452041 gacgatcccg aatgaagttg ttcaaatcat ggtaaacgat ggtgtcagtt tgctggctgc
   452101 atggcgtatc taccgtggtt tttcgcaata tgaaatagca gaactgcttg gcaccaccca
   452161 atctgctgta tcccaatggg aagccgtaga ttctcgccca cagaagaaaa ccagagagaa
   452221 attagcagca atttataaat gccgggcggc gcagatgatt ttgtgagtgc taaagataaa
   452281 aattagaggc tttggtgacc tcaataacca taactaatta ataatagtta aatcacgctc
   452341 acaaacaaac ctaataggtt aatgacttgc tataaataac ctactaggtt atatttatta
   452401 agtggaaatt gctcaaggat ggcaatgaaa tggagaaacg gactccgcat actcgtttat
   452461 taaaagtaaa agaattggta ttgaagggga atattaaaac gacacgaact gccagagatg
   452521 gggctgagga actgggactg agttttagag atatgtgtga tgcagtttcc gaactgatta
   452581 gcgccgattt ttataaaagt atgacgacac atcaagatca taccatttgg caggatgttt
   452641 accgtcctat gctttcttgc ggtagagttt atttgaaaat cacggttatc gatgatgttt
   452701 tgaatgtctc gtttaaggag atttaatgat gaaatgtcca gtttgtggcg gtgtagaatt
   452761 aatccacgaa gcgcgtgacg ttccctttac ctataaaggg cgtaagttca tcgtcgaagg
   452821 cgtgataggg caacattgcc cggcatgcgg tgaaacagtc atgaccgaag ccgagtccga
   452881 tgtctatgca gcaaaaacaa tgcttttgcg aaaaatggtc aatacagaat cgattgcccc
   452941 cgcatatatt gtgcagatcc gaaaaaagtt gggcctaaac cagcgggaag ccagtgagat
   453001 ttttggtggt ggggttaatg cattttcgcg ttacgaaaaa ggtaaggctt tgccacatcc
   453061 atcaacgata aaactgttgc aagtgcttga taaacacccg gagttattga atgaaattag
   453121 gtagctgtta gggtgcaaca agatactttg taatgtgatt ttttgcgggc gaggggatag
   453181 ggatattatc gccaattttt tagtcgcgcg gtttaccatt tcattgaaaa ctatctcccg
   453241 cagtgatttc ccccaaaaac ccttcacccc cttcaccaac ctacaaaatc ccccccacaa
   453301 cccgtcccca ctctggcctc gccccctctg aatactcccc gctgaactct tcagcaactg
   453361 ttcaggtgtt cagtttttaa tacctgccat ccatgaatta atgaacacct ctgaatactg
   453421 actgaacagt tattagtaaa ctattcagtc agtttttatc tttgtatttc aattaattaa
   453481 atctatttct gaatactctg aataagccag aggtgagaaa taattagtgg ggttcttccg
   453541 gttgcggatg gtggggcagt gccagagcgg ggagccagtc attggcggtg tcggataaat
   453601 ccatgttgta gcggaaccct ttgtcagttc tggctttttt gtattctgcg ccgaactctt
   453661 ccatcacttt gggaaagtct ttgccgaatt tggtcaacga taatgaacgc tgatggccgt
   453721 aagcctccat ataagccaga taagcgtgat acagataaat gcgcggggcg tgcggggaaa
   453781 ttgccagcgt tcccatatac ataccgaccg cctcgcccag ctcgacaatg tgcgcgcaga
   453841 agccataaag cggatcggca tcccgcttaa cccccatcgc ctcccgtgaa tctcgctgct
   453901 caagtagcaa ctttcgcgcc ttgtcctggt cggcaaattc agccagcagg cagcggatca
   453961 ccactggcag ttctgccgcg attttctcgc cgatcagcgg atctttatcc gcctctttca
   454021 cgggatggtt gaacgcgaaa atcacccgcc gccgggcaat accgccttgc cgctcggtga
   454081 aactcatcgg ctcgttattg gtcgccagca ccacagccgt taataaggtg ctgaattgtt
   454141 tctcatattt gccgtcgatt tccactaaat ccccgccggt gatggccttg atgccagccc
   454201 cctcgccgac atatttcacc tgatcgggca gcgtaatcag gctcttgccg acaaactgcg
   454261 cgcgccctct ggcttgatcc agcgccgcca tattgccgga ggcggtgttc tggcggcccg
   454321 ccagcaaggt ggcgatgtag gtgaataccg atttcccgct accgccctcg ccggtgacct
   454381 caaggaacaa ttgccagtcg aatcggttgg acagaatcat aaacagcgcg gctttgatac
   454441 gggccatttt gggcaattcg tcattggccg catgggccag ccacttggtg aaatgggggg
   454501 cgtggtgtgc cagattttcg tctggctgcg gttcggtgaa tatgatgtcg ttgtgatgct
   454561 gcaaccaatc attggcgcga tgcggccgga actgtttggc tttcaggtca taaacgccat
   454621 tctgaaagcc gattaaatgg cgtggtggct cgcccatgat cgggatttgc agcttcatcg
   454681 cttcaatggc attgcggata ccggccggtg aatagggcgt gtcgttggcg ttgaaaatca
   454741 tcaccagctc gcgtcgtaac acaccatcgg gcagcttgtc ccagcgctcg tcatcatagt
   454801 gataaaccgt ttcactctcg gcatgcaccg caatctggcc ataatgttcg gccaataact
   454861 gcccgcgctg actggcggcc atttgcgata atgtcggatg caaccctttg ttttcagcca
   454921 attggctcac cggcggcggc tgatacaaac catgataaaa actgttacgc gcctgcccgg
   454981 taccggcttg ctgacggtaa tcatcccaat cggctttatg cggggttggc ggcaatgtca
   455041 cccaaccatt gaccgcgttg gcggcttttt ctgcggacaa ctggccaaca ttggctgtgt
   455101 cttgtggatt gatatcatta tccgccgcaa tgatgatttt cgcggcaggc caatagatac
   455161 ggaatgcctg tgccaccggc aacagatttc cggcatcgat ggcggcgata atcacggcgg
   455221 ccggtagcaa taactccaga ctttgcgcgg tggcgtaacc ctctgccagc accacggttt
   455281 cagcctgttc cggcagcggt ttgagcggga taaacgtgcc ttttttgcgg ctaccggcga
   455341 tcagcttttt cgtgccatcg ggccggataa tctgtgcgcc ggtgcagtcc cccgccatat
   455401 tctgcaatat cagcaataac gaaccatccg gcagaatagg taatttatgg ctgctcagac
   455461 ctttattaat taaatagcga gattccccag gcgtggtttt cgccatgaga gaggccagat
   455521 ccggcgcttt agatttgggt gagacaccga gaatatcggc caccagctgc gcggcttcag
   455581 ttagcgagca ttgtcggaca tttttaacca gatccaaacc gtcgccggat tgtggttcgc
   455641 actgattaca aaaccacgtt cccgcgccct gacggtcatc aaaacgaaag cggtctttgc
   455701 cgccacaggc cggacagggg gagtgctgtt tgctgtggct gatcgccagc gcatccagaa
   455761 taaagcccca ttttccgcgc gcctgtgccg caacctcggt aataaattga ttcatgactt
   455821 ttccttttta cgcccggttt ccggcggata aaatccattt tcgggccatt tttaacaccc
   455881 atagcaatgt tttaaatttt ataaatacaa tttatgtatc aatgagatgc agataatctg
   455941 attctattgt ccagtagttg cacccaacgg gaatattcgt agactcattg tatccaccgc
   456001 gccacccttg ctccgtggtg gataaacgcc ccggcagtat tgagtgatgt cggggcgttc
   456061 cttttgatac atccgcagcc ggaggaaaat aacgtttctg ttatttttta gcctatgaac
   456121 tacaccattg aatattacga tgatgatgtc atcacccagc ttcttgccca acccatcagc
   456181 ttgcaggcca attttattag cctggctaaa cgtatgaagc gctacggtat taagatggtt
   456241 gatgctgtcc cgatgcatta ccacgaagat gtgtttgagc tgtgttttta tgagccgaaa
   456301 ggctggaacc gcgtcatttt tatggcacaa atagactggc agattgttat tttgcatatt
   456361 gtggtgcaaa aaacggctta tatgccgtgg aaagagaaag gcaaagccgc taaacgaatg
   456421 aaggagttgc gatttggata ataaacgcca accaccaagc ctgtcccatg aacaagtggt
   456481 cgcccgaatg ctaaagaaac cggcagtgag ggcagaatat gagcggctgg agcgccagga
   456541 tttcgccatc attgatgaaa cgttaaaggg aatacattcc gaataatgca ccagcgcact
   456601 cattgcttat ttccccgtga atgtgcaatt tgctgttcaa tccagtcatt cacctcactt
   456661 tcaacaaaag cgatagcccg cccccctatt tttatcggtg gcgggaagcg cttttgtttt
   456721 aataatttat aaacccaagg ccggctaaaa ccggtacgtt ttaatacttc tggcaatcgg
   456781 attaatgatg aataggtcat tccatgactc ctgttatctc tcggtggcta ctgaattaat
   456841 tgaaacaaaa tcaggcagta ataggggtaa gtggcaaata aataaaagga acctttattc
   456901 ctgtcgtttt aggtcaatcc gtaacgcgaa tatgttagtt ggaaacccat agcggcgagt
   456961 tggaaataaa cttccgctcg tctaaggatt atcggccccg ggcagagaaa caagcagcgc
   457021 ctcgctgatc aagttactca tttgcttttc ggtcaccatt tccccgctga atcccgcgtt
   457081 gaacatagcc tgagtcgcca cccgggcaat ggcggtttta ttcattttga cgccgcgccg
   457141 gtactgcggg ttgttcctgg ctaacgtgat agccataccg gcaataaacg ccagcgcggt
   457201 ttctttaccg gcaaaaccac cccagctctc ttctgcttgc cgctgctccg gcaccagtgc
   457261 agcgcccagt ggtagcggcc agtgaaatcc attcgcctta acccagcctt ccacttctgc
   457321 taattaatta ttaccattcc tatatcatca atttgaatag aataaggcat caccccaaca
   457381 atcagtgcag ccgtttcttt tattgtgata ttaattctgg atagaaatgg cgttaaccat
   457441 tttggtaatt tatctttaag aatattttga tattcttcgt cactgtcacg caggttaatc
   457501 tgcaaaagct gttctatttc agtccggtta aatccgacgt aatcataaca attcatgctg
   457561 ttaatacctt agaagggaag ttcgtgatca tcctcctcat cgggccggtg attaaattcg
   457621 tcaggtttat aactttcagg tatccatcca tcacaaggcg ctccatccat tttagggttg
   457681 gccatcgctg ccgagagcag atcaaaatag caaaattggg ggtcatcaaa gccgggggag
   457741 cgggtcacgc cgagcgcgtc ctgaatcagt aacggcggtg aaactggcct ggcatccgtc
   457801 aattctatca gcagccagtt ggctatctgc gcctgactca tcgtggggtg gagacgcgaa
   457861 atccgctgaa tcaactccct gatactgata aattcctgct gctttgcctt gagcttttcc
   457921 gctgggttta tcatgagatt actcctgtta tctctggttg gccctgcttt gaatgatacc
   457981 gaacataatg gttcaaagtg aaagtagtag ggagatggtg ctgatctcag ttcggtatac
   458041 agtgatattc aatcggatgt atcgccacgg atttttgaga taatcataaa gttacttttg
   458101 agataatcta caaatgataa tctgttaaca taatggctat aaagtgtttt ttaatctatt
   458161 tttaagataa tgatatttac atgtttgaga taatctaact ttatgcctaa atttaatcac
   458221 tatgatttag cactgttaaa ccccagtttc gactcgccat tggttgatgc attgaccgag
   458281 cttgagttac taaggcacct gcgtcttgaa actgatgtgc atcctctgtt atttgcccag
   458341 ctaaaaagta tttttcatat gctggaaagc ttgggttcag caagaatcga aggtaaccat
   458401 acaacgttag ccgattacgt tgaaagtaaa gttgaagggg ctgaggactc cacggatcaa
   458461 ttgaaagaga ttggcaacat cgaacatgcc atgaacttta ttgatgagca tctgcatgct
   458521 ggtgaagata tcacggagta ttttgtccga gaactgcacg ccatgacggt aaatgggctt
   458581 gaacgggaag gggataaaac gccgggagcc tatcgcagcc acggagtgag tattgctcaa
   458641 tcaactcatt tgccgcctga attcatccat gttccggctt atatgcagga attggtcggg
   458701 tttatgaatc gcgcagacgc gccaaaatat gatctgatga aagtggctct cgcacatcat
   458761 cgttttggtt ggattcatcc atttggtaat ggcaatggca gaacagtgcg cctgctgact
   458821 tattctttgc tgataaagta cggttttaat gtgaaaacca gtgggcgggt gctaaaccca
   458881 acggcagttt tttgcaatga ccgtgagcgc tattactcga tgctggccga agcggatacg
   458941 ggggctgttg aggggctaga gcaatggtgc ctgtatgttc ttaccggtat atcggcggag
   459001 ttaaagaaag tcgataagct ctcggatctt cactttttaa actcaaaagt tctttatcca
   459061 gcgctcgagt attccaaggg gcggggggta atcaatgaga cggaatctaa aattcttaag
   459121 cggaccatta gccaggggac ggtaaaaacc agtgatttaa aagaggtttt gccgggattg
   459181 aagccagctc aaattaccta tcagattggt aagttagttg atcgtggcct tttacaaccg
   459241 gttgaagtgg gatcgcgaat ttataccgcc ggtttttcga aatcagatct gatgcgtggt
   459301 gtcattcatg ctttgcgaaa agaggggttt attccagatt tttgatagtc agtgcatcag
   459361 aggaacagta tcacgatgat tattgtgctt tctgatgcct gataaaacct tatctttcag
   459421 ttaagctaat ccgagtaaaa atatctgggg gtataattgg gggtattaaa aatatagtga
   459481 aattaataat tgtttaaata caatttgata ggttttctgt tatgttccct tcacgctcaa
   459541 ttatctcaaa ctctcctaac ccctaccaat cccttactcc ataagcattt catggttttt
   459601 atcctctctc aagctctaca tggttctggc taaatctaca tatcaatgtg tagaggacgt
   459661 acccgccttt tctagagcta tacagttcga aagttaaccc gttaatgttg aggcttttct
   459721 cgggctggtt gatcccctta ctcaacaaca gaacacggtt tcagctttta attgccgaac
   459781 tcatcattat cccttacctt tttgggcata ttgccaaatt gatattggca aacggataaa
   459841 taagggatga tatggcaaaa ggttattatc tggttgtggg cgatgaaaca acttgcgggg
   459901 gagttatcac cgaaggggaa ccgacccaca caataatggg aagagccgtc gcccgtgaac
   459961 aagaccgtat tacctgcggt aagcatccgg gaacctacat cattgtcggg cacattcccg
   460021 gagacacaat actgggacgc aagtttgcgg gttcactaca cagcacaagt aactgtccgt
   460081 gcaaggcaag atttatccct tcgatgatga atgatgccta tgagttaatc gggtcaccta
   460141 cctccggtca gtccagtatc gcaccctcat tcacggagac ctccgaatca ccaccagacg
   460201 taacccccgt ttttgccaag tcttgtctgc gggaaaaggg gtgtaccgat gcgggtaccg
   460261 agggtgaacc acaccgcaat ttcggcaaaa tgggctttta tcagactatt cccccctcac
   460321 caacctcccc aactgataat aatgaagtgg atcaacgcgc tcaaactgcc aggcgtaaac
   460381 ctgtggaaac agagcctgat gttaagacac cgtggtacaa gcgggtgttg gggagaacca
   460441 gtgcggctcc ggccgcggta gttgtaccgg tatcgactgg ggcgggtctg gcggccttag
   460501 agcaagcggg tattcaggga atgcggtttg tcggtggtaa cctgatgacg gcgggacgct
   460561 ggatggtggg ttcatcacct gtcggtgctg ctatcatggg aatgatgccg ggcaccctga
   460621 atgaaggtga aaccgattta ctcgacaaac tcaagctgga aaacattgct aagaatggtg
   460681 gctcagcacc aacacgcgtg cgttttcgct gggttgatag cggaaatggc cggttaaaag
   460741 ccgagggcta tcatatgagt gctgaaggtg gattggacag agtgccagta cgcaagatga
   460801 cgctcaatgt ctttaccggc aattatgagt tttgggaaga tggcgcggca gggccaacca
   460861 ttctgtggac accgaatgat cccggattta aagccccatc gaataccggt aataacgacg
   460921 ggccgatcat tcgcactacg attacggtat taccgatgcc ggaagctgac gaaaccggcg
   460981 agcattcaac tacattaccc atgccagagg agaaggattt ccgcgattat attctgatcc
   461041 atccgttgct tgatttgcca ccgttgtata tttatttgag taaaaatcca gacacgccaa
   461101 tttggacgaa aaccaaaagg ctcgaaccgg tatctaatgc ttatgaacac tgggttaagc
   461161 atggtcatga attctcagac cagcctttta ataatgcgaa agaatatgtt gagagcactc
   461221 atgatttcgt taataatcct ccggaaggta cacttacaaa aactcgccca aatggtgatg
   461281 aactatttta ccatccacag ttaaatacgt ttgcagtaaa gacaaaagat ggagtgccta
   461341 aaacgatgtt taagccgtca gacaaaatgg gatattggaa taaacaatga gtgatgaata
   461401 ttcatgtcag tgctgcggat caaaaacaat agataatctt ggggattatg aaatttgccc
   461461 tatttgtaaa tgggaggatg acccaatcca gtccaaagaa cctgattatg taggtggagc
   461521 aaataaaatg agcctcaacg aagccaaaga agcctacaag caaggacgaa aggttatata
   461581 accggtaggg ggatctgaag cccctttatc tgtattcgct acccaatcaa ggccactgtc
   461641 agctgaactg accccataaa gttggacggt ttatcagcaa cagtggcttt ttgtgtattt
   461701 gcttcaatca tccacctgcc agcttttttc attctacgct tgatattatc aacggtgctg
   461761 gtggcctaaa taccttcccg cactagcctg aatgccaagc ttctccattt tattgaccat
   461821 ctggcaaata atatctttgg cggccaacag cgaaacccca ctgaaaagct gaaggtccgg
   461881 gctatatatt tattctgcaa tggtagcaaa tggtaacgtt gagagcattt cactgccgga
   461941 ggtaaggcgc ttaatgtcag gggaacttga ccgctcaagc gcctctgaat gggcgtttgc
   462001 aataattgat gatgatcaca ttcgagtaag cgatcaggtt gtttggaaag tacttcaatg
   462061 cttgggggga gcagatttac cgataactga cagggagtat ttatatgaaa aagaagactt
   462121 taattgctgg ctcaacgaaa ttgactcaca tgagtaattg aggcttggta gagcagccag
   462181 ccttgttaaa caggagccct acgatgagca tagttatttt agaattcgct aaatcattta
   462241 ttaatgaaag agtgtcagcg caggtttttg cgaatgctta cattgagttt tggaggatag
   462301 agcgtgacca acgtatctgt cttaaagaca atgaaaaatt aaacgagtgc ttatcaagta
   462361 tattttgttt ggctgatctc tataatcctg actcagacag agaggaatat gaacttgacg
   462421 ataagcaact atatgaacaa gttctacagc tcatcaataa actaaatcag gacgctctaa
   462481 ataaatagcc cactgactat tttgttcaga aaggccctcg ctatcattat taatgagaaa
   462541 attctatacc ggtcaagcct aaggcatcga aatgacgctc accgaagaat aaaaggcgct
   462601 tttcgatgct ctgacaccat tagcgcagat tcgttaccgc gctgctagag ggtgccaatc
   462661 aaaccagaga ttaatcggta cactaaattt ggccagatga atatacatat ctaacatcat
   462721 cgctttcagc tcttgattaa cggtatgttt ttattcgtgg cagcagtatc cgatattcat
   462781 cttggatttc agtgctttct tgttcttttt gctgaaaata taagcgacaa tgtcggattt
   462841 cctgaagggt gccaagcgag aatgaaaata aacagtaagt tatggatggg cctcctaatg
   462901 ggcatgctag gtatggcggt acctccatca caggcttctt ctgataatac tggctgtgtg
   462961 tggggaaaat attgcccgct cagtggtgta ccctttttgg atgtttacaa tgatactcgg
   463021 gttaatatga tgttattggt tggagaacca aaaaatttca tattgccacg tttaacgatg
   463081 ccagcggata ttacccgtag taggaattac cattttggtg agttttatta tgatgaaatg
   463141 agttttccga agcgggaaaa aagtcttaca gatgagaata atgatagccc ttcggaagaa
   463201 acgccatttg ataagatggc aaagacgcta ggcatcaatt cggcttcgtt taagggaacc
   463261 aatgcccgat atagagaagc acggcatatc tccaataatc ccgcatcagt tgagcaattt
   463321 tttaccgctt tactggcaga ctcgtcctta actgccgacg atcgacataa tttagccctc
   463381 tggcgatcca atatttttca taatgtcgat gcaccggtcg atggtggaat tacaccgcca
   463441 ccttttaaca ttgtgccagg ctcacatgtt gatgctttta gcgattatct tcatggcgcc
   463501 aatgcatttt atcggggcga ttacccagag gccaccgctt tattttctgc cctccaaaag
   463561 agttctcaag catgggtcgc agaaacagcg acttatatgt tgttccgagt tgcgctcaat
   463621 gagagcagta caaatgcgtc ggataaatat ggcatgtttg aaactaaaaa tatcaatcag
   463681 gatgccgccc gtcaggcatt ggattattct cgggcctatt tagttgctta tccccaaggc
   463741 atttacgcag agtcgattca ggggttggag cgccgtattt actggtacct ctctgattgg
   463801 caacaactgg cgcggctgta tgaagagaca ttactggcag caccgaatgc tgaagctttg
   463861 tgggataccg tatcagaagt tgatgctaaa tttatcagca aagatgcctt tggtggcgag
   463921 ccctttatca gcgatatgca agcaccttta ctgaccttca cgcaaacatt acgttggttg
   463981 cgattagggg ggcgccagag tggctctgag ttggaggtta cgcaggagaa actggcaagt
   464041 tataaaccga tgtttgtcga tgcggatagg ctcccccttt ggcagtatct acagacggcc
   464101 tggctctatt atcatgagca agattatgcc ggtgtcgtcg ccactgtctc ggctgtcgac
   464161 tctctgccag ccactgacat tgtgaccttc agtcaacaga ttctatatgg tgatgcattg
   464221 gtggctcaac aacaatggtc acaggccgaa gcacattggc gcaagctgct gggcctggtg
   464281 caatcgccgc aacaacagca atatctgcaa ctcaaactcg ccgcggttct ggtgaacagt
   464341 gatcaaattg aagccatatt taccgcagat agcccaatca aaaacctgcg ttatcgttct
   464401 ctgatactca aaacaaaagc tcaaaaagca cttttacaac agcaagttat ttctggtgct
   464461 aatgatgagg aaaaaaccat tgctctgcac acgctattac tgcgggatct tatgcttggt
   464521 gattatcagg gttatgagca ggataaacag ttaagccctc atattcagca atccgtcgat
   464581 caaaaaagct ttgccgatgt agacctggcg gcgttcgatt ggcagggcga taatgtggag
   464641 cagggctatg cctgtgctgc gttagatggg acggtaaaag cattggttaa aaataaaacg
   464701 gatggtcatg ccctcaactg cttgggagaa ttcttccgtg taactgacat caatatcaat
   464761 acttatcagg aaggggaggg caatgaggtg ctgaatgtcg cagtccatgc acatgaaaca
   464821 gtgataactc agcccaatcg tttcgattat tatcaacacg ttatcaacga cccgaaggcg
   464881 gagccagaag ataaaagcta tgcgctttac cgggctgtta tgtgctatgc cccatcgggc
   464941 tataatcaat gtgggggtga ggatgtcgat attgcaacac gtaagcgttg gtttagctca
   465001 ttgaaaactc agtataaagg tagccgatgg gcagaacggc tcaactatta ctggtaagct
   465061 gcctattagc gctatttatg ccgcccgcga tggcagaggt tagcgacaaa ctgcagttga
   465121 gccataaggt gtatgcccat gattatcagg cgttttggtt gtggtcaggt gtgaacccac
   465181 agcccgcttt acagcaggcg aatcaggttt atctgcatca gggggaagtg gttattcgcc
   465241 agcgagccgc ctggtttcag aaaatggggc tacccagctc taggctgaca ctgcctgcga
   465301 tgtgggtcac ggtgcgcatc accacgttgg atgtaccaga tgatattttg gcgattctga
   465361 ttgatttacc ccggcggtgg gccgccgctg gaaatcaggt catcgggcta cagattgatt
   465421 ttgatgcagg cacctatcgt cttgatgatt acgctgggtt cctgcgccgg gtgcgcacta
   465481 agctggatcc aaattttgca cttggtgtaa ccggcttatt ggactgggca aaaaccggta
   465541 gcatccagca gctcaatgcg ttgccgattg atgaactggt gatacaaacc tatcaggggc
   465601 gatcaaccgt taatcagtac tcacgttact tacccgcctt gctgcaatta cgtcttccct
   465661 tcaagattgg tttggttcaa cacggggagt gggatccgca atgggaacag tatctggctg
   465721 cttccccttt ttatcgggga gaagtcgtct ttttgcttaa tcatcttcgc tctgaacctg
   465781 ctaacggtaa ataattttga acatttccgt cgtcaccaat gtggccgtgc atttctataa
   465841 gtgccaagtt gccaaacctt gttgcccaaa gggaaatagt tgagagagtt aaaaatagga
   465901 actaagaata gattttaaat ataaaccgac aagatactca ctctatttta tttttttgat
   465961 gcgaccattt aaatccaata aaaataaact gattttttgt gattaacttt ttataattta
   466021 atcatgattt ggttgaatat tcctacattg ttgtgtgaat attctcattt gaagttgcgg
   466081 ctttgatgct ttattgattt ttatcatgct aacttgcaac tttttatttc cattgcttag
   466141 ttgctctatg atagcttacg tcatcttata caatagccat attgcgatat accatgaaat
   466201 tgttttatca cctgttgggc atgtctctaa aataggctat tacagcttga ctataggcgg
   466261 tgacggttca cgtgatggga tattacaatt aatacatatt acaattaaca catattaaaa
   466321 taagatgtgc tggataaatg gtgtaaatat gtacaataaa taaaataata ttatgtttat
   466381 gaattataag ggtaatttat gaaaaaggta aatttactgg tctggatagg tttatcacta
   466441 aacttagtgc ttgttttggc cagttggttt ttcactgtag actatcagga actctatggt
   466501 gagttaggct atagagatcg gatgttgctt gatgctatcg ccgtattgag atactacttt
   466561 gctgttagtc ttgtattgca aatccttagc gtgatttttc tagataaagc caataaactt
   466621 tcatttggat tggccattat ctcttgcctg ggtatgttac ccctcagtat tgttttcctt
   466681 attggttatc tctttaccta taacgattac gtttaccgtg gtttaaagac gttttcatta
   466741 aatgaaacgg gtaagcttga tacatatcta aattttgcca ctgttcgtta ttttatgcta
   466801 ggtgcgtttg caactgtagc gggtgttttt atgtttttca ctgatatgcc aatgagtatg
   466861 ttaattattg tcgtcggtgt gttgaatatg ataaatggta ttcggttggg gcctcgccct
   466921 gtgattgcct taatggggga taatctggta tttacacccg cgttgatgtc gaatacttat
   466981 attatctcaa ttgagcacgt tgacctggta gaaagcaaaa aaggtaaatt caagattaaa
   467041 ttaaatttag agggattaga gaaaaaaata actttccaga aaaatataat ggaaaatgat
   467101 aaagattcta gtgctcttga aaaaatactt gccaaaattg aaaaaaataa cggtgaaaaa
   467161 cagcatattt tcttgtaaga gattgaaacg ttattattcg gtcaagagcg atgtcaattt
   467221 tgcatcaaat tatggcgata cggcattgct cttacccgtc ttagatacga aggtttttaa
   467281 agaaacccca cttgatgaca caataaataa aatactaact gcagcagtgc taagttcgct
   467341 atagaaaggg aatagtacat tgcttatctg tcagttaatt gaacataaag cgcaatgcca
   467401 ataagtgaaa ttaatagaaa aattgaggtg tatatgaaag gcgtcatctg tattggtgat
   467461 aaaaccacgc atggcgggca agtgctcagt gggtctggca aaatgaaatt tgcaggtatt
   467521 ggtgtggcgc gcctgaatga tccggtctct tgcccacagc atggtaatac cttcattata
   467581 gaagcacatc cttcatttaa ggataacggc attccagtgg ctttccatgg tcatcgctgt
   467641 ggttgtggct gcaccttgat cagctctcag aagggagcaa cggtgatcgc tatgcggtga
   467701 tgatggcggc taaccagtgg ttttcttgac ggctcagcga cgagcttaac cccaaactta
   467761 gccgatctct tatcaagagc ggctattctg catgatcact acggtcacgc ggtgaacctt
   467821 tcttcagtag gatcataaag tctttaaatg caccgcgcag cggctcaaat agcggatgct
   467881 tacgattctc catcatggtt tccgagaaca gcttcaaacc taaggcaaag gcggcagttt
   467941 tctcctggcc aaagcccaga tcttcacggg cctgtaaccg ttcgatgatg ctgaggatct
   468001 cgtcatgatt ctcggcttca aaggtgacag gggctttatc aatggcttcg cccttacggt
   468061 cagtcaaggg ttcaatagtg attcgataac gatagccggg catcagtttt tctcctgtac
   468121 agtggtatca actgccgcag gttgcacccc aaccggttgc aactcttctt caatggtgtc
   468181 taccgcagcc agtagcgccg tattaatacg cgctacttgt tctggcgtga gatccgcacg
   468241 catcatattg ctacgtagaa tgtggcgtaa gcggtgcatt gcatcggcaa taccttcagc
   468301 cagattcccc tctttgtgac ggtttacctg cgccagacga gcaaagatta catcgaccat
   468361 agcttggttt ttctgtagtt caaacttccc agcgtcagta atttggtaac ttttgcggcc
   468421 attacccgtg gctacggggg tgacaaaatc ctgctcttcc aacagtgtca gtgttggata
   468481 gataacccca gggcttggca catatagacc tgatgacgct tcttcaatag ccttaatcag
   468541 ctcatagccg tggctggggg ttttattcag tagcgccagc agtaccacgc gtaaatcccc
   468601 atgttcgaac aggcgatgca ttttaccgcc acgcccgcgc ccatgtttgc cgcctcttgc
   468661 cgattctgca tcttctgcca tcacattatg gcgaccaccg cgacgcattt tttcaccgca
   468721 gtggccctgt ccttcatggc gatgaccacc atgacgatga tcgtgttttg aatgaccaaa
   468781 cattgtaaat ctcctttaga tatatctaaa ctataccgat atatctaaat tggcaagaaa
   468841 gaaataaaaa aaagatatat ctaaaacgcg ttactgcgca acgcatcccg cgtgctttta
   468901 gtggcagcca gtgagatgtg ctatcaagtg gtttcagtac cggaatcaag ctgcgcagtt
   468961 ttaatgccag attttcccct tggggatatc aaaaaatgat ttttaaatca aaatgttgaa
   469021 ctgggaattg gctattttgg tcaagggggg ccgagtgaca atatcagtca gcctattttt
   469081 gctcgctatt tgaatacccg tgtttctact attcagaagt gggagacggg agccaaacac
   469141 cccagccgga catatatcgc tttgggcttg ctcccttctg ataaaaaggt gagcagcacc
   469201 aaacggttat tggctcagca tacgggggct tttgtcctca agtaatgtgt ctgcattgtt
   469261 catcgccaat cctttgttgc ctgtaaataa gctactgcgc tgttttaaat ggccaatata
   469321 cgataggggt tgatttgagc ggaatgaaga gctgtcgcct tcgcgcatat gcagtaaatc
   469381 agccggtgtt atccataccg gattggagtc gctgattggg tgccctgcat aattgtaggc
   469441 ttccaagaca aactgagaac agaagaagcg ctgatcttcc gtcagtgacc caccgtcacc
   469501 taattgcact gtggctagca ggctaaggca gtggttacga acggtcgcat taaataacgg
   469561 caattcgcat attcgtttgg tgatcatata cggggcgatc aatacgatcc ctccgaagtt
   469621 gtaatccgag ccctctttat ctaatgcaaa ctcacgcaat ttagcggcat gttccggggt
   469681 taatccgggg taacggaagg caataaccgc cgtgttatga tctatcgcct cgttaaggct
   469741 aacaatattc acccccgtac tggttgcctc ggccacttgc tcttctccca gataaatagc
   469801 cgcatggctg actggggcaa ggctgaatat acggataccc aacgagttaa tgccagttga
   469861 tgatgacaac aaaatatcgc cgggctggag atccaggctg gtgacgtctg ccgcaccgga
   469921 ctctggcgca gagcccatcc gttgaaactg aattcggtta gcttctgtgc tcttattttt
   469981 tcctgataac gaaacatcag tcgcacaacc ggctaataaa atcagccacc ctagagtgaa
   470041 aaaacgccac ccgatacttc gcattacaat tccttatttc ttagtgtatt ccattgctct
   470101 taagattatc ccgtataaat aataggggga agccaggcaa tcaaatttgt ggtttgctta
   470161 acatttagcg atcagttaac aatgaccgct tgcttaacga caaagagcca ctattcagta
   470221 acgggttcag ccgaagattc attgactgtt gttgtacggg aaaattttta atcagagcat
   470281 gttaggaagg tggtctaatg ttggtatata tacccgtcat acttcacgtt gcatggagcg
   470341 tttaaatctg cgcctaaccg atttgtctct cgcttgctgc ctttctgtaa cttgagttat
   470401 ttggggtata gaagcaatcg agaatatttc aaatactgtt cataatgcca attcattaac
   470461 attgtttgaa tttgtgtaaa atacaatatg accattataa acagtaaata tcacattatc
   470521 agttatggcg atttgagagt aaggggagtc gcaatcatta ctcggatctt cagctgaaat
   470581 aaaagctaaa ttttcgctta acttaaaacc gttttttaga aactcttctt tatataaatt
   470641 aacggtttta tcactatgcc aataatttaa aggactgctt tttttaataa catacttaaa
   470701 ggtacagact ccctctatcg ttattttatt atccattatg tatatgtgct ttcctgctgc
   470761 catcctcttg atatcgtctt tatttatcgt attgctcggg ctgtctatag actctgatat
   470821 ggccgttcgc acccatgttg aggatagtgt taggttatta atgatgattt ttttatcgtt
   470881 ttttttattg gcaatggctt gaattgaaag gctaaaggaa aataatagca ctattgctgt
   470941 gaatatttta tttttcattc gtcattactt tcccgaccat tatggcccaa tttttctgtg
   471001 cagactttat ctaacggatg catcaagtcc aaaatgcccg gtacgtaggt aaacgaacga
   471061 tgttaatgtt tcctaaagac gaggctgata ataagaatgt ttactcaatt atgccaaacc
   471121 ttaatttgta accaaatatt aaattaaggg gttcagtgtt aattgaaaaa tatttacatc
   471181 atgatgaact gtaggatttt tcatgcatat catgggttat ttcctacgat aaaaaggtaa
   471241 atgcctctct gtttttagga ttaatctttt ttgaatgctt ccatgaaagg tgattaattg
   471301 ataaataaat attaactatt tcttctggtc ctactaagat gattcttgtg cgttgatcaa
   471361 taaagtataa attatgattt tagaaaatat gaagctactc cgtgagtgtc gaaaatattg
   471421 cgaatggaat gggagtgaaa tgacaataaa atgtttgtat tttgtaggaa gatagacctt
   471481 aaataattcg agctacagga agacggcaaa cgaattattt agaggatatt tttgatggaa
   471541 ccaaaaataa acgttactga ggttgatgat atctcttaac gactcgaact tgaacaatga
   471601 gaataggcag gggagtcagg tgcccataga ggcagttcga gcgcagattc aatgaatact
   471661 ccggttttta gggggattta ccctcaaacc cgacagcaga ttttgccgct gccgggggcg
   471721 atagcgatca tctctcttac tgacgcatct ttagcagctc gtccgcattt tgtggcgtta
   471781 cttcagtcca aggtacttca tacatttttg ccgtcccttg ttgccaatcc atttttccct
   471841 gatattgctg ccagatcgtt gacataggct ggtaacgctc tccttgtacc gaacgcatag
   471901 cgatatcaat agccccttgt atttgagcct ggccatcttg caggatagac atcatttcac
   471961 cttgtttaac cgcccggatc gcatcagaga caccatcgat accggcaatg gcaaaatctt
   472021 ggacattcag gccggcgctc ttgatcgctt caatggcacc caacgccatt tcgtcatttt
   472081 gcccgatcac accattaatc ttgccacgat gtttttgtag ccagttctcc atcaacggca
   472141 tcgcttcggc acgtgaccag ttggcggttt tacgttccag tacgttgatt ttccccggcc
   472201 cacattcagc aatcgcttta tcgttgccct ggccacgctg gatctgtgcg gattgcccga
   472261 ttggcccttc aataacgacc acattgccct ggcactgcat tttatccagc accgctttgg
   472321 cttccagata acccccttga acatcatcag agaagattcc actggtcgct ttatctgtat
   472381 tcaagcgggc attggcgaca atcaccggaa tattggcttt attcgccatc gtgaccacat
   472441 ctacgttggc ttcaaaatct atcggaacaa taataatggc atcataacgg gtacgtattg
   472501 cagtttcggc ttggttattc tggactaacg gatcatagcg gccatcgaaa agagtcaacg
   472561 tagttaaccc ctgtgttacc gcaggatgtt ctttggctga cttttccatt agctgaacaa
   472621 attcagcttt catgccatac atcaaaatag caatttttac tggggctgct tgcactgatg
   472681 ccgcaaagga aagtatcagc gttgcagcaa gcagagtttg tagcattgtt tttttcataa
   472741 aagctcctgg tgcgttcaac ttactttaaa attatagagt tacggtatat acccgtcata
   472801 catcaaacgg catgtgtgtt ggctacgctc aatgacccga atgacttact ggtattgact
   472861 ttaaaaaagt aagtaagctc atcgggatta atgcgcctca tccctgaggc tcaccctacg
   472921 ggcagcataa atactgtaca aatcggttcc cgacccattt gtatctctct tgccgccctc
   472981 ctacaactcg aattaatttg ggtatagatt aataatattg ttgtttatgg gtattgttgt
   473041 ttatgggtat tgtttttatg gacatttttt tatggatatt gttatttgta gacattgtta
   473101 ttggtagata tttttttata aaacttgttg tttataaacg ttattgttta taaaaattat
   473161 tgtttatgaa ggttattgct tacgggatgg gtcaagcatg acagcaaaga caatcagaac
   473221 acctttgata atttgctggt aataggattg tacgccgagt aaatcaagcc cattgttcat
   473281 cacacctatt atcagcacac caaataaggt tccgcgcaga gttccaatac cgccagccat
   473341 actggtgccg ccaataacga ccgccgcgat agcatccaat tcataggata cgccagcgcc
   473401 agtttgtgcc gagccagtac gtgcggttaa aattaaaccc gcgatcgccg ccaaaatacc
   473461 gcaaagggta tataccgcca ctttaatacg taatacgttg atcccggatg tgcgggcact
   473521 tttttcattc ccgcccaccg cgtagacgta acggccaaac gtcatcttat tcaagacaaa
   473581 ccaggcaatg gcgaacagaa taataaagat caacaccggt acgggaatac ccaaaatata
   473641 accgttacct aaccaacgga attcatcggt taattgtgat accgggtttc cgccagtagt
   473701 cagtaatgtc aggccacggg cgacagataa catccccatt gtgacaataa agggttgcag
   473761 acgatatttg cctaagataa agccattgat agcgccgcag actaaaccga tgccaatggc
   473821 aatcacgatg ggtactaaca gtggccaatc ggtcccccct aaggcgatgg cactgttatt
   473881 cgtcgcaaaa cgcgcggcga caataccggc caagcctaaa accgcgccaa cggagagatc
   473941 aacacccgcg gtgataataa cgaacgtcat cccaatggcc aggatgccgt tgatcgagac
   474001 ctggcgcaga ataatgagtg tattatcccg tgataaaaaa taattctcgc tccatgtccc
   474061 gctgtttact gcaaattcac cagccagagc aatgaccgca cacaagccaa caaaggcaag
   474121 tatgatcccg tattgatgaa tggccttcct gaatttactg gtccgtgtca gagacattac
   474181 caaggggggg ggaatcgctc atattcgacg ctctcagtgc aatgtaataa tatgagtttc
   474241 ggcgtggttt ataccgccat cgacattaat ttggcctgtg ttgcctcagt gcccgtaatt
   474301 tcaccgacta ttttcccttt tttaaaaacc aagattctgt cgctcatgcc aataatttca
   474361 gaaagctcgg aggagaccat aacaatgcct tttcctttga gggcaaaatc cgacataaag
   474421 cgataaattt ctttttttgc cccaatgtca attcccctgg ttggctcatc taataataaa
   474481 actttagggt ctaacagtgc ccagcggcct aacaccacct tttgttgatt accaccgctt
   474541 aaattagcca ctcgttgttg gcgactcggt gtcttaatat taaagatacg gatcgtgtgg
   474601 tcagcacggc gctgaatatc attttcatta atgatactca tacgactaat gacgtttaat
   474661 gaggagatat taatattttc cgataccgaa tggttcaata ctaatcctgt ctcttgacga
   474721 tcttcggtca cataggcgat accggcgttg attgcttttt ctggtgtgtg tttcagtaat
   474781 atctcatcac cgatatggat gctcccgtga tcagcacgct caagaccaaa cagcagatta
   474841 agaaactcac tgcgccccga tcctactaag ccataaatcc ctaaaatttc accgcaatgt
   474901 aatgtcaggc tgacatcatt cactttcgat ttccaacata tgccagaggc tttaaagagt
   474961 ggcacattgg ttggagtatt gtatttggag aactcaccat caatctcgcc accaataata
   475021 tgctcaatca gttgttcgcg agtgatgtga ctcgtctctc cttcacaaat ataacaacca
   475081 tctcgaaata ccgtgtagct gtctgcaatt tgaaatattt ctgacaagcg gtgggagaca
   475141 taaataaccc cttttcccag agaggccagt ttttttatgg tctgaaacag tttttgcgca
   475201 tcctcttcac ctaatgcgga ggtgggttca tccataatga tgatatcggc atgggtatgt
   475261 gacagcgctt tggcaatttc cacccgttgt tgctctgcta cgctcaggct gcgcattttg
   475321 gctttgggtg aaatggcgaa acccagctcg tgtaataaca catcggcctg gcggttaagc
   475381 gcacgaaaat cgacaatacc aaagcgcctt ggctcagaac ccagataaat attttcggcc
   475441 acagacagat cctgtacccc actgagctct tgttgaacaa tggtaatccc tgcggctagg
   475501 gcttgtcccg gtgagtcgaa ttcgcagtat tgcccgttga tgaaaaacgc cccatcatca
   475561 ggctgaataa atcccattaa taggccaaga aatgttgatt taccggcacc gttcccaccg
   475621 caaagcgcat ggatagaacc ccgttttaaa cagaattcag cattgtttag cgcgatcaca
   475681 tcgccaaagg atttttttag tcccgtcgct tctaatagat agtccggttt ttttgccagt
   475741 atctcgttac ggatcatgaa tgcctcatat gaacgaacca aaaacaaatg aacactactg
   475801 tgtggaataa aaaacgtcca cactccggca acaattacgt tacatcgctc aaacaaatgc
   475861 agtaaaaagc caagataagc gagatttacg caacgttttt tgtaaggggg cgattatctg
   475921 atctgatgat gttgtcttta aaaatatgtc tttagatttt tactggttca tatgttcatt
   475981 ttgccgcgta gatcgagcgg cagtgataag tagaatgtca caacggcaaa gtgacattga
   476041 gtgacattga gtgacattga gtgtcacgga tgtggctgag gaactgacat catggtcaga
   476101 agaggattga agggggcgag acggaccgga aaagtgaatg cagatgctta gattagcgtc
   476161 gaaatactga tgttagccaa ggtgaaatag acatcaaggt gaaatagaca tgttgctatc
   476221 ttaatattca gcgggcttca acaggaaacc cgcttggtat tcttaaccgt ttttcaatat
   476281 attgacgccg ttatattagc ccaatttatt catgaggcac cggaatctct gcatttatgc
   476341 gtaacccatc agcgttaaac accatgcaat atccagcatc aaaactcaga tttagcttct
   476401 gataagggcg gaaatggaca tctcctgcta acagcatttt gaagccatcg tgaccgtggc
   476461 actgaccaaa cagataggtg ttattcccca gtcgttctac cacttcgcaa tgaaaatcta
   476521 atgtttgcac tgtgctatca gccacgctga gatgttctgg acgtatccca atagtgacgg
   476581 gatcaccggc ctgtagtggt gaggtgtgca atgccaatgt caggctatgg ccttcggcga
   476641 cggtcacgga atcaggctgc cagctttcca cggtcgcggg cagaaaattc atctttggcg
   476701 aaccgataaa accagcaaca aatttattca ccgggttgta atagagcgac attggtgagc
   476761 ccatttgctc aatcttgccg tagttcatca ccacaatctt atcggctaat gtcatcgctt
   476821 ccacttggtc atgggtgaca tacaccatgg tggtcttcat ttcctgatga agttttgcga
   476881 tgtgcagacg catttcgaca cggagttcgg cgtcaaggtt ggaaagcggt tcatcaaaca
   476941 tgaacacttt cgggttgcgc acaatggcac ggccaatggc gacgcgctga cgctgcccac
   477001 cggagagttg ttttggtttt ctgtcgagta aatgggacag ttgtaaggtt ttagccacca
   477061 tctctatttg atgacggatc tgctctttag gcaccttatt gactttcaaa ccatagccca
   477121 tgttttcggc taccgtcatg tgtgggtaga gcgcgtagga ctggaagacc atcgctacgc
   477181 cacgatgtga gggagcgaca tcattgatca cctcatcgtc aatcaaaacc tcaccatcac
   477241 ttatctcttc aagcccggca atcatcctta gtagtgttga tttcccgcag ccggaagggc
   477301 caacgaagac agcaaattcc ccatcttcaa tatcaaggtt gatgttatgg agtgtttcgg
   477361 ttttgccaaa acgtttggtc acgtttctca gtctaatgct ggacatccgg taatcctcga
   477421 aagttatcag tcagggggcc atcacacatc accctgaggt gcgttttttg attttatgta
   477481 taacgtataa caattggctt taatggtatg tgatgatgga aaagcatgga agaactataa
   477541 cttcgctcta tttccgtccc tatcatacac tttcatttct gcaaccatga tcacacaatg
   477601 atgagattcc tatagagtta atgggcgtca aagcgtagcg tataacatag taagacatcg
   477661 gcatgatatg ttctgcagat ggcgtagatg tggtgtttgt cattttgtat ttgtatttaa
   477721 tttcgagcgt taaacacaat aatgttatac cttcacccga ggctaataat gaaaatcaat
   477781 aaaatcactg cgcttgtttt aaccgcactg gcagtcaccc agtttgctgg tttcgctgcc
   477841 cacgctgcta cacagcaatt aacagtttgg gaagacatca aaaaatctgc cggtattaaa
   477901 gaggctatcg ctgattttga aaaacagcat caggttaagg tcaatgtgct ggaaatgcct
   477961 tacgcacaac aaattgaaaa actccgcctt gatggccctg caggtatcgg ccctgatgtg
   478021 ttggtgattc ccaatgatca gttaggtggt gcggtagtgc aaggtttgct gacaccgctc
   478081 agcgttgatc caaccatagt cactactttt actaaacctt ctatcgctgc cttcaccatg
   478141 gataatgccc tctacggttt accgaaagcc gtggaaacgc tggtgatgat ctacaacaaa
   478201 gacatgctgc caacgccgtt agctaccttg gatgagtacg ccgcattctc taagaaacaa
   478261 cgcgcagaaa ataaatatgg tctgttggcg aagttcgatc agatctatta cagctgggga
   478321 gcgatcgagc caatgggcgg ttacatcttt ggtaaagatg ctaacggtag cttgaaggct
   478381 aacgatatcg ggctaaatac accaggggct gttgaggccg taacctattt gaaaacattc
   478441 tatgctaacg gtctgtttcc aattggcacc atcggtgata acggcttgaa tgctattgac
   478501 tcattattca ctgagaaaaa agcggctgcg gtaattaacg ggccatgggc attccaaccg
   478561 tatgaagccg ctggtattaa ctttggtgtg tcaccactgc cagcattgcc gaacggcaaa
   478621 gatatgagct ccttcctcgg tgtgaaaggg tatgtcgttt ctacctggag caaagataag
   478681 gcactcgccc agcagttcat cgaatttatt aaccaaccgc aatacgtgaa aacccgctat
   478741 caggtcacca aagagatccc cgcgttgacg gccatgattg acgatccatt gattaaaaat
   478801 gatgaaaaag ccagtgcggt agccattcag gcaagccgtg cctctgcgat gcctggtatt
   478861 ccagaaatgg gcgaagtgtg gggacctgct aactcagcat tagagctaag cgtaacgggc
   478921 aaacaggagc ctaaagtcgc tctcgataac gccgttaagc agatcaatat gcaaatcgag
   478981 gccatgcagg ccagtaatca gtaatcagac tatttaacag gtcagtatga atttaggtgg
   479041 tgttcaattc ccccacgtgc cgttggtatg cgatggtttt tgtgcaccac ctgtgtttca
   479101 aactgactgc ggcaatcaac acctggtgaa taacctaaag ggtgatgaaa gaaggagcag
   479161 tgtgtgatta tcagttctgg cgataacgga gcggcagcaa aacagtctag tcgccatgcc
   479221 attgccgcgg tgctgtgtgc ggtagtacct gggtttggtc agttttatca tcgccaatgg
   479281 gcaaagggac tcgtattttt agttctgata agcagttttg tcggcgtatt ttttgatttt
   479341 ctgcaagagg ggctctgggg cttgtatacc ctcggagaag aagttccgcg tgacaactca
   479401 attttcctgc tggctgaggg gataatcagt gtgctgatta ttggctttgg cgtggcgctt
   479461 tattattttt cattacgcga tgcttgggtt aatgggaaaa aacgtgatgc aggtattccg
   479521 cttaatagtg tgcgcaaaca ataccaactc ctgttaagcg aaggcttccc gtatttaatg
   479581 atcacccccg gatttattct gttggtgttc gcggttattt tcccaatcct atttggcttc
   479641 tcgattgcct ttaccaacta caacctttat cacacacctc ccgctaaatt ggttgactgg
   479701 gtagggttta aaaactttgt taatattttc accctgagta tctggcgttc aactttcttc
   479761 gacgtgctgc aatggaccgt ggtatggacg ctgctggcaa cgacgttgca atgtaccgta
   479821 ggtgtattgt tggctatttt ggtcaaccaa aaagatctgc gctttaaacc tttgatccgc
   479881 actatcttta ttttgccatg ggcagtaccg ggttttgtca ccatcttggt atttgcaggg
   479941 atgtttaacg actcgtttgg ggtgattaat aactctattc tcgctttctt tggcattgcg
   480001 cctaaagcgt ggatgacgga tccgttctgg actaaaacgg cgctcattat gatgcagacg
   480061 tggctgggtt tcccgtttgt ttttgccatg accaccgggg tattgcaggc tattcccgac
   480121 gatttatacg aggctgccac catggatggc gcgagtacca gcaccaaatt gcgcaccatc
   480181 acgctgccgt tggtccttta ttctattgcg ccgattatca tcactcagta cacctttaac
   480241 tttaataatt tcaatattat ttatttgttt aataacggtg ggccggcagt ggcggggtca
   480301 aacgcaggag gcaccgatat tctggtgtcg tggatctata aattgaccat gtcttcttcg
   480361 caatacgcaa tagcagcaac cattactatt ttgctttcca tctttgtggt tggcctggcg
   480421 ttgtggcaat tccgcgcaac aaaatcattt aaaaatgatg atatggcata agggacggga
   480481 acatggctaa gtcacaaagt attaaacaag agaaatggat ccgtttatcg ctctcttggc
   480541 tggttattat tctggtatcg gtcattatta tttacccact gatttggacg gtgggtgcat
   480601 cactgaacgc cggtaatagc ctgctcagta cgtcgataat tcctgagaat ctgtccttcc
   480661 agcactacgc cgatctgttt aacggcgagg tgaattatat gacctggtac tggaactcga
   480721 tgaaaattag ttttttgacc atggtcttaa cgctgatcag tgtcagtttc accgcctatg
   480781 cattctcccg ttttcgtttt aaagggcgtc agaatgggtt aatgcttttt ctgttgctgc
   480841 aaatgattcc gcaattttct gcactgattg ccatttttgt gctttcgcaa ttgttgggct
   480901 taattaacag ccatatggct ctggtactga tttatgtcgc gggcatgatc ccaatgaata
   480961 cctatttaat gaaagggtat ctcgacgcga tcccaaaaga tcttgatgag tcggcacgta
   481021 tggatggggc cagtaatttc cgtatcttta ttgaaattat catgccgctt tctaaaccta
   481081 ttgtggccgt ggtggcgtta ttttccttta ccggcccatt gggtgatttt attttgtcga
   481141 gcacgatttt acgtactccc gataaatata cgttaccgat tggtttatat aacctcgtgg
   481201 cgcaaaaaat gggcgctagc tataccactt acgctgcggg agccgtatta attgcagtcc
   481261 ccgttgctat tctctacctg gccctacaga aatattttgt ttccggccta acgtcaggaa
   481321 gtactaaggg ataatataat gaaattcttt aaaccggcat tactgactgt ttgtttatcg
   481381 ctaagcctca tggttggggc taatgcggca gaacccttta ccattgcgcc attaaaaaat
   481441 gtcccagcag attttattaa aggggctgat atttccacgt tagcggaagt ggaacgacaa
   481501 ggtggcaaat tttttaatga acaaaatgtt caacaagatg caatggctat cctgaaggct
   481561 aacggcgtga attatgtgcg tctgcgtttg tgggtcgatc ccaaagacag cgatgggcag
   481621 agttacggcg gtggcagtaa cgatttggcg accactttgg cgctggctaa acgtgcgaaa
   481681 gcccagggtt taaaggtatt gcttgatttc cattacagcg atttctggac cgatccaggt
   481741 aagcaattta agccgaaggc ttggcagaaa atgaattacg accagcttaa agtcgccatt
   481801 catgactata cccgcgatac cattgccacc ttcaaaaaag agggtgtctt gcctgatatg
   481861 gtgcaaatcg gcaatgaatc caatggcggt cttctctggc cagaaggaaa aagctggggg
   481921 gaaggcggtg gtgagtttga tcggctggcg ggtttgctga atgcggccat cggcggttta
   481981 cgtgagaacc tcagttcccc ttcagatgtg aaaatcatgc tgcacctcgc tgaaggcacc
   482041 aagaatgaca ccttccattg gtggtttgat gaaataacca aacgtaatgt gccgttcgat
   482101 attattggtc tgtcgatgta cacctactgg gacggcccga ttagcgcctt gcaaaccaac
   482161 atggatgata tcagccagcg ttaccaaaaa gatgtcatcg tcgtggaagc cgcttatggc
   482221 tataccttgg aaaattgtga taacgccgaa aatagcttta ccgctaaaga agagaaagat
   482281 gggggttatc ccggaacggt tcaaggacaa gcgaatttca ttcatgatct gatgcagagt
   482341 gttattaatg tccccgatgg cagagggaag gggatatttt actgggagcc tacctggatt
   482401 tctgttccgg gaaatacttg ggcaacaccg gctggaatga aatatatcaa tgataattgg
   482461 aaagaaggta atgcacgtga aaatcaggcg ttatttgatt gccaaggaaa agtattgcct
   482521 tcgatgaaag tttttaatta atcgttgccc attatgggca acaccaagta tttattattt
   482581 aaggatgtat tatgtctaag tttccgccct taagcgcgaa agtttctgcg ttattgcatg
   482641 gcgctgacta taacccagag caatgggaaa attatcctga cattattgat aaagatattg
   482701 ccatgatgaa acaggcaaaa tgcaatgtca tgtcagtggg aatattcagt tgggtaaaac
   482761 ttgagccaag tgaaggagaa tataatttct cttggttaga tgaattaatt gaaaaacttt
   482821 atgctgccgg tatccatata ttcctggcga cgccaagtgg cgcacgtccg gcttggatgt
   482881 cgcagaaata tcctgaagtt ttacgtgtcg ggcgtgatcg ggtgcctgcg ctgcatggtg
   482941 ggcgtcataa ccactgtatg acctcgccgg tatatcgcca gaaagtgcgg cagataaacc
   483001 agaagttagc agagcgttac gcccatcatc ctgcggttat tggctggcac atctctaatg
   483061 aatacggcgg cgaatgtcac tgtcattcct gtcagcaaaa attccgcctc tggcttcagg
   483121 atcgttatca aacgctggat aaccttaacg aagcctggtg gagtgctttc tggagccaca
   483181 cctacagcga ttggtcgcaa attgagtctc cagcaccgca aggtgaagtt tcaattcatg
   483241 gtctgaacct tgactggcgg cgttttaata ccgctcaggt tacggagttt tgttctgaag
   483301 aggctaagcc actaaaggcg gcaaacccag agttgcctgt tacgactaac tttatggagt
   483361 acttctacga ttacgactac tggaagttgg cgcaggtgat tgattttatc tcctgggaca
   483421 gctacccgat gtggcatcgt gagaaagatg aaacgcagct tgcctgttat accgcgatgt
   483481 atcatgacct catgcgtacc ctgaaacagg gccgtccatt tgtcttaatg gaatcaacgc
   483541 caagcgcgac caactggcaa cctaccagta agttgaagaa gccggggatg catatcctct
   483601 cttctttaca ggctgtcgcg cacggtgcgg atgcggtgca gtatttccaa tggcgtaaga
   483661 gccgtggctc cgttgagaag ttccacggtg cggttgtcga ccatgttggc cacattgata
   483721 cccgtgttgg gcgggaggtg agcgaactgg gtcgtatact cgaggccatg tcgccggtga
   483781 tgggaagtaa agtagacgct gatgttgcca tcatttttga ttgggaaagt cgttgggcta
   483841 tggacgacgc cgaaggccca cgtaattgtg gcttggaata tgagaaaacc gttgccgagc
   483901 attaccgtcc attctgggaa cggggcattg cggtcgatat cattaacgct gactgcgatc
   483961 tgtcgggtta caagctggtc attgcaccga tgctctatat ggttcgcgaa gggtttgctg
   484021 aaagggcgac gcgttttgta gagcaaggtg ggcagtttgt cgcgacctac tggagcggta
   484081 ttgtcaacga atctgacctg tgtcatctcg gtggcttccc tggccctctg cggccgctgt
   484141 tgggtatctg gtccgaagaa attgactgtc tggccgatgg cgagagcaat caagtccaag
   484201 gacttgcagg caataaagcc ggtctacagg ggccttatca ggccatccat ctctgcgatt
   484261 tgattcatct tgaaggggcg acagccgtcg cgcgctatag agatgacttc tatgctgacc
   484321 gtgcggcggt gaccgtaaac tttgttggcg aaggtaaagc ctggtatgtc gcttcacgta
   484381 acgatgcggc tttccagcgt gatttcttca tgaacattgc cgaggagcta aacttggcac
   484441 gtgcgctaga cacccagttc ccttatgggg ttaccgctca ccgtcgtacc gatggtgaga
   484501 gtgaatttat cgtggtagaa aactacagta atgacagcaa atcgctggtg ttacctgcgg
   484561 tataccgcga tatggtcgac cagcagccgg tacaaggtag cctgacgctt gccccatggg
   484621 gaagccgagt gctaactcgc tatctcgaat aagcattaac tgaatgccat acacgcccat
   484681 tcagccgagt gggcgttttt ttacatcgac ttacaacgaa ttaactcaat ttcactcaac
   484741 ccaccaacag aaaggtagat gtcatgatca gcctgaaatc ttttatgcac tatttttccc
   484801 atccaaaacc aacgccatca ttcattgatg aagaaaaaca acaagctgaa atgctacttc
   484861 actatttagg gggaaaagag aacatcaaga atattgatgc ctgtatcacg cgtttacggg
   484921 tgacggtaaa cgatctctcc aaggttaatt ctgaagcgct acaacaagcg ggggcattag
   484981 gcgttattat tcttgggcag gaggtacatg ctatatttgg caagcagtca gataacctgc
   485041 gtaaaatact tgatgagcat ttctctcaat cctaaagaat ttatttttaa ctcacaattt
   485101 ggctttaaag taatttggtt ttaaaaaatg tggtttgtaa ataatatggt ttgtaaataa
   485161 taatgtatac tccaaaataa ttcgagttgt tgagcgtcgc caacgtacat gcagcttgag
   485221 gtataacggg tataaaacta aaatgctcac tacctaaggg tagtgagcat agaagaataa
   485281 ccgaatcata ttaaagtcgt gatatttcat tcatgctata ccctaaataa accacgttgt
   485341 aggaaggcgg caacgggagt gaacgaaagc cgccaacgca tatacagctt gaaatattac
   485401 gggtatatat tgatagagat aaatttatgt ctacgtaatc ttaacgatta ccaccaggct
   485461 tccacttgga caccaaagtt ccacgtgtca ttagatgtcc catcttcgaa aggcttgcca
   485521 ttctctgaat catttaagta agaagcgaaa acacgcaatt ctgggcgaga cagaaaatca
   485581 ggaccctcgg ccaaacctaa tgcgatagtg tatttctcac caccctgttt gtagttagac
   485641 ccattgtgat aagtatcttt ttgatagaaa ccccccactt caccaatagc acgtacatat
   485701 tgtgtaaatt ggtattgcgc acgtcctacc agagaaatca aattggtttt atcagtgtac
   485761 tcagtaatat cgttagccga gccccacgtc agtacatggt tgaaagagaa tttatcggta
   485821 ataggaataa gaccggtgtt gatcacccga tatcccttag cctcgtcagt cttatgccac
   485881 atgtcatacc aaccgccgcc ttgggagatc atgttctgtg ctaagccttt atttgcgtat
   485941 tgcagcacca gcttattata gccaccaaac atgtcctgac tgatttcacc ggttaacatc
   486001 accgcgttat cagcatcgta caacccaccg tattctttct gttgtttggt tgggtttggc
   486061 attgcatagt cgatacccac ttcggtccac gagccagccc atggcttaaa gcctgcatag
   486121 cgcacgtcga tatagttgat attgacatcg ctatcgccag taatgcgggt atccacatcg
   486181 tttgcgtcac cacggaccca ggccacagac actgcgcctg gacctacggt atagttttca
   486241 atccctgcgc cggagcccga aatattccag tatttagtat ctataatgtg caaatcgtgg
   486301 cgttggtaat agcgtttccc accccagatc accgcctctt tatcgccggg gatcagccct
   486361 ttgatttgta agtttaattg gcgcaggccg aattgagcat cgtcaccaat ggtcgtttcg
   486421 ctatcattag agccgtctga cagcatgctg accatgctgt caaggtagaa actgacatct
   486481 tcttttttat agacctcagc ccccagacct atctcgccat aggtatcgga ttcgttaccc
   486541 aaacggccca ccatcgtttt ttgccattcg gcaagcccac catcgctgga aacgcctaca
   486601 ccagcgcgca tatagccgtg gaaatcaatt ttttctatcg ctaatacaga tggtgaaact
   486661 aacgccgcag ccaaagcaac ggacagtgtg cgtaaactgg ttttcatgtc atcctcattt
   486721 ataatttttg tattacgttc acataacgca ttcaataaaa tgcctaaacg taaaatcaag
   486781 caattatttt gtatgcttat tgtgatttac tgcaaataaa tcagtgtttt ttgtaaagat
   486841 gagtgatggc gctcactgga ttttttgttg tgatcgtaat acatttgatg atgtgattta
   486901 taggtggatt cgggtgattg ggtttttcac ctatgcccct gttacaatca aggaataaca
   486961 cttagaggga gccagactat gaagtcgaaa agcaccacat tagaagatgt tgcccgccat
   487021 gcaggtgttt cttatcaaac ggtttctcgg gtactgaata aatcggccaa agtatccgaa
   487081 gctactcgtc gcaaggttga gcagtcaatt gagctgctgc gttatgtacc caaccgcctt
   487141 gcccaacaat tggttggtaa gcaaagtatg acgatgggtc tggtgaccac gtcactcgcg
   487201 ttacatgctc catcacaggt cgccgcagca ataaaacgct acgcgcatat tgaaggttat
   487261 caagtactga tttctatgat tgatgagagc gtcaatcaaa gcattcaaca ttcgattaat
   487321 gacctaaaat ctcagtgggt aggcaaggtc attatcaacg tccctctaga gacggctgta
   487381 gcagagaaaa tcgctgcaga taatgatgat gtcacttgtt tgtttctcga tgttgacccc
   487441 tatagttctg tgtttaacgt ttcgtttaac ccggcagatg gcacccgtgc cagcgtcaaa
   487501 tatctttatg aattggggca ccgtgagatt gcgttgctgg cagggcctaa gcagtcggta
   487561 tcggcaaatt tgcggcttaa aagctggcta gagacgctgg ccgattatgg tttatcgcct
   487621 gtcagtgtga tccatggaaa ctgggatgcc caaagtgggt attcaggcgc attacagatg
   487681 ttgcgtgaaa caccgcagtt cagtgccgtg ctggtggcca atgatcaaat ggcgcttggg
   487741 gtattgagtg cgtttcatca aaaccaactg gcggtaccgg gagagaagtc ggtcattggt
   487801 tacgatgata cttatgaaag ttcgtttttc tacccggccc tcactaccgt atcacttgat
   487861 ttagatttac agggaaaaga ggcggttcgg cgtatgctta gcgccagtga taacgagtcc
   487921 atgcgctcct catcgatact gcctgccaaa ctggtcgtgc gtaattccac ggggcctcag
   487981 gctaaagagc accgtgattt acaaaaaatt gccgaagagt tgcgccttat tgctcagcgt
   488041 ttggccagtt gaactagaaa taagttgaac cataaacaag ttgaaccata aagttactgc
   488101 gctcgccgtt tttacccgta caaaaataaa cgggcttcca tcaggaagcc cgtcagactg
   488161 ctgacaaacc ccgatgacgc gatcttgaac ggtgaggata ggcagaggaa gtaaagcgtc
   488221 cgcgccaaag atggcgcggc tcgagcctac atggatgtat ttacggcgtc tttacgatct
   488281 gcctgttctc tccgtcgcgg gcactttgtc aataacctca cgggcttcca tcaggaagtc
   488341 cgtcttgtat ttaacattag ccggttaggc cagtttggtt aaatccagtg tattacctgc
   488401 gacaccgttg attgataacg tgcgactttc atttgttggc aaattaatcg tcagttcacg
   488461 ccatgccggt tgatagttcc cggtgcggct aaaggtgata tcaatacggt gattatcggt
   488521 ggtgacctgc caatttagcc atagcgcatg gccttgttgc cagcggtggc tttcaccatc
   488581 gtcctcaaat agcatcccgc ttgattgccc gccaccttga gtgggataaa gcgccaattc
   488641 gcgctgacaa tcagcctcag gattaacaaa ggcgatacgt cgggatagcg gcagggctgc
   488701 ccccgcgcgt accagcagag gtaatcgctc tagtggtgca tccaatgtga ttgtctgccc
   488761 accgctatac cattgcccgc tgtggaagca ataccagccg acctgattat caggtaaata
   488821 aatctgccgt tgccgttgcc cagcgtccac cacactggca accaacagat cacggcctag
   488881 cataaagtca tcgttctctt taaatgtgag gctatcgtgt tcgtggtcga ggaacgtagg
   488941 gcgcaacatc ggctcatcat catggctggc ctgccattgc aatgtgtaaa aatagggcaa
   489001 taatcgatat cgtaacgcca tcgcatcccg gatcatcggc gtggcggctg gatacatcca
   489061 tggctcgttg actgtattgt catcattcca tgaatgaatg gtaaaccgtg gatgcatcac
   489121 accgttttgt acccagcgga caaacagctc aggttccggt ttatctccag aaaaaccgcc
   489181 gacatcatgc cccaggttat acagccctga caggctcatc cccagcccca ttcggatgtt
   489241 atagcgcagt gtttgccaac aggtacggtt atcaccactc caggtctgag cgtagcgctg
   489301 catccctgca cagcctgaac gggatatcaa gtatgggcgc atttctggtg cgaatgcttt
   489361 ctgtgcttcc atcgaggctc gcatcatcag taaaggcatt accggtctga tatgtttgat
   489421 ggcgatagat ttaccgaagc cattacagcg ggcttcacca tcccacactt catattcgtt
   489481 attatcattc caggtagaac cgatccccat ctccaataac tgtttagtga cgttctcttg
   489541 ccaccagttc acggtgtctg gattggtgaa atcaaggtgg gagccttcat catcccaaaa
   489601 tgtagagcgt tcaggtaaat cagtttcgct gtcacgaatg aaaagccccc gctccgcagc
   489661 ctgttgatac tgtgggtgat cttgcaataa acacggtttt atattggcgg ctaatttgat
   489721 acctgcttgt aggaacgtct ggctcatgac tttcggttgc ggcactttgt cgtaattcca
   489781 gttaaagaca taacgcttgt ttttgatgga ggtgtagccg gaagagagct ggaacgaatc
   489841 gcaagggatg tcatgctgct gacacaatgc aatgaacttt tgcagttgta cctgagcatc
   489901 aggggcatcg gtgtaatgca tggttgaacc gctgtaaccc aggctccatt tagggccaaa
   489961 ttgggtttta ccggtcaggc gaacaaacgc cttggtgaca tccaaaactt tcgggccgag
   490021 gaacagatag taatcaaggt cacccgcttc ggcctgataa cggcgatagg ccagatggta
   490081 gttatcgatc tcattgccta aatccagcca acagctactc agattgtcat aaaaaaggcc
   490141 aaaactgaca tcatcacggc gggtgatagt aaacggaata tgtttgtaga gcgggtccgt
   490201 gctggcggcg ttatagccca tcgcatccag attacgcatt tcaaagcgac gacctgcgcg
   490261 gttcagatca ccggcttttt cgcccaatcc gtaatattgt tcattgggat aacggcgctg
   490321 atagtgagca atcgcttctc cctgagggct gagtagatag gcgctggttg gccggtctgc
   490381 ggccagcggt agccactcac catgcgggtt tttatattcc catgtcagat gcagtggttg
   490441 atggatggtg acccgaaggc actccgtcgt gacgaccagt tgctgttcat gtttctccaa
   490501 ttgataaccg gggagagaga agccttccag actcaggcga tcgcggcctg accatggcac
   490561 atcaccttgc ggggcaatac tccaggtgcg gctcagtgcc agttcaccct cgcgtttaat
   490621 cagcaccctg cataagtttg gttctaatac atacagacaa aagatatgac ggtcatcgac
   490681 ccgcagttca aggtgatcgg gatactcatt gattaacagc cagtttttta atgttttcat
   490741 cacagctcat cttttttctg gcaacagcac aggcagtgcc gctgctgggt taatcgcatc
   490801 tgatggatgg cttaatcaga tcagtttggt aacaacatta gtttggttaa tcacatccgt
   490861 tggttaacaa catcagttgg tctaacaaca tcagaccgtc ggttggggtt tattacggcg
   490921 ctcagcgaac agagcaatca ggaatacggc cccaatcaga tcgaagaacc ccatagcgat
   490981 aaacagcggg ttaaagccga tagtgtctga aacggccccg attaataatg taaacaggaa
   491041 gctggcgatc caggcggaag aaccacgcag gccattgacg gtggcaacct gatttttatc
   491101 aaaagagtca accactaatg cactgagcat gcaggagatg acttggtgcc caaagccgcc
   491161 aatggagatt aaagcgattg ccagataagg gtctttggtg acggcaacaa aggccaatga
   491221 caccatcata aaagcaccgg ttaccgaact ggcaaccacc gagttgaccc ggctgcaacc
   491281 aaaccatttc tgatagagtt tggttaaata gccactggcg acactgccaa tatctgccgc
   491341 caggaatggc agccaggcga acatggcgat ctgtttcagg tccatgccgc gttcggtggc
   491401 taaatacagc ggtacccaga aactaaatac agcccaggcc ggttccgcca gaaacgcggg
   491461 aatagcaata ccgtaaaatt tcttattttt acttagaatg gctaaggatt taaggaatgg
   491521 cagtcgtggt agtacgggtt cattatcttg gtgaatcagt tcaaactctt cttgactcag
   491581 atttggatga gtatccggtg aatggtaaaa acgccaccac agcagaaccc aaatcatggc
   491641 taatgcgccg gagaacaaga atgccccttg ccaaccgagt gccacatgcg ccagtacgat
   491701 aatcgggggg gccaacatcg caccgataga gaaccccacc cctgcccatc cagcggcaat
   491761 gggccgttct tttttcggga accaatccga aatggctttg gcgtttgcgg gggtggctgc
   491821 ggcttcggca ctgcccataa agaagcgtaa tactgccagt tggaaccagg tacccgctcc
   491881 ggcatgcatc atgcacacca ccgcccagac actggcgcaa accaggaacc ccatttttaa
   491941 accgatgaca tcgatcaacc agccacaaag tggttggaac acggtataag ccagttggaa
   492001 agaggctaca atccatgagt attgctcggt agtcatattc agactggttt ttaactcagg
   492061 ggctaaaatc cctagagaat tacgggttat atagttaacg gtgaccccaa gtaaaaataa
   492121 ggccagcatc caccaacgta atgactttat tttccgccgt cctacaattt tagctgattg
   492181 attaatatca atactcatcc cagtcccctt gtgttagtcc atataaaatg aattggacca
   492241 acttgttatt ttggtatgtt ccatcttcag ttattaagat tacgctgcgt tataatgtga
   492301 ctttgttcac attaaaatag cgatataaaa tatactcaat tgataatatt gagtttttta
   492361 tatttcaatc aaaattaact ggactgataa attaaaaata ttggttcacc aaaatccaat
   492421 atttttataa aaactaaggt aaccagcttg aattggcttt aatatgcctt tctttgaaag
   492481 aattctcata aggcggctaa tatttcatca tttatatttc ttagcgccct gaactagcca
   492541 ttttatggta atgaaaattt tttcatttgc taatttgagg gagatcacaa aatgaatgga
   492601 aagctaaaaa tacaagaaat agctaatcaa acgggtcttt cgattagcac ggtatcaaga
   492661 gtgttagcgg gtaaagggaa taccagcgcc aaagcgaaac agcaggtcat ggcgtatgcg
   492721 aaatcgcagg ggatcttgca gaatttatcc agcgggcggt tgatgttgaa taatattatg
   492781 gtgtttgctc cccatcgcgc ttttgatgta cgaacagata ttttttacta caaagtcata
   492841 caggggatca ctcaggcggt tagccaacat gaagtgatga tccggtactg cgggttatcc
   492901 gaaacccaca gtgatatttc gctattctta gataaaatga cccacccaca gagtgaggcg
   492961 gcgattatta ttggcattga tgatccacgg atccatgcct tggccgccag tctccataag
   493021 ccagcggtat taattaattg tcgcgataaa gaaatgtcac tggatagcgt ttctcctgac
   493081 caccaatcaa ttggcgagtt ttctgcccat tacctgatac agcaagggca tcgccgtatt
   493141 ctaacgctac agtgtttgcg tcgtaatacc atggagttgc ggttgctggg cattaaagac
   493201 gcgtttgcca gtaataatat gcgcttcgat gatcatcagc acctgatcac cactcatggg
   493261 tttggcgctg aagaggcgga gcaggcgata accacatttt tcacagcctg tgaggatgaa
   493321 agccggctgc cgacggcaat tttggtcggt ggcgactata tggctgttgg cgcggttaac
   493381 gcgctgaata aactcaacgt gaatgtgccc aacagggtgt cagtcatgag tatggacggc
   493441 tttaacttgg cggaaatcca tgatgttcca ctgaccgcgg tgcatgttcc tcgtgatgaa
   493501 ctgggggcag aggctatcca attgttacag cggcgggtat tacgcccgga tgcaccgttt
   493561 agcaacttat tattgcaggg taagctggtg gttcgctcct cggtaaagca ggtcaatcag
   493621 aatagggcga tgcctgcagc aaataagccg acggatcaga tctatgattt ataaggttga
   493681 ttcgataaac cggacggttt acgcagggga ggacaagggc ctgacggcgg tgatttcaac
   493741 accggtgttg gggagtcgaa gagacgaacc gcagaccatg cggttcatca acggtactgg
   493801 ctatataagc ggtgctggct atataaacgg caatgctact gacgatataa acgaaaatgg
   493861 tactgataat gccgtcgtgg ggagagcatc gtgtacaggg gctaatggtg ataattacgt
   493921 ctgtgctgac ccatgtttaa aatagatatg gctggcttgg tgctcaactt ttggcaggtt
   493981 atcactgagc aaatggcggg ccacggtgaa ggcaaactca aagctgacac ccagcccttt
   494041 ggctgtaata aacttgccat caaccaccac atcctgatcc agataggccc catcagcaaa
   494101 tttatcagcc agcttatcac cagtactgta agttcgcccg gccagcaaat gatgagctgc
   494161 caagaccttg gccccagatg aacacaaggc gcagatatat ttatcctgag caatatgacg
   494221 tcttaaaaat gcaatcactt gtgggtttgc cgtcaggctg tctgtgcctt ttgggcctcc
   494281 gggcatcatg accgcatcat agtggtgatc cagacgatcg cttaacagcg catctgcgct
   494341 gatcggcgtt tcaaaatagg tgctcaaggc cgtggttgct tcgcaggaga gaatatcaac
   494401 ccggatatcc agacgacgca tgatgtcgat aaaaataacg gcttctgcct cttcaaaacc
   494461 gtgcgccagc aatacggcaa cgtgtttcgt cataatctgc ttcctctcct ggcgctttac
   494521 cgtttgccag cgctgccgca gacgttaatt ttatcctgaa tcactttttt catggcggct
   494581 ttagccggaa ccatatagtg acggggatca ttcgcgcctt tattttcaag gaaataggct
   494641 ttcagtgcac cagagaatgc gatctttagc tctgtaccca cattcacttt actgatcccc
   494701 aattcaatgc aacgacgcac atcttcatct gggatccctg atccgccatg cagtaccaga
   494761 gggatatccg tattgcggcg aatgagcgcc agacgatcaa agtccaggct aggggcctct
   494821 ttgtacatcc catgggcagt gccgatggca atggccagag agtctatccc tgtcgcctga
   494881 ataaaatgtg ctgccgaacc aggatcagta tacagcgcat ctttctcatc aaccgtgaga
   494941 tcatcctcct gaccgcccag acgccccagt tcggcttcga cagtaccatc ccagcgatgg
   495001 caatactcca ccacctgacg tgtcagcgcg atattttgct caaagttaaa atgcgagcca
   495061 tcaatcatta tggatttgat gcccgccgcg actttctggg taatatcatc atacgactca
   495121 tggtgatcca gatgcagtgc aaaaggcata cggtaatgac gtgccgcttg ttggcagatc
   495181 tgcaccagat attccgtgcc cgcataagaa aaggtgctcg gtgttccggc caaaatgacc
   495241 ggagaagcca tttcagccgc tgtttcaact acggcttgaa tggtctccag attatggatg
   495301 ttgaaggctg ggattgcgta gcctccgatc tgtgcctgac gtaacatttc tcgggaagaa
   495361 accaaaaaca taactcaacc tccgtgattt catttccttt catttaacca taaaaaagct
   495421 tacacaaaca aaaagaaatc aaataaaaga gatttgcatc acatcgaaag taaacgcagt
   495481 taaaagagtg acgtcatttt tgagctgtag ctggttacgc ctttgcggag taaattgttt
   495541 ttcggccgtt cagcacggcc agtaacgttc tctttcacac gctctaacca cggttgtgac
   495601 actaaacgac gggtcagtgg tgtctgctct ttggtgtaat cataacgaaa agtaacaacc
   495661 acctctttcg tttcgaaagt tcccataaca aagagatcga tagcattaat agtgaaacta
   495721 aaatcttcgg tctcgatagg taattggcta ctttcacact gccataaccc acagtcattg
   495781 gcgcaataca gcgcaatatt caacgcccgc agtgaccaaa aactgctagc tggcccactg
   495841 tagttgtcca ccagcctttc atcatctgcg aataatccct gtgtgggagc accgaagcgc
   495901 atggctccgt gaccaatgaa ataacgcagt gtggcttcta atgctctttt ggcttcaccg
   495961 gtatgaacgg ggtctgttga gtgactggcc accgccagta acggcgctga taccgccagg
   496021 cgataacagg cactacggcc aaagaagggg atcccttgtg gggtgatcag atagcgataa
   496081 gcggcgacga attctgccat gcaggaacga ataaactgtc ggtcataatc cggatttatt
   496141 tgatcgagcc aatagagaga gtagtggaat ccccaagcgt tatagtaatc ataattgccc
   496201 tgtgctccgt cgcgaaacca gccctcaccg acatggaact ctttgatgcg ctggtattta
   496261 tcatcactga tatcgccagt gccgttcagt gatcgcatca caaactgaac cgttaacggg
   496321 aagagatgcc agttattatc caccgtttgc agcgtattaa cctggctgaa ccagcgtgtc
   496381 acttgttgct gttctggtgg cgtaaacgcc tgccagaccg actcatggct caaccataaa
   496441 gccaatgcca agtctgcact ttcacaaata cgctgatcat aatcatgcag cgtgccccaa
   496501 tatccacgat gggtcgggtc agtcccggct aagaacgcgc gacgtaagat agccacaatg
   496561 tcgagctccc cgcctttcag atcagcaagt cgcgtattat ccagcctcgt aggttggctg
   496621 tgtaaccagg ccgctagcgt tggcaggaca cggcttacgc cttccagtgc atccgtgcgc
   496681 gcattttgct ggctggggcg ccccggataa taagcatgtg tataatccca gacggcataa
   496741 tgatcaaatg cttcagccac ataacgcacc aggtaatcac actggctttg cagcgacacc
   496801 ttttgattct gaaacagggc ttgtaagcgc gcatcatgtc tcgcataagg ccgtttttta
   496861 tgccactggc ggatcatatg ttgtttaaac aactggtaat acatcgccgc atcaggatgt
   496921 tcataaggaa tgatcggacg gggtttggcg ctaatatcaa cactcatgag cagtgttcct
   496981 gcaagtcact aggataagga gaacggtaat aaaaagaggg gtaagagggg ataaaagagg
   497041 gggctaagaa cactcgctcc accttatctc cccgttacac cgcacgagct taacttttcg
   497101 cggagcttgc taagatctga tagcgatctt gcccccaagc cacgggtttg ggtttatctt
   497161 tgatccaatc atagaatgcc gctttcattg cactgacacg ctcagggtac tgatcagcta
   497221 aatcctttga ttccatggga tcatgcttat cattaaataa ttttggcgta ttggtgccgt
   497281 catcatagaa gtagagtgcc cactcctgat cgcggattgc ccaagaggct ttcgataatg
   497341 tctctacatg atcattttta ggcgcctgtt gatgttcgta agtgatccat ttccagtagt
   497401 catgccagaa tgactgattc tcatcgctgt aatgctttgc ccccggccca gcccagtaca
   497461 tatattgatg cggcgaggtt tgttccttac ctgccagtac cggcagaata tctttaccat
   497521 ccactctcat ctccgctggg atggcaatac ccgcggcttt caatgccgtc ggtaaaatat
   497581 ctaatgcact caccaatgca tcactttgcg tacctgcggg gatctgtttt ggccagtaag
   497641 cgacgaaggg aatatgcacc cccccgttat acatttgtcc tttatgtcca cggtccatgc
   497701 cattcattgg cattggggat tcatgaaccg ccccgttatc cgaaatgaag aaaatcagtg
   497761 tgttatccag ctcacctttt tcttgtaagt gctgaacaat tctaccaatc ccctcgtctg
   497821 cggcattaat ggcagcaaaa tatttatctg cttcaacgtt gccggtatta aaccgatcca
   497881 tatatttcgc gggtgatgct tgctctaatg gaatatgtgg cacgctgtaa gccaggctga
   497941 tgaaaaacgg ttttttccct gagtcatcaa taaatttcag cgtttcatcc gtcaggttat
   498001 gggtcagata gcctggggcg gcaatatttt tgctgttttg ccagatggct ggagagtgcc
   498061 acaatgccgc gcctgaggcg taataactgt aggaatagtc aaaaccccgt ttttcaggtg
   498121 catatccggg ggcgctgacg gagatcatgt tgtcgtgata atcgcggctt ttgacctcat
   498181 cggcgacgaa cgcttttttc tctatgcgtg cgttgtgcca tttcccgata tttgcggttg
   498241 catagccatg ctcctgaaac aaggcgggca gcagtttaat atccagtggg atcccctgca
   498301 tggcatcatc attactgtaa gtaccaaaac tggttgggtg gcgacctgta taaatacccg
   498361 cgcgcgaagg cccgcatacc ggatgcgcca caaacgcatt ggtcattttg accccgtttt
   498421 tggccaacaa agacacattc ggcatcgccc gctgtgccgc atcgatcatc ttgtccagat
   498481 cgccttgata gcgtacggga actgggcgct ggcttagtgc ttttttatcc agattattga
   498541 gggtgaaatc taactgcccg gtacccagat catccatgat taccagcaat acattgggtt
   498601 tttctgccgg tgccgccaga gtcacaggtg tcatactcat accagcggca gcgatcatcc
   498661 ctgccaacag gcttcttttt cctgcgggta acttcattat tatgtgttcc tcaagcgtta
   498721 tttaggctgt gtcagttgcg gcataatgtc cgcagcaatg cccccgcgtt gaataatctg
   498781 gcacatggcc tgcatcaacg gggcggtgtg attaaaaaag tgtttatagg aggcgcagag
   498841 gtaattgtgc ttatgttttt catctggcaa cgccatgatg cggtgcttcg ggcaaccccc
   498901 ctgacaaagc gctttcactt cacagcgaat acacgcctgt gtcagttttt cctgcttggc
   498961 atcaccaaag cgttgctgtt ggcgagatgt cgctaatttc actagcgagg tgtcagcaat
   499021 gttgcccaaa cgatgcgctg ggtacacata gtgatcacag ctgtagatat ccccattcgc
   499081 ttcgatgatc agcgcctgac cacaggtcac cgactgtatg cagctagcgg cggggtagcc
   499141 catccaggtc ccgagcaaac tgtcaaattc acggacatag acggttccca catcctccgt
   499201 cacccaggca tcaaacacgt cattcataaa acgcccatat cccgccgcag gcacagtaaa
   499261 gggagccatg ggagggttgg ctggcggtga gtaatggcct gttgtccgcg ataggcaacg
   499321 ggtatccact tccacaatcg gaataaattg cataaaggtt gaccccagcg ctttcagcgc
   499381 ctgataggtt tcacgtcctt tatcccagtt ttgatcattc accacggtta acgtattgaa
   499441 atccacctga tattcacgca gcagatcaag cgctttcttc acgcgggcaa aggtgggttg
   499501 accatttacg gcaatacggt atttatcatg taccgcttca aggccatcca ccgacagacc
   499561 aatcagaaaa cggtgttcgg caaaaaatgc ggcccactgg cgattaatgg caatgccgtt
   499621 ggtttgaaag ctgtttgtaa cagttttacc gtttgcatag tgctgttggt attccaccgc
   499681 cttacgataa aaatccagcc cggccagcgt tggttcgcca ccttgccagg caaaatcaac
   499741 cgtatccccg gcatgagaac gcaagtaatc acgcacatag cgccgtaaca tgctgtcgct
   499801 catggtcggt gagggatttt tctggggagg gagtaccgtc tctttttcaa gataaaaaca
   499861 gtattcacaa tccaaattac aacgatagct ggtgggcttg gccatcatgt gaaaataggc
   499921 ttgttgagta tgtggctgtg ccatcagata ggtgttccga gaaagtgaaa caatactgac
   499981 taatttacgc aaataaaaag agaactaaaa ggcgctgaat cacatatatg aaagttaacg
   500041 caatatattc gcaagaattc ggaagatagt taaccaaagt atcgcctata aaaaacgcac
   500101 atcaggtgat gtgcgccagt gcaacaaaat gaataacaca tcacggctac tgagttcccc
   500161 cgcgaacggg caaacagaac aaccttgtta ggccagacgt aacatttccg acgcggccaa
   500221 taaataagcc cccgcgccat aatccatgtt gtgctcaaat ttcacatcac gcggattaaa
   500281 ggccggtagc tgaacccaac ccatcatgcc gttatcgtgg atacagcctt gcagggcatc
   500341 ccaggctttt tccaccacag gcagataggt ttctggtgcc agaatacctt ggttaattcc
   500401 ccagctcagc ccgtaacaaa acagcgctgt tgcactgctc tctggggcag gaaaccgctg
   500461 aggatcgagc agactggtac gccataaacc atccgcttgc tggtaacgga tcacgttatc
   500521 tgccagatca gtaaacagat cgagataacg ctgacgaccg gtataatctt ctggcatccg
   500581 cgcgagcagg cgtgggatgg cagccagtac ccagccaata ccccggctcc agaacacttt
   500641 ctcgccattt tcttcacgca gttcagtgcc ggtaccgtca ggaatatagc gatgatcgcg
   500701 gtagaacaaa ccgctgtcag ggtcgcgcag ataatcaact gcatcccaga atgcggtgtc
   500761 catataagcc agataacggg cgtcaccggt acgttggctc aatgctgcaa aggtggcggg
   500821 ggccataaac aatgagtcac accaccacca atcttcacgc cccggctttg gttcgtccac
   500881 catggcagag acggctttga tggttggctc taatgcttcc ggtacggcta tctgcggcca
   500941 gacatccaga taggcctgac agcaaatcag gtcatcggca aagcgcagat tgggtccagg
   501001 gcggaacccg gtatgcagcg tgtaattcat gacgccctcc agatactcgg cgtcatcggt
   501061 tgccagccaa gcggcggcaa cgcatgacca gaacacacca cgctcccagt ctgtgtcttt
   501121 aataaaacgc gtcttgccac tccgacggat cacactacgt gtttggtttg ctgcctgata
   501181 gcgatatacc cgcttcattg tttcacgcgc ctgttgagta cgcgtctgct gtgtcatatt
   501241 gctcatgtga tgctccctta cttaacgcgc cagccagccg ccatccactg ctaatgtata
   501301 cccggtcaca tagtcgctgg cagaggacga aaggaaaatc gccgggcccg ctaaatcatc
   501361 cggtgttccc caacgggacg cggggatccg ctctaaaata gcctcgttgc gggcggtgtc
   501421 tgcgcgcagt gcggcggtgt tatcggttgc catataaccc ggcgcaatcg cgtttacgtt
   501481 aatattgtac tgcgacagct ctgtcgccaa tgcacgggtt aagcccatga cggcggattt
   501541 actggcggtg taagagggca cgcggatccc cccctggaat gacaacatgg aggcgatatt
   501601 gatgatcttg ccgccgttgc cctgcttcac aaactgtttc gccacggctt gcgacaggaa
   501661 gaacacggtt ttctggttaa tattgatcac atcgtcccaa tctttgttgc caaactccag
   501721 caggtcctga cgacgaatga tcccggcgtt gttgatcaga atatcaatat gccccatcac
   501781 ttccaccgcc tgactgacga tgctatcaat gtctttttgt tgtatcaggt cagcagtgat
   501841 gaagtggaat ttacgcccca gtgcttcaac ctgtgcctgg gtttccgggg cttcagcgac
   501901 tcccacacca acaatatctg caccggcttt tgccaggccg attgccatgc cttggcccaa
   501961 ccccgtatta catccggtga taattgctac ttttccattc aaatcaaatg gttgcatgtt
   502021 atgtcttcct ataattaggg cgcacgatgc ctaccgccca tcacaacggc ggcaccatgc
   502081 tgatattgag ttacttttca gaaggcagat gtgttgacta cattctgaaa tctatgaggt
   502141 gtaaataagc ataaaaggcg ttatgtcagt gaagcgatcg gcagaggatc ccggccgtga
   502201 gcagcacggc acttaggctg agtggcgata agcccattca cctttaatca gggttgcggc
   502261 aacggtaaag tcactctcca tcaccaccat gctggcttgt gcacccatct ggatcgaacc
   502321 cagtgttgac gctaatccca gataagcggc gggtactgcg ctggccattt gtacagcttc
   502381 ccactcgggg acttgcgcat gttggatcat gttacgcagc gcctgatcca agctacaagt
   502441 actgcctgcc agtgaaccat catcggtgcg cgcttccccc tgacgtaccg tgatatgctg
   502501 tgcgccgagt aaataacgcc cctcacccag cccccctgcg cgcatgcagt cggtgatcag
   502561 tgcaatgcgg cgataacctt tcatgcgata cgccagattc atcatcaccg gatgcacatg
   502621 aatgccatcg gcaatcagct ctgccagcat gtcgtgatac aacacggcac cacagcagcc
   502681 cggttcacgg tgatgcaacc ctgacatgcc gttatacaaa tgtacgccgc aatccgcacc
   502741 ttgctgatag gccgccgtca cttgctcaaa attagccgca gtgtgcgcca cagaggtttt
   502801 gatcccgtga ttcaccagcc agcggatcgc ggccaaagcc tcgggtgact caggtgcgat
   502861 agctgcacgc aacaaggtgt tacccgccga atgccgtaat tgctccagct cttgtggtgt
   502921 tggtgtcgtc agatactttt ctgggtgtga accccggaaa ggcgcggtga aatatggccc
   502981 ctccagaaaa ctgccgagca gggttgcggt gcgggtatca cgtgcgttat ccgggtctgc
   503041 aataaaatca cgcacctgcg ccagagccgc aaagatatcc tgtatcggcg cactgacggt
   503101 ggtgccgacc caggcaacaa ccccggtttg gggtagggca cgggcaatgg tgcgtaatgc
   503161 ctccgcagag gcatccatga catccgcccc ctggcgacca tgaatatgaa tgtcgatcag
   503221 acctgggatc agggttttcc ctgtcagatg cacaatttct gcatccgctg gcagctcgcg
   503281 tgttactgcc acaatctcgc cttgctcgac gataaccgcg acgccggttt caatgccttg
   503341 cggagtaaaa gtgcgatcag cgagataggc agtacgcata attagagccc atcctcgttt
   503401 tcgccgctat cagtaaccag agcggtgtcc agctcagccc gtaggttctg tacactggac
   503461 gcgccaatat ccatcagtat ttcgaccagc tctgacagtg aagccccttc acgttcaaag
   503521 gcggcattcg caatcattgg caggttaacc ccggcaagca gctcaacgtt gctgccgctc
   503581 atcaaaatat tcagtgcgcg attacaaggt gagccaccgg gaatatcggt taaaaacagt
   503641 acaccttcgc cgctgtctac ctcatgtgcc gcacggcgca gttcgctttc cagcatgtct
   503701 gttgacatac tttcaacgaa atcaatgaac agcatttgag attgctcacc ggtaatcgcc
   503761 cgtactgcgg aagccatacc agaagcaaaa ttaatgtggc cagaaacaac aatcccaatc
   503821 atttacaaca tccttactgc ctggatattc aggctgctct gttacgccgc atcatgcaaa
   503881 gccacgatgc ggcgatggcg ataacggtta gacaatgccc agcagatgac cgacgacccc
   503941 ggccgccagc gtggagaaaa tcaacaccgg tggtttcgcc cagaaacccg tgcctttcac
   504001 catcttgaac ataaagaaca ccaatgccag cgggagtaaa ttcggcatga tcttgtcaaa
   504061 cagggcggtt tgtagctcca ctgttttccc gccaagatct atcgccgcgg tagtttgtag
   504121 cctgataaag gtggcgcaca acgcgccgat aacaaagata cccatgatat tggcggcttt
   504181 tgccagtttc tccgtggcat cccccatgtt caccattgcc gccgtgcccg cgcggtagcc
   504241 cataaacatc aggccgaaat agaccaagaa gtgcacagtc tggtacagaa tgaagaacac
   504301 aaatgggcca gcgatggagc cttcaatcgc aatagaagcc cccagcgcca gcgtcagtgg
   504361 catcagcgtc atgtggtcaa tggcatcgcc gataccgcct gttggcccca tgcccgcaac
   504421 tttcattacg ttgatcattg agggcttttc tttgttctct tccatcgcca ccgcagtgcc
   504481 taacaggaag gtgaacagct ttggactggc attaaagaac tgcaaatggt tctttagcga
   504541 tttcgccaaa tctgcacggt tgttaccgtg gattttcttc aacgcgggga tcatcgaata
   504601 agcaaaacca ccggcttgca tacgttcgaa gttaaagtta ccttccatga acaggccacg
   504661 gatggcgcac ttccacagat ctttacgggt aaccacttta cgaacttcaa gatcctgata
   504721 ggaatcaatt ttgtccacca ggctgtccgt tttcgctttt gccgtgtggt ctttatctac
   504781 ggtgatatca gatgccatct tcgaaatcct ctggttgttt gttggtgttg ttaccgttgt
   504841 tattgctgcc gttattgttg ccactgaaga agtagtacag gacagcaaca gcagcaccca
   504901 gaatggcgat agccatgatt ggcagtttca ggtaagtcgt catcacaaag ccgataaaga
   504961 acacaccagc cacttctttc gaccacataa ttttcagcaa catagcaaag ccgattgccg
   505021 gaaccatctt cgcaccgata cctaagcctt ctaacagggc ggttggtgta ttttcatcaa
   505081 tccaggttgc cgcatgttca ccgaagtaga cggtgacaaa ggcgatcaca aagtagagca
   505141 tcgaccgggt gagtagcgtg cctatcaaca agcgcgatat gcccgccgta tctgcctgct
   505201 ctgcatactt atctgctctg cccatggtga acgctgtcat ggcaaagaaa ccgataataa
   505261 tcatctgcat caggaccgca attggcatac caacgcccat tgccacttct ggcgactggc
   505321 cggtcatcac cgcaaaggca actgcggcga tagtccccat ggtcacatcg ggtggctgag
   505381 cccccgcatt cggtaccagg ccgagccaag ccagctccag tgttgcacct gcgattaaac
   505441 ccacttccat attgcccatg atcaaaccga caacagggcc ggtgatcaac gggcggtgaa
   505501 tattcagggc aacgtcatac ttgtcgatac cgcacaagaa ggcccagatt ccgactaacg
   505561 tagcttcaaa aagcataatt tatcctttaa ttccctatgt cttggcgtaa taagtcgtcg
   505621 atttatgccc tggcggccag ctcaatcaca ttgattggcg tttggtctgg tgtgttctgc
   505681 accgtacagg ccacgccaag cgcggccata cgttggaaag catccagatc tttttcatcc
   505741 acagagactg ttttggcaat ctgacgttta ccgtcgtggt agtgcatatt gcccacgttg
   505801 cactgagtaa ttggcacacc gccttcgacc aaacgcgcaa catccgtcgg ggagttacac
   505861 agaatgaaaa ccttctgctg aggagaggct ttatggatga catcaattgt tttctggata
   505921 ctgaaaaagc gcactgcata ttcaccgcca gcggaggctt tcattcccgc ctgcatgaaa
   505981 gccgagtttg ggccatcggc agcgtcatca ttggccacca gaattaaatt ggcttcggtg
   506041 tgctttcccc aggtaatgcg gatctgtcca tgaagtaaac gctcatcaat acgagtccag
   506101 acgatatttg gccgagtcat agggatattc ctgtgtgtta ttttttaaat ggataaatag
   506161 tcacaccttg caccacgcga ttgatttcac ccgttggaga tgggctatcc ggcgtgttgt
   506221 ttaaggcaac tgagctatga aaagcgaagg attgtgcaaa catcagatag gcaaacagca
   506281 ggcctaagtc agaactttct gccataccag gtaccagaac atggtcacca gctgtgacat
   506341 aagcatctga ttgtgctgcg atagcgataa ccttaccggc aacgttgttg gcgcggacct
   506401 cagctaacag gtcgagatca tattgacgcg tgtagggatc attagagatg taaacaacaa
   506461 ccaaagtgtc cggattaacg attgatttcg gaccatggcg gaatcccaac ggagtatcaa
   506521 aagtagccac aactttacct gcggttaatt cgagtaattt cagtgctgac tcttgggcca
   506581 gcccctgtag tccgccacta cctaagtaga taaccctttg gtattgcgaa cttttagtat
   506641 tatcgatgat tttatgatta atttctttga accaatccgc agatccctta caaaatcttt
   506701 caatttcttt cgaatactta tcaattccag caaaaatagc catcgcagcc atcatcatgg
   506761 aggagaaact ggaggtcatc gccagtgatt ggtcattggt ttctgctggc atcagcacgg
   506821 ccaatgcacc tggtgccgtc tggcaatatt gatataactg gccgccctgg ttacaggtca
   506881 ataccaagtg aaaacagcga gataaacagg ccgatgccac ttgtaacgca gccacacttt
   506941 ccgggctgtt gccggaacgg gcaaatgaaa ccagcagcgt cggaatatct tcggagaaat
   507001 attgttctgg tgttgccacc aaatccgttg tcgcaatcgc ttcaatccga tgggacagat
   507061 aaggtgctaa cagcggagcc agcgctcgcc cggcaaaggc tgaggttcca gcaccggtaa
   507121 aaataatccg cgtgttactc gcggctaatg cctgatgcag aaaatcatta atcgctgcct
   507181 gactctcttc cacaatacgc tgtgtttttc cccaacatgc aggctgttgt tcaatttcct
   507241 gtgcggtcca actggcatgt aagcgagtca gttcttcccg gctgtaccct aaatattgcg
   507301 tcatttcgat gtgttcccgt taaaaaggtg gcatgcattg acatagccaa taagcgtatt
   507361 tttgatttgt tgtttgacca atgccgtggc ttcaaaagac agagtgcctt cgcgaactgc
   507421 agtaaattgg cgtggcatgt actggctcaa gagtggtagc ggaatcggtg cactattcag
   507481 attggcaaac agtttttctt gtgcagcctg cacggcttcc attggccagt aatagcgcat
   507541 gcggtcactg aaactgtaaa cgcgggctaa gcgcacttgc tcagtatcac cgaggtaata
   507601 tctcttccag tattccggcg atttcagcat tacgtcttcc atcacctgac ggaggcggga
   507661 gcactgctct gccgggaata actcttcttc gatatgacat aaactgaaca gggcttcacg
   507721 cagagcaaat gtcagcgccg ggcctacttt cagaatggca aaatggcctt taaccagtgc
   507781 gcgataggca tcatcggtct gataatcggt ggagtgggct tcgaatacct gataatcgta
   507841 ttcatccatg actttactga gttcatgggc tttctctgga cagaaatcaa tcacaccggt
   507901 gtgatcaaac tcaacaccag gctgcacgac cagaccaatc acccgtggcc agcactcagc
   507961 aacacctgat ttctcaaatg ctttttggtg gcattcaatc gttttacgcg cggcttctgg
   508021 tgaggtgact tcgatttcat ccaactcttc ggtcgcgcca ccagggatag gcacttctgt
   508081 cccgatgaca taaacggcgg tgtgtgtatt gaagtgttga tattctgtgg cttctgcaat
   508141 ggcggccaga cgtgcagcac gctcggctac aatttcatcg gagaggggaa cgggatcatc
   508201 tgcgcaggac atgctgcaat cgaggtgaat ttttttgaag cccgccgcga catacgccgc
   508261 gatcagatca tcggcatgcg ccatggcttc gttggcaggc aagtgctgcc aacggtttgg
   508321 tcctaaatgg tcgccgccta aaatgagttt ttcgagaggg aaatgcagag catcagcttt
   508381 agcaaaaacg taatcacgaa aatcaaccgg cgtcataccg gtgtagccac caaattggtc
   508441 aacctgatta gaggtggctt cgattaacag ttctgagtca ttttctaacg cttgctccag
   508501 cgcagcttca atgacaagag gatgggcaga acaaactgag taaatcccaa tttgttcccc
   508561 ggctttatgg cgctgaacca gtttttctaa aggatgcata cattaactcc acaattaaca
   508621 ttaataatgt cactatggag tcaaggtgtt atttctcttt ttcagctatg atcacttcaa
   508681 ttcgcatatc ccgtagtcgc tgcacatact cttcaggaat atccgaatcc gtcaccaaaa
   508741 tatcgatatc accaaactct cgaatcatgt ggcagctgcg tttcccaaac ttggtcgaat
   508801 cagcaacggc aataatttgt tccgagatgt cacacattag gcggttaaga ctcgcttcct
   508861 gctcattata tgtggtgata ccaactcgca agtcaaaacc atcaacaccc agaaaaactt
   508921 tgtcaaaacg aaagtttttc aggctggctt cggcttgaga accagaaaaa gacatcgcac
   508981 tcttacgcaa cacaccaccg gagatgagga cttccacgcc gggagcggat gctaactcca
   509041 tagccacatc aagaccattc gtcataacca ctacgttctc taccgacctc aagttggccg
   509101 caatttcccg tgtggttgtc cctgaatcca gaatgacggt gtcaccactg ttaatcagct
   509161 tcgccgccgc ctgaccaatc agcgatttca cgccggaatt acggcgccgc ttttcatgga
   509221 cagtcagctc ggcgataacg ccggtgttcg gaatagccga accgtgcgat ctgacgatgt
   509281 acccgttttt ctctaaaaaa ctcaggtcac tacgaatggt gacacttgag acattgaatc
   509341 tttcggctag atcttcgaca cgagctttcc cttgctgggt tactatattg aagatttcca
   509401 tgcgcctttc gattgccgct ttcacttctg tccccttacg aaaccagtcg aattttattc
   509461 gtttggcttc gaattaagat tactacgctt acgtttatct tcaatgagaa agatcaaaac
   509521 ttatgatctc tttcacaaag cttcgtttta ttggtttttt gtttgcgaaa acttacgcat
   509581 acatatttat catatctgta gctgtccggc tttccaataa cgtgacaatg gggatattag
   509641 atcaaaaaca tcctctaaag ataaaaagaa taaaataatg taaaaacaat agattgaaat
   509701 gtgattctta acacataaag cagttgattt tcacgaaata ccagcctgaa gactggcttc
   509761 tcatgacaaa aagtatgatt gcttttaaca aataatcaat aacgataatg atattcgtta
   509821 ataaatcgaa aatcattacg cattatatct cgctatattc ttttttagcc tccttttgat
   509881 ttatcgcatg aatgtattgg ttgatgttta aacgaaaaca aatgacatag gagtgcgtag
   509941 aaacaagaga aaaaacgtaa tattttgatt aaattggttt tttatttaat taggccgctg
   510001 ggtctgggta tttcatcacc acaatcacat gatgtattgc ctattcatat ttttttcccc
   510061 acttaagtaa agcaccttaa tctttcattg tgatcctaaa cacagcattt tttgttttgt
   510121 ttgtttacga ttgatgatta tcgaacggta tcgaaatgtt aattttcaaa aagaaagcga
   510181 accgccagta atgaaaccgt ttcacttgtc ataccgctag attctttaaa acagaaattt
   510241 tctatttctc tctggagtaa cagcatgtcg ctaacaagac gcaatttatt aaaaggaatc
   510301 gcagtttctg gcgcattggg ggcaaccgcg gccgcgacgg gggtgctcag tacggctcag
   510361 gccgtagtac ctgcgaaaaa aaccggtaaa caaccaaatc tactgattat cttcccggat
   510421 gaaatgcgta cccaatcttt gggatttatg ggacaagatc cctcaattac ccctttcatt
   510481 aaccaattcg ccagtcaaag tgtggtattg aaacaagcgg tgtctaatta tccactgtgt
   510541 acccctttcc gtggcatgct catgaccgga caataccctt atcgcaatgg cttacaaggc
   510601 aactgccaca cgggggctga tggcaatttt gggggtaaag attttggtat tgaacttaaa
   510661 aaagagtcgg ttacgtggtc tgatatcctg aaaaaacagg gatacagcat gggctacatt
   510721 ggcaaatggc atcttgatgc cccagaagcc ccctttgtgc caagctataa caacccaatg
   510781 gaagggcgtt actggaatga ctggacacca cctgaaaaac gccacggctt cgatttttgg
   510841 tacagttacg ggacttatga tttacatctc aatcctatgt attggaccaa cgacacgccg
   510901 cgtgataagc cactgaaaat taaccagtgg agcccggagc atgaggccga tatcgccatt
   510961 aagtatctgc gcaatgaggg ggggaaatac cgagataacg atcaaccctt cgcgttagtg
   511021 gtctccatga acccaccgca ttcaccgtat gatcaagtgc cacaaaaata cctggatcgt
   511081 tttaaagacc acacctcaga atctctgaat acccgcccga atgtagtatg ggataaagcc
   511141 tatcaggacg gttacgggcc aaaatacttt aaagagtata tggcgatggt gaacggtgtc
   511201 gatgagcaat ttggccgtat tgtggcggag ctggatcgcc taaatctgga taaagatacc
   511261 ctagtggtct tcttctctga tcatggttgc tgtatgggat ctaacggtca gccaaccaag
   511321 aacgtgcatt acgaagaatc gatgcgtatt cctatgatgt tccgctggcc tggaaaactg
   511381 ccggtgcggg aagatgagtt gctgttctcc gcccccgata tttatccgac gctactgggt
   511441 ctgatgggca tgagcgagca catcccggat cagatcgaag gcacggattt ctctaatacg
   511501 gttgccgggc gtccgggaga taaacgtcct acctcgcagt tgtatacttt tatgccttat
   511561 ggcggacaat cttatggtca gcgcggggtg cgcacagacc gttatacgtt agtcattgat
   511621 cgtaaagttg gcaagccact cacttatact ctgcatgaca acaaaaatga tccttaccag
   511681 atgaaaaata ttgctgcaga aaatatggcg ctggtgaatc aattgattgc tgacgagtta
   511741 atcccttggc tggagcactc tggtgatgtc tggcggccaa cagaagtggc ggccaatgcg
   511801 gccaaggctt atctttaatc gctgatcgac ggctgacttc ctcttcctga caatctgctc
   511861 aggaagaggt tatcgtggat cttgtgttat tcctgctggt ctcttcatca tcacacgcaa
   511921 tgttatcact cagatccaaa tgcctattac tcaggcgcag gtgctatggc ttagacctaa
   511981 taataaaagg gcgcctaagc gcccgcagac tgctgacaaa ccccgatgac gcgatcttga
   512041 acggtgagga taggcagagg agtaaagcgt ccgcgccaag gatggcgcgg ctcgagccta
   512101 catggatgta tttacggcgt ctttacgatc tgcctgttct ctccgtcgcg ggcactttgt
   512161 caataaatat cctccggcat agccggaggt ttttcatatg cgcctataag gctctgttac
   512221 cagccgcgcc ctaacaggcg catcgcgatc tgacatttgc atctatggat tacttacggc
   512281 ccgtaaacgg gctaccggga tacgggatcg agagttgctc acccatttta tcctcttcca
   512341 attggtgctt tatgtattct tgtatcctgg ccgtgttttt ccctaccgta tcaacgtaat
   512401 accctcgaca ccaaaactcc ctgttacggt atttgaactt caaatcgcca aactgctcat
   512461 aaagcatcag actgctcttt cccttcaggt accccataaa tcccgagaca ctcatcttgg
   512521 gcgggatctc cagaagcata tggatgtgat ccacacagca ttctgcttcc aggatattca
   512581 cgtttttcca ttcgcacagt tttcttaaaa tactgccaat cgctctgcgt ttttccctgt
   512641 agaacacctg ccttcggtac ttcggcgcaa aaactgtaac gaacggtgca atagtgatcc
   512701 acacccaacg cctgaaatca gatccagggg gtaatctgct ctcctgattc aggagagttt
   512761 atggtcactt ttgagacagt tatggaaatt aaaatcctgc acaagcaggg aatgagtagc
   512821 cgggcgattg ccagagaact ggggatctcc cgcaataccg ttaaacgtta tttgcaggca
   512881 aaatctgagc cgccaaaata tacgccgcga cctgctgttg cttcactcct ggatgaatac
   512941 cgggattata ttcgtcaacg catcgccgat gctcatcctt acaaaatccc ggcaacggta
   513001 atcgctcgcg agatcagaga ccagggatat cgtggcggaa tgaccattct cagggcattc
   513061 attcgttctc tctcggttcc tcaggagcag gagcctgccg ttcggttcga aactgaaccc
   513121 ggacgacaga tgcaggttga ctggggcact atgcgtaatg gtcgctcacc gcttcacgtg
   513181 ttcgttgctg ttctcggata cagccgaatg ctgtacatcg aattcactga caatatgcgt
   513241 tatgacacgc tggagacctg ccatcgtaat gcgttccgct tctttggtgg tgtgccgcgc
   513301 gaagtgttgt atgacaatat gaaaactgtg gttctgcaac gtgacgcata tcagaccggt
   513361 cagcaccggt tccatccttc gctgtggcag ttcggcaagg agatgggctt ctctccccga
   513421 ctgtgtcgcc ccttcagggc acagactaaa ggtaaggtgg aacggatggt gcagtacacc
   513481 cgtaacagtt tttacatccc actaatgact cgcctgcgcc cgatggggat cactgtcgat
   513541 gttgaaacag ccaaccgcca cggtctgcgc tggctgcacg atgtcgctaa ccaacgaaag
   513601 catgaaacaa tccaggcccg tccctgcgat cgctggctcg aagagcagca gtccatgctg
   513661 gcactgcctc cggagaaaaa agagtatgac gtgcatcttg atgaaaatct ggtgaacttc
   513721 gacaaacacc ccctgcatca tccactctcc atctacgact cattctgcag aggagtggcg
   513781 tgatgatgga actgcaacat caacgactga tggcgctcgc cgggcagttg caactggaaa
   513841 gccttataag cgcagcgcct gcgctgtcac aacaggcagt agaccaggaa tggagttata
   513901 tggacttcct ggagcatctg cttcatgaag aaaaactggc acgtcatcaa cgtaaacagg
   513961 cgatgtatac ccgaatggca gccttcccgg cggtgaaaac gttcgaagag tatgacttca
   514021 cattcgccac cggagcaccg cagaagcaac tccagtcgtt acgctcactc agcttcatag
   514081 aacgtaatga aaatatcgta ttactggggc catcaggtgt ggggaaaacc catctggcaa
   514141 tagcgatggg ctatgaagca gtccgtgcag gtatcaaagt tcgcttcaca acagcagcag
   514201 atctgttact tcagttatct acggcacaac gtcagggccg ttataaaacg acgcttcagc
   514261 gtggagtaat ggccccccgc ctgctcatca ttgatgaaat aggctatctg ccgttcagtc
   514321 aggaagaagc aaagctgttc ttccaggtca tcgctaaacg ttacgaaaag agcgcaatga
   514381 tcctgacatc caatctgccg ttcgggcagt gggatcaaac gttcgccggt gatgcagcac
   514441 tgacctcagc gatgctggac cgtatcttac accactcaca tgtcgttcaa atcaaaggag
   514501 aaagctatcg actcagacag aaacgaaagg ccggggttat agcagaagct aatcctgagt
   514561 aaaacggtgg atcaatattg ggccgttggt ggagatataa gtggatcact tttcatccgt
   514621 cgttgacaaa aactatatga tatttacagt tccatcgggt gtgcgctaag ctcttttcat
   514681 ccctcattgg gacccccttt tgatttcttg ttgaacattt gcagttgcca gaccgcaaac
   514741 tgttttaaca aatcaaaagg ggtttttata actgacccaa agctgaaagc tttactgaac
   514801 ccccagccta gctgggggtt ttctgggcac aataacctca gggcgcctaa gcgccctgag
   514861 tcatgtttta atcatgtaac actgagaaat aatgtaacgc cgagagctag ttcatcggct
   514921 tgagcgtgac ctcttgtggc ataccaaagt agctggtaaa caccagttgc gtggtctctc
   514981 ccgcaagttt tacgctcacc tgcggattat tctccgtggc ctgccactgg ccgttgagtg
   515041 tcacggcaat cgctaatggc gtcgctttcg ttgtgcgggt catattcaga tctggcgtaa
   515101 cgccgctgat cttaagctga ccatgactct gcatttgcgt cataacaatg gctggctgag
   515161 caatattttt caccacaccc tcatctggtg ttacagaact aaaggcagcg taaccggttg
   515221 tctgcgtcac gttatcacgc acaatatgtg cggaggcatc ttgacgtaac acttcataca
   515281 ctttcttacc ggcccgataa tctgtggcca gttgttgcat gccttccggt gttgcctcta
   515341 gcaccatcag atattcgtat tgtgcattct gtggtttcgc cccgtgatca agccaggcca
   515401 gactgaaatt gccttcagta gggtcacggg atttatcatt ggcagaaacc tgatgctggc
   515461 ggcgcacttc acctttcgcc cctttggtca ggagatagcc gttaccatgg ccatcaatta
   515521 accaatcacc ttcctccagt gcgcgctggt aaggcaatgc cgtaatacgt tcgccgttca
   515581 cccagagatc actggcttta tctgtaatgc catgttggaa cagagtggtt tcagtcgcat
   515641 atttttccgt attgttactg atgttactgc ccaagagaac taaccgattt tcagtttcga
   515701 gagcactctt acgcgcggta aaactgctgt caaacttcgg catagatggc gcatcaaatt
   515761 taaaggcaaa catgccatat ttgccactta gtgatgagtg accactgaat ggatgattac
   515821 cacgtaacat cagggtatgc gtattcgggc tatccagttc agctaatgga aggtggatcg
   515881 tagttgtgcc cggattgcga ttccagtccc agccatcttg tacaaaacct atctctttct
   515941 ggttaccata cgggagtact tgtattgcac catgactctg ataacggcca taacggttat
   516001 cacgataata gatctctgat gaccagacat tgctgttgta cgccttcagc gtcaccatct
   516061 tgtcgctgaa gcggtggatc ccgaatgcac cgccgttaaa tgtccagttt ccttggggga
   516121 gctctgctgg agcaatgcgc acaccaaaga ttgcttcact ctcactttct ggtgtttcgg
   516181 taatttgcag ataagcggcc gccagcgctt tatccacttt atcaccggtt ttcggatccc
   516241 ccgtgagtgc caaccagcgg aaggcgtctt ggaacagagt cacacttgaa gagttaaacg
   516301 gatgacggcc cgccagcccc aacgaggttg ctgggttact gtagacccat gccgataaca
   516361 tggctttttt cagggccgct cgcccttcat cactcaccgc aaacggtgtg ccatgtagca
   516421 tgtatactaa ttggccggca tttttaaagg cagggaatga gtaacctgga tagttgcctt
   516481 catgacgcca tgccgtacca tctggccgca agccgtcgta gccccccggt ggggtctgtg
   516541 aaagtgccac attgatgtac tcaccaaaac gcttaagcaa tgccacgcgt ttggccggat
   516601 cagattccag catcagcaac gccagatgtt gacgggatag ggtgttgaaa tagtccaaat
   516661 ccgagctttc cggccccgga accatatcaa agttggcttt aaattcacgg gaataccaca
   516721 gcaacgcatc ggaaactggc tgacgtagtt gatgcttatc cagttcgttt gccattaaca
   516781 tggctgagat ataccaccag cgtgagctgt atccccagtg gtgggttgtc accagcccac
   516841 taccatccat ataaccttga tccaacaggt gttgagtcat caggatatac atgtcagcca
   516901 gttcctgacg cacctcttcg gatgtgctgc gctgataggc tcggctgata ttgaacatta
   516961 atgtggtgta atcacccaag agcacataat cgctgaaacg ctgctgatca atatcatcca
   517021 taaactctgg ttgatataac accttctgtt tatctgtaat aatatgccga cctgataatt
   517081 gcccatcggc atcacgttga atttttaatg ctgcaaaatg cgcgcgtaat ttctcgcgat
   517141 tatcgaccac aaccaagcca ttctcaccac cttgaccttc ggtaaagacg cggatcaatg
   517201 caccacgaat gtcatcagct gccgctattt ccccggccgt tggtgcgggt aatttggcgg
   517261 gtaagcgaaa attaatttcc gggatctgat aacgggtttt gacgtgatca tctgaccatt
   517321 gatagcgagc atcatcaata gacaacataa cgcgatcaat atagaagata cccgctggtg
   517381 cttttagcgg tgcccgaaaa cggatgctgt ccatatcgct tttcgcacca ccggcgatcg
   517441 tgctacgtcc accgctttca ccttctgcat tatcatcgaa accaatgcct tcgatttctc
   517501 gcccttccag atcattttgc agtgacacgc ccacggtgcg ccagccactg aaattcattt
   517561 tgactttaat accggcatcc ggtgcgcctg acgggccgag ccctcgcccc agatcgacga
   517621 tcatataatc atccaccgga gtttcgttat agatccaaaa agagagcacc tgtgtggctt
   517681 tacgtcccca ggttttagag gcgaccttat cggtgaccag tgtaatagga tgctcaatgg
   517741 tcatggtact gcctgcctgc cattcccatt taagcgactg ttgacccata atatagcggg
   517801 tggagctcag cgataaggtt gaacctgaac tggcggtgac aaaatcaggg agctgattgc
   517861 catcgaaatc aataatcgaa gattgcatca gcgctttttg acttacctct gttttcgcac
   517921 tttttgtatt attggccgaa aggtgaggtg tgtaagccgc agtacctaat aatgtggtca
   517981 tggtaagagc aataagtttt aacctggatg gtgcatacat aatcgtcgct acccaataaa
   518041 aaggtggtca tcagaggagg aagacactat ttctgctgac cacaaaattt tagaagtgtt
   518101 tagaaacact cagaccgata tagccttcgt tataatcacc acgtttgtag taattaatat
   518161 ttccatccag actaagatta ttttttaact gcaaattaga gttcattttt gcttcaaaaa
   518221 tattattgcc gacgctatca ccttcaacga taaaacggcc ttttcctttc ccctgatctg
   518281 tggttaatcc ggcctttttg acaataatct cggtgtcatt caggtcacgg taacccatta
   518341 atgtcagtga cggcgtcaat aaacccattc ctaactcata ggtattaaat gcggttaaac
   518401 cagcacctaa atgttttact gaataagatt ggcgatccac ttccaaactg gccggtgagc
   518461 cgaactctgc atagtcatcc acacgaagcc attgatagtt ataggcaaca cttggctgta
   518521 gtttcaccac atccaaatca aaggtcatgc cagccttgac ctgataaccc atttgtaagc
   518581 tgttatagtc tgccgttgct tttgtattcc cttgataacc ggtattttca ccaatattgc
   518641 gggtgctgct attgctgtta tatcccatat tcacgttacc attgaagaag taacgatcat
   518701 caaaccagcc ggtataagcc ataagttcat agctatcgac atctttttca ttgccatagc
   518761 tgtgaatgtt aatattggca ttctgatagc caagagaaac accaaatagt gattcatcat
   518821 taaaacggcg gtctacaccg acattaatgc catagccatt ggtttgatat cccggtgtat
   518881 aagtcccgct gctttgacgg ctgtgggcgt ataaggtttg tgcccagaaa ttccacggag
   518941 ttgctgctga ctgattacgt aaatagaggc tgcggttatc tatttgatcg cgcattttat
   519001 ctaccatccg taatgcagcc cggacttcac cgccttccgc attaggggtt atctgatcgg
   519061 ctatactggc aatacctgca ctactattac cggctgacgt cagtaatgcc agtaattcac
   519121 cactcgcttc ggattgggtt ttgttgtatt ggctgagtgc ataactcaca atataattcg
   519181 ctgcattgag ctgatattga ttagctccac cttgaagtgc caggtctagg aaattatcgg
   519241 taccttcgta gttcacacca taacgtacga ctaactggtt accgcttatt cccccgttca
   519301 ctatggggtc tgtcgtcgtc acccaagaat ctgtctgtgc taataacggc gagaggttgc
   519361 tgaccacggt gatttcattt tgggcaacat caattggccc gctcatccca ccattggact
   519421 ggatcaggat aatatcttta ttcacgatgt cattaatatt actgcccaca taggagaaca
   519481 gggctttact tcctgtatta aatactgttt taccttcaac gagtaaaatg ggcgatgcta
   519541 aatccacctc atcaccaatt ttaaagtcaa gggatgcatt gtttttattc gtaaaatcac
   519601 cactccaagt gatggttctg tcttttgcaa taatactcag gttgccccag ttttctaatt
   519661 tttcaacacc tgaaattgta taaccatcga ataaggcatt cgctgcagcg ccttgatagg
   519721 caaagttaat tttatttcct gtgaccccat tacccaggat atcgccatag atactgccat
   519781 taatatccat acgaatggct gtttgagcat cacggaaatc gatagcggca ccattccctc
   519841 tcacaataga gccatcttta acggctatac caaagttagg tgctgcggct gtgtgagaga
   519901 atgaaccgtc aattttaatt gctgtaccat tctcgctgat aatactaata cctctttcga
   519961 ggttaatgtt attgttgaat acggtgtttg catcagcata aatagcgtgt gcatccgtgc
   520021 cggtggcaat aatattttta cgcaaatatt gtgctacaaa gggagtgtta cctgaataag
   520081 ttaatgcatt tccattggtg atatataaat cattagctaa tgacacagcc ttgccatcat
   520141 tagcgatgaa cgcatcacaa ctactgccag ccggcgcttc tggtgggcat actacggcaa
   520201 gtgtattaaa agagaccgac aataaaatag cagcgatact tatggcgaga gtattcgcct
   520261 taaatttatt atgcatgaca ttaccttcca ataaacagga ataaaaatga atgtaaagag
   520321 gtgtggccag attattttaa gctgcaaatg acatcagtgc cgctttaagt aaaaaggtgt
   520381 attcattaat ttagaatgtt gcccttacac ctactctcat gtatttcacc cgtgagtcat
   520441 ctttacccat tgtatagcct tcttgatatt tcacattttc aatataatat tcggcttgaa
   520501 ggcggaaagt atctgataat gggtaagcta actgtaatgc caaacgatca actttactca
   520561 tggttttcgt ttcactgaat gccgcacttt cgtaccagcc agaggtttca ccataatcca
   520621 gggagtaacg tgcataaggt gttaacacca gaccaattgg cgtattccag ttgaagtaga
   520681 aacggacctg ttggtttttc gagtcatcag ataaccccca agtttcaccc ttatcgctac
   520741 gtttacctgc attaaaatag ttcagtgtca tctgtgtatt ggcgctggat ttaaaacgga
   520801 tacctggctc aatctcccag gacagacgat cagaattccg ctcaactaag ttagacgcgg
   520861 tgttcgcttc ttcgcgctcc atccctacta tcatgttacc gacaaaggcg aaacgttctg
   520921 ataactgata ttgtcccgca actttggcat cataaaaatt aatggtggtg cggttgccac
   520981 tcgcataggt gcttaaatct tcacggagac gaaaactggg ctggacccaa ccttcagcaa
   521041 aacggaaacg atagccggca cttacttcca tacgctgata acgttggtcc gtatcatgca
   521101 actgcttacg aaaaccgaga tcgtagtacc agttagagcc atctgggttg atcgtcatat
   521161 ccagacgtgg accgctgtaa tcgtaagttg taccataatc ccccgttacc caactgaggg
   521221 ttgcattcac ttgtgctgcc tgaacatcag cgggcatcaa ggcagccata attcccaggc
   521281 aggccgcagt tccagaggtg actaacaact ttccagaggt gattaacaac ttcgctttca
   521341 taatgacatg taatccttgt aattatagaa atacgctaca ttgcgggata tgaagagagg
   521401 ttccagcatc gatagctccg ttaccggaaa ttttttgacc ggcctgtagg taaatcgctt
   521461 ttttatgatt aataacctgg tgaaggcttg tactgtgagt gtgattatat cctttatatg
   521521 ctttcgagtg cttacgatgg atcacaaaat aacacatcga aaggtgttaa tttattaacc
   521581 gaaatcacat attttcgaaa atagacaaaa aaaacacaaa aaaaagagtt cgaaaggtgt
   521641 gggtggtgtt tgtcacacaa aaatgaaaga acgtgtaaaa agttgcatcc aaaagaagcc
   521701 gctagggagc gattcggtaa atctcatcaa atatccgtca gtcaataacg atcaatcagt
   521761 attcaactag ggtaaagcgg taaggttgcc cgtgtaatcc tgccgttgag atagtcaact
   521821 gatcccctgc agcaacacta aacgctgccg tgatctcttt gtatatcctc catatccaat
   521881 ggtacatcag cccagaacac gcgatctgtg gctgtcagca aagtgtattg gaattgctga
   521941 gcgctattct ggataacgcg caatttcttt cagttgattg tcatcgaaag tctggtctgg
   522001 caccccggta tgtgacgttt tccaacgttg cgccaacaat tcgaactgca ttacgtactg
   522061 ctgtaccgcc gcgggaggta gccaggccac cattaacccc acgaaacagc ccacagtaat
   522121 cgtcttatac atgtcctgtt tactctccct atcggtaacc gataaaactc tttggaatat
   522181 catttcgaaa taataagaat catgatgaca ataagtcgaa aaaaaccgaa ggttttgcag
   522241 gaagatgagc ataacaagtc atcgttttgc aatttaccgt aaggaaaagg aaggtatccg
   522301 ccatgtaata gtgctttagt ggctgacgag aattgacccg ttgattaaat taattttttt
   522361 ggctcatcac caaataggct tggatcttgc tttaccggga atggcattgg gctagacatt
   522421 acaggcaacg gactgagtcg atgagagagc acagtcgcgt attgaacaac gtgttgtaat
   522481 cacggtactt attttttgtt acttggctca ctatttgagt tatttagtga aaataaactg
   522541 tagatataaa taatttgtac tacctttaaa acgccgtgca ttaaatgccc ggcatacaat
   522601 agggttataa tcacttcagg agatctcatg agtaagataa cggattgttg ttcagaagaa
   522661 aatcatccca atagtagacg aagcgtattg aaagctgcct tgggcatgac tgctgcaggc
   522721 gttatcggag gaataggtct ggggttgccc caaatatctt atgctgcggc attgacccaa
   522781 gaagaacggg ataagttaac gccagatcag atagttgaaa gcttaaagca gggtaacaag
   522841 cgatttacat ctggcaaagc actgcagcat gattatctcg cacaaaaacg tgccagtgca
   522901 gaagggcaat ttccagcagc agtcatattg agttgtatcg attccagagc accggcagag
   522961 attattttag atacggggat cggtgagaca tttaatgcta gagttgccgg taatattgct
   523021 aatgatgatt taattggcag tttggaattt gccagtgcgg cggctggcgc taaagttata
   523081 ctagtgatgg ggcataccgc ttgtggcgca ataaaaggcg cgatagacaa cgttgaactg
   523141 ggtaatctga cggggcttct caatagaatc aaaccggcaa ttgaagtgac ccaatttgat
   523201 ggtgaaaaaa gcagtaagaa tgaaaaatat gtggatgccg tagccaaaac caacgtcaaa
   523261 aacactatgg atgaaattcg taagaatagc gaaataatca ggaagttaga acaagaaggg
   523321 aaagttaaaa tcgttggaag tatgtataat ttaaataatg gagaagttga atttttcatg
   523381 tagtgtaact tcgatatttt cccttctttc ctttcccctt gatataactc aaggggaaaa
   523441 tcagtgcaaa tatctattag tgatattaat ttattcatcc ttcctctttt tttattggtt
   523501 tgttaggctt ggccgaaatt taaaaatatg cttatatgat caacatgaaa aaatatatat
   523561 tccttatatg tttcatttta tgaataaata taaattcttc acaagaatga tagttaaaag
   523621 attgtatatg aattagatta aaataataag ttaagcatat gggttgtgta aattaaatgc
   523681 caatgcgatg ttattattct gtgtttttag ttataaactt aaacagttat ttgaaaatta
   523741 actttatttc ttgaaattta ttttcattat tgtattttac tcatgtgatt atctattgtt
   523801 acataagtga ataaaactga ttttaagtat tataaataat aataacatgt cggtaagtat
   523861 atttctgtat attatttatt taatcagtct ttagaaggct ttatttctta ctatttgatt
   523921 tttatatatt attaatcatg ttgtagagaa acgaaatcct tcgtgagctg attaaaaaac
   523981 attcatattc attaaatata gttaaaatac ataatttaat tggttttatt cattgagtga
   524041 caacgataat aaacacgtat ttccttatca catctttaac gtgatcggtt gttataaatt
   524101 taatgaataa ttttaagggt tatctatgta tgttgatacg gtttctgttg tctctggtag
   524161 taaattcatt gatatcaatg gtaaaggagt cattgattat gaaaaagaga tgtctttgga
   524221 ttgctgtatg aataaaatcc attttcacac gagaaaagtt agcattgata ttaatgagaa
   524281 acaaaaaaga ctggttatgt gtttgtttaa cgatgtaaat agaaagcaag atattataaa
   524341 agtagtctgg tacgaaaacc ataaaagtat ttcagataat aactaccacc aattaattca
   524401 taagtttaga gtgcatttga aaagttttgg gatacctgaa ggcattatta aaacaataaa
   524461 tagatatgga attagacttg atccgagttt attaataaca gttatgtcca ctaagatgaa
   524521 tgagagattt agtggttatt aataaataat actcaccaga ttttttcatt attatatgtt
   524581 tgctatcatt atttataatg aggttttttt tgttaaagat aagactaaaa aatcctttta
   524641 ggacactcaa ctgtaatcaa tttatattta ttgaattgag tattgtattt ctagttgcat
   524701 ttcatacagt gatggttttt tggtcaatta tttataatga tagcaatgat atgtttatct
   524761 tgtacgatgg gcagtcctac gatagtcaaa attctaccga aaaggctaag gtaatagaca
   524821 gtagtaactt atcgaaaatg tttgatcgta aaataaacaa accagataaa aaaatagaaa
   524881 tgaatgatgt tcttttttat tctccagaat atatagggga aataaaactg gttggcgtaa
   524941 ttgaacactc agcaccatca gagtccattg caatattgga agtaaaggga aagcaaacaa
   525001 cacatttaac aagggagaat ataaattatg aagatatagt aatagtgaag atatttactg
   525061 atagagtgat tatcaagcgt aatggtaaat attattcatt aataattaac taatgggtta
   525121 tttaaaatgt tttttacttt atctggtcag agcgtagcct tatcaatcca tctaaaataa
   525181 atggtgtaac atcatgtata ttagtggcaa aggaattaaa tctatccatg ggatgatttt
   525241 tttattcact ctaattatgc cattagacat aataagtgct aatttttcag tctctttcaa
   525301 agatgtggat ataaaagagt ttattaattc agtaagtaag aatattaata aaactattat
   525361 catagatcct acggtccaag ggcttatcag cattcgcagt tatgagaatt tggataaaga
   525421 tacgtattat caactattct tgaatgtgct tgatgtctat ggttatgcgg ccattgagat
   525481 gccacataat gtcctcaaag tgatttcatc aaaaagagcc aaaggagtag tcgcaccgct
   525541 cccaaaagag ggggtaacat tcgatggtga tgaattgata aatagagtta ttcctcttag
   525601 gtacatatca gcaaagaaaa taacgccatt attgaggcaa ctcaatgata atacggagtc
   525661 tggcagtatt attaattatg acccatctaa tattttgtta attacagggc gtgctgcggt
   525721 agtaaaccgt ctgcattcaa tagttactga tcttgaccaa gccggagata atgaaattga
   525781 gctttataaa ctcaattatg cgattgctgc tgatgttgtt aaaatagtaa atgaagctat
   525841 aaatccaata aataatttaa aacaagaagt atcaatagta ggaaaggtta ttgctgatga
   525901 aagaacaaac tctatattaa tcagcggtga tacatatatc agaaaaaaat ccattctaat
   525961 gataaaaaaa ctcgacaaga gacaaagtag cgatgggaat acaaaagtgg tttatatgaa
   526021 atatgctcaa gcctcaaagc tattagatgt cttaaatgga ataagcgaag gttttcataa
   526081 tgagaaaaaa acaaaacaat ctaatcaatg gaatcagaga cctgtagcaa taaaggcata
   526141 tgatcagacg aatgcattag ttattacggc agatcctgac atgatgctag ccttaggaga
   526201 agtaatagaa aaattagata tcagacgtgc acaggttttg gttgaggcta ttattgtcga
   526261 aactcaaaac ggagaaggta ttaaccttgg tgttaaatgg gaaaataagc gttctgatga
   526321 tattaatttt attaaaaatt ccgatggttt attaaataat aatggatggg gcatagctac
   526381 gacaattact ggattaactg ctggttttta taaaggaaac tgggatgtat tgcttagcgc
   526441 tttatcaaca aatacaaata ataatatact cgcaactccc agtattgtta ctctcgataa
   526501 tatggaggct gaattcaatg tgggtcagga ggttccagtg ctcatatcaa cgcaaacgac
   526561 aaccacagat aaggtatata attcaatttc aaggcaatct ataggtgtca tgctaaaagt
   526621 aaagccacaa ataaataaag gtgattcggt tctacttgaa atcaggcaag aggtgtcgag
   526681 tatcgctgat agttctactg ttaatacaca taatttaggg tctgttttta ataaacgagt
   526741 agtgaataat gcagtattag ttaaaagtgg agaaacagtt gttgttggtg gattacttga
   526801 taagaagtct agtacgattg ttaataaagt ccccttcttg ggtgatctcc cattaatagg
   526861 atggctattt agacaaacca aagagaaagt ggaaaaaagt aatcttattc tatttataaa
   526921 accgacaata cttagggaat ccgatgacta tagcgttgtg acgtcaaaag aatataataa
   526981 atataaaaaa gataatatga atggatatac tttagccgat gatatagtcc tatcagataa
   527041 aaaatattta agtgttattc ctagtattag gaaagatata aataattttt atacactgtt
   527101 ggactcagag ctatgacaga tattgagtct gagttccata ctttgccatt aacgtttagt
   527161 tggtcaaaga gtcatggtgt gcttattctg cctatggcac agggcagtca gttgatttgt
   527221 cgtaaatcag cgacattgga ggctatactt gaagggaatc gggtggctca tagtccaata
   527281 ctttttaatt tagttactga tgaagagttt gaaaataatt taactgaacg ctaccaaaat
   527341 aattcggctg acccatatca gacaatgagc gttatcagca atgagatcga catttactct
   527401 tttgctaacg aattatctga cgatgatgat ttattggata taaatgatga agcacctgta
   527461 ataaaattaa tcaatagcat tctggtcgaa gcaattaaag agttagcatc tgatatacac
   527521 atagagtctt tcgataaaaa acttactgta agatttcgta ttgatggtgt gttaaggaaa
   527581 atattggaat tacagcgcca tgttgcacta ttattagtgt cgcgtataaa agtcatggcc
   527641 aaattagata ttgcagaaaa acgtattcca caagatgggc gcatagctct aaatttagcg
   527701 ggtagagcat tggatgttcg tgtttcggta ttaccatcta gccatggtga acgggtcgtt
   527761 atgcgtttgc ttgacaaaaa tagcattaaa ttggatttac cctcattagg tatgtcgaaa
   527821 gataactgta tttctatgaa tacgcaggta cataaacccc atggcattat cttggttgtt
   527881 ggcccaacgg gttcgggtaa aagcactacg ttatatgctg ctttaatggg gattgacgcg
   527941 aatgagaaaa atattatgac tgtagaagac cctattgagt tcgacatacc tggtatatcc
   528001 caaacgcaag taaacccaaa aattgaaatg acatttgctc gtagcttaag ggcaatatta
   528061 cgccaagatc ctgacgttat tcttatcggt gaaattcgtg atattgaaac ggcacagata
   528121 gcggtccaag cttctctaac cggccattta gttctatcta cattacatgc caacagtgcg
   528181 ataggtgcag tgaccagact gaaggatatg aatgtagagg catttatgct ttcaagttca
   528241 ttattggcca tcatatctca gcggttggtt agaagattat gtatagcgtg tcgccaagag
   528301 tcgtcagtga cggagaaggt attacaacgt ctgaatattg atgataaatg ctctttggtt
   528361 ggttcggtgt accgggctaa aggttgtaac aaatgtaatc ttactggtta tcgtggacgt
   528421 attgctctcc atgaatttct cgtagtggat aacttattgc ggggggctat ttataaaggg
   528481 ctaggagagt ttgaactggc taaattggcc agtggggcta taaacagcct tctatctgat
   528541 gggataagca aagttattgc agggttaacc actatagagg aactggtaag aatatgccaa
   528601 gaggatgata atggctgtat ttaaatatgt tgccatcagc agaagtggaa ccaagataac
   528661 aggtgatatt gatgcggaaa acatacgtat agcccgttat ctcctttaca aaaaaaacat
   528721 gcatgtctta agtataaaaa aagaatttta ctttttaata agtatgtggt caaaaaaaat
   528781 agtaataaga cggatttggt attaattaca cggcagatag cgacattagt aaatgcttca
   528841 atgccactag atgaggtttt agatattgtt gggaaacaaa atagtaaaag taaaatgatt
   528901 gaaataattc aaaggattag agttaatata caggaagggc attcattcgc tgatgcgcta
   528961 tctccgtttc cagcagtatt tagcccatta tacaaaacga tggttaccgc tggagaggta
   529021 tcagggcatc tgggattagt gctggttcgt cttgctgatc atattgagca gacacaaaaa
   529081 atacaaagaa aaatcattca ggcacttatc tacccttgtg tgttggtttt aatatcacta
   529141 agtgtcatta tcatattatt gacagcggtt gtaccgaaca tagtagagca gttttctttt
   529201 tcagagacgg cgttaccatt atcaacaaaa gtattgatga tactcagtta tagtataaaa
   529261 gaaaatgtta tttttatcat ggctataggt gtctcggcag tgattttttt aaatagatta
   529321 ctaaaaataa ataagataaa tgtctttttt cataggcact atttaagttt gccaatgctg
   529381 ggtaatatgt ttgttcgtat aaatacatct cgttatctta gaacattaac aacactacat
   529441 tctaatggtg tgacaatcgt acaggcaatg agtattagta atgcggtatt aacgaatgta
   529501 tatataaaaa ataagttaaa catttcagtt aaattggtca gtgaggggtg tagtttatcg
   529561 tcatctttag ttgatagtgg agtattcccc ccgatcatat tacatatgat catatcgggg
   529621 gagcgtagtg gtaagttgga ccatatgcta gaaactgtgg cgggtgtcca ggaagaagaa
   529681 ctgatgaatc aaataagtat agtaatgtca ttgttagagc caaccataat tatagttatg
   529741 gccgcgttta tttcatttgt tattctgtca attcttcagc caatacttga aattaatagc
   529801 cttgtcatgt aattaatttt atgagggaat aatggcaaac aaaaaaacaa aaggatttac
   529861 attgttggaa attatggtgg ttattgttat tctgggccta cttgctagct taacaatacc
   529921 cagtctgatg tctaataaaa atagggcgga ccaacagaaa gcagtaagtg atattagtgc
   529981 gctggaaaat gcattagata tgtatagatt agataacggg gattatccga ccgagcagca
   530041 aggcattgct gctttagtaa ctaaacccaa cgttccccca ttaccgcaga gatatccatc
   530101 cgatggttat atccggcgtt taccaacaga tccatggggg aattcttacc aaatgaataa
   530161 cccaggaaaa catggccaga tagatatatt ttcaatagga cctgataggt taccggaaac
   530221 tgaggatgat attggtaatt ggattacttt atctatcagt gagacataga tccatgttcc
   530281 atagtcagag agcgtttact ttgctcgaat tattattggc catgataatt atctcaggac
   530341 tctactactc tgtacttata acattgccta aaggcagcgg ggtcgtgaag agtgaagccg
   530401 agaacctcgt gcaaggatta cgatatatta accaaaaaat tcgacatgaa ggcggggtgt
   530461 ttgggttgaa attatcagag acacactggc gattctataa attttgttgc gatgattgtc
   530521 atggcataaa agataatttt aaaattaaca ctaaaataaa ttgtatttgg caagattccg
   530581 gaaatgataa gattctaagc agagagtatc cagataaatt aacatctaaa cttaatgtct
   530641 atggtgaaga tagtatcatt gataatgtca ttggggataa tattaaacca caattggttt
   530701 tctctccaga ggaggagtat tcggacttct ccttggtttt aagaaatgaa gaaaatagtg
   530761 agtgtgttga aataaaaaat aatattacag gagtaagtct atttattcat aaataaaaca
   530821 gggggcaatc tgaataatac aaaaggtttt acattgttag aagtaataat tgcactgaca
   530881 atattttgta ttgccggatt gagtatcatg aaaataatta gtgagcgctt acggtggata
   530941 aatatactcg agcaacgaat gatctcttct tgggttgcgg aaaatgtttt aacggaaatt
   531001 aaaatattaa aaatagagca aacaaatgaa tggttgatgg ggcaggagtc tatggctggt
   531061 cagctttggt attggcaatc gagaagtata aaacttcagg atgatagaat ggaaataatt
   531121 gctgttgaag tacgtaataa taaggaaagt gaacatcctg atttttcact tgaaggctat
   531181 aaaacaacca atgattaaac gtccagattg tgggtttact ttactggaga tgctacttgc
   531241 tgttgtcatt ttctcaatga ttagttttat tatttattca tccttgagag taactattaa
   531301 aagcaataat atcatgggga ataaagtaca ggaacttatt aggttacata gagttattag
   531361 cctattagaa cgagatattt cacattcagt tatgtatata ggatcacaaa atgattattt
   531421 tagtaatgaa gggcgtatta ttggtatagg cgtacttgat agtgacagtt ttggtatcta
   531481 tatgttaagg aataacaaaa taaataccga gatattcatt cattatcaac atgaaagact
   531541 cggttatcga ttgaagaaaa attgcctgga aagattatct tacttaattt taaagaatac
   531601 aaataaaata gagactaaat tttcttgcct tatcgaaggg ataaatgatt ttcgtgtgag
   531661 aatatttcat caagggaaat ggttaaatga atggagtagg atagaccttt ctccacaagg
   531721 cattgaaatc atccttgatg ttaaaggtgt tggggtgatt aggcgattta ttctattgct
   531781 acattaggaa gcgctgtgaa tcaaaatggc attgcattac taatggtttt atgtgcacta
   531841 tttttgatga gtacaatggt aatggcatca tataattatt ggttcgatat ctattatctg
   531901 gcaaaaaata gtcagcaacg gcagaaagaa aaatggatat tactcggtgc cgaagaaaag
   531961 tttgtgagta aattaataaa aaacacttca gaggatagat tcaatgataa tgaatttaga
   532021 cgtttactat caggagggag agttacagtg ggtacatgga acgttaactt taaatcaatc
   532081 gataatacaa actgttttaa cattaacgca ttgaaaacta aaatttccaa tcccgaagaa
   532141 atcattgaaa cttattcatg gcaggttttt aaatacttat tgttaatcag cggtgtagga
   532201 gtaaaagaaa cacaggatac cctagaaaga gtggttgagt tatatcgttc aaacctcgtt
   532261 attgaacaga gtattaatgg actgtcaaca ttaaaagaga ttccctatga ggcagatgaa
   532321 attaatattt catctaaaat gaatcgtgct gattttttaa aaatagcacc agtgctctgt
   532381 attcgaggag ataggaaatt attagttaac atcaatatgc tagatgcggg gaatagtcag
   532441 tatctgcaag ctgctttact caataaagtc agtgcaagag atatttatga tgttatttca
   532501 gcaaaaccca ataatggatg ggataacatt tttatattct atgatttatt gtcatcgcat
   532561 tcacccatga gtgctagaaa tgtaaataaa aacattttag ataaattaac tgtagatgaa
   532621 tattttatta attatatatt tagaattgat catgaagata gttattatca actgattact
   532681 tttatccatg ctgtaggtaa gtcaatagct attttaaacc ggagatacag ttttagtgag
   532741 caacatcatt gatgacgtga aattaacctt cacactcctt attcgactag gagaaacaga
   532801 atttgaacct atctattggt atgttgaatc acagggaaag aaattagtca gacatggaaa
   532861 aattaatgga gtcgctgagt taaaaaatat aactttatat gctaataatg ttgtcaagat
   532921 tttggtcccc gcaaataaaa tcattttcag aagcttaagt attaagaaaa atgaagtgat
   532981 gaataatata aaatcgatag ccttctcgat tgaacagtct atttctagtg atatagataa
   533041 ttttcatatt gtgatattag atcaagataa agacttttgc catgttgctg ctattgaaca
   533101 tgaattgatg aatcgttggt tgttctggtt aaacataaat gggatatcag catgttgcat
   533161 aatgccagac gcttttgctc tgcccttttt taacagtgaa tggagtgtta taaaaattga
   533221 gagtaactgg ttggttagaa ataatgaaat gtctggtttt ttagttaatt cgagtgtttt
   533281 ggaaaacata cttatgttag cggaacccac cattaaagtt aatactttta gtccgacaga
   533341 tattaaatgg ggtaattggc agtcgctaga ctatagtgat cctgtattaa ttatggcaaa
   533401 aactgtgagt ggtaatcatg ttaatctatt gagtgggaaa tataaatatg ctgaaagaat
   533461 aatagttaac aatagtgttt ttttgcgtgt tgccagttgg ttttttctct tgtttttagt
   533521 aatgagttta aatggttggt atcaaggtta caaaatagtc agggatacag gggccttaag
   533581 taaggtagca caagattttt atgctgattt tttacccccc gcatatcatg gtggggatgt
   533641 taatacgagc ttcaataaat atatttcaga tctggatctt aaaaaaaaca atgtcagttt
   533701 cattaaatta ttaaatgctg taagttatta tacagctgat gaaaatgtag atgtacgtag
   533761 ttttaatttc aattattctg atggtgaaat atcttttgat attgaaggtg atgatgattt
   533821 aataaatgaa atgctaaatg ataaaactaa tctatttaat gccagggttg aggtgattcg
   533881 ttctggagaa gacaaatata atatcaaact aagcagccaa ccatgagtta cgtcatgttt
   533941 ttacagcatt tattttctgc aaagagaaga gtgctactac tttatctgct tgttatctct
   534001 attcctatcg tgtattacat taccagtaga gtaattgaag taagaaataa caaactgtta
   534061 ataaaatata gtgagctaag ttatcatctt cagcaacact ctatcatggc gaaaaaatca
   534121 aacataaaaa gccataaaaa gagtgatcct atcgatattg aaataaataa atcatttaaa
   534181 aataaaaata taatatttac tgtctcctta cttgatggtg gtaaatgttt tgtggaaata
   534241 aattcagcta aattctcaaa tttacttgat gctatcattg atgtgtcaaa taaatatgat
   534301 attaatgtat ctagtgctga tatatacctt caccaagatg atgatgatgg gtatgttgca
   534361 ggaaaaatta tattctttaa atgaaccact cggtctgata gaggtaaaca tgatggatat
   534421 acaggttttt tttgtgagct atttaatttt tggggccatg gtaggcagct ttcttaatgt
   534481 tttaatctat agattgccta ttatgctggc taatttatca tcacgatctg agtcacacgg
   534541 tgaagaaatt aagatgcgtt ctcatttgag aaatattaat ttatttcaac ccggctcttt
   534601 ttgccatcat tgcaatgagt caataccaat aaaatataat ataccgatac tcggttggat
   534661 ttttctgcgt ggtgccagtc gttgttgtaa caagaagata agcacccgct atctatttat
   534721 tgaagtatta gctgtcattc aaacactctt ggttcttatg atttttaaag aggacttact
   534781 tatctgcact agcttggtgc taatttggtc acttacggca ttggcattta tagatttcga
   534841 tacctacctc cttcctgatt gtatgacaat acctttgctg tggcttggtc ttcttatcaa
   534901 tatagatacg gtttttgcac cactaacctc tgcagtactg ggtgctgtca gtggatacct
   534961 ttttctttgg ctatcatatt ggttgtttaa aatagtaaga ggtgttgatg gaatgggcta
   535021 tggtgatttt aaattaatgg ccgcattagg tgcttggttt ggtgtgagtg cagtaccttt
   535081 tttaatattg ttctcttcct tttttggtct tgtcgcatat gctatttttt atttttttga
   535141 taaaaaagat aatggaaaag agattaatta catcgcattt ggcccttata tttcattggc
   535201 gggtgttcta tacctgtttc ttgggagtca tgtgactaat ttattttctt aataaatggg
   535261 gttaatagct cctctaactc cagacactta gtatttttag cagtcaaatc tgatttgata
   535321 tcttgatatc ttgatataga gattcacttt tctttatgat cttattgtta tgtttagatg
   535381 tcataatttc acccttcaga ttggctattt taattgcaga gttaatgatc tcttgttcat
   535441 ttggaatttt tttgaggttg cagtcttctt ttaaaaaacg taatccagcc gtcagagcgg
   535501 tgagttgatt gattatctcc tcgttaggtt ttttttcttc actatttatt tggcaaccaa
   535561 ataatatagg tgcaaaaaat accattaatt ttatatttga atttggcatg attatctcta
   535621 gcgtaaatga attgttttat aataaaagca tagaataagg atggtgacaa taacaaatta
   535681 taatggatga gattgttttt tatgtttttt ttgaatttat aattagtgta tttttatcga
   535741 tatatttatt taaattaacc atcgttaaaa cagtatcttt catatttttg ttttaaatat
   535801 aaaaaatcgt tttattaata attacaatta gtttttcttt gttaggatta cactcaatgc
   535861 tgaaatttta aaccaaaaac aataagaata taatgaatac gatagtgatt aatgatgttt
   535921 tttttacgcc acaaaagaga acgattgata ggaatggaaa ggtaactaaa ataagaaaca
   535981 aagaatccga actattatct ttactttgtg agtattatcc agagccgata tcaagggagg
   536041 atattgagaa gagactctgg gaggggagtt atgttactga taatacattg actcagacga
   536101 tcagtaatct acgtcatgca cttgatgata aaaaacatga gttagtggtt actattccta
   536161 aaaaggggta tcgtatcggt attaaacctg aaattttcat agagggtgaa gttcaatgtc
   536221 aaccttatga aaaattggga ataataggtt catctgtgga taaaatggca atgtcttttt
   536281 taaaaggaaa aatgtcattt tatagagtct gcctatttgt acttggtgtt attttctttt
   536341 ttatattttt taatgtggct ttgtaccgtt atcaagtaaa gttagtagat gtcaactctt
   536401 taccgatatt aattaatttg gataaagaac aagataaaac gtttttatct gtttatcagc
   536461 agcatcctta tgttttactg aaaaagaaaa aaatggcggc tatgttgttt gtaaacgcca
   536521 gggagacgag ttggtatgcg aaaaaaataa tttattcgat attgttttct attctccttg
   536581 ggggaggggg gggcaattat tggtatgatt tatgcctata tacatccgat gaaaaatctt
   536641 gaaggctact gggagggaaa ttacctatta agaactgata gtggtaatta tcatattttt
   536701 tcccgtgtta atattattaa tcgctcgata caatcgtcta tggatgttta tgatgaccgc
   536761 gaccaggtaa aagccagatg caatactcta tttaatatcc gaagtgctaa taatgttttc
   536821 tgtgttaaaa tgttgtctat ttcctttgtt gataatgaag agaaaatgct tagtgacttc
   536881 cttaatactc cttatgatgt gagttatcca attttttatc gtttggatgc taatactatt
   536941 ttgattgaac agtctcaagg gcatccggtt aacagtactc gattactggt tcgtgccaat
   537001 atataaccgg tggtggctgt gattgataac ttatgacgag tattaaatga cttcattaac
   537061 ttcatttaac tatcacagca taatggtgct attgctgaaa tatatctgtc atagtgagct
   537121 gctagcatgg atatctctat catgacccaa tgtgaataac atgttttcac gcatgaatta
   537181 tgttgttaaa aaatattttg gctacattat gagtaaactt tcgctttctg aatctagatt
   537241 gggaatatta tttggtttta ctttagtgat tagtctattt tctttgttgc agatcttctc
   537301 cataggttat ttatctcata ttttaaagag taccaaagcg aatgtagaga taacgcaccg
   537361 taatcatcaa caagaggcgt tgatggatcg tgcgcggatg gaactattaa ttgccagtga
   537421 caagcttaat cgtgcgggta tctattatat ggaagataaa gagaccggct ccgaaggcag
   537481 ttggcaaagt cttctcaatg aggcattgca gtcattgcag caatctcagg acagctatct
   537541 gcagttgcag gcggtttccg cccaagacag tagacaagaa ttgaatgaac ttaaggagag
   537601 ctaccatcag ttgtatcagg ggctggctga aatagcgcag gggttagcgc aaaagcacaa
   537661 tattgacacc ttctttgacg tgcctatcca gggctttcag agcgacttca ccgagaagta
   537721 ctaccgctat ttacaggaaa gtgaaaaggg cagcactgct atggatgagc agctcttgtc
   537781 ctcactgtct tcagctaaac agatcattat tggtgcactg gccatattgt tggtactggc
   537841 tttctctgcc tggctaggcg tcacccgttg gatgattgcg cccttaaatc accttatctc
   537901 acgtatcaat aagattgctg ccggggattt atcacaccgt attgaagaca cgtcttttgc
   537961 ttgccgagaa attagacaac tcacttatag tgtaagacat atgcaagagg ggctagttgc
   538021 attggttagc caggtccgag gtggagctga ggtgatcctg accggtgtga accagattac
   538081 ggctgataac catcgtctct ctgaacaaac gcactcacaa actcaatcat tggcggtgac
   538141 ggcgcaaagt atgcagcagc ttaccgtcag ggttaaacaa aactccatga gtgccgagca
   538201 ggcgaatcat ctggtgaatg aagctagaga tacggccagt cagggaggag agatgatgtc
   538261 taatgtggtg agttcaatgg ccgatatttc cacgggttca cgggagataa gcgaaattat
   538321 tacacttatt gagtcggttg cttttcagac caatattttg gcattaaatg cagcaattga
   538381 agccgctcat gcgggtgaac acggccgtgg gttctctgtt gtggcacgtg aggtcggtac
   538441 attgtctcac caaagtggcc attcagcaca aaatattaag cgccttattc agcattctgc
   538501 caactcagtt tctacggggg cctcgctggt taatcgttcc ggtgagaatt tacaggctat
   538561 tattgatgtg gtgaagaaag tcaccgattt aatggcggaa ataactaccg catcacatta
   538621 tcaaagcaaa ggaattgagg agatggccgc gcaggtagag atgattaatg gcgcaacaaa
   538681 acagaatgca gcattggttg agcaatctgc acacgcatcg gaagtgttgc aacagcagac
   538741 cttacagctt aatcagtcgg tagcccgctt tcatttacct gtagaaaaat actctcctct
   538801 acgattagca aaggagagca cgattgctgc tattgattca cgcgttagtt aacctgttga
   538861 tccaacccgg ttgattaccg aaataatcgc ctgcaggtac aactgtcatc ttgcctgcag
   538921 catcttgcaa tataaatgtt gggaagccgt gcccttgcac ttttgctagc atggttcggc
   538981 tttccgcaat atgttgtgca gcatgttttt gggcaatgtt aaaagcattg ataaaagcct
   539041 ctgtattcag gccaatatct gcggcgagca cggttagtac gggtgtatcg gcaatacggc
   539101 ggccttcaac ataatgtgct agttggatac gatgtagcat ttttgctcca tcacccgcca
   539161 gtgcttctgc tgctaaaatg gcggcaatag ggggcgtaga atccattatt gccgaagtat
   539221 cattcagtaa ttggttgaaa taattgtcgc caaaagtctg tccggtcaat tctgcaatac
   539281 gtttatcatg aggcatgaca tagctgcgcc attgggtatc aatttggcgg cggtttgcac
   539341 cagacatcat gccacctccg tgcaatacca gcgtcaagcc tggaatgttt tgggctgttt
   539401 gtaccaaggg ggccgcgcca tagcaccatc cacatagcgg gtcgaaaata tagtgcaatg
   539461 ttgtaccggg catactgtgt tcctctgtgc ttctttttag ccattcaatt tatggcgtct
   539521 ttatttgctg ctattcactt cgctacgggc actttgtcaa taacctcatt tacatgaact
   539581 gattcttact gaggccattt catttcgttt ttcaatactt ttgcacttaa ttccaaactt
   539641 gattcgtctt tcagttcagg gtaatgcttc ttcatcaccg cgatcagctc agcagagtct
   539701 tttgctttag gaatttccgc atttaacgtt gttaaatagt tttgggtaaa tgtcaccgat
   539761 tctaaagttt gtggcgcgtt atcgaggaag tgccctggga cgacgatagc cggtttgagt
   539821 gctttaattt tttccaacgt tgttaaccaa ttctcgcgtg actccggagt ttgggtatcc
   539881 gcaacccata gatggatatt accggagacg gcgacaccac caaccaccgc tttcagtgat
   539941 gggatccaga caaaggtttt ttcaggtgat gggccatcta agccttcaac ttcaatttgt
   540001 tgcccatcga cggtgaagct tttgccttgt agaggctgtg gaataatcac ggctgtgggc
   540061 gcattctctt tcagaatagg gccccaatac gccattttcc cgtctttggt tgccttaatt
   540121 tcttcgatag tttgtggtgt tgcgatcacc ttagcttgtg ggaaggcttt agcgatgaca
   540181 tccaaaccaa agtagaaatc ggggtctgcc tgactgatat aaatggtggt taatttttta
   540241 ccgctttgtt ggattttttt taccaaggct tcggcatcat tacgctgaaa ttgcgcatca
   540301 atcagtacca cttcgttttt tccactgata atttcagaag acactgggaa gatacttttt
   540361 tcaccagggt tatagacttc cattttcaat ggctcggtgg tagcggctgt ggcgatggcg
   540421 gaagcagtca cgaggcttgc gaaggtgatt tgtaatagca ttttatttaa catgtttgat
   540481 gtcctattga ccgtggggta ggtgatagat aatagattgc atatatcgat agaaaaaccc
   540541 gataatgagc aattatttgt tgcataaatc gagcgaatca tggatagaat cactgcagca
   540601 gaggtttttg tcgcgattgt ggatcggggg agtatgattg ccgccgcaga gtcactggag
   540661 atgtccaggg caatggcgac acgctatctg gctcagatgg agcaatgggc gggggcgcgc
   540721 ttattgcatc ggaccacccg taaattgagc ctgacacatg ccggtgaggc gacgctcgag
   540781 cgctgtcgac gtatgcttga gtttgctcag gatatggatc tggctgaggg gcaggaaagt
   540841 gaagagttac gcggtttgct acgtatcagt tgctcgcaat ctcttgggca gagtgctctg
   540901 gctattgcag ttgctgacta tctacgccgc tatccacagg tcgctgttga tttacagatg
   540961 aataaccggg cgatcaattt agtggaagaa cgtattgatc tggcgctacg gattaccaat
   541021 gaattagacc ccaacttaat tgctcgccct ctttcaacgt gttattcagt cgtctgtgcc
   541081 tcacccgctt atttatctgt cagcggtatt cccgaaagcc cacaagattt aacggtacac
   541141 aactgcctga cgtactccta cttcggtgag agtttatggc attttgatca gtcgggcgtg
   541201 aaatcatcgg ttgccgtcag tggcaatttg agtgcgaatg aatcggtagt tttactgagt
   541261 ggcgctttag aaggcgcggg tatcaccttg cagccgatct attctgtagc gccatatatt
   541321 gcccgtggtg agttaattaa gttattacca gattatcaac cgcaggccat gggtatttat
   541381 ggggtttatg cttcgcgccg acaaatgcca accacattaa gaacgatgct cgactttctg
   541441 gttgagtggt ttgccacaca tcctcagtgg ttatcgacaa tgaagtgagg tgctgtcgat
   541501 atgaggtgct atcgataaga gagtgaaccg ttttatgacg tcgtcaaacc tatttttatt
   541561 atcagcgatt gcatagcgtt attgaatatt tcatatgctt agcgtgtgaa ttaacgtgtt
   541621 tttgcttacc aggctattta taacgttatt cattaactgg ttatgattcg tcaatttatg
   541681 taatatcctt gttacttgag atcgccgttc tctctttacc tgaagcagtg actttgattg
   541741 tcttacctct taattctacc cactacaccg tgtccattaa ttaaccatta ttggcgataa
   541801 attgatctgc ctgccactga gtgtgggtgg atattgtctg actgggagct tgtattatgc
   541861 ctgttgcact actggcgttg gcgctgtgtg cttttgctat tggtactact gaatttgtca
   541921 ttatggggtt attgccccag gtagcgggtg atttgcacat atcgattcca actgcgggct
   541981 ggttgatcag tggttatgcg ctaggtgtgg caattggcgc gcccatcatg gcagtgctga
   542041 ccgcgaaatt accgcgcaag aagacactgt tactgttaat ggtgattttt atcatcggta
   542101 acctgatgtg tgccttggca tacagttatg acttcctgat gttcgcgcga gtgatcaccg
   542161 cgttgtgtca tggggccttt tttggtatcg gcgcggtggt cgccgcaaat ctggtggcac
   542221 caaaccggcg ggcctcggcg gtggcactga tgtttacggg gctgacgctg gcgaatgtat
   542281 tgggtgtccc actggggacc gctctaggtc aggcttttgg ctggcgttcg acattttggg
   542341 tggtatcggt catcggtttg ttctcgttgg cagccctgta tagcaagttg ccctcctcca
   542401 gcgaggaagc accgactgag cttcgtaagg agattgccgc tttgcgtggc ggtggaattt
   542461 ggctctcctt actgatgacc gtattttttg ccgcagccat gtttgcgctc tttacctaca
   542521 tcgcccccat tttgacggag gtcacacagg tttctgagca tggcgtcagt tggacgttac
   542581 tgctaatggg ggttggcttg acgctcggta atatcgtcgg gggcaggcta gctgactggc
   542641 gtttatcggt cagtttaacc atgacattct tgttgatcgc ggtattttct gccctgttta
   542701 gttggaccag ttattcactg ttggcggcgg aagtgacact gtttttgtgg tcagccgccg
   542761 cattttctgc agtgcctgcg ttgcaaatta atgtcgtcgc ttatggcaag aaagccccta
   542821 atctggtgtc aacgctgaat attgcggcct ttaatgtggg taacgcctta ggggcgtggg
   542881 tcgggggggt tgtgattgcc aaagggcttg gtttgacggc ggtgccgctg gccgccgcgg
   542941 cactggcggt catggggttg ttgctgtgtc tgtttacctt ttcccgcgcg cgtactattg
   543001 ggaataaaat ggcttagcac gcaggggcaa tgactgttgc cagacgctgt tggaaaagcg
   543061 ttgtctgctg ttttaagtgc ccgacaaacg tatcgaccaa ggtggatgat gggcgatgta
   543121 atggctgaat taagctaacc gtaaaaggaa tgtcgacact gaatggccgt acacaaaccc
   543181 ccgaaccacg gcctttactc aggtaatcca gtgcggtaag ggggttgact atcgataccc
   543241 ccaccccttc acgcaccatg gcgcaaaccg atgccgcact gtgggtctcc atgactaatc
   543301 ggcgggtgac tttttcctcc gcaaacaggt tatccaatag ctgacggtaa ctgtcggtga
   543361 ctgacaggct gacaaaattt tccccgttaa aatcctgtgg tgtcagcacc gatttctccc
   543421 gcaacggatg atcggcaggt aatacgcaaa cttcattgac cgtcatcagg gtatggcgct
   543481 gggtgcccgc cggtgtttgg atattttctg tgagtcctaa gtcatgacgc tgggctgaaa
   543541 gccactcctc caataaaggt gactcctgcg gaatgacatt taggctgacc tctggatagc
   543601 ggtcaataaa gggtttacat accgcgggta gcaacgattg agaaaagacg ggcaggcagg
   543661 caatggagag ttgggcatgt tgaaattggc ggataccttc agccgcctgt ttgatacgat
   543721 ccaaaccata atatgaacgc tgaacctctt cgaatagccg tagcccttgc acggtaggat
   543781 aaaggcggcc acgtacccgt tcaaaaagcg tgagttgcac caattgctca aagcgggcca
   543841 attcgcggct gacagtcggt tgtgatgttt gcagtaacaa cgccgcttca gtcaggttgc
   543901 ccgtggtcat gacgccatga aaaatctcga tttgtcgtaa ggaaattgca ggcattctcg
   543961 cactcctgaa acgcgaactg atcaatttaa cccatatcat aaatgaatag actaagggta
   544021 aatagatatt ttcctaacaa atccacaacg ttaataatga ggtattcgcg gcgtcatttc
   544081 cgccgcccat tattgggtac ctcatttaat acattattca gcacattgat gagctcgtac
   544141 attaatggct acacaattag gaaatactta tgccacgcgc actgaatgac cgttcttcag
   544201 cactgactgc ccaaaatctg attgcattgc ctgagcgttt tggttgcccg gtgtgggcct
   544261 atgatggtga tattattgct gagcgtatta atcaattacg ccattttgat gttatccgct
   544321 tcgcgcaaaa agcctgttcg aatatccata tactgcgcct gatgcgtgag caaggtgtta
   544381 aggttgattc ggtatctttg ggtgaaatcg agcgtgcctt gcacgcgggt tatcaaccgg
   544441 ggcaggaacc tgccgaaatt gtcttcacgg ctgatttact ggatcaggcg accttattgc
   544501 gcgttactga attgaatatc ccggtcaatg ccgggtctat cgatatgttg gatcaactgg
   544561 ggcaacaggc tccgggtcac cctgtttggc tgcgcgtcaa tccgggcttt ggtcatgggc
   544621 atagccagaa aaccaatacc ggcggtgaaa acagcaaaca cggcatttgg catgaagaac
   544681 tccctcgcgc actcaagaaa attgagcact atggcttaac actggtgggg attcatatgc
   544741 atattggctc gggtgtcgat tatcaacacc ttgagcaagt ctgcgatgcc atggttcagc
   544801 aagtgattac cttagggcac gatatcagtg ctatctccgc tggcggtggg ttatcgatcc
   544861 cctatcagtt tggcgatgat gtgattgata ctgaacacta ttatgggtta tggaatagcg
   544921 ccagagagcg aattgctgct catttgggcc acccggttag ccttgaaatt gaacctggcc
   544981 gcttcctggt agcagagtct ggtgtattga tcgctcaggt tcgtgctgtt aaggatatgg
   545041 gccgccggca ttatgtcttg gttgatgccg ggtttaacga tctgatgcgt ccagcgatgt
   545101 atggcagtta tcaccatatt tcattgcttc ctgcggatgg gcgcgatctg acgtcagctc
   545161 cgctgattga taccgtggtt gctggcccgc tttgcgaatc tggcgatgtc ttcactcagc
   545221 aagagggcgg aggtgtggag acccttgctc tgcctgctgc ggttattggc gattatctgg
   545281 tcttccatga tacgggggct tatggcgcgt cgatgtcatc taactacaac agccgcccgt
   545341 tattacctga agtactgttt gaaaagggcc aaccgcgctt gatccgccgc cgtcaaacca
   545401 ttgaagaatt gattgacctg gaacgcgttt aatcagtgtc atcccgtagg cttggcgggc
   545461 tggccacaga gtggcggcga accagtgttg ggctgaacat attggtaatt tcgggtaacg
   545521 gtgtgttgtt ggctaatgcg agtgccaact cagcggcctg ggtagacatg gcaacgactg
   545581 ggtaacggat tgtcgtcagg cgtgggcgca ggtaacggga gattaataca tcatcaaaac
   545641 cgatgagtga aatctcctgt ggcacatcaa tactgttatc actgagaacc gataacgccc
   545701 cggccgccat tgagtcgtta taacagctta ccgcggtgaa gtgtttacca cggccaagta
   545761 gatcggtcat tgcctgctca ccgccgagtt cgtcgggggt gccgtaggta attaaacgct
   545821 catcaaccgg gatatcaaat tctttcaacg catccaaata gccttgcatc cggtcaagcg
   545881 catcggaaat ctgatgattg gagcaaatga acgcgacccg tttatgcccc tgctggatga
   545941 gatggcgagt tgccagccag gcaccatagc ggtcatctaa tgcgatacaa cggggttcga
   546001 agcccggtaa ggtgcggtta attaacacca tgccaggaat ttgttccatt aatgacgtca
   546061 gttcgtcatc gggtaatttt ttggcatgta ccaccagcgc agcgcagcgg tggcgaatga
   546121 gttgttcgat ggcctgacgt tctttttcgg catcatggta accgttgcca attaacagga
   546181 aattaccggt ggcatacgcg acttgttcga cggctttcac catcgcaccg aagaaagggt
   546241 ccgagacatc agacacaatc ataccgaccg tttctgtcga ttgttgcgcc agtgctcggg
   546301 cgttggcatt cgggtggtat tgcagttgtt ccatcgcctt gcacaccgcc acgcgtgatg
   546361 cttcactggc tttgggagaa tgattgataa cacgagatac cgttgcgacg gaaacacccg
   546421 ccagcttggc aacatccttt atagtggcca tttttgttcc agagatccta gggtaaccgc
   546481 ttacatcact cagttttgcg gaaaataaga ttacccgcaa ggggggatgg tcgcaactta
   546541 gtaagaaaaa ccaaagaaaa ggagatgagc agaatggctt gccgcgtttg tttgctatcg
   546601 cgccatcgcc caaaatggct gtgtattgac cgaaatgaca gtgtattgac ccaaataaca
   546661 gtgtatcgcc ccaaatgact atgtttagtc gaaatggtgc tttgagtatg tgcggtggcg
   546721 aatgttacct tgatgtttta tttcattgcc tgagagagcc atgtccatca tccgttaccc
   546781 ccaacttgcc cattggggcg cttataccgc agttgttgaa gatggcaagc tgatccgctg
   546841 cgagccattt gccgatgatc ccgatccctc gccgctactg aactcaattg ttccgatggt
   546901 ttactccgat aaacgtatcc gtaaacccgc catccgccgt tcttggttaa agcggcggga
   546961 gaagagtgac cggactctac gcgggcagga ggattttgtt gaagtcgact gggatgtggc
   547021 gctggattta gtggccgaag agaatcgccg ggttagggac caatacgggc ctgctgggtt
   547081 atttaccggc tcttatggct ggtcttctgc ggggcgttta catcatgccc gctcattagt
   547141 tcggcgtttc tatttcagtg gcggtggcgg tgtcgatcaa ttaggtaatt acagttgggg
   547201 ggctgcacaa tttttcctgc cttatgtcat tgggaccttt agcccattga ccgggcgggt
   547261 gacgtcatgg cccagtgtgg tggaacactg tgaattgttc attgcttttg gtgggctggc
   547321 actgaaaaat gcgcaagtct cctccggtgg gtcggctgaa cattccctta aactctggct
   547381 agagaaactg gcacaaaaag ggacgccagt cattaatatc agcccgatgc gtgatgattg
   547441 ccccgcattt gttaacgcgg aatggatacc cattcgtccg aatacagacg tcgcgctgat
   547501 gttggcgttg gcttatgaaa ttcagcgcct tgatggtcat gatgaggcat tccttgcaac
   547561 ccattgtgtg ggttatggtc aattggctga ttatattcgt ggggccaatg acgggatagc
   547621 gaaaactcca gactgggcga gcagcattac cggtattcct gcggccagaa tcgcacagtt
   547681 agcgcaacaa cttatcggtg tgcgcagttt tatgacctgt tcgtattcgg tgcaacgtgc
   547741 gcatcgtggt gagcaaccgt attggatggt gattgcatta tcagccatgt tggggcaagt
   547801 cgggctaccg ggtgggggtt tttcattcgg tcatggttcg atgaatggtg tgggtaaccc
   547861 gcgcattgat acaccggggc cagccatgcc agtgggtaag aaccccgccg gattggctat
   547921 tcctgtggca cggatttgcg acatgttgtt acaaccgggg caaccatatc aatttcaggg
   547981 tgaaacacat acctacccgg atattcattt ggtgcactgg gcgggtggga acccgttcca
   548041 tcatcatcag cagttgaatc ggttggttga ggggtggcaa aaaccggata ccgtgatcgt
   548101 acaggacatt tggtggacgc ccgtagcaaa aatggccgat atcgtcctgc cagtcaccag
   548161 ttcactggag cgtaatgata tcggtggatc atccagggat cgctatgtct tggcgatgca
   548221 tcaggcgatt gcaccacagc atcaggcgcg ccacgatttt gatattttcg ccgacttggc
   548281 tgaccgattg ggctaccgtg aaacctttac cgagggtcgt gatgaaatgg cgtggatcag
   548341 gcatatttat caggagtgtg gtgcggcaca gcgctctcat gatgttgaat ggccagattt
   548401 tgagactttt tggcaacaag ggtatgtcgg tttacctgct ccctccaaag catttgtgtt
   548461 ctttgattct ttccgtgaag acccacaggc taatccatta cagaccccga gtggcaaaat
   548521 tgaattattt agtgaaaaaa ttgccagcta ccaatacaac gattttgcac ctcatgcaga
   548581 gtggaaacct ccggtcgaat ggctgggcgc tccgctggct gaacagtggc cgctacattt
   548641 aatctctatt caaccgggag atcgcttaca cagtcagctc gatcccgccc cattggctca
   548701 gagcaataaa accgcaggtc gtgaaacgct gtatatgcat ccgctggatg cggccagccg
   548761 tgatattacc gaaggtagtc aggtccaggt tagcaactta cgcggtcact gtctggcggg
   548821 ggtcagtatt actgatgggg ttacccgtgg ggtggtattg atggcaaccg gagcctggtt
   548881 tgatcctggt tttgggggca cgcagcataa aattgaacaa tccggtaacc caaatgtatt
   548941 gacgctggat attgggacat ctcgattgac tcaaggccca aatgcgatga gctgtttggt
   549001 cgaggtggcg ctttatgagt agattatctt tcgtttgccg ccttcctgta gctcgaatta
   549061 tttagggtct attcgccaaa cagccacttg ggaatgtatt tctctggtgg ctgaaatgcg
   549121 atgctactca cggttgaccc catttatatc ttaatgaatt acaaactcat ttcactttcc
   549181 tgacaatggt cactcctgct tacactttgc gcgtaaatgt tgcgattcct tgctggctgt
   549241 ggtttcacat aagccgctac agtagtgatc ccagaggtat taattggtga ataatcaaca
   549301 ttcgctgtgt atcaaagatc gttttttatt tgcaccgacc tacgcagatg cgtaggtttt
   549361 tttttaggta cgctctccta accatattgt tagtgtgcta ttaacgacac acccgccatt
   549421 attatagtat tctctatttt tcaaattcat tgagttatag ggatatagac atggcttatc
   549481 gcttattgcg tgctcttttt cgtgggttat tccgtgtcac cattgatggt gtcaccgacc
   549541 aatttaagca tgaaaaatta attattacgc ccaatcacgt ctctttcctc gatggggctt
   549601 tattagcgct atttctaccg atcaagccag tatttgctgt ctataccagt attactgaca
   549661 cctggtatat gcgttggcta aagccttatg tggattttgt tgcgctggat ccgaccaacc
   549721 cgatggccat caaacatctg gtcagaatgg tcgaacaggg caggccagta gtcattttcc
   549781 ctgaagggcg catcactgtg accggctcct tgatgaaaat ttatgatggg gcggcatttg
   549841 ttgcggcaaa atcaggtgcg gcggtggtcc ctatccgttt agatggccct gaatttactc
   549901 attttgggcg attgcagggc gtgctaaaaa cacgctggtt cccaaaaatc agtattcatg
   549961 tgttaccggc caccaccatt cctatgccac aagcgccacg ctcgcgcgaa cggcgagttc
   550021 tggccggtga gcacctgcat accattatga tggcggcccg catggccacg gtgccacggg
   550081 aaacgctgtt tgaagcgttg ctatcggcac aaacccgtta tggtcgcttt aaaccttgca
   550141 ttgaagatgt ctcatttaaa gaggacagct accagacgct actgaagaaa acgctcggtg
   550201 tgagccgtat tttgcaacgc tttaccgtgc cgggtgagca tgtcgggatg ttgctgccca
   550261 atgccaccat tactgcggct gctatttttg gcgcatcgtt acgtggacga attccggcac
   550321 tgctcaacta cacctcgggt gctaaagggc tacagagcgc tatcattgcg gcttcactta
   550381 aaaccatcgt cacctcgcgc cagtttttgg aaaaaggcaa actgacgcac ctgccggaac
   550441 aggtcaatga ggtgaactgg gtctatctgg aagatttaaa agacacggtg acactgacgg
   550501 ataagctgtg gatcttattc cacttgtgtt tcccgcgtag ggcgatgttg ccgcagcagg
   550561 ctgatggcag cgcgttaatc ttgtttacct ctggatcgga aggcaaccct aaaggcgtgg
   550621 tgcattctca tgccagtttg ttggctaacg tcgaacaaat ccgaaccatt gctgacttca
   550681 cgccacgtga tcgcttcatg tcatcattgc cgctgtttca tgcttttggt ctgacggtgg
   550741 gattattcac accactgatg accggtagcc gagtattcct ttaccctagt ccgctgcatt
   550801 accgcgtggt acctgaactg gtatatgacc gtaactgtac cgtgctcttt gggacctcaa
   550861 cattcttggg gaattatgcg cgctttgctc atccatatga tttcgcccgc gtgcgttatg
   550921 tggttgctgg cgctgaaaag ttggctgaaa gcaccaaaca gatttggcag gataaatttg
   550981 gtatccgtat tctggaaggg tatggcgtaa ccgagtgcgc gcccgttgtg gcgattaacg
   551041 taccgatggc ggctaaagtg aacacggtag ggcgcatttt accggggatg gaagcccgat
   551101 tgattaacgt accggggatt gctcaaggtg gccgcttaca attacgcggc cctaatatta
   551161 tgcgtggtta cttacgggta gagaatcccg gtgtattgga gcagccatca gcagaaaatg
   551221 ctcagggtga acttgacgct aattggtatg acaccggtga tattgtgacc ctcgacgaac
   551281 aagggttctg cgcgatccgt ggccgggtga aacgttttgc taagttggct ggggagatgg
   551341 tatcactgga gagcgttgaa caattggcaa taagcctttc accggaaggg caacatgcag
   551401 cagcggctaa aactgacagt gcgaaaggtg aagcattggt gctgtttacc actgacagtg
   551461 agataacccg tgaacggtta atcaaagtgg cacgggaaaa tggtgtgcct gaactggcgg
   551521 tgccgcgcga tatccgggtc gtgaaagctc tccccttatt aggcagcggt aaacctgact
   551581 tcgtcacgtt gggcaaaatg gcacaagatc cggagatgag cgtatgagtc aggacgtatt
   551641 agcagataag cctttgttat ctcggagcat ggtcgcggta ctctgtgctc agtttttctc
   551701 cgctttcggg gataatgccc tgctgtttgc cacattggca ttgattaaac agcaacttta
   551761 tcccgactgg agccaaccta ttttacagat ggcatttgtc gcgacttata ttgttctggc
   551821 accgttcgtc gggcagattg ccgatggttt cgccaaaggc cgggtaatga tggtggctaa
   551881 tggtttgaaa ttggctggcg ctctggttat ctgttttggt ttaaatccgt ttctgggcta
   551941 tagcctggtt ggggtgggag cggcagccta ttcaccagct aaatatggca ttctggggga
   552001 aataacctct ggtgagcagt tggtgaaagc aaacggaatg atggaagcct cgacgatcgc
   552061 tgcgatctta cttggctcgg ttgccggggg gatactggca gactggcatt taatggccgc
   552121 attaggggtt tgcgccttgg tctatgcgat tgcggtaata gccaatttat ttattccacg
   552181 tttggccgca gcacgttcag gcgcttcgtg gcgtccacgg gcgatgacgg gcagcttctt
   552241 caccgcttgc cgtcttctct ggcaggatag cgaaactcgc ttctcattgg cgggtaccag
   552301 cctgttttgg ggggccggtg tgacgttacg cttcctgtta gtgctgtggg tccctgtggc
   552361 gcttggcatt gccgataatg cgacaccaac cttgttaaat gccatggtgg cgattgggat
   552421 tgtggtgggc gcgggtgccg ccgcccgttt tgtgacgcta aaaacagtga agcgttgttt
   552481 accggctggc gtgctgattg gcgtgatggt caccatcttc tccctgcaaa acagtatgcc
   552541 gatggcttat ttgctgttaa ttatcattgg gattttggga gggttctttg tggtcccact
   552601 caatgcgctg ctacaggagc gtggtaaaca cagcgttggg gctgggaatg ctattgccgt
   552661 acagaatttg ggcgagaata ccgcgatgct gtttatgttg gggctttact cgctggtggt
   552721 caaattaggt gcccctgttg tggcggtagg tgtcggtttt ggtgtggtat tcgcgctggc
   552781 tattgctctg ttatggggct ggcagtggcg gcaacagcgc cagaaaacgc gtcagcctga
   552841 atgatatgat ttgtctgtca tctgaaagga tctcaaggag atccttcaga ctgctgacaa
   552901 atatcgcctt ttgaaatatc gattatatta acttcaatga gttgcttcac ctgagattta
   552961 tattctttag ataaagcggc ttgtttttgt tgattaaaga ttaaaaatgt ttgcttgtga
   553021 aatttaaaaa ccggcatgcc gtcgccttta atcaatttct gaacagggat ataataatga
   553081 ccaagagtct gtttaataca cttcaccgtt taacctcaac ttccacagcg aacgagttaa
   553141 caaagcacac tcctgagcaa ttacttgtct gggcgcaagg atgtatgctt gaaggcttac
   553201 cgaaccaatt ttatgaagcc tttattgaat gcatccagtg ccagactgaa gacggaaaac
   553261 aaaggctaga catttctcat aaatttaaga tagccgctga ttctgagtat cagaatttcc
   553321 aacctgcaga tgacttatat cctgcccaat gtatagaaca agcccttgaa ggaaaacaat
   553381 ggagcaaagc gagattaaca tttagccctg ataacgcatc tttttcatgg cagtaataat
   553441 atatatgtac gattccatct gagatttccc atacccgttt cacccactaa atactgacat
   553501 caacaattac gtcgttgacc aaaaatgaaa ctattcttct ctccgttgcg ggcactttgt
   553561 caataccctg aaggccgcat cagcggcctt cagaatgctg acaaaccccg atgactcgat
   553621 ctgaaacggt gaggataggc aggggagtaa agcgtccgcg ccagggaggg cgcggctcga
   553681 gcctacatgg atgtatttac ggcgtcttta cgatctgcct gttctctccg tcgttgacac
   553741 tttgtcaata acctcaaggc cgcatcagcg gccttcatat tatgataggg atgatagggg
   553801 ctacgacaag atttaaggtg cggggaaggt atagcgggta tggatcgctt ccagtgcatc
   553861 cagtacttcc tgactcagca cgatattttg gctatcaata ttacttttca gttgttccag
   553921 cgacgttgcg ccgagtagcg tactggcaac aaacggctgt tgccgcacaa aggccagagc
   553981 catctgcgcc ggatccagcc catggtgttt tgccagcgac acatattcag ccaccgctaa
   554041 ttgggtttgt ggcccagagt aacgggtgaa acggctgaac aaggtgttgc gtgcaccggc
   554101 aggtttcgcg ccattaaggt atttgccgct cagtgtgcca aaagccaggc tggaataagc
   554161 taataactca acgccttcgt gctggctaat ctctgccaga cccacttcaa agctacggtt
   554221 taacaggctg taagggttct gaatagagac gatacgcggt agatcatgct tttctgccag
   554281 ttgcagataa cgcatgacac cccatggtgt ttcattggat accccgatat aacgaatttt
   554341 accggcccgc acttgctcgt tcagggcttc cagtgtttcc agcaaggtca caacggcagt
   554401 ttgctcgcta tagcgataat tcagcttacc gaaacagttt gtttcccgct gaggccaatg
   554461 taactgataa atatcaagat aatcggtatt aaggcgctta aggctctctt ccagcgcgat
   554521 gcggatattc ttccgatcca atgccatatt cgggcgaatg ggctgatcat caccgcgtga
   554581 tggcccggag actttactgg ctaaaataat tttttcgcgg caaccgcgtg cttttatcca
   554641 gcgaccaata tattgctcag ttaatccctg agtttctggc cttggaggca ccgggtacat
   554701 ttctgcggta tcaatcaagt taataccggc tgcaacggca taatccagtt gagcgtgggc
   554761 atcggcttca ctgttttgct caccaaacgt catggtgccc agacccagca ggcttacttc
   554821 caatgaactg tgggggatac gatgatattg cattgccgac cttcctttgt gtctgaatct
   554881 tgtgtctgaa attgtcaggt catacccttc gtttttgatg ttgcagcgtt gttagctgcg
   554941 ttgactcaac gccaatgact ttaggtataa gtcaaacctg ccttattcga ctataacgaa
   555001 gcaccggggc agggggaaga gcgcaaagta aaagtgggga aaaaagcggg atataaagta
   555061 tcagtgagat ataaagcatc agcgagatat aaagtatcag cgagatataa agtatcagcg
   555121 agatataaag cacctgcggg atagagaaca tcccgcttta attaatcact attaccgtat
   555181 tagtcatcat taacacatca gataatgtaa tgaattgatg atcataatcg gaatgactgg
   555241 gctacagcaa aaagtggcga gccagcatcg gcgcggtcag tgtcttcttc agataaaagc
   555301 cacgtggcaa ggtcatgata ggctgcccaa attcgccgat ggcttctgtt aatgcccggc
   555361 tattggctgc tttggggcgc aactgtaaca cctgaccatg gcgagccgtg atgctttcga
   555421 ctttacccaa aacaatcaga tccatgagtt cttcccaatc gcggcgcagt aactcttctt
   555481 cttctacatt agggctccac agcagcggag caccgactcg gcgttctgct aacggaatat
   555541 gccgttcgcc ttcgacgggc acccataaca ctctggcaag cttatgacgc acatggctac
   555601 tttcccaggt gacaccgcta ttcccggtga gtggtgccac gcagacgaat gtcgtttcca
   555661 gtggttttcc ttgtgcactg atcgggatgg ttttcagctc gatgccgata tcggcgaaat
   555721 cctgctctgg tttactgcca gcactggcgc ctagatagaa ctccaacagc atcccaaccc
   555781 aaccttttac gcgttttagg tctgcgggga tgacccactg ggcacgtgtt gctaattcac
   555841 ccagggtaaa accagacaat gcctgtgcac gttgaaaaag ttgatgttca tcactggggg
   555901 gagcaggagg caaagagtaa acagacattc ggaaaaactc gctaaaagtg gttaaaaaat
   555961 aagctcaaat aaaaatgacc gctcaagcat tataatccag tgaaacggac agcaataata
   556021 gcatgattta acggaagttt tctgctcccg ctcttaggta atattcttat tttgattatc
   556081 ttgtgcacgc gttgacagca ataatgaaca ggatcttata cctatttatc cacagattta
   556141 ttggataacc tcagtaaatc atgaacactg gttcaattta cagccttgac gagaggcttt
   556201 tttgcgagtt ttactctttt ttgcgtaact taaacccatt atctgtggat aaaaactaca
   556261 ttgatggatc tttaaacaac accagatcgg aaacggatat agatcacatt atcatgcaat
   556321 atatccctgt gggaaacctg ttattttgtt gaaattaatg atttttttta ttttttattt
   556381 tttggcgaat ttttacttta aaaagagttg tacccgcttt ctccttgagt tctgcacacc
   556441 tatatccaca gaaaaagtga ataaaatacg aggtccgctc cttggggtgt ttataacttt
   556501 gccaatttct gtgagttatc ccaaagttat caggtttggc cggctgataa gcagtggttt
   556561 accgcctgtt gctagtgtga aacaatcaga gcatctttga gttttgagct tatcgaggta
   556621 gtccggtgat cgatgatgat ggctaccgcc cgaatgtggg tattgtaatt tgtaatcggc
   556681 agggtgaagt attgtgggcc aggcgctatg gacagcactc ttggcagttt cctcaagggg
   556741 gaataaatcc cggtgagaca cccgagcagg cgatgtaccg tgaacttttt gaagaagtag
   556801 gattgaacaa aaaggatgtt cggatattgg cttcaacccg taattggttg cgttacaaat
   556861 taccaaaacg tttggtgcgt tgggatacaa agccggtgtg tatcggccaa aaacagcggt
   556921 ggttcttact acagttaatg tgtaacgaag ccgagattaa tatgcaacgt agcagtacac
   556981 cagaatttga tggctggcgt tgggtcagct actggtatcc ggttcgtcaa gtggtgtctt
   557041 ttaaacgtga tgtttatcgt cgtgtaatga aagaatttgc tgcaaccgta atgcctgtgc
   557101 aggaggtcgc tcctccacgg gtaccgcccg cttatcgccg taaaagaggt taagttaagc
   557161 cgatcatgct catgcgtttg cgagaagtag ttgagaaagt ggcgatggca accggcctga
   557221 cggaggcgtt agagctgttg gtcaatgaaa cctgtctggc gatggacacg gaagtctgtt
   557281 cgatttatct ggcagacaat gaccgccgtt gttactacct aatggcgacc agggggctga
   557341 aaaagccccg tgggcgtact atcacgctgg cttttgacga ggggatcgtt gggctggtgg
   557401 ggcgtttggc cgagccaatt aacctggctg atgctcaaag ccatcccagt tttaaatatg
   557461 tcccgcaagt caaagaggaa cgctatcggg cgtttctcgg ggtgcccatt atctaccgcc
   557521 gccagttgct tggtgtgctg gtggttcaac agcgtgagca ccgtcagttt gatgagagcg
   557581 aagagtcgtt catggtcacg ctggcaacac agttggcggg catcctttct caatctcagc
   557641 taaatgccat ttttggtcag tatcgccaaa cacggatccg tgcattggcg gcggctcctg
   557701 gtgtcgcggt ggcagaaggc tggcaagata tctcacagcc ttcgcttgat ctggtctatg
   557761 aggcctcaac gcttgatagc acccttgaac gtgaacgtct gactcaggcc ttggaagagg
   557821 ctgcggctga gtttcgtcgc ttcagtaagc gctttgccgc cagttcacaa aaagagagtg
   557881 cggcaatttt cgatctctac tcccacttgc taaatgatgc tcgcttaaag cgtgagctat
   557941 ttgcgcaaat tgatgcaggc gcggtggctg agtgggcggt taaacaggtg gttgaggcgt
   558001 ttgctgccca gtttgccagt ctgcaagata cctatatgcg cgagcgtgct agtgacctgc
   558061 gggcattagg ccaacgcttg ttgttccatc ttgatgacag tacctctgga gccagccagt
   558121 ggcctgagcg ctttatcctg gttgctgatg aacttactgc gacattgctc gccgaggtgc
   558181 cacaggaccg cttggcgggg gttgtggtgc gtgatggtgc cgccaactct catgcggcta
   558241 ttttggtccg ggcaatgggc atcccgacag tgatgggggc ggatatccag cctgcattac
   558301 tcagccagcg gctgctgatt gttgatggtt atcgtggcga agtattagtt gatcctgaac
   558361 cggtactggt caaagagtac caacggctgg tcaccgaaga gattgaactc agtaagctgg
   558421 ctgaagatga tgttgagcaa cctgcggccc tgaaaagtgg tgaacggatc caggtgatgc
   558481 taaacgcggg ccttagccca gagcacgaac agttactggg gggcagggta gatggtgtag
   558541 gcctgtaccg cacagaaata ccgtttatgt tgcaaagtgg tttcccgtcg gaagaagagc
   558601 aagttgcgca ataccaaggc atgttacagc tttatccaca aaagcccgtg accttgcgta
   558661 ccttggatat cggtgcggat aagcagctcc cctacatgcc tatcagcgag gagaaccctt
   558721 gtctgggctg gcgcggcatt cgtatcaccc tggatcaacc cgaaatcttt ttgattcagg
   558781 taagagcaat gctcagagct aatgccggga ccggtaattt aggtatttta ttgccgatga
   558841 tcaccagtat cgaagaggtt gatgaagcga aacgtttgat tgaccgtgcg ggtcgcgaag
   558901 tagaggaaat gctcggttat gtgctgccac aacctcggtt gggggtgatg attgaagttc
   558961 catccatgat tttcatgctg ccttacttga cgtctcgggt ggattttatc tcggttggta
   559021 ccaatgatct gacgcaatat ttactggccg ttgatcgcaa caatacccgg gtggcttcgt
   559081 tgtacgacag cctccaccca gcgatgttac aagtgcttcg ccaaattctg atgcaggcaa
   559141 cagagtcagg cctgcaagtc agtctctgtg gtgaaatggc cggtgatccg atgggggcgt
   559201 tactgctggt tgggctgggt taccgtaatc tcagtatgaa cggccgcagt gtggcacgca
   559261 tcaaatacct gttacgtaat atagaattgg ccgatgcaca agtgctggcg gcacgggtat
   559321 taaccgcgca gatgaccacc gatgtgcgtc acctaaccgc tgcatttatg gagcgccgtg
   559381 gtttaggtgg gctgattcgg ggtgggaagt agaatgctta taaataccaa aagccatcga
   559441 ggttgcagtc atacggcaag tgaatgaata tcaatgcgct gccttagatc agtgatttaa
   559501 aggggcgaga gcggctaaca ccgctgcaat atcaattaag aaggtaattg ttgtttacag
   559561 aacttttcct actggtgctc cccagagtgg ccttggccta tgctattatg cgctacctgt
   559621 agccctaact gggcaagaac gatagacatt ttgtggtgat agatgagcaa tagctatctg
   559681 gcgtttccta aatttgatcc ggtcattttc tcaattggtc cggtttccct ccattggtac
   559741 ggcctaatgt atttggtggg cttcgtgttt gcgatgtggc tcgctgtccg tcgtgcgaat
   559801 aagcctggta gtggttggac caaagaagaa gtcgaaaacc tgctgtacgc tggtttcctt
   559861 ggcgtcttta tcggtggtcg cgtgggttat gttctgttct ataacttgcc gatgttcctt
   559921 gataacccac tttatttgtt taaagtatgg gatggcggta tgtcattcca tggcggtttg
   559981 attggtgtca tttgtgtcat gctatggttt gcccgccgaa ccaaacgcaa tttcttccag
   560041 gttgctgatt ttattgcccc gctgatccct tttggtttgg gcgcagggcg tctggggaat
   560101 tttatcaatg ccgaactttg gggccgtgtc actaccgata ccccgtgggc gatgttattc
   560161 ccaacttccc gcaataccga tatcgccatc gtggccgctg atcctgctaa atggcaggcg
   560221 atatttaatc aatacggtgt cttgccgcgt cacccctcgc aactgtacga aatgatcctc
   560281 gaaggggtgg tgctatttat catcctgaac gtgtttatcc gtaagccacg tcccatgggc
   560341 agtgtctctg ggctgttctt gattggttat ggtaccttcc gcatcattgt ggagtgcttc
   560401 cgccaaccag acgaacaact cggcttgttc gagggcatga tcagcatggg gcagatattg
   560461 tctgtgccta tgattctggc cggtattatt atgatgattt gggcatatcg ccgtcctacg
   560521 caaaaacttt cgtgaggtaa catgaaacag tatctggatt tgatgaaaaa agtgctggaa
   560581 gaaggcacac ctaaagctga ccgtaccggt accggcactc tgtcaatttt tgggcatcag
   560641 atgcgtttca atttacaaga cggtttccca ttggtcacca ccaagcgttg ccacctacgt
   560701 tcgattatcc atgagttgtt atggttcctg aatggcgata ccaacattgc ttatctgaag
   560761 gaaaataatg tctcaatctg ggatgaatgg gcagatgaaa acggcgatct tggtccgatt
   560821 tatggtaaac aatggcgtgc ttggggggct gctgatggcc gaaaaattga ccagttgagt
   560881 aacgtagtca atcaactgaa gcaggaccct gattcgcgcc ggattattgt ttctgcgtgg
   560941 aatgtgggcg aactggatca aatggcgttg gcaccatgcc atgccttttt ccagttctac
   561001 gtggctgatg gcaaactttc ttgccaactg taccaacgct cttgcgatgt gttccttggc
   561061 ttgccattta acattgccag ctatgcgtta ttagttcaca tgatggcgca gcagtgtgat
   561121 ctggccgtag gcgattttgt ctggactggc ggggatactc acttgtatag caaccatatt
   561181 gaccaggcgc atctgcaatt gagccgtgag ccacgagtat taccgaaact ggtgatcaaa
   561241 cgtaaacctg attcattgtt tgactaccat ttcgatgatt ttgatattga gggctacgat
   561301 cctcaccctg gtattaaagc ccctatcgcg atttaatctt catatcggag ctgtaatggc
   561361 tccgttttgc gtcttttatc tctttacctc tttacctctt ttacgctttt ttacccctat
   561421 cttgtctatt ttttccagtc ttccgataaa aatgcgagtc gtatcgcaga cctccctgta
   561481 tttctgtatc cattgattat gttttgcgta ccgcttccaa caccggaaat tttcctctgg
   561541 aactcaaatt tcagcaacgt aaactcacgg catgaaaatc tatagcataa aaaccggcaa
   561601 gctattacca aaggcacctt tgcttagaaa gcaaaaagtt tttataaaac aaagatcact
   561661 aataaaacaa agaggaataa gcctaatcga actgttagta gtcattacat tggtcagtgt
   561721 catgacctta tggggagggc agagctggca tcattaccga cagcgggcaa agcttgccga
   561781 cagtgctcgc caattgctcg ctttcttaac tcacttacag gcagaagcta atcgcaataa
   561841 ccgtactgcc atattgtggg cccaaccgga tgggcaaggg tgtttgggga gtggtcataa
   561901 accgacacct ccctgtactg ggctggctgg gtcgttattt atcccgcctt accgcgatat
   561961 tgcaataacg ctcccgctac aaaaagagat gggtttttac ggtgttcgaa atacagccca
   562021 agcgggtaac atcatactca gtagccccgc aggacgtatt cgtctggtta tctcaagccg
   562081 tgggcgtata aggttatgta gtgaacaaca atccatggca ggcatccatt tatgccttta
   562141 gtggtcaatg tcttgtctac cccactcaac gcgcagccaa cacgaaccgc gggttttacc
   562201 ttgcctgaaa tgatgctggc gctaagtttc ggtagcctga tagcgctgag cacagcacag
   562261 gtcttaccca aattaagcca gcaaatttcg gtgttgcaac agcattatcg cctggaatta
   562321 gtaatgaatc aggctatggg ggctatggag aaagatctgc gcagagcggg cttttgccac
   562381 gggaaatgtc agggggaggc cataacgata gaacattatc tcggtgaaac ggctcactct
   562441 tgcctgattg ttgcttatga tcttaattgc aatgggagat gggaaggggc gaaacatcaa
   562501 gagtcagaat attttggcta tcggctacgc aataaagcgt tagagagtca gcgtggcgaa
   562561 ctgaactgcc atggccgtgg ttgggaaaaa ctgtttgatc cacgagatgt tactgtgact
   562621 cacttttccg taacccctct gtctgggcaa cttttcaaat tgcggcttgt ggggcataaa
   562681 acgggtaatc cagctatcca ccatcaggtg acttacctta tccgtgggaa taacgtatga
   562741 cgcaggtatt tcaacgaggc agcagtaccc tggcggcggt tatgacactt ttttctttgg
   562801 gattattttg gctatcagcg atacatcggc aattagacaa tatccagcaa attaccggag
   562861 aggaacaacg ctatttacgg gcttacaatc aggctgaatc atcactcaac tggggtgtca
   562921 gccagcgctg ggcgctcaga ataccttggc gggtaggttc agcatggcat tgcatggcac
   562981 atcaggagct cggcttaaaa gcttgcgtta agcggtcatc actggcgggt ttttttattc
   563041 tcaaaggaga aagtcttccg cttgggtcgc tccctccgct gatgctttac caacgtgtta
   563101 aactgaaggc agttacagga agttcgggga attatcagtt gattgacacg cctcatggtt
   563161 ggttggattt ttgccctgat aaggatgcac agttttgcct cgattaataa ccaaacacgc
   563221 ttatggacaa actatttcag tggagacagg cggtttcaac ctacgtcacc tgcgtggatt
   563281 cagcttactg gaagttttga ttgccgcatt atttttctca atctcactac tggggctact
   563341 gcaataccat caggcacttt tacagggctt tgcctcctca tggcaacaac ggcaagcctg
   563401 gtcgtggtta catcaatata tggagagtca gagcggtaca gaccccgaag aacggtgggc
   563461 acctgaagtg aaaccaggct ggcactatcg ccaatttatc gatcgcattg agggggattg
   563521 ccgggaattt agcgttaagt tgataacccg ccaagactcg ccagtagaat taagccgatg
   563581 gttttgttca actgagatga tttagggtat gtattaccga tacctgttgc gcagactcat
   563641 tatcaagtta gagtattcaa cgtcaggaac tatccatcag cgataataag ttgatgcatc
   563701 acttttgggt attttccatc gtgtcttaag ggagtcacca tgttcacggt ttatcattct
   563761 aatcaactgg atttactcaa agcgctcacc actgcgctga tagaaagaga accgttggat
   563821 aatcctttcc agcaagaagt ggtgttagta caaagccccg gcatggccca atggttacaa
   563881 atgcaactgg ctcaacagtt cagtattgct gccaatatag tgtttcctct acccgctact
   563941 tttatctggg atatgtttac ccgcgttctg cctgatattc ctaaagaaag tgcattcagc
   564001 aaagaggcta tgacatggaa acttatgtgg ctactgccag atttattgga gaatccacta
   564061 ttttctccca tgaagcgcta tttaagtgat gatggggatc ggcgtaaaat tcaccaactc
   564121 gcggcacggg tagccgatct ttttgaccaa tatctggtgt atcgtccgga atggctggaa
   564181 agttgggaac gtgggcaatt gattgagggg cttgatgatg cacagcaatg gcaagcatta
   564241 ctgtgggttg aactgacccg ctatactcgc caattggaac aaccggaatg gcaccgggca
   564301 aacctctatc agcgttttat ccaccaacta ctcaagtcgg acgtttgccc gcaagggtta
   564361 ccgaaacggg tatttatatg tggtatatcg gcgttgccac ctatctattt acaggcccta
   564421 caagcattag gtaaacacat tgatatccat ttgatgttta ctaacccctg ccgttacttc
   564481 tggggagata ttcaggatta cactttcctc gctaaattac aaagccgtaa acgtcggcat
   564541 taccgtgaat cgattgaact aagtctgttt cgccacccgc agcaggcaga gcaactattt
   564601 aataccgatg gtgagcagaa cctcagtaac ccactcttgg cctcatgggg gcgattaggg
   564661 agggatcaca tgtatttgct ctctcaaatt gatgaaattc aagaggttca tgcttttgtc
   564721 gatatcgagc cagataatct tttgcatggc attcaacacg atatgctgga gttggaagat
   564781 cacgcggtta ttggcacaac cccagaaacc ttagcgcgta gtgatcaaaa acgccgatta
   564841 gatctggatg atcgttcact tagtttccat gtctgccaca gcccacaacg agaagttgag
   564901 gtgctgcaag atcatttact tgggctatta gccgcagacc ctgaattgac cccgcgcgac
   564961 atcattgtga tggtggtgga tatcgacagt tatacaccgt atattcaagc tgcgtttggt
   565021 aatgctccgt ctgagcgtta tctgccgttt gcgatttctg atcgcaaagc cagtcaggct
   565081 catcctgcgt tgcacgcctt tattacccta cttgatttac cccagagtcg ctttacggct
   565141 gaacaagtct tagcactgtt ggaagtccct gctttggcga ccaaatttgg tatcactgaa
   565201 gatggtttac ggcgcctgcg acaatgggtt ggtgagtcag gcatccgttg gggattggat
   565261 gatgataatg tgcgggagct atccttacct gctacgggtc aacacacctg gcgttttggt
   565321 ttgacccgca tgctactggg ttatgcgatg gacagtaccg caggggattg gcaaggtatt
   565381 ctgccttacg atgaatccag cgggctggca gcggaactcg ccgggcagtt ggccgatatg
   565441 ctgatgcacc tgagtcaatg gcggcaacaa ttaggtcagc cccgagaact tagtgaatgg
   565501 ttaccaatat gtcgtcaatt attggatacg ttcttcgatc aagacaatga cactgaggcc
   565561 gctctggtgc tgattgaaca acagtggcag aaagtgatcg gctacggtat tgcagcccaa
   565621 tatccagacg ttgtgccact taatctgcta cgagacgaat tggcggcacg tttagataat
   565681 gaacgtatta gccaacgttt tctcgccggg cctatcaatt tctgtacctt aatgccaatg
   565741 cgctccatcc catttaaagt ggtttgtcta ttgggcatga atgatggggt atacccgaga
   565801 acattgcccc cccagggatt tgatctaatg gccaagaagg ttcgtcgggg tgaccgtagc
   565861 cgccgcgacg atgatcgcta tttgttccta gaggctctgc tatctgctca gcaacagctt
   565921 tatatcagct acattgggcg ttctattcaa gacaacagta agcgttatct ttccgtgctg
   565981 gtaagcgagt taattgaata tgtcgcacaa agctatcatt taccgggcga tgaaaaactc
   566041 agtgctgatg acagtgcaca acgggtgacg cagcacttat tatgttggca tgcccgtatg
   566101 ccattctccg ctgaaaattt tattaaaaat agcgaattac agagctatgc cgctgaatgg
   566161 ctgccttctg ccgagtcgaa ggggcatgca cacccaaatt ttaaccaacc gctacaggct
   566221 gagccgctgg ctgaaattac actggatgaa ttagtgcgtt tttaccgcca tccagtgaga
   566281 gcatttttcc aactgcggct aggggttaat tttgttattg aagaaacaga attacctgac
   566341 gaagagccat ttactttgga taaccttagc cgttatcaat ttaataccca gctacttaat
   566401 gcgctgataa atgaggacga tattaatagc gtctttgcca gagccagagc tgccggcgta
   566461 ctgccatatg gatcttttgg tgaactttat tgggagagtc aacaagatga gatggtaccc
   566521 ttggctgaac aaatccgcag tgaacgtaaa gagaatcaca gtattgaact caacattgaa
   566581 ttcgctgaca tcacggttac gggatggatt catcaggttc aggacgatgg tttggtccgt
   566641 tggcggccat caatattaac cgccgtcgat ggccttttat tgtggcttga acatctcgtg
   566701 tactgttcgg cgggtggtga gggagaaagc cggatatatg gacgaaaagg gactgcctgg
   566761 cgttatgccc ctatggcggc tgatgaagcc cggccctatt tacaacaact cattaaaggt
   566821 tatcaacaag gtttatgtga gccattgatg ctcttgagta aaagtggatg ggcgtggttg
   566881 agccaatgct ttgatcgtga gtcaggccaa attttgtggg acgaagagac gcaaggtaaa
   566941 gcacggatga aacttttaca ggtttggcaa ggtgatcaga gagtgacagg cgaaggtgaa
   567001 gaccactata tacaaagggt ttgcagacga atggacaacc aacatttgga cataatttta
   567061 catgaaactg aacgttattt gttaccgata gctcgccata ataaggcgtg aagagcgctt
   567121 gttgtcagtt caatacaata aagccaatac gtgctttagt gaccattctt atgaagctag
   567181 tggagaaatg gaatgcataa acagcttgcc cgcattgtcg gtatcgtttt ctttttaggt
   567241 ttactggctc catcgagttg ggctgcaatt cctgcgtggc aacctttggc ggaaaccatt
   567301 tacaaaagtg aacatgactt acgtaaatat caggcaataa aattatccaa tggtatgacg
   567361 gtactactgg tttccgatac acaagcccct aaatctttgg cggccttagc gctaccggta
   567421 gggtcactgg aagacccaga taatcagctc ggcttggccc actacttgga gcatatggtg
   567481 ctcatggggt ccaaacattt ccctgaacct ggcagttttt ccgaattcct aaaaaagcat
   567541 ggggggagcc ataatgcgag cacggcttct taccgaaccg ctttctatct tgaaattgaa
   567601 aatgatgcat tggcacctgc ggttgagcgg ttggcggatg ccattgctga acccttgtta
   567661 gaccccatta atgcggatcg tgagcgtaat gctgtcaatg ctgaattgac gatggcccgt
   567721 tcacgcgatg gtatgcgtat ggcgcaagtt aatgcggaaa cgcttaatcc ggcacatcca
   567781 agcgcacgtt tttctggtgg taaccttgaa actcttaggg acaagcccga tggcaagcta
   567841 catgatgaat tggtgagctt ctatcaccgc tactattctg ccaatctcat ggtcggggtg
   567901 ttgtacagca accaatcatt agagcagcta gcacaattag ccgcagacac cttcggccgt
   567961 atccctaata gggatgcaaa agtacccacg attacggtcc cagtcgtgac acctgatcaa
   568021 acgggaatca tcattcacta tgttcctgct caacctcgta aacagataaa agtcgatttc
   568081 cgtattgcga acaatagtgc ggattttcgt agtaaaacag atacctatat tagctacttg
   568141 atcagtaatc gcagtaaaaa caccttatct gactggctac aaaaacaggg gctggcagat
   568201 gcaatcaatg cgggtgctga cccaatgttg gatagaaatg ggggggtgtt ctctatcact
   568261 gtctcactaa ccgataaggg gctggcacaa cgtgatgttg tcgtcgcggc aatttttgat
   568321 tacatcaata tgctgcataa agaggggatt aaaaaaagct atttcgatga aattgcacat
   568381 gtattgaatc tcgatttccg ttatccctct atcacccgtg atatggacta tatcgaatgg
   568441 ctcgtggata tgatgttacg agttcctgtt gcacatacgc ttgatgcgcc ttatctggct
   568501 gatcagtatg atcccaaagc aattgcatcc cgattggccg agatgacgcc tgaaaatgcc
   568561 cgcatctggt ttgtcagccc tgaagaaccg cataacaaag tagcttattt tgtcgatgca
   568621 ccttatcagg tcgataaaat aggcgtacag cggatgaaag aatggcagca actggggcaa
   568681 aagattgcgc taagtttgcc agcactgaac ccgtacattc ctgataattt cactctgatc
   568741 aaagcagaca agaacattac ccgcccacag aacgtggcag accagccagg attgcgggtg
   568801 ttttacatgc caagtcagta ttttgctgac gaacccaaag ccgacattac ggttgctttc
   568861 cgcaaccctc atgcattgaa ctcagctcgc catcaggtgc tttttgccct gacggattac
   568921 cttgcgggtc tctcacttga tcaactgagt tatcaggcct ctattggtgg gatcagtttc
   568981 tctaccgcac cgaacaatgg cttgtatgtt aatgctggtg gttttacaca gcgtatgccg
   569041 cagttactga catctttggt ttcaggctat gccagtttta ctccgacaga agagcaattg
   569101 gtacaggcta aatcttggta tcgtgagcaa ttagacgtgg cagagaaagg caaagcttat
   569161 gagttggcta ttcagcccgc taagctgcta tcgaatgtgc cttattcgga gcgaagtgag
   569221 cgacgtaaac tacttgatag catcagtgtg caggatgtgc tgacctatag agatgattta
   569281 ctgaaacagt ctgcgataga agttttggcc gtgggcaata tgacagccga acaagtcact
   569341 gaactcactg aatcgctgaa aaaacagctg aacttaatcg gaaccacgtg gtgggtcggt
   569401 gaagatgtca ttattgagaa aacacagttg gccaatatgg aacgggtcgg cagtagttct
   569461 gacgcggctt tggcagcagt ttatgtccct actggctata cagaaattgc tggtatggca
   569521 cgtagtgcct tgttagggca gatcattcaa ccatggttct atgatcaatt acggacagaa
   569581 gaacagcttg gttatgctgt attttctttc ccaatgtcgg ttggtcatca atggggcatc
   569641 ggcttcttac tgcaaagtaa tagtaaggaa cctaattatc tttaccagcg atacctcgca
   569701 ttttatccgc aagctgaaaa acgcctgcgc gaaatgaagc ccgatgattt tgaacaatat
   569761 aagcaggggc tggtcaatca actattgcaa aggccacaga cattagatga agaggcagag
   569821 cgctaccgta aagacttcaa tctcaataat tttgcatttg atagccgtga gaagatgatt
   569881 gctcaagtga aacagcttac ggctaatgaa ctggcggatt tcttccagca agcggtcatt
   569941 aaaccacaag gtctggcact gctttctcaa gttaaaggtc aggggcaggc cggaggattc
   570001 gcagtaccgg agggatggac gacttatcca accacttccg ctttacaggc tacgctgccg
   570061 cagaaggtat tggcaccatg acacccacga ctccccagcg gcttgagccg ctggcgcttc
   570121 ccctctatgg cgagaggctg atagaagcct ctgccggtac tggtaagaca tttaccatcg
   570181 gggtccttta tcttagattg ttgcttgggt tagggggcga tgctgcattc cgtcgccctt
   570241 tgatggtgga ggaaatccta gtggtgacct ttactgaagc cgcgaccgaa gagctcaggg
   570301 ggcgaattcg cgataatatt catgggttgc gtatcgcttg cgttcgggga gtcagtgatg
   570361 acccaatgta ccaggctcta ttagccgaaa tcaccgattg ggccgtagcc gccgcgcaat
   570421 tattggcggc tgagcgtcag atggatgaag ccgcgattta cactattcat ggtttctgcc
   570481 aaagaatgct ggcaaataac gcttttgaat ccggcatttt attcgaacaa acgttagttc
   570541 aggatgaact cccgttatgg cggcaggcct gtgctgactt ctggcggcgt cattgttatc
   570601 cgcttccctt agtcatcgca cgggcggtca gtcaggagtg gagcgggccg gaggcattac
   570661 tcagtgatct gagtgcttat ttacaaggtg aaacgccaaa gtttcggcaa gcgcccggtg
   570721 acgatgaaac gatccttagc cgccatcagc acgttgtgac acagattgat gcacttaaag
   570781 cagagtggcg cttagccgcc cctgaattag aagcattaat tagtcgttct ggcgttgata
   570841 aacgcagtta tagcagcaag cacttaccca actggctgga aaaagtagga ttatgggcgg
   570901 agcaggaaac ggaagattat caattaccca aagaactgga aaaatttcgc cagtcggtgt
   570961 tattggaaaa gaccaagaag ggagccgccc cacaacatac tttatttagt gcgatagact
   571021 cgatatttga acagccccta acgttgaggg atcttatttt agcccgagcc atcagcgaaa
   571081 tacggttttc tgtacagcag gaaaaacggc agcgtgcaga gctggggttt gatgatttac
   571141 tcagtaagtt agatgccgca ttacaacaat cggggggtga gttgctcgcc caatctattc
   571201 gtacccgtta tcccgttgca atgattgatg aatttcagga taccgacccg caacaatacc
   571261 gcattttcca caccgtttat ggcgggcaag aagcgtgcgc tttactgttg atcggtgatc
   571321 ctaaacaggc tatttatgct tttcgtggcg cagatatatt tacctatatt cgcgcccgtt
   571381 cagaagtaag cgcccactac acattggaaa ccaactggcg ctcttctttt cccatggtgc
   571441 aatcagtgaa caggctattt agtctggtta atacgccttt cttatttgag caaatcccct
   571501 ttattaatgt cgccgccgcc aaaaagaatc atgatttatc ctttgaaatt aaaggagaaa
   571561 agcaacctgc gctacatttt tggctgcaac ccggtgacgg tgttggtgta agtgagtacc
   571621 aacaagtaat ggctagacaa tgtgcagcgc aaattcgtga ttggttgact gccggccagc
   571681 aggggcaagc agaactactg accacgaaag gaccaaaacc ggttcaggca tcagatataa
   571741 ccatactggt gcgtagccgg gcagaggccg cattgatacg tgatgcactt agtgcgctgg
   571801 cgatcccatc ggtctattta tctaatcgtg acagtgtctt tgagactaca gaagccaaag
   571861 atctcttgtg gttactgcaa gccgtgttag caccagagca ggagcgcgca ctacgtagtg
   571921 ctatggctac ggggatcttg gggttggatg ccagaatgtt ggatgcgtta aatcacgatg
   571981 agcgagcttg ggatgcgctg gtcgatgagt ttgatcacta tcgccagcat tggcagcgcc
   572041 gtggggtatt acccatgctg cgggagatga tggcccgccg ccatttagct gaaaacttgt
   572101 tggcaacacc cggtggggag cgtcggctga cagatttact acatcttggg gaattactgc
   572161 aagaggccgc ctcgcaactg gatagtgagc acgcactaat tcgctggttg gcccagcaaa
   572221 ttgctcaacc caatccccag tcagatagcc aacaattacg cttggaaagt gatcgccatt
   572281 tggttcgagt ggttactatc cataaatcga aagggttgga atatccatta gtttggctgc
   572341 cttttatcgg taattttcgg caacaacaga atgtgcttta ccatgaccga catagctttg
   572401 aggctttact cgatcttaat gctgatgaag aaagccaggc tttagctgaa gaagaacgtc
   572461 tggctgagga tttacggcta ttgtatgtcg cgttgacgcg ttcggtttat cattgcagcg
   572521 tgggcattgc accgctgatt aaagggggga ggaaaaagca aggcgagagt gatatgcatc
   572581 gcagtgcgtt aggttatttg gttcagcatg gtcaacccgg tgatgctcat gttctaagcg
   572641 aaaagttaac tgagttagcg cgctcatcga atggtgatat ttgcgtttcg cccgttgagc
   572701 ctcctgatga taaaccttgg caaccacagc ccgaagcctt gcctgaactt accgcccgcc
   572761 attttactcg aaaaatgcaa gattattggc gcgtaaccag ctattcaggt ttacagcagt
   572821 ctggctctac aaagaagctg tatggttctg caacagggga cgtatcgcag gctctggggg
   572881 caccattaca ggtcttgttg ccacggttgg acattgatgc cgtaggtgag caggcggtgg
   572941 tgacagaaga cgatcattta acacctcata ccttccctcg gggagcggcc ccagggactt
   573001 tcttacatga tttgcttgag ccattagatt ttagtcaacc gattgaattg gcgtggttgt
   573061 ctgagcggct acagcaacag ggttttagcg aacagtgggc accggtgtta caccagtggc
   573121 taaatgatat agtgcaaacg ccgcttaccg ataccggggc cactttggct gggttgtcgc
   573181 cagagcgcaa acaggccgag ctacaatttt atctacccat cgatagcctg ctacgggccg
   573241 aggtattaga ccgtttaatc aaacagtatg atccactttc ccggcagtgc cctgtattgg
   573301 attttcaaca ggttagaggg atgctcaagg ggtttattga cttggttttt tgctggcagg
   573361 ggcaatatta cttgctggat tacaaatcca attggttggg tgaggacagt cgtgcttata
   573421 ccgttgaggc gatgacacaa gcgatggctg aacatcgcta tgatctgcaa taccaacttt
   573481 atactttggc tttacaccgc tatttacgcc atcgtttggc cgattatgac tatcaacgcc
   573541 actttggtgg ggttatttac ctcttcttgc gcggcgttga tcagcaacat tcagggcacg
   573601 gtatttttaa ttgccggcct gaacagaaac tgattgaaga aatggatcgc ttattcagtg
   573661 gcacaattgg cagtaacgca accgcgagtg acaaaagcgg tagcaatgtc attcacagcg
   573721 gcgagagggc atcacgatga tgacgctatt ggctcaggct gctcgagacc gcttattgcg
   573781 cccactggat gtgcagtttt cacgaatgat tgccggcgat gatgacccgc gattacaact
   573841 ggccgcagcg atccttagtg cagaagtagg ggccggtcat gtttgcctgc cattacgcta
   573901 tttacagcca gaactgctat tcggtgggcg gcaacccgat ttatcactgg cgctatggca
   573961 ggcggcgggc tcgccagata aagcacagtg gctacaggca ttacaaaacg ccccagtagt
   574021 cagtgatggc tctcaaccaa caccattagt gctacagcag gaacgtttat atctgcaacg
   574081 aatgtggcag tacgaaggag atgtcgtcca atttattgcc agtgactctg tttttataaa
   574141 cagagatagt gattttatga ccagtaaagg tattgccact tctgttgatg aatcgctatt
   574201 acgggagacg ctagacgctt tgtttggttg tgctggtagt gaggttgatt ggcaaaaagt
   574261 ggcggcagcg gttgcggcta cccgtagaat ttcagttatt tccggcgggc cgggcacggg
   574321 gaaaaccacc acagtagcca aacttttgac agcattgata cggcttagcc aggggcaacg
   574381 tttacgtatt aaacttgcgg ccccaaccgg taaagccgct gcacgcctta ctgaatcact
   574441 gggcaaagcg attcggcaat tctttcttac tgatgatgaa cgtaaattat tccctgatca
   574501 ggcttcgacc ttgcaccgtt tactgggtgt tcagcccaat agccagcgcc tgcgttacca
   574561 ccgtggtaat ccattaaatc ttgatgtact ggtcgttgat gaagcatcaa tggttgattt
   574621 acctatgatg gcgcgcttaa ttgcggcatt acctgccaag gccaaggtga tattccttgg
   574681 tgaccgtgac caactggcct cggttgaggc gggggcggtt ctgggggata tctgccgttt
   574741 tgccgaatta ggttacagcg agcaacgggc acagcaatta actcagttaa cgggctattt
   574801 attaactaat aatgcattaa ccagcaatgt actaaccaat aaggcattag ccaataaagc
   574861 gcagccagat gaaacctatt ctgattcagc gaatgtacgc gatagcctgt gtttactgcg
   574921 taaaagttac cgcttcgatg aaaagtcagg gattgggcag cttgctctgg ccgttaatgc
   574981 aggggagtat cggcaggctt tatccgtatt aaacagtgcg tattctgatg ttgaacgctt
   575041 cccgctggcc gatgaggaag attatcaggt actgctagag gcttgtgctg tggggtatca
   575101 gcattacctc gaacgggtgg ctgcgttagc ccctgcggca gaggtattgg cagcatttgg
   575161 ccgctaccaa ctgctgtgtg cattacgttc cgggccattc ggtgtcagtg gcttaaacga
   575221 acgcattgaa caggttttac atcgtaaagg attcattatc cgtccatcag ggccttctgg
   575281 ccgttggtat gttgggcggc cagtgatgat agaacttaat gatagcgcac ttggcttatt
   575341 caacggggat attggtattg ccttacatga taatgaaggc gagctacggg tatattttca
   575401 attgcccgat ggcaatataa agtcagtaca acctagtcgc cttcccagcc atgaaaccgc
   575461 ttatgctatg acggttcata aatcgcaggg ttcagagttt gaacacacag cattggtatt
   575521 acctaacacg ttcatgcccg tgttaactcg tgaattggtc tataccgcca ttacccgcgc
   575581 ccgtcagcat ctgacgcttt attgcagcga tgccgtgcta agtcatgcca tacgtacacc
   575641 gactctccgg ctgagtgggc tagttgatcg cttgaataca ttaaatcgcc aataatctca
   575701 gggcataagc gccctgagtt atctgtttca aataagtatt tcaaataagt gtttcaaata
   575761 agtacttcca ataagtgatt cgagtgcgtg agcgtagccg ccgccctgac ccccaatttc
   575821 atttacgcat gtataaaggg gatagggggc tatagatcgg ccagtaagat cttcgaacgg
   575881 cgctgatagt tatacagttc ctgtttttga ataggtaaaa catctacctc tgcaggtgta
   575941 aaaccgcgtt cctggaacca gtgaatgctg cgtgtggtca gcacaaacag ctttttaagg
   576001 cccatttgtc gcgcctgatt ggttatccta ttcagcagca tttctccccg ggaggagctg
   576061 cgataatctg gatggaccgc gacacaagcc atttcaccaa tatgttcatc agggaacgga
   576121 tagagggcgg cgcaagcgat agttaaatta tcccgttcaa taatagtaaa cttatcgatc
   576181 tccatctcta attgttcacg tgaacggcgc accaagatcc cttgttgttc caatgggcga
   576241 atcagttcca agataccgcc gatatcgttg atggtggctc ggcggacttg ctccgcactt
   576301 tccatgacaa tctgggtacc gataccgtca cgggagaaga gttcttgaat cagagcgcca
   576361 tcttcctgat agctgagtaa atggctacgg cgcacaccgc tgcggcaggc tttaacggca
   576421 ccacgcaaga aacgtactgt gcccgaattg taatccccat cctgttccag gtcttcaatc
   576481 cgcttttgcg catcgtttgg gaacaattct gaaataatat taccttcgct atcagtcacc
   576541 ccttgtgatg agcagaatcc aatcattttc tccgctttca gtttgatggc taactgagtt
   576601 gcaacttcct ctgatgtgag gttaaagctt tcacctgtga ccgataccgc aactggcccc
   576661 agcaaaacga tagcgccatt atccaattgg cgatgaatag cttcttcatc aatgcgccgg
   576721 atacgcccgc tatggcaata atcaacacca tcatccacac ctagcggttg agcaatgata
   576781 aagttaccgc taactacgtt gatatgagca ccttgcagtg gggtgttgtt caaactcatt
   576841 gaaagcctgg ccgtgatatc cagttgtaat aaaccggccg cttgcttgac catctccaga
   576901 gtccgggcgt cagtcactcg ggtatgttta tgataaatag gttcgtagtt atgatctgcc
   576961 agattactgt caatctgtgg tcgggcaccg tataccacga ctaatctgat cccaaggcta
   577021 tgtaataagc ctatatcgtt gacgatacta gagaagtttt catgttcaat cgcttcgcca
   577081 cctagcatga caacaaatgt cttgccgcgg tgcgcattga tatagggaac tgagtggcga
   577141 aatccttgaa ccagttcagt actacgttcc ttcacggcag atcctctttt gaatttttat
   577201 tcggtatttt tgtattttta ttcttttttg accaagatgg caagcacgaa attgatacta
   577261 actgcatata tataaagtgt atgtattaat aaactgagtc acataaagat gtttttctga
   577321 tgacagcgtt aaattgattc gttaaagttt ttcctcataa tttttttggt ttgttttttc
   577381 attagatttt agttgttact ttggagttac atggcagatt caaatcataa ttctggtcgt
   577441 cgccgtctat tacaaggtgc cgcagcagct tggatgctga gtataagccg ggttggattt
   577501 gccgcatctt cacatattgt tgctgtccgg gtgtggccct cttctactta cacccgagtc
   577561 acattagagt caaatacacc actgaagtac cgccaattcg ccttaactca tcccgaccgt
   577621 attgttgttg atattgaagg cgtacagcta aatagcgtat tgaaagagat cagccggcaa
   577681 gttcaatccg ctgaccctta tctcaaacag gcgcgggtag ggcagttcga taaaaatact
   577741 gttcgtttgg tattggaact gaagcagagt atcagccctc aattatttac cctgaaacct
   577801 ttcgctgaat tccgtaatcg cttagtggtc gatctgtacc ctgcggaggg gggcacatcg
   577861 gcagaagatg atccgctgct ggccctattg gaagattaca ataaaggtaa tgtggatcga
   577921 accttgccac cagaaacacc caaagcaggt aaagcagggc gtgacagacc cattattatc
   577981 atgttggacc caggacatgg cggggaagat cctggggcta tcggcaaaaa taaaaccaag
   578041 gaaaaagaca ttgtgctgca aattgctcgt cggttacggg cgcttattca gaaagaagcc
   578101 aatatgcggg tgtttatgac tcgtaatgaa gatgtcttta tcccgctgaa agttcgggtg
   578161 gcaaaagcac gtaagcttcg tgcggattta ttcatttcga ttcatgccga tgcttttacc
   578221 aatcgggcgg ctagcggctc ctcggtcttt gctttatcga ccaaaggagc caccagtact
   578281 gccgctcgtt ttctggctca gacacaaaat gaggccgatc agattggtgg ggtcagcaaa
   578341 agtggtgatc cttatcttga ccataccatt attgatttat tgcaaaccgc aactatcaac
   578401 gatagcttga agtttggtaa agaagtactg agtcggatga gtaaaatcaa caaattgcac
   578461 aaaaatcgtg tcgatcaagc aggatttgcg gtactaaaag cacctgatat cccgtcaatt
   578521 ctggtagaaa ctgcgttcat cagtaatttg gaagaagagc ggaaattacg taccagccgt
   578581 tttcagcaac agatagcgga atctattttt gctggtatca aagcgtactt tgctaatggc
   578641 ggggcaatgg cgcgattgtg atggatgttt ctgtaaaata atgggtgttt ctgtcaaaaa
   578701 tagagtgact ataaatagcg tggttatagt tcaatacacg aggacgaggc atcctaccag
   578761 ggcaaagcaa ttatgcggca ggcgcagata agcacttgcg cttaggggag taccaaggac
   578821 ggtatagaac gccagaaaca aaaaaacacc cgatagggtg tctaatgatg atatcaatat
   578881 gattaagaat tggttgcggg ggccggattt gaaccgacga ccttcgggtt atgagcccga
   578941 cgagctacca ggctgctcca ccccgcgtcc gtcactacac tattaactca gtatcacttc
   579001 tcaactgaga tgcatcgcta ttttactgaa tacatcttaa atttcaacac catcgaacta
   579061 catttgatac tgctggtaat cagtatcggt tggttgcggg ggccggattt gaaccgacga
   579121 ccttcgggtt atgagcccga cgagctacca ggctgctcca ccccgcgtcc gattgagcgc
   579181 actatactct ggatgagatc tgttgcaagt agttttacca taaaattcct gtaaatatgt
   579241 tttttcgatt aatttatcga ctatctgttt tctttttctc cataaccgtc atcgagattt
   579301 ttttctgcct gctgattcct ttatccatag gcgtttgtta tcgttcgccg gtagataaaa
   579361 tgagtcaaag agaaggcgtg aaatgacaag tcgttggggc aaatacctac tgagtggaat
   579421 aatgattgct gttctggccg gttgccaatc acggccaacc gatcgtgggc aacaatataa
   579481 ggatggtcgc ctggagcaat cactggaact ggtgaacgaa cccaatgcgg caggtaagcc
   579541 agtcaacgcc aaagattatt ctgatcaggt gaaagtgatt aatcagtctt caccgggtct
   579601 gtataaccgc aacagcgata cattcaatgc ggtacaaaac tggatgctgg ccggtgctga
   579661 taccagtaag ttgagcttgt ttggtttgaa tgcttatcag atggaaggtg tcgataactt
   579721 cggtaacgta caatttactg gttactacac tcctgtgctt caggcccgct acacgccaca
   579781 aggcgaattt cgtcatccac tgtatcgtat gcctgctaaa ggaaaacgcc gtttaccgga
   579841 tcgggcggca atttatgcgg gtgcgctgga taaccgtaat ttaatcatcg cgtataccaa
   579901 ttcgctggta gacaatttca tgatggaagt tcagggcagc ggctatgttg attatggtga
   579961 tgggcggcct ctaacattct tcgggtacgc gggtaaaaat ggtcacgctt accgcagcat
   580021 cggtaaagta cttattgatc gcggtgaagt cgcaagggct gatatgtcga tgcaggctat
   580081 ccgtcaatgg gctgaaaacc acagtgaagc tgaagtcagg gagttgttgg agcagaatcc
   580141 ctctttcgtt ttctttaaac cggtaatgta tgcgccagtt aaaggggcca gtgcggtccc
   580201 attgattgct aaagcctctg tggcatcaga caaatctctg attccgccgg gtaccaccct
   580261 gttggcagaa gtgcctttac ttgatgacca agggaaattt accggcaaat atcaaatgcg
   580321 tctgatggtg gcattggatg ttgggggcgc aataaaaggc caacattttg atatttatca
   580381 agggattggt catgaggcag gtcaggctgc tgggttctac aaccattatg gccgggtctg
   580441 ggtactgaaa aatgcacaaa gcagtggtcc gttgttcact gcttataaag gtggcacgca
   580501 gagcgagcct accagtaatg attcgtcatt actggtgaat aatcaggatc gataagtcag
   580561 cggatgtgca gggtaaacat ttgttttgat taagcggcca gttggccgct tttgcatgag
   580621 tacttagaat cttattgagt acgaagcgtc ttttttgaag ccatttatta tttctacgtt
   580681 attaaggtaa caagtctatg agcacagcct attccgaagc ttaccaacag cggtttggtg
   580741 gtattgcacg cctctatggc caacaggcat tggcgctttt ttcacaggcg catgtttgtg
   580801 tcatcggtat tggcggcgta ggctcatggg cggcggaagc attggcgcgt actggtatcg
   580861 gtgcgattac actaattgat atggatgatg tttgtgtcac gaatactaac cgtcaaatcc
   580921 atgctctgcg ccacaacatc gggcaggcta aaacagaagt catggccgag cgtattctgg
   580981 ccatcaatcc tgaatgtcat gtgacttgta ttgatgattt tattactgcg gataatgtcg
   581041 ctgagctttt aaataagaat ttcagctatg ttattgatgc aattgatagt gtgcgcccaa
   581101 aagctgcgct gttgtcttac tgccgtcgct ataaaatccc agtggtgact accggtggag
   581161 cgggtgggca aattgatcca acccgtattg ccgtggttga tctggctaaa accatccaag
   581221 atcctttagc tgcaaaactg cgcgaaagac tgaaaagtga ttttaacgtg gtgaaaaaca
   581281 gcaaaggtaa gctaggtatt gactgtgttt tctccagtga gcctttggtc tatccacaag
   581341 ccgatggctc tgtgtgtgca tcccgcagca ctgccgaagg acctaaaaaa atggattgca
   581401 cctctggatt cggctcggca acgatggtta ctgccacgtt tggctttgtt gctgtgtctc
   581461 atgtattgaa gaagatgatg gctaaagcgg cccgtcagca cgagtcagcc gccactgcgt
   581521 cataatcgat tgttactctg caacttattg ttctgaataa ttatcgttct gcgtatttgg
   581581 ccgcgatggt ttgtacacct tgagccagtg cttgtaatcc attagcacgc gaggtgctga
   581641 gttgttggcg cagccccagt tgctcaaaca gggccaaggg gtctgcggcc agcacctgtt
   581701 gtggtgtttt accctccacg gcggttagaa tcaccgctag cagcccgcgt actatgcggc
   581761 cttcactgtc gccatagaaa tgcaaagtgc catctggcaa atgttggtgc ccgagccaga
   581821 ctctgttttc acaacccgtc aattccagtt catttttttt ccatgcctcc tgcaacggtg
   581881 ggagttgctt ggccagcaga attaactgac ggtagcgatc ctcccactgt ttgtgagcac
   581941 tgaatttctc gatcaggtca gtagccgtaa tatcatgacc aaatgggtgt ggggcaatca
   582001 tcatattctc atcttgtttg tatattgata cccgccattc ttcaagctgg cttgtgttga
   582061 tggctttcgt tcacttgatt gctgctctct tgcaactgga atcatttagg gtatatcgaa
   582121 aattatcatt ggcagcagtt agtctcgaag cagttccaat gccttaccaa gcgcagagca
   582181 aagcatttca acatcttggg gggtattata aggcgcaaaa gaagcccgca gactgccatt
   582241 gactcccaga gccgccatca gtggctgtgc gcagtgctgc ccagcacgta gtgcgatacc
   582301 ttgctcggcc aataacgcca ctaaatcact gtgatgaaca ccatcgaaag taaatgctaa
   582361 taaactggat tgctgacaac ggtaactgtg aaaacccggt aattgtgcga gcttattttc
   582421 tgccattgta gctaaacctt ggctataaac ttcggcctct tccagatcaa tatgttccag
   582481 ccatttgagt accgctgata aaccaataac gccagcaata ttgggtgtac ccgcttcaaa
   582541 gcgataaggc acttcatgag gtgtaaagcc cccgaatgat gcatgggtaa gcattttacc
   582601 gccgccttgc caggcgggca tctcttctaa taattcagtc ttcccataca gcacgccaat
   582661 gccggttggg ccatacaatt tatgggaaga gaatgcataa aaatcaatat ccaatgcctg
   582721 aacatcggct gggtaatgaa caattccctg agcaccgtca accacgacaa cacagtcata
   582781 ttggtgagcc agcctaatag cctgagccag atcagggcta ccgcctgtta cgttagacat
   582841 ctgccccagc gctaatatgc gtgttttttc attaagtagt tgagggagtt gctgtaaatc
   582901 tggcagatga tcaaggccaa gaggtaattt gactattttt gcaccggtct gctccgctac
   582961 catcaaccag ggaattaaat tcgcatgatg ttcagcttcg ctgacaataa tttcatcttc
   583021 aggttgtaaa cgggggcggg cataactttg cgcgatcaga ttgatggctt cagttgttcc
   583081 tcgcgtccag ataatatttt ctgctgtaga tgagttaata aaatcagcca cttgttggcg
   583141 ggtgttttca aagcgaaccg ttaatgacag cgccgattga tgttggctgc ggtgtaccgt
   583201 tgctgaatcc tgctgataaa attgctgtgt cgcgtcaatc attgcacgtg gtttcaaggc
   583261 ggtcgccgca ctgtccagat aggttaattt atcactgagc gcagggaatt cccgacgaaa
   583321 atccattgga ttaaaaactt tcatactgtt gttggcatcc tgtgagtgac cccgaaattt
   583381 ttttgctttt atcatggtcg cgtgtttgag caatgatgtt atgcatattg acgttataca
   583441 cattagtgat ggtcgcacta tcgttactga tggtaaaccg aaagtagacg atgagataga
   583501 gatgatcagt cacccctgtg tgaatggggg ccgagaatag gtaaatcgat cagacgtaaa
   583561 agaaatggtt aaagataacg agtttaatgc taaaccgagg gagagaagag accggataca
   583621 acattaaggt ggtagcaaca acaagttgaa tttcatctcg aaaataggat aaaaaaaagc
   583681 accgccaaaa taacggtgct gcataaaatc actatggaca gacagggtaa atgtacagga
   583741 agtgaaaaaa agcagtagct tagctactat gtctggcata ccagaccatt tgcaaacaca
   583801 acatcaccac cacaaagcca aaagcatttc agtacctggg ataccaaacc tacttttcgt
   583861 tccggctagg ggaagtgcgg ccactatagg tatttactgg cgtatcctca atggacaatt
   583921 tataatggct cggattataa aaactaataa gtaaacaaag ggtttcatct gatgatgggc
   583981 cgttataaaa aagtgtccaa ttcatgtcaa aacgattacc acccctgaat gccttacggg
   584041 cttttgatgc cgccgcccgt cacctcagtt tcactaaagc agccgaggag ttatttgtca
   584101 ctcaagccgc tgttagccac cagatcaaat cgctggagga ttttctcggg ctgaaattgt
   584161 tccgccgacg taatcgctct ttgttgttga ccgaagaagg gcagagctat tacctcgata
   584221 tcaaagagat tttcacgtct attaatgaag cgactcgtaa gttgcaagcg cgcagtgcga
   584281 agggagcgtt aaccgtcagt ttgccgccca gttttgccat tcaatggcta gttcctcgtt
   584341 tgtctgggtt taatgcggct tatccaggca ttgatgtgag gatccaagcg gtggatcggg
   584401 aagaggataa gctcgctgat gatgtggatg tcgcgatatt ctacggccgc ggtaattgga
   584461 gtgggttgcg tacagagcgc ttgtatgctg aattcctatt acccgtctgt gcacctagct
   584521 tactaactgg tgagaatgga ttaaaagtac catcagatct ggctaatcac accttgttgc
   584581 atgatacttc acgccgtgac tggttagcgt atacccgcca actgggggta ccgcagatta
   584641 atgtgcagca aggcccgata tttagccaca gtgccatggt ggttcaggct gcggttcatg
   584701 gtcaagggat tgctctggtg aataatgtca tggcccagtc tgagattgaa gcgggccgat
   584761 tggtttgccc gtttaacgat gtattggtga gtaagaatgc tttttatttg gtttgtcatg
   584821 acagtcaggc agaactgggt aaaatagccg ccttccgtca gtggatactg gcaagagctg
   584881 ccagcgagca ggagaaatta cgttttcgtt atgaaaactg atcaatcata atgtttggtt
   584941 aattgtaatg cttggttaat cactgcactt gattggttac agtatctgcg cagtaatgac
   585001 aacccattca tgatggtaac ctgccacgaa tagggcgatt accgggcgat ataacgataa
   585061 ctttgtctaa tttaaggtta gtaacgatga acagtcgttt aatgctgata ttttccgctc
   585121 tgagcggttt tttctatgtt gctttcggtg ccttcggggc tcatgtatta agcacctctc
   585181 tggggctgaa tgaaatggcc tggattcgta ccgggctgga gtatcagggg ttccatacgt
   585241 tggttattct gatattagct gttgcgatgc aacggcaggt cagtctttgg ttttactgga
   585301 gtggggcctt gttagcgctc ggaacgctac tctttagcgg cagtttatac tgtctggctc
   585361 tatcacacct gagactgtgg atatatatca cgccagtagg cggagtctgt tttctggcgg
   585421 gatggatttt gatgttgatt ggcgcactgc gtctaagaaa aagggcagaa cgccatgaat
   585481 aataaaattg ctttatattg ccgctccggc tttgagaaag agtgtgcggc agaaataaca
   585541 gagaaggctg cacagctcga aatctttggt tttgcacggg taaaagaaaa cagtggctat
   585601 gtattgtttg aatgctacca gttagaggat gcggatcgac tcatccgtga aataccgttc
   585661 cgcgagttta ttttcgcccg ccaaatgatg gtggtggggg agttattgaa agacttaccc
   585721 ccagaagacc gtgtgtcacc gatcgtggga atgttggttg gcgttattga aaaagctggc
   585781 gagttacgtg ttgaggtggc cgacaccaat gaaagcaaag agttactcaa attttgccgt
   585841 aagctgacgg tacctttgcg tagtgctttg cgtgaacaga aaattctgtc cgctcgtgag
   585901 aatgcacatc ggccagtggt gcatgtgttc tttattgcgc cgggttgttg ttatgttggt
   585961 tattcttaca gcaataataa ctctccattc tatatgggga tccctcgact taaattcccc
   586021 tccgatgcac caagtcgctc aaccttaaaa ctggaagagg cattccatgt atttatcccc
   586081 gcggatgaat gggaggagcg tttagccagt ggtatgcatg ctgtcgattt aggcgcttgt
   586141 cccggtggct ggacttatca attagttcaa cgcagcatga tgatacaagc ggttgataat
   586201 ggtttgatgg cacaaagcct gatggatacg gggcaggtca cacatcaccg tgctgatggt
   586261 tttaagtatg agcctacacg cagcaatatt tattggttag tgtgtgacat ggtggaaaaa
   586321 ccaacaaaag tcacgcagct tatcaccaaa tggctagtca atggttggtg ccgtgaagcg
   586381 atcttcaacc tgaaattacc aatgaaaaag cgttatgaag aagttgtaca aaatttagca
   586441 atgatggatg agcagttgaa agaaaacggt attaatgctg atatccatgc caaacagctc
   586501 taccatgatc gcgaagaagt tacggtgcat gtccgtcgta tctggtcggg tgcaccgggc
   586561 cgccgtgatg agcgttatta ggttttagcg atagcgtaac atcatattta aggggcctgt
   586621 tggcccctga ggttattgac aaagtgcccg cgacggagag aacaggcaga tcgtaaagac
   586681 gccgtaaata catccatgta gtaggctcga gccgcgccat ccttggcgcg gacgctttac
   586741 tcctctgcct atcctcaccg ttcaagatcg cgtcatcggg gtttgtcagc agtctgaggg
   586801 gcctattggc cccttagttt ttatgcgtat attatttttt caaacgtaac tgttgtagat
   586861 tgccactcaa taataagtcc gttttcagcg tggcgatttg tttgcaggta aacgccatct
   586921 gttggtgttg ttgtaatttt ttacgccatt tctccggtgt aacgaacggt gcaatagtga
   586981 tccacaccca acgcctgaaa tcagatccag ggggtaatct gctctcctga ttcaggagag
   587041 tttatggtca cttttgagac agttatggaa attaaaatcc tgcacaagca gggaatgagt
   587101 agccgggcga ttgccagaga actggggatc tcccgcaata ccgttaaacg ttatttgcag
   587161 gcaaaatctg agccgccaaa atatacgccg cgacctgctg ttgcttcact cctggatgaa
   587221 taccgggatt atattcgtca acgcatcgcc gatgctcatc cttacaaaat cccggcaacg
   587281 gtaatcgctc gcgagatcag agaccaggga tatcgtggcg gaatgaccat tctcagggca
   587341 ttcattcgtt ctctctcggt tcctcaggag caggagcctg ccgttcggtt cgaaactgaa
   587401 cccggacgac agatgcaggt tgactggggc actatgcgta atggtcgctc accgcttcac
   587461 gtgttcgttg ctgttctcgg atacagccga atgctgtaca tcgaattcac tgacaatatg
   587521 cgttatgaca cgctggagac ctgccatcgt aatgcgttcc gcttctttgg tggtgtgccg
   587581 cgcgaagtgt tgtatgacaa tatgaaaact gtggttctgc aacgtgacgc atatcagacc
   587641 ggtcagcacc ggttccatcc ttcgctgtgg cagttcggca aggagatggg cttctctccc
   587701 cgactgtgtc gccccttcag ggcacagact aaaggtaagg tggaacggat ggtgcagtac
   587761 acccgtaaca gtttttacat cccactaatg actcgcctgc gcccgatggg gatcactgtc
   587821 gatgttgaaa cagccaaccg ccacggtctg cgctggctgc acgatgtcgc taaccaacga
   587881 aagcatgaaa caatccaggc ccgtccctgc gatcgctggc tcgaagagca gcagtccatg
   587941 ctggcactgc ctccggagaa aaaagagtat gacgtgcatc ttgatgaaaa tctggtgaac
   588001 ttcgacaaac accccctgca tcatccactc tccatctacg actcattctg cagaggagtg
   588061 gcgtgatgat ggaactgcaa catcaacgac tgatggcgct cgccgggcag ttgcaactgg
   588121 aaagccttat aagcgcagcg cctgcgctgt cacaacaggc agtagaccag gaatggagtt
   588181 atatggactt cctggagcat ctgcttcatg aagaaaaact ggcacgtcat caacgtaaac
   588241 aggcgatgta tacccgaatg gcagccttcc cggcggtgaa aacgttcgaa gagtatgact
   588301 tcacattcgc caccggagca ccgcagaagc aactccagtc gttacgctca ctcagcttca
   588361 tagaacgtaa tgaaaatatc gtattactgg ggccatcagg tgtggggaaa acccatctgg
   588421 caatagcgat gggctatgaa gcagtccgtg caggtatcaa agttcgcttc acaacagcag
   588481 cagatctgtt acttcagtta tctacggcac aacgtcaggg ccgttataaa acgacgcttc
   588541 agcgtggagt aatggccccc cgcctgctca tcattgatga aataggctat ctgccgttca
   588601 gtcaggaaga agcaaagctg ttcttccagg tcatcgctaa acgttacgaa aagagcgcaa
   588661 tgatcctgac atccaatctg ccgttcgggc agtgggatca aacgttcgcc ggtgatgcag
   588721 cactgacctc agcgatgctg gaccgtatct tacaccactc acatgtcgtt caaatcaaag
   588781 gagaaagcta tcgactcaga cagaaacgaa aggccggggt tatagcagaa gctaatcctg
   588841 agtaaaacgg tggatcaata ttgggccgtt ggtggagata taagtggatc acttttcatc
   588901 cgtcgttgac actccggtat tgattccaga ttctgataga gcacttccaa cgtatcggct
   588961 tgttgcagta gcagcgtagc ggttttggca ccaacgcctg caacacctgg aattttactg
   589021 ctgctgatcc ccgccagccc ccagtaatca ggtaattgac gaggcaatac accaaactcc
   589081 tgcttcacaa acggcatatc cagccaccgc ttttggaaat agtcacgaat ttggatattg
   589141 ggagccaata actggcaata gcctttgtcg gtagaaacga tggttacctg atggcccgct
   589201 ccagcaactt ttaccaccag agtggcggct aagtcatcgg cttcattacc gggtgaatgc
   589261 cagcatgcta cccctaattc attaaatgcc tggcgaatga gtggcatttc ctgttgcagg
   589321 ttatcaggca tgggagagcg gccagctttg taatctggca gacattgatg tcgccagcta
   589381 tcagagcggt catcttcatc aaaaacggca acggcatggc tgggttggct gtgttgaatc
   589441 agttgttgca gtgcatgctg gcaggcctta acacaaggtg acccctgcac cgcatgaata
   589501 cggcgaatca aattaagagc atcgacaata agaaggtgta tttgcataac ctgttttatg
   589561 taagggctga atcgtcatta agcccgagta atattgggca acgttagtcg cccagtgaat
   589621 tcccttctta cttggcgttg cagcagctgt cgtgacttga gctatttaca ggcctcgtct
   589681 cgacgaggcc gctgcaagca gcatttaaat ttactcttgg cagatttgtc attttttgct
   589741 gctcaactac aacgccaatt actttgggtt caattgatct attcatcaac tacagttatc
   589801 tattcatcag ctacaaattt catagcaagg tgtatagacg ctacctggta acttcatccg
   589861 atgttgagca ataaaatctt gcagtaggcg gtccatttgc ttcattaatt gcggatcgcc
   589921 atgcagttta aatggcccat gcgcttcaat agcctggata cccacttcct tgacattacc
   589981 tgccacaatc ccagaaaacg cccggcgtaa tgcggcggcc agtttctccg gtggttgatt
   590041 atgagacaga tccagattag ccatattttc atggtttggt tcgaacggat gctgtaaatc
   590101 tggttcaata cgaatagacc agttgaagct ataagcatcg ccggtattac ggcgatactc
   590161 tttcaccagt ggcatcgctt tcttcatctg acgggcgact tcgtctgggt catcaataat
   590221 tatctgatag tatttacgag cgccatcacc cagcgtattc atgatgaact catccaccac
   590281 tttgaagtaa tccgcactct cttttggccc ggttaaaatc agcggcagca cttgctcact
   590341 attttccgga ttcatcaaaa tccctaatag atagagtaat tcttctgctg tgcccacccc
   590401 acctgggaaa ataatgatgc catgagcgat tcggacgaag gcttccagcc tcttctcaat
   590461 atcgggcatg ataaccagtt cattaaccag agggtttggt ggttctgcag cgataatgga
   590521 cggttctgtc atgccgataa aacggccttt tttataatgt tgctgagcat gtccgacagc
   590581 ggcacctttc atcggggctt ccatggcacc cggaccacag ccggtacaga tatttaattc
   590641 acgcaaaccc agttggctgc ccactttacg ggcgtacaaa tactcggttt cattaattga
   590701 atgccctccc cagcacacga ccatattggg ttcttcatca atatgtaggg cacgggcatt
   590761 acgtaaaata gaaaagacca ggttagtcaa atgactggag ctctccatat tcaaatgctg
   590821 gaagttgctc gcactgacga tttgaccatt gacaaataag atatcgcgta ataccgcgaa
   590881 caggtttgct tgtaatgagc gaataatttt gccgtcaaca aacgcatgtt ctggtgggtt
   590941 gaccaactcg agtttaactc ctcgctcacg gcgaagcacg ttgatatcaa aggtttcatt
   591001 gcgagataac aactctttgc tgttatcggt caggctacct gaattgagaa cagccagtga
   591061 acaattacgg aataaacggt acaaatcact gctggcggta cgtttgagca tatccacttc
   591121 gagctgtgat aacagatcca ttgagccgag cgggctgaca tgtgtaatca aaatgactcc
   591181 tttgcccctg aggggggtat tccgtgtatc acggtaggac agcagaaaag gccgtaaaat
   591241 actgtaatta accttaacgt tgtctttctt tttttaccaa tactaacgtg cagtgagcgg
   591301 taatattgcg cacaggcgcg catttattgc cgtgccaagc ggccggttag cggtacaaaa
   591361 tctgtgttgg aacgccatgg attgatatcc agcccgcctc tacgggtata acgggcataa
   591421 acggttaatg tttcaggctg acaaaaacgc ataatgtcgt taaaaatgcg ctctacacat
   591481 tgttcatgaa actcattgtg gtggcggaaa gagaccagat agcgcagcag tgcctcgtgg
   591541 tcaatctgtg ggccgcggta gtgaatttgc actgatcccc aatctggctg atgggtaatc
   591601 aggcagttag attttagcaa atggctgacc aggctctcct ccacatgatc tttacccgca
   591661 gcaccttgca ggtaatcagc attgaattca tagctatcga tacgaatatc ttgtttatcc
   591721 agacattcgc cattgaaatt ggagatgggt tggcccgtta tttcatccag atcatacagt
   591781 gcgacactga cgttaccttg agcacaggca gccagatctc gttgtaaggt cattcgcacg
   591841 ctttctttat cggcgaaaat ggtttggtta aaactgttga gataaagttt aaagcttttt
   591901 gactcgatca gattgatgct atctgcgttt aaacttattt cgcccacagc aacttgcggc
   591961 aggccattac tgtttaacca agataattca tatagcgtcc aaatatcagc accatggaat
   592021 ggtaaattgt ctggatatag gccaagcggt tcacggttca tgctgcgcgg cacagcctgc
   592081 aacagcgtgg catcatagta gtcgcagtaa gccgttggtt tgcccagcgt cagttccgcc
   592141 aacgccttgt ggttttgata tgaagacatg ctgttccctt gatgagagat cggtacaata
   592201 gcgctagttt atcaatttat gccgcactta actgtatttc tgagctgggg tcagttacca
   592261 ctcaggtgca gggcaagccg ccgcgataca gagaataaga atggacttga atatttcaac
   592321 ggcacttcgc agttttactc aacgctatat tgatttatgg cagcagcaaa ccgggcattt
   592381 acccgcaagt aaagagctat atggcgttcc ttcaccttgt attgtggaga cgggggagga
   592441 tcaggtattt tggcaacctc aggcgtttct gccagaagcg acgttgacca atattgaacg
   592501 ggcgttggag attcagctac atcccgatat tcatgatttt tacactcagc aatacgctgg
   592561 cgatatgatg gccgatttgg gaaaccatcg ttttacattg ctgcaagtgt ggagtgagga
   592621 tgatttcatc cgtttacagg aaaatctgat tggccactta gttacacaga aaaggctaaa
   592681 gctctcgcca acgttatttt tagcgactac ctcgtcggaa atgacgatgg cttcattatg
   592741 taatgtcagc ggaaatgttg ttttggagca atttggtagt gataaacgca cactgctggc
   592801 ttcaacgctc agtcacttct tagatgcatt acggccagta ttgcctgagt aaccccatgg
   592861 ttttcactta ttagcgtgtt actggtgtgc gagatctctc acaccagctg tgagacatca
   592921 cttctattct ttctatgtaa aattctcgtg ttagatttat atccaataaa atcatttcgt
   592981 tataaatatt catttttcca tatgtaaaag tatgtgcatc attattgtta cactaccttg
   593041 cctcgcttgg ctgattaagc gatcctttac tcgctggata ggatctggcg gagagggaac
   593101 gcatctggaa gatgtgtctt caggacgaag aacacaggga ctgcttagga cgagtgaagg
   593161 gacgtttcag gatgaaacaa gggacacctc caggatggag attgagagcc agttcaggat
   593221 gattggtggg ttaggatagc ctaaggatta acgccgggat ggtgtataac attgcgatgg
   593281 attgctggtt agtataacca tacggaaaag ttttcaggga ttgagcaggg agcatcaatt
   593341 ttagctggat tgctataaaa cgaattgagg ggtactggta aaacagtacc ccttttttgt
   593401 gcccagaaaa cccccagcta ggctgggggt tcagtaaagc tttcagcttt gggtcagtta
   593461 taaaaacccc ttttgatttg ttaaaacagt ttgcggtctg gcaactgcaa atgttcaaca
   593521 agaaatcaaa agggggtccc aatgagggat gaaaagagct tagcgcacac ccgatggaac
   593581 tgtaaatatc atatagtttt tgcgccgaag taccgaaggc aggtgttcta cagggaaaaa
   593641 cgcagagcga ttggcagtat tttaagaaaa ctgtgcgaat ggaaaaacgt gaatatcctg
   593701 gaagcagaat gctgtgtgga tcacatccat atgcttctgg agatcccgcc caagatgagt
   593761 gtctcgggat ttatggggta cctgaaggga aagagcagtc tgatgcttta tgagcagttt
   593821 ggcgatttga agttcaaata ccgtaacagg gagttttggt gtcgagggta ttacgttgat
   593881 acggtaggga aaaacacggc caggatacaa gaatacataa agcaccaatt ggaagaggat
   593941 aaaatgggtg agcaactctc gatcccgtat cccggtagcc cgtttacggg ccgtaagtaa
   594001 tccatagatg caaatgtcag atcgcgatgc gcctgttagg gcgcggctgg taacagagcc
   594061 ttataggcgc atatgaaaaa cctccggcta tgccggagga tatttatttg tttttttgtt
   594121 ttgttgtata gattttgtct cgcctgaatc cattgctgat ggcgttaatt tgggcatatt
   594181 ctcccttcaa tggtatgctt gcccaccgtt gaaggtgccg gtaagtggca atttttgggt
   594241 tgagagcata atcatgagta cagaaaataa ggtgcgtcaa agcttacagg atattgagtt
   594301 tgccatgcga gagactgacc tctggcaaac cgtcccaccg gaagcagaag cttttgagag
   594361 taacgagcct tttagtattg atactatggc ggcagagcag tggctacagt gggtgtttct
   594421 cccccggatg tatgcattgc tggagctaaa tggcccgttc cccacccgtt ttgctattac
   594481 gccgtatttt gaagaggctc tgagcggtga tgggcggcca gattactcgg cgcttttggc
   594541 acaattacgg tgccttgatg atctgttgaa taaagaaagt gaataatgct ggaaattatc
   594601 tatcaagatg aacacattgt tgcggtgaat aagcctgccg gttggttagt gcatcgtagt
   594661 tggttggacc gcaatgaaac ggtatttgtt atgcaaacgg tacgtgatca gattggtcag
   594721 catgtgtata ccgttcatcg ccttgatcgc ccgacatcag gcgtattgct catggcattg
   594781 tccagtgatg tggctcgtat gttgtcgtta caatttgagc aacaccagat tcagaaaacg
   594841 tatcatgcgg tggtgcgcgg atatgtattg gaaggtggca ccgttgatta cgcgatggcc
   594901 gaagagctgg ataaaatagc ggataagttt gctaagtctg ataaggctcc acagccttct
   594961 gtcagccatt atgaagcatt agcgcaagtg gaagttcctt tggcgattgg ccgctatgaa
   595021 actgctcgct atagcttggt ggcattgaaa ccggaaacgg gtcgtaagca ccagttgcgt
   595081 cggcatatgg ctcatatccg tcaccccatt attggtgaca gtacacatgg tgatttacgt
   595141 cagaacagag gtgtcgctca gcattttggt tgttcacggt tgatgctgca tgccagccat
   595201 ttacacctca atcaccctgt gaccggtgaa gcgctgacgc ttaccgctcg ttgggatgaa
   595261 ccctggcaag ggttgatgtc acaatttggc tggtcgggta ttgcccctca tcttgaaagg
   595321 gttgagtttc cgctgactgc cagtcaggat aatgaataat tttttggcta caaaggaata
   595381 tcttttatgg ctcaagttgg gatttttgtt ggtactgtct atggtaatgc gttgttagtg
   595441 gcagaagaag ctgagaacat cttgaaagat caagggcatg aggtaaagtt atttgacgaa
   595501 ggcacgttag aggactggca gcattaccgt caacattatg tgttggtcat tacctcaacc
   595561 accgggcagg gcgatttccc agatagcatc gcatcactat ttgttgctgt tcgtgatcag
   595621 gtggggttcc aacccgagtt acgctatggt gtcattgcgc tcggcgacag tagctatgat
   595681 aatttctgcg gtgctgggcg tacgttcgat gagctattgc aggagcaggg cgcgacacgg
   595741 attggcgaac ggttagagat tgatgctatt gagcactcag aaccagaggc gatatctgcg
   595801 ccatgggtgg aacaatgggg gcgtttgctt cagtaatctt tatatcttga ttttattgcg
   595861 tattgtggca agtttcgttg tcacaatacg tattcggtta ccgaggttat catgccaccc
   595921 ctgatttagc ggccattggt gagcttttct aaatcagctt caatttccgc aatcttattg
   595981 gtgacaacac tttccaggtg acgtaggtca tccagaattt ttcttttcaa atcaacttca
   596041 atctgatcac gcttacaaag ctgatccaac tcatcaatga catagcggag attagggttg
   596101 atttcattga tttctttata gccatggctt gcattatcag acactacagt cttgcgttgg
   596161 cgtggatatt tgaattttac actcttggca aaaaactccc ctttatcttt gcggaagtaa
   596221 attttcagaa tgtcattatt ggcctcttga cgcaggctat agcgatcaac atcttctggt
   596281 tgtgtgatgc ctaaactttt tagattgtca tacataacgc cacctttttg attttatatt
   596341 ccacagtttt ctattatggc ggaaaatgtc gccaatgact ttggtatgca aggcgtaagg
   596401 caaaaaaata gcgggtggtt agcccgctac tcttaatctt agtcgatggt gcgtaataac
   596461 tcattaatac cgactttact gcgagttttc gcgtcaactt ttttcacgat aactgcgcag
   596521 tacaagctat agctgccatc tttcgatggc aagttgccag agacgacaac cgaacctgct
   596581 ggtactcggc cataatggac ttcgccagtt tcacgatcat aaatacgggt gctttgaccg
   596641 ataaacacgc ccatggagat aacagaacct tcttcgacga taacgccttc aaccacttct
   596701 gagcgtgcgc ctacgaagca gttatcttcg ataatggttg ggttcgcttg cagtggctcc
   596761 aagacgccgc caataccaac gccaccagat agatggacgt ttttaccgat ttgcgcgcaa
   596821 gaacccacgg tggcccaagt atcgaccata gtgccctcat caacaaaagc accaatattg
   596881 acataggaag gcatcaacac cgtattgcgg gcaataaatg cgcctttacg cacggttgct
   596941 ggtggaacaa cgcggaaacc ttcacgttgg aaacgcgctt catcatagcc tgcgaatttc
   597001 atgggtactt tgtcatagta acgggtttca gcgccttcca ttacttgatt gtcattgatg
   597061 cggaaagaaa gcagtaccgc ttttttcagc cactgatgcg tcacccactg accatcaatt
   597121 ttttctgcga cgcgcagcgc gccggtgtcc agtaaatcga tcacatgggt aatcgcttcg
   597181 cgcgttacgg tgtctacatt cgctggcgta atgtcagcac ggcgctcgaa ggcggtttca
   597241 ataacgtttt gtagttgctg catcttggtc tctttcctga tatcgatata ccctatctta
   597301 cttgacatta cagtgttatt cgctgctgcc tgtaacgcta atcgctgggg tataggttgt
   597361 aataaaatga gtcgtgataa aaacgaatag taaaaaatta attttaataa atattaatta
   597421 ctaaaaagat atttgtatca cagtttatcg tttggattga gagtatctgc caatcgttgt
   597481 gctaattcac gacgggtttc aaggctcagt gctcgacgat ctttatctgc taaaacaaat
   597541 aaatcctcta ctcgctcgcc gatggtggtg atacgtgcac tgtgcagtga taaccctaaa
   597601 tcagcaaaaa ttttgccaac acgtgccagt aaccctggtt gatctaacgc aattaattcc
   597661 agataagtac gccgctcgtt atgggttggt aaaaagttag cttcggttgg cacgctgaaa
   597721 tgccgtaatt taggtgataa tcgcctaacc cgcggcgggt gttggtaatc tgaccggttt
   597781 atcgcttgct gtaatgcatg gctgattatt ggatgcctat cctgtgccaa cgggctgcca
   597841 tctggctcca atacaataaa ggtatccatc gccataccat cacgattggt gaaaatttgt
   597901 gcgtcatgga cgctcaagtt gcggcgatca agctccccaa caacagcggc aaagagtgat
   597961 gggcggtcag ggctccagat aaatatttca gtcccaccac gggtagcctg acggctgact
   598021 aagactagcg gtttggttga gtcgtgctcc agcaaatggc gggcgtgcca ggcaagttga
   598081 ttcggcgagt ggcgtaggaa gtaatccgct cggcaacggc tccagatacg atgcagtgcc
   598141 tcttcatcaa tattatccat ccgcagtaga gctaacgctt gcaggcggtg gtggcgtaca
   598201 cgctcacgta aatcagggct attttgcatt ccgcggcgta gctgtttttc ggtcgcaaag
   598261 tacagttcgc gtaacaggct ctgtttccag ctattccata gattttcatt ggtggcgcaa
   598321 atatctgcca cggtcaggct gaccagatag cgcaggcgcg tttcactttg cacttcggca
   598381 gaaaattgct gaataacggc cgggtcctga atatccctac gttgggcggt cactgacatc
   598441 aataaatggc agcgaactaa ccaagcgact aattgggatt cgcgtgaatt aagcccatgc
   598501 tgttcagcaa actccaccgc gtcgtgggca cccagtattg aatgatcacc gccacgccct
   598561 ttggcaatat catgaaacag ggcggccagc agcagtaatt caggctgagg caggcgaggg
   598621 tagagttcga cgcagagtgg atgacgtggc cgggtatctt catccgcgaa gctttcaatt
   598681 tttagcaaaa cacggatggt gtgttcatcc accgtataag catgaaatag atcaaattgc
   598741 atttggccaa caatactgcc ccattgcggc atataggccc ataaaacact gtgacgatgc
   598801 atgggcagca acgcacgtga aacggcaccg gggtggcgca aaatggccat gaacagttta
   598861 cgagcttcag gaatgtgaca taaaggggct ttcagatgac gacgggcatg gcgcaaacgc
   598921 cggacggtag tggagtaaat acctttaata tcctgattgc gcaccatcag atagaacatc
   598981 cgcatgatcg cttcaggctg acgaacaaat aggttctcat cacggagatc aattaaatct
   599041 ccccgtagtt gaaactcttc gtcaagtgga cgcggttttt cattcgcatc taatgccagt
   599101 atggcttcat caaacaattg cagcagcata ttgttcagtt cactgacacg ccttgtcata
   599161 cgatagaaat ctttcatcat atgttcaacg ggctcattgc cttcaccttc gtagcgtaaa
   599221 agttgagcaa cgctcagttg gcggtcaaac agcaggcggt tatcgtagcg agtcaatacc
   599281 aggtgcagcg caaaacggat acgccataaa aaactctggc tttcattcag ttcattacgc
   599341 tcggcgttgg tgagaaaccc aaaatcaacc atttcactta acgatgtcgc accgaaatgg
   599401 cgacgggcaa cccagagtaa tgtgtggata tcccgtaatc caccagggct acttttgata
   599461 tcgggttcca gattatagct ggtgccgtga tagcgtttat gacgctcttg ctgttcaaca
   599521 acttttgcat ggaaaaattg aggggagggc cagaaactgt cactgaaaat atgtttttgc
   599581 atctgtaaaa aaagggcgac atcaccgcaa atcaaccgtg actcaatcat attggtggct
   599641 atggttaaat ctgcgaggcc ttccagcaag cactcttcca gtgtgcgcac actatgaccg
   599701 acttccagct tcaaatccca caataaggta atgagttggc caacccgttg cgcctgttca
   599761 tcatttagac gctgcttact cagtactaac acatcaatat ctgataatgg atgcagttcg
   599821 ccgcgcccat agccaccgac cgcaaccaga gctgtttctg gcaccttgtc aaaaccatag
   599881 aatgtccaca accgctgtaa cagatgatcg atataatcac tgcgtgccgc aattaatacc
   599941 tcggcagagg tgccactatt aaatgcctct gcctgccagc gttggaaagc gtcaagccgt
   600001 tgcttcagta tcgggcaatg gatgtcgcta tcaagataag tgctgggaag tgcgggctgc
   600061 tcagaaatag tgggagtgag cgtcagcgat agggagtgtt cggtgtgatt gtcagacata
   600121 tgtttacccg atgaggaacg cagcccataa aaaagccggc ggtgccggct tgtcattatt
   600181 actcgtgcgt tatgatgttg gggatagtgt catccttacg caacgtcatt atttcgcagc
   600241 cgttatcggt taccacaata gtatgctcat actgcgccga caagttgcga tctttagttt
   600301 ttaccgtcca gccgtctttc atggtccgaa tccggtaatc cccggcgttc accatgggct
   600361 cgatcgtgaa ggccatacct gcttgcagga cgacgccgcc gtcatccgca tcgtaatgta
   600421 aaacttgtgg ctcttcatgg aaaccttcac cgatcccgtg accacaatat tcacgtacta
   600481 cggagaagtt ctctgcttca acaaatttct ggatagcttt acccagcgtc cgcaggcgga
   600541 tccccggttt aaccatttta atcgccaggt acaggctctc ttgagtcacg cggcacagac
   600601 gttcacccag aatggtcggt ttaccaacaa taaacatttt tgaggtatcg ccatggaagc
   600661 catctttaat cacggtcacg tcgatattga cgatatcacc ctctttcagc actttttcat
   600721 cgcttgggat gccgtggcag atcacttcat ttaccgagat gcagaccgat ttagggaaac
   600781 cgtgataccc caggcaggca gaaatagcct gttggtggtt ggtgatatga tcgtgacaga
   600841 tacgatccag ttcacccgtt gttacccctg gtttcacata gggttcgatg atttccagca
   600901 cttcagcagc caagcggcca gcaacgcgca ttttttgaat atcttcaggt gttttgattg
   600961 agattgccat gcaaaagtgt ccgtaggggc tgtaaatagc cagccgccgt tattaatgag
   601021 atgcagataa tgaaaagata actgtcgatt aataaaaatc tgtggctaat ggtatcagcc
   601081 aagcaatttg ctgccaaatt ttcctttata gggcctcacc gaatacaaca aaagttggtg
   601141 tgttgtggct gtttatggta taaagcgcgc cggcgaaccg cactatattc cgatgaatat
   601201 gaatcttccg atgacgtatt ctgacgataa gtagccagtt tagccgggca ataccaatcg
   601261 cactcatatg tgtaaataac acacacgtgt cgacacatac accggggtgc cctaaagttt
   601321 ttgattgtta tcaatcgctt atggggtcgg tgttatggga cacgtggagg cataacccca
   601381 actgatacta tagaggtttt aatcatggca actgtttcca tgcgcgacat gctccaggct
   601441 ggtgttcact ttggtcacca aacccgttac tggaacccga aaatgaagcc tttcatcttc
   601501 ggcgcacgta acaaagttca catcatcaac ctggaaaaaa ctgtaccaat gttcaacgaa
   601561 gctctggctg agttgactaa aatttcttcc cgtaaaggta agatcctgtt tgttggtact
   601621 aaacgcgcag caagcgaagc ggtaaaagaa gctgctaaca actgcgacca gttcttcgtg
   601681 aaccatcgct ggttgggcgg gatgctgact aactggaaaa ctgttcgtca gtccatcaaa
   601741 cgtttgaaag atttggaaat ccagtctcaa gacggcacct ttgataagct gaccaaaaaa
   601801 gaagcgctga tgcgtacccg tgaactgaac aagctggaaa acagcctggg tggtatcaaa
   601861 gacatgggcg gcttaccaga cgcactgttt gttgttgatg ctgatcacga acacatcgct
   601921 atcaaagaag ctaataacct gggtatcccg gtattctcta tcgttgatac taactccgat
   601981 ccagatggcg ttgacttcat catccctggt aacgatgacg caatccgtgc agttaaactg
   602041 tacctaggcg ctgttgctac cgccgtccgt gaaggtcgtt ctcaagatct ggccgttcag
   602101 gcggaagaaa gcttcgtaga agctgaataa taagtccggc tcgttgtgag cccttattaa
   602161 ccaggtattg aaatatgttg gttagggggg ccttataggc cccctttgca tatctaatgt
   602221 gagattttgt cttcacaaga gaaccgagga aatttaaatg gttgctatta ccgctgcttt
   602281 ggtaaaagaa ctgcgtgagc gtacagccgc aggcatgatg gaatgtaaaa aggcgttggt
   602341 tgaagctaat ggtgacattg agctggccat cgacaacatg cgtaagtctg gtcaggctaa
   602401 agctgccaag aaagcaggcc gtattgctgc tgaaggtatc atcctggcta aagtttccgc
   602461 tgatggtaag tacggtgtga ttctggaact gaactgcgaa actgacttcg ttgctaaaga
   602521 tgctggcttc aaagcattcg gcgaagaagt tatcaacgca gctctggctg aaaaaatcgc
   602581 tgatatcgat gttctgaaag ctaagttcga agaacaacgt gcaaacctgg tcgctaaaat
   602641 cggtgagaac atcaacattc gccgtgtcgc tgtactggaa ggcgacattc tgggtactta
   602701 cctgcatggc gcacgtatcg gtgttatggt tgcggccacg ggtgctgatg aagaactggt
   602761 taagcacatt gctatgcaca tcgctgcaag caagcctgaa tatgttaagc cagacgatgt
   602821 tcctgctgaa gttgttgctc gcgagcacca aatccagttg gacattgcta tcgaatccgg
   602881 caagccacgt gagattgctg agaagatggt tgaaggccgt atgcgtaagt tcactggcga
   602941 agtctctctg actggtcaga acttcgttat ggacccaagc aaaactgttg gcgatctgtt
   603001 gaaagaaaac aacgctgatg tcgtgaactt catccgcttt gaagtgggcg aaggcattga
   603061 gaaagttgaa actgactttg ctgctgaagt tgcagcaatg agcaaacagt cttaatgctc
   603121 caaatggggc cgccaatagg cggttccatt ttattgtgcc cagaaaaccc ccagctaggc
   603181 tgggggttca gtaaagcttt cagctttggg tcagttataa aaaccccttt tgatttgtta
   603241 aaacagtttg cggtctggca actgcaaatg ttcaacaaga aatcaaaagg gggtcccaat
   603301 gagggatgaa aagagcttag cgcacacccg atggaactgt aaatatcata tagtttttgc
   603361 gccgaagtac cgaaggcagg tgttctacag ggaaaaacgc agagcgattg gcagtatttt
   603421 aagaaaactg tgcgaatgga aaaacgtgaa tatcctggaa gcagaatact gtgtggatca
   603481 catccatatg cttctggaga tcccgcccaa gatgagtgtc tcgggattta tggggtacct
   603541 gaagggaaag agcagtctga tgctttatga gcagtttggc gatttgaagt tcaaataccg
   603601 taacagggag ttttggtgtc gagggtatta cgttgatacg gtagggaaaa acacggccag
   603661 gatacaagaa tacataaagc accaattgga agaggataaa atgggtgagc aactctcgat
   603721 cccgtatccc ggtagcccgt ttacgggccg taagtaatcc atagatgcaa atgtcagatc
   603781 gcgatgcgcc tgttagggcg cggctggtaa cagagcctta taggcgcata tgaaaaacct
   603841 ccggctatgc cggaggatat ttattcactc gatacccgtg atacttcaag ttgcaagcgc
   603901 gttgactgcc ttcctataac tcgaattatt tagggtataa acttagtccg ctcagttttt
   603961 agcgcacacc gctgctctga gtatctgacg gtcaagtctc caatattatt actgctgctt
   604021 aggacacaac accatggcaa ccaatgcaaa acccgtatat cagcgtatcc tgcttaagct
   604081 gagtggcgaa gccctgcaag gcgcagaagg tttcggtatc gacgctagcg ttttggaccg
   604141 catggctcag gaagttaaag agctggttga attgggcatt caggtcggtg tagtcattgg
   604201 cggtggtaac ttattccgcg gtgccggttt ggcacaggct ggaatgaacc gtgtcgtggg
   604261 cgaccacatg ggaatgctgg cgactgttat gaatggtctg gcaatgcgag atgctttgca
   604321 ccgtgcctat gtgaacgccc gcctaatgtc tgctattcca cttaatggcg tttgtgataa
   604381 ttacagttgg gccgaagcga ttagcttgct gcgtcataac cgtgtggtta tttttgctgc
   604441 gggtaccggt aacccattct ttacgacgga ttctgctgcg tgtctacgtg gtatagaaat
   604501 tgaagccgat gttgtgttaa aagcaacaaa ggttgatggg gtttactccg cagatccggt
   604561 gaaaaatcct gacgcaacat tgtacgaaca gttaacctat caggatgttt tagaacaaga
   604621 gttgaaagtt atggatctgg cggccttcac tttggcccgt gaccataacc tgccaattcg
   604681 ggtcttcaac atgaataaac ccggcgcttt gcgtcgtgtg gtgatgggtg agaatgaagg
   604741 gacattgatc gctaaataag cgacagacct tattatcagg ggtaagcaca ttgttctgtc
   604801 tgccccttta gccagcaact gttggtttgt atattcaccg gctatactca aaagctatgg
   604861 ccagccaagt aaccagtttc caagggttcg caacgtgatt aacgaaatta gaaaagatgc
   604921 cgaagtgcgc atggaaaaat gtctggaagc attccagaac cacattagta aaatccgtac
   604981 gggtcgtgcc tctccaagta tccttgatgg cattcaggtt gagtactacg gtacggcgac
   605041 accattgcgc caattggcta acattgtagt agaagactcc cgtactttag cgctaacagt
   605101 cttcgaccgt agcctgagtg ctgcggtaga gaaggctatc atgacttcag atttggggct
   605161 gaatccatcg tccgccggta ctgttatccg tgttccattg ccagcattga cggaagagcg
   605221 tcgtaaagac ttgattaaag tcgtgcgggc agaagcagag caggggcgtg tgtctattcg
   605281 taacgtgcgc cgtgatgcta acgataaagt gaaggcattg ctgaaagaca aagaaatcag
   605341 cgaagacgaa gatcgccgtt cacaagacga tgtgcaaaag ctgacggatg cctatatcaa
   605401 gaaagttgat gctgcattgg cggtaaaaga agctgagttg atggattttt aatctctact
   605461 cgcattgtat aagcgtcgcc ttaggcggcg ctttgctttt tttccggtca tgttttgtct
   605521 gatcaatgtt ttatctgatc aatgtcttat cttcgcgatg ttttttcggc agtcactcgc
   605581 cataaaacct ggaacgatgg tatcgtttgc catgcaggca aattgatatc tcgcctatca
   605641 ccaaacagtt attcagagcg ccctcatgaa gcaactgact attcttggct ctactggctc
   605701 catcggcaac agcacgttga gtgttgtgcg tgcaaaccct gaattattta aagtcacggc
   605761 gttagttgcc gggcgtaatg tcagggaaat ggcgcagcaa tgccttgagt tctccccccg
   605821 ctatgcagct atgtctgatg aacactcagc taaatcactg cgtttattgt tggcagaaca
   605881 gggttcagac accgaggtct attccggtga aacggctgcc tgcgaattgg cagctttaga
   605941 tgatgtcgat caagtgatgg ccgcgattgt tggcattgct ggtttaccct caacattggc
   606001 cgctattcgt gcaggtaaac aagtcttgct tgccaataaa gagtcgctga ttacctgcgg
   606061 taaactcttt atggatgagg ttaaacgcag ccgtgctcaa ttactgccaa ttgatagcga
   606121 gcataacgcg atttttcaga gtttgcctga aagaattcag cgccaattag gctattcttc
   606181 attaaatgaa aatggcgttt cacggattat tttgactggc tctggtggcc catttcgtga
   606241 aactccactt tcgcagtttt ctgatgtcac cccagatcaa gcttgtgctc atccaaattg
   606301 gtctatgggg cggaaaattt ctgtcgactc agcgacgatg atgaataaag gcctggagta
   606361 tattgaggct cgatggttat ttaatgccag cgcagaacag atagaggttg tgttacatcc
   606421 gcagtctgtt attcactcga tggttcgcta tcatgacgga agtatcctgg cacaaatggg
   606481 gactccagac atgcggacac cgattgcaca tgcgatggct tacccaatgc gagttagctc
   606541 aggtgttgcg ccattggatt tttgcaaagt aggcgcgctg acctttacaa ccccggatta
   606601 tcaacgttat ccgtgcttaa agttggccat agacgcctgt aatgcggggc aggcagcgac
   606661 aacagcgctg aatgcagcaa atgaaatttc agtcatggca tttttagatt caaaaattcg
   606721 tttcactgat attgaagtga ttaaccgtac tgttgttgaa ggtttattat tatcagaacc
   606781 taccagtgtg gaagaggtgt tggtgattga tcgcaaagct cgtgatgtcg cggcccaagt
   606841 cattgcaaaa ttaaataatt aaaccaggtt cgctgatccg gtcatttgtt agggaaaggc
   606901 tgagatggta tagtcaaccc tatcaatgga tagatagact gttgattagt gacccaatag
   606961 gtatttaaac cgtctatttg ggctgtcact ccagaagccg tgacttggta cacggctttt
   607021 tttgtgcact tgaggcctaa tgttcgggac gaacaactga tttattgagg aaataagttc
   607081 gcgttatgtc gcctgtaaaa gaagataggg ctaacttgtc cccccggagt ccacgtcatg
   607141 ttgctatcat tatggatggt aatggacgtt gggctaaaaa taagggtaaa ttaagagttt
   607201 tcggccataa agccggggtg aagtccgttc gacgcgcagt gagttttgct gcgaagcata
   607261 atttagatgc gctcactctt tatgctttta gcagtgaaaa ctggaatcgc cctgaccaag
   607321 aagtgaccgc tctgatggag ctttttgttc gagcactaga cagtgaagta aaaagcttgc
   607381 ataaacataa tgttcgttta tctattattg gtgatatcag ccgttttagt gggcgtttac
   607441 aagagcgaat tcgtcgttca gaaaaattaa cggcaaataa tgacggattg aaactcaaca
   607501 ttgctgccaa ttatggtggc cgttgggata tcatccaggg ggtgcgccat ttagctgaac
   607561 aagttcagaa aggggaattg caacctacag atatcagtga agagtcgctc aactcgtata
   607621 tctgcctgca tgagcaatct caggtggact tagtgatcag aaccggtggt gaacatcgca
   607681 tcagtaattt cttgttgtgg caaatagcct atgctgaact ttactttaca gatgtcctct
   607741 ggcctgattt tgatgaaaat gtctttgaag gtgcgctgaa tgcatttgca caacgcgagc
   607801 gtcgcttcgg gggaactaca cctatcgatg ccactgcatc ctagggggaa cttttgctga
   607861 agtatcgtct cataactgct ttgattttga ttccggttgt cattggtgca ctgttcctgc
   607921 ttccgccggt tggtttcgct attgttactc tcgtcgtctg catgcttgca gcctgggaat
   607981 ggggtcaatt agcgggtttt gccagtcgta ctcagcgtat ctggttagcg atactgtgcg
   608041 gattcctgct tgttgccatg ctgcttagtc tccctgaata tcagcattca cctcatcacc
   608101 tcttggtgag tacaccacta tggctctcta tgggctggtg ggttgctgca ttgatgctgg
   608161 tgcttactta cccgcgctct gctgtatctt ggcgtaactc gcgcctcctg cgcatcatct
   608221 tcggtattct gactattatc ccattttttt ggggaatgtt tgctttacgc cagtatggct
   608281 acgagcagaa ccataatacc ggcgcttggt ggctgttata tgtcatgtta ttagtgtggg
   608341 gggcagattc tggcgcctac atgtttggta aattgttcgg taaacacaaa ttagcgccta
   608401 aagtctcacc aggtaaaaca tgggaaggat taattggcgg tttactgacg tcagctctga
   608461 tatcattgct gtttggtcga tacgcaccgt tggatatcgt ccccgaaaaa ctgttaatct
   608521 gttccgtggt tgctgcattg gcctcggtac tcggtgatct gactgaaagt atgtttaaac
   608581 gtgaagcggg aatcaaagac agtggtcatt tgattcctgg tcatggtggg atactggatc
   608641 gtatcgatag cctgaccgca gctgtgccgg tatttgcctg cttaatgctg ttagtgtttt
   608701 aatccgtcac tgacggggag tttagggatt atgatgagca tactctggag cctggctgcg
   608761 tttattgtcg cactggggat cttaattaca gtgcatgagt ttggtcactt ttgggtggca
   608821 cggcgctgtg gtgtccgtgt agagcgtttt tcaattggtt ttggtaaagc gttatggcgc
   608881 cgtactgatc gtcagggaac cgagtatgtt atcgccctta tcccactggg cggttacgtt
   608941 aaaatgttag atgagcgtgt agaggctgtt gcgccagaat tacgccatca atcattcaac
   609001 aataaaactg ttttacaacg tgcggcaatc gtcagcgcgg gtcctattgc taacttcctt
   609061 tttgccatcg tcgcttactg gctggtgttt atcatcggcg tgccaagtgt ccgtccggtc
   609121 attggtgata tttcgccaca atctattgct gcgcaagcca atatttcttc aggaatggaa
   609181 cttaagtctg ttgatggcat cgaaacgcct gattgggatt ctgttcgttt ggcgttgatc
   609241 agccgaattg gcgataagca aatgcaagtg ggggtcgctc catttggttc cgacaatgtg
   609301 gtagagaaaa ctctggattt acgccagtgg caatttgaac ccgataaaca agatccagtt
   609361 gtagcactcg gtattatccc acgtggtccg cagattgaat ctgtcttggc tgaagttcag
   609421 ccagggtcag cggcacaaaa ggcgggttta caagcagggg ataggatcgt taaagttaat
   609481 ggtcaattat tggatcgttg gcagacattt gtgttacagg tccgtgataa tcccggccag
   609541 ccgctggtat tagatattga aagggagagt acccccttgt ctttaacctt gataccagat
   609601 acaaaatcgg ttggagaaaa ccgtagtgaa ggttttgcgg gtgtagtgcc gaaagtgata
   609661 ccacttccgg atgaatataa aacaattcgc caatatgggc cgtttacggc agtctatcaa
   609721 gctggggata aaacctggca gttgatgcgg ttgacggtaa gcatgttggg taaactgatt
   609781 actggtgatg ttaagctgaa taacctaagt ggcccgatat ctattgcgca aggcgctggg
   609841 ctttcagctg agtacggatt ggtgtactac ctgatgtttt tggcgctaat cagcgtcaac
   609901 ttgggcatta tcaatttgtt cccattacca gtattagatg gtggacatct gctcttcctg
   609961 gcgatagaaa agctgaaggg tgggccggtt tctgagcgag tgcaggactt cagttatcgc
   610021 atcggctcga ttttgctggt gctattaatg gggcttgcac ttttcaatga tttctcccgt
   610081 ctttaacggc aggggatagg ttaggaagaa cgcataacaa cgatggcgat gaaaaagttg
   610141 ctcatagcgt cgctgctgtt tggcagcgcc accgtatacg gtgcagacgg gttcgtagtg
   610201 aacgatattc atttcgaagg actgcaacgg gtcgccgtcg gtgcggcgtt acttaatatg
   610261 ccggttcgcg taggcgatac cgtcagtgat gatgacatcg gtaaaactat ccgtgcgttg
   610321 tttgctacag gcaacttcga ggacgttcgc gtcctgcgcg atggtaatac gctgattgtt
   610381 caagtcaaag aacgccccac gattgccagc atcactttct ccggtaataa agcggtgaaa
   610441 gaagatatgc tcaagcagaa tctggaagcc tctggcgtcc gggttggcga ggccttggac
   610501 cgaaccacta tatccaacat tgaaaaagga ctcgaagatt tctattacag tgtgggtaaa
   610561 tacagcgctt cagtgaaggc tgttgttacg ccattaccac gtaatcgtgt tgacctgaaa
   610621 ttggtcttta ccgaaggtgt ttctgcaaaa attcagcaga ttaatatcgt aggtaatcac
   610681 agtttcacca ctgatgagct tatctcacgc ttccaactgc gtgacgaggt gccttggtgg
   610741 aacgtagtcg gtgatcgtaa atatcagaaa cagaaactgg caggtgacct tgaaaccttg
   610801 cgcagcttct atttagaccg cggttatgcg cgctttaata tcgattcaac tcaggtgagt
   610861 ttgacgccag ataaaaaagg catctatgtc accatcaata ttactgaagg cccacaattc
   610921 aagctaaata gtgtgattgt gagcggcaat cttgcagggc atcaatctga agctgagaag
   610981 ctgacaaaaa ttgagccggg tgagttgttt aacggcagta aagtgacacg tatggaagat
   611041 gacatcaaaa agatgttggg ccgttacggc tatgcttacc cacgtgttgt cactcagcca
   611101 gaaattaatg atgacgataa aacagttaaa ctgcatatca acgtggatgc aggtaaccgt
   611161 ttctatgtcc gccatattcg tttcgaaggt aacgatacca gtaaagactc ggtgttgcgc
   611221 cgtgaaatgc gccagatgga aggtgcatgg ttgggcaatg atcaggtaga agcgggtaaa
   611281 gagcgactta accgtttggg ttacttcgag accgttgatg ttgagactca acgtgtaccg
   611341 ggagctgccg atctggttga tgtgacctat aaagtgaaag aacgaaacac gggcagcctg
   611401 aactttggta ttggttatgg taccgagagc ggggtgagtt tccaggttgg cgttcagcaa
   611461 gataactggc taggcaccgg taataccgtg ggtattaacg gcacaaagaa cgattatcag
   611521 acgtatgcag aatttacgct aatggaccct tacttcactg ttgatggtgt aagtctgggt
   611581 gggcgtattt tctacaatga ctttaaagcg gataatgcag atttatctgg ctataccaac
   611641 agtagctatg gtgccgacgg tactcttggc ttcccaatta atgagaataa ctcattacgt
   611701 gttggtgtcg gttatgtcca taacgatctg tctgacatgt taccgcaagt tgcgatgtgg
   611761 cgttatcttg aatcagtggg tgagcgcccg ggctatgatg gacgtgaagg tttcactact
   611821 gatgacttca ctctgaatct agggtggaca tataacaacc ttgaccgtgg tttcttccca
   611881 acatcggggg ttaaatcatc ggtgaacacg aaaattaccg tgccaggctc agataatgag
   611941 ttctacaaag tgactttcga tacatcagct taccagccat taaatgaaga tcgttcgtgg
   612001 gtgctcttag gccgtggtcg cttaggttat ggtgacggta ttggttcgaa agagatgcca
   612061 ttctacgaaa acttctatgc aggtggttcc agcacggttc gtggtttccg gtcgaataac
   612121 attggtccaa aagcggcgta ttacgctaat ggtggggcta cagtgactaa ctctaccgat
   612181 gcggtagggg gtaatgcgat ggcggtggcc agtatcgagt tgatcacacc gacaccgttt
   612241 atcagcgaga aatactcgaa ttcagtgcgt acctccatct ttatcgactc aggtactgtg
   612301 tgggatacca attgggaaaa cacagctaaa acgcgtgctg caggtattcc tgattacggt
   612361 aaagcgagta atattcgtgt gtctgcgggt gtagcattgc aatggatgtc tccattgggt
   612421 ccattggtgt tctcatatgc taaaccagtt aaagattacg aaggtgataa gtcagagcaa
   612481 ttccagttta acattggtaa aacttggtaa ttgatgggca aagcagttct gaattttaaa
   612541 gacagcactg gtagtgaaag gatcttaagt cgcgttggtg aaatctgacg cttcatcagg
   612601 tgggatacac taccaagtgc aattcaaggt gtctctgaca caaacgggta atggtaagga
   612661 gtttatagtg aaaaagtggt tgtgtgccgc aagtctaggt ttagcattgg ctgcttcagc
   612721 cagcgttcaa gcagctgaca aaattgctat tgttaatgtt tccagcattt tccaacaatt
   612781 acccgcgcgt gaagccgtgg ctaagcagct ggagaatgaa ttcaaaggcc gtgcaaccga
   612841 actgcaagga atggagcgcg atctgcagac taaaatgcag aagctacaac gtgatggttc
   612901 taccatgaaa gccagtgatc gtaccaagct ggaaaatgaa gtaatgaaac agcgtgaaac
   612961 tttctctact aaagcgcagg cttttgagca agataaccgc cgtcgtcagg cagaagagcg
   613021 taacaaaatc ctgagccgta ttcaggatgc tgttaaatct gttgctacca aaggtggcta
   613081 tgacgtagtc attgatgcga atgcagtggc atacgctgat tcttctaaag acattactgc
   613141 tgacgtattg aaacaggtta aataaaacat gccttcaatt cgactggctg atttagccca
   613201 gcagttggat gcacaggtgc acggtgatgg cgatcttgtc atcaccggca tcgcttctat
   613261 gcattctgcc caacctgagc aaatcacgtt tttgtcaaac agccgctatc gggaacaact
   613321 tgcatcttgc aatgcaggtg ctgtggtatt gactgaggct gatttacctt tttgtaaagt
   613381 tgctgcttta gttgttgaaa atccttattt cacctatgcg cgcatggctc aaataatgga
   613441 taccacccct caacctgctc aggatatcgc accgagtgcc gtgatttctc cgcaggcaac
   613501 gttgggcgag ggggtttctg ttggtgcgaa tgcagtcata gagtcgggtg ttgtactcgg
   613561 cgataatgtt gtcatcggtg cgggttgctt cattggtaag aacacccata ttggtgcggg
   613621 tagccgtttg tgggctaatg tttctatcta tcatgaagtt gttattgggc agaattgcct
   613681 gatccaatct ggtactgtca ttggtgccga tggctttggt tatgcaaatg atcgtggtaa
   613741 ctgggtaaaa ataccgcagc ttggttctgt acatattggc gaccgtgttg agattggtgc
   613801 ctgtacaacg attgaccgtg gtgcgctgga taacacgatt attggtaacg gtgtcatcat
   613861 tgataaccaa tgtcagattg cacataacgt tgtgattggc gacaatacgg cagttgccgg
   613921 tggtgttatc atggctggca gtttgaaagt gggccgctat tgtatgattg gcggtgccag
   613981 tgtgattaat ggccatatgg aaatttgtga caaagtaaca attaccggga tgggaatggt
   614041 gatgagacca atcactgaac ctgggttata ctcctccggt attccgttac aaccaaataa
   614101 aatgtggcgc aaaactgccg ctctagtgat gaatattgat ggtattaata aacgcttaaa
   614161 agctgttgag cgtaaaatcg ataaagaata atcactctag cctgacactc tgagttaata
   614221 atcgaactta ctggcagtga tgccaaaagt ctacagagtt cctaatttgc ggcctgccta
   614281 atgcctccct ttggggctgt gcaggccgtg ttgttgatag catcagtttt ttagacagga
   614341 agagtatttt gactactgac actcatactc tgcatattga agagattttg gatctactcc
   614401 cgcaccgttt tccgttcttg ctggtagacc gtgtccttga ttttgaggaa ggaaaatttc
   614461 tgcgtgcagt gaagaacgtc tcttttaacg agccattttt ccaaggccat ttcccaggca
   614521 agcccatctt ccctggtgtg cttatattag aagcgatggc gcaggctaca gggattttgg
   614581 cgtttaagag ccgcggtaaa ctggaaccgg gcgagcttta ttactttgct ggtattgatg
   614641 aagcacgttt taagcgccca gtagtgcctg gcgatcagat gatcatggaa gttgagtttg
   614701 ttaaagaacg ccgtggccta acccgtttta ccggtgtagc taaagtcgat ggcgaaatcg
   614761 tttgcactgc caccatgatg tgcgcgcgta gcaaaccagc agcacctgca gaatctgtcg
   614821 ttgtaaaacc agatgttgta aaaccagatg ttgtaaatcc tgtcgttaag gagtcctgat
   614881 tcgtgattga caaaaccgcc tttatccatc caagttctat cgttgaagaa ggtgccatca
   614941 ttggcgctgg tgtttatatt gggcccttct gcattgtcgg atcccaggtg gaaattggtg
   615001 ctggcacgga actgaaatcc cacgttgtcg ttaatggcat aaccaagatc ggctgtgata
   615061 atcaaattta ccagtttgct tccatcggtg aagcgaacca agatctgaaa tatgcaggtg
   615121 agcctactcg ggttgaggtc ggtgatcgta accgtatacg tgaaagtgtc actatccacc
   615181 gaggtaccac acaaggtggg ggggtgacca aggtcggttg cgacaatcta ctgatggtta
   615241 atacccatgt tgcccatgat tgtgtcattg gtaaccgttg cattcttgct aataatgctg
   615301 cgttgggggg tcatgtagag attgacgatt acgctattat cggtggcatg acggctatcc
   615361 atcaattttg tgtgattggt gcgcatgtga tggtcggcgg ttgttccggt attactcagg
   615421 atgtgcctcc ttttgtcatc gctcaaggga atcatgcgac gccatttggg attaatattg
   615481 aaggtttgaa acgtcgtggt ttcgacaaag aatctcttca tgctatccgt agtgcataca
   615541 agttgttgta ccgcagtggc aggacgttgg atgaagtgaa accagaaatt gctgaattag
   615601 cggagcaata tccagtcgtt aaagcgttca atgatttctt tgctcgttcg acccgcggta
   615661 ttattcgctg acttatgcaa aatagcccat tgactgctga ttgttcatta aacgctggac
   615721 gtcccctaac gattggttta gttgccggag aaacttccgg cgatatctta ggcgctggat
   615781 taattcgggc gctgaaagtt caggtaccca atgcccgatt tgtcggtgtc gctgggcctc
   615841 tgatgcaagc cgaagggtgt gaagcctggt atgagatgga agagttagcc gtcatgggcg
   615901 ttgttgaagt attagagcgc ctgccacggt tattgaaaat caggaaggat ctgactcagc
   615961 gttttagtga gctttctccc gatgtctttg ttggcattga cgcccccgat ttcaacatca
   616021 cccttgaagg gcgcttaaaa caacggggta ttcggactat tcattatgtc agcccatcag
   616081 tctgggcctg gcgacaaaaa cgtgttttca aaattggaaa agcgaccgac atggtgttgg
   616141 cttttctccc ttttgaaaaa gcgttttatg atcgtttcaa tgtcccttgc cgttttatag
   616201 gccataccat ggccgatgcc atgccactag tacccgatca gcaggcagcg agagcagagc
   616261 ttggcattgc gcctaatgcc acttgtctgg cgctgttacc gggtagccgc cactctgaag
   616321 ttgaaatgct cagcgctgat tttttacgta cagcggtaat tctgcgtgat aaattgccca
   616381 atttggaagt agtggttccc ttggtcaaca gcaagcgacg tgaacaattc gagcgaatta
   616441 aagcggaaat tgcgcctgat ttatccgtac atttactgga tggtaaagcg cgtgtcgcga
   616501 tgatcgccag tgatgcagca ttgttagcct caggcacggc tgcactcgaa tgtatgctgg
   616561 ccaaatgccc gatggttgtg gggtatcgta tgaagccatt tactttctgg ttggcagagc
   616621 gattagtcaa aacaccttat gtttcattac cgaatctgtt agcaggggaa gagttggtga
   616681 cagaattgtt gcaacaagag tgccagccgc aaaaactcgc tggtgcactt ttgccgttgc
   616741 tacaaggtgg tagcgaaata gcagccttaa aagaacgttt tttggttctg catcagagca
   616801 tccgctgtgg tgcggatgaa caggcagcac aagctgtatt ggagctggca gatcgatgag
   616861 cgagactttt atttacccac aggctaattt aatcgcaggc gtggatgaag tgggtcgtgg
   616921 ccctttggtg ggtgccgtag tcactgcagc ggtgatcctt gatcctaacc ggccaatagt
   616981 tggcttggca gattcaaaaa aactcagcga gaagcgccgc ctgtcactgt atgacgaaat
   617041 cactgaaaag gcactatcat ggagtcttgg tcgtgctgaa ccggaagaaa ttgatcagct
   617101 taatattttg cacgcaacca tgctggcgat gcaaagggct gtatcggggc tgcatattgt
   617161 acccgattat gtattgatag atggtaaccg ttgcccgaaa ttacagatgc cgtcactggc
   617221 cgttgtcaaa ggagatagcc gggtggcgga gatcagcgcg gcttctattt tagccaaagt
   617281 gacgcgtgat cgtgaaatga ccgagttgga cctcctcttc cctgaatatg gtttcgcaca
   617341 acataaaggc tacccaacgg cttttcattt ggaaaagtta gccgcgcttg gtgccacggt
   617401 acatcatcgg cgcagttttg gcccggtgaa acgggtgctg ggtttggtgt aaacgataag
   617461 cttgcatcga tgatatatat accctaaata atttgagttg cacgaagata gccaatacat
   617521 aggcaacttg aaatatgatg gggatagcta tgatgttccg ggtacttagc taccggggcg
   617581 tatgattcaa tccactcatt tctggtattt ggatatggcc gaacctcgtt ttgtccacct
   617641 gcgtgttcat agcgattatt ccatgatcga tggattagct aagattggac ctttggtgaa
   617701 aagagctgct gcattaggta tgcctgctct ggctattacc gattttacta acctctgtgg
   617761 cctggtgaaa ttctacggca gcgcgcatgg tgcggggatt aaacccatca tcggtgctga
   617821 cttctacgta caaagtgaaa tactgggtga tgaattagct cacctcacgg ttttggctcg
   617881 caataatgaa ggctatcaaa atctgacttt attgatctca gaagcctacc aacggggtta
   617941 tggcgctgcg ggtcctatca ttgatcgcga ttggctgatc aaacataaag aaggactcat
   618001 tctgctgtct ggtggccgaa tgggggatgt gggcaaattt ctgctacggg gtaaccaggt
   618061 tcaggttgat caatgtctcg ccttttatca ggaacacttt ccagactgct attacctcga
   618121 acttattcga accgggcgtc cagacgaaga aaactatctt catgctgccg tggcattggc
   618181 cactgagcgt ggtttacctg tcgttgcgac caatgatgtg cgttttattg atgaatcgga
   618241 ttttgatgcc catgaaatcc gtgtcgctat ccatgatggt tttacattgg tcgatcctaa
   618301 acggccgaag aattacagcc ctcagcagtt tatgcgcgat gaagaacaga tgtgtgagct
   618361 gttcgctgat attccagaag cgttgatcaa cagcgttgag atagccaaac gctgtaatgt
   618421 cactattcgc cttggggaat atttcttacc gcagttcccc acaggggaga tgagtacaga
   618481 agattttctg gtagaaaaag ccaaacaagg tttggaagaa cgtttggaat ttctgtttcc
   618541 ggaccctgag gttaggctgc aaaaacggcc agaatatgat gaacgtctgg atatcgagct
   618601 caaagttatc aaccaaatgg gcttccctgg ttacttcctg attgtaatgg agtttatcca
   618661 gtggtcgaaa gataacggcg taccggtggg gccggggcgt ggctctggtg caggctcatt
   618721 ggtggcttat gccctgaaaa ttactgatat tgacccactg gaatttgatc tactgttcga
   618781 gcgcttcctt aatccggaac gtgtatcgat gcctgacttc gacgttgact tctgtatgga
   618841 gaaacgtgat ctggtgatcg aacacgtggc ggaaatgtat ggccgcgatg cggtttccca
   618901 gataattacc ttcggtacca tggcggctaa agcggtcatc cgcgatgtcg gccgtgtatt
   618961 aggccatccc tatggctttg ttgatcggat ctcaaaatta atcccactcg atccggggat
   619021 gacactggaa aaagcgtttg cagcggagcc acagctagct gaaatttatg aagctgatga
   619081 agaggtcagg gcgctaattg atatggcgcg taagctggaa ggagtaacgc gaaacgccgg
   619141 gaaacatgct ggaggcgtgg ttattgcccc cactaagatt accgattttg ccccactcta
   619201 ttgtgatgcg gaaggcaata acccagttac gcagtttgat aaaaatgatg tggaatatgc
   619261 tgggctggtg aagtttgact tcctcggtct acgtacacta accatcatta attgggcgtt
   619321 ggagatgatt aacgcccggc gcgctaaaac tggattggaa cccattgata tcgcctctat
   619381 tccgctggag gataaaaaaa gcttcgatat gctgcaacgt tcggaaacga cagcagtatt
   619441 ccagctggaa tccagaggga tgaaagactt gatcaagcgc ctgaagcccg actgcttcga
   619501 ggacatgatc gccttagtgg cgttatttcg tcccggtccg ttacaatcag ggatggttga
   619561 taactttatt gaccgtaaac acggccggga agcgatatct tacccagata ttgagtggca
   619621 acatgaatcc ttgaaacctg tgcttgagcc gacctacggc attatcttgt atcaggaaca
   619681 ggtcatgcaa attgcgcagg ttctgtccgg ctactcactg ggtggtgcgg acatgttgcg
   619741 tcgtgccatg ggtaagaaaa accctgctga gatggctaag cagcgttctg tatttgaaga
   619801 tggtgcgaaa aatcagggta ttgatggtga gctggcgatt aaaatctttg acctggttga
   619861 gaaatttgca ggttacggtt ttaacaaatc tcactcggca gcttatgcat tagtctccta
   619921 tcaaacgttg tggttaaaag cccattatcc ggctgaattt atggctgcag taatgaccgc
   619981 tgatatggat aatacggaca aagtggtcgg cttggtcgat gaatgctggc gtatggggct
   620041 gaaaattctg ccccctgaca tcaacagcgg tttgtaccat ttccatgtaa acgatgatgg
   620101 cgaaattgtt tatggtattg gtgccattaa aggtgtaggt gaggggccga tagaagccat
   620161 tctggaggcg cgtaaagagg ggggctattt taaagagtta tttgacctat gcgcccgtgt
   620221 cgataccaaa aagcttaaca agcgtatttt agaaaaactg atcatgtccg gtgcatttga
   620281 ccgtttgggg ccacaccgtg cagcattgat gagttctctc ggggatgcgc ttaaagccgc
   620341 agatcaacat gctaaagccg aagcaattgg tcaggtagat atgtttggtg tattagccga
   620401 cgcgcctgag caggttgagc aatcctatgc caatgtgccg ccatggcagg agcaggttgt
   620461 tttagatggt gaacgggaaa cgctggggct gtatttaact ggccatccga tcactcagta
   620521 cctcaaggaa atcgaacgct atgccggtgg gatgcgtttg aaggatatgc atccgacgga
   620581 tcggggcaaa atgaccaccg cagtggggtt ggtgatcgcg gcaagggtta tggtcacaaa
   620641 acgtggtaat cgcattggta tttgtacgct agatgaccgc tctggtcgtc tggaggtgat
   620701 gttattcacc gatgcattgg aaaaatatca gcatttattg gaaaaagacc gtatcctgat
   620761 agccaccgga caggtcagct ttgatgactt tagtggtggg cttaaaatga ccgcccgtga
   620821 gttaatggac atcagtgaag ctcgtgaaaa atatgcaagt gggcttgcta tctcgctgac
   620881 tgacaggcaa attgatgacc agcttttgaa ccgtctccgt cagtcgttgg aaccccatcg
   620941 agcggggacg atcccagtac atctttatta ccaacgggaa gatgctcgcg cccggctgcg
   621001 gtttggagcc acatggcgcg tgacgcccac cgatcgctta ttaatcgatt tgcgaacgtt
   621061 ggtaggtaat gagcaagtgg aactggaatt tgactaaaat aggaatgcta tgagtctgaa
   621121 ttttcttgat tttgaacagc cgattgcaga gctggaagcg aaaattgact cgctgactgc
   621181 agtcagccgt caagacgaaa aattagatat taatctggat gaagaggtcc agcgtctgcg
   621241 tgagaaaagt gttgagctga cgcggaaaat tttctcggac ctcggcgcat ggcagattgc
   621301 ccaattggca cgccatcctc gtcgtcctta taccctggat tatatcgcta atatctttac
   621361 cgatttcgaa gagctggctg gtgatcgtgc ttatgccgat gataaagcta ttgttggcgg
   621421 tattgcacgt ctggatgggc gcccggtgat gattattggt catcaaaaag ggcgtgaaac
   621481 caaagagaag atccgtcgta actttggtat gccagcacca gaagggtatc gtaaagcttt
   621541 acgtctgatg gaaatggctg aacgctttaa gttacccatt attactttca tcgatacacc
   621601 gggggcttat ccgggtgttg gggcggaaga acgtggtcaa tcagaagcga ttgcgcgcaa
   621661 cttgcgtgaa atgtcacgac tgaatgtccc tatcgtctgt accgtgattg gtgaaggtgg
   621721 atctggtggt gcgttggcta tcggtgtggg tgataaagtg aatatgctgc aatacagcac
   621781 ttattctgtt atctctccag aaggttgcgc ctctattctg tggaaaagtg cggataaagc
   621841 gccattagcc gcagaagcga tgggcattac tgcacatcgc ctaaaagaac tgaagatgat
   621901 tgactcagtg atccccgagc cgttgggggg cgcacatcgc gattacgccg cgattgctat
   621961 ctcactgaaa gcgcaactgt tggcagatct caatgatttg gatgtgctga atgacgaaga
   622021 gttattgaat cgtcgttatc agcgcttgat gaactacggc tattgctgag ttgattgcca
   622081 actgataaaa gccggtgcgg aatttaagcg ccggtttttt ttatctattt tttactgaag
   622141 acccgaattt agttaagcaa tctataccca agttacttcg agatgcaggg ggccaacaca
   622201 caggcaactt aaagtctggc agatgtaaca tgtttaattt aacggaggat acgtgctggc
   622261 aattaataag attcaccata ttgcgattat ttgctcagat tatcaggcca gtaaacggtt
   622321 ctactgtgag gtgctaggtt ttaatctgat cagcgaggtt tatcgcgaag agcgtgattc
   622381 atggaaagcg gatctggcgt tacatgacca atacaccatt gaattattct cctttccttc
   622441 accggtaccg cggccaagtc gtccagaggc ctgtggttta cgtcatctgg ctttccaggt
   622501 tgatgatatt gatctggcgc taaaagaact tgtcgtcgcg ggcgttgttt gcgaagcagt
   622561 tcgcattgat ccctacactc aatcacgttt tactttcttt aatgacccag atggtttacc
   622621 actggagcta tatgaattga aagcggaatg acatgaactt agtcacctcg aaacccaatg
   622681 tgttacttaa ccctcttttc gctcaactgg gtgaaaaccg tcatgtgttg gtggggttta
   622741 gtggtgggtt agattccacg gtgttactgc atttattggt ctgtttacgt caacaactta
   622801 ttcctgaact gaacattcgc gctattcata ttcaccatgg tttaaacccg caggctgata
   622861 gttgggtaaa acattgtatg cagcaatgtg atcaatggaa aattgagctt aaggtggtgc
   622921 gagttaatat tgatcctcgg cagaacggga tagaagcggc agccagaaca gcacgttacc
   622981 aagccttttc cgccaatttg gctgccaaag aagtcttact gaccgcccag catttggacg
   623041 atcaatgtga gaccttcctg ttggcactta agcgtggtag cgggccggcg ggtctctctg
   623101 cgatggcggc taaaatgccc tttgcccaca gccaactgtt gcggccacta ctcgcttttt
   623161 ctcgagagat attagagaac tatgcacagg cacagcaatt acaatggatt gaagatgata
   623221 gcaatcaaga tgatcgtttt gatcgcaatt tcttacggct aaatgttctg ccgatactta
   623281 atcaacgttg gccacatttt gctcaggcca cggcacgtag tgcggggcta tgtgctgagc
   623341 aggagcagtt attggatgaa ctgttggctg aaaacttgca gcagttacag ggacctgaca
   623401 gatcactctc tattgatgga ctattacagg catcaatggc gaaacgggcg gctatattgc
   623461 gccgctggtt ggcgagtctt ggtgcaccaa tgccatcaca aagccaattg cagcgcctgt
   623521 ggctggaggt cgccatggca cggcaagatg cggagcctca attaatgatt ggcacccgtc
   623581 aggtacgccg ttttcgtcaa catctgtatt tattaatgcc cttggctgaa ataacaacaa
   623641 attacttacc ttgggcaacc gttaaggccg ccccaaattc gtcgataata cctttattac
   623701 ccgagccatt atggctacct gccgatttag gcgtactgag gtttgtctca gcgggtgggc
   623761 aagcggtccg tcctgccgcc gttggcgagg agataagtgt acgttttggt ttacagggag
   623821 atatcaaaat tgttgggcgg catcactcgc gtcaaagtaa aaaagtatgg caagagctgg
   623881 gtattccccc atggcagcgg gaacgtattc cgctgttata tttcggtgaa caattaattg
   623941 cagccgcggg ggtattcgtt acccaagcgg ggcaggcgaa tgaaaatgag ccatgctggc
   624001 acttagattg ggataaacca cttagattgg gataaaacaa cacccgcatt gaaaaagaag
   624061 aagagagagt cgaagttgat gactcaatgc ccacaccgga gagaataaat agatcgtaaa
   624121 aacgccagat tccccgcatg aaaataactt ccatgtgggt tagaacagtg ccatctgtgg
   624181 tgcgggcagt ctatcctcac gcgtttaaaa acgagtcatt gagggtttgt ccgttgtctg
   624241 gaagagtccc gttaattttt gaggagcaat aatgatgaaa ttagttgtca gtatggcggt
   624301 gttactgagc ttgtgtagct ttcaggtgtg ggcaaaaaat gatattgagg cggggcgtgc
   624361 taagtcatcc agttgtgtgg cctgccatgg catgaatggt aaagtttcag tacctatgta
   624421 tcctaacctg gccgggcaga atgcgctgta tctgcaacaa tcattagaag cctataaaaa
   624481 ggggagccgc tccggcgggc aagccgaggt gatgcgcgct tatgtatccg gtttatccga
   624541 tgaagatttt tctgatttgg ctgcgtatta tgccagccta aagccataaa ttatatgtgg
   624601 ataataaaac aagccagtca gtgaatcggg tgataaatct gccgggagct gattttaacg
   624661 cggcttacag cgaccttgta gaggcgaagt gtaaggatag gcagagtagt cacgaaagcc
   624721 gtcagtacag tagtcacgtc aagtacgtag ggttaaaggt aagtcgggta aaatgtaagc
   624781 caggtaaatg taaataggat aaatgcaaaa cgggccgctc ttcagcgacc cgtttttcac
   624841 aaggaagtgg aaactatgat gcgctcacta cgaccgttcc aatttcgggg tgactgaagc
   624901 tggcgatatg gtccagacgc aattcgcgca ttgtcccttc ttgctcgaca atcaggtact
   624961 cgaccttttt tctcagcagc agatcgctgg ctttgccttc tacgatctca ccgcctctca
   625021 acttcaacgt cagtatcagg tgatgttggc aggcgagttc cagattatcg tagtcatcac
   625081 aattgatggg ttgatactct tcactcatcg acataatcgc tcaccaataa gttagcggcg
   625141 gcataggccg cctgttccct aacggaggac gggagtgcgt cgttagccgc aacttcgtcc
   625201 aatgctttca atacacagcg tagtgcgtct ggcacgtagc caagatcacc acttccaatc
   625261 tcggcataaa aacggcgtac taattcacag tattgctgca caataatcct cccggaaaag
   625321 tttaacccgg taagctctca gcagaaaaga caaactgtaa acctacgaag ataaactctg
   625381 aacttataag gactatagca caggagttgt agagatatta gagtgcaagc taaggtttat
   625441 ttttggtatt gataccactt atatccttct ttctgtatgg ttcgctgtct gctggcaggt
   625501 ctaatcaagt acactgttag ccagataatt cagaggtcac ccatggcact aaaagcaact
   625561 atccataaag ccgctattaa cattgcagat atggaccgta attttttcca ggatattaac
   625621 ctgacgatag cgcaacatcc ctcggaaacg gatcaacgta tgatgctgcg tttactggca
   625681 tggatttgcc atgctgatga gcgcttgctg tttaccaaag gactcagtgc tgatgatgaa
   625741 cccgaagttt ggcgccataa tgaccacaac ggcattgagc tgtggattga attggggcta
   625801 cctgaagaga aacggttgcg caaagcctgt aatcaatcaa aacaagtcgt tctgtatgca
   625861 tacagtgagc gtgcggccaa agtctggtgg ccacaagttc aggagaaact cgctgggcat
   625921 cgtaacttaa gagtgcgttt tcttgatgac gaacaaatgg cgaagttggc tgcgctgtct
   625981 aaccgcaata tgtcattaca ggcgacactg caagaaggga ctatctggct atcagatgta
   626041 cagaataatc tggaaattag ttttgccgaa tggcaaaact acgggcaata agtgtgttga
   626101 ttatctctaa tagtgtcacg ctggccagcg gcgagattga gctgaccgcg atccgggcgc
   626161 agggcgctgg aggccagcat gttaataaaa cctcaactgc gattcatttg cgctttgaca
   626221 ttaaggcctc aagcctgcca gagtattata aagaaaggtt attgttgcta aatagccatt
   626281 tggtgacagc tgaaggtgtt gtcatcataa aagcacagga ataccgcagc caagatatga
   626341 accgtgaggc tgcattggcg cgcttggtag cactcattcg ccaggcaatg gtggtagaaa
   626401 aggcccgtcg agcgacaaaa ccaaccaaag gttcaaaaat caggcgagtt gagggtaaag
   626461 tccgcaaagg ggcgacaaaa gcgctgcgtg gtaaaataca tcaagagtga agtcgatatt
   626521 tatatgaacg ttgatacatt gcggttgata tgacttcatt ccatatatat cggacacagt
   626581 atgggagaat cactgtgagt aaattaacga taacgctact tttggcagta ggtgcgctgt
   626641 cattattagg ctgtaataat cgctctcaac ctgctgaaca ggttttgcaa ccaatgcagc
   626701 agagctatca gggcgtatta ccttgtgcgg attgcagtgg cttagacact tctttgttcc
   626761 tcgatagtga tgggactttt atcttgaaag aagtttatct cggcactaaa gatggcgacc
   626821 aaacttttgc agaatatggt aaatgggcac gtactgctga taagttagtg ttaaccaacg
   626881 gtcagggaga aaaacgttac ttccaccctg tcgataaaag cttggtgatg ctcgatcagc
   626941 aaggtttacc cattaaatcg acactgaatt atcagttgga acccagcgac cagccgttat
   627001 ccaaaacgcc aatgccacta agtggtatgt ataaatactt tgctgatgcc gccatattta
   627061 ctgattgtgt aacgggtaag gcgttcccgg tagagaataa tatcgaactg gaaaccgggt
   627121 atttaaacgc tcgcagaaac cctggagaac ctgtgttttt gaccctcaat gggtattttg
   627181 attcaaggcc atcaatggaa gaagggcgaa cgaataaaac gctgattccg gagggggata
   627241 ttcagtttaa tgccaataaa agttgtgaga aaaaatagcc cttgtccata gctaaaataa
   627301 gaagccgcac ggtagttcaa gttctccggc ggcttcatca gtaaaatacc ccgcttatgg
   627361 ggactcttta tttatggcgg gtatctttat ttatgacggg tatatagcca ttcagcgttt
   627421 tatttggctc agcaagaact caacaatttc gctggtctta atcatttgtt tctcaccgac
   627481 gcgtcggttt ttgtattcca cttcttcgct atcgagatta cggtcaccaa tgacgatatt
   627541 gtgtggcacg ccaatcaatt ccatatcggc aaacatcaca cctgggcgct ctttacggtc
   627601 gtcgagaata acgtcaatac cgtgagaacg cagggtggtg tagagctctt ctgccagttc
   627661 tttcactcgg aaagatttgt gcatattcat aggtagaata gcaacctgga atggcgcaat
   627721 agcatctggc cagatgatac cgcggtcatc atggttctgc tcaatagccg ccgccaccac
   627781 acgggatacc cctatgccgt agcaacccat ggtcatcacc tgattacggc catcttcgcc
   627841 ctgaacggtg gctttcatga cttcagaata tttggtccct aactggaaaa tatggcccac
   627901 ttcaataccg cgtttgatct gtagagtgcc tttgccatca gggctgatat cgccttctac
   627961 tacgttacgc aaatcagcaa cgagcggcag cgccaaatca cgctcccagt taataccaaa
   628021 gtaatgcttc ccatcaatat tcgcacccgc accgaaatcg ctcatcaccg ccacactgtg
   628081 gtcagcaata acaggcaatg ataaattaac cgggcctaat gaacctgggc cagcgccgat
   628141 agctgcacga atttcctctt cgctagcaaa ggtcagtggc ttggcaactt gtggcagctt
   628201 ctctgctttg atctcattta aatcatgatc gccgcgcacc aggagcgcaa ccaacttatg
   628261 accactctct tcgtgagcat gaaccaataa ggttttcacg gttttctcaa tgggtagttt
   628321 gaattgctct accaactcgg cgatggtttt tgcgttcggg gtgtcaacga ttcgcagctc
   628381 ttctgtagcc ggtgcgcgtg gttcagttgg cgctaatgct tcagcgaatt caatattggc
   628441 tgcgtaatca gagccagtgg agaaaacgat atcatcttcg ccactttctg ccagcacttg
   628501 gaattcgtgg gatgcactgc cgccgataga gccggtatcc gccagtaccg cacggaagtt
   628561 caaatccatc cggctgaaaa tcttactgta cgcggtatac atcgcgtcgt aagtttcctg
   628621 taaagactct tgcgtagtat ggaaggaata cgcatctttc atcaaaaact cacgggcgcg
   628681 catgacacca aagcgcgggc gcacttcatc acgaaacttg gtctgaattt ggaagaaatt
   628741 cagcggcagt tgtttgtaag agttaatctc gccgcggatc agatcagtaa tcacttcttc
   628801 atgggttggg ccaagaacaa aagggcgctc gccgcggtca acaaaacgca acaactcagg
   628861 gccgtactgc tcccagcggc cactctcttg ccataagtcc gcgggttgta ccactggcat
   628921 tgatacttcg atagcacctg cgttattcat ttcttcgcgc acgatgtttt caactttttt
   628981 caacacccga accccggtcg gtagccaggt gtaaagacct gaggccagtt tgcggatcat
   629041 cccggcacgg agcatgagtt gatggctgat aacttcagca tcggcaggtg tctctttctg
   629101 agtggagagc agatattggc tagtacgcat gatgtttttg ttccattagc attgcaatta
   629161 ggggcagcca aaaagtaaaa agtggcctag tttaccagtg agcacgggtt gtcaaaagag
   629221 agcagagtga aatttagcgt gggtcgagtg ataacacttc tgtttgctgg ccaataaccc
   629281 gccagcgcac attaaattcc agtaataaaa cggcatattc acggctttca ttatcgtctt
   629341 tacggtaagc tgggcgtgga tcttgtgcta aaacttggct gataaaacgg cgaagatgtg
   629401 gataacgctg ctggtggtga gctaactgtt gctcggcggc gggagaaaag caaacttgca
   629461 tctctgtatc tggtgcagat tgcgcaaaac cagcgcgcgc ctgaggttgg ctctcagcga
   629521 aaggcagata aggtttaata tcaataacag gcgtgccatc aactaaatcc aggctgccca
   629581 atgccagaat cacctcaccg ttttggcaac gaacgccttt caactcaatc agcgacatgc
   629641 ctatcgggtt tggacgaaaa gttgaacggg tcgcaaatac gcccattcgt gtatttcccc
   629701 ccagacgggg agggcgaaca gttggacgcc agctaccctc catcgtctga tggaaaacga
   629761 atatcaccca taaatggctg aagtcagata agccgcgtac gctttctggt tggttgtaag
   629821 gtgccagcaa ctgtaattcg ccaccaccat cctcaaccaa accgggttgc cgtggtaccg
   629881 caaacttttc tttatacggt gaacggatca cgccgatctg attaaaagag aatgtactca
   629941 tttagatgaa acgttcagtg ctgaaccctg acacaccgct tgttgatagc agccagggac
   630001 accactttgt atttcacatt catgcagtaa gacggcattt gctttcatat aagatgcacg
   630061 aatttgcatt ctcttacgag cggttgaaat actgggtgga gaatcctgaa cggttgattg
   630121 gcaagattca ccagacactt cacctagatc gcgaaaaggc ttaccaacaa gttcttcggc
   630181 acttttataa agctttaccg gtgcaggccg tggggctgcc gtggggctgc gttcgataac
   630241 cggaggtggt tgcttaatcg gattatctgt ggtggatggc tttgatggaa gcagggtaca
   630301 tccagttagc gatagagcta acagacacag aggtaacgca cgcataaaaa ttcctcagcc
   630361 ttattcattt aagttgtgct attgaagcaa tctattattc aaataacaag acgggctata
   630421 gcccgtcttg tcgatatatt caataaaaga ggtaattaaa gattaccagc cttttactgc
   630481 gccaccgttg aatgctttat tcgctgcatc ataaacttcg tcagactggt aagcctgaac
   630541 aaattttttc acattttccg catctttatt gtcttcgcgg gcaacaatca gattcacata
   630601 cggtgattct ttatcttcca caaacagacc atctttagct ggtgtcaggc caatttggct
   630661 agcgtaagtg gtattgataa tcgccagagc gatttgttgg tcatccaaag aacgtggtaa
   630721 ttgaggtgct tccaactcaa ccagtttcag atttttaggg ttctcaacca catctaatac
   630781 ggttggcagc aggccaacac cgtctttcag cttaatcaga ccaacgcttt gtagcaataa
   630841 cagagaacgg cccaaattag tagggtcatt tggtagggcg acctgagatc caggttgtag
   630901 ttcatccagt gacttgattt tcttggaata gccggcaatg gggtaaacga acgagttgcc
   630961 aacagaaacc agtttgtagc cacggtcttt gatttgctga tccagataag gtttatgctg
   631021 gaaagcgtta aggtcgatat cccctttgct cagtgcttcg tttggtaaca catagtcatt
   631081 gaatgtcacc agttcaacgt ccagaccgta cttttcttta gccactttct gagccacttc
   631141 ggcaacttgt tgctctgcac cgacaataac gccaacttta atatggtttg gcgctttttc
   631201 cgtcgggccg caacccacca aagtcaaggt accaatcagc gcactaattg ctgcgataga
   631261 tttgaatttt aaagacatat cccttcctct atagacattc gttaagatgc gccgctgtgt
   631321 gaggcagtcg ctgattaatc actatttgtg cgtaacggct ttgactatcc gatcaccact
   631381 taactgaatt aggtagacca gaattactag taatactaat acagtattca tcaccgtagc
   631441 gttataccca atataaccat actgataacc gatttgacct aagccaccgg cacctactgc
   631501 tcctcccata gcggaatagc ctaccagagt aattaatgta atcgttgccg cattcactaa
   631561 gccgggcagg gcttctggta ataatacctt tttgatgatc tgcatcggtg ttgcgcccat
   631621 cgcacgtgcc gcttcaacca aacctgacgg aatctctagc agagcgtttt ccaccatacg
   631681 ggcaatgaaa ggcgcggctc ctaccgttaa cggcacgata gcggcctgca atccaatcga
   631741 tgtgccgacg atcatgcgtg taaatggaat catccatacc aataagataa taaaaggaat
   631801 ggagcggaaa atattcacca caccagacag cgttctataa attttattgt tagcgataat
   631861 ttgcccagga cgggtgacat ataacagcac ccctacaggt aaccccagaa caaagccaaa
   631921 gaaaccggaa acaaaagtca tcataagagt ttcccagacg cctcgagcca ttaaccacat
   631981 cattgcctca gacataaccc agaacctcta ctttcacatg atgatcttgt aaaaacttga
   632041 tggcagccag gccatcctga acgtcgccat gtagctctgc caacatgaca ccgaatttca
   632101 ccccaccggc ataatccatc tgcgagctta ggataccgat atcaatattg aagcggcgca
   632161 cggcttgtga gattaacgga gcatcaactg acttaccggt gaactccagc ttcagaagcg
   632221 ggacgtgatc taccgttggc tccgggctca tacgtttggc gtaatcttcc ggaatatcca
   632281 aatgcagggt ggattgaata aattgttgtg ctaatggtgt cttgggatga gagaacacct
   632341 cactgacact gtctttttca atcagtttgc cttcacttat tactgcaact tgatcacaga
   632401 tgcgtttcac gacatccatc tcatgagtga taagcaaaat cgttaacccc aaacggcggt
   632461 taatatcttt tagcagctcc aatattgagc gggtggtggc tgggtctaat gcgctggtgg
   632521 cttcatcaca cagcaaaact ttaggattac tggccagcgc gcgagcgatc gcgacccgct
   632581 gtttttgccc accggacaga ttagcggggt aagcatcttg cttatcggtc aaccctacta
   632641 aatccagtaa ttcattcact ctcttcttta tatctgcacg cgatgtattg tccaactcaa
   632701 gaggcaatgc aatattgccg tatacagtgc gtgatgagag taaattaaag tgctgaaaaa
   632761 tcatgccaat ctgacgacgc gcgcgtgtta attggccttc agacaaggtg gtcagatctt
   632821 ggtcatcaac cagaacttga ccgctggttg gccgttctaa catattagcg caccgaatca
   632881 gggtactttt acctgcgcca gaagcgccga taacgccata aatttgcccg gcagggacgt
   632941 gaagactcac gtctgatagc gcggtaatag tgcgcgaacc ctgctggaac actttgctga
   633001 tgtgggtgag tttaatcata ttattcttat tttatcgtta tttccgtggc tagataaaaa
   633061 gtggacttta gtagaaccaa agtgtggatc ggatgttaag gtgtctagac ggctaagtca
   633121 actgacaacg tggattctct tccgttctca ataggtaata aaacatgcga tactatcggg
   633181 gtttacagcc ctcaggagta tataagtgac tcagtccgtt cccgcaatat ttttagatcg
   633241 tgatggtaca gttaatgtcg atcatggtta tgtccacgaa attgacaact ttcaatttat
   633301 cgatggtgtt attgatgcat gccgtgaatt gaaagaaatg ggttttgcgt tggtgttggt
   633361 aaccaatcaa tcgggtatcg cccgcgggat gtttaccgaa gaacagtttt taagtctaac
   633421 cgaatggatg gactggtcat tggctgatcg cggtgttgat ttagatggca tctatttctg
   633481 cccacatcat cctgatggca gtgtcgctga attcagtgaa acatgtgaat gccgcaaacc
   633541 attacccgga atgttattgc aagcgcagaa tgaacttaat attgatatgg ctgcttctta
   633601 tatggttggc gacaaaattg aagatatgca ggcggcatta gcggcgaata ttggcactaa
   633661 agtattggtt cgaacgggta agccagtcac tgccgagggt gaagcagcgg ccgattgggt
   633721 gctaaatagt ctggcagacc taccaaaagc aataaaagcg cgttataaat agcctgtacg
   633781 ttcaaataat caacaaacga aaaaaatgtg aagataaacc cttgccattc tgaagcagct
   633841 ccctataatg cgcatccatc gacacggcgc tgtgagcaac ttcacagagt ggccggggag
   633901 agcagagaaa attaactgat taagtggttg actctgtagc gggaaagcgt attatctgcc
   633961 tcccgcgtta ccgtaagatt cgccgcaagg caaacgggta acgaacgctc tttaacaatt
   634021 tatcagacaa tctgtgtggg cactcgcaag acgatatcga cgcctgtttc ggcaggcaga
   634081 aataatatca agtcttgaag agtgaccaaa gcagtaaaca ttttgactcc ggtcagaatg
   634141 cctatttgca gaaagtaatc tttgagcacc gctgctttta cgcaagtaaa agtcagcaaa
   634201 tcaaacaaat cttaaattga agagtttgat catggctcag attgaacgct ggcggcaggc
   634261 ctaacacatg caagtcgagc ggcagcggga agtagtttac tactttgccg gcgagcggcg
   634321 gacgggtgag taatgtctgg ggatctgcct gatggagggg gataactact ggaaacggta
   634381 gctaataccg catgacctcg caagagcaaa gtgggggacc ttagggcctc acgccatcgg
   634441 atgaacccag atgggattag ctagtaggtg gggtaatggc tcacctaggc gacgatccct
   634501 agctggtctg agaggatgac cagccacact ggaactgaga cacggtccag actcctacgg
   634561 gaggcagcag tggggaatat tgcacaatgg gcgcaagcct gatgcagcca tgccgcgtgt
   634621 gtgaagaagg ccttcgggtt gtaaagcact ttcagcgagg aggaaggggt tgagtttaat
   634681 acgctcaatc attgacgtta ctcgcagaag aagcaccggc taactccgtg ccagcagccg
   634741 cggtaatacg gagggtgcaa gcgttaatcg gaattactgg gcgtaaagcg cacgcaggcg
   634801 gtttgttaag tcagatgtga aatccccgcg cttaacgtgg gaactgcatt tgaaactggc
   634861 aagctagagt cttgtagagg ggggtagaat tccaggtgta gcggtgaaat gcgtagagat
   634921 ctggaggaat accggtggcg aaggcggccc cctggacaaa gactgacgct caggtgcgaa
   634981 agcgtgggga gcaaacagga ttagataccc tggtagtcca cgctgtaaac gatgtcgact
   635041 tggaggttgt gcccttgagg cgtggcttcc ggagctaacg cgttaagtcg accgcctggg
   635101 gagtacggcc gcaaggttaa aactcaaatg aattgacggg ggcccgcaca agcggtggag
   635161 catgtggttt aattcgatgc aacgcgaaga accttaccta ctcttgacat ccacagaatt
   635221 tggcagagat gctaaagtgc cttcgggaac tgtgagacag gtgctgcatg gctgtcgtca
   635281 gctcgtgttg tgaaatgttg ggttaagtcc cgcaacgagc gcaaccctta tcctttgttg
   635341 ccagcacgta atggtgggaa ctcaagggag actgccggtg acaaaccgga ggaaggtggg
   635401 gatgacgtca agtcatcatg gcccttacga gtagggctac acacgtgcta caatggcaga
   635461 tacaaagtga agcgaactcg cgagagccag cggaccacat aaagtctgtc gtagtccgga
   635521 ttggagtctg caactcgact ccatgaagtc ggaatcgcta gtaatcgtag atcagaatgc
   635581 tacggtgaat acgttcccgg gccttgtaca caccgcccgt cacaccatgg gagtgggttg
   635641 caaaagaagt aggtagctta accttcggga gggcgcttac cactttgtga ttcatgactg
   635701 gggtgaagtc gtaacaaggt aaccgtaggg gaacctgcgg ttggatcacc tccttaccta
   635761 acgatacgca ttgcgcagtg cccacacaga ttgtctgatg aatgtaaacg agcaagagca
   635821 cctgttgatg ttatgagttt cgactcatgc tgatacgaaa cggttgaatt tcggtttgat
   635881 cggtattttc gtgtccccat cgtctagagg cctaggacac tgccctttca cggctgtaac
   635941 aggggttcga atccccttgg ggacgccaat ccgataatga gtgaaagaca ttatcaccgg
   636001 ttctttatga actgaaaaat aacgtaaaga tgactttacc aagtcgtgtt tacgatattg
   636061 ctctttaaca atctggaaca agctgaaaat tgaaacatta cagctgaaat ttaccccgcc
   636121 gtagatgtat tggggtaaag agtaacctgt aatagagtct ctcaaataat cgcaacacaa
   636181 gatgtactgt cagcaatgat aagacacctt cgggttgtga ggttaagcga ctaagcgtac
   636241 acggtggatg cctaggcagt cagaggcgat gaagggcgtg ctaatctgcg aaaagcgtcg
   636301 gtaagctgat atgaagcgtt ataaccgacg atacccgaat ggggaaaccc agtgcaatac
   636361 gttgcactat cgttagatga atacatagtc taacgaggcg aaccggggga actgaaacat
   636421 ctaagtaccc cgaggaaaag aaatcaaccg agattccccc agtagcggcg agcgaacggg
   636481 gaggagccca gagtctgaat cagtttgtgt gttagtggaa gcgtctggaa agtcgcacgg
   636541 tacagggtga tagtcccgta caccaaaatg cacaggctgt gaactcgatg agtagggcgg
   636601 gacacgtgac atcctgtctg aatatggggg gaccatcctc caaggctaaa tactcctgac
   636661 tgaccgatag tgaaccagta ccgtgaggga aaggcgaaaa gaaccccggc gaggggagtg
   636721 aaatagaacc tgaaaccgtg tacgtacaag cagtgggagc accttcgtgg tgtgactgcg
   636781 taccttttgt ataatgggtc agcgacttat attttgtagc aaggttaacc gaatagggga
   636841 gccgtaggga aaccgagtct taactgggcg tctagttgca aggtatagac ccgaaacccg
   636901 gtgatctagc catgggcagg ttgaaggttg ggtaacacta actggaggac gaaccgacta
   636961 atgttgaaaa attagcggat gacttgtggc tgggggtgaa aggccaatca aaccgggaga
   637021 tagctggttc tccccgaaag ctatttaggt agcgcctcgt gaactcatct tcgggggtag
   637081 agcactgttt cggctagggg gccatcccgg cttaccaaac cgatgcaaac tccgaatacc
   637141 gaagaatgtt atcacgggag acacacggcg ggtgctaacg tccgtcgtga agagggaaac
   637201 aacccagacc gccagctaag gtcccaaagt catggttaag tgggaaacga tgtgggaagg
   637261 cacagacagc caggatgttg gcttagaagc agccatcatt taaagaaagc gtaatagctc
   637321 actggtcgag tcggcctgcg cggaagatgt aacggggcta aaccatgcac cgaagctgcg
   637381 gcagcgacac ttaggtgttg ttgggtaggg gagcgttctg taagccgttg aaggtgacct
   637441 gtgagggttg ctggaggtat cagaagtgcg aatgctgaca taagtaacga taatgcgggt
   637501 gaaaaacccg cacgccggaa gaccaagggt tcctgtccaa cgttaatcgg ggcagggtga
   637561 gtcgacccct aaggcgaggc tgaaaagcgt agtcgatggg aaacaggtta atattcctgt
   637621 acttggtgtt actgcgaagg ggggacggag aaggctaggc tggccgggcg acggttgtcc
   637681 cggtttaagc gtgtaggggg agtgaccagg taaatccggt tgcttatcaa ccctgaggcg
   637741 tgatgacgat gcaccacggt gcagaagcag ttgatgccat gcttccagga aaagcctcta
   637801 agcatcaggt aacattaaat cgtaccccaa accgacacag gtggtcaggt agagaatact
   637861 caggcgcttg agagaactcg ggtgaaggaa ctaggcaaaa tggtgccgta acttcgggag
   637921 aaggcacgct ggcgttaggt gaaaggacta gctcctggag ctgaagccag tcgcagatac
   637981 cagctggctg caactgttta ataaaaacac agcactgtgc aaacacgaaa gtggacgtat
   638041 acggtgtgac gcctgcccgg tgctggaagg ttaattgatg gggtcagccg caaggggaag
   638101 ctcttgatcg aagccccagt aaacggcggc cgtaactata acggtcctaa ggtagcgaaa
   638161 ttccttgtcg ggtaagttcc gacctgcacg aatggcgtaa tgatggccag gctgtctcca
   638221 cccgagactc agtgaaattg aactcgctgt gaagatgcag tgtacccgcg gcaagacgga
   638281 aagaccccgt gaacctttac tatagcttga cactgaacat tgagccttga tgtgtaggat
   638341 aggtgggagg ccttgaagtg tggacgccag tctgcatgga gccaaccttg aaataccacc
   638401 ctttaatgtt tgatgttcta actcggcccc atgatctggg gtgaggacag tgtctggtgg
   638461 gtagtttgac tggggcggtc tcctcccaaa gagtaacgga ggagcacgaa ggttagctaa
   638521 tcacggtcgg acatcgtgag gttagtgcaa aggcataagc tagcttgact gcgagagtga
   638581 cggctcgagc aggtacgaaa gtaggtctta gtgatccggt ggttctgaat ggaagggcca
   638641 tcgctcaacg gataaaaggt actccgggga taacaggctg ataccgccca agagttcata
   638701 tcgacggcgg tgtttggcac ctcgatgtcg gctcatcaca tcctggggct gaagtaggtc
   638761 ccaagggtat ggctgttcgc catttaaagt ggtacgcgag ctgggtttag aacgtcgtga
   638821 gacagttcgg tccctatctg ccgtgggcgt tggaagattg agaggggctg ctcctagtac
   638881 gagaggaccg gagtggacga atcactggtg ttcgggttgt catgccaatg gcattgcccg
   638941 gtagctaaat tcggaagaga taaccgctga aagcatctaa gcgggaaact tgcctcgaga
   639001 tgagtcttcc ctgggactta aagtcccctg aaggaacgtt aaagactatg acgttgatag
   639061 gctgggtgtg taagtgcagc gatgtattga gctaaccagt actaatgatc cgtgaggctt
   639121 aaccttacaa caccgaaggt gttttgaatt gagagagatt ttcagcgtcg ttccgagatt
   639181 gtgttgactg gctgacaagt gttgcttgtt tgcgggttaa ttgaaacaga atttgcctgg
   639241 cggccatagc gcggtggtcc cacctgatcc catgccgaac tcagaagtga aacgccgtag
   639301 cgccgatggt agtgtggggt ctccccatgc gagagtagga cactgccagg catcaaacac
   639361 gagttatcag agtgacatct ggtaactgtc aaaatcgcca aaagcggttt tgcacagcgc
   639421 ggagcgctgg cccttatagg gtaaagtatc gggaagatac acgtaaaaga atcggtggag
   639481 cggtagttca gttggttaga atacctgcct gtcacgcagg gggtcgcggg ttcgagcccc
   639541 gtccgttccg ccacttattg caaaaccctg aatcttagat tcagggtttt ttgcatttat
   639601 aaaatagtaa caaagtaagc tctatcttct atcttcttta tccacctatt tatccatttt
   639661 ctcttagtcc actttagcta ttagtgctat gaagcaggct tattctcgct cattttgagc
   639721 caaaacttta ccgaaattat tgatttttta tcaaaagtat tatgtttaat aggccatttt
   639781 ttgtcgataa aactcttgcc ataatgtatt cagtttttca tctggtagtt atttagaaca
   639841 ttccactgcc gataaaaatt cgttatgact cgcaagataa aatgattgtt agcaaaaaat
   639901 gaggaactat tatgagcata cctgtattcg gattaggaac ttttcgcctt caagatcaaa
   639961 ttgttattga ttcagtgagc caagctctga cgttgggcta tcgggcgatt gatacagcac
   640021 aaatatatga aaatgaagcg cctgttggtc aggcaatcca agaaagtggt attaatcgtg
   640081 atgaactatt tattactact aagatctgga ttgctaattt atcaaaagac aaattaattc
   640141 ccagcctgcg agaaagcata cagaaactga aaactgacta tgtagattta acactgattc
   640201 attggccatc acctaatgat gaagtttctg ttgctgaatt tatgtccgag ttattaaaag
   640261 caaaagggct aggcttaact cgtcaaattg gtatttctaa ctttactatt gatttaatga
   640321 agcaggcgat tgctgccgtt ggtgcagaag agattgcaac taatcaaatc gagctttctc
   640381 cattattaca aaaccgtaat gttgttgatt ttgccaaaca aaatggcatt gcagtgactt
   640441 cctatatgac actggcttat ggcaaggcac ttgcagagcc agtgattaaa acgattgctg
   640501 agcaacatgg tgcgaccccc gcacaagtta ttttgagttg ggcgatgcaa ttgggttatg
   640561 gcgttattcc gtcatcgact aaagctgcta acttggccag caacttacta gcacagaaat
   640621 tatgcctgaa tgcagcagat atggcgttga tcgccacatt ggatcgcaat gagaggttgg
   640681 tcagccctga tggtttagca cctaaatggg attaatagca gcctaagaca ctggacgagc
   640741 caccttacat tgaggtggtt ttttattttg gtgcatcctg acggggctga aacaggctcg
   640801 gtgaaaagtg tgcggatgga catggagttg ccgccgtcaa tgtgcgcggt gatagtaggt
   640861 actaatctga tgcgtgctta tcagcgagtg ggagaacaaa gggtagacaa ctcgatcgtt
   640921 aaaaaacacg gtaacgaggc catggatctg caattatcag ggttacggcc tgacaacggg
   640981 tcacaagtcg aaagcgctgg acaaggtaac tgcgaggcta gcatcggtac tgagaggatg
   641041 gatacgttac ttccgtttaa ccgaggtgga agaggggact ggaatagttg gatcggtgga
   641101 gataaagaaa attgcgttgc ctgctatggc ggcagtggaa aaggtcgtat atacgaacaa
   641161 agatgcttat tagaagaggt cttctacaga aaaggactga tatatcagca atagaccaac
   641221 gagggctgtg gtggaacttg ggcgcgagtc atatgaataa agtggtacga aagaatgacc
   641281 ttgaacaggg cgggctgtta tcactgagtg cactaaatta tttcctgtta actaacgctg
   641341 taatacagga gagatattga ttctcagtct atgacttgaa ttgtgggctt tttttttaat
   641401 acatcagctt atgcgtgcga tagattgaat atgctgttga gtatccctat atctaggtaa
   641461 tcccttgtgg aaaagatatt actggccggg atatctggga gtataatcaa tagaatcccg
   641521 gctgctatta actattgagc cagtgtgatt ttagataagg aataggcgat aagcgtgccg
   641581 aaaagaacat atgcaatgcg gtatgttgca ggacaaccgg ttgaacagat cttccctggc
   641641 gccgctaagc aactcgataa aggcttgccg ttaggcgaac cattacctac agctgaactt
   641701 ttacgagtgg tagtgtggaa tatctttaag cagcagcggg ctggatggct acctgtactt
   641761 aaggaactcg ggcgtgatac tcaactgatg ttactgcaag aagcacaaac tacacctgag
   641821 ttggtgaggt ttgcgactgc cagctatcag gccgcagatc aggtacctgc tttttcattg
   641881 ccccagcacc cttctggtgt gatgacgctg gctgcggctc atccagtata ttgttgccct
   641941 ttgcgtgagc gtgagccgct actgcgcttg tctaaatcgg ctttagttac tgtctatcct
   642001 attcatgatg gtcgcttgtt aatggtggtg aatattcatg cggtaaactt cagtcttggt
   642061 gtcgatgttt acagcaaaca gctcgatccg attggtgatc aaattgcttc acatcgtggc
   642121 ccagttattc ttgcgggtga ttttaatgcc tggagccgcc aacgtattaa tgccttgcag
   642181 cactttgcac aggacgctgg tttacaagag gttgaatttc gcgtcgatca ccgcagtcgt
   642241 gcgttcggcc ggcctctgga ctttattttt tatcgcggcc ttaccgttat tgatgcttca
   642301 gttttagtga ccagagcctc cgatcacaac ccactcattg tcgaattcca accataaaaa
   642361 agcacctcga aaggtgcttt ttgacagtga ttctggctct acgcctccgg ggttgatttg
   642421 tcgttaacga ataacgtcaa tttcaagcct ggttgtaaat tgttagcttt gctgactacc
   642481 gaattccatc gcatcacatc gtcggtattt acaccgtgac gcttggcaat actggcaaag
   642541 gaatcacctt tacgaacttg ataggtgata cttttgctgg ttgtattgct tgccagttgc
   642601 agggtttgcc caacttttaa ggtgctcttg gcacgtaagt tgttccaact ctgcaaatcg
   642661 ctggtcttga tattcaaccg cttggcaatc gtagataagg tatcgcctgg gcgaacttta
   642721 tactgcgaac ttgatgctga ttttgtactg ttcgttgcca attttgtagg ttgaacagca
   642781 gtaatatcag tatctgccaa tgagtctttc aactgctcag catgggcttt cggtaacata
   642841 atataacggg gaccatgtcc atccggtgcc gttacattgc gtttgtagcc agaattaaag
   642901 gatttcagct ttgtcagtga catccccgcc atctcagctg cctgagttag ctctatttgt
   642961 tgatcgacat caacgcgagc cagcgcacgg tctttgtcag tctcaggcaa ggttataccg
   643021 tactttttgc tgttcttgag taaatcaccc aaggccagca tttttggaac ataaattgac
   643081 gtttcacgcg gaagcgacaa tgcccaaaaa tcggtcggtt tgccctttgc cttattggct
   643141 tttatcgctt gcataactcg gccttcaccg ctgttataag ctgcgactgt caataaccag
   643201 tcaccgttaa acattttgtt caagcgttcc aatatatcaa gcgctgcttt ggtagaggca
   643261 acaacatctc tgcgaccgtc ataccattga ttttgcttca agccataatt tcgccccgta
   643321 cttggcacaa tctgccatag ccctgcggca ttggcggatg atgtcgcgtg tgggtcaaaa
   643381 gcgctctcca ctatgggtag cagtaccagt tccatcggca tcttacgttt cttaatctgc
   643441 tcgactatca ggtacatgta cggctctgcc cgtaatgtta catcgtggag atagctctta
   643501 ttttttaagt atttctgttt ttgttcacgg atccgggaat tctccggaac cttcatcttc
   643561 agctcgtctt tgatgaagtt ccacaaatct tgctgcgcgt agctgctttc actttccagc
   643621 cagcgcgctg aaccctctcg ggtgctattt gtgtactctc ctgcttcact cgcttgacct
   643681 gccgaagaca aactctgtgc gtgctgttcg ggagcctgcg cgtcctgctt ggacgtctgg
   643741 cacccgacaa gcaagactga ggcgagaagt atcgctttgg tcttcatgtg tgtgtcaatg
   643801 tggttgctta aaagacgagc aatcatactt tgcttcgata aaaaacacaa ctaaaagctc
   643861 aaaagctgtc ttttcgggag cgtaattcgc agaaaacaga gacaagtgag tctggaggcg
   643921 aagttgttcc tatttttctt tgtaaatcaa tgtcattgca acgtaaaaaa acattaattt
   643981 tgcgctcaaa ttgcaatttt acgggcaggc taggtaggtt ttttgaccgt aattgctcaa
   644041 tttgttgttg atatgtagca atatcttgat cagcaggcaa aattgcgtgg gcaaacttaa
   644101 gatttgagag agtatattca tgtgcgcagc atattaaggt ttcgtcgggt aactgcgcga
   644161 gtcgttgaat tgaagcgtac atttgctctg gtgtgccttc taagagtcgc ccacagccag
   644221 cagaaaacag ggtgtctcca caaaaaagat aaggagaact gtagtatgcg atatgaccta
   644281 gagtatggcc ggggacggct ataatggtgt aattttgtcc ggcaatggtg aggctatcgc
   644341 catcattaac aatgacggtg gccccttttt tcgcagtttc ttgtggccca tagacgggaa
   644401 tatcggggaa atggtggcgt aaatcagcaa ccccccccac gtgatcgtta tgatgatggg
   644461 tcaataatat ggcttgtggc acatattggc cttgggccag cgtggctaga actggcgctg
   644521 actcaccagg gtcaacgata acacagtgtt tttgtcgatt agccagtagc caaatgtaat
   644581 tgtcttgaaa tgccggaatg ctgataagat tcattagata cctctcgttg gcaacagctt
   644641 gaaagaagat aataaaatat gaaaccagcg caaatacgcc aaaatattga gacacctgca
   644701 tcttgggctg aattaccttg gggggaatat taccgcgcgg cgcttgaaca gcaactgcaa
   644761 ccctggtggc caaaattttt tggttttcac ttgctgaagg ttggtcattt aagtgctgaa
   644821 attgccagcg ataaatgtgc gattgctcat caggttaatg tcggggagtg gggcaaaaat
   644881 atgcaggtgc tcgccagtcc ttatcagtta ccctttgctg aaaaatcggt agatgcttgc
   644941 ttactttccc atactttggc ttatgccgct aacccgcacc gtattctacg tgaagtcgat
   645001 agggtattaa ttgatgatgg ttggctggtt atcagcggtt tcaatccatt cagtttgtta
   645061 ggcttgggaa aattggtgcc ggtattacgt cagcgacagc catacatcag ccggatgttt
   645121 actcaaatgc gtttgctgga ttggctgagt ttgctgaatt atgaagtagt acatttatcg
   645181 tgctttcacg ttttgccctt caataagaac ggtgggcact ttatcagtac ccacctgcct
   645241 gcgttgggat gtgtcaatct aattattgcc cggaaacgca cggtgccatt gacgttcaat
   645301 ccgatgaagt tcggcgtacg taaaccttgg tttagccggg ccgttggtgc aacaaaaagt
   645361 taccgggatc aaccctgagt caagtcaatc attcgaatga gtaagagccg ctaacacgcc
   645421 aagctagtag gattaatcag ggttatagcc cgtatcatcg agtgtcggtg aattagctcc
   645481 ctgccgggcc agttcatcgc aacgttcgtt ttctggatga cccgcatggc ccttaaccca
   645541 ctcccactgt atggtatggc tctgaatagc taaatccaga cgctgccata agtccacatt
   645601 gcgcactggc ttacgatcgg ctgttttcca gccgcgtttt ttccagttat ggatccattg
   645661 agtgataccc tgacgcacat attggctatc agtacttagg gtcacttcgc aaggcgaggt
   645721 caatgcctca agcgccacaa tggctgccat cagttccata cggttgttgg tggtcaaata
   645781 atagccggca ctaaacgttt tttcgtgttg tttgtaacgt aaaattgcgc catagccccc
   645841 agggcctgga ttaccgaggc aggagccatc ggtgaaaatt tctacctgtt tagtcatctc
   645901 tggtagactc ttcctatctg tttaaacgtc aagtctgaca taaacgagcg ctgtgagcac
   645961 tgcaatatga tcattacacc gaccagacag attgttctgg atactgaaac taccggtatg
   646021 aataagcttg gcgttcatta tgaaggccat cgtattattg aaatcggtgc cgttgaagtt
   646081 atcaatcgcc gcctgaccgg cagaaatttc catgtatatg tgaagcccga ccgtttggtt
   646141 gatccagaag cttacggggt gcacgggatc agcgatgagt ttttggctga caagccaaca
   646201 tttgctgata ttacgccgga gtttttagat tttatccgtg gcgctgaatt agtcatccat
   646261 aatgctgcgt ttgatatcgg ctttatggat tacgagttcc ggatgttgca gcaagatatt
   646321 ccgaaaacgg agaccttctg tactatcact gatagcctgt tgatggctcg ccgcttattt
   646381 cccggtaagc ggaataacct tgatgccctg tgtgatcgct atcagataga taataccaaa
   646441 cgaaccttgc acggtgcgtt acttgatgcc gagattctgg ctgaagttta tttagcaatg
   646501 actggcgggc agacatcgct aactttctcc atggaaggcg aagtgtcgca gaataacgcg
   646561 tctgaagata ttcaacgcat tactcgccca gcatcggcat tgaaaattat ctatgctacc
   646621 gaggatgaat tggctaatca tgaatcccgt ttggattttg tgatgaaaaa gggcggcagt
   646681 tgcctgtggc ggatgccgct tgaggcagaa gaagagacaa aagcagaata aaagcacact
   646741 cagatgaaaa actgtgcaaa tggcttattt cactggaaaa agtgttgacg ccattccgtt
   646801 ctaaccgtac tatccgtctc gttcttaacc ggaacagcag cgtggtgcgg tagttcagtc
   646861 ggttagaata ccggcctgtc acgccggggg tcgcgggttc gagtcccgtc cgcaccgcca
   646921 aaatttagaa gccctgagtt aagtaataac tcagggcttt gtcgtttctg cttaactcaa
   646981 tctttgccta tttcagggcg tataaacaga gccgcattgt tcggcaatgg gtcattgcgt
   647041 gcaataaagc gataaatact cccgccaaga aacgccccga taaaccaact gaaactggag
   647101 atctgctgta ggttggggat gaaaatgatc atcaagccaa tggccactgc gggcagtaac
   647161 gccataatcg ctttcggatt aaaacctccg cgataccaat aacgtcctga tgatgaagca
   647221 ttaaacagat catctacata taattggccg cgtttaatca gataaaaatc agcgattaaa
   647281 ataccaaata gcggccccat aaaggcaccc agcacgtcca gggtgtagtg gataatgatt
   647341 ggtgattgga acaggttcca tggggtaagc aaaactgaac ctaccgcagc tatcatccca
   647401 ccagtacgaa agttgattct ttgtggtgaa cagttagaaa aatcaaaggc gggtgaaaca
   647461 aagtttgcga cgatattaat cccgatagtg gcgataatca tggtcagtag acctagagcg
   647521 atagccacgc cattgccgac gcgggtaacg gtctcgatag ggtcggtaat catttcaccg
   647581 aacagcgact gtgagccgga gacaatcacc acggtgacga gagagaacag gaggaagtta
   647641 aagggtagcc cccatcggtt gcctcggcgg atttcctgca tacttttgcc atagcgggag
   647701 aaatcaccaa agttcagtaa tggcccggca aaataagaga cgaccagcgc ggttgccgtc
   647761 agcatctgcc agacctgttc tgatgggctt aagattttac tggcgagggt gaatgaaatg
   647821 ttactccagc cggtttgata gacaatccat aacgccaatg acagcatcac gacatagact
   647881 gccggcccgg caaaatcaat aaagcgctta atcgcattca tcccatgcca gaacaccatc
   647941 gcctgcagta cccacataat ggagaaacag atccagccga gggtggataa ccctagccat
   648001 tggctctgag ccagggggat caggctgggg aagaatttca gcatcacgag cataaaagca
   648061 ttacccgcca gataggtttg aatgccatac caggcaacgg cgatcagccc acggataacg
   648121 gctgggatat ttgctccaaa taccccaaaa gattgtcgac agataacggc atagggcaca
   648181 ccggctatct ggcttggttt ggccaccaga ttggcgcaaa tttgtacaat gcaaataccg
   648241 actaatagcg ataacagcac ttgccaactg gatagcccga gagcaaagaa gctggcggcg
   648301 accacataac cccccatgct gtgcacatcc gtcatccaaa atgaaaagat attgtaccag
   648361 ccccagttct gcttacgagt tggggccaga tcttcattag tgagtttggg actgtagtgg
   648421 gggttaatgc tgctagccga gattttttca ttatttggca taaagcgcgt tccttccaaa
   648481 ggcaacattc agatgatgtg agacaaggtt tgtcgaacct cacatgagaa atatttacag
   648541 agttagggct agagatattt gcagaactca gactaaaaat tgttgtatca gcggaacgta
   648601 aatgaatttt atgtacaatt aacatacaat ttatatacat aacatataca atctgtgtgt
   648661 tttttatata caatcaggga agggatggaa ggcaacaaag ggatggaagg caacaaaggg
   648721 atagaaggca gcaaaggtga tgatgtggga tgtcttgccg tttcaacgag tcagtggata
   648781 gacataatgg agtatgccaa tgcatgagac tgaacttaat catgattatc cacgggattt
   648841 ggccggttac ggtggccaac ccccagtcgc taactggccg gggcaggcac gtattgcggt
   648901 gcaatttgtc ctgaatattg aagaaggtgc ggaaaataac gttctacatg gcgatgcggg
   648961 atctgaacaa tttctttccg atattatcgg tgcggacagt tatcccgata ggcatattgt
   649021 caacgacgga tgaaaagtga tccacttata tctccaccaa cggcccaata ttgatccacc
   649081 gttttactca ggattagctt ctgctataac cccggccttt cgtttctgtc tgagtcgata
   649141 gctttctcct ttgatttgaa cgacatgtga gtggtgtaag atacggtcca gcatcgctga
   649201 ggtcagtgct gcatcaccgg cgaacgtttg atcccactgc ccgaacggca gattggatgt
   649261 caggatcatt gcgctctttt cgtaacgttt agcgatgacc tggaagaaca gctttgcttc
   649321 ttcctgactg aacggcagat agcctatttc atcaatgatg agcaggcggg gggccattac
   649381 tccacgctga agcgtcgttt tataacggcc ctgacgttgt gccgtagata actgaagtaa
   649441 cagatctgct gctgttgtga agcgaacttt gatacctgca cggactgctt catagcccat
   649501 cgctattgcc agatgggttt tccccacacc tgatggcccc agtaatacga tattttcatt
   649561 acgttctatg aagctgagtg agcgtaacga ctggagttgc ttctgcggtg ctccggtggc
   649621 gaatgtgaag tcatactctt cgaacgtttt caccgccggg aaggctgcca ttcgggtata
   649681 catcgcctgt ttacgttgat gacgtgccag tttttcttca tgaagcagat gctccaggaa
   649741 gtccatataa ctccattcct ggtctactgc ctgttgtgac agcgcaggcg ctgcgcttat
   649801 aaggctttcc agttgcaact gcccggcgag cgccatcagt cgttgatgtt gcagttccat
   649861 catcacgcca ctcctctgca gaatgagtcg tagatggaga gtggatgatg cagggggtgt
   649921 ttgtcgaagt tcaccagatt ttcatcaaga tgcacgtcat actctttttt ctccggaggc
   649981 agtgccagca tggactgctg ctcttcgagc cagcgatcgc agggacgggc ctggattgtt
   650041 tcatgctttc gttggttagc gacatcgtgc agccagcgca gaccgtggcg gttggctgtt
   650101 tcaacatcga cagtgatccc catcgggcgc aggcgagtca ttagtgggat gtaaaaactg
   650161 ttacgggtgt actgcaccat ccgttccacc ttacctttag tctgtgccct gaaggggcga
   650221 cacagtcggg gagagaagcc catctccttg ccgaactgcc acagcgaagg atggaaccgg
   650281 tgctgaccgg tctgatatgc gtcacgttgc agaaccacag ttttcatatt gtcatacaac
   650341 acttcgcgcg gcacaccacc aaagaagcgg aacgcattac gatggcaggt ctccagcgtg
   650401 tcataacgca tattgtcagt gaattcgatg tacagcattc ggctgtatcc gagaacagca
   650461 acgaacacgt gaagcggtga gcgaccatta cgcatagtgc cccagtcaac ctgcatctgt
   650521 cgtccgggtt cagtttcgaa ccgaacggca ggctcctgct cctgaggaac cgagagagaa
   650581 cgaatgaatg ccctgagaat ggtcattccg ccacgatatc cctggtctct gatctcgcga
   650641 gcgattaccg ttgccgggat tttgtaagga tgagcatcgg cgatgcgttg acgaatataa
   650701 tcccggtatt catccaggag tgaagcaaca gcaggtcgcg gcgtatattt tggcggctca
   650761 gattttgcct gcaaataacg tttaacggta ttgcgggaga tccccagttc tctggcaatc
   650821 gcccggctac tcattccctg cttgtgcagg attttaattt ccataactgt ctcaaaagtg
   650881 accataaact ctcctgaatc aggagagcag attaccccct ggatctgatt tcaggcgttg
   650941 ggtgtggatc actattgcac cgttcgttac aactaacaga aataaaccat caccatcatg
   651001 gagggttagg tctttgtcgg tggtttttgc tttttgtact tcggtgtggg tgagggggcg
   651061 tgtagtccgc gccatgcaag gttcttccct gtaattggta tacgtccatt ggtacctatc
   651121 ttagcgtata ccaattgtct ctggcttcag gcggatatcc ttggactact acagacacaa
   651181 aaaagcccgc aaacctagaa gggatgcggg ctttccgtac ttcaccggac ttatctggta
   651241 ataaccggtt taacatttgg gctgggggac gctgaataga ttaatcaatg cattgtttct
   651301 attgataaaa aactaattca aatttgtttc gtatacctaa acgtatacca atgcaggaaa
   651361 gtgacacacc aataaggata ttttggggtg gcctttgcat attgggctac caagtaggta
   651421 tcgcaaatag tggcatgatt tatggtgaaa tcaacttgcg aaatgtagcc taaaggctac
   651481 aatatattga tgaaaacgat caaacactat ctgactcccg agggacggga tttatacatg
   651541 gagtatttga agagtctccg tgattcgatc gctaaggcaa aaatatcatc aagagttaac
   651601 cggatcgctt cggggaactt tggggatcat aagccttgcc gtgaaggtgt ctgggaactt
   651661 cgtatagacc aggggccagg ttacagggtt tattacagcc ttgttgacgg tgaagtcgtg
   651721 ttgttgcttt tgggcggtga taagcgctcg cagaatgccg acatcgatca ggctattgtg
   651781 tgtcttaaag attatttaac gaggtaatga ttatggccaa agcccgttta catgatgacg
   651841 ctatggttca gcttcttatg gaagaccctg aatttgcgca agtatatctg catcaggctc
   651901 ttctagatat tgatgaggaa ggagggcaag aagcctttct gatggcccta cgtcatgtag
   651961 ttgaggcccg aggagggatg gcaagtgtgg ctaaaaaagc gggtgtatcg agagaaacac
   652021 tgtaccggac gttatcacct tcaggtaatc caacactaaa aacactgctt agtgtggtat
   652081 ctgcaacggg atttcagttt tcacatcttg catcgattac cgcatgatta aatctgaaat
   652141 aaaggtaaaa aatcagttta acagtccggt attcgaagtc attcatcgta tggtcttagt
   652201 gggatttagt gctaaggcca tttaacaaga aattatgtac cgttttgata aaatcagtac
   652261 caagcctaaa tccttccccc atcttatccc ccatttagcc tgtaccactt cttcccccac
   652321 ctggattttg gctctgtgct ctcaacccag tcatgacgcg ggtttgctct ctttccccca
   652381 tttagtgtgt ataggcaagt gggaagtggg ggatttgagg ctaaattagt taaaaattcg
   652441 atgttccccc acttaattcc cactttatcc cccagttagt ttcttgctgt attgcttaat
   652501 gaattagggc aaatattctc cccatcaata tgaatcagcc catcagtttc cagcttgtcg
   652561 agccagcggg taaatttctt cgcaacatca aaacccatgc cgcgcatatc atccctcacc
   652621 agcgattttg tacaggcctc accactggcg gtacgggagc ggatagattg ccacagcgcg
   652681 atatgattag ccgtcaggcg ctgaatactc gccagttccg cctcataggg tgagccttca
   652741 tcgctgactt cacggccttt atcacatagc accaatgagt taacttcttc gccatcgtta
   652801 tcgatataca aattgagcgg cgagaggtcg taggcccgcg tggtgggttc ttctgaatcc
   652861 ttcattttgg tgcaactcag caccagtgcg ccgccgtcgc cctcacgacg aacattgaat
   652921 tcgacatcca acgccgcgcg aaaggcactg gagccgcgcg cgcctttatc cagatctttg
   652981 cccgaatgat ggataaccaa caccgtagcg ccagtttctg ccttgatata atcacacccc
   653041 tgaataaatg cgcccatatc tttggcagcg ttctcgtcgg agccaccaaa gcagcgtgcc
   653101 agcgtatcca gtacaatcag gcgcaccggc gagccggttt gctcggtgac atcctgagcc
   653161 gctttaatca cctgaatggc gctctccggg ctggcgggaa ataccgggca gtcgatgcgg
   653221 tagagcgatt caatcggtgt gccgccgtta aattccattc cccacgcgcg gatacgccgt
   653281 ggcacgccga taccgccttc tccgacgata tagacgacgg aaccttgggt cacacgccgc
   653341 gaggcccacg gcttgccggt ggcaatatga caggcccatg agacggccaa aaaggattta
   653401 tacgagccgc ttggcccgta aatactggcc agtgtgttac ttggcaagtg gcccttaata
   653461 ttgtaatcct gcggggtgtt atagccgtcg gagcctttgc gcaacggcag gtttgtagtc
   653521 aatgacacag gttcgcgttc gagcagaatg agtggtgttt tcatatccat tccctgggat
   653581 tgtagagttg gcggaaaaac tcgatacggg cggcgtccgt tccgacttgt tggcgataat
   653641 catcccagtc agctttgccg caggtgggtg gcagggtcac taagccattg actgcaagag
   653701 cggcgtattc cgcctgttgt ttgccgggat tgttgtcaga gtttgttacg tcgttatccg
   653761 ccgcgataat aatctgcgcg tcgggataac gttcacgcag tgccacagca acctgggtca
   653821 gattagtggc tgagatagcg gcaacaactg tggcggtgac aaatcgtgat atgacgaggc
   653881 cggtggcaaa gccttcagta atgattattg tctgcgacag agtgtggtga gtgatgggga
   653941 taaatgaaga tttaatccgc gagccgggca gtaaacgctt ttctccccgg cgattgatta
   654001 acagcgcacc ggtagtgttg ccactcagat ccaccagtgg cagcaccatg ctgcccacat
   654061 taaaatgcac cccgccaata tttttagcac tgttggcggg catgagaaag actggatgat
   654121 ttaagccctt atgcaacagg taatcactgg ttccctgcga acaggcagcc agcagggcag
   654181 tgactttttg tgtcatgtct gagtgaaggg gctgttcagt tctttctttg gcgggcgctg
   654241 ttggggctaa gtctgttaag cgggagattt ctctggcggc ctgaatcaca tcacattgtc
   654301 gcaccagagt gaccaaatcc agaccatcgc cgtgcccgca atagttgcag aaccacgttc
   654361 ctcgcccttt tttatcatca aaacgaaaac ggtctttacc tccgcagacg gggcaggggc
   654421 catgtttgtt aaggtgggga ataggaatag ctaaggagga aaggatattg ctccagtggt
   654481 gttgtgatgc gcgaatgatg tcggaaacaa acctactcat ggttagcctc ctctgcatcc
   654541 ggcacttcat ccagcatcag ttgcagcaaa tccagccgtt cagccagaat aaatagcaac
   654601 agttctttcg ctgtaggatc ggtaatttcg agcattgcca ataccagtgc gtggcagtga
   654661 tcaacaattt cttcaatcgt gagcggggaa gagttatgca tagcacaccc ccggatgggt
   654721 acgaacgtat tgcgggtaca gacagtgaag ggtagtagcc attgggccgc ctccaagaag
   654781 tagttgtaat gactaccacc tgagacgcta atcccttggg tggtagccca gacggagtta
   654841 gcgttaccgg acttcttgga aaccggcgct cctttcggag cccccgcctg ggccaccatt
   654901 gacgggtgtg cgcaagccat acctataaaa gaccatgtct gaatgacgag gctaggtatc
   654961 aagaagattt tcggaacgct aattccggct acggattttg ccgcagcgaa aggattatac
   655021 tgcaaagcgc ccgccagaaa aaaataaaaa atcattagtt gcgaccctcc tcgcgttgat
   655081 tgattctgat aatgacccat tcatcgactt cactttcaac ccaggccact gaacgcggcc
   655141 ctaattttat tgggcgaggg aattgattga ggctaatcaa atgataaatt gatgattttt
   655201 tcagtcgtat tttctcaatc acttcaggta agcggatcaa attaatatca gacatagttc
   655261 gcctccttgc gggtataaac gcgttcaaca tagcggccac ggccatcacc atgacccaga
   655321 tccattgacg ttaacgctct ggcttcaatg cggctaaatc ctgcggcgag gtaataatta
   655381 atagcgtctt gcgcccaggc atagcgcagg ctgtgggggg agtaatgtcc ggtcagccct
   655441 aagcgggtgg tatgggagcg ccagaaattc atcgcggttt tcaggtcagg tttatcaata
   655501 agtttgccgc cgcgtgtttc ggcgatctgt tgcgcttctt tgactgcccg tttgactgct
   655561 tcaggatcca gaatgcgggt ttcgcgtgag cggcctccct tggtgccaaa caccacggtt
   655621 agtttagacc ggttctgctc aagctccttt tgccatgttt tcaacgagtt ggcgcattgc
   655681 accgcctctt gtgaacgcag ccccagcagg cgggcaagct gaagggcgca ggcgagtcct
   655741 ttgtcttgct gttgggcggt gcgcagagcg gcttgataca cctcctcagg gatagcgaat
   655801 ttgctaccgg cgcggctggc tccacctaac cccaatgctt tgttggttaa tcgttctgat
   655861 aagacgattt tatcccgacc agcgaatctg aaaacggtgc gcaatgccgc catttcgtta
   655921 tgaagagaac ggatcgcgat cccctgtgaa aaacggtcag taatataact ttcaatatgc
   655981 tttgctttta ggtgtttaac atcacgcacc tgaatattaa gggccagcag atggcggcta
   656041 aacctgtcca taatccgaat acgatcatga acggttttat ggctaccgcc agcttgtttt
   656101 gccagcattt tcatctcacg acttaaccga ctcattacga acatctccca acaatttcaa
   656161 ctagctgcat ttctctggcg catggggaat ggcaggttat ctgccttgaa cgatacctgt
   656221 gcgccagagc gggcagcagt tgaggtattg cggggtatcg gtgatgcact cggtgcagcc
   656281 tcctgctttt gcaggtcatc ccccaggctg ttggcctgcc tcggtatcgg ttcaaatatc
   656341 ttgtaaaaag cggtcagcct gacgtattga agtggtgtca gatgcatgac gtgttgagtg
   656401 aagtcgctta tctcaaaggc tgaggcaggt ttgtgctgtg gcgtcacttt cactcgtaaa
   656461 agtgacgcca cgagcaacac gcaacagggc aggcgctagc agatgccttt cggcatagca
   656521 gagcgcagcc agcggcgttt agcacgcgcc agagattgag gtataaggag tcttttgatg
   656581 cagtgatgca tcttgattta agtgtgcaaa aacagcgccg tcatggtaga ccaccggttt
   656641 aagaggccgt tgctctactg aggcgagtcg ttcgcttagt tgataaccaa tgacagtatc
   656701 cccgatgggc aataccggtt ggtcaggaaa tgctggtaat tagccatttc gttagtgtga
   656761 taagagtacc tttatcacct tagtggggtg acacccgttt tcaaaggttc aacgggttta
   656821 ccgctcttac agcgctactt ttcaggtttc ggtagctatt ttgtggtcgc tcgaaagcgt
   656881 cagtctcaga ccacactcca ttccgtatga ctttgggttt atgaccacca cgaaggtgtt
   656941 tcttgcaggt cattcgtatc atcctgatac tggaaacatt gggtgctgtt atcgacagcg
   657001 agtttacatg ggggaaatta cggcaaaaac tgaatagcgg caagttattg gaagctgtaa
   657061 taaggaagag taatgaaagg ggggctacat ccctttctaa cctgtgtcat ttgaggattt
   657121 tccctctggc tagcctgcca aaaagagcac tgcatgcata tagtgcatga atttgcatgc
   657181 aacgccccgg ctaaaacaac tgaagcaccg cgccacaagg gcttgtaggc tctctatgtc
   657241 atgcatgaaa agtgcatgat aaagtcagag cgcgtaggtg ggggaccatt gtgcgcagac
   657301 gaccttacac ctattgatac gaagaaggat ttcaatcgaa aataacttca tttcgcagtt
   657361 ttgaaatttt ctcgtattga tcttgtaata gtatttttct tgcgtctaat ttaattactt
   657421 gagcatttgt ttttatttgc tctaaggctt tgtgttccat ggcacatata acatattgcc
   657481 tatcattatt tatgccgtca gaaattgatt ttataatgtt ggtataattc ccgcttgctt
   657541 gttcttgttg gtttggggta tcaataacca aaggtggcaa tgcttcttca catgagtccg
   657601 ctacttgttc ataaattgct aaataataac caaggacagc ccttgcatct tctgctgcac
   657661 cgcctacttc atatattttt ttataatcaa gagggctttt tattttagat atgtcaacgt
   657721 taacttttaa ttttgttatg tatttcgata atctatctgc gaagctttgc tttatttcac
   657781 ttttttgttc cttggatagt atgtcacttt gagatttttt tgctgttttt tcttctgatt
   657841 ttttaatttc aatggttata ttttttttac tatttatttc gtgtgcgcgt ttttcaaact
   657901 tatcattggt gaatgatatt aacgaattgg agtcactttc aatgacatta ttataacttc
   657961 gttcgctctt attgctttgc tctgtaatct cctcatcttt tataactagc aaatttatta
   658021 ttccgttgac ttctgactct aaggattcga gttggttttt tgcaagttcc atatcaatca
   658081 aaatgctagt gcgatgtgct atagaatttt catgtattgt tccacatgtt gggcactcta
   658141 tgtcaccatc ttccatgttt tcgacggaaa aaatataatc tttatctagc tcactaataa
   658201 tccctttggc taatttgatt tgcgactcaa gtcgtatttt ttcaactctt aagttagttc
   658261 tttcttcaag aaggtttttt ttgttttttt ctgattcttg tataacacta aaaataaact
   658321 cggtcgaagg aagtacattg tctgtatcga taaggttttg cctgagtatt ataactgcat
   658381 tattcagttc agtaacgcct ttctcaactt cttctaactc tctttttatt acataaatat
   658441 ctttttcaac ttcaaagtgt gcttttataa ataatcctga gtggtaggag atgactggtt
   658501 ttgcccagct actatattgc tgaagattct cgaaactatc ccaaggttta gcccatgttc
   658561 ttttttggtc aatataaaag ggtatgaagt aatatgcagg tggaggggtt tctagtgtta
   658621 attgaccttt cttagggagt aatacattaa aattaacaag ttctgaaaaa tactttgaat
   658681 aatcaccggt tatttttggg aaactgtgta gtttaccatt gctatgccta attttaattt
   658741 catttttata tctatgaata atgtaaggtg cattatttat ctcaaactct ataattgatg
   658801 tacagtctaa tgttctccaa acctcggaaa aaatgggctc acagccaaaa gtccaaaaaa
   658861 tcatttttgc aagcgtagat ttccctacgc tattatcatc atctgctgtt atcagtgtta
   658921 gatgctctcc gaactcgaat tgcctcgcgg attttcctga atctgagagt atcatgatct
   658981 tctttagtat taattttttc ataaaccttc atccttaagc ttcgaaccaa tagcttgtag
   659041 tttttttcca ttttagtttg ttgcctctac catttcgtaa atgatcgcag atgatataga
   659101 aatattatcc tcaaacaaac caatagtatc ttttgataag tctatgatta gcctttcgag
   659161 caattcataa gacatttcaa tttcaatttt tttagagttc tttttaagta actcttgtat
   659221 ttctttttgg gctttgataa ttgcaagggt cggtgagagt agggttagtg aatatgaatt
   659281 tattttttgt attatttttg ccttaatcgt gccctttaaa tttagatcat ctaatatgta
   659341 ttttattgct tcaaaattta aatcggaatt accttttgag actattttgg ttactaccgt
   659401 atggatatct ttataggtca gtgctttttt agtaagagca tcattccaat tttcatagtc
   659461 aaaaacgttc ttccctctga tgcgtaatga gtccattaat attctataaa tatctttcgt
   659521 acgaagtaga tgttgtggat acacttcttc gacgctatca gtgatccttg atattgtatg
   659581 ctcataatag ctttctagag gaatgtcaga ggtagtgaag tgtattattt cttgcggaaa
   659641 ctttccgaag ttagcgagct catcacttag gcattttata atttcactag cctcatcact
   659701 acttaagcta gacagtttat atgaagccaa gtttaacttg ttgtttttag tgaggttgaa
   659761 tccacttgta gttataaaat ctaatttttc aaccttttca aagtattttt tgtcgctaac
   659821 tgaactacaa agcttcccta aaagagatgg ttttgtacca ttctctcgct tggttaatac
   659881 ttttgcagta taagttttct ttgcattggc tttaatttga ttgaaagtaa atttaacttt
   659941 atttttatct atagaattcg catagacaac atcttcatga tattccatga agattgcaaa
   660001 gtcattgctt tctttgtatg aactgaatgc tttacaaaga gcccaatgat attggtattc
   660061 aaatcgatca taggactggg cccctgcgga ctctctttgc ggttcggaca agggattgtc
   660121 agatgtgtct tcactatcca ttttagtggc ctgtccattt tatgagtgat actaaaagat
   660181 aatacgtgct aagggaaacg tctatgactt tcacttacgt taaatacttc ttttagtgta
   660241 tatctctaat ccccaccaat tcattaactc ttggcgttgt atgagatagg tagaacgatt
   660301 ataagctttc ctgacttcat tcttatcact atgcgctagc gcagcctcaa tcacatcagc
   660361 attaaaccca gcctcattca tggctgtact ggcgatagaa cgtaaaccgt gagcaacgag
   660421 cttccctcca taaccaatac gtttcaaggc tgcatttgct gtttggctat tcatgtgatt
   660481 acgtgggtca ttgcgacttg ggaatacgtg ctgacgatta ccactaattg gacgcattat
   660541 ttccagcaac tctaaggctt gttccgacaa cgggactata tggtcgcgct ttgctttcat
   660601 tcgttctgcc ggtatacacc actgcttatt ctctaaatcg atctctatcc aagctgttgc
   660661 tgatgcttca gcggggcgta tcagagttag taattgccat tcaagtaagc agcgggttgg
   660721 cagtgagaga ttgctcatgg caatggtacg catgagttta ggtagttctt caggtctgat
   660781 ggtgggcata tgctgcttct tggggcgttc aaaagcatta ccgatacctg aagctgggtt
   660841 agcatcaatc aaacctacat tgaccgcata gatcattatc tcgtttatac gttgtaccaa
   660901 tcgcctgacc gtctctaatg ctccacgtgc tttgattggc tccaatactt gaatcagagt
   660961 tcgtgcttta agttcttgga tgggaatatt ttcgatgctg ggtaagatgt ctttttcaat
   661021 agaacgccaa atatctttcg catgggctgc gctaacatgg ctttctttca actcgaacca
   661081 tttgcgggcg acattcacaa aaatgctttc ctccgctatc tggagctttt cagcctcttc
   661141 accagccctc gtttgagggt ctgtccctct gactaacatc gctagttttt ctgcgcgtat
   661201 ctctctggca tctgcgaggg atagtgctgg gtaagcaccg aggctgatca tagtgcgctt
   661261 gctactgttg ggaagctgat agcggaaacg ccaaattttc ttgccggtag ttttgactag
   661321 caaaaataaa ccatcaccat catggagggt taggtctttg tcggtggctt ttgctttttg
   661381 tacttcggtg tgggtgaggg ggcgtgttgt ccttgccatg tatggttctt cccttaattg
   661441 gtatacgtcc attgatacct atcttagcgt ataccaattt gtataccaat agacactgga
   661501 ttcagccgga tcctcttgga ctactacaga cacaaataaa tatcctccgg catagccgga
   661561 ggtttttcat atgcgcctat aaggctctgt taccagccgc gccctaacag gcgcatcgcg
   661621 atctgacatt tgcatctatg gattacttac ggcccgtaaa cgggctaccg ggatacggga
   661681 tcgagagttg ctcacccatt ttatcctctt ccaattggtg ctttatgtat tcttgtatcc
   661741 tggccgtgtt tttccctacc gtatcaacgt aataccctcg acaccaaaac tccctgttac
   661801 ggtatttgaa cttcaaatcg ccaaactgct cataaagcat cagactgctc tttcccttca
   661861 ggtaccccat aaatcccgag acactcatct tgggcgggat ctccagaagc atatggatgt
   661921 gatccacaca gtattctgct tccaggatat tcacgttttt ccattcgcac agttttctta
   661981 aaatactgcc aatcgctctg cgtttttccc tgtagaacac ctgccttcgg tacttcggcg
   662041 caaaaactat atgatattta cagttccatc gggtgtgcgc taagctcttt tcatccctca
   662101 ttgggacccc cttttgattt cttgttgaac atttgcagtt gccagaccgc aaactgtttt
   662161 aacaaatcaa aaggggtttt tataactgac ccaaagctga aagctttact gaacccccag
   662221 cctagctggg ggttttctgg gcacaaaaaa gcccgcaaac ctagaaggga tgcgggcttt
   662281 ccgtacttca ccggacttat ctggtaataa ccggtttaac atttggtgga gctgggggga
   662341 tttgaacccc cgtccgaaat tactacaccg tcggcactac atgcttagtc caatcattac
   662401 attcgccggc cagctgcgga tggacacgct actgacaaac tatcctgatt agttttaatg
   662461 cttccacccc aggcaaggtt tccacacgag ctcttttagg tttgacctct cttgatcccc
   662521 gtcctaagag cggaggctag ggagagaggg ctctaagcag gttattaagc tgctagtgcg
   662581 tagttttcgt cgtttgcaac tatttttttt gcggtttttt acgaggccac cgcacctcgg
   662641 catgcacctt gggtttcgcg aatcccgtcg aatccagaat cagccccaaa gaactcagct
   662701 agtataacag aactatgtcc tgcgatgcca gttacttaac gatttgcgtg cttcatgatg
   662761 cgcgctttgt ctaacttcca ctcacgatct ctaatatcat cgcgcttgtc gttatctttt
   662821 ttaccttttg ctacgccgat tttaactttc acccaggcat ttttccaata catggagaga
   662881 gcgacaaccg tgtagccttc tcggttcact cggccaaaca aggaatccag ttcgcgtttg
   662941 ttcaacagca gtttacgggt acgcataggc tcgcaaacaa catgagtcga cgcaacgttc
   663001 aacggcgtaa ttgtggcccc aaacaggaat gcctcaccgt ttttaaacat tacgtagctg
   663061 tcactgatat ttgctttgcc tgcacgcagt gattttactt cccaaccttg cagtgcaagc
   663121 ccagcttcga actcttcttc aatgaagtat tcgtgacggg ctcgtttatt ttgcgcaatg
   663181 gttgcggaac cgggtttgta tgcttttttc tttgtcatag tatcggtcat tatactgtat
   663241 gcggaggcga atgaaatcct ttcccgtaag atgcttatgt attttgtctc atttgttgcg
   663301 aggaatgcct ggcagatttt ttgtctggcg gtagataaat ggtattatca gtgcgtttta
   663361 tgtctcacag gaaatgttat gccacagatt agccgatctg cactggttcc gttcagtgta
   663421 aaacagatgt atcaactcgt taatgatgtt cgttcttacc cagagttttt acccggttgt
   663481 accggtagcc gggtacttga tgccactgaa aatgaaatga tagccgccgt ggatgtcgcc
   663541 aaggccggga taagtaaaac atttactaca cgcaatacgc taacagataa ccagagtatc
   663601 aatatgcagt tggtggatgg gccgtttcgt aaattaatgg gcggatggca ttttacacca
   663661 ctaagtgcag atgcttgcaa agttgaattg catcttgatt ttgaatttac aaataagcta
   663721 attgaattgg cattcggtaa aatattcaag gagttggctg ggaatatggt gcaggctttc
   663781 actcaacggg ctaaagaggt ctacagtgcc tgatattcgc gttgaggttg tatatgcctt
   663841 atctgaacgc caatacttgc gcactgtatc tttggtggtt ggcagtactg ttgaggatgc
   663901 gatcaaggca tcaggcttac tggagttacg gccagacatt gacctggaaa aaaataaagt
   663961 gggtatctat agtcgcccgg taaaactcgg tgacaaactc aatgatggtg atcgggttga
   664021 aatatatcgc ccattaatag ccgaccccaa agagcttcgc cggcagcgag ctgagcaggc
   664081 aaaaaagtaa ggcacaatca gcgccttatt ttttgttgtc actctgggca gccattgaaa
   664141 gagaaacgcg gactatcttg tggctgagtt aacatcaata ggtttagaac ctaacaccat
   664201 aacccgcatt cccaatctgt tctgcaattc tcaaataact tagcttccgg ttaacgcggg
   664261 ctcatttttg atatcagtca gtacaccact gctatcaaag gtcaacgtta acgtttgttg
   664321 cgttattttt tcgtgaccag gttgttggcg gaaaacgtag aaccaggttt gagtgccaaa
   664381 cggatcttgt agcatcggcg tgcctaaggt atacgccact tgttgctgtg tcataccttt
   664441 atgaattttg gaggcatcaa taggtgataa atagttaccc tgattaatat caggccggta
   664501 gaccaccttc tccaacgttg aacaacccgc agtaagcatt gcaagcatca cagcggcggc
   664561 agtcagcatt ttacagcgca tagtaatcac attcctttag ggcataggat gacgatgata
   664621 atagaccttg cggcagttgg aaacctttac agggcacctg tatgaccacc aaaaaggaaa
   664681 aaagttaatc ttttctatgc agcaagcaat tcttttgcgt ttgccaaggt gttttttgtc
   664741 acctcactac cgcccagaag acgcgccaac tcttgtaagc gggctttttt atctaaccga
   664801 tgcatatgag tttcagtctc agtaccatcg gtttgtttac tcacaaagaa atgttgatga
   664861 ccacagccgg caacttgcgg aaggtgggtt acgcacatga cttgagttga ttcgccaagt
   664921 tgacgtagca ggcggccaac tatggccgcc gttgggccgc tgatacctac atctacctca
   664981 tcaaagatta atgctggggt gtccatttta cgtgctgtaa ttacctgaat agccaaggcg
   665041 atgcgagaca gctcaccacc agatgcaact ttgaccagtg cttgtagggg ttggcctgga
   665101 ttggtggtga cacagaactc aattcgggtt gccccttccg cactaagatg ttctggctca
   665161 aatattgttt caatggcgaa cttgccatgt ggcatcgata gctcatgcat gctttcagta
   665221 atcagtgcag ccagttcatt ggcataatat tgacgctctt ggtgtagccg ttttgctatt
   665281 gccagtgctt gctgatagtg agtatttact gcattactaa gttgttcgtg atcattttct
   665341 tgttgtgaga gcagttcttg ttcatccagt aattgctgat gaaattgtgg caattcttcc
   665401 ggtgctacat ggtgtttccg cgcgagattt aattgccgag ataaccgttt ttctagctca
   665461 tatagacgat ttggatccat atctaattgt tccgcatagt gacgtaactc atcactggct
   665521 tcactgattt ggattgaggc ttcttctaac atattcagta gattattaaa ttgttcgtcc
   665581 atactggcca gctcggtcaa ctgatgtttg gcagcgtaaa gctggctgag gatattgttt
   665641 tgttcatcat ctgacagtaa ttgtaaagtc tgctgactca gggacagtaa ttgcccgcta
   665701 tttgccaaac gtttgtattc aatatcaatt tgttcatatt cccctgcctg tggagaaaat
   665761 gaattcaatt cttttagttg atattgtaat aactcttggc gggcagttcg ttccagcgac
   665821 tgttgttggt gaagtgccag atcacggcaa ctttgatgcc aaatttgata ggctgccttc
   665881 atttctgcca acagagatga ttgatttgcg taggcatcca ataattgttt ttgatgatcg
   665941 ggtttgagca gcagttgatg agcgtgttgg ccgtggatct gaattagatg ttggcccaac
   666001 tctcttaatt gggatacggg tacaggcgta ccattaataa agcctcttga acggccatca
   666061 gcgccaatag cgcgccgcaa caggcattca ttattgtcat cgagatggtt gttttccagc
   666121 cattggcggg cagatggtgt atccgccagt gagaagcggg cgcaaatgtc agcgcgtgtt
   666181 gcccctaagc gcaccatgct gccatctgag cgattcccga ggcataaccc tagtgcatct
   666241 acggcaatgg atttgcccgc cccggtttcg ccagtgattg ccgtcattcc gggctgaaaa
   666301 tcaatttcta actcacgcac aatagcaaag ttgctgatgg ttaattggac cagcatggta
   666361 aaccccctgt acataaacac atgtctgtat ttgaacacag tatagactgg ttttatatac
   666421 agtaaagtag ctgaggtgat ttttagaata atttttttga ccaacccaat ttggtgctta
   666481 acgtattgaa atagctatag tcctttggat gaataagatt gaggtgaaaa tcactgcgcc
   666541 ggattaaaac ctcttcccct tcctgaatgg gtagggctat ctggctatcg caactgattt
   666601 ccaggtcgct ggtaatgtgc gaaaacttca gtcggatggt gctactgctg ctgataacca
   666661 atgggcgcgc agtaagagtg tgtggaaaca ttggtaccaa tacgatggca tccagagttg
   666721 gtgtcaagat tgggccgcct gcggaaagtg aataggcggt agaaccggtc ggggttgcga
   666781 tgatcaagcc atcagagcgt tgagaaaagg cgaagcggtc atcaatatac acttcgaatt
   666841 cgatcatatg ggcgactttg cctggatgca aaaccacttc attgattgcg gtactgatac
   666901 ggctttgttg atttgtacgt cgtacatgcg tttctagcag gaagcgttgt tcactcaggt
   666961 actcgccttc caaaacgtct gaaagctgct gcagagcatt atccgggtct aaatcggtca
   667021 agaaacccag attacctcgg ttgacaccaa tcacttttat atcataacgg gcaagtaccc
   667081 gtgcagcacc gagcatgttg ccatcaccgc cgacaacaac agccaaatct gctttttggc
   667141 caatatctgc caaactccct gttatggcat cggttaaatt gaggtcatga gcaatctgtt
   667201 gttcaaccat aacggcgtag cctctggctt ttagccagtg gtagagtatt tcatgggtgg
   667261 caagtgcagc cgggtgtcgc gggtgaccga caataccaat acaatcgaat cttctattat
   667321 tcattgccgt gattttcctt aatggagtgt cttttacccc acattatgac cggttccctt
   667381 gaatccccgg ttttgatccc cataataagc caagtagcga gattaatgct aaaacgcgga
   667441 gatatccatg agtagtaaag aacagaaaac gccaaacgag caagtctcgg aagaaatgga
   667501 aaatacagca gagcagcaag tggaagcaac acaagagacg ggggaatgtg tagatccgcg
   667561 tgttgcagag cttgaggtgc agttgtctga tgctctacag cgtgagcgcg aaagcctgtt
   667621 acgcgctaag gctgaagttg agaatatccg tcgtcgtact gaattggatg tcgagaaagc
   667681 gcataaattt gcactggaga gattctcatc tgaattattg ccagtgattg acaatctgga
   667741 gcgcgctcta gataccgctg ataagaccaa tactgaactg atctcaatga ttgaaggtgt
   667801 cgaactgaca ctgaaatcac tgctagatgc tgtcggtaaa tttggtattg aagttgtcgg
   667861 cgagacccat gtgccgttta accctgaggt gcatcaggcc atgacaatgc ttgagtctgc
   667921 tgatcacgag ccaaaccacg taatgatggt gatgcaaaaa ggctatacgc tgaatggccg
   667981 gctgttacgc ccagcaatgg ttgcggtatc taaagcgaaa tcgtaaagtg ctctaacgtt
   668041 aaaaggcacc tcaacggtgc ctcaaattgc taacaaagtc ctggcctcct agccgggact
   668101 ttgctctaat tttacgcggt aacgcgtacc tgcttatttt ttcaattggc tctggaaatc
   668161 acgttctgta tagccagtat aaagctggcg cggacgggca atcttgatgc cgtcattatg
   668221 catttcgttc cagtgagcaa tccaaccgat ggttcgggca atggcgaata tcaccgtaaa
   668281 cattgacgat ggaatcccca tggctttcag gataatacct gaatagaagt ccacgtttgg
   668341 atacagtttt ttctcaatga agtaaggatc gttcagtgcg atgttttcca actccatcgc
   668401 cacttctaac aagctgttat tcagcttcag ctcttctaac acttcatgac aggtttcacg
   668461 catgacggtg gcacgagggt catagttttt atagacacgg tgaccaaaac ccatcagacg
   668521 gaatgagtca ttcttatctt tcgcgcggcg gataaattca gggatatgct caacagtttt
   668581 aatctcttcc aacatcttca ggcaggcttc attggcacca ccgtgcgcag ggccccacag
   668641 ggatgcgatc cccgcggcga tacaggcaaa cgggttagcg ccagaagagc cggcagtacg
   668701 gacggtcgat gttgacgcgt tctgttcgtg atctgcgtgc aggatgagaa tacgatccat
   668761 agcgcgttcc agtactgggt taacttcata tttctcacat ggcgtagaga acatcatgtg
   668821 taggaagtta cccgcgtagg acagatcgtt acgtggataa acaaacggtt gacccagtga
   668881 atatttataa cacatcgctg cgacagtcgg cattttagac aacagacgga aggcggtaat
   668941 ttcacgatgg cgctcgttat taacatccag agcatcatgg tagaaggcgg ctagcgcacc
   669001 agtaacccca catagcacgg ccatcggatg tgaatcgcgg cggaaaccat ggaacagacg
   669061 ggtgatctgc tcgtggatca tggtatgtcg ggtcactgtg gttttgaacg ttttgtactc
   669121 ttctggcgta ggtgtttcgc cgtacagcag aatgtaacaa acttccagat aagtagaatc
   669181 ttttgccaac tgggcaatcg ggaagccacg gtgcagcaaa ataccctgat caccatcaat
   669241 ataggtgatt tttgattcgc aggatgcggt agaggtaaaa ccggggtcaa aggtaaaata
   669301 acctttagaa cctaaggtgc ggacgtcgat cacgtcagtg ccgagggttg gggataggac
   669361 acccagttcg atcgcagctt cgcctaaatt cagcgtcgct tttttgtcag ccatttacag
   669421 tctccttaag tgcttatttt aaaaccccta acaacggaaa catcttagat gcccggggat
   669481 atcaccttat tagcactgct ctgttttatt catcattaat actcttggta cttgaagttg
   669541 tcgggttgtc agcgataact ctaattacgt gagtagataa cttgatttag ggtacagagt
   669601 aaattgccaa tacggcccgc gatccgaagg tttggatcaa cagctagtgt taaaaagttg
   669661 ttagtgattt gtcggatact tatagtttat ggatcattgc ctacgatatc tatggggata
   669721 ttgactcaat acactgttgc ataacttaag cttgtgggga agtgtatccg ttgaccttta
   669781 gtgcatcata ggccttattt ctaccctagt tgtaatggaa atgtttattc tttgtcaaat
   669841 cagataattg attttatatg aattgtgtaa atcgtgatcc taatcactgt tcaggggaaa
   669901 tgttatcaat cagtttgtgt gggaattgta ataagaatgt gaacccccta tactgccgcc
   669961 aggtctccgg attaccctga agtaggagca cccagcgtta tacagaacat gctgtttaag
   670021 cattcaggat gcaatactta aacgtgcgat gtgaagggtt tcgactctta acgctgtctg
   670081 attccccacc caggtccgga ggaaggaaaa taataagagc tgtgtgggca aaaccgtgaa
   670141 aaaacaaaga cctgtcaatt tggatctgca aacgattcga tttcctgtta ctgcgatagc
   670201 gtccatctta caccgagtct ctggcgtaat taccttcgtg gctgtcggta tcctcctctg
   670261 gctgttgggt ttgtctgttt cctcacaaga aggattcatg caggcagcaa ccatcatgaa
   670321 tagttttttt gttaaattca tcttttgggg aatactcact gcgctggctt atcacatttg
   670381 cggtggcatc cgtcacttgt taatggattt tggctatctc gaagagaatt tagccgtggg
   670441 tacccgttct gctcaagtgg caatgggatt aaccctcgtg ttgtcagttt tggctggagt
   670501 cctcgtatgg taagcaatgc ttctgcgtta gggcgtaatg gagtacacga ttggttgtta
   670561 ctgcgtgctt ctgcaatcgt catcaccctg tatgtctttt atattctggg cttcgttgtg
   670621 attgtcccag acatcaccta tgaaatctgg cgcggtttct tcgcgtcaca catcacaaaa
   670681 gtatttacgc tgctgacatt gctgtcgatt ctagctcacg cttggatcgg tctatggcag
   670741 gtattgacgg actatataaa gccactggcg atacgactgg tgttacaact ggtcgtcgtg
   670801 attacgctgt tggtttattt attgtatgga acaattgtgg tgtggggagc ttaaatgaat
   670861 ctgccaatca gagagtttga tgcagttgtt gtcggtgcag gtggtgccgg tatgcgtgcc
   670921 gccctgcaaa tttcacaaat gggcctgtct tgcgccctga tatctaaagt cttccctacc
   670981 cgttcccata ccgtatctgc gcaggggggg attaccgttg cgctgggtaa tacccatgaa
   671041 gataactggg aatggcacat gtacgatacg gtaaagggtt ccgattatat cggcgatcag
   671101 gatgccatcg aatatatgtg taaaaccggt ccggaagcgg ttctggaatt ggagcacatg
   671161 ggtttacctt tctcccgttt agaggatggg agcatttatc agcgtccatt tggggggcag
   671221 tcactgaact ttggcggtgg gcaagcggcg cgtacagcgg ctgcagctga ccgcaccggt
   671281 catgcgttgt tacacaccct ttatcagcaa aacctgaaaa accacaccac tattttctct
   671341 gaatggtatg cactggattt ggtgaagaat caggacggcg cttttgtcgg ttgtactgct
   671401 attaatattg aaaccggcga agtcgtctat ttcaaagcac gggccacaat attggcaact
   671461 ggcggtgctg ggcgtattta ccaatcaaca accaatgcgc acattaatac cggtgacggt
   671521 gttggtatgg ccttgcgtgc tggagtcccg gtgcaggaca tggaaatgtg gcagttccac
   671581 ccgaccggta ttgccggtgc gggtgtatta gtgactgaag gctgccgcgg tgaagggggg
   671641 tatttactga ataaacatgg tgaacgcttc atggaacgtt atgccccgaa cgccaaagat
   671701 ttggcgggtc gtgatgtagt ggcacgttcc attatgattg aaatccgtga aggacgtggt
   671761 tgtgacggtc cttggggccc acatgccaaa ctgaaattgg atcacttagg taaagatgtg
   671821 cttgaatccc gtctgccggg tattcttgag ctgtcgcgca cctttgcaca cgttgacccg
   671881 atcaaagaac cgatcccggt tatccctact tgccattata tgatgggggg aattccgact
   671941 aaagtgacgg gtcaggcgat taccgtaaat gaaaagggtg aggatgttgt gatccccggc
   672001 ttgtttgctg taggcgaaat tgcctgtgtt tccgtccacg gtgcgaaccg cttgggaggg
   672061 aactcattac tggacttagt ggtatttggt cgtgctgccg gtatgcacct gcaagaatca
   672121 ttgatggagc agggcgcaag ccgcgatgcc agtgagtcag atatcgaagc ctctctggct
   672181 cgcatgaatc gctggaataa tacccgttca ggtgaagatc cagttgaaat ccgtaaagca
   672241 ttgcaagcct gtatgcagaa caatttctcc gtgttccgcg aaggcgatgc gatggcaaaa
   672301 gggttggaag agctgaaaac tatccgtgaa cgtttgcaaa atgcccgttt ggatgacact
   672361 tccagtgaat tcaatactca gcgtattgag tgcctggagc tggataacct gatggaaact
   672421 gcgttttcaa ccgctgtgtc ggcaaacttc cgtaccgaga gccgaggtgc ccatagccgc
   672481 ttcgatttcc cggatcgtga tgatgtgaac tggctgtgcc attcactgta tttgccaggt
   672541 actgagagca tgacccgccg tgaggtaaac atgcaaccta agctacgcga ggcattcccg
   672601 ccgaaagtgc gttcttattg atgcctgtgt tgtgtttcta agggttaaac ccgttgcgga
   672661 ggaataggtc atgaagctcg agttttcaat ttatcgctat aacccagatg tcgataacgc
   672721 gccgcatatg caagattaca cgctggatgc ggaagaaggt cgggatatga tgttgctgga
   672781 tgcacttatc cagttgaaag aaaaagatcc gacgttgtca ttccgtcgct catgtcgcga
   672841 aggtgtgtgt ggttctgatg gtctgaatat gaatggcaaa aatggtttgg cctgtattac
   672901 gccaatctca gctttgcaaa aaggcaataa aaagatagtg atccgccctc tgccggggtt
   672961 accggtggtg cgagatttag tcgtcgatat ggggcagttt tatactcagt atgagaaaat
   673021 aaaaccttac ctgttgaatg acggcaagaa tccaccagca cgtgagcacc tacagtcgcc
   673081 ggaacaacgg gcaaaactgg atggtttgta tgaatgcata ttgtgcgctt gctgctcaac
   673141 gtcttgtccg tcattctggt ggaatccaga caagtttgtt ggcccggctg ggttactggc
   673201 tgcctatcgt ttcctgatag atagccgtga taccgaaacg gcctcacgtt tggatgacct
   673261 ggacgatgct ttcagtgttt tccgctgcca tagcattatg aattgtgtca gtgtttgtcc
   673321 taaaggtctt aatcctacca aagcaatcgg gcatattaag tctatgctgt tacaacgtag
   673381 cgcatagtcg ttatcgcgta gcgcataaaa tagcgatagc gctgtgagtg atgattacag
   673441 tgtagtgaat gacaattatg gcataacgat tgttataaca tagcggataa tcattgcaac
   673501 gcagtgcctg atgtgagttt attaacccgg agaggggatt ctccgggtag cttcacggta
   673561 gggaatctct aaaagccggc ataatgtctg tttctagagg ttccttgaac gggaccgata
   673621 aggtccataa cagaacgtgc attgagcacg tcgagtgaac cgtttttacg gcaaaccgtt
   673681 gatattacgg tgtatatgtt aaccacggcg aaaactgaag cttcaaagct taagggatca
   673741 taatgcagaa cggcgcaatg aaggcctggc tggattcctc ctatctggcg ggcgcgaacc
   673801 agtcctacat agagcagctc tatgaagact ttttaactga tcctggttcc gttgatgata
   673861 gttggcgttc aatttttcaa cagctaccaa caacgggtgt aaaacctgat cagctccact
   673921 cccaaacgcg tgagtatttc cgtcgcctgg cgaaggattc cactcgttat aactcctcta
   673981 tcaatgatcc tgatattgat gccaagcaag ttaaggtatt gcagttaatc aatgccttcc
   674041 gcttccgtgg ccatcagcat gccaatcttg acccactcgg tttgtggaag caggagtctg
   674101 ttccagacct cgatccttcc taccataatc tgaccgaagc tgacttccag aacaccttca
   674161 atgtcggttc ttttgccatc ggcaaagaaa cgatgaagct ggctgatttg tatgccgcgc
   674221 tgaagcaaac ttattgcggt tctgtgggtg ctgaatatat gcacattacc aacaccgaag
   674281 aaaaacgctg gattcagcag cgtattgaat cggttgttgg gaaaccgaca ttcagtgatg
   674341 cagagaaacg ccgtttcttg agtgaactga ccgccgctga aggtcttgag cgttatttag
   674401 gcgcaaaatt cccaggcgcc aagcgtttct ctctggaggg gggggattca ctggtcacca
   674461 tgctcaaaga gatgatccgt catgccggta aaaatggcac acgtgaagtc gtcctgggga
   674521 tggcccaccg tggccgtttg aacgtattga tcaatgtgct gggtaagaaa ccagaagact
   674581 tgtttgatga gtttgctggt aagcataaag aacatctcgg tactggtgat gttaagtacc
   674641 accaaggctt ctcttccgat gtcgaaaccg aaggcggtct ggtccacttg gcactggcct
   674701 ttaacccatc acatttggaa attgtcagcc cggttgttat tggttcagtg cgtgcacgtc
   674761 gcgatcgcct ggatgaagca cgcagtaata tggtgctgcc aatcactatt catggtgatg
   674821 cggcgatcac cggccagggc gtggtacaag aaacattgaa catgtcacag gctcgcggct
   674881 atgaagtggg cggtactgta cgcattgtta tcaacaacca gattggtttc acaacctcga
   674941 acccactgga tgcgcgctcg actcaatact gtactgatat tgccaaaatg gtacaggcac
   675001 cgatttttca cgtgaatgct gatgatcctg aagctgtggc atttgttacc cgtctggcgt
   675061 tggatttccg taataccttt aaacgtgacg tgatgatcga tctggtttgt taccgccgtc
   675121 atggccataa cgaagccgat gagccaagtg caacacagcc tgtgatgtat cagaaaatta
   675181 aaaaacatcc gacaccgcgt aaaatctatg ctgacaaact gattgagcag aatatcgcca
   675241 gcctggaaga tgcgacagaa atggtcaacc tatatcgtga tgcattagat cacggtgact
   675301 gtgtggtgga agagtggcgt ccgatgaatt tgcagtcctt cacttggtca ccgtatttga
   675361 accatgagtg ggatgaagcg tatccaagca aagttgaaat gaaacgcctg caagagctgg
   675421 cgcgtcggat cagctctgcg ccggaagcca ttgaaatgca atctcgggtt gcgaagatat
   675481 acagtgatcg cgcgttgatg gccagcggtg agaagccatt tgactggggg ggagcggaaa
   675541 cactggctta cgctacattg gtagacgagg gcattcctat tcgtttatct ggcgaagatg
   675601 cggggcgtgg tactttcttc caccgccatg cggtcatcca taatcagaaa aatggttctg
   675661 tttatgtacc actgtcaaat attcacagtg gccagggtga tttccaggtt tgggactcgg
   675721 tgctgtcaga agaggcagta ttggcgttcg aatacggcta tgccactgcg gagccgcgta
   675781 ccctgactat ctgggaagca cagtttggtg acttcgcaaa tggtgctcag gtggttatcg
   675841 accaatttat tagttctggt gaacagaaat ggggtcggat gtgtggctta gtgatgttgc
   675901 taccacatgg ctacgaaggg caggggccgg aacactcctc cgcacgtctg gaacgttatt
   675961 tgcagctttg tgctgaacaa aatatgcagg tgtgtattcc atcgacccct gcacaggttt
   676021 atcacatgat ccgccgtcag gcattacgtg gtatgcgccg gcctctgatt gttatgtcac
   676081 ctaaatcatt actacgccat ccattagcga catcatctct ggatgaactg gctaatggca
   676141 gcttcttacc cgctattggc gaaattgatg agttggatcc taaaggtatc aaacgtgtcg
   676201 tgatgtgctc aggcaaagtc tactatgact tgctagagca gcgtcgtaaa aatgggcaaa
   676261 cagatgtcgc catcgtgcgt attgaacaac tgtatccgtt cccacatcag gccgttcaat
   676321 cggtgttgga acaatatgcc catgtacacg atttcgtctg gtgccaggaa gagccactta
   676381 accaaggtgc ctggtattgt agccagcata acttccgcga agtgattcca tttggtgctt
   676441 ccttgcgcta cgcaggtcgt ccagcatcag cttcaccggc agttgggtat ctttccgtac
   676501 accaaaaaca acaacaagct ctggttaatg acgcgctgaa tgttgaatag ctagtcggtt
   676561 aacatataaa ggatagagaa tgagtagcgt agatattaat gttcctgacc tccctgagtc
   676621 tgtagccgat ggctctgtag caacctggca caaaaaacca ggcgacagcg tcaaacgtga
   676681 tgaagtgctg gttgagattg aaacggataa agtgattttg gaagtgccag ccagtcagga
   676741 cggtattttg gatgccattc tggaagatga aggtgccaca gtgacgtcac gtcaggtgct
   676801 ggggcgcatt cgtccaagtg atagttctgg taaaccgact gaagaaaaaa gtcagagtac
   676861 ggagtcaact ccggctcaac gccaaacagc cagcttggaa gaagaaagta atgaaaccct
   676921 cagtccggct attcgccgcc tgattgctga gcatgatctc gatgcaacgg caatcaaagg
   676981 cagcggtgtt ggtggccgta tcacccgtga agacgttgat agccatttag cgagccgtaa
   677041 atcggcctct gcagtggtag ctgacgctaa agcggtagcc gctgctgcac ctgtattggc
   677101 ggggcgtagt gagaaacgtg tcccgatgag ccgtctgcgt aaacgtgttg ctgagcgtct
   677161 gttagaagcg aaaaacagca ccgcaatgtt gaccacgttt aacgaaatta atatgcagcc
   677221 cattatggac ctgcgtaagc agtacggtga agctttcgag aaacgccacg gtgtacgtct
   677281 gggctttatg tccttctata tcaaggcagt ggttgaagca ctgaaacgtt atcctgaagt
   677341 gaatgcttct attgatggcg aagatgttgt ctaccataac tatttcgatg tcagtattgc
   677401 ggtttctact ccacgtggtt tggtaacgcc agtattacgt gatgtagaca cgttgagcat
   677461 ggctgatatt gagaagaaaa taaaagaatt ggctgtaaaa ggtcgtgatg gcaagctgaa
   677521 agttgaagag ttgactggcg gtaactttac cattaccaat ggtggcgtgt ttggctcact
   677581 gatgtcgaca ccgatcatta acccaccaca aagcgcgatc cttggcatgc atgccatcaa
   677641 agatcgccca atggcggtaa atggtcaggt tgtgatcctg cctatgatgt atttggcact
   677701 ttcctacgat caccgtttga tcgatggccg cgagtctgtt ggctatctgg tgacggtaaa
   677761 agagatgctg gaagatcctg ctcgcttgct acttgatgta taaactggct actcgacgta
   677821 taaaaagata actgacaaag ctggtcttga ggatcggctt tatccagaac actacgggct
   677881 tcggcccgtc tcagacctta tatggataga acatcatgaa tttacacgaa tatcaggcaa
   677941 aacaactgtt tgctcggtat ggcatgccag ctccaactgg ctacgcctgt accactccgc
   678001 gtgaagcaga agaagccgca tctaaaattg gtgcaggccc gtgggtggtt aaatgtcagg
   678061 ttcatgcggg cggccgcggt aaagcggggg gcgtaaaact ggttaacagc aaagaagata
   678121 ttcgtgcttt cgctgaacag tggctaggta aaaaactggt cacttaccaa acagatgcca
   678181 acggacagcc ggtgcatcag atcttggttg aagcagccac ggatattgat aaagaactgt
   678241 atctgggggc ggttatcgat cgcagctctc gccgtgtggt ctttatggca tccactgaag
   678301 gtggtgttga aattgaaaaa gtcgccgaag agacacctga actgatccat aaaatcgcat
   678361 tagatccatt gaccggacca cagccttacc aagggcgtga gctggcattt aaattgggct
   678421 tgaccggtaa acaagtcggt cagttcacca agatctttat ggggctggca acactgttcc
   678481 tggaacgtga cctggcgatg gtagagatta acccgttggt ggtcactaag cagggcgatc
   678541 tgatttgtct ggatggtaag ctcggtgccg atggcaatgc cttgttccgt cagccggaac
   678601 tgcgtgaaat gcgcgatcca agccaagaag atgctcgcga agcacatgct gcccagtggg
   678661 aactgaacta tgtggcgtta gatggcaaca tcggttgcat ggtaaacggt gccggtttgg
   678721 cgatgggaac catggacatc gtgaaacttc atggtggcga acccgctaac ttccttgatg
   678781 tgggcggtgg tgcaacaaaa gagcgcgtga ccgaagcgtt caaaatcatt ctgtctgacg
   678841 ataaagtgaa agcggttttt gttaatatct tcggcggtat cgtgcgttgt gacctcattg
   678901 ctgacggcat cattggtgca gttgaagaag tgggcgttaa cgtacccgtt gttgttcgtc
   678961 tcgaaggtaa taatgcagag ctgggtgcca agaaactggc agacagcggt ttgaatatca
   679021 ttgctgcgac cagcctgaca gatgcggctc agcaagttgt agcggcagtg ggggctaaat
   679081 aatgtctatt ttaattgata aaaacaccaa agttatttgt cagggtttta cgggcagcca
   679141 agggactttc cactccgaac aagctatcgc atacggtaca aaaatggttg gcggtgttac
   679201 gccaggtaaa ggcggcacac agcatttggg gctgccagtc tttaataccg ttcgtgaagc
   679261 ggtagaaact actggtgcta cggcctcggt tatctacgtg cctgcgccat tctgtaaaga
   679321 ttcgattttg gaagcgatcg atgccgggat taaactgatt atctgtatta ctgaaggtat
   679381 tccgacgctg gatatgctgg tggtaaaagt caggttggaa cagagcgatg cgcgcatgat
   679441 cggtccgaac tgtccgggtg ttattactcc tggtgaatgt aagatcggta tcatgccggg
   679501 tcacatccac ttgccaggta aagtgggtat cgtttcacgt tcaggcacgc tgacctatga
   679561 agccgtaaaa cagaccaccg acattggttt cggccaatca agctgtgtgg gtatcggcgg
   679621 cgacccgatc ccaggctcta actttattga tatcctgaaa ctattccagg aagatccgca
   679681 gactgaagtt attgtgatga tcggtgaaat cggtggtaac gctgaagaag aagcggctgc
   679741 ttatattaaa gagcacgtga ctaaacctgt tgtgggttat atcgcgggtg tgactgcacc
   679801 taaaggtaaa cgtatgggcc atgctggcgc tatcattgcg ggcggtaaag ggactgcaga
   679861 tgataaattt gctgctctgg aagctgcggg tgtgaaaaca gttcgtagcc tggcagaaat
   679921 aggtaatgct gttaaagctg tattaccgca gtaatcaaga aagtatcagg tgttagtcta
   679981 aaaatctaac gcgacatact ggccaccttt tggtggcctt ttttatacaa atggctactc
   680041 cggtagctgt tgatacacca atgaattggc gtgatttcag taactgtgta ccatcatcaa
   680101 aatgtaaaac ggtaagtcag aacggccttt tcgttgcagg gggccaggtt gttatgaggt
   680161 gatagcactt tatcacgcaa caaagtagca acatatacga acgcttctct caggatgaac
   680221 taatataaat atgtaaaaat caaaactgtg atttgactca ctctgaattt aataaattta
   680281 aaagttaatc tggatcgcat aataataatt taattacgca ttatataaac cattaaatta
   680341 cattttttaa catttaaatg ttatataaaa acaataaaac ctttagttaa catgaaaaag
   680401 atttaattgt tctaaatcaa cttttgaacg tggtaataat gttcatatag gcttaaattg
   680461 tcgtagatca atttacgaca ttgttaccaa aatgcctatt tgttgaccta tatacagaac
   680521 tcaacgctgg gtcacgtaaa atcctattta ttgtatggga ttagaagcgt agtattaccg
   680581 cggtgtaata ttgggtagtt gatattgtta tttttgttgt tttttttgag cattcactgc
   680641 tggtagttat gaggcttccg atttagcgga ggtccggttg ccgcaagtcg gaatcttcct
   680701 gcgaggagca aggagtcaag atgtttgata ttgtcgaact gtcacggtta cagtttgcct
   680761 taacggcaat gtaccatttc ctttttgtcc cattaacgct cggtctggcg tttctgttgg
   680821 caattatgga atcggtttat gtgctgtctg gtaaacaaat ctataaagat atgaccaaat
   680881 tctggggtaa gttatttgct attaactttg ctctgggggt tgccactggt ttaactatgg
   680941 agttccagtt tgggactaac tggtcatatt tctctcatta cgtcggtgat atcttcgggg
   681001 cccctctggc tatcgaaggt ttaatggcgt tcttcctgga atctacgttt gtcggtctat
   681061 tcttcttcgg atgggatcgt ctgactaagc atcagcattt agctgtaact tggctagttg
   681121 cgttaggttc taacttctct gcattgtgga tcttggttgc gaatggttgg atgcaaaacc
   681181 cgattgcatc tgatttcaac tttgaaacca tgcgtatgga aatgctgagc ttctcagaat
   681241 tagttctgaa cccggttgct caggtgaaat tcgttcatac cgtcgctgca ggttatgtta
   681301 ccggcgcgat gtttatcttg ggtatcagtt cttactatct gttgaaagga cgtgatattc
   681361 cctttgccaa gcgttctttt gcgattgctg caagttttgg tctggcctcc gtattgtctg
   681421 ttatcgtcct gggtgatgag tccggttacg aaatgggtga cgtacagaaa accaagttag
   681481 ccgcaattga agctgaatgg gaaactcagc cgcctccagc agcctttacg ctgtttgcga
   681541 tccctaacca ggaaaccatg gagaaccggt tcgccattca gattccatat gcattaggat
   681601 tgatcgcgac ccgttcactg gataccccgg ttatcggttt gcgtgacttg atgtcgcaac
   681661 atgaagtgcg tattcgtaac ggtatccagg cgtatagttt gttagaacag ttacgtggtg
   681721 gtaacactga ccctgctgta cgtgatgcat tcaataaagc gaagcaggat cttggttacg
   681781 gcatgttgct taagcgttat acggaaaacg tagctgatgc gactgaagaa caaattcagt
   681841 tagctgctca agactctatt ccgcgcgtac tgccgcttta tttcgccttc cgcatcatgg
   681901 tggcctgtgg cttcctgatg ttgctgatta ttgggctggc gttctataac gtggttcgtg
   681961 gccggattgg tgagaaaaaa tggcttctgc gtgccgcatt gtatggtatt ccgttgccgt
   682021 ggattgccgt agaagcaggc tggtttgtgg ccgagtatgg ccgtcaacct tgggccatcg
   682081 gtgaagtatt gccgacagca gtcgccaact catcagtcac tgccggggaa atactgttct
   682141 cgatggcgtt gatttgcggt ttgtatacgc tgttcctgat tgcagaaatg tacctgatgt
   682201 tcaaatttgc gcgccttggg cctagcagcc tgaaaactgg ccgctatcat tttgaacagc
   682261 cgactgcccc agtgcaggaa gcacggtaaa caggagtcca cttatgtttg attatgaagt
   682321 attacgattt atctggtggc tgctgatcgg tgtgctgctg attggtttcg cagtcaccga
   682381 tggtttcgat atgggtgtgg gtatcctgct acgtatcatc ggtaaaaatg atacagagcg
   682441 ccgtatcatg attaactcga ttgctcctca ctgggatggt aatcaggttt ggttaatcac
   682501 ggcaggtggg gcactgtttg cggcctggcc aatggtctat gccgctgcat tttccggctt
   682561 ctatatcgcg atgattctgg tgctggcagc cttgttcttc cgcccggtcg gttttgacta
   682621 ccgttctaag ctggaggata gccgctggcg taacatgtgg gactggggca tctttatcgg
   682681 tagctttgtg ccggcagtcg tctttggtgt ggcgtttggt aacttgctgc aaggcgtacc
   682741 tttccacatg aatgagtata tgcgcctgtt ctacaccggt aacttcttcc agctactgaa
   682801 cccgtttggt ttgttggccg gtattgtcag cttgaccatg ttggtgacgc aaggcgcgac
   682861 ttacctgcaa atgcgtacgc gtggtgaact gcaccttcgt tcccgtaagg ccgctcagat
   682921 ctcggctctg gtaatgagtg ttgccttctt gctcgcgggt atctggttag ttaaaggtat
   682981 tgacggcttt gttatcactt cagtattgga tacagcagct gaatctaacc caatgcgcaa
   683041 agaagtggct catcaggccg gtgcatggtt gattaacttc aacaagtatc caatcctgtg
   683101 ggctttacct gcacttggcg tgattttgcc actgttcacc attttgttgt cacgctttga
   683161 aaaaggggca tgggccttct tgttctcatc actgacgatt gcttgtgtga tcttgactgc
   683221 tggcgtaacc atgttcccgt tcgttatgcc atcaagcacg atgccaaatg tcagtctgac
   683281 catgtgggat gcgacatcta gcctgttaac gctgaaagtg atgacgattg ttgcgataat
   683341 ctttgtgcct atcatcctgc tttacaccag ttggtgttac tacaagatgt tcgggcgcat
   683401 tgataaagaa tttatcgaaa acaacaagca ttcactgtac taaggagcat aaagcatgtg
   683461 gtattttgcc tggattctag ggacacttct ggcctgctcc tttggtatca tcactgctct
   683521 ggcattggag cagagtgaag ccaacgcagc agctaaagcc gctaacaatg gcaacgacga
   683581 tgctgtctga taagttgtac gaattaatgg ataagggccc attgagggcc ctttcactgg
   683641 tgctcgcgtt tgctctggct ttctgtgtgt tttgggaccc tacgcgtttt gcggcggcca
   683701 ccagctcact ggaagtatgg caggaagtct ttatcgtgtg ggcggtgtgc actggtgtga
   683761 tccatggcgt cggttttcgc cctaaacagg tgtggttgcg tgcttttttt gcaccacttc
   683821 ctgcaattgt gatcttggct acaggattat tctacttttt cgcctaattt tccttgagca
   683881 caatcctacc tatgggccat ccggcccata attattttcg ttctattctc gcaagtgatt
   683941 ccaaagctca acgctcttca gtatagtgtg ttcgttaatt gcattactgg gaagtagagt
   684001 gagtaatacg ttatttcgat ggccggtacg agtctacttt gaagataccg atgctggtgg
   684061 catggtttac catgcgcgct acgttgcctt ttatgaaagg gcgcgaactg aaatgttgcg
   684121 ccaacgaaat tttcatcagc aacaattgct cagtgagcat gttgcttttg ctgtccgcag
   684181 catgacggta gaatacctgg ctcctgcacg tcttgatgat atgctggagg ttcagagtga
   684241 agttaccgct atgcgtggtg cctctctcac gtttgctcaa cgaattctcg actcacatgg
   684301 caatcttctg agtagtgcag aagtattgat cgcatgtatc gatccacatc aaatgaagcc
   684361 aagagcgctt cctaagtcta ttgtcgcgga gtttaagtag tggctgacat gaacattctg
   684421 gatttattcc tgcaggcaag cctattcgtt aagcttatca tgctggttct gatgggcttt
   684481 tctattgcgt catgggctat catcattcaa cgaacgcgaa ttctgaatgc ggctacccgc
   684541 gatgctgaag ccttcgaaga taagttttgg tccggcattg agctttctcg cttgtatcag
   684601 gaaagtcagg ctcgtcgcga tacacttagc ggctcagagc agatcttcca ttctggtttc
   684661 aaagagtttg cccgtctaca tcgtgcaaac agccatgcac cagaagcggt gattgacggt
   684721 gcttcccgtg cgatgcgcat ttcaatgaac cgcgagttag aagcgttgga aactcatatt
   684781 ccgttcctcg gtactgtcgg ttcaatcagc ccgtatatcg gtctgtttgg taccgtatgg
   684841 gggattatgc atgcctttat ctctctgggc gccgtcaaac aggcgacatt acagatggta
   684901 gcaccgggta ttgcagaagc cctgattgcg acagcgatcg gcctgtttgc tgctattcct
   684961 gctgttatgg cctataaccg tctgaatcag catgtgaata agcttgaaca aaactatgac
   685021 aacttcatgg aagagttcat tgctattctg catcgccagg ctttcgccag caccgaaagc
   685081 aaataagtag ggggttatat ggcgcgagta cgtggtcgta agcgtcgcga gcttaagtct
   685141 gaaattaata ttgttccctt actcgacgtt ttgctggtgt tgttgttgat attcatggca
   685201 accgcaccca ttatcacgca aagtgtcgag gtaaacttgc cagatgcgac ggattcaaaa
   685261 acggtatcca gtgatgataa tccgcctgta attgttgagg tttccggtgt tgggcaatat
   685321 acagtagtcg ttgatcacca acggatggag ctgttgcctt cagagcaagt ggtggcagaa
   685381 gctcaagcac gattaaaaac gaatccgaaa accgtgttcc tgatcggtgg cgcaaaagag
   685441 gtgccttatg atgaaattat taaggcgctg aatatgctgc atcaggcggg tgttacatcg
   685501 gtgggcttaa tgacccaacc gatataaatt tgcgttgata ttggttgggc taatcgttag
   685561 ctcaacccgt agataccctg tttttagcag ttccgttttt tagcaataga gcgcggacat
   685621 cgagtgtgga aatcgagcgt gggtaaggca accgagcaaa atgataagct gaatcgcgcc
   685681 gttattgttt cggtggttct gcacatcata ttgattgccc tgttgatttg gggctctctg
   685741 acgcagacga ctgaaatggg cggtggcggt gctggcggcg aagtgattga cgctgtaatg
   685801 gtcgatccgg gtgcggtgac agagcaatat aatcgtcaac agcaacagca aacagatgct
   685861 aaacgtgccg agcagcagcg tcagaaaaaa gctgagcagc aagccgaaga attgcagcaa
   685921 aagcaggctg ctgaacaaca gcggctgaaa gaattagaaa aagagcgtct gcaagcgcaa
   685981 gaagatgcga agctggctgc tgaagagcag aaaaagcaag ttgctgaaca acaaaaacaa
   686041 atcgctgaac agcaaaagca ggccgctgaa caacaaaaaa ttgctgctgc tgccgttgca
   686101 aaagcgaaag aagagcagaa gcaggctgaa acggctgcgg ctcaggcaaa agctgaagca
   686161 gataaaatag tgaaagcgca ggctgaagca cagaaaaaag ccgaggctga agccaaaaaa
   686221 gaagctgctg ttgccgctgc ggcgaagaaa caagccgatg ccgatgcgaa gaaagcggta
   686281 gaggttgccg aaaaggctgc ggctgacgca gcagaaaaga aagcggccgc agatgcagag
   686341 aaaaaagccg ctgctgctaa aaaagttgct gccgccgctg aggccaagaa aaaagcggca
   686401 gcagaagcgg ctgcctcaac ggatgttgat gatttgtttg gtggtttggc aaacgctaaa
   686461 aatgcaccga agagtggttc gggtgcaggt gccgctgctg ccggtaaagg tggcggtaag
   686521 aaaagcgggg catcaggtgc tgatatcagc ggctacctgg ggcaaatcac cggcgcgata
   686581 caaagtaaat tttatgatgc agatctttac aaaggccgta cctgtgattt gcgaatcaaa
   686641 ttggcaccag acggtctatt aatcgatgtg aaagcagaag ggggggaccc ggcactgtgc
   686701 caggctgcta tcgctgcggc aaaacaagcg aaaattccta agcctccaag tacggatgtc
   686761 tatgaacaat ttaagaatgc tccgcttgtg tttaagcctc aataaggttt gattgacagg
   686821 gtgtaacgtt gttagttaat gatggatcat gtagttttgt ttgcggtggt ttgttaaaat
   686881 tctgctaatt atcgcgggca tcccgctcgg gtaagggaga taaaatgaag caggcatttc
   686941 gagtagcgct aggcttttta gttttatggg cttcggtatt acatgcagaa gttcggattg
   687001 agattaccca aggggtagac tcagcacgtc cgattggggt tgttccgttc aaatggatgg
   687061 ggccgggcac accacctgaa gaaattggcg ccatcgtagg tgcagattta cgtaacagcg
   687121 gcaaatttaa cccaattgat gctgctcgta tgccacaaca gccttccaca gccgctgaag
   687181 taacccctgc tgcttggact gctttgggga tcgatgccgt tgttgttggc caagttcaac
   687241 caagtgctga cggtagctat gtggtctctt accagctagt ggatacttct ggctctgctg
   687301 gcagcatttt ggcgcaaaat cagtataaag tgactaaaca atggttacgt tattcagcgc
   687361 acaccgtcag tgatgaagta tttgaaaaac tcactgggat taaaggcgct ttccgtactc
   687421 gcattgctta tgttgtgaaa actaacggtg gtaaattccc acatgaatta cgggtttctg
   687481 attacgatgg ctacaaccag tttgtcgtcc accgctctcc tgaacctctg atgtcacccg
   687541 cttggtcacc agatggtagc aaaattgcct atgtgacttt tgaaagtggc aaatcagcat
   687601 tggttattca gacgctggca aatggtgcga ttaggcaagt ggcctcattc ccacgtcata
   687661 acggtgcacc cgcgttctca cctgatggca ccaagctggc cttcgcgtta tctaaaagcg
   687721 gtagcctgaa cttgtatgtt atggacttgg cttcaggtca aatcagccaa gtgacggatg
   687781 gtcgtagcaa taatactgaa ccaagctggt tcccggatag ccaaaatctg gcttatacct
   687841 cggatcaggg ggggcgtcca caagtttata aagtgaatat taatggcggt gtgccacagc
   687901 gaatcacgtg ggaaggttct cagaaccaga acgcagacgt gagccctgat ggtaagttcc
   687961 tggtattggt tagttccaat ggtggggcac aacacatcgc caaacaggat ctggaaacgg
   688021 gagccgttca agtattaacg gacacgttac tggatgaaac gcctagtatc gcgcctaacg
   688081 gcaccatggt tatctatagc tcgacacaag ggctgggttc cgtgttacag ctggtctcga
   688141 ctgatgggcg tttcaaagcg cgtcttccgg caactgatgg acaggtcaaa tttcctgcct
   688201 ggtcgccgta tctgtgatgc atgtgtaaat acgtatgtat ggcaaactat aaaaaaggat
   688261 caaagagatg caactgaaca aagtgctaaa agggctaatg ttggctttgc ctgttctggc
   688321 tgtggcggct tgtagttcca acaaaagcgc aaataatgac caatctggca tgggcgctgg
   688381 cactggtaca gagaacggca gcaacctgtc ttctgaagag caagcacgtc ttcagatgca
   688441 agaactgcaa aagaacaaca tcgtttactt cggtttcgat aaatacgata tcggttctga
   688501 cttcgctcaa atgctggatg cacatgctgc attcctgcgt agcaacccat ctgacaaagt
   688561 tgttgttgaa ggccacgcgg atgaacgcgg tacgccagaa tacaacatcg ctttgggtga
   688621 gcgtcgtgct agcgcagtga aaatgtacct gcaaggtaaa ggcgtttctg ctgaccagat
   688681 ctctatcgtt tcttacggta aagagaaacc agcagtactg ggccatgacg aagcagcctt
   688741 tgctaaaaac cgtcgtgcag ttctggttta ctaagagaat cgcatgaaca gtaacttcag
   688801 acgtcactta gtgggtctgt cgttactggt tggcgtagcg gtcccatggg ccgctactgc
   688861 ccaagcgcca atcagtaatg tcggctccgg ctcggtagaa gatcgggtca ctcaacttga
   688921 gcgtatttcc aacgctcaca gccaactatt aactcaactt cagcaacaac tgtcagattc
   688981 gcaacgcgat gttgatagtt tacgcggtca gatccaagaa agtcagtacc agctcaatca
   689041 agttgttgag cggcagaaac agatctacca acagatggag agtctgagcg gtggccaagg
   689101 ggcgcagaat tcagcttctg cggcgagtgg tgcaacagca gacaatacag cggctggaag
   689161 ttccggtaat gccgacgcag gcgcagcagc ttctacagcg gcaccagcag caagtactgg
   689221 tgatgaaaac agcgattaca atgtggctgt ctctctggct cttgagaaaa agcaatatga
   689281 tcaagcgatc actgcttttc agagttttgt gaaacagtat ccaaaatcga cttaccagcc
   689341 caatgccaac tattggttag ggcagttgta ttacaacaaa ggtaagaaag atgatgctgc
   689401 atattattat gctgttgtcg taaaaaatta tccaaaatcc ccaaaaagtt cagaagccat
   689461 gtttaaagtt ggggtgatca tgcaggataa aggccaaagc gataaagcga aggcggttta
   689521 tcagcaagtg atcaagcaat atcccaatac cgatgcggct aaacaggcac agaaacgttt
   689581 atctgctctt tagctttttt gagcccagga tttagtcaat ttgactgatt tctgggcttt
   689641 atcgtgtgaa gaacaagcag ttaaacattt cagtagaaat ttaagttgca ctgtgatgat
   689701 aaattagtaa tatatgccgc cgttgccaag acaactgtaa aacgttaagg cagtaggaaa
   689761 ttattgtcag cagtacaggt aatgggtcgt tagctcagtt ggtagagcag ttgactttta
   689821 atcaattggt cgcaggttcg aatcccgcac gacccaccat catgttaaga attaccgcat
   689881 cacagcgggt cgttagctca gttggtagag cagttgactt ttaatcaatt ggtcgcaggt
   689941 tcgaatcccg cacgacccac catcatgtca agaattaccg cctcacagcg ggtcgttagc
   690001 tcagttggca gaacagttga cttttaatca atgggtcgca ggttcgagcc gagcagagcg
   690061 agacaacaac gcgccagcgt tgacccgaag ggcgagtcca gaggacgagt catcccgcac
   690121 gacccaccgt tatttcccca acacacatat ttcttaattt ttcatcttct cctactctca
   690181 ggtatctcca ttttagcttt agccctataa tcctctggtt tctttcctca ctctctactg
   690241 atacgtgaat tatcacctcg tttttaactc tattaaacat tttcgctatt aatcgacaaa
   690301 ttttggcgac tttttgccaa atattggtta ttttgtttag gataaaaaac aaatcaattc
   690361 aattcttact gggtggctag cagcgatctg atagcttcag taataccaca gcaacagaga
   690421 tgtgagcgat gagcgaaatt tttgatgtga atgcggctat ttatcctttc ccggcgcggc
   690481 ctgttccgtt ggacaccaat gaaaaagctt tttatcgtga gaaaataaaa acactgttaa
   690541 agcaacgcga cgcagtgtta gtcgctcact attacactga tcccgaaatt caggcactgg
   690601 ccgaagagac ggggggctgt gtcgccgact cacttgaaat ggctcgtttt ggcaataatc
   690661 acccggcatc aacgctactg gttgctggtg tacgttttat gggggaaacc gccaaaattc
   690721 tcaatccaga gaaaaaagtg ttaatgccaa ctctgaatgc ggaatgttca ctggatttag
   690781 gatgcccggt tgatgagttt accgcatttt gtgacagcca tccggatcgc accgtggtgg
   690841 tgtacgccaa cacctcagcg gcagtaaaag ccaaggcgga ttgggttgta acgtccagta
   690901 ttgcggttga attaattgag catctcgata gcttgggcga gaaaattatt tgggcacctg
   690961 atcgccattt gggcagctac gtacagaaga agagtggtgc cgatgtattg tgctggcagg
   691021 gggcctgtat cgtccatgac gagtttaaaa ctcaggcgct ggcccggatg aaagcgttat
   691081 accctgatgc cgctgtgttg gtccacccag agtcaccaca ggcggtggtg gatatggctg
   691141 atgccgttgg gtcgaccagt caactgatcc aagcggcgaa gacactgccg cagaaaacgt
   691201 taattgttgc caccgatcgg ggcatttttt acaagatgca gcaggcctgc ccggataaag
   691261 agttgtttga agcacctact gcaggtgaag gggcgacatg ccgcagttgt gcccattgtc
   691321 catggatggc gatgaatggc ctccgagcaa tcgctgaagg gctggagcag ggtggggtga
   691381 tgcatgagat acatgtcgat gaagaattgc gtcagcaggc gctgataccg ttaaatcgca
   691441 tgctggattt tgccaatcaa ttgaagttac aggtcaaagg caatgcctga gtaactggtg
   691501 agaatattca ttcggcgcct cttggcgtcg tgaataatca cctatcatga gatgagcaag
   691561 agacttttat tttaataaat cagttctatc ggcagctaaa aggatcacca gatggatttt
   691621 ctcagcacag gcaacatatt ggtacatata ccgctggggg cgggcggtta cgatctttca
   691681 tggatagagg caattggtac cctattcggg ttgctttgta tctggtttgc cagcaaagaa
   691741 aagatcatca actacttatt tggtctgatt aacgtgacat tgttcgccgt gatcttcttt
   691801 cagatccaac tctacgccag cttgttatta cagttgtttt tctttggtgc caatatttac
   691861 ggctggtatg cctggagcaa acaaacaccg gataatcagg ctgaattaaa gattcgctgg
   691921 ttatccttgc ctaaagcatt ggcttgggct gcagtttgta ttgctggcat cgtattaatg
   691981 acattgcata ttgataccgt atttgcctgg ttgacacgtg tagcagtgac ggtgatgcag
   692041 agtctggggg cgaatgtaca gatgccagag ttgcaacctg atgctttccc attctgggac
   692101 tcgacgatga tggtcttgtc tattgctgcc atgatcctca tgacccgcaa atacgtagag
   692161 aactggctga tttgggtcgt tattgatgtc atcagtgtgg cgatctttgc ctatcagggg
   692221 gtttatgcca tggcgctgga gtatgcgttc ctgaccctta ttgcattgaa cggttcttgg
   692281 ttgtggatca agagtgctgc acgaaatcat tcacgcccac tgtctactca aggttaataa
   692341 cgactcggct cacctgcggg atagcataaa tacggttcaa atcagttcct gattcggttt
   692401 cgtttactgc ctgcagcaac aataactttg ggtatatgac tgtgtcagcg gttattcgtg
   692461 gtgatgatga cggtgatgtc cgtcggcagg ggccgcttga ttgataccac aatccggtgt
   692521 tccacaatgt tgatactcca tttgaactgt ggcatgactg atgcggtagt gatgcagtaa
   692581 atagtcttgg atgcgttgta ataacgcatc atggtccagt ggcggtatca cttgggcatg
   692641 aagggtcatt agccgttgtt cacccacttg ccataagtga acatgatgaa tgttccggac
   692701 ttcataaata ttggtacata ggtctttacg cagcttgttg atatcaatct cttgcggcgc
   692761 accctccaat aattcgtgaa aactttcttt cagtaatcgc caggcgctac gcaaaatcag
   692821 taccgacacc aataccgaga gaatggggtc tattggtgtc cagcccgtgg ttaaaatcac
   692881 gatagccgca atcatcgcgc ccactgaacc taataaatca cttagcacat gcaaggctgc
   692941 tgcccgtaca ttgatgtttt tctcttcttc tcccttatgc aggatccaaa aacaaaaaat
   693001 attcgccaac agtccggcga tagcgatgat taacatcggg gtacccatca cctcatgagg
   693061 tgaaaagaag cgatgaacgg cctcccagac gatcaatata acaatcagca ataatgccgc
   693121 tgcgttaaca aaggccgcga gtgtcgtcag ccgtaggtag ccaaaagtat ggcgggggtc
   693181 tggttttctc tgggagaagt gtactgccat caacgcgata aataatgctg cagagtcggt
   693241 caacatgtgt ccggcatcag ccaataatgc cagagaacca gataaccagc cgccaatcgc
   693301 ttccgtcacc ataaataatg tggtgatggc gaaggctatc aataggcgtt tgctgttgct
   693361 atcttgcgag aaaattgtgg atacagccat tatttatcct ttgtttccat cacggtttta
   693421 ttgtgcaaat aggcgcaagc tatgtttttt ctacaggcta tgttttatct acaagctatg
   693481 tcctctccac aaggcatact ctatctagaa ttccgtggat tagttattcc caatagacat
   693541 cgtcgttgag tataggcccc aggttcgaat ttgcctcagt tggcaccggt ttactcctat
   693601 atacccaagt tacttcgaga tgcaggtagg cggcaaccga gtaaatcgcc gggagcttag
   693661 atagctaagt gactagggtg agcatgggta attgtttttg ggaaccggtc gatggcattg
   693721 cgactaatct gcactgaata gcgaaagcga taaagtagat ttacagcatt ccattcacag
   693781 gctagattgg ttcaaatata tattgtgcaa tgatcgctaa agacttaatg gaagaactat
   693841 gaattaccag aatgatgatt tacggattaa agaaattaag gaactcctac ctcctgttgc
   693901 gttgttagag aaatttccct ccacagttaa tgcggcagaa accgtcgcca agacccggaa
   693961 tgctattcac aacatcttgc gtgctcagga tgatcgcttg ctggtggtga ttggcccatg
   694021 ctctattcat gatacgcaag cggctaaaga atatgcggcc cgtttgctgg cactgcgtga
   694081 agaactgcag ggcgagctgg aagttgtcat gcgtgtttat tttgaaaagc cgcgtacaac
   694141 ggtgggttgg aaaggcctga ttaacgatcc gcatatggac aatagctacg acatcaatga
   694201 aggtttacgt ctggcgcgtg aattactcgt cgaaattaac gacagcgggt taccggccgc
   694261 cggtgagttt ttggatatga ttacgccgca gtatctggct gatctgatga gctggggagc
   694321 cattggcgca cgtactactg aatctcaggt tcaccgcgaa ctggcttctg gtctgtcttg
   694381 ccccgttggt tttaaaaatg gtaccgacgg caccattaaa gtggctattg atgcgatcaa
   694441 cgcggccagt gccccacact gtttcttgtc ggtgaccaaa tggggtcatt cggcgattgt
   694501 gaatactgcc ggcaatggtg attgccatat cattttacgt ggtggtaaag agccgaatta
   694561 cagcagtaag catgtgaatg cggttaaaga agggctgatt aaagcgggcc tggaacccca
   694621 gattatgatc gatttcagcc acgctaacag ttgcaaacag tttcaaaagc agatggaagt
   694681 gggaacggat gtttgccaac aaattgcgca aggtgaaaaa tctatcatag gcgtgatgat
   694741 cgaaagccat ttagtcgaag gtagccaaaa cctggaaagt ggtgaaccac taacctattg
   694801 tcaacgacgg atgaaaagtg atccacttat atctccacca acggcccaat attgatccac
   694861 cgttttactc aggattagct tctgctataa ccccggcctt tcgtttctgt ctgagtcgat
   694921 agctttctcc tttgatttga acgacatgtg agtggtgtaa gatacggtcc agcatcgctg
   694981 aggtcagtgc tgcatcaccg gcgaacgttt gatcccactg cccgaacggc agattggatg
   695041 tcaggatcat tgcgctcttt tcgtaacgtt tagcgatgac ctggaagaac agctttgctt
   695101 cttcctgact gaacggcaga tagcctattt catcaatgat gagcaggcgg ggggccatta
   695161 ctccacgctg aagcgtcgtt ttataacggc cctgacgttg tgccgtagat aactgaagta
   695221 acagatctgc tgctgttgtg aagcgaactt tgatacctgc acggactgct tcatagccca
   695281 tcgctattgc cagatgggtt ttccccacac ctgatggccc cagtaatacg atattttcat
   695341 tacgttctat gaagctgagt gagcgtaacg actggagttg cttctgcggt gctccggtgg
   695401 cgaatgtgaa gtcatactct tcgaacgttt tcaccgccgg gaaggctgcc attcgggtat
   695461 acatcgcctg tttacgttga tgacgtgcca gtttttcttc atgaagcaga tgctccagga
   695521 agtccatata actccattcc tggtctactg cctgttgtga cagcgcaggc gctgcgctta
   695581 taaggctttc cagttgcaac tgcccggcga gcgccatcag tcgttgatgt tgcagttcca
   695641 tcatcacgcc actcctctgc agaatgagtc gtagatggag agtggatgat gcagggggtg
   695701 tttgtcgaag ttcaccagat tttcatcaag atgcacgtca tactcttttt tctccggagg
   695761 cagtgccagc atggactgct gctcttcgag ccagcgatcg cagggacggg cctggattgt
   695821 ttcatgcttt cgttggttag cgacatcgtg cagccagcgc agaccgtggc ggttggctgt
   695881 ttcaacatcg acagtgatcc ccatcgggcg caggcgagtc attagtggga tgtaaaaact
   695941 gttacgggtg tactgcacca tccgttccac cttaccttta gtctgtgccc tgaaggggcg
   696001 acacagtcgg ggagagaagc ccatctcctt gccgaactgc cacagcgaag gatggaaccg
   696061 gtgctgaccg gtctgatatg cgtcacgttg cagaaccaca gttttcatat tgtcatacaa
   696121 cacttcgcgc ggcacaccac caaagaagcg gaacgcatta cgatggcagg tctccagcgt
   696181 gtcataacgc atattgtcag tgaattcgat gtacagcatt cggctgtatc cgagaacagc
   696241 aacgaacacg tgaagcggtg agcgaccatt acgcatagtg ccccagtcaa cctgcatctg
   696301 tcgtccgggt tcagtttcga accgaacggc aggctcctgc tcctgaggaa ccgagagaga
   696361 acgaatgaat gccctgagaa tggtcattcc gccacgatat ccctggtctc tgatctcgcg
   696421 agcgattacc gttgccggga ttttgtaagg atgagcatcg gcgatgcgtt gacgaatata
   696481 atcccggtat tcatccagga gtgaagcaac agcaggtcgc ggcgtatatt ttggcggctc
   696541 agattttgcc tgcaaataac gtttaacggt attgcgggag atccccagtt ctctggcaat
   696601 cgcccggcta ctcattccct gcttgtgcag gattttaatt tccataactg tctcaaaagt
   696661 gaccataaac tctcctgaat caggagagca gattaccccc tggatctgat ttcaggcgtt
   696721 gggtgtggat cactattgca ccgttcgtta cagttatgga acagtagttt aaacgttgat
   696781 gggatgaaaa ccggttatac caacggggcg gggtataatt tggtcgcatc ggcgacagat
   696841 gggccgatgc gtttgatttc cgtggtgctg ggtgcaccaa gtgacaaagt acgctttagt
   696901 gaaagtgaaa aattgctgac ttggggtttc cgcttctatg aaaccgtggt gccaattaaa
   696961 tcaacaaagc catttgtgac agagaaagtg tggcttggcg ataacagcca ggttgaactt
   697021 ggggtggcgg aggatgcggc gatcaccatt cctaaagggc agatgaaaaa tctgaaagcc
   697081 agttataccc tgaaccaaac cgagctacgc gcgccgctag cgaaacatca agtggttgga
   697141 accatcgatt ttcaactcaa tggcaaaacc attgaacagc gcccactcgt ggtgttgaat
   697201 gaggtcaaag aggggggcat ctttagccgt ttctgggatt acgtaatgat gaaacttaac
   697261 caatggtttg gtgggatatt cggctaattt agccagtatt agccagcaga aacccgtatt
   697321 agtccgtaga aatcgataga ccgtagaaac caatagaccg tagaaactaa gagtccttaa
   697381 aaacccataa gtccttaaaa atccataaca tcctaaaaag cgcgatgtga ctatcgcgct
   697441 ttttaggatg tttctcaggg gataagctac aggcaacgac ctttatcacc cgatttccac
   697501 gaaaatgttc cactgtatct ttgctatctc ttttccggct ttctatatca cttcaatgtt
   697561 tttatccaaa caaacacatg gctcactggt cagatgcagt gccgaatggg tcagtgcacg
   697621 ccatttaccg caatatcaat gaaaaaaaga agaaaaataa caggctggcc gtggaagtgg
   697681 ccagcctgga gcggttaatc aaacgatcag ttaatcaagc catcgactaa ttaaacaagt
   697741 tgcttaagtt gaataagatc ccagagatgg cgatcaagcc catgagtacc acgaatacgt
   697801 tactgatctg gccgctgtat ttacgcatgg ccgggacttt atgaatggca tacatcggca
   697861 tcaggaacag gagcatcgcg atgatagggc cgcccaatgt ttcgatcatc cccaagatac
   697921 ttgggtttaa ggtcgcgaca gcccaggtgg tgactaacat gaacaacgca gtaatgcggt
   697981 tcagtttgtt ctgctcaatg gttttgcctc tactacgcag agacttaatg accataccgt
   698041 taaaaccttc acgggcgccc agatagtggc ccaggaatga tttagtgatg gcaataaagg
   698101 caataaccgg tgccatatag gcaattactg gcgtattaaa atggtttgcc agataagaca
   698161 aaatggagat gttttggttt tttgcatcca tcagatccgc aggagacagg ctcagtacgc
   698221 aactgaagac gaagaacatg acggtgataa ccatcatgat gtgggcaaag ctcaaaatgc
   698281 gtgaacattt tttctctgca tccaccccgt actcttcgcg ctttgctaca gcaaaggctg
   698341 agatgatcgg tgagtggttg aaagagaaca ccatgacggg aatgattagc cacattgtca
   698401 tccacaggcc gctacctgtg ccgttaccgt ccatggatac gttttcgaat attgcacctg
   698461 accagtttgg gatcaggtat atcgccaaca tcatcaatac ggcaacaaac gggaatacca
   698521 agatgctcat ggctttgacg atggtctgtt caccaaagcg cacgatagcc atcaggccca
   698581 caatcagaat cagggacaaa atggcgcgtg gtggtgatgg caggtgtatc tgatgtgtaa
   698641 tgaaactatc cacggtattg gtaattgcta cgctgtacac caagagaatg gggtagatag
   698701 cgaagaagta aagcagggta atcagtttac ctgcgcctac accgaaatgt tcttcaacca
   698761 cctcagtaat atcttcacct ggatttttac cggataacac gaatcggcac aggccacggt
   698821 gagcgtagta ggtcattggg aaagcaatga tagccataac aatcagtggt agcaggccac
   698881 caataccggc gttgatgggc aaaaagagta cacctgcgcc aatcgctgta ccgtacagac
   698941 ccaacatcca catggtgtca cttttgcgcc atgtacttga tgagattttt cttgccgagg
   699001 caagagtgct tgtttgcgta gtgtccatga aaatctccat tgtgaacacg ttaatttaaa
   699061 atgaataacc gaaatttaga gacccggaat gcattattga atgacatcat caggtaagca
   699121 ttcagtcaaa acgatgcgtt taaaatggtg ccctggttta ttactttggt gctgtagtcg
   699181 aacaatatgc ttaaaaaata agctcaaaaa ataacctgaa ttggcggttg atatcttttt
   699241 atctgatatt ttagttgttt taaagaacag cttggttttt gatggcggta agataacgat
   699301 ttgcagtgta aactaccgtg atcgtgatct caattgattg ataaagtcga atttggttct
   699361 ttattgagca tttacagctt cttgttacgg aaatgtttat aactgtatgg gtaagaggca
   699421 taaaaggaga tagccttttt acttaacttg tctctcacgc gtgaaaatat attttaattt
   699481 agagatttga tctagtaaaa atataaattc ttgttgtttt attgatattt tttaaaaaaa
   699541 acataatgga tttttttgta atttattgat tttaagtgtt ttttattttt aaatttgatt
   699601 gggggagatt aggtgtgatg cttggattag ccggtaatat aaacaagttt acagtgggct
   699661 aaacgtgagc tttataataa gtgggaataa gtgaactctc aaaagagaga attaaacgcc
   699721 ttatttgtca tatgaattat tattacagac aacttgtcat acaacaacga gggctatttt
   699781 tttactggaa tgtgttaaat aaacttaaaa ttttagagaa acgaatttta ttttttttta
   699841 ttattgggtg ttaattaatc actaaaaccc tgttttgatt ttattaaaga caataaaagt
   699901 ttttaaccca tatttaaaat atggctatga acgttagtag attctgtata aaaataatct
   699961 atggattatt tgccaacata gcgctttgat ttattcactt atcatcggtg atctgagtgt
   700021 tttgctatca aaccaaggtg cagtcgacaa atgtgtcgaa agtgaacgcg gggttaccgt
   700081 taagtgcagc agatgcgcat tacacgcatc atggtgaaag agtggggtta acagtagatt
   700141 tttacactgt gttgggaaaa gaacaggtag aattcagcta ctggggggcg gtccgtcacc
   700201 agagcatcaa attgcgccaa agtacctatg cttgctggtt taatcttgcc aaacttactg
   700261 tgatccgcca ccagtatttt atattgcgac ttagccatag cacggtgttt tagcaagatt
   700321 tcatcaaagt taaaacaagt tgcaccgtac tcaatggaaa caccggcggc tgagataaag
   700381 gctttgtttg ggcaaatatt atccagttcg ctctgctggc tgaggggggt gaaaatgcag
   700441 ttattgggtt tgaactcccc accgcacagg atcactttgc agttaggctt atcttgtaag
   700501 gcaaggaagg tgttgagaga gtaacagatg gcagtaaatg ccagctcttc atctatctca
   700561 tcaataatcc aggggatagt cgtcccacag tcaaaaaaga cggtatcatt ttcaataatc
   700621 agttgtgccg ctaactggcc gatacgacgt ttttcttcta cctgcttagc ttgttgatca
   700681 gaaacaaaat agttgttggc attgttactc ttagggtcca tcaccacgta accgcccagc
   700741 aaaatgacgg acgtgggttc ggcactgaga tctcgccgaa tagtcatttc agatacacgc
   700801 aacagattgg ccgcatcttt caaatggatt ttgtcggaac gcttaagggc ctgaataagt
   700861 ttattgattc gttctgcgcg acgagtttcc atcagcgatt cccaaggtta tatgttgtaa
   700921 ttcaacttat tatatacaca gtacgataat aaataagccc ggtaattgtg gaccgggctt
   700981 agactactga caaaatcagc tgaaaggaaa acatgccgtt gggcgtcgtg acgtaaacca
   701041 ccggagcagc ccaaggtgcg gtcaatcttt tatatatttt tcaatcacgc ttatagattt
   701101 ttcaaccacg gtcagtacat tctagtaacc tgatgcggcg gcttgttgac ctgaaacaat
   701161 ggcaactcca gagctggtac caattcgcgt agcacctgcc tggatcatgg tttcggcggt
   701221 tgctctgtca cgaacagcac cagaggcttt aacccccata accgggccaa ccgttgcacg
   701281 catcaatttg acgtgttctt ctttagcgcc accggtacta aaaccggttg atgttttaac
   701341 aaaagcaacg tcaagttcac gacacatttc gcaaacttgt acaatttgtt catcgctgag
   701401 caggcaagtt tctaatatta ccttcaacgg tgtagcggcg caattgtccc gcacggcctt
   701461 aatatccgct ttgacgtcgg caattttgcc acttttcagc cagccaacat tgataaccat
   701521 atcaatctct tgtgcacctg cattgatcgc ggcttgagct tcaaaagctt ttgctgcagt
   701581 cagacctgca cccagcggga aaccaatgac tgagcagact ttgactgaac tcccggctaa
   701641 ttgctgggca gccacaggaa cgtatccaga gttaacacat acagcataga aatggtgttg
   701701 tttagcttct tcgcacagtt taatgatttg cgcttcggtg gcatccatcg ccagtagagt
   701761 gtgatcaata taatgagcgt aattggtagt catgattagg gtccttgagc ttattggtaa
   701821 ttgtgataat cataacattt tgatgagtaa aaaggagcga cacaccgtga attcatgaat
   701881 tttgttattt aaattacatt tttagttgaa ataagacgaa aaaaccaatg aaaaggtttc
   701941 agtctcttgt tttggggcct ttgagcaggg gttggaggga gataagggcg catggagaga
   702001 ttgccggtca gagactaacc ggcaagtgtg aagcgaatac cgtgaagggg ctaacctctg
   702061 acccaccctt tactgattgg tagggcaaaa ctcatgtgat agaagcgctt tgtggtactg
   702121 gcaataattt ccccaaataa gttccaaacc agttgcgcga acaagcagcc gacaatacct
   702181 aacagaaacg cacccagcat gtcgaatggc caatgaacac ccagatagat acgtgaccag
   702241 gcaatcgcaa tggcgataaa catcaggctg acaccggacc aaaggtgatg ccaaaaaaga
   702301 aaggccagtg caaaagtgaa aatagcggtg ccgtggtcac tgggaaaaga gctgtctggc
   702361 gcatggctca taaaggcata accaaagcca tcgacaaaag gccgatcatg aggaatgagc
   702421 atcccgatac aggtagcaga aagcatggaa aaagcgagag cgatagctgc tttcgtcacc
   702481 acagtacgtt gcatgtccat ggtatctttt ggcccccata gccacagccc tatcagtaaa
   702541 atagggatga gcataatcag gtcacgtgcg atgaaagtcg caaaagaaat catccatggt
   702601 gatgatgctg gcgttgcgtt tatcatggag aagaaaaaat aattcatttg ttccattatt
   702661 cagtaccttt aatgcgctgg taatagccgc taataatcca aaatgcagcc aactgactga
   702721 gccataccca ccaacctgcc cacaggttat gagtaagaaa atgcgccccg cgcattattt
   702781 gaccgaaacc catcaacata cccagtccaa taccggcgaa ccaacacagc atcgccaacc
   702841 gtgggcgttc ggggtaaaac aagaaaaaca gtgccatgac cgcaaaaccg ctggaagcat
   702901 gaccaccagg aaaacagtga ccagggccag cacccggtgg ggcggtatcc atcaggacat
   702961 aattgagcgc tttaccgcca tactccacca gatcccaagg gcaggagtgt gcactggtgg
   703021 ctttcaaaat accgatcacc aatggaccga ggccaaataa cagggcggtg gtgactaaac
   703081 gcccatttcg gcgataaatc ccccacagca gtgcagcaat agcggtggcg attaaggcca
   703141 ttttgagcag ccggtgattc agtaaatcga gccatttatt gtgttcccaa gggaaattct
   703201 gcccgacggg atcgaaccaa taattactga taagccaatc cagttgttca ctacgtgaca
   703261 acgctaaaaa gagtagacca accagtaaca gcccaaaaac ttgccaaaaa tagaaggata
   703321 aaggcaacga gtaaagggag attgtcttaa ttgttggtac tgttgagcga ttatttagtg
   703381 ttgacggacc ggtactggct tgtcgggtag ttttgctgat cttcacagtg tgacctgaag
   703441 cagaagtcgc gaatagaggt actgtaatca ttttgtctta agaaagcctt aagggtcgag
   703501 gagggaaagt ctggagaaaa tgtgaaataa cagtgatata cctgccatac tgcaaactgc
   703561 atgtgcgttg gccgccttcc tgcaacttga attatttagg gtataaatgt gcaaatcttg
   703621 aatttcagac aagaaaaaac ccggttagtc ttgaacctaa gaaggcggga ctaccgggct
   703681 cctcaatatg gggacatcaa agaaaagcag tggcattaat tcagaccccc gcctgataag
   703741 aaagttcggg ggaaatgaaa aaaggataaa atagtattta gatttacccc gggcctcttt
   703801 tatctaacct aatatccctg gccagaggat gacaatcaac gagccagcca aggtcagtaa
   703861 gacgttggcg atagcgtaag tccccgcgta gcctaatgcg ggaatattgc tacgcgcggt
   703921 atcactgatg atgtccatgg cgggtgcaca ggttctggcc cccataatgg caccaaaaag
   703981 cagtgcacgg ttcatacgca gaacataagc accaaaaaca aagcagatca ccaccggaac
   704041 caaactgact atcaaaccgg aaatcaacat ttgtccaccg acggcgccca ggctgctatt
   704101 aatgccgccc ccggcactta acccgacacc tgccataaag accattaacc cgaactcttt
   704161 caccatattc aaggcgcctt gcgggatata gccaaaagta gggtggttgg cacgtaaaaa
   704221 tcccagcatg atccctgcta ataacagccc tgcggcattg ccaataccga agctgaaatt
   704281 gctgaactgg aaagtaatca ggccaatcat taacccaaga ataaagaatg agcagaaggc
   704341 cagcaggtca gtgacctgac tgtgaataga gataaagcca attttttctg ccacgctttt
   704401 gactcgccgg gcatcaccgc tgacttgcag cacatcacct ttattcaaca ccacgttatc
   704461 atcaatgggc atttcaattt ggctacgaat gacccgatta aggaagcaac cgtgatcggt
   704521 gagttttaaa tggctgaggc gtttaccgac agcattgcta tttttgacca cgatctcttc
   704581 ggtgacgata cgcatatcca acagatcacg gtcgaaaact tctttgccat tacggaagct
   704641 ggggtcaagg cgggaatggg catctgggta acccaccaac gagatttcat caccgacttg
   704701 tagcacggcg tcaccatccg gattcgcgag aataccgttg cggcggatac gctcgatata
   704761 gcaaccggtt tggcggtaaa tccctaattc acgcaagttt ttaccatctg cccaggcaac
   704821 cagctccggg cctacacgat aagcacggat gacaggcaaa tacactttac gctggctatc
   704881 ggtgtccagc cctcgttcgc gggcaatttg ttgggcgctg gtcggtaaat cctgatgctg
   704941 aagcttaggt aaatagcgcg cacctaaaat caggctaacc agcccgataa gataagtcag
   705001 ggcatagccg aggctcaaat tatcctgtgc ttgttgcagt gacgaaccat tagccatggt
   705061 atggcgtagc gtatcaccgg ccccaaccaa aacgggggtc gatgtcattg accctgccag
   705121 catcccggcg gtcagaccga tatcccaacc aaataatttg ccaagcccca acgctaaaat
   705181 catcgcgctg cccaccataa ccaaggcgag catcaggtaa tttttgccat cacggaagaa
   705241 aatagaaaag aagtttggac cggcttcaac accgacacaa aaaataaaca acataaagcc
   705301 cagatttagc gcttcagtat tgatggcgaa atgctgttgc cctagcaaca gtgataccac
   705361 cagtacacca atagcgttac ctaattggat agagccaagg cgcaatttac ctaagcataa
   705421 ccccaacgct aagacgacga ataacagcaa gatatagttg ccgtttaaca aatttgcgac
   705481 gtttatattc acaggatgtt tatattcaca aagtatgact ttttattaag tctaggatag
   705541 ttaaatctaa atgattcact atgcacccgt tcttccataa ccagagagaa cgacacatct
   705601 ctttagattc cacccgtgaa tcgctatgcg agagaaacag acacggaaga agcagacaga
   705661 tgatagcggg gcttattcta gtcggtctgt tgcaagacag ccagtagtaa gcagaaagtt
   705721 tagtattacc agatgagatc actagaatga aagtagatga tggttttatc tactgaaaat
   705781 gagtgagtgt tatatttttt taactatttg gttatcaccg aacgaaatac cagcaataaa
   705841 gaaagggtgt cttggacacc cttatcggat aaatgcggtc actgccacgt tgcctgtcag
   705901 attacttata caggctcaaa tgttctttgg cgtaggcttc gaaatcagta cagccgccaa
   705961 tgtgtttttc atcaataaag atttgtggca cggtttcaac cggtttaccg accgtttttt
   706021 ccagatcagc tttggaaatg ccttcggcat gaatgtcgac ataacggaat ttaaaatcgt
   706081 cacgctcaga tgccagtttc tcagctaact ctttggcacg gacacagtaa gggcactcag
   706141 gacgtccaaa aatcacagca aacatgcaaa actccttgat taaattgaga taatcacttc
   706201 gtcaacagtt actgatatat tcaactgtta aatgacattt ggcgtattac tcatttttac
   706261 tggggtctac tatgcccgtt ggtacggtga aaaaaaagca ggaattacct gttagtttga
   706321 ttaattttat ctatttgctt cttggtgctg ttacaaattg tatggattca atacactggc
   706381 tatacccgtc atacttcaag ttacatgtgc gttggctacg ttcaataacc cgaatcactt
   706441 actggtcgtt gacgttaaaa taaatagatt catcgggatt aatgaacctc gtctttgagg
   706501 ctcagcctgc gggcagcatt aatgctgttc aaatcgggtt tccaaggatt tgtctctcgc
   706561 ttgccgcctt ccgcaactcg aattatgttg ggtataaacg ctcatacaga gcctgtcgga
   706621 ggaaaagatg cgctcgttag gaaatatgcc ccggattgtg atcatttcag aagtactggg
   706681 gttgttgtta ttggttgttg cttatttaag catcaataat tatttgtcat tgccagggga
   706741 aatggggaca ccaacggctg ccattatgat gatttttgtg ggggtcggcc tgatgatccc
   706801 ggcggcagtg tgtatcgtct ggcgggtagc cagcggtttt ggtccattat tgggcagtgc
   706861 tgacagaata tcgacgccac agaaggcgtc agaggaaaaa ctggcggcga aaagtaaaaa
   706921 atcgggtcag gataaccact aagattttat aagcacattg agaatatcta agccgaggaa
   706981 cggcccagat atcaaattag tcgggattga tcgtagcgct atcggccaat attccgtaag
   707041 ctatgccact tttcgtatta tgagcatcgt gaggtaggtt gttatggatt cactcatcgt
   707101 ccctgattta gccttattac ggcgttggct ggatcagctc ggtatttcct tttttgagtg
   707161 tgactcctgt caggcgctcc atttgccgca catgcaaaat tttgagggtg tgtttgatgc
   707221 caaaattgat ctggttgata acattatctt gttttcggca ctggccgaag ttaggccaac
   707281 cgcgttgatc cccttggtcg ctgaccttag ccaaattaat gccagctcac tgacagtcaa
   707341 agcgtttatc gatattcagg atgacaatct accaaaactg attgtctgcc agtctttggt
   707401 ggtggaagtt ggcgtcacaa ttgagcaatt tggctacttc atgcagcagt gtgaagagca
   707461 aatctcgatg attattatgg aagcacgggc caatgacttg ttgtttattg gcaacaatga
   707521 cgaagaggaa gcaccgttaa ccgccacctc ttaccccatc attcattaat ttatatcccc
   707581 aatacggggt gtgtgaatga gcgtgccaga atgaacgtgt ccgaataaag acagtgtgcc
   707641 gcagatatca gcggcacgcg gctattttct ctatttacgg gtcatgaccc tctgcttacc
   707701 tattataatc ttctacttac ctaacataat cccctactca ccataagata ttctgctttt
   707761 tgccctcctt tgccagatat ctatcgccgt ttgtgccatg agtggcgcat tacatagata
   707821 gaatatgcat aaaaaatcga taaaaggcgt tttttaccct agagtatggt acagattacg
   707881 aactgcggtt atgctgctat ttctgccaag ggcataatat tcccccgtga agtcagagat
   707941 tactcttacc aagtaaatag tcacttaccg tgcatagcca tgcatcggtg ttgggtgatg
   708001 acggtgctcg gaaggcaacg gcgttgtatc tcatcagata cacatttaac gcactatttt
   708061 accccctgtt ttggaggagt ttacggatgt tcacccaacg taaaaagtgg ttatcgggtg
   708121 ttgctgccgg tctgttaatg gccgcgtccg tctcagcatc tgctgaagag aagatattgc
   708181 acatttacaa ctggtccgat tatatcgctc cggatacgct ggctaatttc caaaaggaaa
   708241 ccggcattaa ggttgtttat gatgtgtttg actctaatga ggtgttggaa gggaaattaa
   708301 tggcggggag cacagggttt gatttggtgg tgccatcagc cagtttcctt gagcgtcaat
   708361 tgtcagccgg tgtctttaag ccactggata aaagcaagtt accgaatgag aaaaatctcg
   708421 accccgagtt actggcgctg gtcagcaagc acgatcccga taataaatat gccattcctt
   708481 atctctgggc cacgaccggt atcggctata acgtcgagaa agtgaaggca gtgctaggag
   708541 aagatgcgcc agtcaatagc tgggatttgg tgctgaaacc cgaaaatctt gagaagctga
   708601 aaagttgtgg tgtctccttc ctggatgcgc cgagcgaaat tttcgccacg gtactcaact
   708661 atttaggtaa agatccgaac agtacactca ctgccgatta cacgggctcc gcgacggatt
   708721 tattgctgaa gttgcggcca aatatccgct atttccactc gtcacaatac attaatgatc
   708781 tggcgaacgg ggatatctgt gtcgctgtgg gttgggccgg cgatatcatg caagcctcta
   708841 atcgtgccaa agaagcgaag aatggggtga atgtggctta cagcattccg aaggaaggcg
   708901 ccttagcgtt ctttgatgtg tttgcgatgc caactgacgc taaaaatcag gatgaagctt
   708961 accagttcct taattacctg atgcgccctg atgtgattgc gaatatcagt aaccacgtgt
   709021 tctacgcgaa cgccaaccaa gcggctacac cgttggtgaa cgcagaggtt cgtgataatc
   709081 cagggattta cccgccagcg gatgtacgtg ccaaaatgtt tacgctaaaa gtgcaggatc
   709141 cgaaaattga ccgggtcatc acccgggcct ggacaaaagt taaaagcggt aaataagccg
   709201 ttatgatgaa tggatagggt gcggctgacg tactttactg ttcattcatt gacggtaaaa
   709261 atgaaattga tcctggtagg ggcagggagt ttatcttcct gttcccgtct cttattgcgc
   709321 cgcacgttaa atgcggcctg ttctgctttt acggagagca cgctgagtga atgatgttat
   709381 tccccgccca cagccaaaat cccagaaggt gtttacccct ttactggaaa tccgtaactt
   709441 aaccaagtca ttcgacggtc aggcggctgt ggatgatgtc aatctgacca tttataaagg
   709501 tgagattttt gcgctattgg gggcatcagg ttgtggtaaa tctaccctgt tacggatgct
   709561 ggccggtttt gaacagccaa cgcaaggcca gatagtcctt gatgggcagg atttatccca
   709621 tgttccaccg tatcgacgcc ctatcaatat gatgttccag tcttacgcgc tattcccgca
   709681 catgaccgtg gagcaaaaca tcgcattcgg cttgaagcag gataagctgc cgtctaatga
   709741 aattaaaagc cgggtcgccg agatgctgac actggtccat atgcaagagt ttgctaaacg
   709801 taaaccgcat caattatccg gtggtcagcg ccagcgtgtg gcattggcac gtagcttggc
   709861 taaacggcca aaactgctgc ttttggatga gccaatgggg gcgctggata aaaaactacg
   709921 cgaccgtatg caactggaag tgttggatat tttggagcgg gtgggcgcaa cctgtgtgat
   709981 ggtcacccat gaccaagaag aagcgatgac catggccggg cgcattgcca ttatgaaccg
   710041 gggcaagttt gtgcagattg gtgagccaga agagatttat gagcatccga acagcagatt
   710101 cagcgctgag tttatcggct cagtgaatgt gttcgaaggc gtgctaaaag agcgtttaga
   710161 tgacgcgttg gtgattgata gccctggcct gcgccatccg ctaaaagtgg attccgatgc
   710221 ctcggtcgtt gacggagtgc ctgtgctggt cgccctacgc ccggaaaaag tgatgttatg
   710281 tgatcaggtc cccaaagatg gctgcaattt tgctgtaggc gaagtggtac acattgccta
   710341 tctgggcgat ttatccattt atcacgtgaa attacacagt ggtcagatgc taagtgcgca
   710401 gttacagaat ggtcatcgct accgtaaagg catgccaacg tggggtgatg aagtgcaact
   710461 ctgttgggat gctgacagtt gcgtggtttt agggagctaa ttaattgttt ggggagccaa
   710521 tattgtgata ccagaatcca cgagtggggc cgcagaatcc ccgatccgct cagttgggcc
   710581 ggtcagggcg ctgatacaac gcttccaaat ggcgcatggc cgtaaactgg tcatcgccat
   710641 gccatattta tggctattcc tcttatttat gctgcctttc ctgatcgtgt ttaaaatcag
   710701 tttggcggaa atggtgcggg cggttccccc ttataccgat ctcaccactt ggctggacgg
   710761 caagctggat atctcgctaa atctgggtaa ttacctgcta ctgctggatg atccgttata
   710821 tatcgatgcc tatttgcaat cgttgcaagt ggcggcggta tcaacgctgt gctgcctgct
   710881 tattggctac ccattggctt gggcgattgc tcacagtaaa ccatcgaccc gcaacatctt
   710941 attgctgttg gttatcttgc cgtcatggac gtcatttctg atccgggttt atgcctggat
   711001 ggggatccta aaaaataacg gcatcttgaa taacttttta atatggaccg gaattattga
   711061 tcagccgcta gtcatcttac acaccaatct ggccgtttat attggcgtgg tgtattccta
   711121 cctgccattt atggtgttgc cgatttatac cgcattaacg cgactggatt actcgctggt
   711181 agaagctgcg ttggatctcg gggccaggcc gttcaagacg tttatcagtg tgattatccc
   711241 gttgaccaaa ggcggtattg tcgctggctc tatgttggta tttatccctg cagtagggga
   711301 gtttgtgatc cccgagctcc ttggtgggcc ggatagcatc atgattggcc gcattttgtg
   711361 gcaggagttt ttcaataatc gcgactggcc ggtggcctct gcggtggcaa ccgtgatgtt
   711421 agtgctgctg attgccccga tactctggtt ccacaaacat caaaataaag atattggggg
   711481 cgcgagatga ataacttacc ggaggtgcgt tctgtctggc gtcgggtgat cctgaccgtc
   711541 ggttatacct tcctgtatgc cccaatgttg atgttggtaa tttattcgtt taacagctcg
   711601 aagctggtga cggtgtgggc tgggtggtca acccgttggt atacgcagtt atttaatgat
   711661 tcggcgatga tctctgccgt tgggctgagt ctgacgattg ccgccgcctc tgccactatg
   711721 gcggtggtgt tggggacgat tgccgcggtg gtcatggtgc gctttgggcg ttttcgtggg
   711781 tcaaccggtt ttgcttttat gctgactgca ccgctggtta tgcctgatgt catcaccgga
   711841 ctgtcactac tgctgctgtt tgtggcgatg gggcatgcca ttgggtggcc cgcagaacgt
   711901 ggcatgttca ccatctggct ggcccatgtg actttctgca cggcctatgt gacggtggtc
   711961 atcagttcgc ggttgcgcga attggaccgt tctattgaag aggcggccat ggatctgggc
   712021 gcgacaccac tgaaggtctt ctttgttatt acggtaccga tgatcgcccc tgcgctgatc
   712081 tctggttggt tgctggcctt taccttatcc cttgatgatc tggttattgc cagctttgtt
   712141 gccgggccgg gggccaccac gttaccgatg ttggtattct ccagtgtgcg tatgggggtg
   712201 aatccagaga ttaatgcgtt agcgacactt atcctgctgg tggttggggt tatcggttta
   712261 tttgcatggt ggataatgtc gcgtgcggaa aagcagagat tgcgcgaatt acgtaaagct
   712321 gctcgtagct gattctccct aaagctgtta gtctttcgtc tcctttaacg ccgctttaga
   712381 gcggcgttat tgtgagagat aacatcaggt tgcggaaaac cgattatgag catcagactg
   712441 ggggtaacca agcaatatga gaccgtcctt ttcatcctca gcagcaacgc ctgtccctgt
   712501 cgtcattggc ggaacggcta tcattgcgac ccgaatcatc ggcgtattgc tattagtggc
   712561 tgaactgggc ttcagtggtg ttagcgattt tatcagtgat agcttgcaac gttgggatac
   712621 cggcttgatt ttttttgcca gtattgtctt gctgttgttg gatatgatgt gtggtgttgc
   712681 ggtgtgtcac cgccgaaact gggcgcgctg gtattatctg atttgtcagt tgatcatcat
   712741 gatttacctg cttatggctt cactgaattg gttggagcca gatattttcc gcattgaagg
   712801 cgatagcggc gctgaaatct tgcacagttt gcttttgcaa aaaatccccg acgtggtgat
   712861 tatcgggttg ttatttttcc cctggcaccg ctatttcccc cagtcaaaaa tgagtgttta
   712921 acgccatagg gtgctacaat ccgcgcccat cgacagcttc ggctgcacat tatctactgt
   712981 ctcagagtat aacggtcaat attaatgcat tgcgcacagt atacggcagg tcgctgccgt
   713041 tcttgtcagt ggttggataa accctatcca caacaactcg ctgataaaca gcatcatctg
   713101 gaaagcctgt tggctggtca tgcggtcacc cagtggctag caccggtttt tgggcgcgag
   713161 agtgcctttc gtaacaaggc gaaaatggtc gtcagcggca gtgtggaacg cccgttactg
   713221 ggtatgctgc atcgtgacgg tacaccggtt gatttatgcg catgtccact ttatccgccc
   713281 agcttcgaac cggtatttac ggtactgaaa acctttattg ccagggcggg tttgactccc
   713341 tataacgttg ctcgcaagcg tggcgaactt aaattcctgt tactcacgga aagtacctac
   713401 aacggtgaat tgatgctgcg ctttgtgctg cgttctgaaa ctaaattagc gcagttaatt
   713461 gctgcgttgc cgtggctgca acaacagttg ccgcagttgg cggtgatctc ggctaatatt
   713521 cagccagtgc atatggccat tctggaaggg gagcgggaga tcccgctgac cgaacaacag
   713581 gccctgcctg agcggtttaa tcaggtgccg ttgtatatcc gcccacaaag ttttttccag
   713641 accaatccac aggtggcggc ttcgttgtat gcaacagcac ggcagtgggt gcaggagcat
   713701 gaggttcaca gtatgtggga tctgttctgt ggtgtgggcg gctttggttt acattgtgcg
   713761 gggccagaga ctcaattgac cggcattgaa atcaatgctg aagctatcgc ctgtgcccgc
   713821 cagtcggctg agcagttagg gctaaaaaat gtcagtttcg ccgcgctgga ttctacccgc
   713881 tttgctaccg ctgaagccca aatacctgaa ctggtcttgg tgaatccacc acggcggggg
   713941 atcggccgcg agttatgtga ttacctgagc cagatggcac ctaaatttat tctctattca
   714001 agttgtaatg cagagacgat ggcgaaagat atcagtttgc ttgcgggtta ccacattgaa
   714061 cgggtacagc tgtttgatat gttcccgcat accagtcact acgaagtgct caccttgctg
   714121 actctccgtc gctagacgtg gtttgtggct taagtgagta tgcagtgagc caaagtcaaa
   714181 gcgttaaaac gttaaagtca ctggcgttgc aggtcggcag ctaacaagcg catccccctg
   714241 caacgtcaaa tatgaagggg attattgagg gaaccactta tcattgatcg cttgataagt
   714301 accatcagct ttcaccgcat caatggcttt attcaatttt gtcagtaggg cgatgttatc
   714361 cgggcgcaca gcaataccta aaccggtgcc gaaatattgt gggtcggtca catgctcgcc
   714421 gacagaggct aaattaggat tggttttcag ccattcattc actaccgcag tatcaccaaa
   714481 cacaccatca atacggccat ttttcagatc aatgatggca ttctggtagc tgtcataaga
   714541 cacggtctga atttcaggat gtttatcctg taaatatttc tgatgggtag tgccattctc
   714601 catcccaatc tttttgcctt tcaggtcagc aaaagtgctg aatttacctt tcggggcgat
   714661 aacaatcgcg gagttagcgt agtaaggctg agtgaatgcc acctgcttgc tgcgttctgg
   714721 cgtgatatcc ataccagaga taacggcatc ataacgtttg aatttaagcg ctgggatcag
   714781 gctatcaaaa gcctgattag tgaaagtaca gttggcttcc atttgtttac acagtgcttt
   714841 tgccagatcc atatcaaagc caacgatttc gttattggca tccatagatt caaatggcgg
   714901 gtaggtggct gaggctgcaa aacggagggt ctctgcggcg gtagcgctga aagccatgcc
   714961 acttaataac gttgccaata gtaatttttt catgcttaag ctcctgtctg aatttttcaa
   715021 tagaatatgt tattagttat tgattttatt gtatctggtt tgtttttttt gccaaaaaag
   715081 cccctgtctg atgggattta cattgccatt ttatgaattt atatgcaagt aatgtgatta
   715141 aaaatttaaa tttattctct ggggaaatga gtgaaggagt agacgctggt gaaagtgcag
   715201 aaactgatga ccgtgcggaa actgagtaga ggttgttagc atgactggca ataacccatt
   715261 ccatctatat gggcttatgg cagcatttct gcccccagag agttccattc cccccatcgc
   715321 taatatggtt tggctcaatg aggatgagtg cctaaatcat ggggttaata cgatgctcgt
   715381 ggttaatatt gcctcaatga agattagcgt tattgttttg atcgtttctg gtattagcat
   715441 ggtgataatt tcattatcat ttgttaaatg ataagacttt cattataaaa ttatattatt
   715501 ggtgagtttt aataataaaa ataggacata tcttgtgtaa atttattttg ataacggtat
   715561 aatgagggtg agcaacaggt tgataacaaa aatatagaat agggagtgat tttttattat
   715621 cccgctcggg agtttttcat taaaaataaa atatcaatta cttaaagtaa acgcattgct
   715681 tgtatttaga gtgacaacca aataaaacac gttcacatat aaaataagta atagaaataa
   715741 caatattttt tctatttgag atttttattt tttagatata agtattttta ttaaaaacag
   715801 ggtgtattaa tatgacaatg aagaaagaaa tgtccatgag atttgttact gtgtgtggct
   715861 ttctggcgat attaacatta attgcggtta tttgcttgat gggaagttgg tacaccatta
   715921 atgaaagcga cagaggcatc attactaaat ggggaaaagt ggtcgctgtg gctgaaccgg
   715981 gtcttggctt taaaataccc ataattacag aagttgaaac aatatctatt tctaatcgtt
   716041 caattaaata cgacagacta aaagcataca gtaaagatca acaacctgcc caaatggttg
   716101 tgtctattgg gtttcaggtc ccacctacta gcgttgaaga tctctttgta aaatatggct
   716161 cgattcaaaa tatggcggag cgcctggtaa gccgacatgt tccaacacaa gtagaaaatg
   716221 tatttggcca atacaccgca gtctctgctg tgcagaacag agaagatttt gttagacgag
   716281 tcaccgaaga attaaggcgg gtgcttaaag acgaacctct cattattaat tccgttaata
   716341 tcgaaaatat tgattttacc gaagggtatg aagccagcat agaagagcga atgaaggctg
   716401 aagttaatgt cgaaaaaacg cgaaaaatgt tagagacaga aaaaattaat gctgacatcg
   716461 ccattgaaca agcaagaggt caatccgagt ctcaattaag tattgcaaaa attggcgctg
   716521 aaaaaataaa attaatgggt gcggcagaag ctgagaacat cagattaatg ggggcggcag
   716581 aagccgaagc gataaaatta agagctgatg ccttaaaaca gaatccattg ttggtcgagt
   716641 taattactgc agaaaaatgg aacggagagt taccacagac gatgctccca aatagcagtg
   716701 ttccatttat taatgccaga aataaagacg gcaagtgatt tttgatagtt aatcaataaa
   716761 tctgaagccc acttccccat ggagattcgt ggtgtagtgg gcttttttat catctgtcat
   716821 taaaaatgta gagtttgtca ttacccgcga cacaatagcc taaacccccc ttgttgacat
   716881 acccacgcca gtcgagcgca gtgtctctgt atcagcacct ctcattaggc ccacaatagc
   716941 aatctagact gctgataaag tcaaatgacg gggaaacgtg ccgttggggt cgtacgtggc
   717001 gtaagccacc ggagcggccc tgatatcttg atctaggtgc ggtcaccctt cactcactga
   717061 gctttgccat cagcttcgat ctttttcttg agcacaacat ttaattgata cattataaca
   717121 taacaatcaa atcaacgaga atatccttta tgttattacg tattttttgg agtttatgcc
   717181 tctggtgggg gatcagcagc agtgcgctgg cagagatcca tctcaaagat gttgatggtc
   717241 gtgaggtcac tctggcggca ccagcacaac gtgtttatat cggtttttat tatgaggatt
   717301 ttttggcgat caatgggcca gacagttatc aacatgtcgt ggccttctct aaaagtgatt
   717361 ggagcctacg gaccagccaa tggccgcgct atcaggcagc cctacggcgt ttaagccaat
   717421 tggtggatgt tgggtctttg tataaccaaa gttttgactt tgagcgcctg ctggcgaccc
   717481 ggccagattt actgattttg gcaaaatggc aactcgaagg tttcgccaac tatttgccgg
   717541 tattacagca actctctatt ccctatgtcg tggtcgattt taatcaggga gaggacgcta
   717601 agctcaccag tattcgggta atggggcaag cattaggtca tggcgaacgg gctgaacgct
   717661 tggccatcgc ctatcaacaa ggcattgcag atattcgcag acgaattacc caagcgaatt
   717721 tgccctcgcc gaaaacctat attgaactcg gcgataaagg gccgggtgaa tacagcagca
   717781 gctatgggtc gtctatttgg gggcccttgc ttcaacaggc cggagccaac aatatcgcga
   717841 caggcgtggt caccacgcct tccccactgc gcgcagagta tgtgttatct cagaaacccg
   717901 aggtaatttt tctggcgggc ggagactggc cgaaaatgcc gaatgcggtg tcgatggggt
   717961 ttggtgccaa acctgaaacc ctccagcaaa gtatgaccca atatgctcag cgtcccggct
   718021 ggtcacaatt tcccgcgatt aaacaaacac gtttttacgc gctctatcat ggcggcgtcc
   718081 gcacgttgta cgactacatt tttgtgcagt ttgtcgccaa ggcgcttttt ccttcggcgt
   718141 ttgaagatgt gaacccgcaa cataatctcg aaacgtttta tgaagagtat ctgcccatca
   718201 aagccgatgg cgtatttatg cagcaatggc agggagaata atggcaacct ttttagagcc
   718261 catcacgcag ggacggcaat cttttcagca acttcatcta cgacgcgggt tattcacact
   718321 ggcattgatc ggctcgctac tggccgctat ggtcatcgat ctggccactg gcgcggccaa
   718381 ccttagccca cttgatgtat tgcgactgtt tctggtggat tcttcgcagc atgatgaact
   718441 acaccagatc atttttggtc cattcgtttg ccgatgacgt taaccgccgt ggtggtgggc
   718501 gcgagtttgg gtttggctgg cttgttgatg caaaccgtac tggcgaatcc gttagccagt
   718561 ccttatacct tggggatttc agccgcggca ggatttggtg ccgcattatc gatcatcact
   718621 ggcttcagcg tggggggagt cttgtcatta ggcaccccat tattggcttc actgatggca
   718681 ttactggcct gcctgcccat ttactttctg ggccaacggc aggggatgac accgcaaatt
   718741 ctggtgttga gcggcattgt ggtgctgttc ttcttccagt cgttgcaatc actcatgtta
   718801 tttcggcctc accagaagcg atgcaacaaa ttgtattctg gctgtttggc agcctgctaa
   718861 aagccaatat gcagggggtg ctaatgacgg gcagcgtact ggcttgttca ctggttatct
   718921 gtttgcagca ggcatggcga ttgaccgcgc tttcagcggg ggaggagcaa gcgctaggtt
   718981 tggggattaa cgtaagcgcc ttacgtaagt tagcgtttct tctggcgacc ttgttgaccg
   719041 ccgcctctgt gtcttttgtc ggcactatcg gctttatcgg tttggtcgcc cctcacttcg
   719101 cccgtatgtt ggtcggcgaa gatcaacgct atctgatcgg tatttcggca ctttgtggca
   719161 gcctgctatt ggttctggcc tctatcattt ccaaactcat actgccaaat ggtgtcgtgc
   719221 cgatcggcat tattattgcg ctgatcggtg tcccggtatt gttctatttt gtgactaaac
   719281 aggtgaaacg ggcatgacgc aactgacgtt aaagcacgtc ggcgtcacgc ttcataaacg
   719341 cccactgctc accgatattt ctctaacgtg gcctgcggca caggtgagcg gcattattgg
   719401 ccccaatggg gcgggcaaat ccacgttact caaagccatt aaccacatgg tccccattac
   719461 cgggcagatc gaatatcaac agtgcccact gaatacgcgc gtcacacgca tcgcctatgt
   719521 gtcccaactc aatcgtagtg attctgccct gaccgttttt gaaatggtcc tgctgggtaa
   719581 agttcgccaa ttgagctggc gtgtcagccc cgcacaaatt gatgcggtcg agcaggtatt
   719641 ggcagagtgc ggcatttcct ctctggcaaa ccaagttttc aacagtctaa gtggcgggca
   719701 acgccagtta gtgatgctcg cgcaggcttt catcgctcag ccgcagatca ttttgctgga
   719761 tgaaccgacc agcgccctgg atattcacca ccaattacgt gtgctgcaaa aaatcgtcga
   719821 ttacagcaaa cgccaccaat gcaccacatt aatggtgatc cacgatctgg gcttggcgct
   719881 gcgcttttgc caaacgctca cgttaatcca ccgtggaaat gttgcctgtc atggcgcagc
   719941 ccatcaggtg atcgcggacc ccatgatgtc caccgtattt ggtgtgggta tcgaaagtgg
   720001 aacaagccct ttgggctatc gctacttatt gcccactcag ttcttaccta ctcatggaga
   720061 gaaaatatgt atacgttgat gaaagccgat gtgctggctc aactcgcggg gctgcagcaa
   720121 gaaatcagcc agttacacga taatgcccag caaaatcagt ctcattttgt gttgttagag
   720181 cgccgtttta gtcgcttgca gtcttttaat gacgagccac agctacaaga ttaccggttg
   720241 cagttggagc acgatgatgc ggtggtaaaa caaattgccc aattgcggca ggtcgccaat
   720301 gcggcactgt gtgactatga aaaacatcag gtatgcgcct tgtgtagccc atcctccaag
   720361 actgacgact acctgacaag ttttaaccaa tcgctgcaac aagagatcaa actcgccggt
   720421 atgcagatgg gtgagaaggt gttgttggtg ggcagcggtg ccttgccgac cacggcgctg
   720481 gtactggttg ccaagctcgg tgcaaccgtc ttttgctacg atcacgatcc cgccgcacag
   720541 cagttagctc gccagctcgt tcaatccctc ggtctggaaa aacaggtgca atttattgat
   720601 aacctgaaag agttaacgga ccgtcccgtt gaccacatta tcgtcgcttc attggtggcg
   720661 gataaacagg cgttattagc acaattggtt ccctatgtga cccggtccag caaattagtg
   720721 atgcgctatg gcaatgggct gaagtctatt ttcaactgcc cttattgcca tgaggtgaac
   720781 tgttcacatt ggcgcaccgc cagtaaaccg gtgaccaccg ggctttatga ccttatcatt
   720841 ttggaaccta atcatcatgc ataacaccct gccgaccttg attctggggg ccgggcctgc
   720901 ggctatccaa cttgcggtgg atattagtgc tacaggtgat gctaggttgg ggctctataa
   720961 tcggcccagc acgaaaggcg aacggttaaa gcagtatctg gcactcacgc cgacccttta
   721021 tttgcagggt accggcaagg cacaagcgac ccagaaagag agcagtgtca cgattgattg
   721081 ctatatcgat caattggcgc aggcggttgg tgattggcaa cgtttgattc tggcagtccc
   721141 tgccgatcac tattacgccg tcctacaaca gattccgtgg gccgcgttac cacaattaaa
   721201 gtcagtgatt ttactgtcct cttcgatggg ttccggcctg atggtgcaga atctgttaaa
   721261 cgccgcgggg aagcgcgatg tcgaggtcat cagcctgtcc agttattatg cggatactaa
   721321 atatattcgc gctgaaaccc aagacattag cgctaatacc caagacatta atgctggaac
   721381 ccaagacatt ggcgctatac agccttatcg ggcgtatacc aaagcattta aacagcggat
   721441 atatctggcc aatcagtggg gtaatgcggg atcggcagag atgagctggt taacggcggt
   721501 attagcccgc caccacattg acaccttacc gtgttctaac ttgttggccg ccgagcgttt
   721561 tagcattacc aattatgtcc atcctccttt ggcgctggcg gataccacgt tgcaggcgct
   721621 gttctatcca gagcaacgta gccagtatct gtataaaacc caaccagaag ggccggtctg
   721681 tccggcggtg attgcggatt tagcgggttt ggccgatgac tataaaaggc tcctcaaccg
   721741 gctaggggtg gaagaaatca acttgctacg ttttctcaat gacgataact atccggtgcc
   721801 tgcctccatg gtcagtcgtc gctggattga cgaatttcca cagcttcccc ctcttgagca
   721861 gcaatacgca ctgtttgttc gttataccgc cttgttagtg gacccgtact ctacaccgga
   721921 tgaacaaggc cgattctatg acttttcggc ggtcaaggtg gccacggtat atcaagacgc
   721981 gaatgcgctg tggcatttgc cgcgagtgcc gctggaggat gttcacaaat tgcgaacgct
   722041 gctattactg gcgggcgcgc tggatgtggt gatgcccaca gcgcagcggc tgctacagcg
   722101 attccagcag gcgctcaagg cgtttattga ccgggtcggt gaggaacatt gccatccctc
   722161 tttattgggg gacgattgtg acaggcaggc ggccatcatc gaacaacaat ggcggagcca
   722221 gacatgaacc aaggcgcgtt attggctatt ctcgcctccc tgattttcag cgtgatgaat
   722281 gtgttagtca aaaccatcgc tgatgaaatt cctaccggtg agatcgtatt cttccgcagt
   722341 agcattggtt gcttgttgat tgggttactg atgtatcagc gtgggatagc gttcagccgt
   722401 gaagatcgcc cattgttggt actccggggg acgatgggcg cactgtatct gatttgctat
   722461 ttttacagta ttgctcacct gacattggca gatgccagca tgttggccta tctgtcaccg
   722521 tttttctcga ttgtgctgtc attattagtg ttgcgcgaac gggtgaatgc caccatggct
   722581 ttctggttgg tgatggtgat tattggcgcg attatcttga tccgcccgtg gaatttttcc
   722641 acctatacgt tggcgtctct ggtgggggtg atgagtgcgg tatttgcggc tattgcttat
   722701 ttgtcggtga ataagctcac gaagcgccat cacaattatg aaatcgtctt ctactttttg
   722761 tttatcacga cgctgatctc tatcccactg atgtggcata actttgtttg gccgagtggg
   722821 tatcagttcg gcattctcat cgccattgct cttgtctcat tgctaggtca ggtggtttta
   722881 acgcaggctt tctcttcgga caacctgatc gtggtgtcgg tggtgcgcta tatcggcatt
   722941 gtcttcaata ttacctgggg ctggctattt tgggatgagg tgccattgat gttgtcgttg
   723001 atggggggcg ggttggtggt ggtatcgtgc attcagttgg ggttacgcag taaaaagaag
   723061 gcggcctgat attcacacaa ggcaaactga tcgttatacc ccaaataatt cgagtggcag
   723121 gaaggcagcc aacgcatagg cagcttgaag catgacggtt agataaggca gatcgcaggg
   723181 gcggggcgtt aaggaaaccg gatcatcacg caatttctgg ttgatgatcc ggcgttgtcg
   723241 cataagggga gaggccgttt aattccgtcg ctcaaaggcc agggctttgc gctccactaa
   723301 ccgcatcagc aacgtcagca aaccattcac gcacaggtaa acaaccccgg cggcaccaaa
   723361 caccatcacg tcataggttc ggccatacat cagttggcta taccccatga cctccatcaa
   723421 ggtgatagtg tatgccagcg aggtcccttt gaagaccaag accacttcgt tggaatagga
   723481 tgatagcgcc cgtttaaagg caaaaggcag cagaatacgt aacgattgac gttttgacat
   723541 ccccagcgct tcacaggatt gccattggcc agagggaata gcccgtactg caccgtagaa
   723601 cagttgagtg gtatacgccg cactgttcaa tgccagagca atcattgcgc acagccatgg
   723661 ctgtgacagc agactccaca accacggata ttcgcggatt gccgggaatt gccctggacc
   723721 gtaatagatc aaaaagatct gtaccaacag cggggtaccg gtgaacaagg tgatataaat
   723781 tttgaccagc ggggtggcaa tgggggtttt cagcgtcaga acgatggtaa acaccactga
   723841 cagcaccaac gccaccagca aagagacgat ggtcaaggtc aggctggtat gcagcccttt
   723901 cagtatctcg ggtatatatt ccaacatcag gatgcgctcc gctcaaaacg ggtggtacgg
   723961 agttcaatcc atttgaggac atactggctc agcagggtca cgaccaggta gattgctgcg
   724021 gcaatcacat accacgtgaa gggttcctgt gtccgggtgg caatactttt ggtttgcagc
   724081 atcaggtcat tgacactgat aagcgacacc agcgcggtat ctttgagtaa taccaaccat
   724141 tgattaccca aacctggcaa ggcatgtcgc cacatttgcg gcataatcaa acggaagaaa
   724201 atcgccgtct ggcttaaacc gagtgcctgg ccggattccc actgcccgat aggcaccgct
   724261 tttagtgcgc cgcgcaatgt ctgcgatgca taagcggaat agagcagggc cagtgcgatc
   724321 acaccgcaca agaatgggct aacctcgaaa ttatccagat taagcttaat gggcagctca
   724381 aacagataga gattcagcgt gaaaccgtcc gacaacatca tcaacagctg agaagagccg
   724441 aaatagataa acaggaccac cagaatctcg ggtaatccgc gtaaaagagt cacccaaccg
   724501 atagtcaggt aactaaccac tttcaaacgt gatgattcac cgacggcaaa cagcatcgcc
   724561 agaaccaaac cgagtgccag tgcacaaacg gcaaggccga cggtcatacc ggcggcactt
   724621 gctaaaggtt gaaattcatt catgggtgtt tagattactg ctggaaccat tttttataga
   724681 tagtttgata ggtgccatcg gctttaactt tcgttagcgc agcatctaac ttaccctgta
   724741 attcggtgtt gctctggcgt accgcgatac ctaaaccggt accgaaatag tcagcgtctg
   724801 tcactttgtc accaaccgcc gctaattggt cattctgttt cagccactca ttcaccactg
   724861 cggtatcacc aaatacggca tccaaacggc catttttcag gtcaaggatg gcattctggt
   724921 agctgtcata aggcacagcc gtgatttcag ggtgtttttc catcaagtat ttttgatggg
   724981 tagagccgtt ctgcataccg acacgtttgc ctttcagtgc ggctaaatcc gccactttat
   725041 ctttttgggc gataaacagc gctgagttat cgtagtaagg ctgcgtgaat gccacttgtt
   725101 tctggcgttc tggggtgatg tccatacccg aaataacggc atcaaaacgt ttgaatttca
   725161 ggcttgggat caagctatca aaggcctgat tggtaaaggt gcaatcggct tgcatctctt
   725221 tacacagtgc attagccaga tcgatatcga aaccctgcat tttattattg gcatcaataa
   725281 attcgaacgg tgggtaagtg gcttccgcag cgaaacgaat ggtttcagcg gcagaggctg
   725341 ataaactgat actggcgagg acggtcgcta ttattaattt tttcatcgca aattcccaaa
   725401 tagatatcaa tgtgacagat agctggcaaa agcttcggtt gttggttggg taaagtggct
   725461 ggcatcgccc tgttccacaa catggccgtt ttccatgtaa accacacgac tggctgtctt
   725521 gcgggccact tcaacctcat gagtgacaat cacctgagta ataccggttc cggctaattc
   725581 acggatgatg ctgacgattt gtgcggtaat ctctggatcg agcgcggcgg tcggctcgtc
   725641 aaacagcaac acttgcggtt ccatcatcaa cgcgcgggcg atagccacac gctgttgttg
   725701 accccccgaa agatgcagag gaaagcggtc agcaaaatca gttaaacgca ggcgtgacaa
   725761 taatttctgc gcacgggcca tggcttcttc ttttggcaga cccagcacac ggcaaggggc
   725821 ttcaatcaga ttgtgtacca cggaaagatg cggccaaaga ttatattgct gaaagaccat
   725881 gcccacgtta gtacgcaact cgcgaatagc cttttcaccc ggaacgcggg aaaaatcaaa
   725941 gtgattaccg gcgatctgca aggtacctga acgcggcatc tccagcaggt taagtacgcg
   726001 cagcaacgag cttttacccg caccacttgg gcctagtaac accagggtct cgcctgctgg
   726061 acaatctaat gtaatgtcga acaacgcttg atgtgcgccg tagtaacagt taattccgtt
   726121 aagttgaata ctcatgcgcc aaatctgaat agccaatgat gcggggaatg gtaacttcca
   726181 cggcatactt atgcaatctt tgtgcgttaa aatttatgaa tagccagaat aaacggttaa
   726241 aaacagcata acatttgtat ttgattgcgc tcagggggaa tttgtcgcgt gatgaataaa
   726301 cctgccagag cagcaacatc agcagtgccg attaaaaaac agacagaaaa atgagtttgt
   726361 aaatcaataa gtaccgggcc acgggaagga acccggtacg aaagatgtgt ggccgggagg
   726421 actggcccgt tattttaatt ttacctgatt gaaggttgag aatatggcct caacatcagc
   726481 actggtgaga ttatgttggc gaatcgtgtt gataaaatgc gccttatcac ccatttcggc
   726541 gggtttacag gttttcagtt cctccgctat ctgctcgagg atcttcgtac ttaactcacc
   726601 aatattagcg cgtacgtcat ctagcggttt gggttgccaa cccggttctg gctgtgacaa
   726661 ccagtccgcg cggtaacggt actggatagc ttttgcggca ttgatttgtg ccaccataag
   726721 cggtttgatt gattcaccgt ttaagcccag tgattccgct tgcgccatgg cgctattgat
   726781 cactttctct tcttgaatgc ggtcttctat aggtaaatga ttttcagctt tatatcccgc
   726841 gacatctttc atatagctta atcgctcatt aatgagcgga gccgtctggc cgcattgctg
   726901 tgcctgtacg gccagggaaa gaaaaaagct actggcgata attaatttac cgataacagt
   726961 taaccttgtt agcgtatgag tgggttgcat agtgatttcc tccttgttga caatgacggc
   727021 tcgtggggtt gatagggaat ggtcttggta tcatctcttc ctatcaaaga ggccagtatg
   727081 ttgaccacta cggttgtctg tgggaagagg tgatagcgga tgacgtgccg tgagccattc
   727141 cccgtggcga gccgttaggt tagtgattac ccaacaattg gcgcaggctg ctggcgggtg
   727201 cgctaacgcc cataaaacgg atatcatcaa cgacccagca tgttccttca cggatcatca
   727261 gcacttcatc ttgccacatc accgccttgc catcagccat ttggtggctc agattaacgc
   727321 gtagcgggat attcctggca tcagtattgg ggattgtcga tgcgctggca acactggcgg
   727381 aggtactgcc ttcacgtaag ctggtgaaaa tatcaccgct gatcatttgg gttttattca
   727441 cttgagccgg tgtgcggtta ctggcttgtt ttctggcggc ttgaatatcg ttatacagcg
   727501 actggcttaa ataagggcga aattgtgcgg acagattatc atcaggtagg ccctgttggc
   727561 cgccaatctg ctggatacgc aagtcataaa atttttgcgc taccgtgtct ggccctcctt
   727621 caatacaggg actactgcgg ctgctggtgg cctcaaaaac aggattaacg ttactggcac
   727681 aggcactaag taaaagagcg agagggagga tgagggcaat atttttcttt ttcatatgat
   727741 gaccttaggt aaagtaatct gttatggcgg ctggcagata actgacgagt tataagataa
   727801 ccgacgagtt acaagataac ctaataaccc attagccgcg aaacttaccg tgttctttca
   727861 gccagcgggc ggtgcggaga ataccttcat ccagtgagat gattgggcga tagcccaact
   727921 cttgctcggc acggagggta tccagtgtga gatcaaaatt gagtttagcc accgcatagt
   727981 gtgttaacac cggctctttt tctgctttat tgctcatttt ctccattgcc ctggccatga
   728041 tatccatcat gggataaggc actgagcgaa ttcgacattt catatccaac gcgtccagta
   728101 gctgttgtac gatggtgcgc agagggcggg gttgctggtt ggtaatatta taagcgcggc
   728161 cagaaagggt cttttggctt tgggtggcaa gccacatcgc atgtacggcg ttttccagat
   728221 aggtcatatc caccagtgcg tcaccgccac ggggcagcag cagggtaccg taatgtttaa
   728281 tcatatgtag caagcggggc aacatcactt tatcatgcgg gccgaataac ccctgtgggc
   728341 gcagaatagt aaaatgtgtt tgtggattgg acagcgccag cagtttgatc acctcttcac
   728401 cggcggcttt actgcgagcg aattcattgg caaagcgcac gggccggaaa tcttcctgaa
   728461 tattgcgatg atggtggtaa tcgaaataaa tggcgggtga ggagatatga atgaaattct
   728521 ctacgccata agccgctgcc cattctccaa ggcgccgcgt cgcgcgcaca tttgccaacg
   728581 caaaagcctg ctctgtcccc cacggtgagg taaagctcga acaatgccac agcgtatcga
   728641 catccgccag catggctttt gcctgtgagg aaaccagatc cgtcaggtca gcatgaatga
   728701 atttagcccc cagttttgtc aataacgcgc ccatcgcctg attacgacca gtagcgataa
   728761 cactgatctc ctgacgacgg agatattcaa ccgcatttcg gcctaatcca ctggttgcgc
   728821 cggtaaccaa taccttcata acgaattcga ttcccaccca aaatcaaaat gctagcgcct
   728881 gaaactattc gctgagcaaa taagatgcca ttcttccgtg aaatgatgcg ctatgcaatc
   728941 attgctttga gcccgcgcta ttttttgccc gtgcatcacg ttcacggtca tcgtgttctg
   729001 ccagcgcagt aatacgtctt gccattccgc gaaaaataaa cagatgtgct ggcatcatga
   729061 caaaccagta gagtaatccg ctgaaacccg cgggatgcca ccacgcgcgg acatctaagc
   729121 tgcggcaacc gcccaagtct ttaatcgtaa aggtcaggcg gcctaaaccc ggtgctttca
   729181 taccaaacat caatgccaac tggcgtaatg gtttgacggt gatgactttc cagccatcaa
   729241 tgagatcacc caattccaag gtttcccgtt cagggcggcc atacaccaca ccaccgccga
   729301 tcatatcgtc catcctggca cggattttcc acaatgggtt gccgtagaaa tagccttctt
   729361 tgccaccgat ttgttgcacc acatgccaca atgcctcact ggacgcggtt gttgagcgtt
   729421 ggcaaccggc ctgcttaggg taaaaaccgt aacctggccg ccagcgtgcg cgggcctctg
   729481 ggtcataacc ccagtcagca gagtcgacga cctcatcctc gcggcgcagt gtctctttga
   729541 ctgcatcctc aaaacggatt aatttttgcg ggatcagtgc ctgtaaggcg cggccatcag
   729601 ccggtaaatc atggtttagg ccttcgatca gtgcgctggc aattgaggtt ggcaccgagg
   729661 tgatcatatt aatgaaatag accgagataa accgggttgg cagggggatc gggatcagcc
   729721 agcgacgttt gccgctgatg gcaataaacc gctcaaacat cgtttggtag ctgatatatt
   729781 ctggcccggc gacatcccag attcggtttt cttccgttgg atgattgagt agctcggtca
   729841 gataaaccaa gagattatcc agtgcgacgg gtgacgattt agagcgtacc cagcggggcg
   729901 gtgtcagaat gggcaggtta taaaccatgt cgcgcatcac ttcaaaggca gcagaaccgg
   729961 ggccgacaat aatgctggcg cgcaactcag tgaccgggat accgctttga cggaggatat
   730021 cgcccgttaa tttgcgggcg atcaggtgcg aagaactgtt atctcccggc tgtaatacac
   730081 cgagataaat gatctgttta acggatgagg tttgcgctgt tcccaatggc tgtagggcgt
   730141 tcttcatatt gctggcggct agacgttcct gttcaatcaa atcttggccg tcacccatgc
   730201 catgtaccag ataatacagt acatcaatat cttgcaacgc ggcattgagg gttgcgggct
   730261 gataaagatc gacaaagcag cagttaacgt ttggccacgc ctgctctttc agccactcga
   730321 tacggcggcc agcagccgtg acttgatggc cttgctggct tagcaagggg accaaatgtt
   730381 ggccaatata gccactggca cctaatacta atatccgttg tggtgtcatg aatgttgctc
   730441 ggcaataaat tcacgccaca gcgcgacgac tttttccaga tcttttcggc tcacgttaag
   730501 gtgagtaatc aggcgggtga gcggcccggc actgatcagc acaccacgtt cacgcatcca
   730561 ggggccaagt ttcaacgctg attcggcaga ttgcgtaatg tacagcacgt ttgtttgcgc
   730621 gccgggggcg gctatctcaa tgcctaagtc acgtaattgc tgttccaacc actgggcgtt
   730681 atcgtgatca tctttgagtc tcgccacatt atgttgcagc gcatacaacc cggctgccgc
   730741 taaaataccg gcctgacgca taccaccacc ggtcattttt cgccagcgcc gggcgcgatg
   730801 aatgaattct gcgctgccac agagcaggga accaacaggc gtccctaatc cttttgacag
   730861 acaaattgtc agggtatcgc aatactggct aatatcgttc agtggcacat tcagcgccac
   730921 cgcagcatta aaaacacgtg cgccatcaat atgtaacgcc agtttttttt cgcgggtcaa
   730981 cgcccaggct tgctgtaaat aacgcaaagg caagactttg ccattgtgag tattttccaa
   731041 acttaacagc cgggtggggg caaagtgaat gtcatcgggt ttgatggcgg ccagaacgtt
   731101 atccagtggt agtgtgccgt catcgttggc atcaataggt tgtggttgga tactgcccaa
   731161 aacggcggca cccccggctt catacaaata gttatgggct ttttggccga caatatactc
   731221 ttcaccacgc tgacaatggg tcaatagcgc caccaaattt gcctgagtgc ctgttggcag
   731281 aaacagcgcg gcttctttac cggataaact ggcggctttg gcttcaagcg cattgacggt
   731341 tgggtcatcg ccatacacat catcaccgac ctcggcattc gccatcgcgg cgcgcatggc
   731401 ggcacagggt tgcgttactg tgtcactgcg taaatcgatc agcatcgtct tctcattggc
   731461 tagaaaaata gatttcatca tagcgagaat atcgaaacaa aaaagcctac tggctcgagg
   731521 ttattgacaa agtgcccgcg acggagagaa caggcagatc gtaaagacgc cgtaaataca
   731581 tccatgtagt ctcgagccgc gccatcttgt tttaaatagg atctcccccc aagctctgga
   731641 ttaaatttta gttcggtgtg atgtaaaaat gctgttttgc cgagcaaaga atctgtcgcc
   731701 agtcgtgtcg gtacatattc gatacgactg gctggataaa tgacaaagat ctttattggc
   731761 tacaagacct ctctagattg aaagaccttt tgattagcgt aaccagttag tttttgccag
   731821 ctcgatcact tcatcccccc ggccattaat aatggccctg agcatataaa gactaaatcc
   731881 tttggcttgc tcaaacttaa tctgtggtgg cattgagagc tcttgtttcg ccgtcacgac
   731941 atccaccaat acggggccag gatgtgcaaa ggcactttcc agtgccgcat ttaactcaga
   732001 ggctttttct acccgaatcc ctttgatgcc agcagcgttg gcaatggcgg cgaagtctgg
   732061 attatgcagg tccgtaccat ccgtcagata gccgcccgct ttcatctcca ttgccacgaa
   732121 ccccagtacg ctgttattaa ataccacgat ttttacgggt aattttagct gggtcagtga
   732181 gaggaaatcc cccattagca tggtgaaacc accgtcgccg cacaaggcca cgacttgtcg
   732241 gtcaggggcg gttgcttggg caccaattgc ttgcggcatg gcgttagcca ttgagccatg
   732301 gttaaacgac cccagtaaac ggcgcttgcc gttcatctgc aaataacgtg cggcccaaac
   732361 ggttggggta cccacatcgc aggtgaaaat cgcatcttct gtggcgtagt gactgatttg
   732421 ttgtgccaga tattgtgggt ggatcggttg gttatcattc gcggtggcga gagcatccag
   732481 atcttggcgg gtggtacggt aatgttccag cgctttatcc agaaacgcgc ggtcactttt
   732541 ggcatctaac tgcggcaaca gcgcggtcag ggtggttttg atatcgccaa ccagcgccat
   732601 gttgacgggg caatgagcgc caagacttcc gggattaata tcaatctgga tgatattggc
   732661 gtgagtggga taaaacgcgc ggtaagggaa ctgcgtcccc agcagaatca gggtatcggc
   732721 attgagcatc gcttgatagc ctgaggagaa accaatcagc ccggtcatac cgacactgta
   732781 agggttgtcc cactcaatat gctcttttcc acgcagggcg tgaaccaccg gggcttgtag
   732841 tctctcagcc aatttgacca cttcatcatg agcatcagcg cagccgctac cgcacatcaa
   732901 cgtaatattt ttagctttat tcagggtgtc agccaagagc gttaactcac tcatcggtgg
   732961 ctgaactaat ggtaatttcg gtgtttgcca gatgacggcg gcatcttctg gcgctggctg
   733021 taacgcaaca tcgcccggca gaacaataac cgatacgcca cgattaagaa tggcttggcg
   733081 catggcgatt tctaacactc ttggtaactg ttctgggttc gaaacgagtt cacagtagtg
   733141 gctacattcg cggaataact cctgtgggtg agtttcctga aaataaccgc taccaatctc
   733201 actggaggga atatgcgcag caatggcgag taccgggaca tggttacggt gacaatcaaa
   733261 taagccatta atcaaatgca ggttaccggg gccacaggaa cccgcgcata cagctagctg
   733321 cccggtgagc tgtgcttccg ccccggcggc gaaagcggcc acttcttcgt gacgtgtgcc
   733381 cagccactcg atagttccca tgcgatgcag gctatcactc agaccattga gtgaatcccc
   733441 ggttacgccc caaatccgct taacgcctgc ctgttccaac gttttagcga tcagtgttgc
   733501 cacagtttgc ttcatagttg ttacctcaag gtctattagc gaagttatga ttctatgagg
   733561 tcaaagtatg gcgtgtttga ggataaatgc cccattgatg atgcggatag gcactttatg
   733621 gggcgggaag gtcggtcgtc gtcaggccaa tggcgctatc acgccaattg gacatccccc
   733681 tgaagttggc aactgcatgc cagaacataa ccttgcgcta tttcttccgg cgttagcgtc
   733741 atggtgctgg tggtggtgta tttgccatgc aaaatgtggg ttttacatga gccacaaaca
   733801 cccgcgcggc aggcggccat aaccggtatt ttatgttgtt ccagcgcaaa gagcagggag
   733861 gtgccaaccg ggacgttgac actgcgtagc gggcggctga tagtcatcgt caattcatta
   733921 ctggtatcga taacctcatc agcggtacga aattgctctt gctggaaatg atcggcaggc
   733981 acttgctgtt gttggcaata ctgttcaacc cacgccatat agggcgcagg cccgcaagtc
   734041 atcacgcggc gatgagcaat gtcgggggcg acctgctgca taatacgggc attaattcgc
   734101 ccctcaataa accccgccgt tgccgctgac tctgccatca gcgtgagttt taattgctgt
   734161 ggatagcgct gcaataaggt gtgccattca ttggcaaaaa tgacatcggc aggggtgcgg
   734221 acattaaaaa ttacccgaat atcggcctgt gggcgctgag ccagtagtgc gcgacacatt
   734281 gatattacgg gtgtgacgcc acagcccgcc gccagcatca gatagtggtc atcatcggca
   734341 ttggcgcagg taaactcgcc ctgagcatca gaaagccaca gataatcccc gacattaacc
   734401 tgctgcgtca gccagcggga gccttcacca tcaggtaaac agcgcacggt gagttggata
   734461 aaagggctta aacccggtgt cgaggagagg gtataggcgc gcaaggtttc atcactgttg
   734521 cgaatactca ccaacgcgta ttggcccggc aaataagagt aaaaatcgtg attaatcagc
   734581 cgtaggctcc agacatcggg cgtctcttgc acgatggaat ggacctgcat acggttaggg
   734641 cagaaggggg taggggaatc ggttggaata aaatcggtca ttggggcctc acaatgaatc
   734701 aggtcattct ctggcaaaag acgtcgcaaa cagcgtgcaa taatagcccg gtcaacggcg
   734761 agaaaggcga ttgaccaggc aaggtataat taacttaatg gcccaaaatc gcctgcatat
   734821 cctgttctac ggtggttatt ggctgcatac caaatttctc ataaaggatc gccatcaggt
   734881 tgtcggtcag gaaacctggt gccgttgggc cggtgtaaat attcttcaca cccagcgaca
   734941 atagcgtgag cagaatgaca atggcttttt gctcaaacca tgacagcacc aaactgagag
   735001 gcaggtcatt gacggtgcaa cccaattttt ccgacaattt aaccgccaac atgatagcgg
   735061 cgtatgcgtc attacattgg ccgacgtcca gtaagcgcgg taatccttcc agagtgccga
   735121 agtccagttt attgaagcgg tatttgccac aggctagcgt cataatgatg caatcttgcg
   735181 gcacactgcg ggcgaaatcg gtgaaataac tgcgctcagt acggctacca tcacatcccc
   735241 ctaccaagaa gacatggcgt agctttttac tggcaaccaa atcaataacg gtatcagcgg
   735301 catttaggag tgtctggcgg ccaaaaccga cagtaatcag gtgttccagt tcactgtagg
   735361 ggaagcccgc cattccgagc gcttgctcaa tcaccggggc gaaattatcc ccgtctaagt
   735421 ggttgacacc tggccagcca acgatgctgc gagtccagat gcggtcaccg tagttgccca
   735481 cattcggatc aataatacag ttggaagtca tcaggatcgg cccagggaac ttggcgaatt
   735541 cggtctgctg attctgccag ccgctgccgt agttccccac caaatgtgga taacgtttta
   735601 actccggata gccgtgagcg ggcaacattt caccgtgagt gtaaatatta atgcctgtgc
   735661 cctgcgtctg ctccagcagc atgtgtaaat ctttcaggtc atggccggaa attaaaatcg
   735721 ctttgcctgc taccgggcgg acattaacgg acgtcggttg tggatcgcca taggcctggg
   735781 tttcgccctg atctaaaatg gccatcacat tgaagttcat tttaccaata cccatggcgt
   735841 tattcagtaa ggtatcgaca tcacggggct gggtgcccaa ccaggccata taggcatggt
   735901 actccgcata aatttgctca tcagactggc ctaatacatg ggcgtgttcc atataagccg
   735961 ccgcgccttt caagccgtat aagcacagca tacgcaggcc gtgaatatca tcgcccacat
   736021 ccgctttatc gttattgagg gcgaactgct gtgattgttg cagcagagaa gggatatcgt
   736081 ctgccaccag ttgcaactca gccagtgggt gatcaacggt aattgtgcta tccaacaggc
   736141 ggcaacggac agccagagag tggcgcagta aaatagcgtc tttggcgtat tccacaatac
   736201 ggtcggaatc gaaattcacg ttggtcagcg ttgagaaaaa tgctctgggg gcaaagctgt
   736261 caatttggct atcgataata cccagttcac gggcttgtaa cgcccaagcc gatagcccct
   736321 gtaatacagc aaccagcaag tcttgtagat ctgaggtttc ggcggttttt ccacacattc
   736381 cctgcgcgta agagcagccg ttacctgctg gcgttcggat agtttgttca cattgcacac
   736441 agaacattat tattttcctt tttaaagttg tatttgtaat gcgtgttttg gagcatagag
   736501 atacgccatc ggtttaaaaa ggtattttta atgcaatatt cacttatatt gatttgacgc
   736561 aattattact gcgaatgaga atttattcga tatagggaag gaaaagcccc cagagggcgg
   736621 gggggggcga ctgggagata ggggaggatt aggaaaagaa agccattaat atgggtgcca
   736681 gcaaactgag caaaaagcca tgtacgatag ccgcagggac catttccaac ccaccactgc
   736741 gctgcaatac gggcaaggta aagtccattg aggttgcacc gcataagccc agtgcggtgg
   736801 agcggctact gcgcaccaat gttgggatca acataattgc cactaattct cgggcgaggt
   736861 cattgaagaa cgcggcgcta ccaataacag gcccaaaggc atcggtcagt aaaataccag
   736921 acagtgaata ccagccaaaa cctgaggcca tcgccaaccc ggtttttatc ggcaaaccga
   736981 gcagcgcagc agcgataatg ccgcccacga gcgcactcag cgcaaccaca aaggccacta
   737041 gggtcccccg gcgatttaag actatctggc gcagcgtcat accgctgtta cgcaattgaa
   737101 ttccgaccaa aaatagcagg aaaatcaggg ctaattcact gcctttggcc gcaaattgta
   737161 gccattccca ttggctcagg cctaacagga aacccactat cacgacaccg cagagcttta
   737221 atgactccag tgccatatgc aaccgtgaag gtaatatctc ctgacgatgt gtatgtttcc
   737281 acggtatttt acgttcgagt aaaaacaggg cgagcaggtt ggcgcataaa atacacagaa
   737341 aaaagaggct ggtatattgg aaaataagca gcagattagc gctaaggttc tccaggaatg
   737401 ccaggctaat acccataaag aataaaatca cgtagaccat ccagcttaac gagcggttga
   737461 tccattgaat aagtgttttg cggctaagtg ggatgagata accaataatt aacggcaaaa
   737521 gaatgatcag caatcctgaa tacacgagtg gtaccgtcct gtatggcgac taaaaataga
   737581 ctcttatgac ttgaggttac agtggtgtta gccgcgttca ctcactcgaa tcactgactg
   737641 aattacgctc accgtgatgt taccttgctg tggtaccaag accaataata tgggcatcat
   737701 aaacggatga gcaatggctc tgtaccacaa taaactatat aaaatcctag acagagtaaa
   737761 gtgctatgcc atgcttgact aagacttgac ctataaggtt tttttacgct tttctcgcag
   737821 aatgaaccgc tattattatt gggttaacaa tgttatctct agtattcgtc tgaatgagtt
   737881 ctcatcggag gcgtagcatg tatcttgaac gcgtagaaat tgtcggtttt cgtggtatta
   737941 atcgtatttc attgaacctt gacgataata cgttgctgat cggtgagaac gcttggggta
   738001 aatccagttt attagatgcg ctgacactgc ttttatcgcc agaaccccaa ctttatcatt
   738061 tcactgtgca ggatttttat tatccaacag gggatgaaag cgctaaagag cgtcatctac
   738121 aggttatttt gactttttgt gaaaaagata ttggtcattg gcatgctcca cgttaccgcc
   738181 agctagcccc actgtggata aaaaataacg atgggttaca tcgtatctac tatcgagtgg
   738241 aaggagagct gggtgatgat gggacggtat gcacgtggcg tacttttctg aatttagacg
   738301 ggcaacctct gccgttgcac gatatcgaaa aactggcgcg gggagtgatc cgtattcacc
   738361 cggtactacg attacgggat gcgcgtttta tacgccgttt gcgccgtacc gtttccgaag
   738421 acagtaaagc gccagataag gttgcattga atcggcagtt agatcagttg agccgcgagt
   738481 tggtacggaa tccgcaaaaa ctgaccaatg cagagttgcg ccaaggggtg gaggcgatgc
   738541 gccaactgct tgagcattat tttgctgagc aaggttctca attgccgggt catcacaata
   738601 atccccctcg tccgcaaccg gaacgtgcgg cgtggcaagc actagacaat atcaaccgca
   738661 tggcggcaga acctaacagc cgcagtatga ggctaatttt gttggggatg ttttcaacgt
   738721 tattgcaagc aaaaggctca ctgagcctcg atcctcatgc ccggccattg ctcttggtcg
   738781 aagacccgga aacgcggtta cacccgatta tgctctccgt cgcttggggg ttgctcagcc
   738841 aattaccgct acagcgtatc accaccacta actccggcga attagtgtca ttagtgccac
   738901 tggaaagcat ttgtcgcttg gtacgtgaat cttccagagt ggccacttac cgtattggcc
   738961 caagaggcat gagccctgaa gacagccgtc gaattgcttt tcacattcgc ttcaaccggc
   739021 cctccgcctt atttgcccgt tgctggctgc tggtggaagg cgaaacagaa atttggctgc
   739081 tgaacgaatt agcccgccag tgcggttatc actttgaggc tgaaggggta aaagtgatcg
   739141 agtttgctca aagtggtttg cgcccgttgc tgaaatttgc caaccggatg gggatccagt
   739201 ggcatacctt gaccgatggt gatgacgcag gtaaaaaata cgccgccacg gtacgcaata
   739261 tggccgatca ggggcgcgat agtgagcggg atcgcctaac aattttgcct gcacccgata
   739321 tggagcattt tttataccgc gcaggttttg atgaagtgta tcaccgtgtt tcggcgatcc
   739381 ccgcgaatgc gaaaatgcag ccacgcaggg tcattgataa agccatacac cgtacttcca
   739441 aacccgattt agccattgaa gtggccagcc aagcagggca atggggggta gaatcaatcc
   739501 ccccactgtt gaaaaagatg ttctctcgcg tggtctggtt ggcccgaggc cgggctgatg
   739561 aatagagagg ctaccatacc tgtcatactt caagccgcag gtggggtgac tgagtttgtg
   739621 actcggcctg tccatgggcc tcgcctctgc ggggccgccg caagcagcgt ttaaatcgct
   739681 cacgtaattc gattaagctg ctcacataaa atgtgcggct aaccccgctt ctaattgctc
   739741 cagtagcaca tagcgacgac gatattctgc ccgctttttg ctggcaatct cggtgagagg
   739801 tttacggaca attttggtgg gtaatctgaa atgcccttca gtgtctgggt taccaccgag
   739861 tgagagccaa aagccatcgt aatcggcatg taatttattt tttttcttgg cccgataacg
   739921 ccaattttga tagatatgag tggcgttccc taccgcgata atttcttcta ttcccattaa
   739981 ttcagccaga taacaggtcg cctctagcgc caaacgtttt gggaataaac catggcacgc
   740041 tttagtacag gcctgaattt catggtgagg tgttttatta tcagccccct gtaagccgcc
   740101 aataaataat gttttttgct gctgataata aaataaactg aaagtgagca atgccagtgt
   740161 ttgttgttgc tcattggcca acatcagcgt aatttcgccc tctttattga gctttggtat
   740221 gatgcccaaa taaagggaat acttttcgcc gcctttgccg gttaatgtta ccagcctata
   740281 aggtgttcga tgtaaatagt tgtaatgtaa tgcttttggc atacattgag tgatgagctg
   740341 aaagtgatcg cgcaagacat ccagtttctg gcggttattg aaggtgtggc tcagataggg
   740401 gcgatgtaat ttgcacggta aatcgggttg tgcgcggaga aggctgtgta agaaaggttg
   740461 ttttgacagt aagatcagaa agttaaatgt taatcttggg ctgattaacg cccggatgat
   740521 aaatttaagc cgaaacttcc attcttgcca tgaatcactg aatatcggac tgcctttgca
   740581 taacaatata atcagccccc aatgattgat attgtcagat tttaattgtc tatcactgat
   740641 gactcgcatg attaaatccg tctaattact gtttttctag tggtattgaa acagttgaga
   740701 gctaaacaaa atatcaataa atctaatatt ttgtgccgtg gtgcgataga gataggcgct
   740761 tggtttagct aaatgagatt ttttgatggt attttctgcg ggtatatttt ctttgtgttg
   740821 atatgatcca tttttcaacc acttaactgc catggaaata agaatgaagg gaggtaattg
   740881 atttgatgca actcagtaga ggtcagcgcc ggtggcttgc cgccattgcg gtattgctta
   740941 tcggtggttt tttcatcgcc aggcatctga tggcaccggt acctgttaac tatcaaacag
   741001 tcaaagtggt tcaccgtgat ctgcaacaaa atgtcttggc aaccggtaag ctcgatgcgg
   741061 ttcgtaaagt tgatgtaggt gcgcaggtca gtggtcagtt ggaaaaactg tatgtagaaa
   741121 ttggcgatca cgttaagcgg gggcagttgc tggcgatgat cgatccacag caggcgcaaa
   741181 accaaattaa ggaagtggaa gccacattac aggatttgaa cgctcaacgg atacaggcga
   741241 aggccgaatt acacttggca acggttacgc tcggtcgtca acaaaatttg gctaaattac
   741301 aggtggtgtc acggcaggat ctggaccagg cagtaaccga tttggcggtt aaaaatgcga
   741361 aagttggcac gattgatgct caaatcaaca aagcgaaagc cagcttagat acggccaaaa
   741421 tcaatctgga ttacactcaa atttctgcac cgatggatgg tgatgttgta caaatcacca
   741481 cgttgcaagg tcagacggta attgccgcac agcaagcgcc caatattctg accctggccg
   741541 atatgagtac catgttggta caagcacagg tatcagaagc ggatgttatc aacctgaaac
   741601 cggggatgaa agcctcgttc acggtacttg gcgatcctgg caagcgtttt tctggcgtac
   741661 taaaagatat tctgccaacg ccagagaaag tcaatgacgc catcttttat tcagcccgct
   741721 ttgaagtacc aaaccctgac agattattgc ggttacaaat gacggctcag gtatccatac
   741781 agctagcaaa tgtagatcag gccgtggtga tcccactagc tgcgctgggt gatgagttag
   741841 ggagtaatcg ctatcaggtt acggtcctga aagagggcaa agaagagaag cgtgaggtga
   741901 ccattggtat tcgtaataat gtcgatgctc aagttattag cgggctgagt gtcggcgaag
   741961 acgtcatcgt cagccgcggt ggcacggggg atgcataatg gcggcattgc ttgaattaga
   742021 aggcatccgc cgtagttatc agtctggcga agaaattgtc gatgtgttgc aggatgtctc
   742081 attgaccatc aatgcgggtg aactggtcgc gattattggc gcttctggct cgggtaagtc
   742141 gacattgatg aatatcttgg gatgtttgga taaacccagt gccggtattt atcgtgtcgc
   742201 tgggcagaat gttgatgagt tggatgacga tgcgttggcg gcactgcgcc gtgaacattt
   742261 tggttttatt ttccagcgtt atcacctgct tccgcatctc agtgccgcgc ataatgtgga
   742321 agtcccggcg gtttatgcag ggttgggtaa acatgagcgc cgtgagcgag caaacatgtt
   742381 gttgacccgg ctggggctgg gggatcgtgt gagctatcag cctaaccagc tttcaggtgg
   742441 gcaacaacaa cgggtcagta ttgccagggc gctgatgaat ggcgggcaag ttatcctcgc
   742501 cgatgagcct actggtgcgt tggatagcca ttctagtgtc gaggtgatgg ctatcctgaa
   742561 acaactgcaa caacaggggc atacggtcat tattgtgact catgacccca ctgttgccgc
   742621 gcaggctgag cgagttattg agatcaaaga tggccgtatt atggccgatt caggatcaaa
   742681 aaatgagcca gtcgtcgcgg cggcagaact gatgagttta acgccagcgg caccttcatg
   742741 gcagcaattg gttggccgtt tccgtgaggc tctgttaatg gcctggcgcg ccatgtcggc
   742801 gaataaaatg cgtaccgcgc tgacgatgct aggtatcatt attggtattg cgtcggtggt
   742861 atcgatactg gttgtcggtg atgccgcgaa gcagcttgtc ttggcggata ttcgcgctat
   742921 cggtacgaac accattgata tctatcccgg taaagatttt ggtgatgatg accccagtac
   742981 ccgccaagcg ttggtacatg acgatatggc ggcattgaaa gcgcaatctt acgtcagtgc
   743041 ggtatctccc tctatcggcg gcagtatgcg gctgcgtttt ggcaatattg atgtggcagc
   743101 cagtgtcttg ggagtcagtg acgagtactt tcgggtcttc ggtatggcga tggaacaagg
   743161 ggcacctatc acccgcgagc aggttgagcg gcaggcccag acagtcgtta ttgacctcaa
   743221 tacccaacgc cgcctgttcc ctcatatgaa ggatgtggtt gggcaagtga tattggtggg
   743281 caatatgcct gcgactgtgg ttggcgtggt agcagaaaaa aaatcgatgt ttggcagcaa
   743341 taaagcactg cgggtgtggg tgccctacag tacgatggcc aaccgcttga tggggcgctc
   743401 ttattttgat tccatcacga tccggattaa agaggggtac agcagtaaag aggctgaaca
   743461 gcagttggtc aggttgttaa ccttgcgtca cggtaaaaaa gacatattta cttataatat
   743521 ggatagcctg ttgcagacgg ctgaaaaaac aacgcagact atgcaattgt ttctgacatt
   743581 ggtggcggtt atttcactgg tggttggcgg aataggcgtg atgaatatta tgctggtttc
   743641 cgtaaccgag cggacgcgtg agatcggtat ccgtatggcg gtgggcgcgc gttccagcga
   743701 cgttatgcaa caatttttga ttgaggcggt tctggtgtgc ctgataggcg gggcgctcgg
   743761 aatatcatta tcctttgcca tcgggctgat tgtggaaatg ttcttgccta actggcgtat
   743821 tgctttcccc cctatggcat tgttcagtgc atttttatgt tcgacggtaa ttggcgtggt
   743881 gtttggctat ttacctgccc gcagtgccgc acggcttaac ccgattgacg cgttagctcg
   743941 tgaatagtac tgatttatga atagcactga cttatgaata gcactggctt atgaagagca
   744001 tgagtttgtg gatagcatta gctcgtaagt agaagataaa caagggttct ctgttcgtac
   744061 tcttctgtta gggtaataga agtagataaa ataaaaatgc cagtcgtcat tgactggcat
   744121 tttgaatcaa agtacaggta tgaatcacaa tacgctgaat tgcgatgaac agcgcagtta
   744181 acgcaactca aagatatctt tggatatggc tggcaggcca cgtggtgtca ggccagtata
   744241 gcgagttccg gcggtgatac accgtctaac ggtggtacac tatttaactc tagcggaaca
   744301 atcaggctag catggttccc tttggggcct tcatgaacat caaagttaac tatttggccg
   744361 gcttttaatg ttcggtaacc atccatctgg atagttgaat agtgagcgaa aatgtcttcg
   744421 ccaccgccct cagggcaaat aaagccaaaa cctttggcgt tgttgaacca tttaacagta
   744481 cccgtctcca tacttctacg tccctcgcaa ggctattcta gtttgagatg aggtaatcac
   744541 tggttaaagt gagcgcaagt tggttaaaac tccaacagct cacaaaaata cactctagtg
   744601 gaaatggcct taacgtcaag agaacggctt ttgtctggcg gaaggagttc ttcaaagttt
   744661 gatgtagcta acgctattgc gtttatttgg ttacaatttt accgttttct tgcgcaaacg
   744721 ccggcgtttt tttctttggc ggcgttatgg cataagtgat gttaaaataa tgatagatat
   744781 ctgtatgaaa tggtcttata accggagtga ggtattgctc ctgtggggtt cagtaaaacg
   744841 atgggcaggc aatgggcaag aacaacgact ggctgaattt tgaacattta gtcaaagata
   744901 aacaaatcga ggcgcttcaa ccgccttcga tgtataaagt gatacttaac aacgacgatt
   744961 acacaccgat ggaatttgtg attgacgttc tgcaaaagtt cttttcttat gatattgaac
   745021 gtgcaacaca gctgatgctc aatgtgcatt atcaaggaaa ggcgatttgt ggtgttttta
   745081 ctgctgaagt ggcagagaca aaagtcgccc atgtaaatca atacgccagg gagaacgagc
   745141 atccactgct ttgtacgctg gaaaaagcct gattaaggca attattggga ggtgcctatg
   745201 ctcaatcaag aacttgaact cagtcttaat atggctttcg ccagagcgcg tgagcacaga
   745261 cacgagttta tgaccgtgga gcacctgttg ctggcattgc tgagcaatcc agccgcgcgg
   745321 gaagcgttgg aggcctgtac ggttgacctg gtggcgttac gccaggaatt agaagcgttt
   745381 atcgaacaaa ctacaccgac actacctgtc agtgaggaag agcgtgatac ccagccaacg
   745441 ctcagttttc agcgcgtact acaacgtgcg gtctttcatg tgcagtcatc gggccgtaat
   745501 gaggtttccg gcgcgaacgt gttggtcgcc atcttcagtg aacaagagtc tcaggcggcc
   745561 tacctgttgc gtaagcatga tgtcagccgc ttggatgtcg tgaactttat ttcccatggt
   745621 gcccgtaagg acgagcctag ccagacgccg aatgtcgata actcgccaag tgaagagcag
   745681 gccagcgggg aagaccgtat ggaaaacttc accacaaacc taaatcaact ggcccgtgtt
   745741 ggcggcattg atccgcttat tgggcgcgat aaagagctgg agcggaccat tcaggtactg
   745801 tgccgtcggc gtaaaaacaa cccgctgctg gtgggggaat ccggtgttgg taaaactgcc
   745861 attgctgagg ggctggcttg gcgtattgtg caaggtgatg ttcctgacgt catatccgaa
   745921 tgcacgctgt actcattgga tatcggttca ttgctggcgg gtaccaaata ccgtggtgac
   745981 tttgaaaaac ggtttaaggc actgctaaag cagttggaaa acgacaaaga cagcatcctg
   746041 tttatcgatg aaatccacac aatcattggc gctggtgcgg cttctggtgg tcaggtggat
   746101 gccgcgaatc tgattaaacc tctgctttcc agtggcaaga tccgggttat tggttccacg
   746161 acgtatcagg aattcagtaa tatctttgag aaagatcgcg cgctggcacg tcgtttccag
   746221 aaaattgata tcattgaacc aacaccagaa gagacggttc aaattattaa tggtctgaaa
   746281 cccaaatatg aagcgcacca cgatgtgcgt tacaccgcga aagcgatacg tgctgcggtt
   746341 gaattgtcgg ttaaatatat taatgaccgc catttgccag acaaagccat tgatgtcatt
   746401 gatgaagcag gtgcgcgtag ccgcctgatg ccagtgaata aacgcaagaa aacggtcaat
   746461 gtctcggata tcgaatcggt ggtagcccgt attgcccgta tcccggagaa aacggtttct
   746521 gccagtgacc gcgatgtcct acgaaatctg agtgatcgcc taaacatgtt ggtattcggt
   746581 caagataagg cgattgaggc gttatctgaa gcgatcaaaa tgagccgtgc ggggttaggg
   746641 catgagcgtc aacctgtcgg gtccttcttg tttgctggcc ctacgggggt aggtaaaaca
   746701 gaagtgacgg tgcagttggc caaagcgctc gatatcgaat tgctccgctt tgatatgtct
   746761 gagtatatgg agcgccatac tgtcagccgc ctgattggtg cgcccccagg gtatgttggt
   746821 tacgatcagg gcgggttatt gactgattca gtgatcaaac atcctcatgc tgtgttgtta
   746881 ttggacgaaa ttgaaaaagc gcatcctgat gtgtttaatc tgttattgca ggtgatggat
   746941 aacggaacac tgactgataa caatgggcgt aaggccgatt tccgtaacgt cattttggtg
   747001 atgaccacca acgccggtgt acgggaaacg cagcgcactt ccattggttt taaacagcag
   747061 gatagcagca ctgatgcgct ggaagagatc aaaaaaatat tcacaccgga gttccgtaac
   747121 cggttagata atattatttg gttcaaccat ttgtctcctg cggttatcca gcaggtggtc
   747181 gataaattta tcgttgagtt gcaggcacaa ttagatgcga aaggcgtgtc attggaggtc
   747241 agtgatgaag cgcgcgattg gttatctgag aagggctatg acaaagcgat gggtgctcga
   747301 ccaatgaccc gggtgattca ggagaatctg aagaaaccac tggcgaatga attgttattt
   747361 ggttctctgg ttgatggtgg ttcggttacg gttaatctgg ataaagagaa acaacaactg
   747421 gcctatgaat tccagagcgc gcaaaaacgt aaaactgaag gggcagttca ttaagtcaac
   747481 gggctagaaa gcggcagcca acgacattgg cgtggtaatc aggctgaaac cacgcctgca
   747541 acgtccatgt ctgcaacatc catgtctgca atatccagta aaataaaggg cgatagctaa
   747601 aacagcgtat cgcccttttt attgtgccca gaaaaccccc agctaggctg ggggttcagt
   747661 aaagctttca gctttgggtc agttataaaa accccttttg atttgttaaa acagtttgcg
   747721 gtctggcaac tgcaaatgtt caacaagaaa tcaaaagggg gtcccaatga gggatgaaaa
   747781 gagcttagcg cacacccgat ggaactgtaa atatcatata gtttttgcgc cgaagtaccg
   747841 aaggcaggtg ttctacaggg aaaaacgcag agcgattggc agtattttaa gaaaactgtg
   747901 cgaatggaaa aacgtgaata tcctggaagc agaatactgt gtggatcaca tccatatgct
   747961 tctggagatc ccgcccaaga tgagtgtctc gggatttatg gggtacctga agggaaagag
   748021 cagtctgatg ctttatgagc agtttggcga tttgaagttc aaataccgta acagggagtt
   748081 ttggtgtcga gggtattacg ttgatacggt agggaaaaac acggccagga tacaagaata
   748141 cataaagcac caattggaag aggataaaat gggtgagcaa ctctcgatcc cgtatcccgg
   748201 tagcccgttt acgggccgta agtaatccat agatgcaaat gtcagatcgc gatgcgcctg
   748261 ttagggcgcg gctggtaaca gagccttata ggcgcatatg aaaaacctcc ggctatgccg
   748321 gaggatattt attgccaacg ttaaaccccc atcaggaggt ggtgattgtt ttacgttcag
   748381 cactgctttt tacactcggt cgatcgcttt ttacactgtc gactgctttt cacattttgt
   748441 cgaccgctct tcacattcag tcaatcgctc ttcacgctcg gttatttatc ataaataaaa
   748501 gataacgcaa aacgcccttg ccataaatgg gaagggcgcc ggagggggac tacatcctca
   748561 gagctcgcta gtcatcacta acgacagatt agccgattaa cggctacgga agacaatgcg
   748621 gcctttgctc aggtcgtacg gggtcagctc tacagtgact ttgtcacccg tcaggatgcg
   748681 gatatagttt ttacgcattt taccggagat atgagcggtt accacgtgcc cgttttccaa
   748741 ttcaacgcgg aacatggtgt tcggcagcgt atcaagaacg gtgccctgca tttcaatatt
   748801 gtcttctttg gccatcgaat cctctaggtg taactacctt agtttttaac cggcaagata
   748861 atgccgaaaa acccacatta tgtaaagaag tgttggcgtt catctcacca tttcagcaaa
   748921 attagtctgc cggcaagagg gggataaagc ctaatgtggg gtgttttgaa cggttgatct
   748981 ttactgcatc gcggatgaaa aatcaacgat tgcggtaacc agcattcagc cggtagtgga
   749041 ctaaactgga gttgactcaa ctgctgcaaa aaaaagttgc gtgggatctc aaccgcaccc
   749101 agcgacgcag tgtgagcgtt gaggacctga cagtcaatca gttctccacc atgttgggta
   749161 aaatgatgac aaaaaaccat taatgcactt tttgaagcgt tatccgccct actgaacatc
   749221 gactcgccgc aaaataccgc gccaacagca acaccataca aaccaccaac cagctcattt
   749281 tccaaccaaa cttccagtga atgggcatgt cccaaagcgt gcaactggca gtaagcttgt
   749341 tgtacatcac ggccaatcca tgtcccttca tcacgttctg tggcacaggc gctaatcaca
   749401 tcagcaaaag cgtgattgag ggtaaaacga taagggcaat gacgaataaa gcgccgcata
   749461 ctccggctga tgtgtaaatc ttctgggaat aatacggctc ggggatctgg tgaccaccat
   749521 aaaatcatct ccccagggtt aaaccaggga aaaatacccc gctggtaggc cgccagtagg
   749581 cgaggagcag ttagatcccc ccctagtgcc aataaaccgt ttggttcgcg cagagccagc
   749641 tcaggtgagg gaaaaataaa tgactgtgat gagagctgtg tgacgcgcat aaatctcctt
   749701 aatggcactg acaaatattg ataacactgg cacgctatct ggacctcaat aaccggcagt
   749761 atcgcttggt ttcagcagat tccattttag tttcggcagc gtccattaat gttagctgcc
   749821 aattgacgtg atatttgcat ctatcacagc atggttgcca atgcggctat tttctttgtt
   749881 ccactaatgg cttcgttccg ctgacggctc agtgccgctg atggaattgg taatagcgtc
   749941 ctttgttttg caacaactgg tggtgatcac cttgttcaac aattttaccg ccatccatta
   750001 cacagatacg gtccatatat tccaagccgt acaagcggtg agtgaccata atcaggctct
   750061 tatgctgaca atgttcacgt aacagcgcca gaatctgttg ttcagtctcc gcatccagcc
   750121 cttcagtcgg ttcatcaagc aaccacaacg gagccgagtg taataatgcg cgggctatac
   750181 ccaaacggcg ttgctcacca ccggatagtg gccggccacc atcccccatc caggcattta
   750241 acccttcgct gttatccagc agattggtta gccctacttg ttccaagact tttttcagtt
   750301 gttcatcgga agcggtgggg caggccaata acagattttc acgcaatgtg ctgctgaaaa
   750361 tatgcacacg ctgactcacc accgtcatca tctggcgcaa cgccgcctcg tcatagcatg
   750421 ctagtggttg cccgttcagc atgatgtgac cctgattgac atcccaggca cgtgttaaca
   750481 attgcaacag tgtggattta ccacaaccag tacggccaag tagcgcgata tgctctcctg
   750541 cggccagtga cagcgatata ttctgtaaaa cgggtaacgg ctgctgtgga taagtaaaac
   750601 tcagccctgt cacttccagc gccacctgtg aggttggtgc tggaccgctg atagggaacg
   750661 tcacttcagg cttttgctcc attagctgac ccactcgggt tgctgaagcg atgacttgcc
   750721 ccaaatgttg gaacgcacca gcaacgggta gcagcgcttc aaacgaagct aaagacgtaa
   750781 aaacaaacaa ggccaaaaat gcaccaggct ggttatcctc gccaattccc cccgcagcta
   750841 accacataat cagtgtaacc gtaaggccgg aggctaaaat catcagtgct tgtgctaaac
   750901 ccgccagcga cgcctgttgt ttctgacgcg ccatccaatg ttgttcaatt tcttcaagtg
   750961 aagcacgaaa acgctgtaat gcgccaaaaa ccaagagttc agcttgccct tgtaaccaag
   751021 aggtgagctg tgaacgataa cgcgcacgca agtccgtaag gtcactgccg ataggcttgc
   751081 cggcgcgata gaaaatcaag ggcaccaaga acaataagcc gagcagtatt cccccgagtg
   751141 tcaatgccag attaagatcc agatagctca aaccaaaagt gactgcagcg ataatcacca
   751201 aggccgctac caacggtgat attacccgga gatagaggtg gtcgagggta tcgacatcag
   751261 caaccaggcg gttcagcaac tcactttgac gaaagcgcgc aataccggca ggtgagagag
   751321 gcaagatctt ctggaaggca aatatccgca gatgcgtcag tacccggaac gtggcatcgt
   751381 ggctgacgac ccgttcagca tagcggcctg cggtgcggat aattgctgaa cctcggacac
   751441 cggcggcggg taacaggtag ttaaacgtat ataaccccgc tggccccgca atagcggttc
   751501 cggcaagaaa ccaacccgat aacgtcagca ggccaatact ggccagcaat gtcacaatag
   751561 ccaatacgat accaagagaa atcaagaacc aatgacggcg atacagcgcc aaaaacggaa
   751621 gaagtacgcg catgattaaa gctcctcatt gcgctgagac agcagattgg caaatgaacc
   751681 agcagactgg ctaagggtgg agtaatcacc ttgttgaatt agacggccat tatccattac
   751741 ccagatttga tcataaccta gggtgtcctc caactgatga gtgaccagca gggtagactg
   751801 cgcacgggag gcctcctcca gcgctttcat caccaactgc tcactgtggg catcaagact
   751861 ggcggtaggc tcatccaaca acaataaacg acatgggttt aataatgctc tggcgacggc
   751921 aattcgttga gcttgcccaa ccgaaagacg tgccgaatga tcgccaattt cagtattcag
   751981 cccttgaggt aaatccttca aaaattcatt gatataagcc cgctccaccg cctgttgcag
   752041 ttggtgctca cttgcatccg gttgcctcag taaaatattg gtggccagcg tttgttccgg
   752101 tagatgtgga ttttggccta cccaacttaa ctgactacgc cagacttggg gttccagttc
   752161 acgtaattcg ataccgttaa cttttagcga tccgcgataa ggcaaaaaac ccaacaagag
   752221 attgagcaac gaacttttcc ccgcgccgct ctgacccaca atggcaaccc gtttgcctgc
   752281 tggcagtgag aaattaagtg gcccggctaa acgggtacca ttgggtgcca ggatttccag
   752341 ctcattcgcc tcaagggcga tggcctcttt accgtctagt tgtttctcgc cttgaccaat
   752401 ggcttctccc tcgctgctta aaaacgtcac taacgattca gccgcaccga cagcttgtgc
   752461 tttcgcgtga tagaacgtcc ctaagtctcg aaggggttgg aagaattcag gcgccagtat
   752521 tagcaccaaa aaaccggcaa acagcgttac gccgaggcca tagctaccaa aattcagttc
   752581 ccctaaatag gaaaaaccaa aatagacggc aactacggca atggagatgg cggcaaaaaa
   752641 ttccaataca gcagaagaga ggaaggccat acgcagcact tccatggttc ggctgcgaaa
   752701 atcctccgaa gagtcacgga tttggtcggt ttctgctttg gcgcggttaa acaaacgtag
   752761 cgtatccagc ccacgcaagc ggtcaaggaa gttaccgctc aatcttgcca atgcgacaaa
   752821 attacgccgg ttagcatctg cggctcccat cccgaccaat atcatgaata tggggatcag
   752881 gggggcggtg acaaacaaga tcaagcccgc ggcccaattg atggggaaga cagcaattaa
   752941 gatcaggacc gggataaata ctgccagata catttgtggt agatagcgtg agtagtactc
   753001 ctgcatatct tcaatttgtt ccagaattat tgttgcccaa ctcccggcag gtttaccttt
   753061 tacccacgat ggccccaact gttctagccg gtctaacacc actttgcgga tctgctggcg
   753121 cacacgcata ccacaaataa accccacccg ctcacgcagc caactgatca ccgcacgcaa
   753181 ggcaaatgcg cctgccagca gggagaactc ggtggtcagt gtcgcacggg gtaatttgtc
   753241 gataatgaga gattgcagca gggtggctaa caaccatgcc tgagcgataa tcaatagccc
   753301 actaagcagg ccgagtaaca tggataggcg gagccaacgt tgcgcggggg cgctttgttt
   753361 tttcagccaa cgaatcaact catactgcct tgtcttattc ataagatgac ttgtctgcac
   753421 ataaaagagt gatatcccct ttgtacgcta agcggcgctt acttatccta agcacatact
   753481 ggtatctgct catcggggtt cgtttgcttg cagcctactg gcgactccaa tgactctggg
   753541 gataaaaata tcaaaaatgt ttgtcaccct tgagtgagca aaccagcgag gagtaatctt
   753601 accctgtcat gacccgaggt gaaaataatt acgcttgtaa aaacaattgc atttgtgaaa
   753661 aaaattgagt ttgtgatggt cgccgcatgc caaaatgaaa ataacggctt gattgttttt
   753721 tattggaatg tggatatcca gcaacaaagc agataaaagc gggaaaacag ataaaaaagc
   753781 gggtggccca tgtagccacc cgtatagaac gaggtgaaac ggtgcgatca gtcgcaataa
   753841 aaactcaatg gaatagcgcg ttatttatcg tttgccaacc cgtccaggta gcgctctgca
   753901 tccagtgctg ccatacagcc agtccccgcg gaggtgatag cctgacgata gatatgatcc
   753961 atcacatcac cggcagcaaa cacaccagga attgaggtct gtgttgcatt gccttggagg
   754021 ccagactgca ctttgatata gccattttcc aacgccagtt ggtcgctaaa tataccggtg
   754081 ttagggctat ggccgatagc gatgaacaca cccgcaacgg ctaactcttc ggtctcatca
   754141 ctgtgggttg atttcaggcg tacacccgtt acccccatgt catcacccag aacctcatcc
   754201 agagtacggt ctgtgtgcag cacgatattg ccgttcttca ctttttccat caggcggtcg
   754261 atcaggatct tttctgagcg gaacgtgtca cggcgatgaa ttaaatggac ttcagcggca
   754321 atattcgcca gatacagcgc ctcttcaacc gccgtattcc caccaccgac aacggcaact
   754381 ttctggttac gatagaagaa tccatcacag gttgcacagg cagaaacccc ttttccttta
   754441 aaggcttctt ctgacgccat ccctaaataa cgggcagaag caccggtcgc gataatcagg
   754501 gcatcacaag tgtattctgc accgtcgcca aacaggcgga atggacggtt ttgcagatca
   754561 acgctgctga tatggtcgaa aataatctct gtttggaatt tttcagcatg ctcgtgcata
   754621 cgttccatca gtgctggccc ggtcaaacct tccgggtcac ctggccagtt ctctacctct
   754681 gtggtggtgg tcaactgccc gcccttttcc atcccggtaa tcaataccgg tttcaggttg
   754741 gcacgtgcgg cataaactgc cgcggtgtaa cccgcagggc cagaacccaa aataatcaat
   754801 ttgctatgtt tagccgtgct catgaatacc tctttcccac aatggcggat aatatgagtg
   754861 attgtaggga aaatatgaca ttaaaaaaag caaacaaaaa tgttgttagc aatttttttg
   754921 ataggtaaag cctatttatt aaactaagtg tattaagaat cgacagttag caatatcgat
   754981 aattaaaaac attaatgcat taggtcaaaa ttccacctca acgatcagac taaaaaaacc
   755041 taaaatcgct ttgaccccac aaaatatgtg gcttgcaggg cgataggcaa catttttact
   755101 gaaatcctat aagctttttt gtactatttt ttcgtcaaaa aaaagaagaa aaatcggtca
   755161 gaggcggcga ctgtgtggct aattctggca cgttctactg atttaacttc ttttactttg
   755221 acaatcggct gtgcatttgc gaaaacatca taggaagaga aattatctgc gcgctatgat
   755281 ttcagattgg gtatcagtga taccaagcga aaaccctgga atgttttcga ttaatactgg
   755341 atggcatgtg gaataagttc atagacaaca gtagggggga gtttctgctg gtgtttatgg
   755401 tgtcttgtct cttcctcaac gctaataatc atcgagtggc tcgcatacgg ttggacagac
   755461 agggtgtgag ataacaacgt gttgatctat ttgcataaaa caggctgcgg gtcgttgttt
   755521 gtaacagact ctggaatctt ttacggctag aatctgttac agactcaaag aaattaagag
   755581 agattataga tgatagataa taagaaacgc ccggggaaag agctcgatcg tattgatcgt
   755641 aacatcctaa atgaattaca aaaggatggt cgtatctcta atgttgagct ttcaaaacga
   755701 gtagggttgt caccaacacc atgtctggaa cgggttcgcc gcttagagcg tcagggcttc
   755761 atccatggtt ataccgcatt gcttaatcca cagtatttgg atgcatcatt gctggtaatc
   755821 gttgagatta ctctgaatcg tggcgctccg gatgtatttg agcaatttaa tgccgcagtt
   755881 aaaaatcttg aggaaattca agagtgtcac ttggtctcag gtgatttcga ctacttgttg
   755941 aaaacccgag tgcctgatat gtctgcctac cggacattac ttggtgaaac cttgcttcgc
   756001 ctgccggggg ttaatgacac tcgcacttat gtcgttatgg aagaagtgaa gcagagtaac
   756061 cgcttggtta ttaaaactcg gtaaacgggc aggtgcaaaa cctgagtaat ttggttacac
   756121 tcctgtttat tcatacagtt tcaacgccgg ggaggcttct cggcgttgtt gctcagaccc
   756181 gttaacagga acctggagag cctttcttga gccaggaata tacagaagat aaagaagtta
   756241 ccctaaaaaa actcagcaat ggccgccgtt tgcttgaagc tgtgttgatt gtggttacta
   756301 ttttggctgc gtacctgatg gttgcgctgg tcagtttcaa tccctcagac cctagctggt
   756361 cccagactgc atggcatgag cctatccaca atttgggtgg gagtatcggt gcctggatgg
   756421 ctgacacgct gttttccacc tttggtgttt tagcctacgc aattccaccc atcatggtga
   756481 tattctgctg gacggctttt cgccaacgtg atgctagcga gtatctcgat tactttgccc
   756541 tttcattacg gctgattggc accctggccc tgattttgac gtcgtgtggg ctggcggcac
   756601 ttaatatcga tgatctttac tactttgcct ctggtggggt aattggtagc ttattcagta
   756661 atgccatgtt gccgtggttt aacggtgtcg gtgcgacctt aacactgctg tgtatttggg
   756721 tggtgggatt aacgctattt actggctggt catggttggt tattgccgag aaaattggtg
   756781 cagcggtatt aggttcactg acatttatca ctaaccgctc ccgtcgtgaa gagcgctatg
   756841 atgatgaaga cagctatcat gacgatgatc atgctgatgg ccgcgatatc accgggcaag
   756901 aaaagggcgt cgtttcaaac aatgcggtag tgggggcggg tgttgcggcc tcatcggcgt
   756961 tagcccatgg cgatgatgac gttttgttct cagccccttc ggtgacggac agtattgttg
   757021 agcatgggtc agtggttgca actggtacag aaacaactga tacaaaagca actgacacca
   757081 acgatgagta tgacccatta ttgagtccgt tacgggctac ggattatagc gttcaagacg
   757141 cgacatcttc gccaatcgct gacgtagcgg ttgagccggt tctcaatcat gatgcggcag
   757201 caatctatgg tacgacaccg gtaatgacca atacggcaac accgcctctg tattcttttg
   757261 aactgccaga agagtcactg ccaattcaga cacatgctgc gccaactgaa cggcctgaac
   757321 ctaagttggg tgcatgggat atgtcgccaa cgccagtctc tcattcccca ttcgatttct
   757381 cggcgattca gcgccctgtt ggtcagttag agagtcgtca gccgggtagt aaccagtcag
   757441 gtagtcatca gatacatagc gcccagagca gtcatatttc ggtaggtaat acgccgtata
   757501 tgaaccctgg cttggatgca cagattgatg gtttatccac aacgagcctg accaataagc
   757561 cagtattagc atctggtact gtggcagcag cgactgcggc ggcggctttt atgcccgcgt
   757621 ttacggccac cagtgacagt agctcccaaa taaaacaagg tattggccct gaattgccac
   757681 ggccaaatcc ggttcgtatt ccaacacggc gtgaattggc ctccttcggc atcaagctgc
   757741 cttcgcagcg tatggcagag caggaattac gtgaacgtga tggtgacgaa acacaaaacc
   757801 ctcagatggc ggcatcttct tacggtactg aaataacatc tgatgaagat gctgctttgc
   757861 agcaggctat cttgcgcaaa gcgtttgccg atcagcaatc agaacgttac gcgttatcaa
   757921 ctttagcaga acagtcatct ataacagaac ggtcacctgc ggcagaaatg ccgaccacgc
   757981 cctcgcaggt gagcgatctt gaagatgagc aggctttgca agaggcagaa ttacgtcagg
   758041 cttttgccgc gcaacagcaa caccgttatg gggctacggg ggatacagat aacgccgttg
   758101 acaacatacg ttcggttgat acgagtacgg cttttacctt ctcaccgatt gctgatttag
   758161 tcgatgacag cccgcgtgag cctctgttca cgctttctcc ttatgttgat gagacagatg
   758221 ttgatgagcc agtgcagtta gaagggaaag aagaatctct cctccaagat tatcctgagc
   758281 aagtgccaac ttaccagcca cccgtgcagc aggcacattt ggggcaatcc gcaccaactc
   758341 agccaagcca tacgcaatca acatatggtc aatcaacata cgggcaatca acatatggcc
   758401 aatcgacacc ggcaccggtg tcacagcctg tagttacatc agccagtgct atatcaacca
   758461 gcgttacacc cactagcatt gcgtcgctga atacagcacc ggtgagcgcg gcaccggtag
   758521 cgccatctcc gcaaccgcca gcgttttcac agccgacagc ggctatggat agtttgatcc
   758581 atcccttcct gatgcgtaat gaccagccgt tgcaaaaacc gacaacacca ttgcctacgc
   758641 ttgatttgct gtcttctccg cctgcggaag aagagccggt ggatatgttc gctttagaac
   758701 aaaccgctcg gttggttgag gcccggttag gtgattatcg ggttaaagct gaagtggtgg
   758761 ggatttctcc ggggcctgtc attacccggt ttgaactgga tctagcacct ggcgttaaag
   758821 cgtcgcgaat ttccaattta tcccgcgact tagcccgctc tttatcggct atcgcggtac
   758881 gtgtcgtgga ggttatccct ggtaaacctt acgtcggctt agagctacct aacaaacatc
   758941 ggcaaaccgt ttacctgcgg gaagttctgg attgcgccaa gttccgtgag aacccatcgc
   759001 cattagcgat tgtgctaggt aaagatattg ccgggcaacc cgtggtggct gatttagcta
   759061 aaatgcctca cttactggtt gcaggtacca ccggctcggg taaatctgtt ggggtgaatg
   759121 cgatgatcct cagcatcttg tataaagcta cgccagatga cgtgcgcttt atcatgattg
   759181 acccgaaaat gttggagctg tcagtgtatg aaggtattcc tcatttgtta accggggtag
   759241 ttaccgatat gaaggatgcc gcaaatgcat tgcgttggtg tgtcggtgag atggaacgcc
   759301 gctataaatt gatgtctgct ttaggtgtgc gtaatttggc aggctacaac gagcgagtgg
   759361 ctcaagctga ggccatgggg cgtccaatcc cggatccgtt ctggaaaccc tctgacagta
   759421 tggatatctc accaccaatg ttggtaaaac tgccatacat cgtggtgatg gttgatgaat
   759481 ttgctgacct gatgatgacg gtgggtaaaa aggtagagga gttgattgcc cgtttggctc
   759541 aaaaagcccg tgctgccggt atccatctgg ttttggcaac acagcgcccg tcagtggatg
   759601 tgattactgg tttgattaaa gccaatattc caacgcgtat tgcatttacg gtatcgagta
   759661 aaattgactc gcgtaccatc cttgatcaag gtggtgccga atcactgctg gggatggggg
   759721 atatgctgta tatggcccct aactcctcaa ttccggtacg tgtccatggt gcgtttgtcc
   759781 gtgatcagga agtgcatgct gtggtgaatg actggaaagc ccgtggtcgt ccgcaatata
   759841 ttgatagtat cctcagtggc ggtgaagagg gcgaaggcgg tggccttggt ctggacagcg
   759901 atgaagagct ggatccattg tttgatcaag ccgtgaactt tgtgctggaa aaacgccggg
   759961 cctctatctc aggtgtacag cgccagttcc gtatcggtta taaccgggcc gcgcgtatta
   760021 tcgagcagat ggaagctcag cagattgtga gtacaccggg ccataatggt aatcgtgagg
   760081 ttctggcacc accaccccat gagtaatggg ttactttcgc ggtagtgctg acgagttttg
   760141 ttaatatctg aaggggcgct ttgcggccct tacgcaagtt aaaggttcga ggttagtgtc
   760201 ccccctgcaa cgtcaagcca gtgggggaac gtattgatga atcagccttt gtggcagccc
   760261 agtaggggtg caatgaaatt tataaggtat ttagaataat gaaaagactg cttgttgctt
   760321 gctgttttct atcgggtttg atttcagctt ctgcgttggc agatgccagc acagatctac
   760381 aaaatcggtt gagtaaagtg aatagcttcc atgccagctt ctcgcaagct gttaccagtt
   760441 cagacggggc ggtagtgcag gaaggtgagg gcgaactgtg ggtaaaacgt cctaatttgt
   760501 ttaactggca tatgacatca ccggatgaaa gcgtattaat ctctgatggg gaaactctgt
   760561 ggttttataa cccatttgtt gaacaagcca ccgccacttg gttgaagaat gcaacgggta
   760621 atacaccgtt tatgttgatt actcgcaaca acccagatga ctggaagcaa tataatgtta
   760681 agcagaaagg cgatgatttt gagctgacac ctaaaagtgc tagcggcaat ttaaagcaat
   760741 ttgcgataag tgtgacgcca agcggcacta tcaaaagctt tactgctgtt gagcaagatg
   760801 gtcaacgcag tgcttataca ctgaaaagcc agcaaagtag cgtggttgat gccagtaagt
   760861 ttacctttac tcccccaaaa ggtgtgacgc tggatgatca gcggtagtga ggtctgagtg
   760921 agtaatatgt ccctcgattt ttcccaaaat gagtttcaac cactggccgc gcgtatgcgg
   760981 cctttgacgt tggatcaata tattggtcag caacatttgc tggcaccggg taagccgcta
   761041 ccgcgggcaa tcgttgccgg gcagttacac tccatgatcc tctgggggcc gccgggaacc
   761101 ggtaaaacaa cattggcaga aattattggc cgctacggtc aagccgatgt tgagcggatt
   761161 tctgcggtga cctccggtat taaggagatt cgcgaggcta tcgagcgggc gcggcaaaac
   761221 cgtgatgctg gccggcggac tatcttgttt gttgatgaag ttcatcgttt caataagagc
   761281 cagcaggatg catttctacc ccatattgaa gatggcacca tcacttttat tggtgctaca
   761341 acagagaacc cctcctttga actaaattct gcattgctct cgcgagccag agtctatttg
   761401 ctcaaggcac taaccgcagc agatatcgag aaggtgattg accaggcgat gtctgatagc
   761461 agtcgaggtt acggcgggca gaatatttta ctgcctgatg aaactcgccg catgatgtct
   761521 gagctcgtcg gcggagatgc tcggcgggcg ttgaatagcc tggaaatgat ggctgacatg
   761581 gctgaaatag atgccagtgg cgtccgtgtg ttgacgccag aattgctgaa agaggtctct
   761641 ggtgagcgta gcgcccgttt tgataacaaa ggcgaccgtt attacgattt gatctcggcg
   761701 gtacataaat ctattcgtgg ttcggcaccg gatgcggcgc tgtactggta tgcacgcatt
   761761 atcaccgcgg ggggcgatcc gctctatgtt gcccggcgtt tgttggctat cgcatcggaa
   761821 gatgttggta acgccgatcc acgtgcgatg caggtggcga tatcggcctg ggattgcttt
   761881 acccgtgtgg ggccagccga aggggagcgg gcgattgccc aggcaattgt ttatttagcc
   761941 tgcgcgccta aaagtaacgc ggtgtatgct gcatttaaag ccgcgatgca ggatgctcgc
   762001 gataagcccg atttcgatgt tccagagcat ttgcgcaatg cgccgactaa actgatgaaa
   762061 gagatggggc ttggcgctga gtatcgctat gcccatgatg agcagcacgc ctatgctgca
   762121 ggtgaaaatt attttccacc tgaaatggcg gcgacccgct actatttgcc aacatctcgt
   762181 ggtctggagg gtaaaatcgg tgagaagctg gcatggttag ctgaacagga taaaaatagc
   762241 ccgataaaac gctaccgcta gctttgcggt tgcggtaagg ttagcattat aactacttgg
   762301 taagtggttg tttatatcgc ttacgtcgtt aaattcttct ttaattacca tttatgccct
   762361 taatgattgg cgttgcaggt aatcagccag cgaatcttga tgagcctacg aaggccaagt
   762421 gattcgagtg agctggggct gctaataccg cagtaacgtc aagtcaaaag ggtatatcca
   762481 taactacaag cacaggacta gcatgctcga tcccaatatg ctgcgcaatg agctagacgc
   762541 agtcgccgaa aaactggctc gcagaggttt taaacttgat gttgaggtgt tgcgccaaca
   762601 agaagagcgc cgcaaagttt tacaggttga aacagaaagt ctgcaggcag aacgtaactc
   762661 ccgatcgaaa cagatcggtg cagcaaaggc gcgtggcgaa gatatcgaac cattacgtct
   762721 ggaagtgaat gctctgggtg aaaaactgga tgccgctaaa gctgagttgg ataagttaca
   762781 aaacgaaatc cgcgatttag cgctgtctat ccctaatctg ccagatgatt cagtaccggt
   762841 aggtaaaaac gagaatgaca atattgaagt cagtcggtgg ggcgagcctc gcaaatatga
   762901 cttcgacgta aaagatcatg tttctctggg cgaaatggcc ggtggccttg attttgctgc
   762961 cgctgtgaaa ctgaccggcg cacgctttgt ggtgatgaaa gggcaaattg cccgtatgca
   763021 ccgtgctctg tctcagttca tgttagacct gcacaccgag aaacacggtt atctggaagc
   763081 ttacgtccct tatctggtta atcatgccac cttgtacggt acgggtcagt tacccaagtt
   763141 tggtgaagat ctattccata ctaaaccgtt ggcagaagaa tcagataaca gtaactatgc
   763201 tttgattcct actgctgaag ttccgctgac caacttggtg cgcgatgaaa ttttggaaga
   763261 ggattctctg ccattgaagt tgaccgccca tacaccatgc ttccgttctg aagcaggttc
   763321 ctatggccgt gatacccgtg gtttgatccg gatgcatcaa ttcgacaaag ttgaaatggt
   763381 gcagatcact cgtccggaag attctatggc cgcgctggaa gagttgacag ggcacgccga
   763441 gaaagttctg caattactgg agttgccata ccgcaaggta ttgctgtgta cgggtgatat
   763501 gggctttggc tccagcaaaa cttacgatct ggaagtatgg ttgccagcac aggacactta
   763561 ccgcgaaata tcctcatgtt ctaacatgtg ggatttccag gcgcgccgta tgcaggcccg
   763621 ttatcgcaac aagaccgaca gaaagacgcg tttagtgcac acgctgaacg gctctggttt
   763681 ggcggttggg cgtaccttgg tagcggtgtt ggaaaactat caacaggcag atggtcgtat
   763741 ccaggtccct gacgtattac gtccatatat gggtggcttg gaatatattg gttaattggt
   763801 taattggtta attggttaat tgccgcgtct gttatctgct atttcgaaag cgtctacggg
   763861 cgcttttctt tttttgtgta tccccctcac tgccagccat aatgccccgc ataaatactg
   763921 aaatcatagc taaatgacat attgtgctat ccctccccac tgggtaattg acttttttat
   763981 cgccagtggc atgatgcgct cacttttatt gtcccgacgg tttctgtctt actatgtccg
   764041 catattctcg ccccgtgcta ctcctgcttt gtgggctttt gctgttcacg atctctatcg
   764101 cggttttaaa tacactggtt cccttatggt tatcacatca acagttgccg acttggcaag
   764161 tggggatggt gagctcatct tatttcaccg gtaatctggt aggaacgttg attgcaggcc
   764221 gctttattca gcaactcggt tttaatcgca gttatcattg ctcctgtata ttgtttgcac
   764281 tggcaacttg tgggctgatg ctaacggttg atttttggag ctggttgggt tggcgctttt
   764341 tggcgggcat tgcctgcgcg ctgatttggg tcattgtcga aagtgcttta ttacgcagtg
   764401 gtaccttaac caaccgcgga caactactgg cggcctacat gatggtttac tatttaggga
   764461 ccgtcatcgg gcaattatta ttgggtatag tctccacaca actgctcagt gttattcctt
   764521 gggtgggggc gctggtgatt acggcaatgc tgccgctact atttgcccag ttctcacatc
   764581 aaagtcgtca cgagtcaccg cctattgcgg tttggcctat gttaaaacgc cgcagcgccc
   764641 gttttaggta ttaatggatg tattatctct ggtgtactct tggggtcact ctatgggtta
   764701 ctgccactgt atttatccca taaggggatg agtgacgcca gcgtgggggg gtggatggcg
   764761 ttgctggtca gttcagggat tattgggcaa tggcctatgg gaagaatggc tgaccgctat
   764821 ggccgcttac tggtactgcg gatccaagtg tttgtcgtca tcctcggtag tgtggcgatc
   764881 ttgggtaatt acgcaatggc gccggcgtta ttcattttag gctgcgcggg tttcactttg
   764941 tatccggttg ctatggcctg ggcgtgtgaa aaagccagcg ctgatgaatt ggtcgcgatg
   765001 aatcaggcgt tactgatgag ttataccctt gggagcctgg ccgggccgac gatgacgtca
   765061 ctgctgatgc agcgctattc agataattta ttatttatca tgatagcagg tgtcgcattc
   765121 gtgtatttga tgatgctgtt gagaaagcca aatcaccaac aaacgcctta tgctgcggta
   765181 taaaagtaag ccgtatcaat ataaaacggt atcaatatat aagacaacgc cgccagcgga
   765241 ttcatccagc atggcggcag ttgttaggcc aaacctaata cacatgagtt aacagtacac
   765301 tttagccaat aacatgcatc aatacagggt tctaaatcag tagatgactt tgtggccata
   765361 gccttccaaa atacctttca cgcgatccat aatctctttt gttggcggtt ttacgccatc
   765421 aagcttgtat tcttccccca tagcaatcca tttgtgctta cccagttcgt ggtaaggcag
   765481 taattctatt ttttcgatat tactcatgtt ctgagtaaat tcacccagca tatgtgctga
   765541 tttatcatcg tcggaccagc ctggcaccac gacatagcgg atccaggttt tctggttacg
   765601 ttttgccaga taacgggcaa actctaaagt ccggtgattg gatacgccaa ccaagttctg
   765661 gtgaatgctg tcatccatct gttttaaatc taacatcact aaatctgttg catccaacaa
   765721 ctcatcaatg acgggatcat accggcgtac aaagccattg gtatccaaac aggtgtgaat
   765781 gccttctttg tgacaggctc ggaaccaatc gcggacaaac tcagcctgca atatggcctc
   765841 gccaccagag gcagtgacac cgccacccga agcattcata aagtggcgat aggtgactgc
   765901 ttctttaact aattcttcaa cggtcacttc cttgccgccg tgggtgtccc aggtatctct
   765961 gttgtgacaa tacaggcagc gcattaggca gccttggaag aagacgataa acctaatacc
   766021 tgggccatca acagtgccac aggattcgaa tgaatgaata cgaccaagca caggcttctt
   766081 atcctctacg agatcggagg ggtctgttgt aatacaatcg gttatcttgt tcataaagtt
   766141 ccagttagta ctgtttggtg ctgaatggta ggcatgatat agacactcct ttatgggact
   766201 cagtacctgt gcattttaca agacgcgcag atacgtcatc atttggtgta ttgcggagag
   766261 ccttaaaatt ttttctggtg taataatatt acctctattt actataaaaa gcgttgcgta
   766321 tatgagcctc agctcaggca tagcccagta attaaggatt tcgggtttcg ctgacctctg
   766381 tcttttatgc tgttaattat agtttgactt aaacggtaag tctgtaattc gcagccttat
   766441 cagatggaat cgttttagag gcaggaagca gactacgtct tccatttttg ggtcttgata
   766501 atcatcagta tattaccaaa gtaatggcct tatttcagat aacttcaacc cagagttcgt
   766561 tttcattttt cggcctaccg ctgtctaaag agggaggctg ttacatcaga tgaaagataa
   766621 tgctatttct gattgggatt tttgtgacca atgagtctct catcacgcta ttgattcgct
   766681 ataaataatg ccattcatta caaatgaagc cgttcgtata aaaaacaatg acctgatgga
   766741 taaatttttc tgacagagcc gtcggctaga cgtgtgttac agcataaagc gtggggacct
   766801 gcctattttc aagttaaaaa cgtaaaatat attattaact tattgtaatt attggtaatt
   766861 aagcatcttt taattgttaa tgtaatgatg tgctgagagt atcttataca gtgctgttat
   766921 tgtaggcaaa ctacccctat gtgataatag acaggaaaag agtggaggga tttagccttt
   766981 tttatcgtca cttttagttt ttaacgttat aaagtgagtt ttatacggaa ctatgagatg
   767041 aaaatggagt tttaccaatg aatgaaaatt ggaattggtc tttagtagac aaagttgttt
   767101 acattaattt gaaggaacgt acggatagaa atgagcacat caaaaaagaa ctggaaaaag
   767161 tgtgctttcc acctgaaaaa ataatccgct ttgaggcaat aagagcaggg tcaggtttta
   767221 tcggttgcgc aaaatcacat cttgcagtat taaaaatggc gcaagagaat aattggagaa
   767281 atattttgat acttgaagac gatatggtct tcgaagatga tgatgaaaca attatccgga
   767341 caaacaattt tctctctaaa ctgaataata ttcattggga tgctgcattt ttatccgcca
   767401 gctattatat cgttaacgct attgatgata atttttttaa agtcaatttc gcctatctgg
   767461 ctaacagcta tctggtcaat aatcattatt atgaaaaatt aatcaataac tacacggagt
   767521 ctgttcagcg attaacaaat ggcgagtcat cgtcagagta cgggttggat tctaactggt
   767581 tgaaaataat gaaaatagac aactggtacg gaatttaccc ggttattggc tatcagcgta
   767641 ccgatatcag tgatattgaa tataaagaga tcgatcgcac acaccagttc acccgaacat
   767701 tcgataagat gaaagcatac ggttcaaaat aatgatattt gaatttatcg tccactcagc
   767761 aatatagcct gtatttccta ctctgaatga ataaaggccc cacaatatgt ggagcctttc
   767821 atgttgtaac accttaccgc gtcaaaaagt tagattgact gtgtaaaggt acgggtaatc
   767881 acatcctgct gctgttcttt ggtcagcgcg ttgaagcgaa cagcataacc agatacacga
   767941 atggtcaact gcggatattt ttccgggttc tccatcgcgt ctaacagcat ctcacggttc
   768001 attacgttca cgttcaggtg ttgaccacct tcgatggacg cttcgtggtg gaagtagcca
   768061 tccatcagac cggcgaggtt agctttacgg acttcatcgt ctttacccag tgcgtttggc
   768121 acgatagaga aggtgtaaga gataccatct ttagcgtaag caaacggcag tttagccacg
   768181 gaagtcagag aggcaaccgc acctttttgg tcacgaccgt gcattgggtt ggcacctggg
   768241 ccaaatggag caccagcgcg gcggccatct ggggtgttac ctgttttctt accataaaca
   768301 acgttagatg tgatggtcag tacggactga gttggaaccg cattgcggta ggtacgcagc
   768361 ttctgaattt tcttcatgaa gcgctcaacc agatcacagg caatatcatc aacacgtgag
   768421 tcgttgttac caaactgtgg atattcacct tcaatgttga agtcaacagc taggccatca
   768481 gcatcacgga tagtggttac tttggcatat ttgatagcag acagggagtc agcggcaaca
   768541 gacagacctg cgataccaca tgccatagta cggtaaacat cacggtcatg cagcgccatc
   768601 agggcagctt catagctgta cttgtcatgc atgtagtgaa tgatgttcaa cgcagtaatg
   768661 tattgtttag ccagccaatc cataaagtga tccatgcgtt ccatgacttt gtcatagtcc
   768721 agcacttcat ccatcattgg cgcttctttc ggacccacct ggatcttcat tttttcgtca
   768781 acgccgccgt tgattgcgta caacatggtt ttagccaggt tggcacgggc gccgaagaac
   768841 tgcatttgtt tacccacaat cattgggctg acacaacatg cgatagcgta gtcatcgttg
   768901 ttgaagtcag gacgcatcag gtcatcgttt tcatactgta cagatgaagt atcgatagac
   768961 actttagcag catatttttt gaagttcagt ggcagcttct cagaccacag aatggtcatg
   769021 ttcggctctg gggatggccc catggtatac agggtattca ggaagcggaa gctggtttta
   769081 gtgaccagag tacgcccatc aacgcccata cctgccaaag actcggttgc ccagattggg
   769141 tcaccagaga acagctcatc atattcaggc gtacgcagga aacgaaccat acgcagtttc
   769201 ataaccaaat ggtcaatcag ttcctgcgct tcgatttcag tcagtttacc ttctttcata
   769261 tcacgttcga tgtacacatc gaggaaggta gaaacacgac cgaaggacat tgctgcgccg
   769321 ttctgggatt taactgcagc caaatagccg aagtaagtcc actgaactgc ttcgcgggcg
   769381 ttagttgccg gacctgaaat atcacagccg tatttagctg ccatctcttt gatttgagcc
   769441 agagcgcgat gctgttcagc aatttcttcg cgcaactgga tagtcatttc caggtcttta
   769501 ccgttttcta aatcagcctg cagtgaattg aactgagcca gtttgtcttt catcaggaag
   769561 tcgataccgt ataccgcaac gcgacggtaa tcaccgatga tacggccacg gccatacgca
   769621 tctggcaggc cagtcagcac acccgattta cggcagttca ggatgtcttt ggtataaacg
   769681 tcaaacacac cttggttatg tgttttacgg tattcggtga agactttttt cagttgtgga
   769741 tcaagctcac gaccataaac tttacaagag ccttcgacca ttttgatgcc gccgaatggg
   769801 atcagagcac gtttcaatgg cgcttcagtc tgtaaaccaa cgatagtttc cagatcttta
   769861 ttaatgtagc ctgcatcgtg ggagataatg gttgatgcta cgtcggtatc gaaatccact
   769921 ggcgcatgag tgcggttttc cagtttgata ccttccataa cttgcgccca cagcttgtcg
   769981 gtcgcttcgg tagagccggc aaggaaggat tcatcacctt cataaggggt gtagtttttc
   770041 tggataaagt cacgaacgtt gacttcattc tgccaatcac ccttggtaaa accgtgccat
   770101 gctttggcca atttctcatt aagttcggtc ataatgcatc taccttttaa tgttaatttc
   770161 tcgaaaacca gacgtagcgg ccacacgtta atgttgctgg tcaccgcgca gataaattac
   770221 ccaataagtc aaccctacca atagtccgcc accaatgatg ttgccgatgg tgactgggat
   770281 caggttatcg ataataaagt tacttacggt caagtgagcg aattgctcgg gtgctgaacc
   770341 gatggcttgc caaaactcag gtgaagcaaa gtttttaatc acaataccca acgggatcat
   770401 aaacatattg gcgatgctat gctcaaaacc gctggcaaca aacattccca ccggtaaaat
   770461 catcgctaac attttgtctg ttatggtacg gccggagtaa ctcatccaaa ccgccaggca
   770521 aaccatcagg ttagccaaaa tacctaagca cactgcctca ataaaagtat ggtgcaattt
   770581 gtgctctgct gtttgcagaa catttaaacc ccattgacca tttgccacag tatattggcc
   770641 tgcaaaccag ataaggccaa cgaagaacag tgcgccgaac aagttcccaa tatagacatt
   770701 aacccagtta gttgccaatt gacgccaggt gatacggcca ctggctttgg caaccgtggt
   770761 aagcacagtt gaagtgaaaa gatcaccccc acacaccacg actaacatta gccctaagga
   770821 gaaacaaata ccaccgacca gtttggcaaa accaaaagga acgcctgcag taccggtggt
   770881 tgctgtaata taaaaaacaa acgcaatgga aataaagaca cccgcggtaa tcgctaaata
   770941 aaaagttgtc atcggatgct tggtggcttt atagacacca gcatcttcag ctactttagc
   771001 cattgccgaa ggtaataatg catcgaaggg gttgtcagct ttcacactaa ctctctctta
   771061 tagggttaat aaagcacagt gagatactag caaagcagta tagcgtgaaa attgatatgg
   771121 atcatattgg gcgagtttag tttagcctta aaccttgttt tttatagggc ttattggtct
   771181 attatattga ttttaaactg aaaaaaatat tttaattttt gcaaaaaatt ttgatttaac
   771241 agcctgaacg ttgtcgggaa agttaaagaa aagggatgtt tgtagctgtt tttatggggg
   771301 ctgttcatta aaaattaact atttatttac ctctgtgtct ttttttcctt tttagaaaaa
   771361 aataattgtt caaaaaggtc atttgggtgt cagaaaatag cgttttttta taacagaaac
   771421 aatagtcaga ctcagatgag tgtatttatt tttaataagg aataactgca acaataaata
   771481 gcgacagcca aaacgaaata aacaaggtgt ggcgaaaata cgtactgacg ttttagtttt
   771541 ttttcatctg gaataggggt ttttatcgct gttggactgg gtgttgccag cggattagcg
   771601 gtacttgttt acctgaatca cccttgttta cctgaatcac tcttgcccga atcactgacg
   771661 cggggcagtg attcgggata cgcacgtttg tcgccaggct acaaactcaa taacttggcg
   771721 gagcggtaag gaagagccgt attactcgct tttagcccaa tggcgacgtt tagccgcctg
   771781 caacttagca taagcgccga gtaaagcctg atgagcgggt aatgctttca gatcttcgtc
   771841 aacactgaac aggccgttga agcgaatttc acccgataag gccgctgagg caatatcgac
   771901 cgcttcctga ccatacatct tgacgaatgc attgtaatat tgcatcgggt cacgatcagg
   771961 ctcttggttc aagagcagta gcgtttgcag gcaacggtaa tagttggcct gttttgctgt
   772021 aaagacggaa gcgttaaagt cttgtgtcca ttcaacccag atcagcgctt gctcgagatc
   772081 accgcccgcc agtgccagca ttgatttcag ttcgccaacc cgcagggtgt accagccatt
   772141 atctttaccg gaggcgatac ccagcagttc acgcacacgg gcaaaatcat ccaagccttc
   772201 atcatcaatc tgctgaatca attccaagta ctgtgctggc tgccagtctg tatctggcaa
   772261 ggccagtaaa gtatcacgca gatgtacacc catggtgttg ttcgccatca gcaagtcttc
   772321 ggcagggtag atatcagaca tccccggcac caagatccgg caggcgtaga cacctaagtg
   772381 ctcataatct gcgatgtaca cttcggcacc ttcttgttgg aagatagcca tcaatgtcgc
   772441 gaactcttct tctgtggtgc ccttgaagct ccagtcaaca aatgggtaat ctgcatcctg
   772501 cttaaacata tcccaactaa ttagaccgct tgaatcgata aagtgggttt ccaggttggt
   772561 atgttctgcc acttcttcgt catcaaaggt tggtgcagta aagacatcaa gatctttcag
   772621 actgcggccc tgtaataact ccgtcaccgt gcgttctaat gccacaccaa aatcgggatg
   772681 tgcgccgaat gacgcgaaac aggtaccgtt tgacgggtta aatagcacga cacagataac
   772741 cggataagcg ccccccagag aggcgtcgta agacaggata gggaaacctt cttcttccag
   772801 cttagtgata gcttctacca cgcctggata gcgattcaat acctcggcgg ggatctctgg
   772861 caagctgatg gactccgcaa taatgcggtt tttcacataa cgctcaaaaa cttcagacag
   772921 tgcctgtacg cgggcttcgt tagcggtatt ccctgctgac ataccgtttg aaacatacag
   772981 attgccgata atattcatcg ggatatagac agtttctaaa tctgattgac gagtaaaggg
   773041 cagtgaacag ataccacgct tggcattacc cgactgcaaa tcaaccaaat cactggcgac
   773101 caactcttgc tctgggtcgt aaaacgccag cagacgctca tccagaatgc cttccggtag
   773161 cagattatcc gccgggatcg gaaaccactt ctcgtttggg taatgaacga aatcaccctc
   773221 agcgatggct ttgcccagat agaagtcagc aaagaaatag ttggtggata aacgctcaaa
   773281 atattcgccc agagctgatg ccagagccgc ttttttactg gcgcctttgc cgttggtaaa
   773341 gcacaacggg cagtcgcggt cgcggatatg taccgaccaa acgtgaggaa cagggttaag
   773401 ccaagaggct tcttcaatat taaaaccgag gtcgctcagt ttttgctgaa aacgggagat
   773461 agagtcttcc agcgcagcgt ctttgccggg aataaaagtt tgcgtcattg tcttcacttt
   773521 ttggcggtac taaaagcggg caatcatacg gggttttggt taatagctcc atgtattctg
   773581 aaagcacagt agatatcaca gttttcatat ggatattccg tataattaat tagcttataa
   773641 ataatgtagt aattatatga aatatataaa gctaacggta ctcgccggaa tatttgtagg
   773701 gatcagtagc ccggtttttg ctctgcctaa tatcacttta ttggcaaccg ggggcaccat
   773761 cgcaggggga ggtgattctg ctacaaaatc caattatacc gccggtaaat tgggggtaga
   773821 tgcgctggta gaggccgtcc cggctataaa agacattgcg aatatccagg gcgaacaagt
   773881 ggtgaatata ggctcacaag atatgaatga cgatgtttgg ctcacattgg cgaaaaaaat
   773941 caataaagac tgcacgaaaa cagacggttt tgtcatcact catggaacgg atactttaga
   774001 agaaacggct tatttcctcg atttaaccgt caattgtgat aaacccgtgg tgatagtcgg
   774061 cgcaatgcgc ccggcaacgg cattaggggc cgacggcccg ttgaacctct acaacgcggt
   774121 ggtggtcgcc agtgacgcag actcggctaa acggggtgtg ctggtggcga tgaatgacat
   774181 ggttttcact gggcgtgatg tggtaaaaac caacaccaca tcagtgcaaa cattccaatc
   774241 accgaataca gggccattgg ggtatatcta tgatggtaaa gttaattatt tgcatcaacc
   774301 agcagcaaga caactcgcgt ttgatatcag taagctaaat acgttaccga aagttggcat
   774361 tatttataac tatgcaaatg catcggacat acccgcaaag gcattgattg ccgatggtta
   774421 tcaggggatt gtcagtgctg gcgtggggaa tggtaatctc tatcatacgg ttttcgatac
   774481 gctggcaacc gccgcaagtc acggagttgc agttgtgcgc tcgtctcgtg tgcccagtgg
   774541 ttcaaccaca gaaggtgctg aaattgatga cgctaaatac ggctttgtcg ctgcgggtgc
   774601 acttaatcca cagaaagcac gggttttatt acagttagca ttaacgcaaa ctcaaaaacc
   774661 acaagaaatt caaaaactat tccacacata ttgatactgt gacttttttg cgaaggctac
   774721 ggtcttcgca aaatttccgc cagacattta ttgcaaccct ctccactcat ttttgcaatt
   774781 cattcgacgc agaataatag atagaatggt tttggttata tccgaagggg aataccctct
   774841 taataaaatt aaccaaaata tggttgtaat ggaatggacg ccccattgag tcggtatcaa
   774901 tgtgtcaaaa tataatgggg tgaaaataat gcaaacccta atagcattta tggatattaa
   774961 acatgtttac aaaaagtaat ttcaaaaaat cggttgttat catcacggca attttttctg
   775021 ggtctgtgtt tgcggatgtc aatatcggtg atttcaatac gggggttatt ggcaatggaa
   775081 ctgcggtagg gaataataac tcgcttggcg gttcaacaaa tggtgtcgtt gttggcaacg
   775141 gtggcagttt atccaactcg ataaatggcg ttgtcattgg gaatggcagt gttagtgatg
   775201 gggatggagt atcggtaggt ggcggcacgt caacgaatgg cggaattgcg attggtagcg
   775261 gctccaatgc aacacgatct gatgaaatga acatcggtga tcgccaaata accggtgtta
   775321 aagcgggtgt cgcagatacc gatgcggcga atgtcggtca actggtggct aaagctggcg
   775381 agacacttaa tagcgctaat atatatgtgg ataaccaagc gaccgaaaca cttaataatg
   775441 cgaatatata cacagataac aaagcgactg aaacaattaa taatgccaat acatacacgg
   775501 ataacaaatc atccgaaacg ctaaattcag caaatagcta cactgataat aaatcatctg
   775561 aaacattgaa tagtgcaaat acttatactg acagcaaaac tgctgagata tttaatacaa
   775621 ctaaaacata catggacggg aagtcgaaag aaacactaaa taacacctat gactatgtag
   775681 atagtaaagt ttcatcaatt gtttatgatg taaatagcta tacggataag acggtaaata
   775741 cagcgtttga aacgtcatta tccgatgcta aaagttatgt tgatgataaa tacaatcaac
   775801 ttagtgataa agttaacaaa aattttaata agactaatgc aggtatttct ggtgcaatgg
   775861 cgatgtcagg tattcctcaa aaattcggat atgaaaaatc gtttgggatg gcgatagggg
   775921 cttatcgcgg gcaaagtgca ctcgctgtgg gaggcgactg gaacatcaat cataaaacga
   775981 taacgcgagt caatgtttct gccgacactg aaggcggtgt cggtgttgca gcgggttttg
   776041 cttttggcat taattaatga ataaggaaat taaacggatg caacggatgc aatgcatata
   776101 tatcgccact tggttaatcg cagtatttac ttcgccgata gtgatagcta acaatacgaa
   776161 tattaatggc agtaccaata ataacggtaa tggtacaatc aatatttttg acgccagcag
   776221 taataacgat attcatacac taaccggtct tggtaatgag cagttgggag gatttagtaa
   776281 tcatcttatc gactctcata ataatacgat agacggtggt cagagtaaca acctggtaag
   776341 tagcgatggc aatatgatca gcgccattag cttgggcgat ggcctcttct acggcgcgca
   776401 gaataacacg ttaataaact caaacaacaa cctacttatt gtcactcagg gcagtactat
   776461 aatagattct gatagtaata ctgtgtctgg cattagtaat aatcttatag agagcaacag
   776521 caatattatc ggtaatgaaa atagttgtta ttcggatccc gcgtccccat caggagcgtg
   776581 gtgcgttgac aatcaaaata cgctcattgg cagtgataac aatacgatca ctggtgcgct
   776641 gaatggtctt cacaacagtc ataacaatga tattattgct agctctgtaa ataatttaat
   776701 ggatacgcat aataatatta tcgcgggagg gcactacaac accattagtg gtggtggaaa
   776761 caatgacatt tttgggagtg aaaacaatgt tactgacagc accgacgcca atatcaatgg
   776821 tagtaataac tacgtgatag atgggaatgg aattggtcga gatgatttga ctgaagataa
   776881 ctctatattg ggcggctctg gcaatatggg cgtgggggat tcagtaaccg cgattaccaa
   776941 tagcgtggtg ttcggcggta atacatctgg taattcaacc ggctccactc tgacagattc
   777001 tgtatcggtt agcggcaacg gtacatcggg gaataatgtc gttaatatcg gcggagcggc
   777061 aaacggtaat aatagtgcta gcttaggtac aggctcggta tcctctgaag gaggaattgc
   777121 attgggtagc ggttcgattg ctacacggaa tgatgaactg aatatcggtg atagacaaat
   777181 taccagcgtt aaaaaaggtg ttgagaatac agatacaatc aatgttagtc agttaaacga
   777241 tagctttgat gatgttctga atttatcaaa tgaatattct gacaactctt tttccactgt
   777301 cactgaaaat ataaataatt atactgatgc ctcattagat actgtgttga atacaactgg
   777361 tgaatatacc gacaactcaa tattattggt tactaatgaa agcaataatt atactgacaa
   777421 tggcatggag agtgttagta attatgcaaa tatctatgct gatgaatctt tgttagctat
   777481 ctataatgaa gaggctaatt acatgtctaa tcttatagat gtgacgttaa ataatgctaa
   777541 taactatact gatctttcag ttaataccat tatatatacc ggaaaacaat atacagactc
   777601 tcgaatcaat gagtaccaac gtacttttaa aaatgaattt ttaacctatt ctaatggaaa
   777661 atttggcggt tttgataaag atattaatca aaagcagaaa caattaaacg cgggaatagc
   777721 ggcgacgatg gctgctgcgg ttattcctca aaaatcgggt tctaaagtct ctattggtgt
   777781 cgggcttgca ggatatagcg atcaaggcgc aggatctgtg ggagcgattt ggcatgtaaa
   777841 tcaacgaatc acaatgaata caacgatgac ttacgatact caacgtggtg ttagtttatt
   777901 aacgggttta tctatcggca tatgatcgat acccgtcgtc cttcaagatg tagggggaag
   777961 cggcccttat tactcggccc gtccttgggc ctcgcctctg cgaggccgct gcaagcagcg
   778021 ttcaaatctg ctcccagcag atttgtcacc ccagtcactt actggtagtt gactttaaaa
   778081 taaataagct catcgggatt aatgagtctc atccctgagg ctcaccctcg gacagcataa
   778141 atgctgttca aatcggttcc aacctatttg tctctccctt gcggcaaccc gaattatttt
   778201 gggtataacc gttgcagcag gccgactcga atgataaaac cggggtacgg gttataacga
   778261 tggcaatctc agtagagtgt ggtgagggga aatgacacag gtttataatt ttagcgctgg
   778321 tccagcaatg ttaccggtcg aagtattacg tcgtgcagaa caagaattac gtaactggca
   778381 tggtttggga acgtcggtga tggaaattag tcaccgcagt aaagaattta tgcaggttgc
   778441 tgaagagtcg gagaaagatc tgcgtgacct gttgcagata ccggctaatt ataaagtgtt
   778501 attttgccat ggtggtgccc gagcacagtt tgctgcggtg ccattgaact tgcttggtga
   778561 ccgcaacagc gctgactata tcgatggtgg ctattgggcg cacagtgcga ttaaagaagc
   778621 acaaaaatac tgcactccta atgttattga tgtcaccacc catgacaatg gcttaacagg
   778681 tattcagcca atgaagcaat ggaagttgag cgataatgcg gcctatgtgc actattgccc
   778741 aaatgaaacc attgacggcg ttgcgattaa tgaacagcct gatttcggca ataaagttgt
   778801 tgttgccgat tactcctcat ccattctttc ccgtcctatc gatattagcc gttatggtgt
   778861 gatctatgct ggcgcacaga agaacattgg cccagcgggc ttgacactgg ttatcgtgcg
   778921 tgaagattta cttgggaaag cccacacggc gttgccgtcg atcctggact acaaggtatt
   778981 ggcagataac gattcgatgt tcaatacacc gccaacgttc gcttggtatc tttctggcct
   779041 ggtatttaaa tggctgaaag agcagggtgg tttgggcgaa atggaaaagc gcaatcaggc
   779101 gaaagctgaa ctattgtacg gtgccatcga ccgcacaggc ttctatcgca atcaggttgc
   779161 tattactaac cgctcttgga tgaatgtgcc gttccaaatg gcagatgctt cattagataa
   779221 actgttcttg agtgaagctg aagcacaagg tctgcaggcc ttaaaaggcc accgtgttgc
   779281 cgggggcatg cgggcttcta tctataacgc tatgccaatt gaaggcgtaa aagccttaac
   779341 cgactttatg gctgattttg aacgccgcca tggctgattt ttctggagcg ggtactcatc
   779401 cgctccggat cgatgggcct cttgcaacaa tgagttcgtg tgtaataacg cgtaaattcg
   779461 taataacacg ttaatttgta ataacagctt cgttttgttc gaggctgttg cctatacaag
   779521 actggagaat gtttttccca tgctggaatc cctgacctta caacccattg ccctagttaa
   779581 tggcaccgtt aatttacctg gttcgaagag tgtctctaac cgcgcactgc ttctggccgc
   779641 gttggccgaa gggaccactc agttgaataa cgtgttagac agcgatgaca tccgccacat
   779701 gctcaatgca ttacaggcat taggggtgga cttccgcctt tctgctgatc gcacatgctg
   779761 tgaggttgat ggtctggggg ggaaattagt ggctgaacag ccattgtcgc ttttcttggg
   779821 caatgccggc acagccatgc gtcctttggc cgcggtgtta tgtttgggta atagcgatat
   779881 cgtactgacg ggtgagcctc ggatgaagga gcggccaatt ggccatttgg tggatgcgct
   779941 acgtcagggc ggtgcacaga tcgattatct ggaacaagaa aattacccgc cattacgttt
   780001 acgtggtggt ttccgagggg gggagttaac tgttgatggg cgtgtctcta gccagttcct
   780061 gactgcttta ttgatgaccg ccccgctggc ggagcaagat acgactattc ggattatggg
   780121 tgatctggtt tccaaacctt atatcgatat tactctgcac ttgatgaaag catttggtat
   780181 tgacgtgggg catgagaact accaaatttt ccacatcaaa gggggccaga cctaccgctc
   780241 accagggact tatttggttg agggcgatgc ctcgtcggct tcctacttct tagcggctgc
   780301 ggctattaag gggggaacag tgcgtgtcac tggtattggc aagaaaagtg tacagggcga
   780361 cactaaattt gccgatgtgt tggaaaaaat gggcgcgaaa gtgacgtggg gggatgatta
   780421 tatcgagtgc agtcgtggtg aattacaggg cattgacatg gatatgaacc acattcctga
   780481 tgctgcaatg accattgcga ctacggcatt atttgccacg ggcccaacga cgatccgcaa
   780541 tatctacaac tggcgggtaa aagaaactga ccggctgacg gcgatggcaa ccgagttgag
   780601 aaaagtaggt gctgaagtgg aagaggggga agattacatc cgcgtggttc cacccttgca
   780661 gctaactgct gcagatattg gtacctacga tgaccaccgt atggcgatgt gtttctcgct
   780721 ggtcgcgtta tcagataccc ccgtgacgat ccttgacccg aaatgtaccg caaaaacctt
   780781 ccctgattat tttgaacagt ttgcgcgtct gagccaactg gcctgatagc acctgaattg
   780841 aatgggttct attacactaa aacgggcgcg aatcaagcgc ctatttctat aggatatctc
   780901 tcttcattgt tcattttttt tataaatggc gaggagtaag cgaatagatc gctatcgcaa
   780961 atgtttttct ggctatcctc cctatctttt ctacacttca agctacaatc tatggtctta
   781021 ttttcagcaa ctgaaccaac tcagggtaac agttcatacc gatgcagcgt ataatgctac
   781081 ctctgtgtct gccctgccgg gggcagacaa gaggtttgcc taccgaaagg agagataaat
   781141 gacggcgata gccccggtga taaccgttga tggaccgagt ggtgcgggta aaggtacgct
   781201 ttgcaaagca ttggctgaat cattgaactg gcgcttgctg gattctggtg cgatttaccg
   781261 agtgctggca ctcgctgctt tgcatcatca ggtcgatatc agcaccgaag aggcattggt
   781321 accacttgcc gcacatctcg atgttcgttt tgtttcacag aatgggcagc tacaagttat
   781381 tttagaaggc gaggatgtca gcaatgagat ccgaaccgag acagtgggta atactgcatc
   781441 ccaagcggcg gctttccccc gtgtacgtga agcattactg cgtcgccagc gagcttttcg
   781501 cgaagcgcct ggtttaattg ctgatggccg ggatatgggg actatcgtgt ttcctgatgc
   781561 acctgtgaaa atatttcttg atgccagttc gcaagaacgc gcgcacagac gtatgctaca
   781621 gttgcaggaa agagggttta atgttaactt tgaacgtctt ttggccgaga tacaggagcg
   781681 ggataaccgt gatcgtaacc ggtctgttgc acctttagtc cctgcggcgg atgcgttggt
   781741 actggattca accagtatgt ccatcgaaca ggtgatcgaa caggcgctgg cttatgccca
   781801 acgaatttta gccttgccgt tgaaaaaata acgacaatgc ggtcagttct gcgctctcaa
   781861 tacgattttt ttaaaaatta ttaaaattaa tattgaagag cactttaacc ttgttgcaag
   781921 gatgtgtggc gaggcatgtg aaacaacccc atccggcggg atgctagatg gacgttaaac
   781981 ttaagaatcc tgaagattat taacatgata gaatcttttg ctcaactctt tgaagaatcc
   782041 ctgaaaacaa ttgaaacacg tccgggctct atcgtccgtg gtgttgttgt ttctatcgat
   782101 aaagatatcg tactggttga cgctggtctg aaatctgagt cagcaattcc agcagaacag
   782161 ttcaagaacg cgcaaggcga actggaaatt caagttggtg acgaagttga tgttgctctg
   782221 gacgctgttg aagacggctt cggtgaaact ctgctgtccc gtgagaaagc taagcgtcac
   782281 gaagcatggc tgatgctgga aaaagcttac gaagaagctg caaccgttac tggtgtgatc
   782341 aacggcaaag tgaagggcgg ctttacagtc gaactgaacg gtatccgtgc gttcctgcct
   782401 ggttcactgg ttgatgtgcg tccagttcgc gatactctgc atctggaagg caaagagctt
   782461 gagttcaaag tcatcaagct ggatcagaaa cgcaacaacg tcgttgtttc tcgtcgtgca
   782521 gttatcgaat ccgagaacag cgctgagcgt gatcaactgc tggaaaacct gcaagaaggc
   782581 atggaagtca agggtatcgt taagaacctg actgactacg gtgcattcgt tgacctgggt
   782641 ggcgttgatg gcttgctgca catcactgac atggcttgga aacgtgttaa acacccaagc
   782701 gaaatcgtca atgtgggcga cgaaatcact gttaaagttc tgaaattcga ccgcgaacgt
   782761 actcgtgtat cccttggctt gaaacaactg ggcgaagatc catgggttgc tatcgctaaa
   782821 cgttacccag aaagcactaa gctgactggt cgtgtgacta acctgactga ttacggttgc
   782881 ttcgtagaaa tcgaagaagg cgttgaaggt ttggtacacg tttcagaaat ggattggacc
   782941 aacaaaaaca ttcacccgtc taaagttgtt aacgttggcg acgtagtgga agttatggtt
   783001 ctggacatcg atgaagaacg tcgtcgtatt tctctgggcc tgaaacagtg caaatctaac
   783061 ccatggcagc tgtttgcaga aacccacaac aaaaacgacc gcgttgaagg taaaatcaag
   783121 tctatcactg acttcggtat cttcatcggc ttggacggcg gcatcgacgg cctggttcac
   783181 ctgtctgata tctcctggaa cgttgcaggc gaagaagcag ttcgtgaata caagaaaggc
   783241 gacgaaatcg cagctgtggt tctgcaggtt gacgcagaac gtgagcgtat ctccttaggc
   783301 gtgaaacaac tggcagaaga cccgttcaat aactacctgt ctgttaacaa gaaaggtgct
   783361 attgttactg gtaaagtaac tgcagttgac gctaaaggtg ctacagttga attggctggc
   783421 ggcgtagaag gttatctgcg tgctttcgaa gcaactcgtg accgcgttga agatgcgacg
   783481 ctggttctga acgtaggtga tgaagttgaa gccaaatata ctggcgttga ccgtaaaaac
   783541 cgcgtaatca gcctgtctgt tcgtgctaaa gacgaagctg atgagaaaga tgctattgct
   783601 acggttaaca ccaagccaga agaaagtaat ttctctagcg caatggctga agcgttcaaa
   783661 gctgcgaaag gcgagtaata acggggggcg gttcttccgc cccaatacgg tagtttagct
   783721 gaaaagcttg gaggtaatat gaccaagtct gaacttattg aaagacttgc tggccagcaa
   783781 tctcacgtgc ctgctaaggt cgttgaggat gcagtgaaag aaatgcttga gcatatggct
   783841 ggaacactag ctgaaggtga gcgcattgag atccgcggat ttggcagttt ttctcttcac
   783901 taccgtgctc cgcgtgttgg ccgtaatcca aaaaccggtg ataaagttga actggaaggt
   783961 aagtatgttc cacactttaa gccaggtaaa gaattgcgag atcgcgctaa tatctacggc
   784021 taagttgttc acaacttacc gcgttattat gtaaacgctg atacgaaacg gtgcccttat
   784081 cggcatcgtt ttttttgcgt aaaaagtcaa tgatatatct gtaaaaatga attccttgaa
   784141 tagcgtgttt atcacatagt tttatagacc gccggttatc ctccctatcg tcactcttac
   784201 tctcttttct ctgtgtttct tttctctgtg ttgttccaca agcacttctt tgtatgcatc
   784261 catccataaa catccatcca taaacatcca cccataaaca tgcgtccata aatacgcgtc
   784321 ctacatgttt tttgactaat acacactgtc tacactctgg gattcaacat gtttctggtt
   784381 tcgatacatc ccgcattttt ttggcggatc ctgcaacaag ttaaaataac taacgagcca
   784441 gtgctgaaat tatacttttt gccctagcgt ctttggcccc aatgttgaga atcaacctat
   784501 tccaaatggc gtaaacagcc agacgacaga gatgaatagc aatgaggcta ttcaagagta
   784561 aaaacaggga tggtttttat cgcgttatca acagatcggg tcgccgctgc tgtcattgtc
   784621 gggatcttgc ctcttatttt tctgcatcaa ctaccagggc ccactatcat tggttctcta
   784681 ttagccctaa gtgcattttt gtggttaagc cgcaatcgtt actgccaatt tttagcgctg
   784741 attgtgatta gcttcctgtg gggggtttgg catagcaatg ggatactgat gcaaacagaa
   784801 gcattaaccc agggggatca gcagatagtt gcgacaataa acagttcatc tctttcatgg
   784861 gatgacggcc agaaagttgt gataagtatt cagaaaatta atgaaaaacg ggttttccct
   784921 ccaatagcag tcaacgttaa gtggccagaa cggttggatc aatactgtgc agggcaacgc
   784981 tgggcgttta ggttacgtat gagggcagta catagcgtac tgaatgaggg cgggtttgac
   785041 agtcagcgct gggctattgc taacagacgt ccactacaag ggcgcatcat tgaggctaaa
   785101 ttactggatg cagagtgtaa ttttcgtcag caaattatca gtagcataga gcagcaactg
   785161 gtgggatatg atcagcggcg gatcatgcta gcactggcct ttggtgaaag atcacaactg
   785221 aacaaagaag agtggtcact cttacgctac accggcactg cgcacctgat ggcgatttcc
   785281 ggtttacata ttgcactggc ggccttattt ggtgggatgc ttgcccgatt agtacagctc
   785341 ctttttcctg tcagttggat tgggcctttg ctaccgctac tgattggctg gctgattgct
   785401 atgatttatg tctggctggc aggagcaaac tcaccagcaa tccgggcggc cattgcgtta
   785461 acgctgtggc tgctgctacg tttgttcggt attttatgta gcccatggca ggtgtggagg
   785521 tgggctttgg ggctaatttt agtcagcgac ccgctagccg tattatcaga cagcttttgg
   785581 ctctcctgcc tggcggtatt tagcctgata tgttggtttc acttggcccc tgtttcttct
   785641 cgtttcatta ctggttggta tggcttggtt atccgttggt ttcatttgca gtttggtatg
   785701 atgctactgc tgatgccgtt acagataggg ttattccacg gtataagttt attttctata
   785761 cccgccaatc tgtgggcggt cccaatagtc tcattgttca ccgtaccctg cgtattatta
   785821 gcattggctt tagcattgct ccctgctgtt gctgatatat tttggttctt ggctgatatc
   785881 tcgttgactg tggtgctatt cccgctcaat cagctaaaag aaggctggtt acacactggc
   785941 atggcttctg ttgcgatcgg ttatggtggt tggctggcat tatttatctg gcgctttcaa
   786001 tggtggcgca gtcatcctct tggtgtcatt gtgctgtgta tgaacatggt attactgact
   786061 caacggcgtg atgagtatca ctggcgtgtg gatatgctgg atatcgggca tggtctggct
   786121 gtggtgattg agcgtgaggg gaaagccatt atctatgaca ctggcaatca ttggcctaca
   786181 ggtaatatgg ccgctattgt cgttttaccg ctccttaaat ggcgtggcat tactgttgaa
   786241 cagattatcc ttagccatga ccatcaggac catactggcg gtttggctgt actcttggat
   786301 gcttttccgc aggcaacggt acgtgcgcct ttctctgtaa aaaacgtagc caatactctg
   786361 ccttgtaaac agggggagag atggcagtgg caaggtttag attttgacgt gttatggccg
   786421 aaagaacagg tggttaatgc tcagaataat gactcatgtg tcattcgcat taatgatggt
   786481 aaacatagtg tattgttgac cggggatctt gagtcccaag gagaacggca gttggtgagc
   786541 gatatccggg gagaattaac atcaacggtg ctgcaagtgc cccatcacgg cagtaatact
   786601 tcttcaaccg cgccttttct acgggcagtt agcccagaat tggccctcgc ttctgttgct
   786661 cgttataacc aatggcgact acctgcgaaa aaagtgatca atcgctatca aaaaaatggc
   786721 attatttggc gtgatacatc agtatcaggg caattaagtg tatattttca ctgcgatact
   786781 tggttcgtta aaggctatcg ggaacaatta aaaccacgtt ggtatcacca gcggtttggc
   786841 gttagaggtc ataatgagta gaatgggccg ctatttctta tggtgttggt atttgcatga
   786901 tgaatgataa agatctatcc acttggcaga cctttcgtcg cctatggccg acgatctccc
   786961 cttataaggc cggtcttatc gttgcggcga tagcattaat ccttaatgcg gccagtgata
   787021 cttttatgct gtcgttactg aaacccttgc tagacgatgg gtttggcaat tcgaacagtt
   787081 caattctgaa atggatgcct ttggctgtta tcggcctaat ggtagtgcgt ggcgtgactg
   787141 gttttgtctc aagctactgt atttcttggg tgtcgggtaa agttgtaatg catatccgcc
   787201 gccgcttatt cagccatatg atgggtatgc ctgtttcttt ctttgaccaa caatcgacgg
   787261 gtaccttatt gtcgcgcatt acttacgact ctgagcaggt agctgcgtcc tcctccagtg
   787321 cgttggtgac tgtggtgcgg gaaggggcct ctatcattgg tttgttcatt atgatgtttt
   787381 attacagttg gcagttgtcg ctgattttaa tcgtcattgc acccattgtg tctatttcga
   787441 tccgtctggt atccaaacgt tttcgtaata tcagtaagaa tatgcaaaat actatggggg
   787501 aagtgaccac cagcgctgag caaatgctca aagggcataa agaagttttg atctttggtg
   787561 gccagaaggt tgaaaccgag cgctttgatg ctgtcagtaa ccgtatgcgc cagcagggga
   787621 tgaaactggt ttctgcctct tctatttcag atcccatcat tcaattgatt gcctcttttg
   787681 cattggcact tgtactttat gcggcaagtt ttccaagtgt aatggaaacg ttgactgccg
   787741 gtactatcac cgttgtattc tctgcgatga ttgctctgat gcgtccattg aagtcgctga
   787801 caaatgttaa tacccagttc caacgcggta tggcagcctg tcagacgtta ttcagcatat
   787861 tggatatgga gcaggagaaa gacgaaggca agcttgaagt tgaacgggcg aaaggtgata
   787921 tagaattccg ccatgtgact ttctattatc ccggtaagga tacgcctgcg ctaaatgata
   787981 tcaatataca ccttgaagcg ggcaagaccg tggcattggt tgggcgctca ggttcaggta
   788041 aatccaccat tgctaactta ctgacccgtt tctacgatgt cagtgaaggg agcattttgt
   788101 tagatgggca tgatctgaga gattaccggt taggtgcctt acgtaatcaa gtggcgttgg
   788161 tttcacaaaa tgttcactta ttcaacgata ctgtcgctaa taatattgct tacgcccgta
   788221 atgaacagta cagccgtgct gaaattgaag aagccgctcg aatggcgtat gccatggact
   788281 ttatcaataa gatggaacac ggtttggata ccgttattgg cgagaacggt atcatgctct
   788341 ccggtggtca acgtcagcgt atcgctatcg cgcgtgcttt actacggaac tgcccgatat
   788401 tgattttgga tgaagcgact tcggcgctgg atacagaatc agagcgagct attcaggccg
   788461 ctttagatga gttacaaaaa aaccgaactt ctctggtgat cgcccatcgc ttatccacta
   788521 tcgagaaagc agatgagatc gtggtcattg aagacgggcg tattgtggag cgtggtgtac
   788581 acgctgaatt gctggtccag caaggtgtct atgcgcagct taaccgtatg cagtttggcc
   788641 aatgattgag cgtatctggt ctggtcaatc gcggctgtat ttactgctgc tgccgttgtc
   788701 ctggttatat ggtgctgtca cttggttgat ccgagccagt tatcgcttgg ggctgcgttc
   788761 ggcatggcgt tcgccggttc ctgtgatcat tgtggggaat cttactgcgg gggggaacgg
   788821 taaaacaccg gtggtgatct ggttggttga acagctacaa cagcgtggct atcgtgtggg
   788881 tgtcgtgtct cgtggctacg gcggtaaatc agcggtctac ccgctactgc tgtcggataa
   788941 caccaccact gctcaggcgg gtgatgaacc ggttcttatc tttcagcgga cgggggcacc
   789001 ggttgcggtg tcacccaaac gggcagacgc tatcaaagcc ttactgcaat ctcatgcggt
   789061 agatttcatc attactgatg acggcttaca acattatgcg ctacagcgtg attttgagtt
   789121 ggtcgtcatt gatggcgtcc gccgctttgg gaatggctgg tggttgccag ccggccctat
   789181 gcgggagcgg gagggcagat tgcggtcagt agatgcggca atcaccaacg gtggcctcgc
   789241 tgctgagggg gagatcccca tgcaactggt tgcgcgggag gccgtcaatt tggttacggg
   789301 gcagcgccaa cctgcggaac agctacagca tgtcgttgct atggccggaa ttggtcatcc
   789361 tcctcgcttt tttgccacgc taaatttgtt aggaattaaa cctgaaaatg agcatgcttt
   789421 tgctgaccat caggattatt cattggcaca attaagccgg ttgacttccg gccctcaaat
   789481 tttattgatg acagaaaagg atgccgttaa gtgccgggct tttgctctgc cgaattggtg
   789541 gtacttacct gtcgatgcgc aactaccgtc cgatagggca gataaactat tgttaaatat
   789601 tcaggcgcta tctcctgata ctaagtagct cccttttatt ggcttaacaa cgttagtttg
   789661 agggcggctg cacattcagc aacggaacgt tgctgggttg cttcgtagag ttgcagttca
   789721 tcaataaccg caatccccaa atcccgctgg aagtctgctt tattggagtg cccggtaaag
   789781 tgactctgcc ctttctcgcc taagtttgac tggaatattc cagcggcgct gactggcagg
   789841 aaatcttcat aaaccaacgg ttcatattga ataaagccgt tatcaataag ttcgtctaat
   789901 gtcatttcct gtatttcctg tatttcctgt atttcctgta tttcctgtat ttcctgtatt
   789961 tcctgtattt cctgtatttc ctgtatttcc tgtatttcct gtatttcctg tattgatgca
   790021 gtgataaggc ctttttctgt aggaaaatag cggaagaagg cgagtttctc tgctcgcatt
   790081 gttgggtaat catcagggaa ttgactaaat ttctcgctca ggatcgcgct atattgcgcc
   790141 gcattgttct catttacagg aacgttcaat tgatcctgtg cgctttgcag taagtggtca
   790201 tacagattac ggcctttggc cgtcaaagcg gctcctcgtt gctctatctc cccgaagcgg
   790261 gccgtatggt ggcctggtat tatttgccca ccatttgata caaacgcgat tttttcctcc
   790321 agcgccttga agctggtttg gcgtaacagt attgggcagt ggcggggggg tggcccttcg
   790381 ataacggctt tgggcatcat attatgctct gccattgctg tttgtacgac gtcgatattt
   790441 aaggtccgtg gagttaggtg gttaatatgc ggacctttga aagcgaccac atcagcaatc
   790501 agacggtgtt gatcgtgtag ctgttggtag gtttcagtgc tgaccgttgc ctgatgatgc
   790561 cagcgaaatg tttccagcga ctgagcaatg aaatcatcgg cttgatggcg attgtcaacg
   790621 acggatgaaa agtgatccac ttatatctcc accaacggcc caatattgat ccaccgtttt
   790681 actcaggatt agcttctgct ataaccccgg cctttcgttt ctgtctgagt cgatagcttt
   790741 ctcctttgat ttgaacgaca tgtgagtggt gtaagatacg gtccagcatc gctgaggtca
   790801 gtgctgcatc accggcgaac gtttgatccc actgcccgaa cggcagattg gatgtcagga
   790861 tcattgcgct cttttcgtaa cgtttagcga tgacctggaa gaacagcttt gcttcttcct
   790921 gactgaacgg cagatagcct atttcatcaa tgatgagcag gcggggggcc attactccac
   790981 gctgaagcgt cgttttataa cggccctgac gttgtgccgt agataactga agtaacagat
   791041 ctgctgctgt tgtgaagcga actttgatac ctgcacggac tgcttcatag cccatcgcta
   791101 ttgccagatg ggttttcccc acacctgatg gccccagtaa tacgatattt tcattacgtt
   791161 ctatgaagct gagtgagcgt aacgactgga gttgcttctg cggtgctccg gtggcgaatg
   791221 tgaagtcata ctcttcgaac gttttcaccg ccgggaaggc tgccattcgg gtatacatcg
   791281 cctgtttacg ttgatgacgt gccagttttt cttcatgaag cagatgctcc aggaagtcca
   791341 tataactcca ttcctggtct actgcctgtt gtgacagcgc aggcgctgcg cttataaggc
   791401 tttccagttg caactgcccg gcgagcgcca tcagtcgttg atgttgcagt tccatcatca
   791461 cgccactcct ctgcagaatg agtcgtagat ggagagtgga tgatgcaggg ggtgtttgtc
   791521 gaagttcacc agattttcat caagatgcac gtcatactct tttttctccg gaggcagtgc
   791581 cagcatggac tgctgctctt cgagccagcg atcgcaggga cgggcctgga ttgtttcatg
   791641 ctttcgttgg ttagcgacat cgtgcagcca gcgcagaccg tggcggttgg ctgtttcaac
   791701 atcgacagtg atccccatcg ggcgcaggcg agtcattagt gggatgtaaa aactgttacg
   791761 ggtgtactgc accatccgtt ccaccttacc tttagtctgt gccctgaagg ggcgacacag
   791821 tcggggagag aagcccatct ccttgccgaa ctgccacagc gaaggatgga accggtgctg
   791881 accggtctga tatgcgtcac gttgcagaac cacagttttc atattgtcat acaacacttc
   791941 gcgcggcaca ccaccaaaga agcggaacgc attacgatgg caggtctcca gcgtgtcata
   792001 acgcatattg tcagtgaatt cgatgtacag cattcggctg tatccgagaa cagcaacgaa
   792061 cacgtgaagc ggtgagcgac cattacgcat agtgccccag tcaacctgca tctgtcgtcc
   792121 gggttcagtt tcgaaccgaa cggcaggctc ctgctcctga ggaaccgaga gagaacgaat
   792181 gaatgccctg agaatggtca ttccgccacg atatccctgg tctctgatct cgcgagcgat
   792241 taccgttgcc gggattttgt aaggatgagc atcggcgatg cgttgacgaa tataatcccg
   792301 gtattcatcc aggagtgaag caacagcagg tcgcggcgta tattttggcg gctcagattt
   792361 tgcctgcaaa taacgtttaa cggtattgcg ggagatcccc agttctctgg caatcgcccg
   792421 gctactcatt ccctgcttgt gcaggatttt aatttccata actgtctcaa aagtgaccat
   792481 aaactctcct gaatcaggag agcagattac cccctggatc tgatttcagg cgttgggtgt
   792541 ggatcactat tgcaccgttc gttacagcga ttgagccccc ccgatgtttc atgctgaaca
   792601 attagtttaa tcgcctgtgg ggtgaaaatt gttcttttcg ccagaatatc cgcagccagt
   792661 tgccgtagtg taggttgctc aatcaactcc agacgcagta atgaggtgaa gactctgaaa
   792721 gggcaggctt gcagtgaggt ttcatgcacc gcacggaagg cggtggagtg aaccgggaca
   792781 cccgctggtg ctaaatcata ataaccgacc ggcaccattc ccatgactgc aaacaagcgc
   792841 cgcagcatct tgagttcttc ggctgtcccg acgcggatgg cgccatgtct ttccatcgtt
   792901 aggcgttcaa tttccccagt ttgctgcaaa tgacgggtaa gtttctgatc ttgcaccatc
   792961 tcttgtgtat tcgtgtccgc aacgagccgt aataatgtgc tatatagagg gacttcggtc
   793021 tgatacatat ccgacatagc gctggagaat ttggcccgta tctcatcggg atgcacaaac
   793081 tgttgggggg gcataatcgg ataactcctt caggcgcttt cagtgtagac aggttttcat
   793141 gtagacaatt ttcaatgtag gccatcatgg ttgcggatca cgctgataca gtttcatttt
   793201 aggtcgagtt cggtgaatca ggttgcagtc agtggagaat attgattttt tatgcgtcac
   793261 atctcattga tactcgatgt tattgcatat tgcgagataa aacagttgca tagtcggggg
   793321 ttttatgtgt aaatagctgc ggcctattat ttaggcctat atatgtataa agcgtattta
   793381 tgtgtagggt gtgtgcgaga gtaaagcagt tcctccccaa gcgttatctt ttgatatcgc
   793441 gtcaaagacg aacctcctaa aatcttcgat aagcaattcc cataagtcca taagtaatgt
   793501 ttctgatgca gaatcgctat tgctaatagc atcgaatgcc tgcggtagat tggctatttg
   793561 tatccgaaaa tacataattt gttgttctgt gattcagaat aataatgttt aggctatctc
   793621 aggaaataaa atgattatgc aagcgtgcta atcattcacc aagatagaca aaattacaaa
   793681 acccgcaatt atgcggtttt ttcataaaat caagctcata gaggtttagt caaaaaactt
   793741 taggatgggc aactgcatct aaacaataaa taataatgag ttgttaggat gcccagtaaa
   793801 aggaaattta ttatgacgtt aaaaatgggg cgcgtgaagt ggttcaacca gtcggaaggc
   793861 tacggtttca tttcaccaca cgatggtggt tcggatgttt atgtcaacaa aacggccatt
   793921 gccaacacca aaaacaaatc actgaatgaa gggcaggacg ttgagttttc tacatatcgt
   793981 agtattcacg gaccgtcagc agcagatgtg atcgctttct aagcaaacgg ctacctcatc
   794041 ggtagccgtt tctcccttct cgtcagcgcc ataacgtcgt tagcggctct tactcacctg
   794101 aatcactgac ggatgtgacc tcatcggggt tcgcttgatt gctatctggc tgcaacgcta
   794161 atgattttgg gtagtcggcc gctattcaac agatttctca tctcagtggg ccgctgtgca
   794221 ggtgctttct atttgtaatg atatttcgat atgtaatctt gtggcttagt tactgaagtt
   794281 agcaaacagc gcaataatct tatgtaatgt tttcattttt gattcaaaat gctcatttat
   794341 gtgactttaa tcacaaaatt caactcccca ttattcaaca tatcaataac aaaaccaaca
   794401 atcatttatc taatagctga caatatgggc taatacggcg gctgatgatg catcattctg
   794461 ggttatcgat ggctgtaggg aatcaccaca tcggcatagt taacctgtat gagcggatat
   794521 ggtatcctca aacactttcc tgctggctaa actccatttt ggaggatgta tggaccaccg
   794581 tttactcgaa attgttgcct gcccagtctg caacggcaaa ttatacttta ataaagaaaa
   794641 ccttgagttg gtgtgtaagg tggataatct ggcttacccg gtacgcgacg gtatccctgt
   794701 cttgttggaa aacgaggccc gtccactgtc aattgatgag aagcacgcat gagtttcatt
   794761 gctataattc ccgcccgcta tgcttcaacc cgtttacccg gcaaaccact ggctgatatt
   794821 gcgggcaaac cgatggtcgt ccatgttatg gagcgggcct tggcgtcagg tgctgaccgg
   794881 gtgattgtgg caacagacca tccagatgtg gtcaaggcgg ttgaggccgc aggtggtgaa
   794941 gtgtgcctga cccgtgctga tcatcagtct ggcactgaac ggttagccga agttattgaa
   795001 cactatggtt ttgctgatga cgatattatc gtcaatgttc agggcgatga acccctggtg
   795061 ccgccggtga ttatccgtca ggttgctgat aatttggctg catgtagtgc cggcatggcg
   795121 acgttggctg ttcccattgc aagcagtgaa gaggcgttta accctaatgc cgttaaagtg
   795181 gttatggatg ctcagggtta tgccctctac ttttccaggg ccaccattcc gtgggaaaga
   795241 gagcgctttg ctcaatcaaa agagactatc ggtgattgtt tcttacgtca catcggtatc
   795301 tatgcctatc gagcaggttt tatccgtcgc tatgttaact gggcacccag tcagcttgag
   795361 caaattgaat tgttagagca actgcgggtg ttatggtacg gcgagaaaat tcacgttgcg
   795421 gtggcgaaag ctgtgcctgc ggttggggtt gatacgcaga gcgatttaga ccgagtccgg
   795481 gctatcatgc tcaatcaata aattgcgcga cggaaacttt acgccagaac ctaccgggct
   795541 ctggcgttgt tatttctaac ctcggtttat tgcttttcgc tttatttact gccttctctt
   795601 tactgattct cttcctcctt attgcctcct ttcttggtat cttgtggatg ctgattattt
   795661 aattttatta ttccttcctg acttgccgcc gcagaggtat gagcgacgtg ctttccccat
   795721 acatcgtggt cgtgtttata ctgcctggct accccgtcga tgacgttgag tatgtgcggg
   795781 ttatttgatc tacattctgg caatctccgg cctgtgatcc cattatgata aaccacttgc
   795841 gtcagataac cggactaagc ctaatggaac agctgaaagc tgaactcagt gtcattttag
   795901 gggaatcaat tacccgcctt gaacggatca gtgaacagcc ttacgcccat ctgtatgcca
   795961 tgtataaccg gcaagatcag gcgatgccat tattagcgaa aagctatgtt tgccagggta
   796021 ttgcgcaaca agaggcttat aaactgtcga tgctagcgcg ggaaggggat attcgcttgc
   796081 cgacggtgta cggtttagtc atgatccacc aatcgccata taaagaaatt ctgctaatag
   796141 aacgcttgcg tggtgtttct gtcgaggcac cgacccgaac gggcgaccgt tggaatgccc
   796201 tgatggatca aatagtggaa gggattctgt catggcatcg tattgatagc cacgggtgtg
   796261 ttggtcacgt agagagtacg caagaaaata attggtactg ctggtatcaa cagcgggttg
   796321 acgtgttgtg ggccgcgttg tctaacatga acgcgccact gatgacccag gcggaccgtg
   796381 cggtgctcta ccgtgccaaa gcatcattag cgctgctttt cgctgatttt gacgacagtt
   796441 cagtgctggt ccacggtaac ttgacgctac gcagtatgct aaaagatgta cgtagcgacc
   796501 agctattggc gatgcttaac cccggcccaa tgctatgggc tccgcgtgag tatgatttgt
   796561 ttcgtcttag cgaagagggg atgccaagcc agctattgta tcgctatctc aataaagcac
   796621 cggtctctga agccttcgtt gctcgccgtt ggctttatat gctctgggac ctggtggctc
   796681 gttttattca tacaggaagt ctggatcgcc ctttatttga taatgcagct cggcagcttc
   796741 tcccttggtt ggattagctt gcttgttgat tgattaacca gagggatctg tcgattcaga
   796801 tggtcactac cgcgatattt tctacgatat ttctgggttg tttttgtcct gccgttggct
   796861 gttagcgcct gaatttcccg ttaatcccct ttttgtctca ccgaaggggg ataccgccgt
   796921 gtctctccga ccgattattt gcgaataaat tggcatttac aaataaattg gcatttagcg
   796981 cccaattcgg attaaacgtg tagccgccac ggaggacaac actgtaatct acggggtcat
   797041 tatccctgag aagggaatga ttgtttctcc aatggcaaga gacccgtcgt ccttcaagat
   797101 gcagggtagc tgctattgct cacctccgtc acttagttat ctaagcgcct ggggattgac
   797161 acggttgccg ccaactcttt atcagctaac actttgtaaa cagcgttttg ccgcttttct
   797221 gtcagcaggc aaaccataat aagatttttc agtctcactg agatgcgcca aagcggcggc
   797281 ggcattaata gttcatcgac tctttttaga gaaaaaagca taagaagggc gactttttgg
   797341 ctgaaaaaac ggcatttgat tgcgattacg gagggaatgg gatttattct aaggcaggct
   797401 gtgccaaaat gacgggttgt tgaaaattct tttttgtggc tattggttta cgtatctctc
   797461 ttggtggcag tgacatgatc aacgtgggta aaccaatagt gataaagata ataagcggag
   797521 cagttgccca tgcaggatcg caatttcgat gatattgctg aaaaattttc ccgcaatatc
   797581 tacggtacga cgaagggaat gattcgtcag gcggtggtgt ggcaagatat cactgagttg
   797641 ttgacgcagt taccaccgcg tccgctacgg attctagatg cgggcggcgg tgagggtcat
   797701 atggcatgcc aactggcggc cttaggccat caggtgctgt tgtgcgactt atctgctgaa
   797761 atggtccagc gcgcaaaagc ggcagctcac gaaaaaggtg tgagccacaa catgcaattt
   797821 atacaaagtg cagcgcagga cattcgtcaa catttagaac aacccgttga tctgatattg
   797881 ttccatgcgg tattagaatg gattgctgaa cctcagcagg ttctgcaaat actttttgat
   797941 acgctaaaac cgggaggcgc actgtcgttg atgtttttca atgccaacgg attggtgatg
   798001 cgtaatgcgg tattgggcaa ctttcagtta gccattcccg gcgttaaacg gcgtcggcaa
   798061 cgttcgttgt caccgcaata ccctttagac ccaccaacgg tatacggttg gcttgagcaa
   798121 atggggttat ccattagggg taaaacagga gtacgggtat ttcacgatta catgaaaaat
   798181 aaacagcaac aaattgatga gtttgctgaa ttattagcgt tggaacagcg ctattgccgg
   798241 caagagccct ttattagttt ggggcgctac gtgcatgtta tggcgtttaa gccgaatctg
   798301 aaggacccat tatgagtgaa ttttcccaga cagtacccga actggtcgcc tgggcgcgaa
   798361 agaatgattt ttcgattact ctgcccacgg aacgtctggc ttttcttatg gctatcgccg
   798421 cgttaaacgg cgagcggtta gacggtgaaa tgagcgaagg cgagttggtt gatgcatttc
   798481 gtcacgtcag taaaggtttt gagcagacga cggaaaccgt cacggtacgt gccaataacg
   798541 cgatcaatga catggtacgc cagcgcttat taaaccgttt taccagcgag ctggctgatg
   798601 gtaatgccat ttaccgcttg acccctttgg gcattggcat taccgattat tatattcgcc
   798661 agcgtgagtt ttctaccctg cgtctctcca tgcagttatc gattgtggca caagagctgc
   798721 aacgtgcggc tgaagcagca gaagaggggg gagatgagtt tcactggcat cgtaacgtct
   798781 ttgccccgct aaaatattcc gtcgctgaaa tctttgacag cattgatatg actcagcgtt
   798841 tgatggatga acagcaacat agcgtgaaag aagatatcgc ggcgttgctg aatcaagact
   798901 ggcgtgcagc cattgccagt tgtgaaatgt tgttgtcaga aacctccggc acactccgtg
   798961 agttgcaaga tacactggaa gccgcgggtg ataagcttca ggcaaattta ttgcgtattc
   799021 aagaagcgac tatcggcaat gcaggcttag atctggttga taagctggtg tttgatttac
   799081 aaagtaaact tgaccgcatt atcagttggg gccaacaggc catcgatcta tggatcggtt
   799141 atgaccgtca cgtgcataag tttattcgta ctgccattga tatggataaa aaccgggtct
   799201 tcgcccaacg gttacgccaa tcggtacaac actattttga taacccgtgg acactcactc
   799261 acgccaacgc agaccgctta ctggatatgc gcgatgaaga gctggcgcta cgcagtgaag
   799321 aagtcacggg cgagctgcct ccggatctgg aatttgaaga gtttaatgcc atccgtgagc
   799381 agttaaccgc catgattgag caggcgttgc tggtttatca gcaacagcaa ataccgctta
   799441 atctggggga agttatgcgt gattacctcg cgcaatatcc gcgtgctcgt cattttgacg
   799501 tggctcgtat cctggtcgac caggctgttc gcctcggtgt ggccgaagcc gatttctcag
   799561 ggttgccagc cgaatggtta gcaatcaatg attacggagc caaggtgcag gcacatgtca
   799621 tcaacaaata ttgaagtagt aatgcccgtt aagctggctc aggcattagc caacacatta
   799681 tttccggcat tagacagcca gttacgtgct ggccgtcata ttggtattga tgagttggat
   799741 aatcatgctt ttttgatgga ttttcaggag caactggaag aattttacgc tcgctataat
   799801 gtcgagttaa tccgtgcgcc ggaaggtttc ttctatttgc gtcctcgttc aaccacgctt
   799861 attccgcgct cagttttatc tgagttggat atgatggtcg gcaaaattct ctgttatctc
   799921 tacctcagcc cggaacggct ggctcatgaa ggtatcttct ctcagcaaga gctgtacgaa
   799981 gagttactga gcctggccga tgagagcaaa ttgctgaagt ttgttaacca gcgctcgacc
   800041 gggtctgatt tggataaaca gaagttacag gaaaaagtcc ggacgtcact taaccggctg
   800101 cgtcggttgg gcatgattta ttttatgggc aacgacagca ccaagtttcg catcactgaa
   800161 gcggtattcc gttttggtgc ggatgtacgc agcggtgatg atcaacgtga agcccagcta
   800221 cgcatgatcc gtgatggcga agccatggcg gtagaaaata gtctgtcact tcatgatgaa
   800281 agtgatgatg ctgatgtcac catgggcaat gcagcggaca gtgtagagga tgaacaggaa
   800341 tgattgaacg cggtaaattt cgctcactga ccttggttaa ctggaatggt ttctttgccc
   800401 gaacattcga tcttgatgag ctggtaacaa ccctctccgg cggtaacggt gcaggtaaat
   800461 ccaccacgat ggcggccttc gtcactgcgc ttatccccga tctgaccttg ctgcattttc
   800521 gtaacaccac cgaagccggg gcgaccagtg gctcccgtga taaagggttg cacggtaaat
   800581 tacgtgccgg tgtgtgttat tccaccttag atgtggtgaa ttctcgccac cagcgggtgg
   800641 tggtaggcgt gcgcttgcag caagtggccg ggcgtgatcg caaagtcgat atcaagccat
   800701 tcaccattca ggggttacca acggcgatcc agccaaccga gatcctcacc gaattggtgg
   800761 ctgaacgtca ggcgcgggtg ctgtcgctac cagaattgaa agagcgcgtt gaagccatgg
   800821 aaggggtgca gtttaagcaa tttaactcca tcactgatta ccactccctc atgtttgatt
   800881 tgggggtgat tccaaagcgc ttacgctctt ctgccgatcg cagcaaattc tatcgtttga
   800941 ttgaagcatc gctgtacggc ggtatttcca gcgccattac tcgctcgcta cgcgattatt
   801001 tattgccaga aaatagcggt gtacgtaaag cgttccagga tatggaagcg gcgttacgtg
   801061 aaaaccgtat gacactggaa gctatccgtg tcacccagtc tgatcgtgat ctctttaagc
   801121 atttgatctc ggaagcgacc tcctatgtgg ctgccgacta tatgcgccat gccaatgagc
   801181 ggcggattca cctcgacagt gcgctggtat tgcgtcgtga tttattttcc agccgtaaac
   801241 aactggtcac tgaacagtat cgccatgttg aaatgtcacg ggagttggca gaacaaagtg
   801301 gcgcggaatc cgatctggaa accgattatc aagcggccag tgaccacctg aatctggtgc
   801361 aaacggccat gcgccagcag gaaaaaatag agcgttatca aagtgatttg gaagagctga
   801421 cctatcggct ggaagaacaa agtgaagtgg tctctgaggc cagcgaacag caagcagata
   801481 acgaagctcg ggcggaagcc gccgagttgg aagttgatga gctaaaaagc caactggctg
   801541 attatcagca agcgttggat gtgcagcaaa cgcgagctat tcaatatcag caagcgttgc
   801601 aggccttgga gcgcgctcgt gctctgtgcc aactgccaga gttaaccgcc gataacgcgg
   801661 aagagtggct ggaaacgttc cacgcgaaag agcaagaggc gaccgaatcg ctgttgcagc
   801721 ttgagcagaa attaagtgtt gctgatgcgg ctcacagcca atttgaacag gcttatcaac
   801781 tggtggtgaa tatcgccggt gaagtcagcc gcagtgaggc ttggcaaacc gcccgtgaac
   801841 tgttacgcga ttggccttcc caacaacatc tggccgagcg ggtgcagcct ttgcggatgc
   801901 gtttgtcaga gctggagcag cgcttacgtg cccagcagga tgcggaacgc ttgttgcagg
   801961 agttctgtaa acgccagggg aatgcctacc agccggaaga gttagaagcg ttacagcgag
   802021 agctggaatc acaggtcgaa gaattgtctc tcagcgtcag tgacgcaggt gagcggcgga
   802081 tggcgatgcg tcaggaactg gaacagctga agctgaagat tcaggaactg accgctcgtg
   802141 cgccggtttg gttggccgct caggatgcac tgagccagct tagcgaacag agcggtgaag
   802201 cgttggaaga cagccgtcag gtgacggagt atatgcagca gttgctggag cgtgagcgtg
   802261 aaacgacggt tgagcgcgat gaaatcgcgg ccagcaagcg cgccatcgag gcacaaatcg
   802321 aacgtttgag ccaaccgagc ggggctgaag atgcccgctt aatcgcgctg gctgaacgtt
   802381 ttggcggtgt gttgctctcc gaaatttatg acgatgtcac cattgacgat gcgccttact
   802441 tctccgcgtt gtatggccca tcccgccacg gtatcgtggt gcctgatctg tcattggtcc
   802501 gtgagcacct gcaggggctg gatgattgcc cagaagatct ctatctcatc gaaggggacc
   802561 cgcagtcatt tgatgacagt gtgtttgctg tcgaagagca tgaaaaagcc gttgtagtga
   802621 aaattgctga tcggcaatgg cgctattctc gttaccctga agtcccgtta tttggccgtg
   802681 cggcgcgtga gaaccggctg gaaacgctat atcaggaacg tgaccgtctg gccgaacgct
   802741 atgccacgtt gtcatttgat gtgcaaaaga ctcaacgtac ccatcaggca ttcagccgct
   802801 ttattggctc tcatctggcg gtggcatttg atgccgatcc agaggctgaa attcgtttgt
   802861 tgaatacccg ccgtggtgaa attgaacgag ctctaaacgc acatgaagat cagaaccagc
   802921 agcagcgtca gcaatttgat caggctaaag aggggatatc tgctcttaac cgattgatac
   802981 cactggtttc cctgctattg gatgagacac tgactgaccg agtagaagag atcactgaag
   803041 agcttgcgga agcgcaagaa gcggctcgtt atattcagca gcatggtgtc tccctaacca
   803101 aactggagcc gttgttatcg gtattgcaaa gtgatccaca gcagcatgag cagttgcagg
   803161 aaagctatgt actggcccaa aacagccagc gtttagcgaa acagcaagcc tttgcactga
   803221 ctgaagtggt tcaacgacgt gctcacttca gttacaccga ttcggctggc atgttgactg
   803281 aaaattctga tttgaatgac aaactgcgcc agcgtctgga acaagcagag gcggagcgta
   803341 cccgcgcccg tgagcagcta cgtcagtatc aaagccaatt tactcagtac agccaggtat
   803401 tagcttcgct gaaaagctct tatgacgcca aacgcgacat gcttaaagag ctgagccaag
   803461 agctggtgga tattggtgtt ccggcggatg ctaatgccga ggcgcgtgcg cgtgcacgcc
   803521 gcgatgagtt acatgccgcg ctaagcacta accgttcacg acgtaatcag ttagagaaac
   803581 aactgacctt ctgtgaagca gaaatggaca gcttgcagaa gaaattgcgt aagctggagc
   803641 gtgattatca tcagattcgc gagcaggtgg tcaatgctaa agcgggctgg tgtgccgtga
   803701 tgcgaatggt gaaagataac ggcgttgagc gccgcttgca ccgccgtgaa ctggcttata
   803761 tggatggtga cgaactgcgt tcaatgtcgg ataaagcctt gggcgcattg cgccttgccg
   803821 tcgcggataa tgaacatctg cgcgatgtgc tgcgtttgtc tgaagatccg aaacggccag
   803881 agcgtaaaat tcagttctat atcgccgtct atcaacatct gcgtgaacgt attcgtcagg
   803941 atattattcg tacagatgat ccggttgaag ccatcgaaca gatggagatc gaactgggcc
   804001 gcctgactga agaactgacc gcccgtgagc agaagctggc catcagttcg aaaagcgtat
   804061 caaatattat ccgtaaaact attcaccgcg aacagaaccg tatccgtatg ctgaatcagg
   804121 gcctacaagc ggtttccttt ggtcaggtaa aaagtgtgcg gctgaatgtt aacgtgcgcg
   804181 aagcccatgc gacgttgctt gatgtattgt ccgagcagca agagcaacat caggatctgt
   804241 tcaacagtaa ccggctgacc ttctctgaag cgctggcaaa actgtatcag cgtctgaatc
   804301 ctcaaatgga tatggggcaa cggttgccac aaaccattgg tgaggagtta ctcgattacc
   804361 gtaactacct tgaattagaa gtcgaggttt atcgcggtgc tgatggttgg ttgcgtgcgg
   804421 agagtggggc gttatcaacc ggtgaagcta ttggtacggg tatgtcgatt ctggtcatgg
   804481 tggtgcaaag ttgggaagag gagtcacggc gcttacgggg taaagatatt tccccttgcc
   804541 gcttactctt ccttgatgag gccgctcgtc tggatgcgaa atctattgcg acattatttg
   804601 agctatgtga acggttggaa atgcaattaa ttattgccgc accagaaaat attagtccag
   804661 aaaaagggac aacctataag ctggtacgaa aagtcttcca aaatcatgag catgtacatg
   804721 tggttggctt gcgaggcttt gcaaatgaaa tgccttcatt gccaccaata gccgctgaat
   804781 tgcaacaagg cggttaatga acatgcataa aaaacagtaa ataataatta gttttattaa
   804841 atggtcgcac agaagcggcc atttttattg tgcccagaaa acccccagct aggctggggg
   804901 ttcagtaaag ctttcagctt tgggtcagtt ataaaaaccc cttttgattt gttaaaacag
   804961 tttgcggtct ggcaactgca aatgttcaac aagaaatcaa aagggggtcc caatgaggga
   805021 tgaaaagagc ttagcgcaca cccgatggaa ctgtaaatat catatagttt ttgcgccgaa
   805081 gtaccgaagg caggtgttct acagggaaaa acgcagagcg attggcagta ttttaagaaa
   805141 actgtgcgaa tggaaaaacg tgaatatcct ggaagcagaa tactgtgtgg atcacatcca
   805201 tatgcttctg gagatcccgc ccaagatgag tgtctcggga tttatggggt acctgaaggg
   805261 aaagagcagt ctgatgcttt atgagcagtt tggcgatttg aagttcaaat accgtaacag
   805321 ggagttttgg tgtcgagggt attacgttga tacggtaggg aaaaacacgg ccaggataca
   805381 agaatacata aagcaccaat tggaagagga taaaatgggt gagcaactct cgatcccgta
   805441 tcccggtagc ccgtttacgg gccgtaagta atccatagat gcaaatgtca gatcgcgatg
   805501 cgcctgttag ggcgcggctg gtaacagagc cttataggcg catatgaaaa acctccggct
   805561 atgccggagg atatttattt tttgtaacat cttcgggttg tattttataa gtgcaggaaa
   805621 tctgttagcg taaaggttgt tacttggtca atataattga cagtcaaaat gtcacttctg
   805681 tttgtataat aaaataagaa gcaatggtac cgacaaacta tgacgtactg agatgagcat
   805741 acaaggggca tggaatgtcg atgataaaaa gaaagttaca acgcgcactc gttttatact
   805801 gcgctttagt ttgcagcctg atgaccgtgt ttactgcatc agccgctgct cccgtaatgc
   805861 ccgtggattc atcttcagct ttgccagcac gtggtgcaac catgtccgtg gctcaaagtc
   805921 gttcgcaatt attggccgcg cttccaaaag atgtcgtgcc actctatgcc gcggaattag
   805981 cgtcattata tgcggcgaac caaatgcagc ctatgtggca agaccgggtt gctgttcaac
   806041 gttttcagca acagttagcg gaggttgggc tttcaggcat tcaaccgcag tttatgcaat
   806101 gggttaaatg gttgagcgag ccagaaatca ccggtatggc gcgtgatatt attctatcgg
   806161 atgcgatgct gggttattta cactttattt ccggtgtcgg tgctaatggc agtgtttggt
   806221 tatacagtaa tgtgccttac aaaatggcca tgccgcctgc agcagtttta aacgcctggc
   806281 agaaagcggt caatgaaggc tcgacagcct cttatctggc gtcgttggct ccgcagcatc
   806341 cgcaatacga taaaatgcaa caggcgttga agttgatgct agcagaccga cgcccgtggc
   806401 cacagatgcc tactgggcca agtttacggc cggggcaact tagcgacgat atccctgcat
   806461 tgcgggaaat ccttgaccga acgggtatgt tgcacccaac aacccccgtg aaagcgccag
   806521 aggtgatccc tgtggagaac cctacggtgg ccgtcgttaa tgacgatctc tctgttgatg
   806581 aagaaaaaaa tcggactcag accaacagct tggtggtcag cccatcagcc gtctctgtcc
   806641 ctgagagcga tgatgcggca cccgcaccga tgcctcccgt gagcgtggtc acgttaactg
   806701 acaatatcta tactcctgag ttggtagaag ccgttaaacg cttccagcaa tggcaggggc
   806761 tcactgatga cggtgttatc ggcccccgta cccgcgaatg gttgaatgtc tcgccacaaa
   806821 cgcgggccac gttattggca ttgaatatcc agcgattacg tattttgccg gggcatgttg
   806881 ataacgggat tatggttaat atcccaaatt attctctgaa ttattataaa gatggggccg
   806941 aagtgctttc atctcgggtg attgttggcc gtccaagtcg taaaacgccc ctgatgagta
   807001 gtgcgttgaa taatgtggtg gtgaacccgc cgtggaacgt gccgacctca ttggtacggc
   807061 aggatatcgt gcccaaagca cgtaacgatg ccgggtattt tcagcgtaat ggctataccg
   807121 tgttgtccgg atggagtaat gatgctgaag tgatcaatcc ttcaatgatt gactggagta
   807181 ttatctcgcc gaataacttc ccttaccgtt tgcgtcaggc accaggtgct aataactcgt
   807241 tagggcggtt caaatttaac atgccaagtt ctgatgctat ctatttacat gacacgccga
   807301 atcatggcct gttccaaaag gacattcgcg ccctgagttc aggttgtgtc cgtgtcaata
   807361 aagcgtctga tttagcgaac atgctgctgc aagatgctgg ctggaatgat gcacgggtct
   807421 cttccaaggt aaaacaaggt gataccacct acgtcaatat ccgccagcgc gttccggtgc
   807481 aattgtatta tctgacagca tgggttgcgg aagacggtaa accgcagttt agaacagata
   807541 tttacaatta tgataaaatg gtgcgatctg gtgcacaaat ctcacagcag gctgagtttt
   807601 tattgcaata aatgcagtaa aactcaataa ctaatggtct taaataccgg gctatcttgt
   807661 gggcgcttgt tcgtaagcgc cctgtcacct gaccttaacg cacagtgaat gcgggttgac
   807721 tgctttttca taggcggtta aggttcggag cggcacatat tcgaagcggc acatcatata
   807781 tatagtgcct atagtgctta cttttgacat tcttgccagg tattaacaga gatcatggat
   807841 aaaattgata ataatcgccg caagtggcta acgttgggcg gagttgcgtt ggggatgtca
   807901 ctgcttccag ggccagtatt cgccactctt tctacgccac gcccacggat tttgaccctg
   807961 aataacctta atacaggtga gtccataaaa gcagagttct ttgatggacg gaattataac
   808021 aaagatgaac tttcccgctt aaaccatatt ttccgcgatt accgagccaa taaagtcaaa
   808081 aaaattgatc cacgcctgtt cgatcagctg tatcgcctac aagttctcct cgaaaccact
   808141 aaaccggtgc agcttatttc cggctaccgc tccctcggca ccaataatga actgcgtgaa
   808201 catagccgtg gggtggccaa acagagctac cataccaaag gtcaagcgat ggactttcat
   808261 attgaaggta tccaattgag ttatatccgc aaagcggcat taaaaatgcg cgcaggtggt
   808321 gtaggatatt accctcgcag taattttgtg catattgata ccgggccaac acgggcttgg
   808381 taaaacaaat tttttagcca gtgcctacgc tccagttggt agtcacattg gggttggagc
   808441 tttatgaaat atcaaattat tccagtcacg gcgtttagcc agaactgtac gttaatctgg
   808501 tgtgaagcga cggggcaggc tgccttagtg gatcccggtg gtgaggccac taaaataatt
   808561 gctgaggttg agcgtcaggg ggttaccatc agccaggttc tgttgactca tggtcattta
   808621 gatcatgttg gcgcggccgc tgaagttgct gcacattttc aggtaccgat ttatggccct
   808681 gaaaaagaag acactttctg gttggaaggc ttacccgcac agagccgaat gtttgggcta
   808741 agtgaatgtg aggcttttac cccgacccgc tggttggaag aaggcgataa aataacggtt
   808801 ggcgaaatag agttatctgt tttgcattgt ccggggcaca cgccggggca tattgtattt
   808861 attgacccgc aaggccgcct ggctctggtg ggggatgtta tcttcaaggg gggcgtgggg
   808921 cgcagtgatt ttccgcgtgg cgaccatcaa cagttaatta actccatccg cactaaatta
   808981 ctgccgttgg gcgatgatat aacgtttatt cccggccatg ggcctatgtc tacattgggg
   809041 catgagcggc agacaaatcc gtttattcga gaagagccgg ctatttggtg acggtcgtat
   809101 ttgataacgg taatatttgg tgacggtggt tagcgtcatc aatatcatac ataaatgttt
   809161 aatagcaaaa gatgaatgtt caatagcaaa agatgccgga aggcgtcttt tgtgttctct
   809221 ttcgtttatc cttgcggctt aaaattacgt catcgagtga ccagtcaaaa ggatggcttg
   809281 ggccatcctt ttgaggttat tgacaaagtg cccgcgacgg agagaacagg cagatcgtaa
   809341 agacgccgta aatacatcca tgtaggctcg agccgcgcca tccttggcgc ggacgcttta
   809401 ctcctctgcc tatcctcacc gttcaagatc gcgtcatcgg ggtttgtcag cagtctgaag
   809461 gatggcttgg gccatccttt tatggtcagt caagggatga taacggatac tgagttagag
   809521 caccgcaacg atagcttcac ataacggcgc catattgtct ggtgtcatcc ccgccacgtt
   809581 aacccggcca gaatttaccg catagacggc gaactcatca cgcaggcgca gcacttgttc
   809641 tttggtcaga ccactgaacg agaacatccc attctggtta atgataaagc taaaatcttg
   809701 ttgagcgcct ttttcctgca aggtattaac aaacaactga cgcatacgtt ggatgcgctg
   809761 acgcatatcg gtcagttctt gttcccaaat cgcccgtagt gcggcattac tcagaatagt
   809821 ggcaacgact gatgcaccat gtgccggtgg gttagagtag ttggctcgga taaccgcttt
   809881 aacttggctg aatgcggtat cggcaacgtt actgtcggcg gcgacaaggg tacaagcccc
   809941 aacacgttca ttgtacaaac caaagttttt cgaataagag ctgcaaacga tcaactcttg
   810001 atgtgttgcc gcgaaaatac gcaggccctg agcatcttct tccaaaccgt tggcaaagcc
   810061 ttgataagcg aaatcaaaca gtggcaacca gcctttagca accgataact ccgccagttg
   810121 gctccactga gtttctgttg ggtcgatacc cgttgggtta tggcagcagc cgtggaacaa
   810181 caccacatca cccgcctgag cttctgacag gctatttaac aagccatcga agtccaatgc
   810241 atggttagca gcatcataat aagcgtactc caccacttcc agccctgcgg cttcgaagac
   810301 gtttttatgg tttggccagc ttgggttact gacccagaca cgtttagcgc tggtctgatg
   810361 ggcgataaaa tcagcggcaa tgcgcaaacc accggtacca cctggcgttt gagcggtacg
   810421 agcacgttta tccgcaataa ttgcactatt agcaccgaac agcagttctt gggtgcaact
   810481 ggcaaaaaca ggcaggccgt caatacccag ataatttttg gtagcttcat tttccagtaa
   810541 atactgctca gctttcttca cgctggtcag cactggggtt ttaccggttt cgtctttgta
   810601 gacaccgatc cccagattga ttttatgagc gcggtcatcc gcgcggaaga tatcggtcaa
   810661 acctaaaata ggatccgcag gtgcagcagt aattttttca aacatgtcag aggcttccat
   810721 ggcttagcgt taagcaaaca gagccttcag ggtaacgcca gttgcggtct ttgccaaccg
   810781 tttgcgataa aaagaaatga atctggtgag gcggggggat ctgaggtgaa aaatcggcaa
   810841 aataggccga tagacagagt aatctccatc aatctgctca aaatagaaac aaaaagacag
   810901 agccgaggcc ctgtcttttt tcaacttagg tcagcagata aactgcctcg ttaagtttga
   810961 cttagaactg gtaaaccaag ccaacagcaa caacgttgtc ggtgttcaga ccgtttgcga
   811021 ttgtgaactc gtcttcgtcc agcaagttga ttttgtaatc aacataggta gacatgtttt
   811081 tgttgaagta gtagtaagta ccaacagaaa catatttcag cagatcatgg ttggcatcaa
   811141 catcgttcag gtccttacct ttggactgaa cataacccag tgatgggcgc agaccgaagt
   811201 cgaactgata ttgtgcagtg atctcgatat cgcgagtctt gttagcgata gtatcagaga
   811261 agctaccgta tggagtcagg ttctgagttt cagcatacat tacagccagg tatacgttgt
   811321 ttgcgtcgta tttagcgcca acgttccatg cctgagcttt gtcgccttca gcggtagaac
   811381 catatttttg atcaagagta cggtttgaag aagagaaacc agcaccgaag ttaatgccat
   811441 tgccgatatc ataagtagaa ccgataccga agccgtcacc gttagcttct ttgacttcag
   811501 aacggtcatt tttgccttgg tattgcaggg caaagttcag gccgtcaacc agaccgaaga
   811561 aattgttgtt acggtaagtt gccaggccag tagaacggcc agccatgaag ttgtcagagt
   811621 tggagattga atcaccaccg aacactggca gcatgtcagt ccatgcgtta acgtcataga
   811681 ttacgccgta gttacggccg tagtcgaatg aaccgaattc agcaaatttc agaccagcaa
   811741 agcccagacg ggttgcgttg gccgtcttga gcgcctgtgt cttcagcgtt gtttgcttga
   811801 atgttgtatt cccactggcc gtaaccggtc agttggtcag taatttgggt ttcacctttg
   811861 aagccgaaac gaacgtaaga cttgtcgcca tcttgtttgt tgttatcgga gaaagagtga
   811921 cgtgcgtcaa ctttaccgta caggtcaagt ttgttgccat ctttgttata gatttctgct
   811981 gcattagctg caccagcggc taacagagct gggattacta ctgcaagaat attgcgcttc
   812041 atcattatta ttaccctcat tggtgttatt cggacacctg ccactgccgc caataatttt
   812101 tatggaacta ttgttgagag tttggtgtcg tctgtgtctg aacgcagtgt tccattcaca
   812161 gaccttataa tccagaccga aaatgctacc aattacaata atgtgtttca ttaagaaact
   812221 atgtgttaca aaatgtaaaa ttaagggaac tttgtgactt agatcgaatt ttaaaaaatg
   812281 ataaaagcca gcagagctgg cttttatttg tacaaattga cgttattttc taaataataa
   812341 acttagaaac tggcatttct cggtgtgcgt gggaacggaa taacgtcccg aacgttttga
   812401 accccagtga catatgagat taaacgctca aatccgaggc caaaacctga atgcggtaca
   812461 gtgccgtagc gacgcagatc acgataccac caataatctt ctttattcag gcccatttcg
   812521 gctaaacgcg catccaagac atctaaacgc tcttcacgtt gtgaaccacc gatgatttca
   812581 ccaatacccg gcgctaaaac atccatcgcc gcaacggttt tgccatcttc attcattcgc
   812641 atatagaagg ctttaatatc tttcggatag tttttaacca ccaccggcgc tttaaagtgt
   812701 ttctcagcca gataacgctc atgttcagag gacaaatcaa taccccatga aacatcattc
   812761 tcaaacttct gaccggatgc cagcaagatc tcaatggcat cagtgtagtc aacctgagca
   812821 aaatcagagg tgacgaaacg ttgcaggcgg tcaaccgcgt ctttatcgac acgttcggca
   812881 aagaacttca tgtcatcagc acgttcattc aagaccgcct ggaaaacgta tttcaacatt
   812941 ttctcagcca aaccggcgac atcatccaga gaagcgaagg ccacttccgg ctcaaccatc
   813001 cagaattcag ccaaatggcg gctggtattg gagttttcag cccggaaggt tgggccaaag
   813061 gtgtaaacct ttgataatgc acaggcgtag gtttcaccgt ttagctgacc cgatacggtc
   813121 aggaacgctt ctttaccgaa gaagtcttcg ctgaaatcga cagcaccggt atccgtgcgt
   813181 ggcaagtttt ccagatctaa agttgaaaca cggaacatct cacctgcgcc ttcagtatca
   813241 gaggcggtga tcagtggtgt agaaacccag aaatacccat tttcgtcgaa gaagcggtgg
   813301 attgcttgtg ccaacgtgtg gcgaacacgg gcaacggcac caatcaggtt agtacgcggg
   813361 cgtaagtgag ccacttcacg caaatattca atgctgtgac gttttgcggc catcgggtag
   813421 gtatccggat catcaaccca gcctactacg ttgatggcgg ttgcttgaat ttcaaaactt
   813481 tggccttcac ccggtgatgc gaccacggta ccggtgactt caacggaaca accggtggtc
   813541 agatgcagta cttcatcctg ataattcggc aaagtattat tcacgacggc ctgtaacggg
   813601 tcaaagcagg aaccgtcata aacggcaacg aaggagatac ccgctttaga atctctccgg
   813661 gtacgcaccc aaccgcgcac ggtgacttca ctgccaaccg cggcgcggcc ttgcagtacg
   813721 tcgactacag gcactacgct catagatttc tctctttaat ggtttggata taaaccctgc
   813781 ttccttgaag ttgcagtgtg ttagcggctc tcactcatct gaatctctga cttgagtcag
   813841 ttcatcagaa tttgcgcact tactgcctgg ctacaacttt aatgacttag ggtatagaaa
   813901 tagttaacaa cccaatgaaa tggggatgtt gctatgttac ttgtggcggt gcaggacaca
   813961 agtagaaatc atcagaatag tgcaagattt ctgaggttac cgtcaatatg ccctccgtcc
   814021 ttgcaaccac tagggggtta gcgacatttt tgcacccaga tcactcaccc gctgacgaca
   814081 atagctttgg gtataaatac gacacaaacg aagacattat ttaatagtag aaaatttaat
   814141 cgtagtaata gtagaaaatt taattgtgga agaacagaga ggctaaaaaa tatcagtgtt
   814201 ggggttaccg ggtaaacata cgctacccgg caacgggggg attaactggc tttcttgact
   814261 aacggtagcg caaaggcttt acgtaattga tcaacgaatg cggggtcctg acaaatagtc
   814321 ttacccgggc tatctgagag cttagccacc ggtttatcgt tacattcaac cagtttaata
   814381 acaatattca atggcttaac atctggtata tcgcaggtca aacgggtacc gataccaaac
   814441 accaacttaa tgcgctgata aaagtgacgg tagaggaata atgctttctc cagatctaga
   814501 ttatctgaaa acaccaatac ctttttcatt gggtcaatac ccaatttttc ataatgcgcg
   814561 atagccttct ccccccactc gatcgggtca ccagagtcat ggcgtaggcc ttgatagcgg
   814621 ttggcgaaag ccagatcaaa atcgcgtagg aaagcatcca tagtaatgca atcagttagt
   814681 gcgatgccca gttgattggg gtattcatcc agccagactt gcagtgctac acgctggctg
   814741 tttgccaatg ttgggctaat ttgttggtga gcctgaaacc actcatgggc ttgagtcccg
   814801 acgggcgcta aggctaatgt gcgggctaag tcgtagttgc tggtgccgac cagataaggg
   814861 aactcatctt ttaacgtgct gacaacggtg tgctgtatct cgcgagagaa tcggcggcgg
   814921 gtaccgaaat ccatcaattt aaagtgagta atatcgatat ccgcactgag ggcattgaat
   814981 tgctcaagtt ttgtgcgcag ttgttgaacc gcttgatccg ttgtcacttg ggtagagcgg
   815041 cggcggtgaa cgatttcgct gatcactgcc agcaaaggca cttcccacat gatcacctca
   815101 caccataaac cggcaatgcg aatatctaat ttaccgtcat gaacagcgac ggagacttgc
   815161 tctggtttaa aacgaaaatc gcgcaaccaa tgcagataat catcctggaa gaaggggaga
   815221 ctggagaggt aaataaactc atcagatgtc agtgctaatt gacccatcag ggttacctgg
   815281 tggcggattt catcagcata cacccccagc agctcatcac tacggcagcg gaattcggcg
   815341 gcaacagtaa tgtgacgata atgatgaaat acggcttgtt gcatatgaag cttatatgcg
   815401 tccgtatcaa gcaatgaagt caaaatcggt gaggcgtctt gagtcatggc gctatacagc
   815461 atcctcgtag gagcattttc cacagtcggc aaaatctata aagttgcagg agtataccgg
   815521 tattatcatg ttattgaagc ctcatcacac cataaatgct aatcagaagt ctaagactaa
   815581 tgtgccatcg tcaggaaaaa ccgatttgat taagtcctat gtctatcttt gattcagtac
   815641 atagactatc tatcgtggat tttttcgtta gtttactacg ctgatgaaat aacattatga
   815701 aaaacatggt taataacgaa atcattataa ataatcgcta tattgatgtc ttttctgaat
   815761 tggtagcttt tctaacattg gtagcttttc taaattgata gcttttctga atcgatagtt
   815821 ctcctgattt tcccggtttc tcttgcgccc tattaaacat aaaaagcaga ttttgtcggc
   815881 aggttatttt gttaaatgtg tgaatttgtg cactacccaa tgtgcttatt ggtgacgaat
   815941 tgcaaaacga caatgggctt gcgggacgac tcgaaaaatg gacattcaat gcgttatttg
   816001 ccggagttgc ctgggttctc atctaggttt tttttacaac tgtgatacat tgaaaaccta
   816061 tctgggtctg ggggaacgtc gctaatagca gcgaaattca ccccaattac gacaggcaca
   816121 gacccgataa tcatactcac tgatgacgtc aaaagggttt ctatgacaca acagccgcaa
   816181 gctaaatacc gtcacgatta tcgtgcgccg gattacacca tcaccgatat cgatctggac
   816241 ttcgcactgg atgcgcaaaa aacgacggta acggcggtca gtaaagtaaa acgtcaagga
   816301 acagacgtga cgccgttgat tctaaatggt gaagatctga cactaatcag tgtcagcgtt
   816361 gatgggcaag catggccaca ttatcgccaa caggataaca cgctggttat tgagcaatta
   816421 cccgcagatt ttacactgac aattgtcaat gatattcatc cggcaaccaa cagcgcgttg
   816481 gaagggttat acctgtctgg tgaagcgctc tgcacacagt gtgaagccga agggtttcgc
   816541 cacattactt attatttaga ccgtcctgat gtgctggctc gttttaccac tcgcatcgtg
   816601 gcggataagt ctcgctatcc atatctgctc tccaacggta accgtgtggg gcagggtgaa
   816661 ctggatgatg gtcgtcattg ggtcaagtgg gaagatccct ttccgaagcc ttcttacctg
   816721 tttgctttgg tcgccggtga tttcgatgtg ttacaggata aatttattac ccgttcgggt
   816781 cgtgaagtcg ccctcgaaat ttttgttgac cggggtaatt tagatcgtgc tgattgggcc
   816841 atgacatccc tgaaaaactc aatgaagtgg gatgaaactc gctttggtct ggaatatgac
   816901 ctcgacatct atatgattgt cgctgttgat tttttcaaca tgggggcgat ggagaataaa
   816961 gggttaaatg tatttaactc aaaatatgtg ctggcgaaag cagaaacagc cacggacaaa
   817021 gattatctaa atattgaagc tgttatcggc catgaatatt tccataactg gacgggtaac
   817081 cgcgtcactt gccgcgattg gttccaacta agtctgaaag agggcttaac cgtattcaga
   817141 gatcaggagt tcagctccga tttaggttca cgctctgtca accgtatcga aaacgtgcgg
   817201 gtaatgcggg cagcgcagtt tgcggaagat gccagcccga tggcacatgc tattcgcccg
   817261 gataaagtga tagagatgaa taacttttat acactcaccg tgtatgaaaa aggttcagaa
   817321 gttatccgaa tgatgcatac gctactgggt gaacagcaat tccaagcggg tatgcggctc
   817381 tattttgaac gtcatgatgg cagtgctgcg acctgcgatg attttgtaca ggcaatggag
   817441 gatgtatcaa atgtcgatct gtctctcttc cggcgttggt acagccaatc agggacacca
   817501 ttattgaccg tgcatgacga ttatgatgtt gaaaaacagc agtatcattt attcgttagc
   817561 caaaaaacgt taccgacagc ggatcagcca gagaaattgc cactgcacat tccgttagac
   817621 attgaactgt atgatagcaa aggtaatgtc atcccattgc aacataatgg cttgccggtt
   817681 caccacgtgc tgaatgtgac tgaagctgaa cagaccttta cttttgataa tgtggcacag
   817741 aaaccgattc catcgctgtt gcgtgagttt tctgcgcccg taaaattgga ttacccttac
   817801 agtgatcagc aactcacgtt cctgatgcaa catgcccgca atgaattctc tcgctgggat
   817861 gctgcgcaaa gcttgctggc aacttacatt aagttgaatg ttgctaaata tcagcagcaa
   817921 cagccactga gtttaccggc gcatgtggca gatgctttcc gcgcaatatt gctggatgaa
   817981 catcttgatc ctgccttggc cgcgcagatt ttgacgttgc cctcagaaaa tgaaatggcc
   818041 gaactgttta cgactatcga tccgcaagcg atcagtacgg tacatgaagc gatcacgcgt
   818101 tgtctggctc aggaactgtc ggatgaactg ttggccgtat atgtcgctaa tatgacgccg
   818161 gtttaccgta ttgagcatgg tgatattgcc aaacgtgctt tacgcaatac ttgcctcaat
   818221 tatctggcct ttggtgatga ggaatttgcc aataagcttg tttcttcaca atatcatcaa
   818281 gccgataata tgacggattc attggccgca ttggcagcgg cggttgccgc tcagttacct
   818341 tgccgtgatg agttgttggc ggcctttgat gtgcgctgga atcatgacgg tttggttatg
   818401 gataagtggt ttgctctaca agcgaccagc ccggcggcga atgtcctggt acaggtacgt
   818461 accttactga aacaccctgc attcagtttg agtaatccaa accgtacccg ttcgttgatt
   818521 ggtagttttg cttccggtaa cccggctgca ttccatgcgg ctgatggtag tggttatcag
   818581 ttcttggttg agatactcag tgacttaaat acccgtaacc cacaagttgc tgcgcggtta
   818641 attgagccgt tgatccgcct gaaacgttat gatgcagggc gtcaggcgct gatgcgtaag
   818701 gccttggagc aattgaaaac gctggataat ttatcgggtg atctgtacga gaagataacc
   818761 aaagccctgg cggcataatt caatgtgatc taatcagtca atgtgatcta attgaataga
   818821 gggtccgata ttctctcaga ttgttggcaa actccaatga cgtggcctta aatggtggat
   818881 agtcgggata gtcgggatag tcgggatagt cgggatagtc gggatagtca gatgtccgtg
   818941 ccacggatgg cgcgattcaa accccatggg tgctattttg atgtagggaa tttaatgcag
   819001 ggaataccgt gtttttacga tttgcctatt ctcttcgttg tgtatatttt gtcattaatt
   819061 ccctctattt tttacctgcc tgttattacg gttaacacca cagtaactta aggtaataaa
   819121 ggatacggtt agtatgttta ttctttaaat ggctttactt cgcaaacgtt tactttcctg
   819181 aaagatgaat ttaccattcc cgtatctata cccaagtgac ttcaagatgc aggcagcaac
   819241 cgagtaacga agaccatcaa cgcatctgca acttgacgta tgatgggtag atccatacgt
   819301 tggaagcggg tcagctagcg ggattagaca acagtgctga taacgttaac tggctacagt
   819361 acgacagaat tagtgcttgc taaccgtttg tcactgatcg ctcaggagat cacatgtatt
   819421 atccacttgt cagaaaagca ctatttcagc ttgatccaga acgtgcccat gaattgactt
   819481 ttcgtcagtt aaagcgtgtt agcggcacac ctttggaatt tttggtacgc cagtcggtac
   819541 ccaccaaacc ggtcagttgt atgggcctgt cttttaaaaa tccagtaggt ttggctgcgg
   819601 gcctggataa agacggtgag tgtattgatg ccttgggcgc catgggcttt ggtttcattg
   819661 aagtgggcac tgtgacacca cggcctcagg tggggaatga taagccgaga ttattcagga
   819721 tcgtcgaagc tgaaggtttg atcaaccgca tggggtttaa taatcatggg gtcgacaacc
   819781 ttattgaaaa tgttaaaaaa tcccattttg gcggtatatt gggcattaat atcggcaaga
   819841 ataaagatac gccagtcgaa caaggtaaag aagattacct gatttgcatg gataaaattt
   819901 atccttatgc tggatatatt gcgattaata tttcctcacc taatacaccg gggttacgat
   819961 ccttacagta cggtgaagca ttagatgatt tattagctgc aattaaagat aaacaaactg
   820021 agctacatca acgccatcat aagtatgttc ccgtagcggt gaagatcgcg ccggatctta
   820081 ctgaagagga attgatccaa atagcagata gcttggtccg ccataatatt gatggcgtta
   820141 ttgctactaa tacgacttta gatcgttctc tgattcaggg attaaattat tgcgagcaag
   820201 ccggtggatt aagtggccgc ccattacaat tacgcagtac tgaggttatt catcgtttat
   820261 cacaagagct aaaagggcgc ctgcctatta tcggtgttgg tggtattgat tccgttactg
   820321 cagcacggga aaagatggcg gctggtgctt cattgattca aatctattcc ggatttatct
   820381 tccgtgggcc gggtttgatt aagaatatcg tcactcatat ctaattattt atcttcatta
   820441 cctgctgggg gtttatttct gcccccggct agtctatatt ttactccggt agattgaata
   820501 ttcagcaaaa tgcttaaaaa tgcttatatg aaaagagtcc cattcgatgg gtctagaact
   820561 cagctattga gtttatgata tttcaatatg atgggaagga ttaaatatgc gaattaagcc
   820621 agacgataaa tggcgttggt attttgatac tgaacacgac cgacttatgt tggatttagc
   820681 taatggtatg atattccgtt cgcgcttccc ctctaaaatg ctgacaccag atgctttcga
   820741 tgaatcggct ttctgtgttg atgatgcggc tctttatttt gaatttgaag atcaatgtcg
   820801 ccaaattaaa ttgagcaatg agcagcgctc agaattggta ttaaatgcat tggtcgcatg
   820861 ccgtttcttg aaaccactca tgccaaaaag ttggcatttt gtacagcaac ctaaagttct
   820921 gataccacaa aatggcgaac tgacgttggt tacagtatta gacaacggag aaaatgtccg
   820981 tttgctcgtg gttgaaccga gctgctccgc cagtttatgc ttattagcac aatctcaagt
   821041 ggtattagcc ggtcgtcagt tggtacttgg cgatgcgata aaaataatga ataaccgttt
   821101 attaccactt atggttgaag aggttaacac cacaacagcg tatgaccgtg cggtataatg
   821161 tgtcggtgtg tttttgaatg cggttatttg ccactaaggg aaatatcgcc tttagggatg
   821221 caactgcaac aaagaatggt tccatcgtta ccaacggcgc tttttttgag tgcagcaaca
   821281 tcgccagtga gtaatgtaac tctgcaactg ccacatatcc cggcccgaca cgaataaggg
   821341 atgcggatat tctgctgttc taactgttcc aatagtattt gttgattatt gccgttaaag
   821401 cggatgccat tatattcaat ggataccgtt tttgactgat cctgcggcgc actaaggctt
   821461 tcaacaacgg ctccggcacc gtagggtctt ggcggtttgg tgatcagaac ttcaacttcg
   821521 tcgccaactc gaataatacc gctgttcctg gccaccatat tctggccaaa atcgacatca
   821581 ccattctccg cagttcggaa cgtctgtaat gttcgcaatg gttcgccggc tggatgtttt
   821641 tgcccacgct caacactgac ggtcgttaat acacagcggc tgcaaggttt gactaaatca
   821701 aatgtgatat cgcctatccg aataacctgc cagcaatctt cggcaaaggc cgtggtaccc
   821761 gtaatcacta aattcggacg aaactgttcc agtttaatac tggcggggca acgttgctgc
   821821 aaatctttaa atgacgcttc gttaatcagc agataaggga agccatcagc aaaagagagg
   821881 ggaacctccg gcaacggttt gacccgacgt gttaattctg tgccgaccca acgcagttgt
   821941 acgtcacgct gaaaataacc acttaaccaa ctgttgatcg cctcgggtgc aattaacgca
   822001 gtaaaatgat ttccccaaac ttcagtgggg gcgggattgg ctaaaaaatc attaaagcgg
   822061 atactggcac tctcgccatc gggtgcggtg agatataaac cgtccgccat taatgcgggg
   822121 gtaaacatca ccatcttcgg atattggcgt gcagtaatga acatgccgtc cggttcggtg
   822181 atcataaata cgcggtcaaa ggccagcccg ctgcggctaa cctgggcgtg ggaaagctgc
   822241 aaaccacgca tagatttcac cggatgaacg taaagtcggg agagggtaat caccattacc
   822301 tccgtgtgag tattaaatta gagggagcaa ctttatgaca agctgctggg attagctata
   822361 atgcgcaaca attttctttt tggtgatagt gcgatatgaa ctctctgttt gccagcacgg
   822421 cgcgtggact ggaagaactg ttaaaaagcg aactcgaagc gctgggcgct cacgactgta
   822481 aaatagtaca gggtggggta cattttcagg gcgacgatcg actcatgtac caaagcctgt
   822541 tgtggagccg gttggcttcg cgcatcctgt tgccactcaa cgagtttaag gtctacagtg
   822601 atttagattt gtaccttggg gtacaggcta tcgattggcc ctcaatcttt ggtgtggaca
   822661 aaacatttgc cgtacatttt agcggtgtga atgacgagat ccgtaatagc cagtatggtg
   822721 cgttgaaagt aaaagatgcg attgtggaca gcttcacgcg caaaatggat caacgcccaa
   822781 cggttgccaa acaacagcct gatattcggg tgaacgtttt cttgcaacgg gatatggcca
   822841 gcgtggctct tgatctcagt ggtgaggggc tacatcagcg tggttatcgt gatttgaccg
   822901 gtcaggcacc gctgaaagag aatctggcgg cagcgattat ccagcgttct ggttggcagc
   822961 caggtacgcc tatggtcgat cctatgtgtg gttcagggac tttgctgatt gaagccgcaa
   823021 tgatggcctc tgatcgtgca ccgggtttgc accgggggca ttggggtttt actgcctgga
   823081 atgcttttaa tgaagcgctg tggcgtgaac tgaccacaga agcgcaagtt cgtgctcgtc
   823141 gtggcctgct agagacttca tctcgcttct ttggttcaga tattgatcgt cgggtcatcg
   823201 aaatggcgcg tgcgaacgct cggcgggcag gtgttgccga gttgattacc ttcaatgcta
   823261 acgatatcag taagctggtg aatccattac ctgaagggcc ggtgggtact gttatcagca
   823321 acccccctta cggcgaacgg ttggaaagcg agcctgcatt gattgcattg cataatatgt
   823381 ttggccgtat gatgaaaacc gcatttggcg gctggcgtct gtcactgttc agtgcttctc
   823441 cagaattatt gagctgcctg caactgcgag cggatcgtga atttaaagcc aagaatggcc
   823501 cgctggattg cgtacagaaa aactatcagt tgacggcgaa tccactgggg gcgggtggcg
   823561 cgttagtggc tgaagattat gctaaccgtc tgcgtaagaa cgtgaaaaaa ctggataagt
   823621 gggcgaaaca acagggtatc gaatgctacc gtctgtatga tgccgaccta ccggattaca
   823681 atgttgcggt cgatcgctat ggcagtaaag tggtggtgca ggagtatgcg ccgcccaaaa
   823741 cgatcgatcc acaaaaagcc cgtcagcgct tgtttgatgt gattaatgct acgttggcgg
   823801 tgctagaact gccctctaat cagttggtgt tgaaaacgcg tgagcgccag aagggtaaaa
   823861 atcaatacga gaaattggcc caaaagggtg aattcttgct ggtcagtgag tataacgcca
   823921 agctatgggt taacctgact gactatcttg atactggtct gttcctggat caccgtattg
   823981 cccgccagat gttgggcaaa atgagccagg gcaaagattt ccttaacctg tttgcttata
   824041 ccggtaccgc cagcgttcat gcggggctgg gcggcgcgcg cagcacaacc acggtagata
   824101 tgtcgcgtac ctatctggag tgggcagaga agaacttgcg agtgaatggc ttgacgggcc
   824161 agcaacaccg cttaattcag gcggattgcc tttcttggct cagcaacact gatgagcaat
   824221 tcgacgtgat cttcattgat ccgccgacct tctctaactc caagcgtatg gaaaccacct
   824281 ttgatgttca gcgcgatcat ttagtgctga tgaaagaact taaacggtta ctgcgccgca
   824341 aggggacaat catgttctcg aacaataagc gtggtttcca gatggatctg gccgggatag
   824401 ccgcgctggg gctggaagcg aaagagataa ccgcacttac acaatctgaa gactttgccc
   824461 gtaatcgtca gatccacaat tgttggctgg tcacccacag ccaagaggaa aagtaaaaac
   824521 tatgtcgtta attagcatgt ctggagcctg gctgtcgttc agcgatgcac ctttattaga
   824581 taacactgaa ttacatatcg aggcgaacga gcgtgtttgt ctggtgggcc gcaacggtgc
   824641 gggcaaatcc accttgctta aaattctaag taaagaagtt gcattagatg atggccgaat
   824701 catttatgaa caggatctga ttgtggcgcg tctgcaacaa gatccgccgc gtaatgtggc
   824761 cggtaccgtg tttgattttg tggctgaagg ggtgcaggaa caggctgaac atctaaaagc
   824821 ctatcacgca acgctgcatc aggtagaact ggatccgagt gaaaaaaatc tcaatcgctt
   824881 agcggcattg caagaaattc tggatcacca agggttgtgg caactggata gccgtattca
   824941 agaagtgctg gttcaactgg ggttatccgc tgatgctgaa ctttcttcac tgtcgggcgg
   825001 ttggttgcgc aaagcggcac taggccgtgc attggtaagc tcaccaaaag tgttattact
   825061 ggatgaacca accaaccacc tggatatcga aaccatcaac tggctggaag gcttcctgaa
   825121 agagttccag ggcagcattg tatttatctc ccatgaccgc tcctttattc gtgcaatggc
   825181 gacccgtatt gtggatttgg atcgcggtaa attggtttca tggccgggta actatgagct
   825241 gtatcttgcc agcaaagaag aagccttgcg ggttgaagag ctgcaaaacg ctgaatttga
   825301 ccgcaaactg gcccaagaag aagtctggat acgccagggc atcaaagcgc gccgtacccg
   825361 taacgaaggc cgcgttcgtg cgctgaaagc gttacggatg gaacgttcgc agcgccgtga
   825421 ggtgatgggc accgccaaga tgcaagtgga agagacggta cgttctggca aaattgtctt
   825481 cgatctggaa aatgttaatt atcagattga tggtaaagta ctggtgaaag atttcaccgc
   825541 tcaagtacag cgtggtgaca aaattgcgtt ggtggggcca aatggctgcg gtaagacgac
   825601 cttactgaaa ctgatgctcg gtcagcttaa cgcggacagc ggtaaagtgc attgcgggac
   825661 caagctggaa gtcgcctatt ttgaccagca tcgtgcggag ctggatcccg agcgcacggt
   825721 tatggataac ctggcggaag gtaagcaaga agtgatggta aatggccgtt cacgtcatgt
   825781 actgggctat ctgcaagatt tcctattcca ccctaaacgt gcgatgacac cggtgaaagc
   825841 tttgtctggt ggcgagcgca accgtctgtt attggccaaa ttattcctta agccaagtaa
   825901 cttgctgatc ctcgatgaac caaccaatga cttggatgtt gagacactgg aattgctgga
   825961 agagatggtc gatagctatc agggcaccgt actgttggtt agtcatgacc gtcaattcgt
   826021 tgataactca gtgactgaat gttggatctt tgaaggcaat ggtcaaatca acagcttcgt
   826081 tggcggctat tatgatgcgc atcaacaacg ggcagaggcc aagccgattc gtcaggccgc
   826141 acttaagatt gaagaaacca aagcgtctac ttcggttaaa agccctgcac ccgcggctaa
   826201 aaaacccggt aaattgagct ataacttaca acgtgagttg gatcagttgc cgcaacagct
   826261 agaaaaattg gaaaatgata tcagcaagtt acaggctgaa gtcagtgata ctgatttctt
   826321 ttcccgccca cacgaagaga ctcaacaggt tttgaaaacc ctggctgata ctgagcaggc
   826381 gttagaggtg gcattcagtc gttgggaaga gctggaagct cagaaaaacg gctaaaaatg
   826441 cgttacaccg ttctgccagg tgacgtaatg ttgtgctttg tgatgatatt gtgtttattg
   826501 ttacattgag tctcttgata gaacggtgtt cagctataaa ggcctgccgt aaggaaatag
   826561 atattgtgtg ctgttattga gcctgttaat ggtgggcaat cagggagtat tctcctgtgc
   826621 cagcagtgtg atatgtcagt ggccttaccc cccttgcctt atggcactaa agcggtatgc
   826681 ccccgttgta aaacgacact gactgcgcgg tgggaagagc ctcgcaagcg gccaataggc
   826741 tatgcgctta gcgctctgtt tatgctgttg ttagctaatc tattcccttt cgtcgatatg
   826801 cgtgtggcgg ggatcaccag cgagataagt ttgatccaaa tccctcaagt gatgctgtct
   826861 gacaattacg tcagcattgc aacgctgttt atggtattgg ttcagctaat ccccgcattt
   826921 tgtatggtag cgattattct gctttgcctg cgggtgcgta tgccaatccg ttggaaaacc
   826981 gccatggcga aagcgctgtt ccagtttaaa acctggtgca tggttgagat tttcctcgcc
   827041 ggcgtattgg tgagtttcgt caaactgatg gcctatggtg aaatcggtat tggcagcagt
   827101 tttatccctt actgtttatt ctgtttgtta caagtgcgcg cttttcagtg cattgatcgt
   827161 cattggatgt ggcaagacat cgcccctgcg ccagcagtgc cttaccgatt gatcccaggc
   827221 cgtactggct tgcgtcaagg tttacgctcc tgctcatgct gtacagcaat tttgccgcaa
   827281 gaccaagtag agtgcccgcg ttgttatacc cacggttatg ttcgccgccg taatagcttg
   827341 cagtggacga tggcgttatt agtcacttcg atcctgttat atattccggc aaatatgatg
   827401 ccgataatga taactgaaag tttgggtaac caaatgaact ccaccattat ggctggggtg
   827461 atttttctct ggagtgaagg ctcttacccc gtggcgttgg tgatttttat tgccagtatc
   827521 atggtgccat cgttaaaaat gttggcgatt gcctggctct gttgggatgc caaaggcaag
   827581 ggcaatactg atactgaacg tatgcatttt atttatgaaa tcgtagaatt tgttggccgc
   827641 tggtcaatgg tcgatgtctt tgttattgcg gtgctttcat cattagtccg tattgggcag
   827701 ttgatgagca tctacccggc gattggggca ctactgtttg cgatggttgt gatcctgaca
   827761 atgttttccg cattaacgtt tgatcctcgt ttaacctggg atcgaatcaa tgaaacaact
   827821 cagaaggagc cgcaaggtga cggacaataa tcccagccag agtgtggcgg aaattgaaaa
   827881 aatcaagcga tggtcaccgg tatggatcat cccgatcgtc actgcgctga tcggcgcatg
   827941 gatactgttt tatcatttca gtaatcaagg gccacaggtc gttttgacca ctctaaatgc
   828001 tgaaggtatt gaggcgggga aaaccaagat aaagagccgt agcgtggatg ttggtatggt
   828061 tgaaaaggtc acgttgagtg aagatcttaa ccatgtgatc atacaggccc ggttaaattc
   828121 tggcatgaat accctgttac acggtgatac agttttctgg gtggtaaaac cgcagattgg
   828181 ccgtgaaggg atctctggtt tagggactct actctccggt gcgtatattg agctgcaacc
   828241 gggcagtaac ggtaaggcac taaatgaatt ccgtttattg gattccccac cgcttgcctc
   828301 accagatgcg aaaggtttac ggattatgct ggatagtgat caagcggggc agttgaatgc
   828361 cggtgatccg gtactgttcc gcggttatcg cgtaggttcc gtagaaacca gtacgtttga
   828421 tcctcaatcc cgtttgatgc gttaccagct atttattggc gcgccttatg acagcctggt
   828481 gaccagtaac gtccgtttct ggaaagacag tggtgttgct gtggatctgt cttcacaagg
   828541 catgcgtgtg gagatggcat cgttggcgac attattcagc ggtggagtca gttttgatgt
   828601 acccgatggt ttagaacaag gtaagcccgt cacgcaggat aaagcggagt ttaagctgtt
   828661 tgatgaccgt agcagcattc agaactcttt atacattgaa catgaaaact tcttattgtt
   828721 cttctctgat tctgtccgtg ggctacagtc tggcgcaccg gtagaattcc gcgggatccg
   828781 tgttggtacg gtcggagatg ttcccttctt cgctgagggg atgaagcagc aagtcgataa
   828841 tgatttccgt attccagtat taattcgcat tgagccgggc cgtttccgtg atgatttagg
   828901 tccagatacc aattttgaac aggtactgaa aaccgccaaa gagcgtggtt tacgtgcatc
   828961 attgaagtct ggcaacttac tgactggtgc actgttcgtc gatctggatt tttatcccga
   829021 tgcgaaaccg tggaaagggc cgcaagaaat tgctggttat cctttgttgc cgacaatcag
   829081 tggtggtttg gctcaaatcc aacagaaagt catgcaaaca ctggataaga ttaataatct
   829141 gccactgaat ccaatggtga atgaagtcac gaaggcattg gctgaaagcc agaagacaat
   829201 gcgtgaaacc cagaaagttc tagcttcact taatacaatc acgtccagtc agtcgatgca
   829261 ggagctacca aaagatctgc aaaaaacact gaatgaactg aatcgtagta tgaaaggctt
   829321 ccaacctggt tcaccggcct acaataaaat ggtgggtgac atgcagcggt tagatcaggt
   829381 cttgcgtgaa ttacaaccgg tattgcgaac actgaatgag aagagcaatg cgctagtatt
   829441 tgaagcagca ggaagtcagg atcctcagcc taagaaggcc aaaaaatgat gaaatggatg
   829501 gcagttatcg tcgcgctgtt actcagtgct tgcagcagcg aaaccagcaa gacgtactat
   829561 cagttaccgg cacttaatca gttaccggca ctcaatgcgc ctgctacagt cagtagcagc
   829621 gtagcatcac ggcagttgtg ggtggaacat gtcagtgtgg ccgattacct tgcggcggtt
   829681 ggtgtggtgt atcaaaccaa cgatgtgcag tatgttattg ctaacaataa tctctgggct
   829741 agcccactag accagcagtt acagcaaacg ttggtgacca acctgagtta ttcgctaccg
   829801 gggtggctcg tctctgcgca gccgttggat agcgatcagg atgttctcaa tgttacggta
   829861 accgggttcc atggacgtta tgatgggcgt gcagtaatac ggggtgtctg gatcctaaaa
   829921 catcaggggc agttgattaa gcagcctttc aatctggagc ttaaacagag tgaagatggc
   829981 tatgatgcac tggtccgtac attggcagaa ggctggcaac aggaagctaa aactatcgcc
   830041 gctcaattgc aaaagattaa gtaagatctt tttctaaatc agtctaatcc tctttctctg
   830101 gtaataatca tcttgtcagg ggaagggggt ttctatttaa tatcaatgca ttaccttcat
   830161 atgcaccaaa tcaatgactt agctaattct gtggatgtag ctcacaaata tgacattggc
   830221 gtgaattttg cgcattgctt ttctgttttt taaggtctat cacttaactg tggttgcaca
   830281 taaagtagcc actgttttct ttccaccaaa ccaaaaagtg agggaaacga ggcatgaaga
   830341 gacagaaaag agatcgcctg gaaagggcgt tgtcacgtgg gtatcaagca ggtatttcag
   830401 ggcgctcgag ggaaatttgt ccctatcaat ctttagacgc tcggtctcat tggttaggag
   830461 ggtggcgaca ggctatggaa gacagggctg tgaccgctta agcggctctc tgtcattatc
   830521 aagggtaacc tccgcattag gcggaggttt tcattgtgcc cagaaaaccc ccagctaggc
   830581 tgggggttca gtaaagcttt cagctttggg tcagttataa aaaccccttt tgatttgtta
   830641 aaacagtttg cggtctggca actgcaaatg ttcaacaaga aatcaaaagg gggtcccaat
   830701 gagggatgaa aagagcttag cgcacacccg atggaactgt aaatatcata tagtttttgc
   830761 gccgaagtac cgaaggcagg tgttctacag ggaaaaacgc agagcgattg gcagtatttt
   830821 aagaaaactg tgcgaatgga aaaacgtgaa tatcctggaa gcagaatgct gtgtggatca
   830881 catccatatg cttctggaga tcccgcccaa gatgagtgtc tcgggattta tggggtacct
   830941 gaagggaaag agcagtctga tgctttatga gcagtttggc gatttgaagt tcaaataccg
   831001 taacagggag ttttggtgtc gagggtatta cgttgatacg gtagggaaaa acacggccag
   831061 gatacaagaa tacataaagc accaattgga agaggataaa atgggtgagc aactctcgat
   831121 cccgtatccc ggtagcccgt ttacgggccg taagtaatcc atagatgcaa atgtcagatc
   831181 gcgatgcgcc tgttagggcg cggctggtaa cagagcctta taggcgcata tgaaaaacct
   831241 ccggctatgc cggaggatat ttattttatt gcgttagtcc acccagcgtt tcagtaagat
   831301 acttgcgttc accccagcaa agccaaaacc attggaaagg gcatacgtca tgtcatgagg
   831361 ttgtgcgtta cctgcaataa tgttgagtcc cttggctgca ggatctggat tttccagatt
   831421 caacgttgcg ggcacgattt gatcacgcaa tgccagtaca gtgaaaatgg tttccagccc
   831481 accagcagcg cccaacaggt gccctgtggc ggattttgtt gaggtaatcg ctaacgcatt
   831541 actctcgcca aacaaatgtt taatggcatt aatttcaccg agatcaccta ccggtgttga
   831601 ggtcgcgtgg gcattcagat gctgaacttg ctcgggcgta ataccggcct gacgcaaagc
   831661 gattttcatg gcgcgatagg ccccgtcgcc atcctcagcg ccagaggtca tatggtaagc
   831721 atcggcactg gtaccatagc cgactatttc tgctagtggc ttcgcgcctc tggctaaagc
   831781 atgctccaac tcctcaataa tcagtaaacc agcaccttct cccatcacaa aaccgtcacg
   831841 ggcagtgtcg aaggggcggg aggctttttc tggtgtgcta ttaaagtgtg ttgataacgc
   831901 acgagcggca gcaaaaccgg ccagactcac ggtatcgatc acggcttctg cgccaccgca
   831961 cagggcaaca tctgcttcat tgttgcggat catccgcacg gcgtcaccga ttgcctgtac
   832021 accggcagca caggcagtga ctggtgcgcc aatcgggcct ttaaaatgat gtttgataga
   832081 aacatggcca gcggccaaat tcactaagaa tgaagggaca gtaaacggtg agaggcgttt
   832141 tggcccacgg ctgtcggaag tccgcactgc atgggcaatg gccggaaaac caccaatacc
   832201 cgcgcctatg attgtcgcgg tacgctcttg tttctctgtg ttatccgcat gtgtcaacga
   832261 cggatgaaaa gtgatccact tatatctcca ccaacggccc aatattgatc caccgtttta
   832321 ctcaggatta gcttctgcta taaccccggc ctttcgtttc tgtctgagtc gatagctttc
   832381 tcctttgatt tgaacgacat gtgagtggtg taagatacgg tccagcatcg ctgaggtcag
   832441 tgctgcatca ccggcgaacg tttgatccca ctgcccgaac ggcagattgg atgtcaggat
   832501 cattgcgctc ttttcgtaac gtttagcgat gacctggaag aacagctttg cttcttcctg
   832561 actgaacggc agatagccta tttcatcaat gatgagcagg cggggggcca ttactccacg
   832621 ctgaagcgtc gttttataac ggccctgacg ttgtgccgta gataactgaa gtaacagatc
   832681 tgctgctgtt gtgaagcgaa ctttgatacc tgcacggact gcttcatagc ccatcgctat
   832741 tgccagatgg gttttcccca cacctgatgg ccccagtaat acgatatttt cattacgttc
   832801 tatgaagctg agtgagcgta acgactggag ttgcttctgc ggtgctccgg tggcgaatgt
   832861 gaagtcatac tcttcgaacg ttttcaccgc cgggaaggct gccattcggg tatacatcgc
   832921 ctgtttacgt tgatgacgtg ccagtttttc ttcatgaagc agatgctcca ggaagtccat
   832981 ataactccat tcctggtcta ctgcctgttg tgacagcgca ggcgctgcgc ttataaggct
   833041 ttccagttgc aactgcccgg cgagcgccat cagtcgttga tgttgcagtt ccatcatcac
   833101 gccactcctc tgcagaatga gtcgtagatg gagagtggat gatgcagggg gtgtttgtcg
   833161 aagttcacca gattttcatc aagatgcacg tcatactctt ttttctccgg aggcagtgcc
   833221 agcatggact gctgctcttc gagccagcga tcgcagggac gggcctggat tgtttcatgc
   833281 tttcgttggt tagcgacatc gtgcagccag cgcagaccgt ggcggttggc tgtttcaaca
   833341 tcgacagtga tccccatcgg gcgcaggcga gtcattagtg ggatgtaaaa actgttacgg
   833401 gtgtactgca ccatccgttc caccttacct ttagtctgtg ccctgaaggg gcgacacagt
   833461 cggggagaga agcccatctc cttgccgaac tgccacagcg aaggatggaa ccggtgctga
   833521 ccggtctgat atgcgtcacg ttgcagaacc acagttttca tattgtcata caacacttcg
   833581 cgcggcacac caccaaagaa gcggaacgca ttacgatggc aggtctccag cgtgtcataa
   833641 cgcatattgt cagtgaattc gatgtacagc attcggctgt atccgagaac agcaacgaac
   833701 acgtgaagcg gtgagcgacc attacgcata gtgccccagt caacctgcat ctgtcgtccg
   833761 ggttcagttt cgaaccgaac ggcaggctcc tgctcctgag gaaccgagag agaacgaatg
   833821 aatgccctga gaatggtcat tccgccacga tatccctggt ctctgatctc gcgagcgatt
   833881 accgttgccg ggattttgta aggatgagca tcggcgatgc gttgacgaat ataatcccgg
   833941 tattcatcca ggagtgaagc aacagcaggt cgcggcgtat attttggcgg ctcagatttt
   834001 gcctgcaaat aacgtttaac ggtattgcgg gagatcccca gttctctggc aatcgcccgg
   834061 ctactcattc cctgcttgtg caggatttta atttccataa ctgtctcaaa agtgaccata
   834121 aactctcctg aatcaggaga gcagattacc ccctggatct gatttcaggc gttgggtgtg
   834181 gatcactatt gcaccgttcg ttacagcatg ccagcctgcc tggctaattg cctcatcggc
   834241 cgccgccatc gcaaactcaa taaagcgatc cattttcttt tgatcttttg gggtaaccgc
   834301 tttatctgga tcgaaaccag ctttagcgtc ttctgctaac gtaggcactt gcccaccaat
   834361 tttagcgggc aagtcaccga caatttcatc cgatagaaca cggatgcctg attgccctgc
   834421 caagagccgt tgccagaccg tttcgatacc gcagcctaat ggggaaacga cacccatacc
   834481 tgtaattact acatggcgtg tactcattct ttttcctttt aaactcgatt gaacaggaga
   834541 caacccagaa ggccgttctc cataagacgg ttatttaatc tttactgacc gtttttatgc
   834601 atgaatgtca gccgttcatt cattatatct cgcttgaccg ggcctgctaa gagtcagtct
   834661 cagttaccaa gaaggggtct cgaattgcat aaggggttcc aagctaagtt atgtatactc
   834721 tgtggaataa atacttatgg atgagcgatt aaatggattc tctcttggta acactgacag
   834781 aagcagtggt cagcatattt aactttttgt tttctatagc acgtatcatt actcgtgtta
   834841 tctattcact cactagcggc ccttactgga agcgtgtatt aatcaccacg agtgtattca
   834901 gcgttattgt cggagcaata acattctttg tcatgagatg aggcggacga ctggtgacgg
   834961 gaaatggcgg tggtctaaga aatggccgtg ctttaaaaag cgctaatagt ttaaaaagag
   835021 ttaatagttt aataatcgtt aataatataa gaaatgtcag taggttaata agtgttaatt
   835081 gtctcactca accgggcctg gcggtgaggc tatctcctga atctcatgtg gtatatcacg
   835141 taaaaacaat aaggcgacat gattaatcat attcgcctta ttttacaatg cattgactta
   835201 ttcgtattag aaagcgttgg tgtctttaaa cagacctact ttcaaatcag tggcagtgta
   835261 aatcactttg ccatcaacca agacttcacc atccgcaacg cccataatta atttacgcat
   835321 aatcacgcgt ttaaaattaa tacggtatgt cacttttttc gcatctggca gcacctggcc
   835381 ggtgaattta acttcaccaa cacccagtgc gcggcctttg ccttcgccac cgagccagcc
   835441 gagatagaaa ccaaccaact gccacatggc atcaaggccc agacagccag gcatgacggg
   835501 atcaccgata aaatggcaac cgaagaacca tagatctgga ttgatatcca gttccgcttc
   835561 cacataacct ttattatggc tgccaccgtc ttctatcatt ttgacaatac ggtccatcat
   835621 taacatattg cctgcgggta agggtggccc accagcgcca aacaactcgc cacggccgga
   835681 tgcttcaagg tcttcttttg tataggattc gcgtttatct accatgttct cagtaagcct
   835741 tatgttagtg aagtgcgcag aatagcgtac agctgtacgc tgagcaagtc cgattagccc
   835801 tggttgaacc agtttagcca gcgtaatggc catggccagc ggcgtttatc ctgtgggttt
   835861 atctgtgcga tacgctcctg gatagcgcct aacaggctgg gttgctgctc atcgtcataa
   835921 gtgaccccag tcaataatgg tagcgcttca gccacggtat cgacagccca caggtggaat
   835981 tgacctttct gtaccgcttc aaccactgct tgattcaggc acaagtgacg aacattcgtg
   836041 gtaggtaaaa tcaccccctg attgcccgtc aaaccacggc gttggcaagt ttcgaagaaa
   836101 ccttcaattt tttcgttcac gccaccaata ggttgtacgt taccaaattg gtcaacggag
   836161 cctgtaaccg caatttgctg attgataggc tgctgtgaaa gggcactgac cagcgcacaa
   836221 agctctgcta gtgatgcact atcgccatca acctcaccgt aggactgctc aaacacaatg
   836281 gatgcggaga atggcagtgg ttggtcaagt tccaattcag acatcaagaa tgcctgcata
   836341 atcatcatgc ctttagcatg aatattaccg cccaattccg ctttacgttc aacgtcaaca
   836401 aattcgccat cgcctaaatg aaccacacaa ctgatccgtg cgggttcgcc gaacgcgtga
   836461 gggtgaccgg gatattccag cacggataag gcattaatct ggccaacaac gtgcccttca
   836521 gtctcaacca gaatttgccc cagctcgatc tcatcttgca tccgttcggc aagataattt
   836581 tgccgccaat ttcgggcatt cagtgcggct tctagcgcgt tagctgagat ggtgtcattt
   836641 tcagcataaa gcgccgcttc tgcgagctgc tgagtaagcc attgcgggca gagcggcagg
   836701 ctgccttggt cgccactgta acgcacggct tggcggaaca ggaccggcca ggcatcggca
   836761 gataaggcag ggagctgctt ttgttgcaat agggtgttga tgtaaccgca ccatagagcc
   836821 atgccttcga tatctaccag ggggagttct gcctcgaact caccataaat cgccagatca
   836881 cctagctcgg gttccatatc atggaaatcg gcaagcccta aacggtcacc aaccagaatc
   836941 aaacgcaggt ccagtggcat ggagggaata tgcactggca gcgggcgggt ttcatcggta
   837001 gagagccaat caaagcgttg ttgaactatc atttgcttca aacgcagcca catcaatggc
   837061 tgagcttgca aggcccgtac cgacaagatc aatacaccac catttacctg atgaactaaa
   837121 cccggttgca gcgtaatttg atctttatac atcctgacac agccaaacaa ctgttccggc
   837181 tcgacccatt cttgatagag acaggttgat tgcgcagcaa accgttcatc accgtgctgt
   837241 gctgattgcc aggtgacgtg gtggccatgg accagataat cgccaccaag caggttggag
   837301 gcctccggtt gtagcgcttt aaccgcttgt gcgatcaatg ccagatagtc ggtactctcc
   837361 tgtgctttga ttagcataaa ccgcggttga gattgcggat gacagaacag cgtcatccca
   837421 ttctctagcc ggggctgata ggctgaaaaa gcaacaggct ccaattggga ggcagtagca
   837481 aataacgctt catatggcgt tgtgttcggc agcagtgact gccattcgag tcggttattg
   837541 gtcaaagtga tagatgcaat cgtcaaaaag ggaaagggcg attatacaag aataaagcag
   837601 gctgcatata cgtagagtgg ctcttggtgg taaggagtcc gatatgttgt gtgttccgta
   837661 caaaaaacaa gctaataatg cgcgtttagc agggtgaaat tctgtgtaaa gctgttatgc
   837721 ttggcttaag ttacacggtc actgaagagc tcacgatgaa atatcaacag ctggaaaatc
   837781 ttgagagtgg ttggaaatgg gcgtatttgg tcaaaaaaca ccgtgaaggt gaagccatta
   837841 cccgccatat tgaaaacagt gcagctcaag acgcagtaga gcaactgatg aaactggaaa
   837901 atgaaccagt aaaagtgcaa gagtggattg acgcgcatat gaatgtcaat ctggcgacca
   837961 gaatgaaaca gactattcgt gcccgtcgta agcgccactt taatgccgag caccagcata
   838021 cgcgtaagaa gtcgatcgac ctggagtttt tggtttggca gcgattggca gtattagcca
   838081 gacggcgtgg taatacgctt tcagatactg tggttcagtt gattgaagat gctgagcgga
   838141 aagagaaata tgccagccag atgtcttctt tgaagcagga cttgaaagat attttagata
   838201 aagaagttta accggtagcg ggtgaaacca agataagcga tttagtcagc tgttggctga
   838261 atcacaggat aaataaatat cctccggcat agccggaggt ttttcatatg cgcctataag
   838321 gctctgttac cagccgcgcc ctaacaggcg catcgcgatc tgacatttgc atctatggat
   838381 tacttacggc ccgtaaacgg gctaccggga tacgggatcg agagttgctc acccatttta
   838441 tcctcttcca attggtgctt tatgtattct tgtatcctgg ccgtgttttt ccctaccgta
   838501 tcaacgtaat accctcgaca ccaaaactcc ctgttacggt atttgaactt caaatcgcca
   838561 aactgctcat aaagcatcag actgctcttt cccttcaggt accccataaa tcccgagaca
   838621 ctcatcttgg gcgggatctc cagaagcata tggatgtgat ccacacagca ttctgcttcc
   838681 aggatattca cgtttttcca ttcgcacagt tttcttaaaa tactgccaat cgctctgcgt
   838741 ttttccctgt agaacacctg ccttcggtac ttcggcgcaa aaactatatg atatttacag
   838801 ttccatcggg tgtgcgctaa gctcttttca tccctcattg ggaccccctt ttgatttctt
   838861 gttgaacatt tgcagttgcc agaccgcaaa ctgttttaac aaatcaaaag gggtttttat
   838921 aactgaccca aagctgaaag ctttactgaa cccccagcct agctgggggt tttctgggca
   838981 caaaaaaaac cccgcatagc gcggggtttt tcacgaaaga agttaactta agcctgtggc
   839041 tgagtcacaa cttctttgta gcctttcact tcgatctcta cgcgacgatc tggtgccagg
   839101 cactcaatca gagcagcacg tggtttcacg ttgtcacagg tgttgcctgt aactgggttt
   839161 gcttgacctt caccgcgagc agtgattttg tcagcaggga tacctttaga aaccaggtag
   839221 tcacgcacgc tgtcagcacg acgctgagac agagctaagt taggcgctgg ttgaccgata
   839281 cggtcagcaa agcccagaac aactacagaa ccatctttag gatcgataga gctcagttgt
   839341 gcgtacagtt ggtccagagc ttgctggcct tctggcttca ggtttgcttt gttgaaacca
   839401 aacagcacat cagattttaa tgtgaaacgc ttagtgtcaa caattggcgc tggagcaggt
   839461 gttggagcaa cgattggcgc tgctgcatct tcctgaccaa agcggtaaga aacaccaaca
   839521 ctcaggaggc cgttgtctgg acgagcacca acggtttcac ggtcgccgat gttgttaacc
   839581 cactggtatt ccatacgggt tgcccagttt ttggtccatg cgtattcagc acccagagct
   839641 accaatggag aaacaccggt atcatggccg ctagcacggt caagaccacc atcgaaggag
   839701 cctttagcat ctgcacgcca tactaaacca cccagacggg tatatacgtc aaggtcttgt
   839761 gctactgggt agctcagttt agctgctaac tgaacgcctt gagccttgaa agcgccatta
   839821 ttgatgtcgc ctttgtaagg catacgacca agccagtcgt atcccatctc aaagcccagg
   839881 tactgatttg cttggtaacc gaagaacgca ccggcaccca gctgatcttt atgagttgga
   839941 ccatcgttat tgatgataga accagtatct tgatactgag accaacccaa tttaccaccg
   840001 gtgtaccagg tgttatcttt tggtgcggct tgcgctactg tagcgaaacc taccagtgcc
   840061 actgctaatg cgatagctgt ctttttcatt ttacgcctca ttatcatcca aataggcaat
   840121 gagctttaaa agctaagccc ttggttaaaa ttcttcgcca aggtttttac gctcccgtta
   840181 attacgttgc ctgtatgatt tggcatttta gagcaacctt ggcgatgtaa agtctacaac
   840241 gtggcgagaa agttacaagt gtgatgtagt aaaccgcctt aaaaaaacgc ataacgctct
   840301 aggaatttta acgatttaga ggtgtaaata gcattttttt aggcattatt ttattcgtca
   840361 agccgcattc tgactcgatt tgcgccactt ctttagggct aaattctgaa tattgtgatt
   840421 attcatggga taaatcctaa attcacttaa tgatacaaat aagaatgaat ttttaacgtg
   840481 gcgcactgtc ctgaacccac ttttgtgtca ttcaatgggc gcataacaaa cccataagca
   840541 tttcctaact tcgcggctaa acgtaatctg atacgatcat cttccgtcaa ttcgggtaac
   840601 cagcccagaa caacactgta attaccggtt aataatgctt tttccatggc ctcaacggtc
   840661 gataatggat tgatttgcct gagttgcaca actttattga ttggcagccc tgattgcttt
   840721 aaccatgaac ggcttaattt ctgttgtggg gtgagccata aaagccaacg agattgttta
   840781 ctaagctgct gtaataaagg aagtaataat tgcgttacta cgggttgatt ttcactgtaa
   840841 acaaattcac tgataaggcc gctatcggtt ggagcatcaa ctcttgttgg agaatcgttg
   840901 gtagtaagag aatgataatt agcatgataa ggtttaagtg attgagtacg cattatgaac
   840961 ccgcctgtag tgtgctgtat gtatatacag tagtcactgt ttaatcgaag atcaactaaa
   841021 ttttataaga cgcttcgcat aattgtgatg caaatacatg taaatccatt ttatgtttgg
   841081 ctacgtaatc catattgcgt atttttgcaa ttagttgttc ctcttacact tattgctaca
   841141 agacagggac attggttagg atttttacta aaggagtagt catgaaaatc atgtcagaaa
   841201 aaaggatcgc tcaagcacaa gttcgttttg gttttctggg gcagataaca attcgttccc
   841261 aatttggggg ctatggtcta ttggttaata gcatcatgtt cgctgttgtt tcggaaggtg
   841321 agctttattt gcgtgctaac gataatattg aggatttatt ccgcgccagt gggatggcta
   841381 accttgttta tgctaaacgc gggttacctg tcttgctacg ttattatcgg gttgatactt
   841441 cattatggaa tgatggactc agattacatc atttcgtccg gcaggcttat gagggcgcga
   841501 aaatagacgt tctgagtaag aaaggcccag tggtacggct gaaggattta cctaatctta
   841561 gcgccagcct tgaacggcta ttatggaaag tgggtataaa gaatgcgact gaattacgcc
   841621 ttgaaggcgc taaatgttgc tacttgaaat tacgggcgtt aaggcgctct cttgggatta
   841681 atattttgct ggcgttggcg ggggctatca gtggctatca ttatgctgct ttgcctttga
   841741 tgatgcgcag tgagcttatc gaatggtttg aaaaacacat ccatccagca aaggctccat
   841801 tatatgaaac ggcataatgg tgtgagccag tgtaatgggg tgagtcagca taactgtgtg
   841861 aaacagtata accgtatgaa accgtataat gggccacgat gggtggccct tgggtacctt
   841921 aggctggctg gctaatacgt ttatttaatt cgctgagttc cggtagcagt tcaagcagca
   841981 aaccaatttg ttgtaagacc aataggtctc tgctctctgg ttctggatga cagtgctgta
   842041 gccggttgga taactcagct aacgcacttg ccattctagc gttgtctggt tgttctttcg
   842101 ccagggtgcc ctcaatatag caaatagcat cattgagcaa atttagcgtg gtgctattgg
   842161 tcaatttttc acgatgggca cccagagcag aaatatagct caacatggtg tggttcaggc
   842221 aaagtaagcg gaatgccgct tcctgagttt ctttatcgtt tttgggttcc gctgacatat
   842281 ttgaaataac tgacgctaat tcagcatcgc aattatgtgc atcacggcgg gcaacccgat
   842341 aaagcaaact attgtcttta ccttgatgat attgcgccaa aatggcatcc agatagcggc
   842401 aattagcatt aaatgtttta tgaaccaccg taggcagttg acgaaatttc caatccggcc
   842461 agataaaact gacggctacc caagcaatgg cacaacccaa caaggtatca aacacccgtg
   842521 gtgcggccac ctcaaaccct tcacccaaaa ggttaaagca caataagact agcagggtga
   842581 taaacatcgt cgcgtgagca tactggacat tacggaacgc aaaaaacaga acaccactga
   842641 tcacaatcag ggtgagttgc ccctcaatag aaggaacgaa ataaaggata ggcaaaccga
   842701 caaggatacc ggctaaggtg ccgataatgc gtagcgcaag gcggcgacgg gtcgcactat
   842761 agtttggctg gcagacaaaa aggctggtca gcaagatcca ataaccgtgg cgtaacccag
   842821 tgaattgaat gaatgcgtag cccacacaca agacaataga catgcgtatt gcatggcgaa
   842881 atagtgctga ttgcggtgtt aaatggcggc tgattcgtag tttgatatca ctccagccag
   842941 tgatgcggtc atctgacaaa tggttatcag gtgttgggtc ttgcgctaag acttgctctg
   843001 actctatccc tgccagttgt gcatcaatag cgcgcaaatt ttttagcaag taggaaagtg
   843061 ccttaacttg ctgagtattt tcgtgatgag ccagctcttc tctggccagt gcggcatcta
   843121 agaacgtaaa tgcccgttcg aaacgtgggt catgctggta tttctgatgc atcagaatgg
   843181 attgggagag gtggttacag gccttagctt gcatactcag taaacgctga aatctgaaca
   843241 gaacatcact gtaacgaaat ttttctcgca gaacctggta ttgaaaatga gatgaactgg
   843301 cccgctcatg gatatcttgc gcaacaaaat aatagtgaag tgtccggcga gtgcctcgtt
   843361 gaccacggtc accttttagt cgggtcacga gtgaggcttt ggcctgattc aaggtggcta
   843421 ctaatgtact gttgaccatc gccacgtcga ttaagggttg attaatatca gattcaatat
   843481 ctggatcaaa caaattggcc tttgcttcca aataatgagc caactgttgg taacaacggg
   843541 ctaaattatc ctgtaaggga cggataggga aaataagatg gccgaataag gtgagtacgt
   843601 tataccaaac agcacctgat atcagtaaga gtggttgctg gtaccaagta gggtacatcg
   843661 aggcacctag catagtgtaa atagcaatga gcaacgcgcc gaaagcaata gtggcatagc
   843721 gctgccctaa tgcacctagc agtgtgaagc cacaggttga taaggtcaga ccgagagcaa
   843781 aaaaccatgg gtaaggaaat agcaactcaa ttgaagatga ggctacaaaa aagcaaatta
   843841 gcgtaatgaa taagttacgt aaccgcccgg ttaggcggtc atcaagatct gtcagtgctg
   843901 cggcaacgac ccctaatgtt aatgggatag tcagtttggg ttgttcaatc caccatggga
   843961 cggctgttac gcccaccaaa gcgataaaaa tacgggcatg ataaagcagg ctactgttgt
   844021 atgcataacg gcgtaaatca gtgacgaaag tgaacacaaa aacctctaaa acagaaaaac
   844081 tcagtgttac cgatgctggc gttgagcatt agccactctg gcttgctgcg ccacttccac
   844141 cgaaacgact cgacggccaa ctggccataa ggcgatggca gcaattttaa aattggtgat
   844201 gcctactgga ataccaatta tggtcataca ctgcacaatc cccgcagtga tatgggataa
   844261 acataaccac cagccaaata atataaacca gacaatattc agtaaagccc ctcccgcagt
   844321 gaacagagca ttactttttt ctggatataa ttcattgacg tggatcgctt cattaccata
   844381 aggcaggaat gataacttgg tgatttccca gcaagagcgg gttaatggta aggtgaagat
   844441 caaaatgaca ctgaccaacg ttgctaatag ccagcctagc gtcgtgaaaa aaccacctaa
   844501 aacaaagtta agaacattca atacagtacg cataataatg agttttcctc gttgagtgaa
   844561 aaaaccgcaa tgtggctgag cgatagccta tgctaaccat tcacactctc aatgcaggtt
   844621 agtttctgtt accaactatc ggatacctgt tgtttaaact caattatttt atttacactc
   844681 catcatgtta cttcaattca cttgatatgg gttatggcgc gcagatatgg aacttaaagc
   844741 gacatctttt ggcaaacatc tgtctcagca tccctataac cgggtccgct tgctgaatgc
   844801 aggcatcgaa gtctgcggtg ataaacatca atacctaatc ccttttaacc aactggttag
   844861 tattcagtgt aaacgaggta tcgtttgggg cgagcttgaa tttgagttgc cgcagcagaa
   844921 agttgtacgg ttgcacggta ctgaatggca ggaaacacaa catttctatc attacttgct
   844981 aggggtatgg cagcaatgga gtgaagaaat gagccaggtt tgtgcggagg tgctgcataa
   845041 acaggtggag tcaattaagc gaattgaaca gcaggataaa tggtttaaac gcagtgaatt
   845101 aggccagata caagtcatga tccgcgaggc attcagtgcc ttaccaatgc cagtggaacg
   845161 cttagcggcg tttgaatcct gtcgagcaga ttatgaatgc tgcctgcgtt ggttacagca
   845221 aggtcgtcac agtgttgaac gatgtaatca gcaatggaca gcccgtatgt tggaggagta
   845281 tcaagatttt ttccaaaatg tagaaacttc gcccctgaat gcctcacaaa gccgggcggt
   845341 ggttaacggt gaagattcag ttttggtgtt agccggcgcg ggtagcggta aaacatcggt
   845401 gctggtggcg cgtgcgggct ggttgctacg tcgtaatgag gcactacctg agcagatttt
   845461 attgctggca tttggtcgcc aggcggccga tgaaatgaat agccgtatta aacaacgctt
   845521 gggcgtggat agcatccaag ctaaaacttt tcatgctctg gcattacata ttatccagca
   845581 aggtagccgc aagacaccgg ttatcagcaa gcttgagtct gatagccagg ccagaagggc
   845641 gttgttaatt caacattggc agcaacagtg tagcgagaag aaagcacagg ccaaagggtg
   845701 gcgagagtgg ctaactgatg agttggaatg ggacgttgct gacggcgatt tctggcagga
   845761 caaaaggttg gctgcgaggc tggcaagtcg ccttgaacgt tgggtagggt tgatgcgtat
   845821 gtacggtggc agtcaggctg aaatgattga gcaagcgaat gacgaggtgc gtgacctgtt
   845881 tcaaaagcgt atccgtttaa tggcaccgtt gctaaaagcc tggaaaacgg cattgaaaga
   845941 tgagggtgcc gtcgattttt ctgggttgat tcatcaggcg gttaacttgc tggagaaagg
   846001 gcgctttgtc agcccatgga agcatgtttt ggttgatgag ttccaggata tctcaccaca
   846061 aagggcgatg ttactcgcgg cgctgcgtaa acagaataag caaacttgcc tgtttgcggt
   846121 tggcgatgat tggcaggcta tttaccgctt cagtggtgct gaactttcgc tgacaacggc
   846181 ttttagcgag cattttggtg aaggtgctga atgtgcactg gatacgactt accgctttaa
   846241 tgatcggatt ggtgatattg cgaaccggtt tattcagcaa aacccttatc aactgaagaa
   846301 accacttaat agcttgagta agggtaataa aaagtcggtc atgattttac ccgatgagca
   846361 gttggaggcc ctattagata aattaagcgg ctttgttaag gacggcgaac gtatcctaat
   846421 attggcgcgt taccatcatt tacgccccga agttttacaa aaagcggcga cgcggtggcc
   846481 aaagttgact atcgatttta tgaccatcca tgccagcaaa gggcagcagg ctgattatgt
   846541 cattatcgtt ggcttacatg agggtaatga tgggttccca gccgcggcgc gggaatctgt
   846601 actggaagat gtgttgctac ctcctcccga agatttccct gatgctgaag agcggcgttt
   846661 gctttatgtc gcaataacgc gtgctaagca ccaagtgtgg ttactacaag atacggcacg
   846721 gccttctatt tttgtctctc aactcagtga attaggtgcc ctggtacaac gtaagcccta
   846781 gcaaacataa taaagcgatg ctcaatacta aacccggtgg ttgaaccacc gggtgagtta
   846841 cctattttag gtccaggcgc tgttgcatgt aacggtcata atcagggatg gcgatagtga
   846901 cttcgctgct aaacagggtt gagccaatta agaaatctgc agtagagcgg tttgttgcta
   846961 ctggaatatt ccatactgtt gctaggcgca gcagggcttt cacatctggg tcatgtggaa
   847021 cggcattgag cggatcccaa aagaaaatca ggatatctat cttcttctca gatatcagcg
   847081 cacccacttc ctgatcaccg cccatcgggc cactgagcaa acagtgcaca tcaatacctg
   847141 tcgccttctg cactaaatta ccggtggtcc ctgtggcata gagttcgtgt tgtgccagta
   847201 gatctctgtt ttccatcacc catgcgagca gtgatttctt acagtgatca tgggaaacaa
   847261 gggcaatgtg tttgcgagcc gcaatagtgc gggtagtcag ttccatctag atatccttca
   847321 gtaatagcca attggtttgc taacagatta ctgaaagggt gattttgtgc atagtagcaa
   847381 cacaaaaaaa tgcgagaaag taggcataac ctgatgatta aacacggctc tgggggaaat
   847441 ggtgccgatg acagaggtta actcgctaat aagtggcgtg ctttttagtg gataggttgt
   847501 ttttttgccc atatcaggaa acgtttctgg gtttctggat ttgcttgcaa gaaccaatat
   847561 tgcagcattt gttcggtgac attttcacct tgcaaactgg ccgttttatg tggggtattg
   847621 acgccagcaa ccggaattgt cgtaccgggc actgcactca ccggtgaggg ggggattgcc
   847681 gcaaacgcgg ggacggatgc gttgtatttc ccaacattat atgccgccat tactgtttca
   847741 agagtcgtac tattatttag atggtcttgg cgtaaaacgt cgtgacgtac agataacggg
   847801 tgcccattgt cgccaataag ttgatataaa ggatttttgg agaattgatg cccatctcgt
   847861 agggtgttaa ttaccggtaa ttttatggca actgaccgag tattatgagc attaaacact
   847921 acgattaatg gtggcgaaga ataaagaact aaggggtctg taggtagcgg ctttatcact
   847981 ttaaacagaa tctgatgcat accactgttt aattccaaac tatccgcacc tttcaataag
   848041 gagccagaca tatttttgcc atcgacgacg agcaggtcaa tttctggcgt gagttttaat
   848101 gtcatcgcga cagaggaaaa actaaagcag acggccaaca tccctgcaac cagaccaagt
   848161 ttcatgtgtt actccttaag gtgatactcg cttacattgt caggtaagcc agatcatgtg
   848221 tcaaagtctt tccaatccat tgtatttgtt tactattcgg atcattctgg atgggggcat
   848281 tgatttatct taatgaattt taagaataaa aacaatttag tggtaataat atctacaact
   848341 gttcaatcaa atcaattgga tggtgttttt tatcgatttt ttttacatga tgtacactta
   848401 gaaaactcgc taatagtagg taatccatcg aaaagtgaag ggtgtggaat attcttttag
   848461 cgtattagag gaactgaata atgcatgata aagatatcgc cgacatactc aaaaaggtaa
   848521 aaaccatagc attagtcggg gcgagtgata tcccatcacg gcccagctat cgtgttatgg
   848581 cgtatctgct acagcagggg tatcaggtca cgcctgtcaa tcctaaactg gccggagaat
   848641 tgctgcttgg ccagttggtt tatgctgaat tagccgatat cccacatgct attgatatgg
   848701 tcgatgtgtt tcgtaattct gatgctgcat attgcattgc acaggatgcc attgctattg
   848761 gtgctaaggt gctgtggcta caaataggtg ttattaatga acaagctgcc atattggcta
   848821 ccgatgcagg gttgcaggta gtgatggatc gctgccctaa gattgagctt ccccgcttgg
   848881 gattagaaaa agggtgacgt tccgtgtacc gattctgggc tttctaaaaa agcaccctgt
   848941 cagcgtgctg ctcacagggt ggcgaacctg gcaatcaaca ccggtttgac attcactgac
   849001 gtggctcagt tacgtaggtg cggagcctgt aactggtggc gaatcgaggc cgccagttca
   849061 tctaatgaag gttgttctgg gtgtgcatcc acatcttcat aagtcagttg cgcttcagcc
   849121 agataggtat gtaccggctg cccatcgtca tcttctatta ccacatggta ccaaggtgat
   849181 gaacgtaagg tcttgttgtt ggcaacctca tcaggttcag gtggtgcaag agaatattca
   849241 ggatcgatat caatcaccac tcccaaatac ccgtgcaggc tgtgacgaac ctgctggcct
   849301 ataccgaatt tgctggcgat catgataacc tcccgagaac ttttcactgt cttgtatatg
   849361 agggtgtcgc aggatatttc aagttacatt acccgacacg cgaacccttt tagatataaa
   849421 ccttctggat aagccgcgat cactgggtga tccgcagctt ggcggaactg ctctataaac
   849481 tgtatgtcat ggcctgcatc taacgcggca tcggccaaaa ttttctggaa taaatcgacc
   849541 ggcatcaaac ctgaacaaga gaaactgagc aagataccgc cagggcgcag taattgaatc
   849601 gccaacatat tgatatcttt atagccacgg catgcactgg ctaattggct tttattctca
   849661 acaaatttag gtggatccat aatgatcagg tcgaattttt ccccttgagc gcgatagctg
   849721 cgcaacaatt ggaatacatc gtcacggaca aactccgttt tgctcagatc caactggttc
   849781 agttcaatgt tttgtttcgc aatatctaac acggattgcg atgtatcaac actaatgacc
   849841 tgttggcaat tgcccatcaa cgcggcgaca gcaaaagccc ccgtgtatga gaagcagttc
   849901 aaaacacgac ggccattggc ataattacgg gccgctaagc ggctatcgcg ttgatctaaa
   849961 tagaaacccg ttttatgacc ttgctggata tcaacgaaga gttgcatgcc attttcgcta
   850021 attggcagca gggctggtgg catttcgcca cagataaggc cttgagtcag tggcaaacct
   850081 tcttttttac ggacagaaac atcggaacga tcataaatag aacattctgg atagcaatgt
   850141 tgtaacgcac tgaccagcgt ttcacgttga tattcggcac cggcagaaag taactgtaac
   850201 accaagaaat tctggaaacg gtcaatggta atgcccggca ggccatccga ttcaccggca
   850261 atcaggcggt agccattaag gccatcacgc tgtgccagcc aatctcgcca attctgagcc
   850321 tgttgtaggc ggcgaataaa gaatgcgcaa tctataacct catcttgttg gaacgtccag
   850381 actcgtgcca aaatttgtga ttcaggcgag taggcggcac gggccaacca ttttccctga
   850441 ctatcaagga tatctatggt ttcaccggaa agtgcatcac cttcaaggcg ttgaaccgcc
   850501 ccagagaaaa tccatgggtg gcgacgaagt aaggattttt cacgtccttt agcaagaata
   850561 aggcgtacgg tcataattag gttgctgcca tctaggtaaa aaagagcgat attgtctgag
   850621 tatgtgctag aaaatgcaaa ctatcacgca cagatgaggg aatgattatg tcaaaaatat
   850681 atatcgttgc gtatgtctac ggtgtagttc agggggttgg ctttcgttac agcacccaac
   850741 ggcaggcgca acagcttggg gtgaccggct atgctaaaaa ctgtgatgat ggtagcgtag
   850801 aagtggttgc cagcggcaat ccacaagcag ttgaacgtct aatggagtgg ataaggcagg
   850861 gcgggccacg tggggcgcga gtcgatcgcc tgttaactga gccttatccg ccaacgccat
   850921 ttgagacgtt cagcattcgc tactgatgaa agcgttatca ttgctgaaat gatggtcatt
   850981 gcgcgatgtt ccgcaggtta aatgcattta accggtttag gaagccccgc gattttcgtt
   851041 gcttgtttcg ccggtccttt agggaataaa cgataaaggt agcggctgtt gcctttctct
   851101 tcgccatatt tctgtgccat ggcttttacc agcatgcgaa tcgcgggcga cgtattgaac
   851161 tcttgataaa aggcacgaac aaagcgcacc acctcccagt gaggttctgt cagtgtaata
   851221 ccttcttgct ccgccaacac aggggctaaa gcttcgctcc agtctgtgct gttcttcaga
   851281 taaccttgtg catcggtatc gatgattcga ccttcaaact ccaacatgta acctcaataa
   851341 cgcagttaat gaaatggcgg ctaatttagc aaatatttgc ccacatccca aaaaagtctg
   851401 catttagata ggcaaaaaag cctctgcagt ggtacagatc accatccgcg agcattgatg
   851461 gtgatgatta attcatcatt taactgtgga gtggtggttt ttttggtcaa ttaaactcaa
   851521 acgggcttta caagcttcga tgctctgttt atagttcggc tcgttgcgga ggggtggccg
   851581 agtggctgaa ggcaacggtc ttgaaaaccg tcgacgggta accgttcgag agttcgaatc
   851641 tctcctcctc cgccattatt tttctttata ttcttgtttt tcccgtgtat ttcccccaaa
   851701 aaaaccattc ggtatgccat atcccattca ctgtccttag actaaattgg ttgatattgg
   851761 gatagataaa cggttctgtc gcattaagac gcagttcggt aacatgctgt ttttttttgg
   851821 cgatgccacc tacccatgcc gttaatccga aaaaccttta aacgcctaca ttatcccgtc
   851881 gatatcatcg tgcaatgtgt ttgctggtat ctggctgatg ccctgagtct gcggaatctc
   851941 gaagagacga tggcagagcg cggtgttatc gttgaccatt ctacactgca ccgcaccgct
   852001 gggttatacg tctggttccg ctgctggata aagcctttcg tcgacataag tgcaccgtgg
   852061 tgcgccgatg gagaatggac gaaacctaca tcaaaattaa agaccagtgg gaatatctgt
   852121 accgcgcagt ggacactgca ggccagacca tcgatttcct gttgactgcc aaacgggatg
   852181 cagcagcggc gttgcgcttc tttcgtaagg ccattcgaca ccaaagtgaa ccggaggtcg
   852241 tgactatcga taagagtggt gctaatacag cggcgctggt cacgctcaac gcagataaag
   852301 cagaagatga agcgattacc atcaagcaaa tcagtattga caaacaaaat gaagcaagat
   852361 agttttacat gcaataataa atagcagtta tatatatttt taatatcatt tattttttat
   852421 ttacaaaata tggtgagcat agggaatgat tttaatatcc taggttatta ggatcgtttc
   852481 cttgtgtata aaaatctaat tataatacaa aaaccttgct tattacatcc cgatcttata
   852541 tatccaatat atactcacga agtatttttt atggatataa taactcatta ataataaaat
   852601 ttttaatcgc gtttcatgtg agtgatattc tgtagaaata atgtgaaaat gtgttttttg
   852661 taagttctat taaacacatc agtttacagc aatgaattca ccattgtgca tcgtcaataa
   852721 aaggagtgtt tatgaaaaat caatggcaac atcaatattt tttatcctat tctgagttag
   852781 ttgcaaactt tccgtcccca gaaaaagtag taagtgatta tattaaacat aagtttagta
   852841 caacacttcc atggtttggc tgggcagacc ctgacaacct ttattttatc cgatttactc
   852901 aaagccgtag taacaataaa tcttataccg gatgggatca tcttggtaag tatgccattg
   852961 aaacgttaac cctcacacaa gcagcaatag ttaatattgg aagtcgtttt gatatctttg
   853021 acgaagctaa ttcaagtgct ggaatatata aaaaaaacaa tgctgatttt tttgacgaaa
   853081 caaactaagc aaaaatgctt ccttccgaat acttatattt tttgagagat tgtgattttt
   853141 ctaatctcta caataaagcg ctatcagatt actgggctga gaattacgaa aaatttagca
   853201 cattactaca aaactattat atttcatcag cgtattattt atataaagat agtgctatta
   853261 gtaaagatga atatgaactc tctattgatg ctatttttaa taaaaaaata aaatattgcg
   853321 ttattacttt gatgtttatg ggtattattc atctgatatg tttgttgcta tgaatgataa
   853381 taaaacaatg ctttttattc cgggggcaac caatcccttt atcttcgcag acaacattac
   853441 agatttacgc gacaaaagaa aggcgttaat ttctgataaa aacacccgtg agttattttc
   853501 taagcatttt tatttatatt accgacaaga tggaaacacg tatttaggtg ttaattcaat
   853561 gctcgaacag attgttagtg gtgtggtaga tactaattac ataatgtatt ctaataaaaa
   853621 cattcgtgaa cgtaacgtat ttgaatcaat ggcgttttct acccgagaaa gaagctttaa
   853681 tgatggtgat gtaattatta aatcaaacgc agaagtccag cgagattatg ccctgaatgt
   853741 tttacaaacc attttatctt tgagccctat atttgatatc gtgctcccgg aagtttctat
   853801 tccgattagc cttggtataa ccgcttcaag tgtcggtatt agttttgatg agttaataaa
   853861 cggggatact tatgaagagc gccgctctgc aattcctgga ttggcaacaa atgctgtgtt
   853921 attgggtata tcattcgcaa taccattttt aatcagtaag gcagcagaaa ataagttaat
   853981 tatcaataat ttagtaggta gtgacgaaaa catacttaat aaaaataatc ttgctgattt
   854041 tttggaaaag tacaatatta gcgagagtga tattccagaa aatggctctt tagttattaa
   854101 tttgaaaaac actaacgtac ctgttcgtct tgttaaactg aatgatgaag agggcgaaat
   854161 tgttgcaatc aaaggaagca cattgagcgg gatttactac gaagtagata ctgaaacagg
   854221 ttatgagata ttgtcacgcc gggtatttcg aaccgaatat aatgaaaaaa tttactggac
   854281 aaggggggga ggactgaaag gtggtcagcc atttaacttc gaggggcttg atattcctgt
   854341 ttattttata gataaaccat attctgaact tgcatcttca gtggaacttt catttgtgaa
   854401 tgatgatagc cctttgttat tccctgaaat ggactccaga ttaccaaaac cgactccaga
   854461 gttagatata aaatactact cttctaattt atcttctttt aaagaagata cggtaattct
   854521 aatgagagga acgacataag aagaagcgtg gaatattgca aactataaaa cggcaggtgg
   854581 gagcaacaaa gatcttgatg agaactttat tgaggctgga ccacagttca acttaagttt
   854641 ttctgaatat acatcaagca ttaacagtgc agatactgca agtagaaaac attttcttgt
   854701 gattatcaaa gtacaggtaa aatatattag caatgataat gttctttatg ctaatcacta
   854761 ggccattcca gatgaagtac ctgtagaagt tcttgcagtt gtggacagac ggtttatctt
   854821 ccctgaacca ccagtaaaac caaattgata agttttctcc tcctccagct ttacctggca
   854881 gggggaaatg aaaaaatatc taacaagcaa ttatcaagtt cgccgtaaaa ccccgtcctt
   854941 cagggcgggg agataaggcg ctgagattcc atttagttgt tcgctcctgg ctgatcgcca
   855001 tgctcctcca actgctgcac gtcaacaaat acgccgtcag ggtcgtattc aagccggagc
   855061 ctttgcagcc tctcccagtt ctcagcggcg aagcacttgc tggtctcgcc cgcccttgtc
   855121 tcaagatcat actcgttgat ataacgacta cgggcaattt cctgaagctc gtcatacatc
   855181 cgttttaacc aatatttatt gacactgtca tcttttgcat cgtcccactg ggcgtaggtc
   855241 gatacaaaaa acttgccgtg tgccgaaaat gctgcttgcg gataggtggt cacaccccgc
   855301 cagaaaatcg ttgtaagggc accccgagac ggcgcgtctg ataaatatcg ggataggatg
   855361 gaaaccaatt cctgtgtgtt atctgtaagg atattgtcgg cataaaacct ttttgatacc
   855421 accatgctgc tgaactgctc ataaatggtc tcgaagtttg agggctgatt gatggccaag
   855481 gctgtaagtg gcagctctag gcgggtttca aaagattcac atagcgcttg cgcctcttgc
   855541 gggctatcgg taaacgccaa aatatttaac agtactgctg gtgtgtcacc cgatgtcggg
   855601 gggctgacag acaccatcac ctgaagattt gtagggggag atgcgtcttc aagtctcgcc
   855661 aataaatcgt gtaaatacgt gaaaggtagc gtatataagc tgttggttat tacccgaggc
   855721 agtgagtagc aactgaggta aaaacgggtc acaacaaaaa acgaacaggg tccagcgcca
   855781 cgagcggccc agaacaagtc tggctcctgg gtttcggaaa catggcgtag atgaccgtct
   855841 gcggtgacaa tgtccaaggc ttgtacgttg aacacactca tccctcccca ttgactacag
   855901 ttgatcccga gccctccccc caacaggaat ccgctgatac ccacttcttt tacatgtcct
   855961 gtcggaaaag ccaaaccttt agccgccagt gcatgacaca attgaccact actgacccca
   856021 gattcaacga tggcacgctt gtgccggcta tcaatatcaa gtcccttcaa gccggaaatg
   856081 tccaacatca gcgtatcaac gcgaagaaaa caaccgacgt agttgtgccc acttccacga
   856141 acgctcactt ccatgcctcg ctccttggca aagacaatcg tgcggatcac atctgcctca
   856201 gtcgcggcgc gtactattcc agcaggtcta cgtgttgggc ctcgaccgtt ccagacactg
   856261 gtgagatacc actcatcaaa ggcgggatgc gaagcaagac gaacctcgcc atccagttgc
   856321 gatgccagct tcagttgaga cagagaagtc tgcgtagcgg cggggatccc cagatcctgg
   856381 ctgacaatgg aatagagtcg tttgggtttg aaccccaagc gagtcttgat gtgggaattc
   856441 aagcggccgc actcgataag attaattcct ttttcgaatg catagcgata cacggcagac
   856501 acgcccaagg tgtaagggct gaaatcggaa ctctcatcat ccatgccggc cgaccagaaa
   856561 tggagagcgc cgtcttcctc gaagcagata aagccgctga caatctgccc gttctgttct
   856621 acgacgataa gacgaaccag atcgccgcaa agacggcaaa aaacagccaa ttgtgattct
   856681 ggccaataat agggcgtccc cagccgttgg gtggtcaaat aatacaaccg ggccagtttc
   856741 tcaatttcat tatcaaaggg aggagcaagt attcgaactt tcgcatcgct gcggttaaag
   856801 atacgaagct ggcgtaccat ttcgtaacgc ctgtacttgg gcaaagcctg cgcaaaactg
   856861 tcaaaatccg gaaaagcatc cagttcgatt gaaaatttat ccaccatgta gtttatattt
   856921 agcccattac gttgagcctc acgcaagagc accccatcct gtacattgag aaaacagaaa
   856981 taacgcgcca gctcagcctg tgcgatagcc gtaatagcat cgaatattcg tgcgtaaaga
   857041 cttgggtcgt gacttaacgt cggtatcgtg gtatccgtac aatgtataat atggctaaac
   857101 agtccgcgct cttcagattc tatcgagagc ttagcggagg aaatcaataa ccctaacggg
   857161 tcagcggacc gaaattcttg aagataaagc ggaaccagcg caatcagcct cccttcgtct
   857221 cgcgcaagca aatagaaaat tttactgacg tttaacaagg gtgactgctc agccgcgata
   857281 agaaatcgca gatcgtaaaa caggggtgct ttgctttgaa gaaaaaacgc gcgatactca
   857341 gcaggatcta ggtctttagc gctattgata atatcaaggg tggtcgtcat taaagcctcc
   857401 atagtttatc ggattggcag acaatttgac tgagtggcaa taggtaacat taagaaaaac
   857461 agcatgttac ctttctgcat cttaatgcga cagaagcccc cagtacgcct gattttcgct
   857521 tattgcaaca aaagcctttc ttcttactgt gctgtgtatc caccatctat cgtaatcgtc
   857581 tgtccggtaa tcgctgtcac gttatcttct gcaagaaaaa caatagtatg tgcaacttct
   857641 tcctgagtgg taaaacgctt gtttggcatc atttctataa atgctttttt attgttttca
   857701 tcatggccta aaaaacgatc aaacattttg ccttctactg gcccggggga aatcgaatta
   857761 atcctaaccc cagtagtcgc aacctccagc gctgctgttt tggtcaatcc ctcaattgcg
   857821 tgtttacttg cgacataaat cccagtgcta gggaggccaa cgagaccagc aattgaagat
   857881 atattgatga tgctgccttt tcctctttcc accatcacag gtatttgata tttcattgcc
   857941 agcagagtac ctaatacgtt ggtattgaat accaaatgaa agttatcttg ggttacggct
   858001 tggatctctg cagtttcacc taccgtgcct gcacaattta ccgcgacatc taacgagccg
   858061 aatcgctcca gagtcatctc gataaggtgc ttgatatctg attcactatt catatcagca
   858121 ttaacataaa gtacgtcttt attaatgcgt ttcaggtcat ctaatatcac tcttccttct
   858181 tcgggtcggc gacctgaaaa cacgacatta tagcccattt cagagaataa cttagtcgcc
   858241 gtattcccaa tcccagaaag agcccccgtt atcaatattg tttttttcat gtaacaccta
   858301 ttttatagag taaggttcga tacatgtcat tgccatcaaa atactattga tggcaacttc
   858361 aattaatttc acttaaaaac aaaaaattaa aacaagtatg acagataaaa atattcatac
   858421 cctacatatt cacctgaatt tactgttcct atactctaga ctagggagaa tgattctcac
   858481 aacgtgttat attaatatga aatatgttta ttgaaaaaaa gacatattgc agtattaaat
   858541 tccttaatgc caatattaat cgacataatc aattgtagtg gagggggagg attgagtttt
   858601 ttccaaaaaa acatattgca gtattaaatc tcttaatgcc aatattaatc gatataatca
   858661 attgaagtta gtgggaggat tgagtttttt tccaaaaaac atcaatagtt cttatataat
   858721 aaaaaactaa aataaccaat catttcaatt gattgtgttt tatttaaata ggaaatgtct
   858781 cttttactgc acctatggat gcaactagca ttcttgaata cacgatatat actttctatc
   858841 aagccagtta tcgataatct cttaagtcag atatgaatta cagatgacta cgatgtgact
   858901 agatagaaag gagccaatat gatggtaaga gctacttgtt gttgcattta tggagtctgt
   858961 gggactcgcg attatagtct gttcatcgat tatgtgtaca agtcgattcc agcacatgaa
   859021 atgtatttat tgcagcagat agaactttgc ccagaccaga tattacatgc ttggaaaatt
   859081 agccagaacc ctcaggtttc cgaagtgttt gaaatagaag ttgtttcctc tgaagaagat
   859141 gctgaagaag cggtcttatt ttggaaagca tattttagtt cacttggcga aacggtcatt
   859201 gatggcaggc atgtaggtga tacatttagc cgattttaat gaaagtggca ctcacgaggt
   859261 gtagacttaa aaataatcta tcagattgac aatggagata tgaataaaaa ccatatttga
   859321 tatgtatatt ttaaataatc gtctttaatt aaaggttaat tcaatttaag tttatgatat
   859381 gtgaattatc gtgtgtaaac ctgaggtgta aaacacacct ctaaaattaa tgggtgttaa
   859441 tcccgtgaga tatataagta aaaaatcaga taccaaacga tttttatggg ctatatttaa
   859501 atatgaaaaa tactgaatta aattttttaa aaacgaattt tttatttaac caagatatta
   859561 ctaatgaatt gaatacatca tttggacaag atatcattaa aaaaatgata ccgcatcgtg
   859621 aaccattttt aatggtcgac aacgtagagc tgatcaatat tgaatgcagg ttaataaaag
   859681 caataagaag agttgacgaa aaagacccgg tatttggtgg tcatttcccc aatgacccta
   859741 tatatccagg tgtattgcaa caagaaagta tgtttcaaac cgcgcttatt ttaatgtatt
   859801 ttctgctaaa tgaaacggct attccgccag cagaggagaa tatcatccac gcagtgggaa
   859861 cacgagtata cgatgtcttt cacttgtccg cagtacgccc aggagaatta atgacaatcc
   859921 gttgttgtat tacagaatac gacacatttc ttgccaccgc cattgttcaa atcacggtta
   859981 acgatcagat cgtaaccgtc ggaaaaggag agtttcatgt cttctgatcg tatcgttatc
   860041 actggcgttg ccattaatac tcccattggt gacacattag atctagtggg caataattta
   860101 ttatctggaa aatcagccat cggctactgg cgcaactttg acaccagtaa catttattca
   860161 aaaattggag gtcagattcc tgaatatgac attgaaggca agttacacgc atttagcaac
   860221 cgtattcccg atatagttct ttcccgtgcc gagaaggttt ttaaacagac gaccaaaggt
   860281 gtccagctat cggtgttgat ggccatggag gcctggctcg acgccggatt attcgaacac
   860341 attatagacc catttgattg cgggataatt tgtgggggcc ataacctctc tgataaatat
   860401 ttacttgatc agcagaagat tttttctgat gagccagaat ttattgatgc tttttccggg
   860461 ttaaattcac ttgatacaga ccattcatct tctgtggctc aagtattaaa taccaaagga
   860521 tttgcctatc ttgttggcgg tacctgtgcg acaggaaata ttgctattca gacggcaata
   860581 aatgcaatta aagtagataa aaaacaggtg gttgctgttg tttgcccaat ggcatctttc
   860641 cacccgatga tgttgcattc gctaacaatt ttagaagcga tctgttatag ccagtatcaa
   860701 gataccccca caaaagccag tcgcccctat gacataaatc ggagtggttt cctcccatct
   860761 gagggcggtg ccgtcttgat ctttgagcag gccgaacatg caaaaaaccg tggagccaaa
   860821 atctatgctg aacttctcgg tgccagcgtt aactcggatg ccaaccatct tggcgatccc
   860881 tctcacgaag ggcaagttcg agtgattcaa gatgtcctaa agaaatgcaa tatctccccg
   860941 gagcaagttg attatgtgag cgcccatgcc acctccacta aattaggcga tattgtagaa
   861001 ctgaaatcaa ttaaaagagt gtttggctcg catgcggaaa aactgattat caatgcgcct
   861061 aaatccttac ttgggcatac gatgtgggca tctggtgtcg tggaggcggc gatagccatt
   861121 tggcaaatga ggcagggtga gtttcatcaa tcacataata tcgaaaccct tgatcccgca
   861181 gtcgaactca atgtttgtgc atccggaaat gtaaaaaaag aagttaatat ttttctgaac
   861241 aattcttttg gcatgggcgg tattaacagc gctagcttat ttagtcgata tcatggttaa
   861301 catgaacctt tttattagcg gtggtgccag tggcattgga cgaagtgtgg tcattgctgc
   861361 tttgagcaaa ggctggaatg ttggctttag ttatcacaat aacaaggaag gtgcacaaca
   861421 gttgcttgat atcgcggtag cggagtttcc tcggcaatta tgtcgtgcct atcaactcga
   861481 cgttattgat agtggtgcag tagagtacgt gggagaccgt cttctcgtcg attttagtaa
   861541 cattgatgcg gttgtttgca atgctggcat agatttaccg ggcaatttgg tgtcgatgac
   861601 cgatgaagat tgggccttgg tacttaatac taatttaact ggcaccttct atcttattcg
   861661 ttattttttg cctctatttc ttgctaataa atatgggcgc attgtcactc tatcttcact
   861721 cgctaaagat gggtcatcag ggcaagcggc ttatgctgca tcaaaagctg gtttggtggg
   861781 gttaactaaa acaacagcga aggaatatgg acatttcggt attacggcca atgtcgttgt
   861841 cccaggctta attaataccg aaattattgg tgatgacatt aagggtatta agaatttttt
   861901 tgctcaatat gcgccagtgg gaaggctggg ctcccccagt gaagtcgctg aggccatttt
   861961 atttcttgtt gctaaagaaa gtagttatgt aaacggtgcg gttttcaatg tgaccggtgg
   862021 cattgactgg gtttattaac tttgggatac cttaatgaat agtattggta ttgaaaaaat
   862081 cagtatctac ccaagtagtt tggcgctgaa attatctgaa ttggcacaag cacgtggtgg
   862141 ggacaataaa tacattcaag aatctttaat ggtcataaag cgcagtttgg taccacagtg
   862201 ggaagatgcg gtcacccttg ccgtcaatag tgccaaggat atgcttaacg atcaggatcg
   862261 ttcggatatc ggtttattta tcattgcaac agaatcaggt ttagaccaag aaaaggccat
   862321 cagtacttgg gcgcatcgtt atttaggatt acctgcgact tgccgtgttt ttgaactgaa
   862381 atctgcctgc catgctggtg ctgcggcatt aaagatggct gagtcatgga tatcgtccgg
   862441 ccttaatcga gggaaaaagg tattactgat caacgtggat atcagtaata atatgatttg
   862501 ccacgggaag atggaatata gccttggtgc tggggccatt gctttactta tctcagataa
   862561 tcccgttttt gccgttattg aaacagggaa atcgggtatt catactcatg aagtgacgga
   862621 tgttattcgc ccacttccct ggaaagaggt cgctttcgat gtagaagcca gccttttctc
   862681 ttatatggat ggactcgaga atgctttcga ggaatattgt catcagacac cggaggccag
   862741 agaaagtacc tatttcaatt ataacttata ccatgtccct ttccctggca ttagtaaaga
   862801 agcacataaa gtattattag aactacaagg actctttgga aaagaggcgc tagccacttc
   862861 atttaagcaa aaagtcatgc catccctgta ttacgcgcaa aaaataggcg cgacctattg
   862921 tggcagcatt ttcctttccc tattttcact tatggtgaaa gcaccagaga ttaaatcagg
   862981 ggatcgaata ggggtctact cttatggttc aggatcctgt gccgagtatt tcagcatgca
   863041 ggtcggggac caggcagtag agattgcaca acagcaaggt gcagcgttgg acatactgct
   863101 tacccagcgg aaaatactgg atgtggcggc atacgagcaa ctggaaaatg cacgtagcgc
   863161 acaaatgcaa ggtaaagact atcgtttaga cggggacaac ttacaggact ggtatacaca
   863221 ccattacagc gggagtgggc tccttattct tgagcgtatc gataaccact tacggcgtta
   863281 tcgctatgca tgaatatgtc actgtaccta tcaaatttag ccccgattca ttagccgatt
   863341 tcgaaaatcg ctttatctct gcgctaaatg acgagcgcta taaagtcatt gtacttatcg
   863401 gagggcctac ctactttagt atgggtatgg atcttacgta tatttctacc cattatgacg
   863461 ccgacttcgt gtcgcaattc tgccatattc taaaaatggt aaggaacagc cacaagcccg
   863521 tattagcgaa ggttgaaggg aatgttatcg ctggggggct tgccttactg tcggttgtcg
   863581 attttattct gtctagcgat agcgcgtcct ttagtttgcc agaagtcacc tttggaatta
   863641 caccaacaat agccatgtct tgcttacttg aacgtattag gcctcatcat cttaaatact
   863701 tcgtatggag ctcaagtgtt atttcggcaa aacaagccct aaaatggggt ttgatcgatc
   863761 agataaatac actggaaaac ttagatcaag atattcaagt tataagtaat aagctatctc
   863821 gcattccaaa atccgctata agagaaagta aattactgtt ggctgaacaa tattctttcg
   863881 aagaaagttt ggatttaggt agccatcttc tggtggagag actaaatgat gctcagacca
   863941 tagaaaagat acgtcactac ttagaagaca ttaagttatt taatgatgaa tatgcggatg
   864001 actaatatga aaaaaattta tttaagaaaa agtgatgaag gtattgcttt tatgcatatt
   864061 aacgatccag tcaacaaaaa tgccattgat gatgagtttt gtttacagtt acatggtatt
   864121 gtcgacacga taaagcaaga caaaaccatc aaagtgctta ttttggttgg attgcctgat
   864181 atattttgta ccggtggaac cgaagcgttt ttacaaagcc taatcacaca ctacaaaact
   864241 aatattgaac acgagtatgc caatcacctc aaacattttc tgaatatacc gatcccggtt
   864301 attgcggcga tggaaggcag tgctacaggg gggggattag tcttaggttt atatgcagat
   864361 attttagtcg cggcggaaga aagtcgctat ggcatgtcat ttatgaacat gggtttcacc
   864421 cctgggatgg gttcaactgc catgagtaag gaggcgtttg gttattacac cggttttgag
   864481 atgatggtca ccggtaacta tattaggggc agtgagctga aaggaaaatg ttgtttcaac
   864541 tatattttgc cccgcgccat ggtcatggaa aaggccattg aactggcaac ctctattgct
   864601 gaaaaacctc gccatagttt ggaattatta aaaaaataca tgtcaatcga ccggcgtaaa
   864661 atgctagagg aaacaagcac tatcgaggcg tttatgcacc atattgcatt taatcaaagc
   864721 aatatcgaac aacaaataca agataattac acgggttaga tatgctgaat aacttgagtg
   864781 aaatgaccgt attggtaact ggtggcacaa aaggtatagg ccgagccact gttgaaagct
   864841 ttgtgaaggc gggagcaaaa gtatatggca cttatttttg gggagataat ttagatgaac
   864901 ttgaaaacca tttttctcaa tatctcaatc gcccggtatt ccttcaggct gatatcagtg
   864961 atgaggagat aaccacacag ctaatcgaaa aaattgctca agaaaataaa aaaattgaca
   865021 ttcttattct caatgctgcg tttgctcccc aatttaaaga tacctataaa tttagggggc
   865081 tgctagatag tattgaacac aattcctggc cgctgattac ttatatagat tgtattaagc
   865141 agcattttgg ccaatatccc ggttatgtgg ttgcaattac ttcggaagga catcgtagtt
   865201 gccatataac aggctatgat tatgttgcag catcgaaagc ggtactggaa acattaacta
   865261 aatatattgg tgcacgagaa aatatcatca ttaactgcat ttcgccgggt gtggtagata
   865321 cggaagcttt tgaattggtt tttggcaaga aagcacaagc attcattcga aaatttgatc
   865381 cagattttat tgtttcaccc gaagcggtag gtaacgtcag tgtggctctt tgcagtggat
   865441 taatggatgc cgtgcgtggt caggtcatca ccgttgataa tggcaggatg tttaccgata
   865501 actttaccaa gtggatcgac atgattgaga cgaattttat tgagaaataa tgagggggac
   865561 ttcatcgcca ttatgaatat tgagctgagt gaccacttgg tattttcact gtattttgac
   865621 caaaaaggta ttagtcatgt ctaatcccaa tagaaatcta tttcttggcc gttggaaact
   865681 tgagtcctgt attggtaaca gtggaggtat acatatttac cctataggta gggagccgtt
   865741 tggtatgttg atctataccg aacagtacat gatggtgttt atttcatcgg tagagagaac
   865801 tcaatttagc acggaggata ttcgtgcgat cccgtcagaa cagatcgtgg cagattttcc
   865861 taaatttgaa acatattgtg gccattatat tgttaatcac gatgagaaaa tcgttacgca
   865921 ctttattgat aacagtaaaa tccccaatca aattggtacc cagtttcgcc gatattttag
   865981 ttttgagcat gagaaactag ttcttaaatc catagatagt ctattactta atgacgaatc
   866041 gtggttgttt gagcttgttt ggaataaaca ggaataagca tgaatttatt aattaaccaa
   866101 gcggagataa tattatggat agagatcata ttgctagcat tgtaaaaaaa cacattgtta
   866161 attcaatcga tggtgccaag gaacatgaaa ttgatttgca aaaatcaatg gcagactatg
   866221 gtgcaagcag tttagacatt gtttccgttg tatcaggtgt tatgagagag ttaaaaataa
   866281 aaatcccacg tactgagcta aaaaatatta aatctataaa cggactgatt gatctgtttg
   866341 taacgagcag ttcagaatct tagacatttc tgcactatgg cctacggagg ggccatattc
   866401 agaactgaaa taggaaagcc tgcctgtttg tgtaacacaa tcacaataaa gagggtgata
   866461 catgacatca aatcatgcca ttttatttcc aggacaaggt gcgcagcgtg cagatatggg
   866521 cgctccgata tttgatatct acaccaaatt agtggcagag gctgaagaga tcgctgaatt
   866581 tagtattcgt gatttttttc gggattgtcc tgcggatcgg tttagcaaca ccctttatgt
   866641 tcagccagct ttatatacag ttaatgcttt gtattatcgt cgatatattg atgagtctgg
   866701 ggcgttacca ttatttttag cgggtcattc gcttggcgaa tttaatgcat tacatgccgc
   866761 cggtgtattc gactttgaaa caggattacg tctggtaaaa aaaagagcct tgctaatgtc
   866821 tgaaagccag gggggaggta tggctgctgt tcttggtctg aatgctgaag aagtggtcaa
   866881 aatccttgag gaaaataatc tgtttgatct cactatagcc aatattaatt ccgacttgca
   866941 aatggtgata tcagggccga ttgagagtat caaacaggca gaagagatat tttatgataa
   867001 ctatgcgatt aaatatgttg tactgagagt gagtggtgct tttcatagta cgatgttaaa
   867061 taccgcggcc ataaaattca gtgaatatat ccaaggtttt tcatttttac cgcctcaaat
   867121 accggttatc gccaatagaa cagcctgtcc atatacccta tcttctgtaa taaaaaatct
   867181 ctctgagcat ataaatcgac ctgtcatgtg gcggcaatcg gttatatata tgcggacaca
   867241 cggtgtagaa agatttactg agatgggaga gacttcttta ctgctggata tggttaagaa
   867301 tattttgtag tagtaggaat ttgaggttca atggtacgga agtgtacaat aaggaatatt
   867361 ttcttatgga ttatctctcc ttcctgctgc ctttggtttt gccccaatta taccaaaccg
   867421 gcggatcttc gcactatctc ttgagtgcgg atcttcgcac aatctcttgg gtattgtagt
   867481 ccctccggtt tttagtacca ccgccaatga gagtctccgg ccagttttat ctcgcttacc
   867541 gccttcctgc aactcgaatg attttgggta taaactcatt gagattggta tagataaatc
   867601 tgtggcgcag ataagtgcca accaggcggt ttgatagcaa tctgagcact caattctgag
   867661 agcattgaat tccaatacct gcaaattttt atctcacatc cattttttag cctattttct
   867721 tattcaagaa aattatctat cgataaatca cctttaccgt attcgtggtt agctgattga
   867781 ctgcaagaat agataaacct cttgtcatct gctcttgcaa taaaatacta aaaataaaca
   867841 tcacatttct gaaaaaaata tttgtaggcg aattcctaca aatcacttcc caaattcctc
   867901 acttagtttt aatcctgttt aattacccct ttaattgtaa cgaacggtgc aatagtgatc
   867961 cacacccaac gcctgaaatc agatccaggg ggtaatctgc tctcctgatt caggagagtt
   868021 tatggtcact tttgagacag ttatggaaat taaaatcctg cacaagcagg gaatgagtag
   868081 ccgggcgatt gccagagaac tggggatctc ccgcaatacc gttaaacgtt atttgcaggc
   868141 aaaatctgag ccgccaaaat atacgccgcg acctgctgtt gcttcactcc tggatgaata
   868201 ccgggattat attcgtcaac gcatcgccga tgctcatcct tacaaaatcc cggcaacggt
   868261 aatcgctcgc gagatcagag accagggata tcgtggcgga atgaccattc tcagggcatt
   868321 cattcgttct ctctcggttc ctcaggagca ggagcctgcc gttcggttcg aaactgaacc
   868381 cggacgacag atgcaggttg actggggcac tatgcgtaat ggtcgctcac cgcttcacgt
   868441 gttcgttgct gttctcggat acagccgaat gctgtacatc gaattcactg acaatatgcg
   868501 ttatgacacg ctggagacct gccatcgtaa tgcgttccgc ttctttggtg gtgtgccgcg
   868561 cgaagtgttg tatgacaata tgaaaactgt ggttctgcaa cgtgacgcat atcagaccgg
   868621 tcagcaccgg ttccatcctt cgctgtggca gttcggcaag gagatgggct tctctccccg
   868681 actgtgtcgc cccttcaggg cacagactaa aggtaaggtg gaacggatgg tgcagtacac
   868741 ccgtaacagt ttttacatcc cactaatgac tcgcctgcgc ccgatgggga tcactgtcga
   868801 tgttgaaaca gccaaccgcc acggtctgcg ctggctgcac gatgtcgcta accaacgaaa
   868861 gcatgaaaca atccaggccc gtccctgcga tcgctggctc gaagagcagc agtccatgct
   868921 ggcactgcct ccggagaaaa aagagtatga cgtgcatctt gatgaaaatc tggtgaactt
   868981 cgacaaacac cccctgcatc atccactctc catctacgac tcattctgca gaggagtggc
   869041 gtgatgatgg aactgcaaca tcaacgactg atggcgctcg ccgggcagtt gcaactggaa
   869101 agccttataa gcgcagcgcc tgcgctgtca caacaggcag tagaccagga atggagttat
   869161 atggacttcc tggagcatct gcttcatgaa gaaaaactgg cacgtcatca acgtaaacag
   869221 gcgatgtata cccgaatggc agccttcccg gcggtgaaaa cgttcgaaga gtatgacttc
   869281 acattcgcca ccggagcacc gcagaagcaa ctccagtcgt tacgctcact cagcttcata
   869341 gaacgtaatg aaaatatcgt attactgggg ccatcaggtg tggggaaaac ccatctggca
   869401 atagcgatgg gctatgaagc agtccgtgca ggtatcaaag ttcgcttcac aacagcagca
   869461 gatctgttac ttcagttatc tacggcacaa cgtcagggcc gttataaaac gacgcttcag
   869521 cgtggagtaa tggccccccg cctgctcatc attgatgaaa taggctatct gccgttcagt
   869581 caggaagaag caaagctgtt cttccaggtc atcgctaaac gttacgaaaa gagcgcaatg
   869641 atcctgacat ccaatctgcc gttcgggcag tgggatcaaa cgttcgccgg tgatgcagca
   869701 ctgacctcag cgatgctgga ccgtatctta caccactcac atgtcgttca aatcaaagga
   869761 gaaagctatc gactcagaca gaaacgaaag gccggggtta tagcagaagc taatcctgag
   869821 taaaacggtg gatcaatatt gggccgttgg tggagatata agtggatcac ttttcatccg
   869881 tcgttgacat taataacagt gtgttattac ccgtcatgta ataaacttct tataaatcat
   869941 atggatgcta tgtattttga aattgaactt ggttgcattc tgttacattt aacgcatttg
   870001 cgttaatcga ataatgtttc tagactgcgc catccggtat tttattgctc tgctcatgcg
   870061 tgtgagaaat acctgtcaga gactgtttca tgccatccaa tgaatggata gggttatcga
   870121 taaatattat ttctttactt tatacacact gagctaatcc gtgggtggtg aatgctgtgc
   870181 caggtaacgt agattatttt tattcattct ctctgtggtg gatttcctga attcccttcc
   870241 cttaataagg aacgttgatg tcctcttcaa gcttccaaaa tgagatacct aaagcacgca
   870301 ttaacatcaa attagacctg catactggcg gggcgcaaaa gaaagtcgaa ctgcctttga
   870361 agttgttggt gatgggcgat tacagcaacg gtcaggagca gcgcccgctg tctgaacgtg
   870421 aaaaactcaa tatcaataaa aataatttta acagtgtgct ggctgaattc caaccgagcc
   870481 tgaaactcgc tgtaccggac acgctggccg gggataacac cgatacagcc gtcgctttga
   870541 ccttccgcga gatgaaagat ttcgaaccgg aaagcgtcgc ccgtcaaatc ccgcaactgc
   870601 gtgccttgct ggccatgcgc aacctgctgc gagacctcaa atccaatctg ctggacaacg
   870661 ccaccttccg ccgtgagctg gaaaatatcc tcaaagacga tgccttgagc gatgaactgc
   870721 gcgctgaact ggcggccctg gcaccaaaag agggttaatc ccgggattgg ctgcttgtca
   870781 ttagaaagaa gaaaaggaac atgctgatgt ctgtacagga aaaccgtgcg cagggtactg
   870841 cgacgaccgt attaaagaat agccctgcgg cacaaggggt ttacgccgcc ttgtttgaaa
   870901 aaatcaacct gagcccggtc tcctcactgg ccggtatcga ggcgttccag aacaacgatg
   870961 cgctggcgga agccaccacc gatgagcgcg ttaccgccgc cgtcagtgtc tttttagacc
   871021 tgctgaagca gtcggcgaag aaagtagaaa aactggataa aaccctgctg gacggccata
   871081 ttgccgcact ggatgaccaa atcagccgcc agttggacgc ggtaatgcac caccccgatt
   871141 tccagcgggt ggaatcgacc tggcgtggtg tgaagtcgct gatcgatcag accgatttcc
   871201 gccagaacgt gcgcatcgag ctgctggata tcagtaaaga tcatctggtg caggattttg
   871261 aagatgcccc ggaaatctca caaagcggtt tatacgccca gacctatatt caggaatacg
   871321 acacccccgg cggcgaaccg attgccgcgg ctatctccaa ctacgagttc gaccgcagcc
   871381 cgcaagatat cgccttattg cgcaatatct ccaaagtggc ggctgcagcc catatgccgt
   871441 ttatcggctc agtgggtccg gcgttctttg gtaaagagaa catggaagaa gtggcggcga
   871501 ttaaagatat cggcaactac tttgaccgcg ctgaatacat caaatggaaa gctttccgcg
   871561 actcggatga ttcccgctat atcggcctga ccatgccgcg cgtgctgggg cgtttgcctt
   871621 atgggccaga caccgtgccg gtgcgcagct ttaactacgt agagcaggtg aaagggccgg
   871681 atcatgagcg ttatctgtgg accaacgctt cgtttgcctt tgctgccaac atggtgaaaa
   871741 gcttcattaa aaatggctgg tgtgtgcaga tccgtggccc gcaggccggt ggtgcggtca
   871801 ccaacttacc gatccacctg tacgatctgg gtaccggtaa tcaggtcaaa attccgtcag
   871861 aggtgatgat cccggaaacc cgcgagttcg agtttgccaa tctgggcttt atcccgctgt
   871921 cgtactacaa aaaccgcgat tactcgtgct tcttctcggc caactcggcg cagaaaccgg
   871981 cgctgtatga caccgcggat gccacggcca acagccgcat caacgcccgt ctgccgtata
   872041 tcttcctgct gtcgcgcatt gcccattatc tgaaactgat ccagcgcgag aacatcggca
   872101 ccaccaaaga tcgccgtctg ctggagctag agctgaacaa ctgggtgcgc gggctggtga
   872161 cggaaatgac tgatccgggt gatgatttgc aggcgtccca tcccctgcgt gatgccaaag
   872221 tgacggtcga agatatcgaa gacaaccccg gcttcttccg cgtcaagctg tatgcggtac
   872281 cgcatttcca ggtggaaggg atggacgtca atctgtcatt ggtttcccaa atgccgaagg
   872341 ctaaggcata aacggcgaca cgatgaagat tgaacgtcct ctgtggactc gcggagtttt
   872401 gatttccccg cagcaatttc aacaacaggc ctcctgggag gcctggacca atgaatgcat
   872461 cgctcaaatg gccgtgatgc atccctgggg cgtgcttcag gccacttttg aattggatgc
   872521 attggcacag ggccgcctga aagcggcgcg tttgcatgtg cgttttcagg acggtgtgct
   872581 ggtggatacc gagtgtgctg atgtgctgcc gcccacgctg acgctggcag ccagtctgcc
   872641 cgtcgaggcc agcgacgcca cggtgatgct ggcgatacca caactgtatg ccaatggcgg
   872701 taactgcctg cagccggatg agcggggcga acgcccggta cgccatcgtc aggcctggcg
   872761 cgatgtccaa aatcagttcg gcgatgacaa aaagcaggtc gcggtgatgt accaccaact
   872821 gaccctgcgg ctggacactc aggaaaacgg cgattatcag gtctgcccgg tggcgcgctt
   872881 gctgcgggat gcgcaaggtc gctggacact ggatccgggc tttattccgc cgatgctgag
   872941 cctgcaggcc agtgcctggt gtggcgaaca gcttgagtta ttgatggtgc aactgcgggc
   873001 gcgtttacag cgtctgatgg ggatgcgccg ggagagcaat gcacggatgg ccgattttgc
   873061 tgtcgcggat gtgtcgctgt tctggctgct caatgccctt aacagtgccg aaccggtact
   873121 ggggaatttt cagcgctatc cgcaggttca tccagagcgc ctgtatcagg agctggccag
   873181 gctggcgggc agcctgctga cgttctccct tgagcacgaa gtgacggcga tcccggttta
   873241 tcagcatgaa caactgaccc gcgtctttcc cccgttgttt gccctgctga atattctgct
   873301 ggaagccagc ctcccatcac gggtggtggc gattgagctg gttcatgaac cgcgtatcaa
   873361 tcagtggcgc gcgaccctgc gtgaccctcg tctgcgcgaa ggggccgatt tctacctgtc
   873421 ggtccgttcc tcgttgcccg cggcccaatt gcagactcag ttcccgcagt tgtgtaaagc
   873481 cggtgcgcca gatgaggtcg gtaacgtggt gaatgtcgcg ttgagcggga tcccactgcg
   873541 tccgctgagc catgtcccag ccgccatccc cttgcggctg gaaaaccagt acttctccct
   873601 tgatctcagc caccctgcgg cgacgcagat gatggagacg ggggcctgtg tgttctatgt
   873661 acccggtacg ctgggtgaga tccaactgga gctgtttgcg gtgctacgcg catgaatcct
   873721 cacctaaccg aacacccccc agtcggggat attgacgccc tgttgcagga cacctggcta
   873781 caggtgatca gcctgcgtca aggggtaacc tgtgccgagg gcgaagggca ggcattctgg
   873841 cagcgctgtg tggcggacat tgaacgtgtc catcaggcgc tgaaagacgc cggtcacagc
   873901 gagcagagtt gccagcacat ccgatacgcc caatgtgcac tgctggatga gaccgtgaaa
   873961 gggcgcggtg tacaggatga tgcctacttc gtgtggtgcc attcgccctt acaggcgcat
   874021 tttttcaata ccctggatgc cggtagccag ctttacgagc ggatgcgcgc cgtgttgcgt
   874081 gagcctgcgc cggatcgcgc ggtactgacc tgttttcacc gggtattgat gttgggcttc
   874141 ctcggcgggt acgcctcccc ggcggcttct gaacgggagc aactgatcga tcaactgagc
   874201 gtgcaggtac cggcgttcag tgtcgcgcca tcacgtggga tcctggcaag cgccgcctcc
   874261 cgcaaccggt tggggatctg gttgcgttac tggccggtac ggctcgggct ggctgcgctg
   874321 atggttgcgc tgttgtggtg gggccttgat cactggctgt ccggtctgtt agccacctta
   874381 ctgccggagc cggtgtaatg agtcggtggt ggcaacgtgg gttgtggctc tgggcgggtt
   874441 tgctggcggt catcttgtgt ctggcatttc tgccgctctc cccgtggggg cgctggctga
   874501 tgctggcatg ggtggtgctg atttgcatgc tgggcgggtc gcgggcaggg cggcaagcgg
   874561 ccggtgcatc ctctgatccg ctgttcgccg ggttggcaac tgaaaacggt cttctgcctg
   874621 aaaacagtcg cttaccggtg gtgttggtat gtggtgatgg tctggcgtca tggtttggtc
   874681 gcgaacggtc acaccagagt gcacagggct gctggctgcg ggtggatgat atcagcaccc
   874741 tgcggcagtt tgcccgacaa ctgctgtggc aacggccgga atgggccgct cagttggcgg
   874801 tgatgatggt cgtgaacccg cagcaacgcc gcgatgagcg cctgctggcc gccgatctgc
   874861 aagagctgcg ctggcaactg atgcaactgc gccgcgatag ccgccatcct gttcccttgc
   874921 tcctgagcag cacggtggcc acctcggttg cccgtgatac ggtctggctg tcacagcagc
   874981 agacaccgcc gctgacactc tggtcaaccg tctcgacgcc gggctctctg gccgactggc
   875041 agcgtgcgga aagccgtgcc gtacaggccg aacgactgaa acaggcggtg ctgttcagca
   875101 gccagcatga ctggctgaac gcacaggtgc tgccggtatt gcaggcaccc aatgcggatg
   875161 ttgcccccct tgccccgcaa cagattattc aacagcaggt tgccagtctg gccgatccgg
   875221 tgcctgcctc gctgtggcag cactggctgg cggcgcatac cacgctgaca caggtggcgg
   875281 gttggcatcc accgccgccc gccgcccatg acgccttacc gctgccggat tttgtctttt
   875341 cagcgcttcc tcttggtagc ggggtgtcgt cacgccgtcg ggtactgcgc catggtgtca
   875401 ccttactgac gttggcggcg atggtggcgt tgtgcagcag cgcctggcag aaccggcaac
   875461 tgttgcaccg ggtggccttt gatatccgtc agtaccacag cgtggcgatg acggattatt
   875521 ccccgaaagc gcaggcggtg gcggtattac gccgtgatgc ggggctgctt gatgaagggt
   875581 accgcaacgg tgaaccgctg cgtctgggcc tggggttata tcggggggag cggctgcgcc
   875641 cgccgctgtt ggcggcgatc aaaagctaca tcccgccccc tccgccccct cccgcgccac
   875701 cggcgccgaa aaccgtgcgc ctcgacagcc tgtcactgtt cgatgtgggt aaattcacgc
   875761 tgaatgcggg gtccaccaaa atgctggtca cggcgctgat cgacatcaaa gccaaacccg
   875821 gctggctgat cgtggtggcc gggcataccg acatcaccgg cgatgcgcag gccaaccaca
   875881 ttctgtcgct taagcgcgcc gaagcattac gggactggat gctgtcaacc agcgacgtct
   875941 cgccgacctg ctttgcggtg caaggttacg gggccacacg ccctatcgcc gacaacgata
   876001 ctcccgacgg tcgggcgctc aaccgccggg tcgaaatcag tctggtacca caggctgatg
   876061 cctgtcaggt gccggatgta aaaacagcgt cacaggatga aagtgacgta tcaacgcaag
   876121 aaatggagaa gtaaaccatg gcaattccag tttatctgtg gctgaaagac gacggcggtg
   876181 cggacatcaa gggttctgtt gatgtgcaaa gccgtgaagg cagcattgag atcgtggcac
   876241 aggaccataa cctgtacatc ccaaccgata acaataccgg caaactgacc ggtacccgta
   876301 tccacacccc gttcgtattc accaaagaaa tcgatgcgtc gaccccgtac ctgtacaaag
   876361 cggtgaccac cggtcagaca ctgaaaaccg ccgagttcaa atggtaccgc attgatgacg
   876421 ctggccagga agttgaatat ttcaacacca aactggaaaa cgtcaaagtg gttaaagttg
   876481 cgccgaaaat gcacgacgtg aaagatccgg cgaaagagaa gcacaaccac ctggaactgg
   876541 tggaactgcg ctacgaaaaa atcacctgga cctttaaaga cggcaacatc attcattccg
   876601 attcgtggaa cgagcgcgcc accgcatagt gacccgtcat tcttcgcgcc gcaggtgcgt
   876661 tggcgatatt gccgactgcc tgcaacacga attatttagg gtaacggctg gcaacgttaa
   876721 atgaagggga aacgtgccgt tggggtcgct cttagtttca aacacaagtg cgtaagccac
   876781 cggagcgccc cgaggtgcgg tcaacccttc actcactgaa cgttgtcatc aacttcaggc
   876841 ggttcgccgc ctgctttttt gtgtttttta ttttttctca gtgactgttt gtgcggtgat
   876901 tgagcaaaaa ttcacaaccc tttaatgacc ttatgggcct tggtttcctt agtaaaggaa
   876961 aggctacggg cggtagcgtg tccaaatagg gtaaatggca aacaaggaag atcttaatga
   877021 caacgcattc agcacactta ttacgtcggt taaatcccta ttgcgcacag gcactggccg
   877081 gtgccgccac cctgtgtcag acccgcgccc atgctgagat cactgtcgaa cactggttgt
   877141 taaaattgct ggagcagggc gaaggcgata ttacagtcat tgcccggcgt tatgagtggg
   877201 acatggacag cctgtggcag ggattactgt cccatctgga caccttgccg cgcacggtac
   877261 agggcaaacc tcagttgtcc gccgcgttac agcaactgat caaaaacgcc tggctggatg
   877321 cctcgttgca ggaaaatgct gatgcggtgc gctcggttca tctaatggca gcgctgattg
   877381 ccacgccgtc attattggtc gccgaggccg cctggccgtt gctcagcctg agcaccactc
   877441 agctacagcg cctgttaccg ctgctggaca accagtccga cgaacgccct gaggtgcagc
   877501 aggctgcggc actggccgac agcccggtca atctgaccga tgaggccgcg acggttacct
   877561 ccgccagtgg tcagccgcaa ctgaatgacg cgctgcaagc ggcgctggat aaattcaccc
   877621 tcgacgtcac cgccaaagcc cgtgccaacc agattgaccc gatttttggc cgcgacagcg
   877681 aaatccgcca gatgatcgac atcctgtcgc gccgccgtaa aaacaacccg attctggtgg
   877741 gtgaaccggg tgtggggaaa accgcgctgg ttgaagggct ggcactgcgg attgccgacg
   877801 gcaacgtacc ggacagcctg aaaaccgtca gtgtgcgcac actggatttg ggtctgttac
   877861 aggccggggc tggggtgaaa ggcgaattcg aacagcgcct gaaaaatgtt atcgaggcgg
   877921 tgcaacaatc ccccagcccg gtgctgctgt ttatcgacga agcccacacc attatcgggg
   877981 ccggtaatca ggccggtggt gccgatgcgg ccaacctgct gaaacctgca ctggcgcgtg
   878041 gcgaactgcg caccatcgcc gccaccacct ggtccgaata caaacagtat tttgaacgcg
   878101 atgccgcact ggagcgccgc ttccagatgg tcaaagtgga cgagccggat gatgacaccg
   878161 cctgcctgat gctgcgtggc ctgaaagaac gttacgccac ccatcacggc gtgcatattc
   878221 tggacgccgc tatcaccgca gcggttaccc tgtcgcgccg ctttctgacc ggtcgccaac
   878281 tgccggacaa agcggtggat cttctcgaca ccgcaggtgc gcgcgtgcgc atgagcatcg
   878341 acaccttgcc gactgcgttg atggagatta acgccgaact ggccgcactg gcgatggagc
   878401 aacaggccat cgaacaggac ttgctcctgc tgccgaatgt cagttcaacg cgcttacctg
   878461 agattgagca acgccgcgcc gcgctggcgg ttgggcagca cacactcgaa cagcaatata
   878521 aagaagagaa gcggttgacc accctgatta ttgaggcgcg tcaggacatc gccaacgcag
   878581 cacatctggt cgcgttgcag gaggaactcg ttcagattca gggcaatgcg ccgctgttgt
   878641 cgctggacgt tgatgtgcgc actgttgcgg ctgtgatcgc cgactggacc ggtgtgccgc
   878701 tgggcagttt actcaaagac gaacaaacca acttgctgtc actggaaaat cgtctgggtg
   878761 agcgagtgat tgggcaggat gcggcattag gtgcgctggc gcaacggctg cgggccgcca
   878821 aaaccggcct gacatcagag aatggcccgc tgggggtgtt cctgctggtc gggccgagtg
   878881 ggatcggcaa aaccgaaacc gcgttggcac tggccgacag cctgttcggc ggggaaaaat
   878941 cgctgatcac catcaactta tcggagtatc aggaagcgca caccgtctcc cagttgaaag
   879001 ggtcgccccc gggttatgtc ggttacggac agggcggcgt attaaccgaa gcggtacgta
   879061 aacggcctta cagcgtggtg ctgctggatg aagtggaaaa agcccatcgt gatgtgctga
   879121 acctgttcta tcaggtgttt gaccgggggt tcatgcgcga cggtgaaggg cgcgaaattg
   879181 atttccgcaa cacggtcatt gtgatgaccg ccaatctggg cagtgatcat ctgatgcagt
   879241 tgctggatga gcaaccggac gcgccggaca gcaccctgca tgaactgctg cggccgatcc
   879301 tacgcgacca cttccagccc gcgctgctgg cccgcttcca gaccttgatt taccgcccgc
   879361 ttcaggtgga tgcgctcaaa cgcattgtgg cgataaaact gaatcaggtg gcgcaacgcc
   879421 tgcactgtca ctacggcctg agctgccaga ttgaagacag cctgaccgac acactggtcg
   879481 ccgcctgcct gctgccggac accggcgcac gcaacatcga cagcctgctc aatcagcaga
   879541 ttttaccggt attgagccag cagctgttaa gccgcatgag cgagcaacag cgcaccacct
   879601 cgctgacgct gggctggcat gaagaagatg gcatcacgct gacatttgag ggcgaataaa
   879661 aatgaatacc tttctcccga ctattcggtt tgaccatagc caccacaaac tggtggtccg
   879721 cgacagcacc gccgccgttg atgtgctggg ctttgaaggc catgaaagcc tgagccagcc
   879781 gttctgttac gacatccaat tcaccagcgc cgacaaggcg attggcccgg cgaccatgct
   879841 gatgcacgac gcgtcactga cattggcggc cccgatggcc gaagcttttg gcgtgacggt
   879901 tcagcagacc cagcgggtga tccaaggggt ggtcaccgga tttaaacgcc tgtcggcctc
   879961 gaaagaggaa tgccgctacg aactgagcct gcaaccgcgc ctggccttgt tatcgcgcag
   880021 ccatcagaac gggatatatc aggacatgtc ggtgccgcag attgtggaaa aaattctgcg
   880081 tgagcgccat gacatgcgcg gtcaggattt tgtcttcacg ctggcccgcg agtacccacg
   880141 ccgcgagcag gtaatgcaat acggcgagga tgacctgacc tttatccgcc gcctgctggc
   880201 cgaggtgggg atctggtttc gttttaccgc cgatcccaaa ctcaatattg atgtggtgga
   880261 gttttacgac gaccagcgct tctatcagca aggactgacg ctacaggcgg tgccgccttc
   880321 ggggatgcac gacagcggga tggaatcggt ctgggacctg tccagcgccc atcaggtggt
   880381 ggaaaaatcg gtcagtaccg gcgattacaa ctaccgcacc gccactgccg acctgaccgc
   880441 cggggccgac atcacgcgcg gcgataccac cacctacggc gaagcctatc attacgccga
   880501 taactatctg accgcaggca gcgaagggcg cgagccggaa agtgaaagtg gggcctttta
   880561 tgcccgtctg cgccatgaac gttacctcaa taatcaggcg cgcttcgccg gggtggccaa
   880621 tgcggcggca ctggcaccgg gtcaggaact gaacgtcacc ggcaacgacg tgccagcaca
   880681 gtttggtaaa ggggtgataa tcacccgcat caccagccat gcccgccgcg accgcagcta
   880741 tgaagtacat tttgaagcca ttccttactc cgaggattat tgcttccgtc cggcgctgat
   880801 ccgcaagccg accatggccg ggaccttgcc ggcgcgggtg accagtacca ctgcgaacga
   880861 cacttatggt catatcgaca aagacgggcg ctaccgtgtc aacctgatgt tcgaccgtga
   880921 cagttgggag tcgggttacg aaagcttgtg ggtccgtcag gcccgcccgt atgcgggtga
   880981 cagctacggc ctgcacctgc cgctgctggc aggcaccgaa gtggcgatcg cgtttgaaga
   881041 cggcaacccg gaccggccgt atatcgccta tgtgctacac gactcggcgc acggcgacca
   881101 tgtcaccatc agcaactaca aacgcaacgt actgcgtact ccgtcgaata acaaactgcg
   881161 cctggaggat gaacggggta aagagcacat caagctcagc accgaatatg gcggcaaaag
   881221 ccaactgaat ctggggcatt tggttgataa cgagaaacag cctcggggtg agggttttga
   881281 gctgcgcacc gacagttttg gtgtattacg ggcagaaaaa ggcctcttta tcactgccga
   881341 cggacaggcc aaagcacagg ggcaggtgct ggagatgcaa ccggctatca gcctgttgaa
   881401 aagtgcgcag gaacagatgg aggccatctc cgcggatgca caaaccgcca ccgccagtcc
   881461 ggccgaccta caggtacaaa tcagtctgtt gcagcaaaat ctcactgaac tgaaacaagc
   881521 tgtcctgtta ctgagtgcgc caaaggggat cgcgttgagt agcggggagc atctgcaaat
   881581 gagtgccagc gataacctga ttgccaccgc cggtaaaaat gccgacgtca gcgtcgcgaa
   881641 aaatttcttt atcggcgtag gcaataccct aagtatcttc gtcagaaagc tggggatgaa
   881701 actaatagcc aatcaggggc cgataacagt ccaggcgcag aatgatctaa tggagttatt
   881761 ggcgcgtaaa gcgatcacca ttaccagcac cgaggatgag ataaaaatca ccgccaagaa
   881821 gaggatcacg ctgaatgcgg gaggcagtta tatcacgctg gatgagaatc ggatcgagtc
   881881 aggaacggcg ggggaatatt tgaccaaagc agggtattac gggcggttag ataaggccaa
   881941 actcccaact gaatttccag ccttagccgc taaaactgaa gaccccatta aacgttggct
   882001 attctcttaa caggacgtta aaaatatgat tatcagccct ttatttttaa aagataagtc
   882061 caactcagaa gacgatgctt cctgggtctc cagaatgatg catgtagatc ctgagcgcgg
   882121 ttttcccctt aacagccatc gctcgtggca cggaggcata catattcctc atactgacag
   882181 cggcggtacg ccagaaaaga tccgagctat cgcagatggc acggtgcact ctctccgcca
   882241 gccagtcggt gacaaaaaag gcattcctcc ttataactac aatggcgcta cggattgcgg
   882301 ctatgttttg ttgaaacatg aaacagagat cggttcaggt gaaaatgcca aagtagtgta
   882361 tttctcgctt tatatgcatt tggcctctat agatgcagca gtaaaaactg gcgagaagat
   882421 ttatcgcaaa gatcccattg gtaccgtcgg tcaggttgat ggaggcaatg cagtccattt
   882481 ccagatattt tgtgatgaca ctaatttgac aaaattagtt ggccgcacga cgccagaact
   882541 ggatttgacg aaaaatggcc gaacggatgc ggtttatggc gatatgtatt tttatctgcc
   882601 aacaggcacc aaattttaca gccacgcgcc ggccaacaat gccactacaa ccaccgaagc
   882661 tgaaacctat accagcaccg aacctctctt tgtcagcatg agttttgata agggcaagtg
   882721 caccatgctc acacgtaaga aaggtgtgtt ctctattgga aaatacagcg aggtcggtga
   882781 aaaactggaa aacgccgatg gtgcagatta cgaatacaac ttgtatgcgc aggctaagaa
   882841 gttatacccg caaagccaaa gtgcaggtta tgagctgtta aggtttggtc gggccatcaa
   882901 caccgactat gaaacattgg tccctgccga cgcaccattg tggcgaacca tcagttatcc
   882961 gggtggcaaa ggcgttgtga acctagccct tccggcagtg aagaagttca gtgatggtga
   883021 tttcccgcac tggactggct ggcaactgat cgatgacgac acagacgaaa acagccagtg
   883081 caattcagag caggtactct gccgtattgg cgatgatatg cagggtctga tctgccattt
   883141 accactggaa tgggacgcat cgacgctaga gaaacgtctc tcatggctga aaacgacggt
   883201 gataaatgaa agtctggcca atcaaaaagc aagccatcag gtagatgaca cagggaataa
   883261 tgcttcaggg tatgcattcg ataatataaa ccctgacatg agcgtgctga atgcgcaaag
   883321 tactccctct tttgaacaag cagcaaaaga taccgcgatg gcagaagccg actggaatgc
   883381 gcttatcgaa catgctaaag cattgtgttt tgatgtcagc ggtttgcctg cagggcgggt
   883441 ctggcacttt aaccctattt cgtttattgc acattttagg aagtgcgggt gggttgagaa
   883501 ctcagtactt agtctgattc ttagcagtaa tacaaataaa gctcctttga gaaaatcgat
   883561 cactgaagca gtcgaaaaat atggcgataa tatcaataga ataatgctga aatacattat
   883621 gaacactcca ataaggcgcg cacattttat tgggcaaggt gcagtagaat ctgactattt
   883681 aatgaccatc caagaagtta gtcaaaaaca ggacattatt aatggcaagc cggtaggcgg
   883741 agatattgtt caagattcaa agagaaatga aagagacttg ggacattggt atggagaagt
   883801 ccctacagaa attgatgttt acttttctgg gaaaaagtac aataagaaag gtagttatat
   883861 agcaggttca tatagttgga gtaatggtaa ttgtggcgat attgacgccc aaaaattcag
   883921 gggtagagga ttcaaaatgc tcactggtcg cgcaaactat gcttcatatt gggtgtatag
   883981 aggatggcta cagactaatg actttgatgc atactggtgg gatgattctg aatataaaaa
   884041 aaagaacaca aagaaaatga agaaaaaacc tgcaattatt aattcaccac aaaaagtaac
   884101 tgagaacgaa tataactgca tagatactgg cggatatttc attcgaggaa taaagccaaa
   884161 aacgattcaa tcaatggatg atgacaaaga atatatcatg aacaaaggtc aaggtgaaaa
   884221 tgaaaacaga gtcatcgagc gagtaacaaa agcaatcaac ggagcagata aaggacttga
   884281 acaacgcaaa ttttttacga aaaaagccaa aggtataatg atatgaaatc atttacatta
   884341 ctctctttat ttatactatc tcaattttat tctttaagtg cattatctga tgactcaatc
   884401 tcagtaagaa ttgatgacat taaaatatac cttaataata atgacttatc agaggtcatc
   884461 ttggaaaatt tgataacagg caatgcaaaa aaatgtaaaa taagcaactc gactgaagaa
   884521 gatacgaaaa atggaaacgg ttttttacgc atcaccacag ataaaaaagc aatcatatta
   884581 ttttcctccc atagatatct attaatgaat gagttaaatg agtgtagcaa cggtaagaca
   884641 aaactatact ctctacccaa ctcgcacatt actatgctac aggatataaa tttcgaaaat
   884701 aagttattcc ttcaattttc attagaggat aaagatagtt ggttagcatc tatttctcat
   884761 tttggtagca acataaactt gttacgcggc gaaggttttt acaatccaaa aaataaaaaa
   884821 aaagagcaag ggttttctct gggatatagc aatggtgacg gtcagatttc aaccaatgga
   884881 aaatatgtcg tagtaaatga ctttaactgc caggaaggta agatacctac aggctctgga
   884941 gtctggaata taaaaagtaa caaaagagta attttcccaa cgaaaataga cgaatttgga
   885001 aggattggaa acagtgatga aatactggaa aagtgtatta aagtttttga aggaacatct
   885061 actattcaac agctgggagg tacattaggc ttatgaaaat atagcagaaa ctttcacaat
   885121 ataaacaaaa aaataaaaaa tattggttcg caaaaataaa acagaccctc tcaacaagac
   885181 tgtcatttaa attagaaaaa taaagaaatt gacaaaaatc gtcataaact tattaacttc
   885241 cggctccgga tggagttact cgccaacgag gtgatcacca ttaccagcac cgaggatgag
   885301 ataaaaatca ccgccaagaa gaagataacg ctaaatgcag gcggcagtta tatcacgctg
   885361 gatgagaatc ggatcgagtc aggaacggcg ggggaatatt tgactaaggc agggcattac
   885421 gggcgagtgg ataaggcgaa attggagaca gtagtgccaa cattagccgt taaagctaaa
   885481 ccacccactc agaagtatcc attttcttaa ttaaaggatt aatcaatgat aatcagccct
   885541 cctttcttgc gcgcaaaaat gtcgtcacaa cccgatgaag aatgggtaag cagcatgatg
   885601 ccggcagatc cacagcgtgg ttaccctatc agcaacagcc aggcatggca cggtggcatc
   885661 catatcaaac ataccgacca cacaggcgtg ccggagcaag tgcgtgccat tgccgacggc
   885721 actgtttttt cagtacgtca accgagtctg cagaagcgag acttgctgcc gttgaactac
   885781 aatggcccca ccgattgcgg ttatgtattg attaagcatg aaacagaaat tggcagcgat
   885841 gagggtggca aggtcgccta ctggtcgttg tatatgcaca tgaaaagcat tggcagcaca
   885901 gtttcaccag gttcagttgt ctaccgaaaa gatccgttag gaaccgtcgg catggtggat
   885961 ggtcagaacg ccattcattt tcaaatattc tgcgatgacg ccaatatcaa aaagctgacg
   886021 ggtcgtgaaa cgccggaact tgatttagca aataatggcc ggaccgatgt cgtctatgga
   886081 gacattcact tttatttgcc tgccggaacg cctgtttatg actcgatgcc taaagacaac
   886141 acgccggtgt ctttaatggc aaatggtccg gtgccccgca caaagtctga tttatttgtg
   886201 acgatgcgtt ttcatcaggg aagttgcacg atgacaacct tgcataaagc cgtttttagc
   886261 tcaatgtatc tggaagtggg tgagccccta acggatgccg atggcgcaga ttatgaatac
   886321 aacctttaca gcaaagcttt aactttgtac ccgaacagtc caagtgcagg atatgaactg
   886381 ctgcggtttg gtcgcgttat taatacagat aatgaaacct tatcacctgc cggtgcacct
   886441 ttgtggcgaa cgattaatta tccggagggg aaaggggtag ttaaccttgc ggcagcgtca
   886501 gtaaaagtat tcagtgatgc tgatttcccc cactggatgg gatggcaact ggttgatgat
   886561 gatacggata cgaatagcca gtgtaattca cccacaatta ctttgcggtg taagactggg
   886621 gtggacttaa gcgggatgat ttgtcatttc ccgctggaat gggataaaac gacagtagat
   886681 aaccgcttcc agtggctggc gaaagaaaat gatgttctgc cggagcctat ggagctttgt
   886741 gatttagggc ccctgaccga tcacgcaaag gcgctttgtt tagctgagaa tccactacct
   886801 tcgggtagag tatggcattt tgaaccaacg aggtttattg agcattttag gaagtgtggg
   886861 tggttgagta ataaggaaat gaaacaatta atcccaacta aagcactctc caacggacaa
   886921 tggcaaacca tacctgaccg atatggtgat acatctgtgc tagctcgaca ctattccaga
   886981 ataaataagg tattacgaaa atatttaatc aacacaccat tccgaatggc ctgttttttt
   887041 ggtaatgcaa tacaggagac tgcttggctt accactacgc atgaaggtta tgtgtatact
   887101 gaaagaaatc aacgaacacg cgcaataatc agacattaca atatttggta ttacccgtgg
   887161 tatgggcgcg gttttttgca attaactagc cctgggaatt actataaata ttttaaatac
   887221 cgtgggtata cttatgatga aacagttaaa ataaaattgg aaaatgaata taaccgttta
   887281 tataggaatg gttccataag atattctgaa aatcatcttg atgacactag caatcctgaa
   887341 ttatccgcag aaattctcaa ctggagaaat agccttgaaa ctggagatta tgaaccagcc
   887401 gatagtgcag gattttattg gtgcactaca cagatggcaa aatacgcaga cccagaacat
   887461 attcttgaac ggcaagtgtc agcgaaccat atttactatc gaagcccttc attttggcaa
   887521 gccagtgcaa ctgttaattt accgggagca aggcagcgaa ctaattattc agggttaaat
   887581 ggttttatcg agagatgcta cgtttacggg agcgcccttg cggttctaac agaattgaaa
   887641 tttccagact cgcaaggaac atattcttta gaaaaacctg aagaaaataa tttaaggaga
   887701 acattatgaa tataaaaaaa taatttcggc aatattaata atttgttttt ccgcaaaggc
   887761 agagatacaa ccaaaaccag aagaaaatat agattcaaaa aacataacga tctcaaaatt
   887821 tagtattgat cagtcttctc caatagacta taacactatc caaacaagtg gctgtgataa
   887881 tgtgacttac aatgtttttt cgccaataag tataaacaca cccctgacac aaagtattcc
   887941 ggcccatcaa tggttgtgca tattcgatac tgatgcatat gaaaatggat atgatacagg
   888001 cagctaccca gaaaaaatat cctttaacaa gaggacgcag agttgggagg taaggaatac
   888061 tgctgttaac ttcaaaggaa agtcccctta tataaaatta aaactttaca atataaagtc
   888121 cccaaactct ttggggttcg cagtaattga tgagaatata aacgaatatg accgaggcct
   888181 atacaaagac aaagatttga aaaaaataat ttatttctgc atgattcacg acatctatgc
   888241 tttgtgtgga acaggtagtc taacaataaa aattaataat aaggatgtcg atctcaccta
   888301 ttatgcactg aaatcattgg aatcaattct attcagaacc ccaccccaat aaataaaatc
   888361 caacaacctt attaaatcaa ctttttattg aggttaatta aaaatgaaat cctttaagaa
   888421 attccgaatg atattgttga tgattttttc gagtttgctt tccatcaaaa atgtattctc
   888481 atctgagctt acggtgaaga ttgtaggcag tgtggtagtg attattaaaa ttcaaaataa
   888541 aaaaataagt ggggaagggc taagcaaata aatattcttg gttgaatatt taacaaaata
   888601 aaataaggca tacatcgatt atgatcccgg aattattttt gatgaaaatg ccggaaatat
   888661 agtaactgca gagccaggtt attactcgct acacaatgaa ctatttgaga agtgcactaa
   888721 agataaaacg tgggaattta accgttaccc taaagaatga cttgattact tacggcatat
   888781 ttaagaatgt attgatgcaa gtgcctaaat agtttttcat aataccgcta cagcctgact
   888841 tccggggaaa ggtgaagcca ccgccataaa ttgcttcact tttatcagta attgccacat
   888901 gtaacgacat tgatggttac gagtgatggt ttcgtgcagt gataaccaaa gcaactctat
   888961 tttatttaac catggtaaat atgtcggtaa aaataacaga ttaaacttcg ggttttcctg
   889021 taatcagtat tctactatac ggcttttgtg tatgacataa ttatccagga ttaatgtgat
   889081 ggtttcagct cgccgatagg tttgcctcag caccgatttt agggttgaga acgatatcca
   889141 ctttatcttc ataaaatacc ggatttgcca cactattttt ctctagtgca gtctgtattg
   889201 cagcgacttt ttcagcatag tgtggatcct taaattttaa cgttggtgcc gctctgcgcc
   889261 agacaatacc ggcctgacat aaacaacgat atacagtgct gattgatatg ctaatactaa
   889321 aaagattttt aatttcaatg gataaaagtg ttgtgctcca gcgtgaacgt aaccatccaa
   889381 agtgttgtgg cggttgttgc cccaacagaa tgagtgtcgg gataatctgt tcaacgagcc
   889441 attgtctggg gtgtccgaga ggaaggcttt gtagtccttt ggaaccgaat aaagtaaacc
   889501 agttaatcca tcgtcaaaca gaagagcgag cagcacagag cgttctggcg gtatgagaga
   889561 cagtatcgcc ccgatgaagc attagcatgg cagtgagtct tcttgcgtaa tctttatcgc
   889621 gcgttttatg aatagctttc tgcatcaaac gtcgttcagg gcgcgggata ggtgctatga
   889681 tcgacataac tcagttcagt aggttttttt tgattggttt ggcgattcat cagatcgctc
   889741 aactcgggct gagttccctt ttggtgatct actattttga aaaactattt agatgattat
   889801 taaaataata ggttatcaga gggtggctat ttaattctct gatatgaaat aggattctac
   889861 ggtagagcga ttattcatgc tgttcatggt tataatactc aggatagtga gcgatgacag
   889921 cctactgtaa agatctttgg tgtttgggga agaatatttt atgttggttc aaactatcaa
   889981 tgtaaggata atgagttaga ttacactacg tatcctgaag tcggattttt tgatttttca
   890041 tgtatttatt tcaagctcga cttaaattaa aggagatgat gttaatacat tatctcttga
   890101 gtggatgaat gattcagatg ataatatatt gaataatgga gaaaaattat catggttata
   890161 aattgaaacg gataaagtat atgaagctga cataactcac ttttcattat ttaataataa
   890221 tttcaattat tttatattat gttgatttat agattgagat tttattaaat tctttgtaat
   890281 tggtttggtt tatgttattc gtatttataa tttatcatgt aaatatttaa ttaattatta
   890341 gaagtgtggt gggaaaggaa ttttggtttc aaatagtgat ttaaaaaata aattattact
   890401 gaattacatg ctgagtaaat agtatgaaat atcacttcgt caatacgaat gatacacctt
   890461 gttttaaagt tacgaccata tacttcattc tgttatttta tatttgagtc ctccccatgc
   890521 ccgtaaaatt aaccaccatt cccggcccgt ttttacgtcc ttcgccgccc aagccattac
   890581 gctggctgat tgtactgctg gggtttattg ccgcaggaat attactgatg cgttttctgg
   890641 ggaaactgct gggcgatacc gagttctggt ggtttgccat cggtatcccg gtggttttct
   890701 ggctggttct catgggcttt cgtctggcga tttatctgat gcaacagatc caggccaatg
   890761 cctgggattc acggcgtgag caggtcatat tgcaggaggt tcgccggggg cggcgggcgt
   890821 tgcaaattct ggcggccgca tgcagcacgg cgcatgatcc tgacctgcaa tttaccggga
   890881 tagcagacgc attactgcgt aatgacaata aaatcattcc ccaggccgcc tggaatggcg
   890941 ggagcagtgt tcggcacagc cggttgccgg tcactgacgg cttgtctccg gatgcacatt
   891001 tatctgccgc attttctgct ctgctggata atctgactgc ccccttgtcc cagcttcccc
   891061 ctgacaatgc ggtcgctatt ttgttggcgt cttcttcttc ggtgcccaga gcccgggtgc
   891121 tggcactctg gcagcaggcc tggcaggaga gcggtattgg tcagccgacc acattgctct
   891181 caggccacgg actgaccgtt atcgatcact ggctggatca tcgcattaaa gatagtgcgg
   891241 tgttgctggt tgtcgccgtg cagatagccc ctgaacagcc cgaaatgacc ggcgaggccg
   891301 tggtgggtct gttattggca aaccgcctga cccaaaaaat acttaccccg ctggcgctgt
   891361 tacaccgccc ggagtgtacc ctcccgcagc aagagagctt gcaggcgggg gtgttacagg
   891421 cggctgactg ggtgccgtta cccccggata ccctacaaca tctctggctg accgggttat
   891481 ccgtagaaag tgagggctat cgcagtgcca tcggtattca gggcaaagcg ccactggcct
   891541 gcatcacacc cggtccggat gtgcataatt ttaatgaatt tttaggatgt cctggatgtg
   891601 caggtccgtg gctggcgata gccgccgccg cgcaggccat cggtcattcc tcaacaccgc
   891661 atatgatcct cagtagtgaa caaggcagtg acactgtctg gagtaccgtc gtatccccta
   891721 atgcttcccg caaggagaat gaaacgtgaa gcgcattgcc ttaccgatta aaaagccaga
   891781 agtctggttc tggattgttg ccctgctgtt tttgctggcc ggtgccgtgt tgtgctggct
   891841 ggtctggcaa caccccgaac gggtggggtt aattccgggg acaccgcaac gtgaccgttg
   891901 gctgacggga ctggtggtgg gaacggggat cctgaccctg tgcgcattac tgtcgtatgc
   891961 ggggacccgg ttatccggca gaaaacactt tgatgagcta cggcagcagg cacagggcga
   892021 tgatgcgccg ttgccggaag acaacgcgca ggcgggtgag actcagcagg gtgaaccgtc
   892081 ccgcctaaaa acccgcctgc gccgccgtta cggtctgttc tggcgcgaca aagtccggct
   892141 gctgatggtg gtgggtgaac ctgacgaaat cgccgcgctg gccccgcaac tggcggagca
   892201 gggctggctg gaagggcagc gcacggtgtt gatacacggt ggcagtttac aacgtccggc
   892261 ggatgaaacc gggctgagtg agtggcgcaa actgcgccgt ggccgcccgt tggatggcat
   892321 tgtctgggcg atgaccgccg cgcagagtgg cacgccacag tggatggata acggcctgcg
   892381 aacgctggaa aaaatgggtg ccgccttgcg ctatcaaccg ccggtgtatc tgtggcaggt
   892441 ctgtgacagc gactggcctc aggattcgcg gacggagcag ccggtcgggg cggtgttccc
   892501 ggcgaaggct acgccagaaa aggtggagca gcaactgcgt gccctgttgc ctcagttacg
   892561 tgaacaggga atgcagcagc tttccatcga gccgcaccat gatttcttgt tgcgtctggc
   892621 gcagtcactg gatcagggcg atgcggctcg ctggcggcag cgtctgacgc cgtggtttac
   892681 cgagtatgcc gcgcgtattc ccttgcgtgg gctgatgttc agtttacccg atacctctgc
   892741 atcggcggcg caggtacatg agaaaagctg gacggtaccg gccagttggc agggggtact
   892801 ggatgattgc cggggggcgc gtggacgccg tgtcgggctg ccgtgggagc agacactgtg
   892861 ctacagcttg ctggcactga ttgtcttgtg gggtgtgggc agcgtggtgt catttgcggt
   892921 caaccgccac cagatggtct ctgccgcaca acaagcacag caactggcgc agtcgcacgc
   892981 ggtctccgac cagcaactga tggccctaca agccctgcga aatgatatcg ggcgcttaca
   893041 atctcgcgtg gcgcagggcg cgccgtggta tcagcgcttt ggtctggacc ataatgcgcc
   893101 gctgcttgag gtcctgatgc cgtggtatgg tcaggccaac aaccgtattc tcagggatgc
   893161 caccgcgcag agcctgtatc agaaactcag cgaactggcg gagctgcccg ccaacagccc
   893221 gcaacgggca gcacgggcaa aaacaggcta tgaccagtta aaggcttatc tgatgatggc
   893281 ccgcccggaa aaagccgatg ctgtatttta tgctcaggtg atgcagacca ccgagcctac
   893341 acgggccggt gtctcccccg gtctgtggca gagtctggcg cccgacttgt ggcagtttta
   893401 tgcacaaaat ctgcccgctc agccggactg gaaaattacc ccggataccg ggttgatcag
   893461 ccaggtgcgg caggtgttgc tggggcagat gggtcagcgc aatgcagaaa gtacgctgta
   893521 tgaaaacatg ctgctgtcgg tgcgccgcaa ctatgccgac atgacgctga tggacatgac
   893581 cggcgatacc gatgctcagc gtctgtttca gacctcggaa tccgtgcccg gtatgttcac
   893641 ccgcaaggcc tgggatgagc aaatccagca ggcgatagat aaaacggtgg cctcccgccg
   893701 cgaagaaatt gactgggtat tgagtgataa ccgccgggcg atatccgaag atatctcacc
   893761 ggaagcgctg aaaaaacgcc tgaccgaacg ttatttcacc gattttgctg gcagttggct
   893821 gagtttcctc aacagtttgc actggaatga ggcgcataac ctgtcggatg tgattgacca
   893881 actgaccttg atgagtgatg tacgccagtc gccgctgatt gcgctaatga acacgctggc
   893941 gtggcaaggg cagaccgggc agcagaatca ggcattatcg gattcgctgg tgaagtctgc
   894001 caaggcgctg atgaataaag accaggctcc ggcgattgac cagagtgccg gtgggccagt
   894061 agggccactg gacgagacct ttggcccgtt gctggcactg atgggcaaag gcgatgcaca
   894121 aaacaggctg tcgtcggaca gctcgctgag cctgcaaacg ttgctcaccc gcgtgacccg
   894181 ggtgcggctt aaactccagc aggtggtcaa tgcttcggat ccgcaggaga tgacacaggt
   894241 gctggcccag accgttttcc agggcaaaag tgttgatctg acggacacgc aggagtacgg
   894301 cagcctgata gccgccagtc tgggagagga gtggagcagc ttcgggcaga cgatgtttgt
   894361 tcagccgctg acgcaggcgt gggaaaccgt gctgcaacct tcatcggcca gtctcaacga
   894421 ccagtggaaa aacgcggtgg tggccaactg gaaatcggcc tttgatggcc gctatccgtt
   894481 tgccgccagt aaaagtgatg cttcattgcc gatgctggcc gagtttatcc gcaaggacag
   894541 cgggcgcatc gacagcttcc tgacccgtga actgggcggc gtgctgcaca aagaaggaac
   894601 gcgctgggtg ccgaataagg tgaacagcca ggggctgacc tttaacccgg ccttcctggc
   894661 ggcgattaat caactgagcc aaatctccga catcttgttc actgacggca gtcaggggct
   894721 acgctttgag ctgctggccc gtccggtgcc gaatgtggtg gaaacgaatc tggcgattga
   894781 cggacagaaa ttgcattatt tcaaccagat ggagagctgg cagagtttcc gctggccggg
   894841 ggagacctat aaacccggca cgatgttgac ctggactggt gtgagttcag gcgcccggtt
   894901 gtacggtgat tatcagggga catgggggct gatccgttgg ctggagcagg caaaacagaa
   894961 aaagctggat gaagggcgct atcaactgac cttcaccacc gcagataaac agccattgca
   895021 atggatatta cgcaccgagc tgggcaaagg cccgttaggc ctgttgcaac tgcgtaattt
   895081 cactctgcct gcgcaaattt ttctgataca gcacgcgccg cttgcgattg ctgacatgtc
   895141 agacgatgaa gacatggcag aagactgatg tcttctatca tcccccccaa taaacaccca
   895201 caggagccgt tatggcgacg ttaactacct tgctcaccgc ttgtgccgca gagcctgagc
   895261 cacttttaca gcaggccaga caacaggttg cgctctggga acgttggttg caaccggtga
   895321 cacccgataa gcataccggt gaagaccccg gttacgatga ccacttccaa cagatgcgtg
   895381 aagaggtcaa taagctctcg ggtgccgata ccacgctgac ctgcgagctg gctgaaaagc
   895441 tgttcaccac acacggcaag gatgtgcggg tggcaaccta ttacgtctgg gcgcggttgc
   895501 accgtgacgg cgaggccggg ctggcggatg gcctttccct gctggccggg ctgatcacgc
   895561 gctttggtga gggcctgcat ccgctgcgta caaccagccg gaaaaccgcg ttggagtggc
   895621 tggccggctc ccggatgcgc gacagcttgt cactttaccc ggaagtggat aaagccgatt
   895681 ttgagcgtat cgtgggcgca ctggccctta tcgaacagag gctcagtctc tgggacgaag
   895741 gcgtccggcc gcaactgggc gggttgtata ccgccctgga aaaccgcctc gcgcaatctg
   895801 gtgggctaaa tgccgtggtg ccgcaaaaca gcagcgggtc atcatcggca ggcagcttga
   895861 acccagccaa cacggcgtca ccggcgttgc ggccagtgca atcgggacgt gacctgctcg
   895921 atcagaccaa aacgctggca aaatacctgc gcaaccagcc gcagggctgg ctctccgggc
   895981 atcatcttat caaaagcgtg cgctgggata cggtacatca gtcaccgcca ttagatgtga
   896041 acggacggac ccggctggta ccgccgcgcc cggaatatcg cgtacaactc aagcgccttt
   896101 atctgcaaca aaactggctg gcgttgctgg aacaggccga atcgatattt gccgaagggg
   896161 ttaaccattt ctggctcgat gtgcagtggt atctgcatca ggccctcagc aaagcggggg
   896221 ccccattcga tggctgggcg agctgtatca cgcaggattt acggttatta ctgacccggc
   896281 tgccggggct ggaagggcta tgctggagtg acggcacgcc atttgccgat gaggtgacgc
   896341 tggggtggat aaaccagcag gtactggagt cggtctcggg ctggggcagc gagccggccg
   896401 ccgtttcatc cggtgaggat ggcattctgt tgctggagcc agaagctttg gctcaggcgg
   896461 acagcgaagg aattgaagcg gcgcttaact ggttgtagtc acgaccgggg atcaccacgg
   896521 cgcgccatca gtggctgctg cgtctggtga tggcccgggt ggcggagcag tacggtaaga
   896581 acgatatggc cttgcatctg ctgagtggcc ttgatagcag cggcgcgttg ttgaccttgc
   896641 cacagtggga gccggggttg gtgtttgaag ttaaagcccg ccgtttgaag ctgttgcgta
   896701 tgaaggcaca gcggggtgac agtgataaaa cccgcctgca tgctgaaatg gaaagcctgc
   896761 tcagtgggct tatcgccctc gacccggccc gtgcggccgt attatgcgga taacagagaa
   896821 ggaacagaca atggcaaaag gctattacct tggggttggg gatgaaacaa cctgcggcgg
   896881 cgtgatcatc gaaggtgacg ccacacatgt cttgatgggt aaagcggtgg cccgtgaaca
   896941 agacagagtg acctgcggta aacatccggg aacctatatt attatcggcc atgttcctgg
   897001 cgattcggta aatggccgca agtttgcggg caccttgaat agtcaaagca attgcccgtg
   897061 caaggcgtgg tttattcctt ctttggtgca tgatacgtat gagtttggtg caagaagtaa
   897121 atcacaaaat atgtctgaaa ttagtactga agtcgaacgt gagatggtag aaaatgtgag
   897181 tgaatcagaa gaaaaatcta aagttgtctg tgcccatatt gatggcgctt tagtagtagc
   897241 gagttatatc cttgatgaaa taaagaaaaa tgtaaaaagt gataccgctg ataaaatcag
   897301 atcttttatc gataatgacc tctataaaaa aagacttaag gagtggcagg attctccttg
   897361 gtacgcgaga atgaatgcac ctccacagcc tgaaataata tcggcatcgg ttttatggtt
   897421 tatggcggtc aagagtggtg ctaaatggga tcataaacct aaaattagag atcaatttaa
   897481 agcatatgca gtttctcgtc ctctggtcgg aagcggaacc cgatcaaaaa gctattttca
   897541 taaatatgaa gaacatgatt atttttatga tgtctggtcc aatattcact atggttatgt
   897601 aggcttaagt cttggttttg atgagtcata tttattactt ggctcaactc ttgagcaagt
   897661 aagaaccagc atcgggagta aaccagatcc tatagatgat attacatgta tgaaaattgg
   897721 ctatgcactc tatcatcaac atggaaaata tgctgagacg ttagatgtca ggcatatact
   897781 cgatgctctt gaatcagcat cggaccttga tctagctatt tcaagacaaa ttcattggtg
   897841 ttggaataat gataattcga gtcaaattga tcacccgcag ggtaagtaat gaaaagaata
   897901 ataatggttg ttacgatttt tatcgtatta ggaattattt ctatcactgt tttttatttt
   897961 gttaagcctt ctatttttct ttataataat actaataaaa taatatatgt atattcttcg
   898021 gaaagtacct acggagttga acccaatgaa aaagaagttg aagaaataat aaaaatgaaa
   898081 ccagatgtta tagaccctgg tgaaacattg aaactggcac catccatatt atctttactg
   898141 aaaaagaata tcagaaagga tacaggttgg cgtattgggg gtagatactc attcaattca
   898201 gttggagggg gaggacaagc atttatgctc accagagcct ctggagtttg ttcagtattg
   898261 attactatca atgataataa atctgaatta gaagaaatag aaaaaagtta ttgttacaaa
   898321 aaaataaagc catttaaaga tagttatcct aatggataat taacctatcg tctttagtaa
   898381 taaataatga aggcgagtgc aattgattcg cacgcattaa taaatatatt gctctcacta
   898441 tttatctatt catctattta ccaaagctat aaccaatgat tatctttttt aaaggcatta
   898501 ttagagtgga ttaattctcc gcaattaagc cattctttat ctgattagtt tctattttat
   898561 tcgtttcact gagaacccta tggacgactt aaccctgcgt tattttgacg ctgaaatgcg
   898621 ctacctgcgc gaagcgggcg aagagtttgc tcgtgcgcac cctgatcggg ctgccggatt
   898681 aaatctggat aaagccgggg cgcgtgaccc ctatgtcgaa cgcctatttg aaggctttgc
   898741 ctttctgatg ggccgactgc gggaaaaact ggatgacgac ctgccggaac tgaccgaagg
   898801 gttggtcagc ctgctgtggc cgcactacct gcgtaccatt ccgtcgcttt ctattgtgga
   898861 gttcacccca caatggcagg ggatgaaaga gcgcatgggg gtgagtaaag gttttgaagt
   898921 gctgtcccgc cccattggtg aacgtgaaac ccgttgccgc tataccacca cgcaagagat
   898981 ggacctgctc ccgctgaccc tgcgccgtgc cgggctggac agtgaacccg atggccggtc
   899041 ggttatccgg ctgcgctttg attgcagcgc gctggccgac tggagccgta tcaacctgag
   899101 ccgcctgccg ctctattttg atgccgatgc gccgctggcc tgcgccctgc atgaggcgct
   899161 gaccctgaat accgccaaac tctggatccg tttgccgggg caggctgatc gccagccgct
   899221 ggacggccat ttcgcgccgc tggggttcgg ggagcaggat acactgtggc cgaaggccga
   899281 cagtgcgttc agtggttatc agctcttgct ggagtacttt accttccgcg aaaagtttat
   899341 gtttgtcgcg ttgcaggggc tggatgggat cgagctgccg gcggaactgc cgtggtttga
   899401 gattgatgtg gtgctggaaa aacgctggca acatgatttc tcgttctccg aaaagaacct
   899461 gcgcctgcat tgtgtgccgg tgattaacct gttcccgctg gaatcggacc cgctgtcact
   899521 ttcttcatta cagaccgaat acctgctgcg cccaatgcgc attcaggacg gttataccga
   899581 agtgtattcg gtggactcgg tgatctcctc ccgtcatacc gggcatcagg tctatgtccc
   899641 tttcaccagc tttcgccaca agggggggat gttgcgccat gatgcgccgg agtattacta
   899701 ccatacgcgg gtcaaacgcg ggccttcggg gttacacgat acctggctgg tgctgggggg
   899761 cgaggcgttt gataaccaca gcgtaccgga taatgaaaat ttgtcgctga gcctgaccgg
   899821 caccaacggg cagttaccgc gtaaagcgct gcaaagcacg gtgctggata cggcggtgaa
   899881 atccaccggg gctcaggtgc gggtgcgtaa tctctccgcg ccgtcattgc catgctaccc
   899941 gccgaaccgc gaccgttttc actggcgggt gctgagccat ctgggcagta gttttctgtg
   900001 gatgatggat aacgccgaag tgctgcgcgg cacgctggcg ctgtatgact ggacggacaa
   900061 cgaaatgaac cgccgtcggc tggaggcgat cgccgaggtc aaacacagcg agattgaacg
   900121 ctttgagcgg ggctatttgc tgcgcggggt gcacattgaa atcaccctcg acagcaacgg
   900181 ctttaccggt accggggata tttgtctgtt tggggaaatg ctcagtcgct tctttgccct
   900241 gtataccgat attcacctgt ttaatcgtct gactctgata ctgcaaccga caggagaacg
   900301 tttggaatgg gaagagaatc atcagtcccg ccttcccggc taatcacccg gcttaagcgc
   900361 gatatcggcc agatcaattt ttaccgtttc tgtcagttgc tggagcaaca accgggaacc
   900421 ttgccgctcg gcagtaccaa cagcccggcg gatgatccgg tgcgttttcg tccgcatccc
   900481 ggcatgggtt ttccggtcag tgaactgaag gcgctggaaa acgacccgct gcatccggaa
   900541 gccccgttga ccgcgcgcac cacctttatg gggttgtacg gggtggattc gcctttgccg
   900601 acggcctata tcgacgatat cacccagcag cgcgaagggc atgaggcgct ggaagggttc
   900661 ctcgatattt tcaaccaccg ttttatgacg cagttttatc gcatctggcg caaatattcc
   900721 tatccggcca cttttgagtc gggcggcaca gacaatacct ctcagagcct gttggggctg
   900781 ataggcatgg gtattcctgg ctcacagcag cattttgcca ccccgacatc gcgctttctg
   900841 gccttgctgg gggtgatgcg acaaccgggg cgcactgccg aaggggtaca ggcgctggtc
   900901 cggctgctgg ccccgtttac cgaggcggat gtcacgcccc attgcctgcg cacggtgcgc
   900961 ctgacttctc cgatggcgtt tgccgatgaa ggggccaact ggctggacgg ctacaccgtg
   901021 ctgggtgatg aggccattga tgccaacagt cagttgctga tttcgctgcg cacggcagac
   901081 cgcgacgagg ccgctaactg gttaccggat ggcccgctgt ataccgattt tctggtgctg
   901141 ttgcgggtct atctgggctg gcgttaccgg gcctgtatcc aactgacggt cgccacccgg
   901201 ttgctgccgg cgttggtgtt ggatgagaca ccgataaggc tgggattaac cggcgtgctg
   901261 gggctggatg acgcgacgct gtcagacgat atacctgaat attttaccgt ggcgctgggc
   901321 cactaccgtg ggctggctcc acagcaacat caagaaggaa accgacgtgt taactaccgt
   901381 ttggaaaaat aaaacctgta cttcgaaaca taaaagctgg gccgcctgga aaaataaaat
   901441 ctgcatcccc gcactggtct tgttgctcag tggctgcggg ctgacgcaag ccgtgaccga
   901501 tagcaccgtg tcggccacaa aatcactgtt ttataagcag ataaaggtgc tgcatctgga
   901561 ctttaccgcc cgtgaagccc tgaataccga tgcgcacgag gcgaactcgt catcggagcc
   901621 ggtaatggtg cgggtttatc agttacgtga tgataaaacc ttcctcaaaa cggtgtatca
   901681 acaactggca agcgacgggg aggcggcgct taaagatgac ctgctggcca gccgcagtgt
   901741 ggtggtgaaa ccgggcgggg cggtaacact ggatatgccg atggaaaaag agacccagtt
   901801 tgtggcagtg gtggcgctgt tccgtcatcc ggatatggcc aaagaccact ggcgtctgat
   901861 actcacgctg gacgacctgc atcccgataa gccccgtacc cttgagttgg gtaataacag
   901921 cctgaccctg cggacggaga aaaaataatg ccggatacct cctcgccgtc actgtatgag
   901981 caattgctgg gcaatttcac cggcgggctt gacctgcatc aggtcagtga cgaaaaccag
   902041 gtcattctct cggtgctgga caatatgcag cgcattctta attgtcgggc cggaacactc
   902101 agtcatctgc ccgattatgg cctgccggac atgagtaaaa ttctgcaggg gttgccgggc
   902161 agcgcgcatt cgctgctgac cacgctgtcc gccaccttgc tgaagtacga gccgcgtctg
   902221 aaaagtttgc aggtgattct gttgccacag accacacccg gtcatctgga atacgccatt
   902281 gatgcggagc tgaaagggct gggactggtg cgctatggca cggcgtttat gccggagggc
   902341 cgggtgctga tgcgccacct taaacaacaa cactacctca atcagcggga gtcattttga
   902401 tgcgggttcc gggaagacaa ccacatggca ggtaataccg agcgtctgct gaaaaccggt
   902461 ggcgatccgc gcgcactggc ggatttcacc gcactgcggg gtgaattaaa taaactggcc
   902521 cacccggccc gcccggatgt tgattgggtg cgagtcgagc agctttgttt ggcgctgttt
   902581 cgccagaacg gcgttgagtt acagactgcc gttgatttta ccctggcacg aacgcacacc
   902641 gttgggttgg cgggcttatg tgaagggctg gaactgttgg cggggttggt ctgccatcaa
   902701 tggcgtgggt tatggccacc gcaaacgcat gcccgggtgg cgttactggc ctggttgagc
   902761 gaccggctgc agcaagtgtg gcgcaccatg acgctgtgct acggtgacct ggcgcaggtg
   902821 taccgggcag agcgggcgct ggaacagttg tgtacgcagt tgcaaacgct ggagctcaaa
   902881 catttgtgca agctggacgg ggttcgtttg atgctgcata acgcggcgca gcggttggaa
   902941 agtaccgagg ccgtgtctgg ccttgcgaaa ccacggggtg cctctgaacc gcccgagtcg
   903001 ctgcgatttg cctctgtccc ggtcagtgaa ccactggtgt atattatcag cgaaccggcc
   903061 ccgccacctg ttcaggtggt tttacctgcc tcacctccgc gctggaaggc gggccacggt
   903121 tttgccgcgg ggttatcgtt gatggcggta ctgatggccg gcagtttcgt tatctggcag
   903181 tcggtatcat cggatcccgt gagggaaaca ttgctggcca ctgccagtcc tttgccgata
   903241 ccgctgagtg ctaactcaat agctgaactg aaaaaacagg cttcagatgt tgagtgggca
   903301 cgtctggcgg aaccggtgtt gcaagccagt gcgatgcagt tagatcaact aacacagtta
   903361 ccgccgttat gggcgcaggc tcggggggat gccttgctat ctcaggcgca acaactgtgg
   903421 ccgaccaatc aagaggtcaa acgactgaat gcgttgtggc agcaacagcg agcagccggt
   903481 gctgcgccct tggtagagtt gaaacactat gcattggcgc aagaccgttt gcggcaactg
   903541 gcagaacgac tgaatagtct ggatgagaaa aaacgcggat atatgacggt ctccgaactg
   903601 aaatctgccg tctttgctat ccaacagccg ctggcacagg ccgtgccact ggaagaactg
   903661 ctgcggcaat atcaggaaca attagaatca gggcaaactc catcctcagc actgcgtcaa
   903721 cagattgaca gccggtttag tcaattgctg aaccgctatg cgttgctggt cgtacctcct
   903781 ggcgttcagt aaacactcgg ttgccaggga ggattatggg gcagacgcgg tgattacagc
   903841 gtgaagtagg gttggctgta ctggggcggc aggcgcaata tttgaatatt attaattaat
   903901 gatagcgctc acagcggggt gatcctgctg gagcgcgacc tttaaactgt attaacacca
   903961 atgaataata cggattagtt aactacagtt tatgccatgt tatttattta taatcaacct
   904021 catcccatcc gttagagtaa gtgacgtaag ggacctttct gttattttca attgcgtata
   904081 aatcagaaaa taatttatgt tttacacttt cttcaactaa agaatagaat gggtggtgaa
   904141 tgtctaatac ttttccatta tgaatgggct ttggataata ggtactataa tcatcaatag
   904201 ttttagtctt atcttctggg atcatctctt tgatggcatt ttttatttga tataacgcaa
   904261 ccagatcttt gactaaatta ttacgatcct gtgccgtttt tccttttttc aattctctct
   904321 cttgtacccc actcaaagaa tagtcctccg gttcgtataa atcctctttc ctttgactaa
   904381 tactctcatg catgtcggtt agttggtttt cgacaaaata aaactcagct gttgttgagg
   904441 cgttatagcg ttcttgaata agggataatt tttgtttaat gtcattaata gtatgttggg
   904501 tctcagcatt tataatgttt ttgttgattt tcaatttacc caaggttttg gatggtaaaa
   904561 cacgattaca atccaaatgt tttacatagt cgtctacggt ttttatacag ctcaatgaaa
   904621 ggcccatatt actctcctgg tggttttaat aaatgatgac tgattgctac cgagatatta
   904681 ttgattaaac acagaaagca atctttcaaa taaatcaagt tgcttatatt attcatatta
   904741 atgatattta agttttgtgg aaatttattt ataactaaat actattttga atataagcga
   904801 gtattaccaa tgtgcagtat ttattatatc gggctttttg agtggctatc gttatacccg
   904861 tcatacttca agctgcatgt gtgttggctg cttttgttac ttgtcccatt tatgggactc
   904921 gcttctacga ggttgctgca agttgcgttc aaatctgctc tcggcgctga gtgtcaatga
   904981 ccgttttcac cccagtcact gacttgttgg tgaccttaaa ataaataagc acctggggac
   905041 ttactccatt gtcgttttcc tgcaactcga attatttggg atcttgggat atataggtaa
   905101 aacgtcgtgt ctgcgagctt tgatggcacg atttttctgt catgtctgct tgtcacaccc
   905161 gtcttcacct acttttctgc cactctgctg agatttcgtg caaaactgga ggcgatactc
   905221 tcgccatctt gtggcataat gcgcgccgaa tcacattttt tattcttctt gaatatccct
   905281 attcagtcat caaatcgaga gcgagctctg tgctaagtac taacaatatc accatgcaat
   905341 tcggcagcaa gccgctgttt gaaaacattt cagtcaaatt cggtggcggt aaccgctatg
   905401 gcctgatcgg cgctaatggt tgtggtaaat ccacattcat gaagattctg gggggcgatc
   905461 tggtccctag cggcggtaac gtcttccttg acccgaatga gcgtctgggt aaacttcgtc
   905521 aggatcaatt cgcctttgaa aacaatacag tgctggatac cgttattatg ggacacggcg
   905581 aactgtggga agtaaaagaa gagcgtgacc gcatttatgc catggctgaa atgagcgaag
   905641 aagatggcta taaagttgct gatctggaag ttgcctacgg tgaaatggat ggctacagcg
   905701 cagaagcccg tgctggtgag ttgttgctgg gcgtgggtat tcccgttgaa cagcattatg
   905761 gcttgatgag cgaaatcgca cccggttgga agttacgtgt attgctggcg caagccctgt
   905821 tctccgatcc agaaattttg ttacttgatg agccaaccaa caacctggat atcgatacta
   905881 tccgttggtt agagcaggtg ctaaacgaac gtaacagcac catgattatt atttcccatg
   905941 accgtcactt ccttaacatg gtgtgtacgc atatggcgga tctggattac ggcgaactgc
   906001 gcgtttatcc aggtaactat gatgagtata tgaccgcagc gactcaagct cgcgagcgtt
   906061 tgttgtcaga taatgcgaag aaaaaagccc aaatatctga actgcaatct ttcgttagcc
   906121 gctttagcgc caacgcctct aaatctaagc aggcaacttc acgtgctcgc cagattgata
   906181 aaattcagct tgatgaggta aaagcctcca gccgccagaa cccgtttatt cgcttcgatc
   906241 aggatagaaa actgttccgt aatgcgctgg aagttgagat gttgaccaaa ggttttgata
   906301 acggtccgct gtttaaaaat ctgactctcc gcctggaagt gggtgagaaa gtggctatcc
   906361 tcgggccgaa cggtattggt aagtctactt tgctgaaaac cctgctaggg gagtatgaat
   906421 ctgatgctgg gaccgtaaaa tggtctgaaa acagtaagat tggttactac gcacaggatc
   906481 acgccagtga ttttgacatc gatctgacgg tgtttgactg gatgagccag tggaagcaag
   906541 agaaagacga tgagcaggcg gttcgcagtg tgctggggcg tttgttgttt agccaggatg
   906601 acatcaagaa aaaagttagc gtgctgtctg gtggtgagaa agggcggatg ttgtttggta
   906661 agttgatgat gcagcgccct aacattttag tcatggatga accaaccaac cacttggata
   906721 tggagtccat tgaatctctc aatatggcat tggaaatgta cgaagggaca ttaatcttcg
   906781 tctcccatga ccgcgagttt gtgagttcac tggcaacccg cgtgattgaa atgacgccga
   906841 ataagcttat cgactttacc ggtaactacg aagattatct gagtagccaa gggattcact
   906901 cataattatt tgattgacct aacaaaaaaa gctgatgcta tgcgtcagct ttttttatgt
   906961 cttcacgtta agtaataata aataatataa aatacggaca ataatagaaa taaagttaaa
   907021 atatagtgag tttactgttt aactaaaagt atatcgatga ccattaattt aatattactg
   907081 catagcctga ttctcaataa ccaatagtta attatttaat ggagcaaggg atatgaatat
   907141 cagtgggcat atagcaacgg gtttagatta tggttggcag gggatagggt atcttgaacg
   907201 aggggttcat tggttaaaaa ccgggttgga tgcggtaggg aaatgtgctg ggttacctga
   907261 attacagcct gcggtctatc tctcatctct aaatataaaa tacaataaga ttgatcaaga
   907321 cacccaagaa actcttaaga atattaacga taaattacac cgtgcctttt tactaacatc
   907381 gccggaacag atagaagaaa aacaaaaaat tattgatgcc gtgagtgatg acttagaaaa
   907441 aatgaagcgt aatgtgctca gtgagagagg cgatttatat tgtggtgaag aagtaaaact
   907501 acatggaaaa atgcggacaa cattaagtga acacattaca gttgaacgaa gagataattt
   907561 tattaaatca ctcgtcaact tatatcagat tgtgagaggt gttaaggcta cgattactaa
   907621 cgccccgaat aatacaataa gcagtttgat aaattcaaat gctaatgagt cttataatgg
   907681 tttggttcaa gtagatgctg ttttggcgcg ggattttaac gctattgaaa aaaataatag
   907741 agtacctaat gtaatcgttg atacgcattt ttatgagcaa atataaaaaa gacagagcct
   907801 gtccataatt ctgtgtaact gccaccgtat taaaggtgat cgctcaggcg gtcaccgaac
   907861 tcgataataa aacggctcat cgctaaccgc cagttctgga tcggcatact ccattttttt
   907921 gatgcatcct tgatcgccaa ataaacaacc ttccgcactg agtcgtctgt cgggaacact
   907981 ttgcgctttt taatggctgc acggatcacg ctgttcaccg attcgatggc attcgtggtg
   908041 tagatagcct tgcggatatc gggcggatag ccgaagaatg tattgagatt ttcccagtgc
   908101 gtacgccaac ttttgctaat ttgcgggtat ttgtcgtccc aggcctccgc aaacttatcc
   908161 agcgccatca gcgccgcctc ttctgtcgga gcctgataca ccattttcaa accgctggtg
   908221 acggctttat agtccttcca tgacacatat ttcaggctgt tgcgtaccat atggatgatg
   908281 cacagctgga tgtgagtctg cggataaaca ctgtttatcg catccgggaa ccccttcagg
   908341 ccatccacgc aggcaatcag aatgtcctga agaccgcgat ttttcagctc tgtcagcaca
   908401 cttagccaga acttcgcacc ttcattttct gccagccaca tgcccagcag ctctttctga
   908461 ccttcagtgt tgatgcccag cgctaggaac actgctttgt ttatcacgct accgttctgg
   908521 cggactttta cgacaatgca gtccatataa acaatgggat acagagcatc cagttggcgg
   908581 ttttgccatt cagcaacctg ctcttttacg gcatcggtga ctttagatat cagcgtggga
   908641 gacacatcgg cgtcatacat ctctttgaag gtggcgacga tttcgcgggt ggtcatgcct
   908701 ttggcgtaca gggacaaaat ctggctgtcc atctgtgtga tacgcgtctg atttttcttt
   908761 atcagctgcg gttcaaaggt gttttcgcgg tcgcgtggcg tattcagctc gatttcgccg
   908821 tcgtcgcata gcagtgtttt ggacgaatag ccgttgcggg tattcgagcc tgatttaggg
   908881 gtatttttct cgtgcccgag gtgttcggta agctctgcat ttaacgctgt ttcgacggta
   908941 agctttgtta gcatacgaga aaatgcatta aggtcggctt cggttttaag acctttagcc
   909001 agttcagccg caagtgcttt aagtttcttt tcgtccataa tttgcctgtc tccgttgttg
   909061 gagtgaagat atcaaaaaca ggcaattaca caatattgtt tacagtctca aaagacacca
   909121 tctgattttt ttattcaact ggggagtatt tctgccccag tttaatgtat tcattatagt
   909181 ggcgatcttc tatcactctg gcagacttcg cacaaaggat cttttgccag cgttatactg
   909241 cgaaattccg cagtcatcgc gtcatacatt aataaacgcc ctgataccag ctgaccataa
   909301 tttgccaaca gctttatggc ttccattgcc tgtaaattac cgataatacc cactaaggga
   909361 gccattacgc cggcctcgac acaggttagg gcagtatcac caaataaccg gcttagacag
   909421 cggtaacaag gttgattatc ttgataagtg aagacgctga cttgcccctc catacggatt
   909481 gctgcaccag agaccagtgg tttgcctagc gtatggcaca gccgattgag ttgctcgcgg
   909541 gtgctgagat tatcggtaca atccaacact aactgatgtt cagcaataag gctaaggagt
   909601 tgctcatcat ctaactgttt atcaagggta ttcagcgcca gatgcgggtt gatttctgat
   909661 aatgtctgcg ccgccgaggc cactttcgtc ataccgatac ggctatcgcg atgcagtatc
   909721 tgacgctgta gattggaaag ggctacggta tcgaaatcga gcagggtgag gtgcccgaca
   909781 cctgcggcag ccagatattg cgccgctgca cagccgaggc cacctaaccc aacgataagt
   909841 actttggccg ctttcagttt ctcttggccg tcaaaatcaa aaccgcgtaa tgtgatttgc
   909901 cggttatagc gcagggcctc aacatctgaa agttccggca acatatcaac ctccgacagg
   909961 gtgatgaatg gcaaacggtc gattacctcc taacaattca ttaaacaact ctatttctac
   910021 ggattccccc acggctaccg aaccgcgttc ccgttcaagc acgataaaac agttgccttg
   910081 actgaatgaa ctgaaaatgt gggagccttg gtggccagtc gtgcgaacct ctaactgacc
   910141 gtccgcattg ctggaaaaaa ccccacgttg aaagtccaag cggcctggtg tttttttcag
   910201 tggtgttgtc gctttggctt ttaatcgcag tggtggatgc cattctgtat gcccggacag
   910261 ctttgccaac agcggttgta ccagttgata gaatgttagg gccgcagaga caggattccc
   910321 tggcaaaccg cagaaccaag cattgctaag tttaccaaaa gcaaaaggtt taccgggctt
   910381 tatggctaat ttccaaaaac caatatcccc gagttcgtcc agtatctgtt tggtataatc
   910441 ggcttcaccg actgaaacgc ccccactgct gatgaccaag tctgctgcag tatccgcctg
   910501 ctgaaatgct gcacgtagtg catgttgatc gtcacggata acaccaagat cgatgatttg
   910561 acaccccaat tgctgcaaca ttagcctgac ggcaaagcgg ttagtatcgt aaatctgtcc
   910621 ttcagctaag ggatgtccga taggctgtaa ttcatcaccg gttgagaaaa tagccacttt
   910681 taatgcacga taaaccgcga tttcagcaat acctaacgag gctaatagcg gtagctgtgc
   910741 tgcacctaat ttaacgccag ccggaaaaac tgacgctcct tgctggatat cttcacccgc
   910801 cagccgaatg ttttgcccga ttcgaatgtt actattgaag atgacacctt gttcactcac
   910861 gacagcgtgc tcttgcatga caacggcatc tgcacccttg gggagtggcg cacctgtcat
   910921 aatgcgaatg caggtctttt ccggccacac atctttaaac ggcgcacctg caaacgctac
   910981 tcctgcgacg ggtaagggta tctcgtcgct caattcatgc caacgtaccg catagccgtc
   911041 catcgctgag ttggcgaaag gtgggacagc aataggtgaa gtaatggcgc tggcggtgat
   911101 gcggcccgca gcctcagaca atgggatgac ctctgttgct ggcaatggtg tggcctgtga
   911161 tagcattttg gtcagtgctt gttccagaga gagtaaatcc gaggtattac agtgatccat
   911221 gctgaactcc gaggtctggg tgcgccgcgg ttaaaggaga gtcacggggc agagctatca
   911281 attaaaataa gaaggccatt atggcagaga ttgcctgagg ggtgaatgag cgtggccagt
   911341 actgtggcaa tttcacgtaa aaatgagatg gcttgatact gcttttacga gcagtatcat
   911401 tttcatcgta tatatatatc aagcgggtta atcgacatat tgaccgcttg gccacgccac
   911461 tattattggt ggttatttcc catccaagtc ccgcacaaaa tatattcttt atacacagca
   911521 aatagtccat ttatggccta atctctcggg ggaatatagg gtttatccta aaaacccgcc
   911581 ttcaatataa ctttcattgc aacaatgttt ttaccaacac atagcaatat aagtaaaagt
   911641 ccagtactgg atagttatct gctctggatt cagtttgcgt ttacaccgta ggggcaaaga
   911701 ggttgagtta taaggtgaat catgaggcaa cgttgacgcc ataatgatgt ggcttcaacg
   911761 aatatctgcc agataagcct taatcgttgc cagtaatttt ccggtaccac agcactcgtc
   911821 attatatcct ttggtatgcc tgcggttgat cactcgatca tggggacaac cgccatggca
   911881 gatcgaaaac cactcacaat gttgcatttt tctcgttgca gcgacttctt cgtctatcgc
   911941 ttgttgattg tgcgatgatt gagttaacag cccggctaaa tcagttttca gcaatgaacc
   912001 ataaatactg cctgcatcgc ctctatattt gtcgcaagga gaaacatcac cgttaggctc
   912061 taacgtaatg atctcttgtg agcaattgcc tgaccaataa caagccgaca gttttttttc
   912121 aggatgctcc agtacactga taaaatcctc gaatatagca atatgtattt tttctcggta
   912181 cccttttatc caaataacaa acagtgccga tagaaattta atgaactcag catagctgat
   912241 aaagttatta ccaatatctt cacctgcagt tagtcgatta tcgggtacaa tattaagaaa
   912301 ttctatgccg tttaattcta ttaaaataaa ataatctaac atttccctca tgtctgtttg
   912361 gtatacttcg cggtcaacta caataagtgc accatataag atatcatatt tttgaagttt
   912421 ttttattcct tttgctatac gatccgatgt ccctcttcca cgaaaatcca cccgacgctt
   912481 gtcattaacc gccggtatgc catcgaggct aatacctacg ttcattccta tccccttaat
   912541 aaatattagc cactcatcag agatattcac tatatttgat tgcatcgtat tagtgatata
   912601 ttgctctggc cgtttaaatt gctcttgtaa ccaaattagc ttcttaaaga aagcaggttt
   912661 taatagcgtg acttcgccac catgccagac aaactcgaac cggtttacat ttgggatggc
   912721 aagaatttgg cgaactatgt gtataagcgt gctgaataaa atcgtttgat tagggccttc
   912781 ggcccatgag tggcaatagg tacaacgaag gttacataat cgggtggctt ttaatacaat
   912841 aactagcttt cttgctttta ttgctttagc caatattttt ttagtccgtt cgttatgata
   912901 gatctctaat tcatctgcat ctaatatttt gttggcaggt atttttccaa ttaaataagc
   912961 agatagtaat ttatatttac aggaactgag gtcctccaga tcctgtatgc ttaatttatt
   913021 tatttcgatt gtatcaatgt atttaatggg tattgtttcg cgcatagtac actcctattt
   913081 tttcatgtta atattcccat ctttcatgtt gagtattcta ttactataac ttgacgcttc
   913141 atctgagtgt gtgaccatga tgatggtagt ccctgactgg tttattgctt ttaattgctc
   913201 aagtaccgct cgagcattct tactgtctaa attaccggta ggctcatcag ccaatattaa
   913261 tgcggggcaa gttaccatcg ctctggcaat ggccacacgt tgttgttgac cacctgataa
   913321 ttgcatgggt ttatggtttt ttcggttatc gatccccaaa aggctcaaaa tttgatttac
   913381 ttgctcaata cggtcttttt tagcgacccc acgatatttc aacggcaact cgacattatc
   913441 aaatattgat aaatgtggga taagattaaa tgattgaaat atatagccta ttaattcgcg
   913501 ccttaatgtg atccgttgag agtaacccag gttatcaaca tgttttccgg ccaacgtaag
   913561 cgatccggaa tccaaggatt caaacatgcc gacaatattg agtagtgttg atttacctga
   913621 tcctgatggc cccatgatag aaacaaactc tcctttctct acagaaagcg ttatattatt
   913681 taggactctg gtttttatga cttttgttgt gtaatatttt tttgcattct gtaaatgtag
   913741 catattattt aaactctatg atatttgctg ttttatcact atcatcaggc atttttacaa
   913801 tgcgttgact tggctgtaat ccagatgtga tctctgtttt aatcgaattt cgacgtttaa
   913861 cttcaacttt tgttttaatt gcacggtcat atttatcttg ataaatatat ataaaatggt
   913921 caccattgct atttgaaaac acactttcag ttgggactaa tagtacgtga ttattttctt
   913981 cttgtagtgc aatacgaatt tcaatagatt gccctcgttt aagatgagcg atgcctgatt
   914041 caattggcct aagctttgct ttgaattttc cattgtctac tattgctgat actgactcta
   914101 tcagtagttg agtatcttga ccatttatct gtgcgataat ttgagtatta ggttttatct
   914161 tatcgatata atattcactg aaataaacat tgaaataata tgaatttaaa ttgtctatta
   914221 ctgatatttt ttcacctgat tttatttgtt gacctaattc aatatcaaga acagataatg
   914281 taccatcaat aggtgcaata ataacgagtt gctcaatgcc aacttcaatc attttcatca
   914341 ttttttcaag taatataata gattcatcta tgtttttaaa ttgagaaggg aatgattttt
   914401 ggttcctact attgtgtttt tgtagtatat cactcttaac tttccaattt attagtctat
   914461 cggcctgtcg ttctagttca gactttgcaa tcaagaattt tttgtcaagt attttatatc
   914521 ttctcaaatc tttagaaatt atatctatct ggtgttgagc ttcttgcaaa ctgagttgag
   914581 tatctctgct atcttgttct aatctcattc tcatattacg gaggctattt atttgctcca
   914641 taatatccgc cattctggat gtggcttcta gtgtgaagtc ataattagat aatcgagcaa
   914701 tcacatcgcc ttttatcaca ttttcagcag attgcttgac tatttcaata atcttacctc
   914761 ctctttcact tgataaaata acactttcat taggtaccgt aatggcgcgt gtcaccaata
   914821 cgtcttgata tggctcaaat tgagcagtat agaatatggc tctttctcga ggaacgagca
   914881 gggcgctttc tttggtgaat aaataataaa taaagaaaca gcttaaaaat agaataagca
   914941 acacgaaaag tataactatt ttctctctac tgttgatatt tatctttttt tctaatttta
   915001 tatccatgtt atttattctt tttggtatgc gataaaatga gtgacaaggt cattacacta
   915061 acgagactca ccataaacag caaaagtgat ccaaaggcat agaggtatga gagattatta
   915121 atgaagttat atttactcag ccatttttgt aataggataa aaccaattgg gaacgctatt
   915181 actatagcaa ccagtacggg ggttatattt tcctttataa agaaaatgat atgtgtatat
   915241 agagagccac ctactgactc cattattttt aatatcttac tgatcctttt tgattcggcc
   915301 attccgatga tcatggtgct tatgagtagt aatatgactg agaatagggt aaccaagctg
   915361 attgtttttt tcattaaatt atgatcatta aaatattctt ggtgtatatg ttcagcaagt
   915421 tttatttggt caatattgac cccatatcgt tcaagtagca tttttacggt actaagatca
   915481 ctctgatgat gtaatttcag tgccccatat cgttgcacct catcactgat gagaataagc
   915541 aatggagttg tatttttatc tcgatctgca agataaaagt cattaactac cctgagtata
   915601 cgaactgtat attcagcatc attgtcgtta atataaaaaa gagtattcag tacctcatca
   915661 cttgatgatt tccccatcgc cgacataaag gtctttgtcg ctatagcatg ataagtatta
   915721 tcatttttac tgggtgtaat agggttttcg tagcctgcta atgtttttat tccccaagtg
   915781 tcggtgaagt ttttgttcac gttcagtata tttacggaaa cgagtttatc ttgctcctgc
   915841 tgattttgat gaaaaaccga agtcgtcgtt cttgacatat caaatggtcg ccaactactc
   915901 aatgcgattg gggagatacc tatgctatta tttaattcat cttgtaagct atttaatgat
   915961 gttaaagatt ttaattcatc gcttagtgga aatgtcacga cattttcttt ttcataacca
   916021 aacatatgac tctgcataaa atctatttgt gtcattatgc ctgcccaaag ataaataatg
   916081 atccctgcta tggctatttg tatagataac gttacttggt aaatgtaatg tgatattggg
   916141 tgtgcactat aagcatgatt atgccatgac ttattaggga aaactgaggt tgatagatag
   916201 aggtaatgcg aaattaatat cgcaatatag agtgagaaga acgctacaga aaatgatgat
   916261 attagccggc ctgtttcttg cgttaaaatc aattccctga cattttcaga tgcttgcatc
   916321 aaaattgaga ggaagataaa cgccagtgtg aggacacaca ccgcttgcag tgttgcgatg
   916381 aaaaatgact ctgtcagtaa ttgataatta gaggcaccaa ccgatttctt tatctgaaaa
   916441 ctgctttttt tgtttttatt tacgatgtta ttaacattga aaaagttcat ggtggtggtt
   916501 aaaaagataa agaaacccgc catatacaag gtataaagat atgattttga aataactgtg
   916561 ctcatttcat cggggagttc agcatcataa tgtatatcgg taatattacg ggcggataat
   916621 tgaataaact cttcagggct aaacggagcg ccagggagtt gaggtgcata ccgggtgacc
   916681 agcgttttta actgctcatg agtgggtttt cccccgccga ccatggtgac aaagagatag
   916741 ctgtgcatat cgtaccagtc atgcctttta tcatggtagt catcgatgat atccggagaa
   916801 aatgcaatga cagcgcgggt gttaaagcgg ctggacgtat ttaagttaac cacatctttg
   916861 ataaagaatt tccctttttt tcctaacgtg atgacctggc ctttagggtg atttaaatga
   916921 agatattggc gattaaactc aggcgtaatg ataatttcat tgtgtgacag atgaggtatt
   916981 ttctgtcgat agggattgag tgccgttaaa aaattagggc taacagcata aatttctacg
   917041 tcagcctgtg ttttaccgtt aacctgtaag tcgataaaca agcgtaaagc gtaggcgaca
   917101 tctttgatgt ttttttcatt ttgtaatgca gtaattaatg gcaaagggac ttgtgccgat
   917161 ttgacttttt caccattggg cagattaaat tgtgtttcta ttcgataaat ttgtggataa
   917221 tcatgatgga atttttcaat actatgatca gttaaataaa gcagtaatac gagaaacagt
   917281 gagatcatcc ctatagcggt tataataatg gctaatagtg ttgccatggg gctgagcttt
   917341 acatcgttta aaaattcact cgtaagcata caagaatatc tcactgggat tattatattt
   917401 agtgatatta ttatttttgt tttatttata acgtctaaaa tgcttgatgg acttagtctt
   917461 ctgcaaagct cctcgaccaa ctccatgccg ttatcttact gtgtagggta ttatttttaa
   917521 tttcgtctat ttcattgcta gtgatatata gtggattatt cttgaatgat tcctctaacg
   917581 atttcagctt actctttaat ttaattaagt taacattgct cttttctacc gttgattggg
   917641 atgaagggtt catgttattc tccaattgat ttgtattggg gctgagagtg attgcaactc
   917701 tatttatttg taattctttt cttcaaattt atcaatattt ttttattctt aatggttact
   917761 tgttttttat tatctccaat taattatctg attatttatt ttattgttta ttattttatg
   917821 gtcttaaacg aggttttaat gtgaggggtt ttatctatcg aataaaaagc cctcgaaagg
   917881 gcttggggtt ttatgtgtaa taattaggct aatgacaaat gttacggctg taggtgtgca
   917941 gcatgaaagc gcaggtgatc ttcaataaat gtagctatgg taaaatagct gtgatcataa
   918001 cccggctgaa tacgcaacat cagtggccag tctcgctggc gcgccagctc cgccaatttt
   918061 gccggttgga gttgatcggc aagaaattga tcaccatccc cctgatccac caatataggc
   918121 aactgatgct gtgcatgggt cagtaaatgg cagctatcat attgcagcca ttggttttca
   918181 tcactgccaa gataagcggt aaaggctttt cggccccatg gtacttggca tgggttaact
   918241 attggcgcaa aagcagaaac agactgatat tgttgaggat tacgcagagc tagcatcagt
   918301 gcaccatggc cgcccattga atgaccactg attgattgcc gttcactgac gctaaaatgt
   918361 tggcggatca gtgagggcaa ttcctggctg atatagtcat acatctggaa atgatcagac
   918421 cacggctcct gcgtcgcatt aaggtagaag cccgctccct gacctaaatc atagctgtca
   918481 tcgttgggaa cattatcacc gcgggggctg gtatcaggca taaccagtac cagcccgagt
   918541 tctgcagcaa cccgctgtgc gcccgctttc agcgtaaagt tctcatcatt acaggttagg
   918601 cccgatagcc aataaaggac tggtggtggg ttatcgtccc gtggcggtgg cagatagata
   918661 ctgaaggtca tatgacaatt caggctgctg gcagcatggc ggtagcgctg ttgccagcag
   918721 ccaaacatcc gatgctcttc gagaagttca agtgacgtat tcacgttttg tctgcctcct
   918781 tgctttattt gctttcggaa gagtgattaa aatggatcac actgcggata gatttaccct
   918841 cgtgcattaa atcaaaggct tcgttgattt gatccagcgc cattgtgtgg gtaatgaagt
   918901 cgttcaacgc gaatttaccg tccaaatatt gctgcacaat gcccggcaat tctgagcggc
   918961 ctttgacgcc accaaatgca gaaccccgcc atacgcggcc cgtaaccaat tggaacgggc
   919021 gggttgaaat ttcttcaccg gcaccggcga caccaataat caccgactct ccccaacctt
   919081 tatggcagca ctctaatgct gaacgcatga cattgacgtt accaatgcat tcaaatgaga
   919141 aatctacacc gccgtcggtc agttcaacga tcacttcctg gataggttta tcatagtctt
   919201 tcggattgat caggtctgtc gcgcccaatt tgcgggccag ctcgaatttg ctggtattga
   919261 gatcgatccc aataattcgg ctcgcccccg ccatctgtgc accaatcacc gccgataaac
   919321 cgataccgcc aaggccgaag attgcgacgg tatcacctgg tttaactttt gcggtattca
   919381 tcaccgcacc catcccagtg gtgacgccgc agcccagcag gcatacttct tccaacgggg
   919441 cttctttatt gattttcgcg agtgatattt ccggtacaac ggtcagttcg gagaaggttg
   919501 acgtccccat gtagtggaag atgggttgac catttttaga gaagcgggtg gtaccatcgg
   919561 gcatcaaacc tttaccctga gtgctgcgga ttgcctggca caggttggtt ttaccggagc
   919621 ggcagtactt gcactcgcca cactctggtg tgtacagcgg aataacgtgg tccactacgg
   919681 caacactggt gacaccttcg ccaatggttt caacaattcc accgccttca tgacctaaaa
   919741 tggtcgggaa tacgccttca ggatcggccc ccgaaagggt ataagcgtca gtgtgacaaa
   919801 cgccactggc gacaatccgc actaacactt cgcctttctg tggtggcatc aaatcaactt
   919861 cttcaacgga cagtggctgg tttggccccc atgcgacagc ggcgcgggtt ttaatcatct
   919921 ccatggtgtt gctcctatag cttcagtgta atgagtgtta tataaatcta cccgtcgccc
   919981 ttcaaggtgc tgggggggtt aactgtcctt gctcacccca gtcactgagt tatctaagct
   920041 cctaggggtt gctcggttgc tgcctccctg catcatgagg taacttgggt atagagtctt
   920101 tatgtatcaa atttgttgat aacagttgtt cgggatcata gcggaaatat atgtatagat
   920161 tatggccgaa cagataccgc ccaccagatc aattcaatca aggtatttca acgttctcga
   920221 taatcagctc ttttaatgcg cggacattag ggctgaaggc atctttacgc caaataagcc
   920281 aggttgccgt gtgggcaata tccggaggta acggatgaac ttgcacccgc tcatggcccg
   920341 gtagcagcgt aaggactgag agagggatga gggccagccc ggcgccactg gcgacacagg
   920401 ccagcatcgc atgataggac tggatttcca tgatatgtcc cggtaatacg cccacttgtc
   920461 gaaaccagct ttccaatcgc agccggtaag agcaactggg gcgaaaagca aacagcgttt
   920521 cgtccacggc atcgcgggct tgcagtatgg gggggcgttc aagacaagaa atgatcacca
   920581 gttgttcgtc gaaagagcgg cagccgtgta actcatcgtg ctgcactgga ccatcgacca
   920641 atgcggttgc cagtgtaccc gcgcggactt gttcaataat ttcacccgag gttccggtaa
   920701 tcagcgacaa cgataccttg gggtagcgct ggtggtaggc cgctagcaaa ttaggtaaac
   920761 gggtggcggc ggtgctttcc attgaaccta acgggaagtt acccgccggt tcgcctgcgt
   920821 gggtaatgct catggcttct tcgcttaagg ccaaaatacg gttggcataa cagagaaaat
   920881 tatggcccat tggtgataaa cgcaggcgct gtttttcacg aataaacaaa tcagccccta
   920941 gctccagttc aagctggcgc agacgcgtag tgagatttga aggaacgcgg tgcatttgct
   921001 ccgctgctcg ggcaacggag ccggtttccg ctacacaaca aaacatgcgt agctgggtca
   921061 gatccataga tgttctcttt ttgtgatgaa cttaatgact attattcatt ttttgtgatt
   921121 ctaatactca ggcatgatgt tagcaacttt cttttaactg acaggtgaaa taccccatca
   921181 cccgtaacag ataggcaggc agatggcgct aagagttgca ttaagtggtt ttttggcatt
   921241 ggtggtagca atgggtattg gccgttttgc tttcacgcca caagtgccgc tgatgattgc
   921301 agagcatcaa ttcacgttga ctagtgcggg tttggtggcg gcattcaatt atttgggcta
   921361 cctgttcggt gcctttgatg ccatgagagc cagccgtcat gttgagcgtc ggttatggtt
   921421 ggggctatgg ggtgccgcat tgcttacatt attatcggcg gtggtggttg ggccatggtg
   921481 gcacgggttg gtacgttttg ctatcggctg ggccagtggc tggtcgatgg tattaatcgc
   921541 tgcctggacc aacgaacgtt tggcacattt tagccgtccg gcgctcagtg cggccgtatt
   921601 tgccgggccg ggtgccggta tattcattag tggcatgtta gccgtcgcta tccatagcta
   921661 tgatttatcg gctgctgagg cttggtgggt ttatggtgta ttggcgctgg ttatcattgc
   921721 ttcaatcagt attaatctgc cacgtggcgg tgagttgcac cggccacagg tcgtagcggt
   921781 gcctttgaca ttaactccgg ccttgaagcg actggtctgg agctacagtt tggcgggctt
   921841 tggttatatt ttgcccgcaa cttttttatc gcagatggcc agcgcccgtt ttcctgatag
   921901 cctatttgcg cagtttgttt ggccagtctt cggtggggcg gcggtcatcg gcattgcatt
   921961 gggtattctg actcgccatt gcctgacatc gcaaactcga ttggcattga cgctatgggt
   922021 tcaggcgttg ggcgtgctgt gcgcagaatg ggtaccagga gtgagtggat tggcgctggg
   922081 agcattgctg accggaggtg ggtttcttag cgtggtacaa ctttcgttgc aacatggacg
   922141 cgagttggcc ccagagcata cccgttatat ggccggctta ctcaccactg gctacgcgat
   922201 agggcaatta gtcggtccaa tattgtccgc aatttcaacg acattaactc atcgtttgga
   922261 gccagcgctg tatgtggccg tggtggcact gattattgcc ggcggtctgg tcattaaaac
   922321 tccagcgcgc acccaggaag cgcttgccac gtgatgacga tagagagagg cgaatatttc
   922381 attacgatgc tcagtattgt tcgcaatgaa taaccggtcg aaatgaagaa caatcactgg
   922441 ataatcattt cgctctcaat tagagtgaga gcgaaattcg ggtgtgaccc gcatcatgct
   922501 tgtcttatct ggatgcgtaa gcctgttgga gaaaagaatg tcatcgctaa gtaaagaagc
   922561 tgagttggtt catcaagcgc tgctggcccg tggtcttgaa acccctttac gtaaaccaga
   922621 attagatgcc gagacgcgca aaactcggat tcaggcccat atgacagaag tcatgcattt
   922681 gctgaatctt gatttaaccg acgatagtct ggctgataca ccaagacgca ttgcgaagat
   922741 gtatgttgat gagattttct ccggattgga ttacgaaaat ttccctaaaa tcacactgat
   922801 tcaaaataaa atgaaagttg atgaaatggt aacggtacgg gatatcactc tgaccagcac
   922861 ctgcgaacat cattttgtga cgattgatgg gaaagccacc gtcgcttata ttccgaaaga
   922921 cagtgtcatt ggtttgtcga aaatcaaccg tatcgtgcag ttttttgcgc agcgtccgca
   922981 agtgcaggaa cgattaacac agcagatctt gctcgcatta caaaccctgt tgggtaccaa
   923041 taatgtcgca gtttctattg atgcagttca ttattgcgtt aaagcacgtg gtatccgtga
   923101 tgcgaccagc gcgacgacca ccacatcatt aggcgggtta tttaaatcca gtcagaatac
   923161 gcgtcaggaa tttctgcgtg cggttcgtca ccacggctga ttggcttttt gccagaggga
   923221 gggcctgtag gccctcgaat acaggatgtc gagtatgcgt caacgcatcg caacgttaga
   923281 cagtgcgcgg gggctggcca ttcttggcat tctgctgctt aatattagcg cgtttggttt
   923341 gccaaaggcc gcttatctca atccagctta tcttggtctt ccctcgttat cagatatctg
   923401 gacttgggcg atcctcgata ttgtcgcaca ggtaaagttc ctttctatat ttgccatgtt
   923461 atttggtgca ggccttgagc tgttacttaa gcgtgggaaa agttgggtac gtgcccgcct
   923521 ttctttattg ttactactgg ggttaattca cggcatcttc ttctgggatg gcgatattct
   923581 gttggcttat agtttgattg gtctggtgtg ttggcgaata atccaagatg ccaaagatgc
   923641 agccagctta ttacgtaccg gcgcggtact ctatttgatc ggtgtcgctg tgttgttgtt
   923701 gctgggctat attacccgcg gagagccggg ccgtttttgg ctccctgggc ctgcggacct
   923761 gcaatatgag caattttgga agttacaggg tgggggagag gcttggcgta atcgtctggg
   923821 cctgttgtca tccaacttga ttgccattgg tgcgcaatat ggttgggagt tggcaggctc
   923881 catggtattc ggcgctgggt tgatgcgctg cggctggctg cggggaaaat tcagtctgcg
   923941 tcactaccgt aggctcgcac tctttctgat atcgctctca ttggttatcc aaataccggg
   924001 tgtggcactg caagtgtatg tcggttggga ttaccgctgg gcgggttttt tgctacaagt
   924061 gcctcgagaa ttgggggcgc cgttgcaggc ggtggggtat ctggcgctgc tctacgggtt
   924121 ctggccaaca ttatcccgct gggctatcag ccattggctg gcaaaggttg gccgtatggc
   924181 gctgagtaat tatttattac agacattgat ttgtacgctg attttttatc attttggttt
   924241 ataccaacag ctcgatcgtt tgcaactgtt agccgtcgta ccactggttt gggcctgtaa
   924301 tgtgattttt tctctgttat ggttacgcta tttcgtgcaa ggccctgtgg agtggctatg
   924361 gcgtcggtta accgcttatg cctgcggcca agagttacaa atacgcaaca ctaagctctg
   924421 acagaatcaa aagagaaaaa tgatgttgtg agttgcaaat atgtatgtaa acgttttctt
   924481 tttgtaacat gtgtcacgcg gcaatatcca taaattggag agaatagggc gcgcagccat
   924541 attgggtcgc acctgatacg tacctggttg tttcttgcaa gataatactg tatccacttt
   924601 gcgttcactg gtgggctttg atgatatttc tattgctcgc tatagccgcc ttaatctcaa
   924661 tttagtctgt tatcattttg tttttacaac aactattccc gccatacggg ttcttaaagc
   924721 tacccatcat ccaaccgccc ctccataaac atacagcttt aaacccgcct tggtaccgag
   924781 tcgttcactc acaatttgtg gtgttgctca ctcgttatct atttattctt gtgtaaccgg
   924841 tttcaatctg tgagaaaatt cacagtttct taacaacgcc acgtctatgc tctagtggtt
   924901 ttatacctga atgcgtcaat atgtcatcag ttaccggata aaaaaataag cggtagcggg
   924961 ttttagaaga gcactttgca gatgcgtgtt ccgcataaca tggcaagtct gtaaatgaca
   925021 tggcttttga ataatcaggc ggttttttcg gagtggagtg aagtcatgga cgatagatat
   925081 tcagttgcca gtagctttag acgatgcttt tttcgttaag gcacggtgtt atcaccttgt
   925141 actaccctac ataaacccgg agatacaaat gaataagaag gttttcacat tagcagcttt
   925201 ggttaccagc atgatggttg gcgcatacgc tcaagctgaa acccgtattg gcgttactat
   925261 ttataaatat gatgacaact ttatgtcagt ggtccgcaaa gctatcgaaa aagacgcgaa
   925321 agcttcccct gagatcactc tgctgatgaa tgattcccag aatgaccaat ccaagcaaaa
   925381 tgatcagatt gacgtattgc tggctaaggg cgtgaaagct ttggcaatta acctggttga
   925441 tcccgctgcg gccccagttg taattgataa agcacgttca aatgatattc cgattgtatt
   925501 ttataacaaa gaaccttctc gcaaggcatt ggatagctac gataaagctt attacgtcgg
   925561 gactgactcg aaagaatctg gggttattca gggggagctg atcgctaaac attggcaagc
   925621 taatccagag tgggatctga acaaagatgg taaaattcag tttgtgttgc tgaaaggtga
   925681 accgggtcat ccagatgcag aggcgcgtac tacctatgtt attaagaccc tgaatgaaaa
   925741 aggcttgcca acccaacaat tgcagttaga caccgccatg tgggataccg cacaggctaa
   925801 agataagatg gatgcatggc tgtctggtcc taatgcaaac aaaattgaag tagttattgc
   925861 caacaatgat gcgatggcaa tgggtgcagt agaagcactg aaagcacaca ataaaaccag
   925921 cgttccagtc tttggtgtcg atgccttacc agaagcgtta gcgctggtta aatcaggcca
   925981 aatggcgggt acagtgctga atgatgccaa taatcaggcg aaagcgacct ttgacttggc
   926041 taaaaatctg gcggctggca aacctgcagc agaagggaca acgtggaaaa ttgaaaacaa
   926101 aatcgtacgt attccatacg taggtgttga taaagataat ctggctgaat tcactaaata
   926161 atcactgtga caagatatat ttattaggca aaaatataga cccaaaatta ttggcgtgca
   926221 ggagggcaac tggtcctcct gtagcgtcaa atactatggc tatataccgg gcgttcaatg
   926281 ccggggctga aggttatctg ttacatagtt tcttatttta aagattgcgc tggtctggtg
   926341 gtactccata tcaccaatag gcaagtagca gttcttagcc aggtgtaatt atggccgata
   926401 ttaatacagc acaacctcgt gactggttac tggaaatgag caatattgat aaatcatttc
   926461 caggcgtgaa ggcgttagat aacgttaatc ttaaagtccg gccctattct atccatgcac
   926521 tgatgggcga aaatggtgca ggtaagtcaa cgctattaaa atgtctgttt ggtatctata
   926581 aaaaagattc cggaagtatt attttccagg gacaagaaat tgaatttaaa agttctaaag
   926641 aagcattaga acagggtgtt tcgatggtac atcaagaatt aaacttggtg ttgcaacgta
   926701 cagtaatgga caacatgtgg ttggggcgct atccaaccaa aggttttttt gtcgatcaag
   926761 acaagatgta taaagagaca aaggccatct ttgatgaatt agatattgat attgatccgc
   926821 gcgataaagt agccacgtta tcggtatctc agatgcaaat gatcgagatc gccaaggctt
   926881 tttcttacaa tgcaaaaatc gtcattatgg atgagccaac ctcttcacta acagaaaaag
   926941 aggtgaacca tttattcacc ataatccgaa agttaaaggc gcgaggctgc ggcatcgttt
   927001 atatttctca caagatggaa gagatattcc aactgtgcga tgaaattact attctgcggg
   927061 atggtcagtg gattaccacc cagcctttgg atggtttgac gatggatcag atcatttcaa
   927121 tgatggtcgg tcgctctctg agccaacgtt ttcctgatcg cctgaacaag cccggtgaag
   927181 tcattcttga ggtgaagaat ctgacctcat tgcgccagcc ctctatccgc gatgtttcct
   927241 ttgatttaca taaaggggaa atcctgggga ttgcaggctt ggtcggggct aaacgcacag
   927301 atatcgttga aactttattt ggtatccgag aaaaagtgac cggcacgatt aaattgcatg
   927361 gtaagaatat taataaccac agcgctaacg aagccattaa ccacggtttt gccttagtga
   927421 ctgaagagcg ccgttcaacc gggatctacg cttatctcga tatcagtttt aactccctga
   927481 tctctaatat tcgtaactac aaaaataaat ttgggctgct ggataacact cgcatgaaaa
   927541 gtgataccca gtgggttatc gatgcgatgc gggtaaaaac gccaggccat cggacaaata
   927601 ttggttcttt gtcggggggg aatcagcaga aggttattat tggccgctgg ttactcacgc
   927661 agccagaaat attaatgttg gatgagccaa ctcgaggtat cgatgttggc gctaagtttg
   927721 aaatctatca gttaatgact gaactggcga agaaagacaa agggattatt attatctcct
   927781 ctgaaatgcc tgagttatta gggattactg acagaatact ggtaatgagt aacggtcagg
   927841 ttgcgggcat tgttgatacc aagcaaacca cgcaaaatga aatattacgc cttgcatcct
   927901 tgcatctcta atctagttga aggttcttat tatgaatgtg ttaaataaga aagatatgct
   927961 cacttacttt aaagagagcg ggatttatgt ggtgttgttt gtgctattgg caattattat
   928021 tatcaaggat ccgacttttt taagtttgat gaatttaagt aacattctga ctcaatcttc
   928081 ggtgcgtatt attatcgcgt taggggtcgc gggtttgatt gttacccaag gcacggattt
   928141 gtccgcaggt cgtcaggtag ggttagccgc agtggtcgct gcgacaatgc tacaatcgat
   928201 ggataacgtg aataaagttt tcccggactt gcagactgta cctattccag tggtcattct
   928261 cgttgtctgc ctgattgggg cggttattgg tttgattaac ggtataatta ttgcgtacct
   928321 gaatgtgact ccatttatta ccacattagg cactatgatt atcgtttatg gcgttaactc
   928381 gctgtattac gattttgtcg gtgcttcacc gattgccggt tttgatcctg ctttttcgac
   928441 ttttgctcaa ggtttcttgc ggtttggtga ttttaaactg tcctatatta ccttttacgc
   928501 cttaatagca attatgtttg tatgggtact gtggaataag acccgttttg gcaagaatat
   928561 ttttgctatt ggcggcaacc cggaggcggc gaaagtctct ggtgtgaatg tgccactgaa
   928621 tttgatcatg atttatgcat tgtcgggggt gttctatgcc tttggcggta tgctggaagc
   928681 agggcgtatc ggcagtgcga cgaacaatct cggatttatg tatgagctag atgcgatagc
   928741 agcctgcgtg gtgggtgggg tgtccttcag tggtggcgtc ggtaccgtga tcggcgtggt
   928801 gaccggggtt atcatcttca ctgtcattaa ctatgggctc acgtatattg gtgtgaaccc
   928861 gtactggcaa tacattatca agggcgggat tatcatcttt gcggttgcgt tggattcact
   928921 gaagtatgcg aagaagaaat agtcggttgt tgttcgtgaa agcacgatca gctctggcgt
   928981 actgttagtt cagacgtaca tatatcacta tttcaggcat atcactattt cgtgtatatc
   929041 actatttcag acatacaacc atttcaaata gacagttacg tcaggaataa agtaaaagcc
   929101 agtcagggcg atagccctac tggctgaagt taatgacaaa gtgcctgcgg cggagagaaa
   929161 taggcaggcc cgcttcccta cataaaaata gcttccctgg gggctcgagc cgcacgaacc
   929221 gtggcgcgga tgctttattc ctctgcctat tctcaccgtt ttagatcgag tcatcgggtt
   929281 ttgtcggcgg tctgagtcag tcagggtgaa agcccaactg actgaagtta ttgacaggtg
   929341 gttctcgaga ccggttatcg gtatttttgt cgccctgcga ggcacttcat tggcttggtt
   929401 gtttcttttc tgccaaccgg cgctccagtt cgactaactg atcgggtgtt accgctgggt
   929461 aaccttgtgc gtcatctggt atcacatgca cggccggaat ggggatcaat ggaccaagaa
   929521 agcgaggttc ccgcttaaga atatagaggt cagacagggc accaaggcgt gcaaaaatct
   929581 cccgtactcg cacgctgagc atattttttg gtgaaggtac tgcgaagcat tgtgcttgaa
   929641 tgcccatgta catggcgata aataatgccc gctcacagtg aaagcgttgg gtgataataa
   929701 tgaaatcatt agtatcaaag actttgcgag tgcgcacaat ggagtccaga gtccgaaaac
   929761 ctgcataatc cagcacgata tccgcgggag caacacctgc agcgattagg tcgcggcgca
   929821 tggtcattgg ttcgttatag ctgtgctggg cattatcacc actgagcaat aaatagctga
   929881 tcttaccgct gttataggcg tttattgccc cttgaatgcg gtattgataa aactgattaa
   929941 tgccaccggt acgaaaatat ttcgctgtac ctaatactac accgacctgc cggtgaggca
   930001 gttcttggag ctcatcgtag ataaaaggcg cagttttcca actgatccag cgatcgagcg
   930061 caatagctgt caccatcaat aatccaatga tgataattaa gctaataatc aggcgtttcc
   930121 acattctctg gcctttgatt tgtgcaactt gctggcgata ttggcaaggc tactttacct
   930181 gcctatgctg tgcaagacgt gcagacagtt tctttccttg gcatgagagt tatttataaa
   930241 aacactttat tgataaaggt gattcattaa taaacgcatg tgctttgggg ttacaagtaa
   930301 ctttttgttc aacgctgttt ttgttaaaag tgaccacggt agaaaaacgg tggtggatag
   930361 catctgagta cccggcctgc ggtatagcac aggccggatt atattcaaaa cgaggtgcgt
   930421 ttatagctac ggtactgtgg ttgccaataa ttgtgctcaa tggctttaga caacgcttct
   930481 tccgaagtca caatagcaac accttgtaat tgagcggctt gaccgacccg cattgcgata
   930541 gctttcgata ccgcctgaat atcatcgata ttaggcagta aggccccttc gccatgacgt
   930601 gcgagtggtg agctctctgc taatgcccgg ctggcagcca ttaacatgcc atccgtgaca
   930661 cggctcgcac cagatgccaa tacacccaag ccgataccgg ggaagatgta agagttatta
   930721 cattgagcaa taggatacag tttttcttta taactgactg gtgggaatgg gctacctgtg
   930781 gcaaccagtg ccgcgccatc ggtccagttg ataatatctt ctggtcgggc ttcaacccgt
   930841 gatgttgggt tagacaatgg catgacgata ggccgggcgc aatggctgtg catttcacgg
   930901 atcaactctt cagtaaacag ccctggttga cctgaaaccc caatgagtac ggttggtttg
   930961 gcattacgga caacatcaag taatgaaatc gcatcattgt gcagattcca gtggtgtagg
   931021 tcgtcacttt tttgtaccaa tttactttgg aaatcgagca agttaggcag tttatctgtc
   931081 agcagaccaa accggtcgac cataaagatc cgcgctcgag cttgtatttc gcttaagccc
   931141 tctgacatca tttgagcgat gatctgctcg gcaataccac aacccgcgga accagcacca
   931201 aggaaggtga ctgtttggtc gcgcagttgg ctacccgcag catggctggc ggcaatcagg
   931261 ctacccagag tgactgccgc ggtcccttgt atatcatcat tgaaacagca taattcatcg
   931321 cgatagcggt ttagcagcgg ggtggcattt ttctgtgcaa aatcttcaaa ctgcaacaag
   931381 acatttggcc aacgacgttt taccgcctga ataaattcat caacaaatgc atagtactcg
   931441 tcaccggaga ttcgtggatg acgccagccc atatacagtg ggtcattcaa ccgttgtggg
   931501 ttatttgtcc cgacatcaag tactacgggc aacgtgtagg ctgggctaat gccgccgcat
   931561 gcggtataca acgataattt acctattggg atacccatac cgccgatacc ttggtcgcca
   931621 aggcccagaa tacgctcgcc atcagtgacg acgataacct taacattttg tttggtggca
   931681 ttttgtagca tgtcatcaat gtgttcgcgg ttcggatagg aaataaataa cccgcgtgca
   931741 cggcgataaa tatcagaaaa gtgctcacac gcttccccaa cggttggggt gtagataatt
   931801 ggcatcatct cacttaggtg agcttctagc agacgataaa acagcgtttc attggtatcc
   931861 tgaatattgc gcagataaat atgcttatcg tcgtcgtttt taaaatcctg atactggcgg
   931921 taagcccgct ctgcttgctc ttcaatggtt tcaaccgctt ctggcaatag gccatgtaga
   931981 ttgaaatgat tacgctcatc attggtaaaa gcactgcctt tattgagaag tgggaactcc
   932041 agcaatattg gaccagcgta ggggatgtac agggggcgct tactttcgta ttcaagttcc
   932101 atgagttctt actcttaaac gttatcaaat agcaattgtt accccgatcc taaaagataa
   932161 gaaaaatatg tacagcattt gttagcaaat tatgacaatt gcccgtaaaa gtgcgagtta
   932221 acttacagat ttaattgctg gaagctaaag cgctgcataa tgtacgcggg cagctacgca
   932281 ttttgtaatt aaacaccttc gattattttc tgtttatgtt attacattgg caccgattga
   932341 ttgacggcta acccaaatcg ctgtgaaaga gatttccagt gttttcatat cgccatgctt
   932401 gattgtgggg aggggggcta gtcgcctaac cccgaccatc aataagttgt tatggtatta
   932461 aaacgtcacg cgttttaccg ctgaacagcc caaggcgttc aatgtcgcca aggttgtatc
   932521 ccactggctc gtgactgcgt tatggccttc aaccagtaca gcgcggcgga tcgacgcaca
   932581 attctcaccg gtgatattgg ccaagattag cgcggcttgc agggggggca ggctagggtt
   932641 aaaggcggca ttttcagcat aacggccagc ataaattttt ccattggtgg tttctagtgc
   932701 cacaccactg tgggattggc tgtatggcgc atggctatga tttgcagcat ttaacgctgc
   932761 ctgcgtaagg ggatcggttt ctgctagcgt gtaaccgtga ttcacggggt ccatcaaaag
   932821 tgttgtgatc gctaaatctg ttggtccaaa agagtctggt aaatattggc ccagtgttga
   932881 tggcgggcgg ccaggtagat gaatatgtaa ttcagaccca ctgttcaatt cattcataaa
   932941 ttggcggcaa tggccacatg gcgtgtaatt gacagtgatc gcaaccagat tggtttcacc
   933001 acgcagccag gcatgggtta ccgcgcattg ctcggcgtgg atcgtctgtt gcagtggtac
   933061 accacggaac tccatattgg caccgaaata aaaattacca ctttttccac gggcaatggc
   933121 acccacatta aaatgggata taggcgtaag cgcacaagcg gttgctagcg gtaacaaggc
   933181 aaaagccaag gcatcatcat ccaggccact gatatttttt actgttttca cttgctcagc
   933241 ggtcagcata gcagggaagt tttctgcgct cagaataggt tctagtgcga attgtaatga
   933301 ggcgggtaac tcagcccaag aggtgtgaaa acgtgcttgc ataaggttct ctccagtagt
   933361 cgcaggagac tagtctaggc agattggaaa cctgtaattg tgatttatat ctcattattt
   933421 atgaaattca tgtaattaaa attcaaaatg ggagacttat ctcaagttta taggcaagta
   933481 atggtgacag cccacatcat gatcgcaggc actggatatg gttttagact ctggctatgg
   933541 ttttagatcc tagctaaggc tttaaatcct aactacagct tagaccttaa cgataattgg
   933601 cggctctgat aaggtctgat aaggattaca gaccctgacg tcgctatcac gccaggggaa
   933661 agtgggttca accaaacaaa tgtaatagga ccgggaacag gaacggagcc agtagtgagg
   933721 tgataatccc gcaaatgact agggctaaag agctgaacgc accctcttta aaatctagtt
   933781 cggcgcaacg ggcggtccct aaggcatgag acgccgtccc catcgccaat ccacgggatg
   933841 ctttggtggt gatttttaat aaattcagca aactgtggcc aaacaccgcc cctaaaatac
   933901 cggcaaaaat aacgcaaact gcgctaatag cgggtaaacc atgaagagac tctgccactg
   933961 ccatcgcaat cggtgtcgtt acggatttag gtaatatgga cgccgcaatt tctggcgttg
   934021 cccccatcca cagggctatc gctgtaccgc tgaccatggc agtgatactg ccaataaagc
   934081 aaatggcaat aattgatttc caactggcgc ggatctgatg tagctgctca tacagtggaa
   934141 aagcgagcgc cacgaccgcg ggttgtagca agtcattcag aattttacta ccagcaaaat
   934201 agttggcgta aggcatatgc gtgactaata gcaatggaat aataacgacc attgatatca
   934261 atagtggatt tagtaggggg attttcgccc aacgggatag ctggcgtgca ccaaagaaca
   934321 ctattaaggt taacggcagt gaccaccata gattgctgat catttttccc cctcagtcgg
   934381 tgttgaaggg ctaatgactt tgcggtcacg gtggacataa tgtgagctat aggccaccac
   934441 taacataaca attaaggtac tgataaagca ggaaaccacg atcggaccga actgtttagt
   934501 gagctgttcg taatattgca tgactccgac gcctatcggc acaaacagta gcgccatata
   934561 gcggatcagt aactggcagc ttggttttac ccaaggtgag ggtaaaatct gcaaggtgag
   934621 taagacgaac agaatcaaca tgccgatgat actgccgggg atgacaatcg gcagaagtaa
   934681 ggccagagct ttccctgccc ataagcacag gtaaataatg gtgaaagctc gcaggtactg
   934741 ccagcaaagt gacatcatat tacgcataga tattgtcctg ggtgacttaa cgcaatcatc
   934801 atacaattaa cttttgttct gtgctaccca tcacactatg aatagcatta atgatgcaat
   934861 gacactcacg gtagattctc cgggtgataa atcagtcaag cgtcgggggc cacctaacgt
   934921 attctgacga cgggagtttt tgggtgagcg cgcatacaaa ttattttctc tcatcgggat
   934981 agcgtacttt caatgcctta tttggtcgct attttgccaa atggtagccg cgatagaaga
   935041 gcaccagacc taaagtagcc gcaataatta gcatataaaa catcatttcg ggcaccgtgt
   935101 aggctagcag aaaaccacag agtaccgggt taattgctcc gccgagttga ccaaggttct
   935161 gcaccccata gtaactgcct ttgaggtttg ctggagcaat aaagtcgata aacaggtatt
   935221 cggctggaat aacaataatt tcgcccaatg agaaaatggc cattgccagc atccataacg
   935281 gaatggaatc ctgagctacc ataaatccta gcaaaccaat aataaagaac agggtgccta
   935341 tcatgagcca acgcatcaaa ttctgttggt tcatccggcg gcttaataga tattgcagag
   935401 caatgacgat ggtcgcattg acggtcatta ccgccccaat cacctgataa gcaaatttgg
   935461 cgtcgaatac cgtgatcaga tattgggaga ggtaaccgga gaactgagcg aataccatgg
   935521 cgccgagcag gctaccgagc gtaaagtaaa tcagccgctt atcgtgacgc aatatattga
   935581 atgtttggcg aaggtcaggt actgattcgc tagacacccg ttcagtcgct aacatatcgg
   935641 cgtcatttat cctgaatttc agcacgatag caaccaataa agccaatgcg cctgaaatga
   935701 taaaaggcag ttgtgggccg aaacccacca ctaatacccc cattaccggg ccgatagccc
   935761 aacccacatt gaccagcgtg tagttggctg aaaacgcttt aatacgttca ttgaccggta
   935821 gccagtcggc aaagcacgct tttaccgcga tagtgtagac tgagtaggcc gaatgcagta
   935881 gcgccagagt taaaatgacc caagcgggat gttcaatcca cggtaatgca aaaaaagtgg
   935941 ctgagaatag gattatcgtc agtaaaatca atcgtttttt attaaattta tcgaccagat
   936001 aaccgccata cagactggta aaaataccca aggctaaact ggcacccaat agcaggccaa
   936061 cggtatctgg ggccagttga aaatgctcga ccaaataaat agtaatgaac ggtaaggtaa
   936121 ctgcacgccc tatggtcaac accaacgaag caatcagcag attggttacg cgcgatgaga
   936181 atctttgcat gtattttctt atttttagtg atttatagaa taatcaattg cttttttgcg
   936241 aaatttaagc aaaaaacggg cctgctagac ttttggcgac tcagctgaat acagtaaact
   936301 attgtgataa taaagagagg ggggcgaaag gaaaattttt gcaggaagca gttcggccag
   936361 agccgatctg ctattatttt ctagttatcc aagtattttc tagttatcca agtattttct
   936421 ggttatccca agtagtttct gattagctca aggagtttac gatcaaccta agtggttaat
   936481 aaacatccaa actacttgat ggttaacttg ggtgattgat agttaaccta aatattcgat
   936541 gatagagagg ccgccgttat aatcggtact gtagatgatg ccttgagtgt caacaaatac
   936601 atcacatgat tgaataattt gtgggcgacc agggcgctta tccatcattt tttcgggggc
   936661 tgctggaact aacgcgccag tttcttttgg attatagggg ttactgatat cgtaagctcg
   936721 gaccccagca ttttggtaag tagcaaaaat cagagatgaa ctgataaaac tacctgggcg
   936781 gttttcatgc agattgtgtg ggccaaaatg agcgcctttt tttatataat ctcgttcttc
   936841 cggaaccgga aacgttgaaa tactcaccgg gttacttggt tcacgaatat caaacaccca
   936901 gatatgtttc tcgccatctt cttggttatc cagcacggcc tcatccagta ctaccaataa
   936961 atcacgatca gggagtggca aagcagtatg agtaccgccg ccaaaggggg ggctccaatt
   937021 acggtggctt attagtttcg gttcgtgacg atcactgaca tccaataagg ttaggccacc
   937081 atcacgccaa ctgccgtaag cggtatcgcc actaataatg gcatgatgca gcgcatagcg
   937141 tttgcctgct ggccagttag gctgttcacc tgccgcagta tccataccag gtaacgcata
   937201 gcgcccggca acctgtggct tttgcggatc agccagatca atggtgagga agatataatc
   937261 gctataacca tctaacagtg ccgatacata cgcccaacgc ccaccgacat accagattcg
   937321 atggatacca atgccatcaa gcggtaagaa actgatttct cgtggcttgt ctggcgttga
   937381 aatatcaaaa atacgtaaac ccgcgctcca attgcggcct tcctgacgcg tgctgactgt
   937441 ttcggcgact gaacgggtgt aatagacttt ctcttcggca aaacgggcat cggcaaatag
   937501 gtcgcgtgca ttaatcacca gcagcagatc atcatgagtt tgcagatgca cattccaggt
   937561 attcggaggc gcagcgatga aacctgcggg acgcgggttt ttggcatccc ttacgtcaat
   937621 aattgatacg cctttcgata ccatatggcc gacataggca tagcccctat gcaccataac
   937681 ttgtacaccg tctggtttgc caccttggtc actgtgacca atcagccgca tattgcggct
   937741 gtattcaggt atcggcaagg aaccttgtgt tgccatcaat acttactcca aatctattga
   937801 ccattttggg ctgcaagggt cgcaaaccaa ggagagttga aatcatcaga ctgaccccaa
   937861 ccggggataa tcttacttaa acccgccaca ttaaccgggc caggttggct ggctagcaat
   937921 gcctgaggaa tggaagccgc gcggaattca tagctggcag gtgtggtttc ccccgcaatt
   937981 ttcttggcaa tcaggcgcag gttaatggcg ccaattagct taggatctac cgcaacactg
   938041 actttccatg ggctattagc ttcgcgcata agttgtaagt cttgattcga aatatcaatg
   938101 ctatacagtt ttatctcagt gcggccattt tcttgtaagg ctttataagc gccctgtgtg
   938161 aaggcatccc aagttcccca gattgcatct attttacctt ttgggtattt cgccaatacc
   938221 gcgccgactt tattggcggt atcaccctga acatcagagg aaactgcacc gatagattcc
   938281 agttcaataa tcccaggatt ctgctttagc aatgcttgat aagcggcttg gcgcctttcc
   938341 attggtggga aacctgcgac ccaaagcttg ataatattgg cgttaccatc gaagtctttg
   938401 attaactgac cgaaggattc attggttaat gaggcgtcat cctgttgagt gactgtcagc
   938461 cccggaatct cgccctgaat agcagtgtca aataccgata cggcaattcc attatcggta
   938521 atgcgcttta ccaactctgt tgagtagggg tcgcggccct gagaaagaat gataccgtcg
   938581 tatttctggc taatagcctg attgacaaag tcctgaaagc gagcgtcgtc gccgttactc
   938641 agaaacgtat ccactttgaa gcccagcttt ttgccttctt ttaatacacc ggacaggaat
   938701 tgtgtcgtgt tgtcatcgga gcctaaatta cggattaccg caattttaat ctgaccttga
   938761 tggttggcga tagcgtccgg taccggagct aatgtgacgg ggtcagcagc aaataccggc
   938821 agtgctgtga gtaggctcaa agccaatata gggtaagcga tttttttcat caggaactcc
   938881 atcatggtgt cggtaagtta tgcaatgtgt tgttgtttta taatgaccgt tagtatagga
   938941 atcatatggt tacaggcatc atgtgtttgt aaatactttt attatagcta tctttgcttc
   939001 tagacgtccg ttggttcaag tctagcatca taaccataac tattttgata atgaattaac
   939061 tttgttataa gtttttcgat cacgttatat cttttagttt ggatagccta aataagcagc
   939121 aaaaatggtc ctgaaagggg tggatggggt ggtatcgcgt gagtaggctt gcttttaaca
   939181 aggcttatat atttctcgtt atctattaaa tttatttaac ttataaattc aaaagttaat
   939241 atcttatttc gctaatggcg tagtgtgtta ttataaataa aatacaactg caataatcat
   939301 gagaatagat gtcaaacagc gcgtgaaaac gctcgttcat ctgtgtattt tctttgcttt
   939361 tgttaaataa atgactaatg atgtttaaag gattaaagtc accatgggta agattagcac
   939421 tctatgtaaa tcaagaaggg atgagacaca tataacatgg ctaaattcca aaaaccataa
   939481 gatactgcct atttttatat atcgcgcagt gattttttat taatttttat ccgatattta
   939541 ttcatattaa ttgttcttat tatcgtcttg gccgtattat tacctgaatc acacgatgag
   939601 ttattacatg cacttatccg ccttttacct gcgactttgt cactggtcct gctgctgccc
   939661 tgtgccgcgc gccttgctag tcaacggttg agccagtatc tattggtttt tcaccttttc
   939721 ccgttgatca cttgtttttc actgaatcca ttaaccatac ctttatctgg ggcattttta
   939781 ctttatctta tatttattaa tatttatgtc gatacgcccc cgagttgtga acgtaagaaa
   939841 cagcagtcca atatattacc tcacgagtat ccggttggtt taacactact ttgctttagt
   939901 gggttatatc tgactttttt tgtgtggttt gatctagatg atgcgattat ctttttgatg
   939961 tcgttatcgt ggcttttctt tttactgtcc aagtggcgct ggcaagttgt ggcattaaat
   940021 gcattaggcg gtgttgggtt gttttggttt ttttcctctg gttttgtgga cataaagtat
   940081 cataaaaata ttattgttcg tgctctaatt aaaatatctt tactggacag tttgttattt
   940141 attattttct cattaagctt atttatcaat atgttatttt ggttggagga gtggcagcgc
   940201 acacggcaac cattaaaaaa agatgagtga gacatttttc gttggaaatg acgggtttca
   940261 atcataaaaa tgccggtagg gttaccccag accggcattt tgttgtgccc agaaaacccc
   940321 cagctaggct gggggttcag taaagctttc agctttgggt cagttataaa aacccctttt
   940381 gatttgttaa aacagtttgc ggtctggcaa ctgcaaatgt tcaacaagaa atcaaaaggg
   940441 ggtcccaatg agggatgaaa agagcttagc gcacacccga tggaactgta aatatcatat
   940501 agtttttgcg ccgaagtacc gaaggcaggt gttctacagg gaaaaacgca gagcgattgg
   940561 cagtatttta agaaaactgt gcgaatggaa aaacgtgaat atcctggaag cagaatgctg
   940621 tgtggatcac atccatatgc ttctggagat cccgcccaag atgagtgtct cgggatttat
   940681 ggggtacctg aagggaaaga gcagtctgat gctttatgag cagtttggcg atttgaagtt
   940741 caaataccgt aacagggagt tttggtgtcg agggtattac gttgatacgg tagggaaaaa
   940801 cacggccagg atacaagaat acataaagca ccaattggaa gaggataaaa tgggtgagca
   940861 actctcgatc ccgtatcccg gtagcccgtt tacgggccgt aagtaatcca tagatgcaaa
   940921 tgtcagatcg cgatgcgcct gttagggcgc ggctggtaac agagccttat aggcgcatat
   940981 gaaaaacctc cggctatgcc ggaggatatt tatttcttta aggatctttc agttatctat
   941041 tgtatcttcg cttagtcgcc agaagaaaat cacttcactt gcatgcctgg ctgcgcacca
   941101 ctgtcagggc taagcaggaa gatatcgcta cctccggggc ctgcggccat caccatgcct
   941161 tctgaaaccc caaagcgcat ttttctcggg gcaaggttag cgaccatcac ggtcatgcgg
   941221 ccttccaagg cttttgggtc agggtaagct gaacggatac ccgagaatac ctggcgggtc
   941281 tcccctccaa gttcaagtgt tagttttaat aacttatctg agccttcaac aaattcggct
   941341 tgttgaatca acgcaattcg catatcaact ttggcaaagt catcaaaact gatggtttcc
   941401 tgaattggat catcggctaa cgggcctgta accctggttg caggtgccat atcttcttta
   941461 gacgaggcga ccatttcgtt tactttgtct aaatcaatac gattaaacag tgccttgaaa
   941521 gcggtgatag agtggcccag cagaggttgt tcaatgctat cccaagttag ctcggtattg
   941581 aggaaggcct cggtacgctc tgtcagagag ggtaataccg gtttcagata ggtcatcagg
   941641 acacggaata ggttgatccc catcgagcag atagcgtgta gatcggcatc gcggccttct
   941701 tgtttagcga ccacccatgg agcctgttca tcaacatagc gattagccac atcagctagc
   941761 gccataattt cacgaatggc tttacctgac tcacggttgt tataagcatc agcaatactg
   941821 gttgcggcat cggtgaatgt tttatacaac accgggtcag ccaattggtc agctaactgg
   941881 cctgcaaagc gtttattgat aaaaccagca ttacgtgagg ccagattcac cactttatta
   941941 acgatatcgg cgttaacgcg ttggacgaaa tcttccagat ttaaatcgat atcatcaata
   942001 cgcgaagaga gtttcgccgc gtagtagtaa cgcaggcaat ccgcatccag atatttcagg
   942061 taagtccccg ccttaataaa cgtaccgcga gatttagaca ttttcgcgcc gtttaccgtg
   942121 acatagccat ggacaaacag gtttgtcggc ttgcggaagt tactgccttc caacatggct
   942181 ggccagaaca gactgtggaa gtaaacaata tctttaccga tgaagtgata gaggtcagtt
   942241 ttggcgtctt taccccagaa ttcatcaaaa tccaggtcac cacgtttatc acataggttt
   942301 ttaaacgccc ccatgtaacc gattggggca tctaaccaga cgtaaaaata tttacccggt
   942361 gcatccggta cttcgaaacc gaaataaggg gcatcacgcg tgatatccca ctgttgcagg
   942421 ccggaatcaa accattcctg cattttgttt gcgacttgtt cttgcagcgc acctgagcgt
   942481 gtccaggctt gcaacatgtc actgaaagcc ggtaaatcga agaagaagtg ttcagattca
   942541 cgcatcactg gtgtcgcacc agaaacggcg gatttggggt cgataagttc agttgggctg
   942601 taggttgcgc cacagacttc acaattatcg ccgtactgtt ccggggcttt gcattttggg
   942661 caagtgcctt tcacgaaacg atcgggcaga aacatgcctt tctcaggatc atagagctga
   942721 gaaatagtac ggttctttat ataaccgttg gctttcagac ggccatagat caggctcgac
   942781 agttcacggt tttcatcact gtgggtggag tgatagttat cataactgat agcaaaaccg
   942841 gcgaaatcct gttggtgctc ctggctcatt tcggcaatca tctgctctgg ttcaataccc
   942901 atttgctgag ctttcagcat gataggagtc ccgtgggcat catctgcaca gataaaatga
   942961 acctggttgc cgcgcattcg ctggaaacgg acccagatgt ctgcctggat atgctcgagc
   943021 atgtggccga gatgaataga accgttagcg tatggtagcg cgcacgtcac caatattttt
   943081 ttcgcgactt gagccatagt gggaaattgc tttctttatg ttgattaaag ggcctttgat
   943141 gttaaccgat aagcgagttt gccgctaggg caagggagcg ggtactgcac cttaagtctg
   943201 aaaggttctg ctggtggatt ttgataatgc agccattagc catcaggatt atgcatacat
   943261 attacgtatt ctctactgta gactcacaca ggtgtggctg agttctggta cactaatgaa
   943321 tgttgttttt aggttgataa cgataatttc aaggagccgg gatgagcgaa aaatcccccg
   943381 agcagacaac acctggcctg ctgcaatcac aaattttaaa ggtccttacg gccttcaccc
   943441 atccgacctt gcaaaaggat ctgaacacac tgcgcgccat tcatcactgt gccttgttgg
   943501 acaatgtgtt gcatatcgag ctggtgatgc cttttgcctg gcaatttggt tttgaaatac
   943561 tgaaagaatc ggtcagcgaa gagttactgg cggtaaccgg tgccaacgcc attgactgga
   943621 aactttctca taacatcacc acattacgcc gtgctaatga tcaaccaggt gtaaaaggtg
   943681 tacgtaatat tttggctgtc agttccggca aaggcggggt gggtaaatcc agtactgcgg
   943741 ttaacctggc actgtcgttg gcggaagggg gcgtgaaagt gggtattctt gacgcggata
   943801 tctacggtcc ttctattcca aacatgctgg gtacgatgaa tcagcggcca acatcgccag
   943861 atggcaagca tatggcgcca attatggccc atggtatggc aactaactcg attggctatt
   943921 tggttactga agagaacgcc atggtgtggc gtggtcctat ggccagtaag gcattgatgc
   943981 agatgctgca agataccttg tggccggatt tagattattt ggtcattgat atgccaccgg
   944041 gaaccggtga tatccaactg acgctgtcac aaaatattcc ggtgacggga gcgttggtgg
   944101 tgaccacacc acaagatatt gccttaatcg atgccatgaa aggcatcgtg atgtttgaaa
   944161 aagtgcatgt gccggtgttg ggcattgttg aaaacatgag tatgcatgtt tgtagcaatt
   944221 gcggtcatct ggagcctatt ttcggtaccg gtggtgcgga gaaactggct gagaaatacc
   944281 attgcaaact gctgggccag atcccgctgc atatttcact gcgcgaagac cttgatcgcg
   944341 gcgagccaac agtcgtcagc cgtcctgata gcgaatttac tgatatttat cgtcagttgg
   944401 cggctaatgt cgctgcggag atgtattggc aaggcgaggc gataccgaca gaaatctcat
   944461 tccgtgcggt gtaatggcag ttttcgctga attgagcgcg taacacactg agccggaaag
   944521 gtcattcaat gatgcttccg gctcaagatc ggcttaaata gccagagatt gcctccttcc
   944581 ttggtattat tcttctgtgt ggccgccaaa gccttgcctt agcactggta tcacacctgc
   944641 taactcctta taattgccgc tcgaagcact tcgtgtgctt tgtctccctt cacacttcgt
   944701 aatcaggtct ttaattttat gactgacaaa gcacatcagt gcgtcattat tgggatagcg
   944761 ggtgcttctg cctccggaaa aagtcttatc gccagcacgt tgtatcgcga attacgtgaa
   944821 caagtaggcg accaacatat tggtgttatt cctgaagatg gttattacaa agaccagagc
   944881 catctgtcaa tggaagagcg ggtcaaaacg aactacgacc acccaagcgc catggaccac
   944941 aatttattgt tggaacattt gcaggcgttg aaggcgggta agcccgttga attgcctctg
   945001 tacagctata ctgagcacac acgtaaaaaa gaaacggttc atttagaacc taaaaaagtg
   945061 atcattcttg aaggtatact gctgctgacg gatatccgct tacggcagga aatgaacttc
   945121 tcaatcttcg ttgatacccc attggatatc tgcctgatgc gcagaatgaa gcgtgatgtc
   945181 aatgagcgtg gccgttcgat ggactctgtt atggcccaat atcagaaaac agtccgtcct
   945241 atgtttctgc aatttataga accatctaag caatatgctg acattatcgt tcctcgtggc
   945301 ggtaaaaata gaattgcgat cgatattcta aaagcgaaaa tcagtcagtt ctttgagtaa
   945361 cgttcgtctg gacctttgct cctttatatg acagtttctg tggtctatgg cagtttttgt
   945421 agcatacacg ctgtaacatg cgaattatta tggagattct agcaatgaga ctgtgcgata
   945481 gggacataga ggcctggctg gatagtggca agctaggtat tgaaccgcgc cccccggtag
   945541 agcgaatcaa tggggccact gttgatgttc gtttaggtaa tcaattccgt gttttccgtg
   945601 ggcatactgc ggcatttatt gatttaagtg gcccgaaaga tgaagttagc gcggctctgg
   945661 aacgggtaat gagtgatgaa atcaatcttc cagagggtga agctttcttt ttgcatccgg
   945721 gggagttggc gctagcggtc accttggaat cggtcaccat ccccgatgat ttggtcggct
   945781 ggttagatgg gcgttcttct ttagcacgtc tcggattaat ggtccacgtc acggcacatc
   945841 gtattgatcc aggctggcaa ggccgaattg tgttggagtt ctataattca ggtaagttgc
   945901 cattggcatt gcgccccggt atgttgattg gcgcactgag ttttgaacct ctctccggcc
   945961 cggcggcccg gccttataat agccgccaag atgcaaaata tcgtggccaa caaggggctg
   946021 tggcgagccg tattgataaa gactagtgag gttattggca acgcgattta tagctcagag
   946081 agtggagggt tgaccgtacc ttagggacgt tccggtggct gacgccactt acaatcccaa
   946141 cggttcgctt tcccttcatt tgacttggtc agcagtctgg actagtcatt ctttttattg
   946201 agaattttag cctgtttgga caagaggacg tcatgagacg attactgaca atgttagtta
   946261 tcctgctaat tgtgttagtt gcaggtatga gcgcattagt gctgttggtg aatcctaatg
   946321 attttcgcgc ctatatggtc aaacaggtag agaaaaagag tggttaccac ttgcagttgg
   946381 agggtgattt gcgttggcac gtctggccgc aactcagcat tatcgctggg cgcatggcgc
   946441 taaccgcacc tggcgcacta gaaccggtgg tcagtgctga aaatatgcgg ttggatgtta
   946501 aactttggcc gttactgtca catcaactgg atgttaaaca agtgatgttg aaaggggcgg
   946561 tgatccgttt gacccctgac agcgaggccc agcaacagat agatgcgccg gtcgccccaa
   946621 ttgcacctgc gggcagtacg ccagtgagcg ataaccgtgg ctggacgcta gacatcaata
   946681 gacttcaaat cgcggacagt ttgcttattt ggcaacgttc tgacaacgac caaattaatg
   946741 tccgggatat caatctcgaa ctcaagcaag gcgggcagcg tcaggtgcag gtcactcttg
   946801 ccagccgtgt taatcgcaat cagcgggact taactttctc aatggtcatt gatgccgata
   946861 tgcatcaata tccccgacag ttcagtgcca atatcagcca gttcacttat aaactggaag
   946921 gggctgatat tcctgcaggg gggatcagtg gtggaggggc gttggaagcc agttatcaga
   946981 gtgatattca gcaattacta cttaatcagt taaattttac tgccaataat aaccaattgg
   947041 caggcagtgt taaggcgacc tttggtgatg tgcctgacta cgtggttaat ttgacctctg
   947101 ataatctcaa tcttgatgcg atctttggtt ggcagccgaa gagttcaaca gccagtaccg
   947161 acgaagccaa acagcctgtc acgacagcac cggttattgc tattcagata gatgatgatg
   947221 tagggcaaaa tttacaagca ttacgtgatt ttacggcgca aacgacggtt gtcgccaata
   947281 atgtggttta tcgcaacatt aacatcaacc agttgaattt acaggcaact aaccagcagg
   947341 gtgacttaca ggtaactcgc ctaaccggta atgcgttgga gggggacttc tcactcgcgg
   947401 gggcattgga tgttacgggc aaaaaagtgt tggctacggt gaatccgctg ataaaccata
   947461 tggaattggg gccagtattg caggctgcag gtttaccgca ggtaatgacg ggtaagtttt
   947521 ccatgcaagc gcagttgtct ggagatggtg tgaatctcgc agcatttaaa catcgctggc
   947581 ggggggaagc gcaagtcagt atgaataatg cccggttaca gggcctaaat attcagcaat
   947641 tgattcaaca ggctgtcaca cgtagtacca atgatgtcaa aggtcaggaa cgctatgagc
   947701 gatacactga ggttaaacaa ctgcaagcct ctctggcgct gaaccgaggt gcagtgaaag
   947761 tcagcggcct caatgccagt tcgtcgttaa tttccgttaa aggcagcggg gggcttaatc
   947821 tcccaactca gcaatgtgac atgaatctag ctgtacgcgt tatgcaaggt tggaacgggc
   947881 agagtagcct tgtcaaaaca ttacaaaata cagatattcc gttgcgtatt tatggcccat
   947941 ggacccagct caattatcaa ttgaatgttg atcaattgct gcgtagtgag ttacagcagc
   948001 gggccaagaa agcgttgggg gagtgggctg aacgtaacca acaaaatcgc cgtgtggacg
   948061 atctgaaaaa gtcacttgat aagttgtaag ccatccatcg gaaacagagg gtggaaacag
   948121 gtagtggaaa taggtagtgg aaagagatag gcccgatggt ttctccaccg ggcctaatca
   948181 tttatttttc caggcttttg ttaattcacc taatctatag cgttatcaat taactacact
   948241 tcgtaatctg gctcaggaat cttcaatggt gttatcttca cttttaagat cctgtggcta
   948301 ttgaccacca gaggttcgaa taagtaatcg ccaatggtca gttgttcacc tactttgggt
   948361 atcctctggg tatgctccat gagtaacccg gccagtgtgt ggtattcacg tttttcatca
   948421 attggcagcg gcaaatagag caccaaatct tccagcggca aatagagcac caaatcttcc
   948481 agcggcatat aaccgttcgc tatccaacag ccatcttcag tttgctgaat atcgtggcgc
   948541 gcatctaact cttcccctgc tacgggtaaa ttacctgcga tagtttccat cacgtcggta
   948601 agggtcacaa ccccctcaat agaaccgaac tcatcgacga caaaagcaaa atgtgtctgt
   948661 gcctgacgga attgttccag agccatcagc aatgaaactt gctcaggaaa gataagtggt
   948721 tggcgaatta atgaccgcaa gtcgagtttt tcattcgcta attgttgttt caataaatca
   948781 attacgtgaa taactcccaa aggttcatca gtagagctat cttcagtaac cacgatccgg
   948841 gtatgcagat ttttcgccag caactgagtc aatttctctg gtgggtcatt gaggtccaaa
   948901 tattcaacat catggcgtga tgtcatgatg ctactgacgg ttcgctgtgc cagccctaag
   948961 acccgttcaa tcatgcgccg ttcttgtgca ttgaacactt cctggccttc gctggtatta
   949021 tcagcgatca gattggcagt atggttatcc aattcagctt cttcgtgttt gccactgagc
   949081 atccgtaaaa cggcctctgc ggtacgttcg cgtaatggtc taaccgttga caggaagcgc
   949141 cgacgattga attgtgcaaa ctggttcagt gactcaataa ttactgagaa accaatagcc
   949201 gcgtacaggt agcccttagg aatatggtaa ccaaaacctt cagcgactaa gctgaaaccg
   949261 atcatcagta agaagctcaa gcacagaatg acaatcgttg gatgtgcatt gacaaagcga
   949321 gtcaacggtt tactggcgag taacatcaag ccaattgcga tacaaacggc gaccatcatc
   949381 accgcaaggt gatcaaccat gccgacggcg gtgatcacgg aatcgagcga gaagatagca
   949441 tccagaacca ctatctgtgc caccaccggc cagaaacgag ccgctttgcg ttgctgattc
   949501 tgctgatgat ctttcccttc cagccgttca tttagctcca tcgtagcttt gaacagcagg
   949561 aatattcccc cgaccaacat aatcaagtca cgtgcactga acgaatgttc agagagagtg
   949621 actattggtg tggtcaatgt agccagccac gaaatacagg ccaacagtgc cagacgcatt
   949681 aacaatgcgc agagtaaacc agtgactctg gctttgtctc gttgatgacg aggaagtttc
   949741 tctgccaaga tggcaataaa tataaggtta tcaataccca atacaatttc gagcacaacc
   949801 aatgtagcca gtcctgccca aatagttgga tccgcgatcc attccatata tccagtttca
   949861 ccttgtattg ctacggctta tgccgtcaat cagaaaaata gccatttgtt aaagaagtgc
   949921 atcgaccaga gtcgatcaca aaaaaatcaa tccaagctaa acgattcgaa cattagccag
   949981 gcacaacaag tcattagccg agcatagcga atcactaact ggactgagtt atgctgatca
   950041 tagcactgat aattaaaaat gaatgacgga agatatagaa atatgccaga tatcaatcat
   950101 attgtaggga gattcggcta tgttatcatg atgttctgtt tgactattgt tacaaaatat
   950161 tttgtacacc cccttcttga aataaattta tataagtaac agaatgcatt taaacgataa
   950221 tgctattgat aatcactatc attctgtatg ataatgtttt catcatttta tccttcagga
   950281 ggtaacaggt gtcaaataca gcacagttaa ttacaccttc ccctataggg ctaattgcgg
   950341 atataacaga actttttgaa aaaacgttcg cacatttctc caggacatta aaagtaaatg
   950401 ctgatgatat ccctgaagaa acgatgagtt tccatacttg gtcaagtatt gataatttcc
   950461 ctacgttaat acagaaatat agagatgaat attatgggga taatgatcta aaacccaacg
   950521 ataaagccct ctattcatta tggagtcagt ggtattttgg tttgattatt ccaccaatga
   950581 tgttgttatt aatagagtat ccacagacta ttgacacaca ccacaaaaat tttaaagtgt
   950641 tgtttcatca cagtggcaga cccgaagtgg tttattatca attaaagtgg caaagtcaag
   950701 atccgggtac cttgcttgag cgttattatt tactgctcaa tcatcatgtt attcccatag
   950761 cagaaaaaat tgagtcttac caaggtataa atggacgctt gctatggaat aacattggat
   950821 acctgatgtt ctggtatcta ggggaattta aaggccgctt aggtgatgat ctctatcaat
   950881 ctattattaa tgggcttttc atggagttat ctttgccgaa tggtcaagat aatcctcttt
   950941 atcggacagt aatgttacgt aatggcacct tacagcggcg tagttgctgc caacgaaata
   951001 aattacccgg cgtcaggagt tgccatgatt gtccgttaga aaaaccccca ttaaatctta
   951061 ttagttagcc aagttcctgc attagacaga aacttggttg tattctttat tttattccgc
   951121 atttatatct acgccttata tttatctaca cttaattata ataaaaaaat ataataaata
   951181 tagcgtcatt aaatgccact ttatatttaa ggatatatta tgtacaaaga tatctatgag
   951241 gaaaaccatt ttatagatca aggtaatgat ataactgatg tgctttgttt agaaaatttc
   951301 ttaaataaag atagcgctga acactattat gagaacgtga ataatattac cgcaaggatt
   951361 aaggctgtat tcaccctagt ggataaacct tttagcgggg tattaccctc tgaactatca
   951421 cctgattttt attgtattga tttaaatcag ccactaacgt cattggatag cgcattagat
   951481 gaattacagc agctatatat taaggatgct atatactttc atcaccctaa atatgttgcg
   951541 catcttaatt gcccggttgt tctccctgca gttctggcag aaagcattat tagtaccctt
   951601 aattcttcgt tggatacctg ggatcaaagt gccggtgcga ccttaattga gcagaaagtt
   951661 ctggattgga cccgcgataa aatggcccta ggtagccagg gcgacggtat tttcaccagc
   951721 ggtggaacac agtcaaatct tatggcgata ctgctggccc gtgatcattt ttgccaccaa
   951781 cgtgatgcta accaccagaa taaattgcag ggattacccg ctgattctca taaatttcgt
   951841 atctttactt cggtggttag ccatttcagt acacaaaaag ccgcagcact attgggcctt
   951901 ggctataacg cggttgttgc cgtgccctat gacagtgaat tcaagatgga tgcgcaggca
   951961 ttggatcaaa gcattgcgct ctgtttatca caaggcaata ttcccttagc cattgttgct
   952021 accaccggaa cgactgactt tggcagtatt gaccccttgc acactatttc gacgttggcc
   952081 aaacagtacg gtctttggtt acatgtggat gctgcctacg gctgtggcct attagtttcc
   952141 tcacactatg aacagctact ttccggtatt gaaatggctg attctgtgac ggtggattat
   952201 cacaagtcct tttttcaacc ggtaagttgc agtgcttttt ttgttaaaga taaacagcat
   952261 ttttcttatc tgacttatca cgcggaatac ctcaatccat taagtgcatc actggaaggt
   952321 acgccgaatt tagtgaacaa aagtattcag accacccgtc gctttgatgc gctaaagctg
   952381 tggttaacgc tacggattat gggagccaaa cagcttggtt tggcttttga acatgttatg
   952441 gatacggcac agcaggctta tcaacttatg ttgcctaatc cgtattttga actaatacat
   952501 cgcccggtat taagcacgct ggtatttcgt tttatgccgg aacagcctcg cagcgatgac
   952561 gatattgatc gaaccaatgc ctatattcgc aaagcgttat tccgtgaggg gcatacggtt
   952621 attgcaggta ccaaagtaaa tggtaaacag tatttgaaat ttaccttcct taatccgacg
   952681 accacactcc agcacctgaa cgaaattgtg gatgccatta ttaccgaggg taaaaactat
   952741 ccgactctct ataacagtca atcatgagat tgatgttgtt tgatcaggag taattagaac
   952801 aatgcgacct tatgacttta ttggcatcgg tattggcccg tttaacctcg ggctagcatg
   952861 tttaacccaa ccactaaatg atgtttgctg tttgtttatc gatcagaaag ctggatttga
   952921 ttggcaccca ggaatgatgc tggaaagtgc aaccttacaa acgcccttta tgtcagattt
   952981 ggtgacgtta gcatcgccta cgcacccatt aagtttttta aattatatca agcaacaggg
   953041 gcggatttac tccttttata ttcgggaaaa ttttttccta ttacgtaagg aatataacca
   953101 gtattgccag tgggcagttg agcaattacc taacttacgg tttaacacgc aggttgatga
   953161 cattcattat gatgaagaca ccgcgctata tcggctgtac tgttctgata catgctcagg
   953221 cagtcgccat gagtttctgt gcaagaaact ggttctgggt accggcccct cgccacatat
   953281 acccgaatgt tgccaacctt ttattcagca aatagtgatg tccggccagt atctggaaca
   953341 taaagtggcg ttacaaaaga aacgcgctat cactattttg ggcagtgggc aaagtgcggc
   953401 cgaaattttc tatgatttgt tgtgtgaaat cgatcgcttt gattaccagt tgaattggct
   953461 tacccgctca ccccgattcc tcccactgga atataccaaa ctgacgttgg aaatgacctc
   953521 acctgaatat gtggactatt tctatcatct tccaccagaa aaacgtgatg agctgaatct
   953581 cacccataag ccattgtata aaggtattaa cggcacattg attaacgata tcttcgatct
   953641 gttgtatacc aaacgtctga acggtgctct caatgtcaat ctgtacacca acagtgaatt
   953701 acagaaggtg agttcgagcc atgatggcaa ggggttgcac ctgtcagtgt tgcagcatga
   953761 acagaatcaa ttattcacat tggagactga aggtgctgtt ttggcgaccg ggtatcacta
   953821 tcagccgcca acttttattg aaggtatacg tcaacatatt cgttgggata ataaagggcg
   953881 ctatgaggtt cagcgtaatt acagcattga tcggaataat acgatttttg tacagaatgt
   953941 agagctacat acccatggtt ttgtgacgcc ggatctcggt atggcttgtt accgcaattc
   954001 ttgtctgatt cgtgaaataa ccggtactga atattatccg attgagaaaa acattgcttt
   954061 tcagcaattc agtgcgccat cactgaggag gaaagagtga tgaacgctga gaggaatatt
   954121 gagagcgata ccgtggtgag gagtggtggt tttcaactcc gcccgctggt gttagcacat
   954181 gatgtcactt ggctgacgga ttgggttaat cgtgaatatg ctcactattg gggaatgcaa
   954241 ggctatagcc cacagcaggt aaaggcattt taccaagaat tgaatacgag ccagcctggc
   954301 ggtgtctttg tgggcgttta tcagcagcag cccgcattct tgttagagcg ttacttggcc
   954361 caacatgatg tgattgccga ttattaccct gcacagcctg atgatgttgg aatgcatatt
   954421 ttggtggctc ctccggttga gagaatcacg ggttttacct ggcgggtttt ccaggccatt
   954481 atgaccttta ttttcagcga tccaacggtc gcccgcatcg tagttgagcc tgacgtgcgt
   954541 aatgaaaaaa tccatcgctt aaataaacga gcgggttttg tctatcaaca gcaactgaca
   954601 ttaccccata aaaccgcttg gttggcgttt tgcacccggg aacaatatcg ccttgcctta
   954661 caaaaggagc atcaatgatg atggacttat cagcgcctct ctccccgcac cagagtttgg
   954721 aactccccca tttgcagccg gtactgtggc aaaaagtgaa tcgcttgcac ttgtgtaaag
   954781 ctatttctga gttttcccac gagtgcttgt tggctcccca acggatgaca gatcaccctg
   954841 atagtgaggg atatgattac tatcagttgg tggcggcggc ggcggacaag ccggcgaact
   954901 atgtttttcg tgctcgtcgc ttggcactgg atcactggtt gattgaccca gattcgttgc
   954961 ataaaaccgt taatgaaaag agcacagatt tagatttact gttatttatc attgagttca
   955021 agcggcaatt gagcatcagt gagcgagtat tgccgaccta tttggaggaa attaccagca
   955081 cgttgtacag cagcgcattt aaacactgcc gcacagggat aagtgctacc gccttggtga
   955141 atgccagctt tcagataata gaaaaggaaa tgatggaggg gcatccttcc tttgtcgcta
   955201 ataatgggcg tattggtttt gatgctcagg actttcagag atttagcccg gaagccgcat
   955261 cagatgtgca tctggtctgg ctcgccgccc ataaaagtaa ggcgcatttt gcctgcattg
   955321 aacaactcga ttacgcgaag ttgatggaac aggaactcgg ggcggaggta ctggccgaat
   955381 ttgaacagca attaatagcc agagactgta atcctcagga ttatgtgctg atgccggtgc
   955441 atccgtggca gtggcagaat aaactgactt cgatattcgc ggctgatatt gctaatcaaa
   955501 ggttggtatt tttggggcag ggcaaagatg cttatcaggc acagcaatct attcgtactt
   955561 tctttaatcg cagccacccg cagcgatatt acgtaaaaat ggcgttatcg atcctgaata
   955621 tggggtttat gcgcggttta tcaccctact atatggcaac gacaccagga attaacgaat
   955681 ggctgtttga cttggttgaa ggcgatgaaa tattgcaagc gtatgatttc aagattttgc
   955741 gtgaagtggc cagtattggt tttcgcaata gctattatga gcaggcgatc accggggatt
   955801 cagcatataa aaagatggcc gctgcactgt ggcgggagaa tccgctgcaa ttaattcaac
   955861 ccggtcagca actgatgacg atggccgcct tgttacattt ggatcaagaa gggaaagcgc
   955921 tactgcctgc gttgattgat gcatccgggt tatccactca gcaatggctg gaacgttatt
   955981 tgcgtagcta tttgtcaccg ctattacatt gtttatatgt ttacgatttg atgtttatgc
   956041 cccacggtga aaatatcatt ttggttctac agaatgccgt gccgcaacat attttcatga
   956101 aagatctggc ggaagaaatt ttggtgctga acactgaggc tgatttgccg gagaaagccc
   956161 ggcgcatcat cgtggatatg cccgatgaga tgaaaaccct gacgatcctc agtgatgtgt
   956221 tcgacggtgt attccgctat ttagccgcag tcttggatca acaaggggat tatcctgagc
   956281 gctatttctg ggcggatgtt gcggcctgta tccgccagta ccagcagcag tatcctgaat
   956341 tagccgctaa atttgcgagc tatccgttgt ttacacccaa aattaaacgc tgttgtttga
   956401 accgcttaca gctcaacaat aaccagcaca tgctggattt agctgaccct gtgcaaagtt
   956461 ttcagtttgc tgatgatttg atcaatccgt tggtagaatt cgaggtatca gcgggttagc
   956521 gcttaataaa ttagtcggtc gttaataaac caatagaccg ttataagcag tcgaccgtta
   956581 taaaccaata gaccggcacc gttgaggagc ctttcagggc ggatgagcta acgcgactga
   956641 cggcggggta tcaccaaagg cttgccggat tcagggtcag taatgatccg gcaacgtagc
   956701 ccaaaaacgg cggcaatgct gtcttcagta acgatagatt ctggtaaacc ttctgcataa
   956761 atttgcccct ctttcaacat aatcaggtgg gtggcataac gcagagcctg attaatatcg
   956821 tgtagcacca ataccagcgt tttcccctgt tgttgcagtt cttggcataa atccagcatt
   956881 tcaatttggt gcgcgatatc caaatatgtg gtcggttcat ccaataaaac aatcggtgta
   956941 tgttgagcca gtgtcatggc aaaccacgca cgttgccgct gaccaccaga gagttcactg
   957001 actctctgct gcaccagact ctccagatta acggcgctga tagcggcttt tacgatacgt
   957061 tcatcttccg tcgaccattg atgaaagaat gattgatggg cgtaacggcc acgggaaacc
   957121 agatcaaaca cggtcaaggt ttcagaaata cttgcgccct gagaaagtag cgataactgg
   957181 cgggcaaaga ccttggcttt gtagtgctga atatcctgtt gatctaacct gatactgcca
   957241 ttttgtggta acaagctacg gctgagcgct cgcaacaacg tcgatttacc acaaccgttt
   957301 gggccgataa tgacgctgaa cgcgccgttt ttaatgctca ggctaagctt attgataata
   957361 agttgctggc cgtagcccag tgacagtttt tgggtggtta aacgcggttt atcactgata
   957421 tcgcccgggt tctccaatgg tgtcatgggg gatgttagct ctctttggga tctcactttg
   957481 ttttcctcac tttggcgtat agcaagctca tcagataaat ccccccgacg gcagccgtaa
   957541 taacgcccac ggggagccgt gaagatgttg gtaatagcaa ggttatgatg tctgacgcca
   957601 ataatagaaa tgcgcccatc aaggcggtac ataacaggga gatgccgtta gcctttacca
   957661 gatgttgggt aatctggggg gctgacaggg cgataaaggc gaccggcccg acaaccaata
   957721 ccgccgctgt tgccagtgcg atggcaacca atagacctag ccaatgcgtc tggcggatat
   957781 tgacacctag cggctgggca atcgcggctc caaggctcag gtaattgagt tgacggctga
   957841 gatataccaa gcccggcata accagtccca atgtcaggct gatgatgccg acatcccgcc
   957901 agtttttctc tgccaaactg ccgctgagca aagcggctaa ctgactcgcc tgttccagac
   957961 ggacttgtga agtcgcaaag ttaacaaatg cgatgcacac ggcaccaacg gcgataccgg
   958021 aaataataat tctctctgga tgagacagga tgctcatgct gcccgcatag actaaagcca
   958081 ctgcagtaca ggcaccgata aatgccccca acggtaccgg catgacccct ggccaaagta
   958141 gtagggtggc aaccacgcca gcggacgcgc cggtggtgat accgataata tcggggctag
   958201 ccaaggcgtt gtgggttgtg gtttggaaaa tagcgccgga aatggccagg gcggcaccgg
   958261 cccccagagc aaccaatgct cttggtaacc gcaattgcag taagataaac tcctcgtact
   958321 ggctaccttc gccagccaat accgccagca tttttccccc ttcgaaacca ctggggctga
   958381 gcattagcgc agcggtgagg catagcaata aaatgggcca tatcagcagc aggtaaaccc
   958441 cggttcggcg ggctggcgct aaaaagaccc aagatcccag cgtcagcgtt ctgactgaat
   958501 caacgggatg catagacgat acctttttta ctgttgacca ccgcgtaaag caatggccct
   958561 cccacggcag cggtgatcac gccaaccatc acttcgccgg gggcgatgat aatgcgggcg
   958621 accacatcgg cactcagcaa gaggattggg ccgagcagta agcaataagg cagtagccaa
   958681 cgaaagtctg agccaatcat ggctcgcccc aaatgagggg ctgccagacc aataaaagcg
   958741 accggacccg ctactgccgt cgcggtagcg gccagcaatg ttgcgcctac taatgccgac
   958801 atacggatcc gaacggtatt ggcccccatg gtggtagcaa cgttttcgcc aaataccatc
   958861 acgttcagcg aaggggcgat ggcgaagatg atcaccaaac cgatgacaaa ataggggagc
   958921 acggccagca tggctgatac tgatgtcgcc gccagagaac ccatgatcca gaagcggtaa
   958981 ttttccaaca ccgcagggtt gagtaacacc accccctgta cataggcaaa caggcaggca
   959041 ttgatggccg cgccggtaag caccaaacgc accgagtgcg tattccgttg cccgcccccc
   959101 aacagataaa acaacagggt ggctagtgct gcaccgagta gggcaggcca aaaatgcggt
   959161 attgctgcca gtgcggggaa gaacgcaaaa ctgacgataa tcgctgatgc accggcattg
   959221 acacccaata atccggggtc accaagtgga ttgcgcaata gcccctgagt cactgcaccg
   959281 gagagggcca gtgcagctcc agccaatagg ccaatcagtg tacgggggat ccgggcatca
   959341 atgaccagat cgttatagct gatatgagcg gcgggcatat tgatgtagta catctctata
   959401 tagtgccaga ttgcgctgat tggcaaggtc ctcgccccga gagtcaggct gactaacaca
   959461 cacattaatg tgagcagcaa taaccctatc catcctaaga tgcggtattt tcgtaattgt
   959521 tgaaccgtgt tatctatcat ggcagtgtct ctttggtatc agccaaatgg cgcgcttttt
   959581 ctgcgagcaa tggcataaag cgttgcaacc cccactgaac gctcagcggt gtgccatagg
   959641 acatcgccat gacaatcgct tggtcggtca gcgggatata cccgccgcgt tgcacggcag
   959701 ccatcgcgtt gaataagggc ttttcttcaa cccgctgccg ttcttgctcg ctgctatacc
   959761 aggtgactaa aatatcggca tcatccaact gatctgcatt ttccagccca agattagcag
   959821 caaagctgcc tcgcgatgcc atgaggtctt tgatggatgg ggcgagttgc atacccgtgg
   959881 cgattaaggt gtcaacccgt gggtcgcctg cgacatacac cgacaagttg gtattgctac
   959941 tggccgcttt aatgtaggca aaacgcaggt ttttaatccc cggaaccgtt tggcccgcag
   960001 cggataaggt gttttttaac tcttgcaata acgggtagat ctgtgactct tctccgagtg
   960061 tttggccgat taattcaact tgttgtgtga ggctggtcag ccacggccgg ccgggataag
   960121 ccacgacggg cgcgaagcga gatagttggt tgtacaggct ttggctcatc cctgactgag
   960181 tcgcgataat cacatcgggc tttagattga ttaactgctc aatatccaac tctggataca
   960241 tattaagcac ctgaggcaac ggctcgcccc gttgttctaa tgcttgtctg aaccaaggca
   960301 aataaccttg cttatcacct ccccatgtgt gggattcaat acccaccggg atcttgccca
   960361 atgccagcac aatgtcttct gcgcctgcgc cgagggccac aatacgctga ggtggacgct
   960421 caatgaccgc cgtgccaagt gcgctggtga ttttccgtgg gaaaccgttt gcttgcgtgg
   960481 tgtgcacagc gccggtttcg gcctggctat cgccgacaga aagcaaaaaa aatagcgcaa
   960541 gtagacccgc taatataaaa gaaatatcgc ctaaccagcg gggggctaat gtggtgcagg
   960601 ttcgcgtttt attcatttgg tgtatccata tcgtgctttc tgaagacgtt ggcaaaagat
   960661 acagccggaa aagtggccgg ctgtgagggt atccaactgc aatccttaga aggtgtagcg
   960721 cacggtggca tcgacattgc gtggtgcgcc taacaagtat tggttgtatt ggccgatttg
   960781 tgtgtagtaa tgctgattaa acaggttatc cagattgacc gttaaggaga gctgaggggt
   960841 aaactggtag cggctcatca ggctgtaaat ggcaaaactg ccttgaccga tttgttgaat
   960901 accgattggg ctactgaggt ttctggcgat ttggctttgc cagttgacgc caccgccgag
   960961 ggtcagatcg cttagttgcc ccggtaaggt ataggtggtg aagagtttta agactttccg
   961021 tggtgtgact ggggtgacag gtgtctgggt atttgagctc ggtagtttca cgttgtactg
   961081 ggtatagccc gcagaaatat tccagtcttc agtcattttt ccactgactt ccgcttcaaa
   961141 accacgggtt ttagtaccgt cgacggcgaa gtaaggctgg ctgttatccg gcaagcgggg
   961201 ggcggtggtg tccggtacgg gcatattatt ctgacggatt tcaaacactg ccagtgaata
   961261 atcaagacta ttatcgaagg caacaccttt caaaccggct tcgtaattct gcccactcac
   961321 cggggccaat aatgtgttat tacggtcccg acggttttcc gggttaaata tttcggtata
   961381 actggtataa accgacaaat cgcgattaat gtcataagtc aggccgctgt atgggacaaa
   961441 ctcattctta taacgagcat tttgtggcgt accgaagtta tcaccacggg tttcccaagt
   961501 ggtcaggcgg ccaccaagga tcaaggttaa cgggtcaatc agagagagtt gggtcaccac
   961561 atactgcgag gattgatcgc tgcgcccttt cgaaccataa gcccgtttat cactccaaac
   961621 aggcttagga tattgccagc ccggctgggt gaaatcccca aggtcgggac aggttctggt
   961681 ggcattacag gtcgccagat aatagtcgtt atcaatattt tgtcgttgac gattccagcc
   961741 caaacccaac tgatgttggc ggccaaacag gctgtactga ccattgactt gaatatcgta
   961801 attttgctga cggcgggcac catcaatcag tgacagactg cctggccgca tacctatatt
   961861 ggtttgtggg tcgggataac cggtgggcca catcacgtct tggcgcagct tatcgttatc
   961921 aaaggtaaag gtgcctttaa tattccagcc gttatcaaaa ttgtgttgca gactgctaaa
   961981 cagcgtttga gttcgggttt cggcggatgc ccaatccgat gcggtggtgg cggattgggc
   962041 ataatttgtc cgcccaccag cgctgttaaa caggggaagc ccaccaaaca taccgccccg
   962101 ggttagagtc cgttgtgtat cggcaccaaa ggtgaatagg gtattggggg tgacatctat
   962161 ctccaagata ccgtaaaacg ggtttttact ttgatcatag cggttaacaa aagagttctt
   962221 atcttcataa gccgtgacaa aacgcccgcg cacactgcct tcactattga gggggccgga
   962281 gatatctagc gccgtccgcc atttctccca tgaaccaaca cctgccgaca cactgccgcg
   962341 aaaatcctgc gtggggcgtt tgcgcacaag gttaataacg gcggaagggt tacccggccc
   962401 agccattaag cctgccgcac ctcgaaccac ttcaatacga tcaaacatat cggtatcaag
   962461 cgtgttatca ccataattaa agcgggtatc gtaaaaggtg gcgacgccat ctcgcataac
   962521 attattaacg gccatgccgc gagaggtaaa accgaaacga tcactgtcaa actggcgcac
   962581 actgatgccg gtgatgttat tcacggcact ttcgacgctg ttcaggtttt gatcacgcat
   962641 gcgctgttta gtcagaacac ttaccgactg tggggtttcc cgtgctgaaa tattcaggcc
   962701 agttgctgtc gacattgatg acgtgttgta gctgccactg tcttctgtga cgccagcatg
   962761 acgcaatggt gatgccgtaa cggttatggt ggtatttgca gggttgtttt ctctttcttt
   962821 tttctgacta ttattctcgt cagtcgcggc atatgcacaa cccaacaacg atacattagc
   962881 agcaagcacc catgccgctg gtttgatagg gtgtgtgcag ttaaaacgca ctcggctttt
   962941 gccgtgattt ttttctagta ttctcatcta attattctca ctaaataaaa atatgggaag
   963001 tttgtcttta tggtgttgtg aaaatgccag tcatggcgtt tcaatatatt gatttttaaa
   963061 aaatataatg gtctaagagc ttggcgctat aaaacgtgat acagccaatt caggtatgct
   963121 gtaaaaacag gtatgtcgta aaaaccgaac atcgtaaaac tacggtctga ccacgtgggt
   963181 cagtatgtgg ttttgaaaac atgaattggg ttgactaagg tgccggcaaa tttcagattc
   963241 ttctctcgat catcaagatc gatcatttgt tggttattcg ccatttgcag ccgattcaga
   963301 caggtacgaa caaaatcagc tttaaagaga tcgaacttct tgaatttttt agccatggca
   963361 gggtgttggg cttgataggt atggatgcaa tcagccacca accgccagaa ttggtgctca
   963421 ttaagactca aatctttttg cagtaacggc gtgaggtaac ggaagaagca gtcgaaaata
   963481 tccagcaaaa tataattgat cttcatatcg tctttgacgg tgacatggag gaatttgatg
   963541 gcatctggta gacgaatatc cccatttaaa atagcaattt cctcaccgat atccttcatc
   963601 aagacatgga ctggaacgtt actttccagt accaacatca ggttttcccc atggggcata
   963661 aataccaagt cgtaagtaaa gaaggcgtgt aatagaggcg aaagataggc atccagatag
   963721 tgtgttatcc atgcctttgc acttaacccc gatgagtgta ccaaggcgga gactaccgag
   963781 ttaccgtcat tatcactgtg cagtaaagag gccatcgtca ttaaacgctg gtggccaaca
   963841 agttttggca tagggctttc tcgccacagg gccgagagca tttttttatg gggattatct
   963901 ttaattaaag cggtttcaaa atgggggttg aaatacccca tggcggctct ttcgcagagt
   963961 aaggtaaatt tcttctgctg aaagaaagta tcttgcttaa ttaaactgct aagccattca
   964021 ttaaccaatg gcgtggttac catgctatgg ggggaaagcc cgcgcataaa gcccatattc
   964081 aaaatagata atgccgtctt aacataattt ttgtgtggat tagagagatt gaaaaacgtt
   964141 cgaatggatt gttgagccag ataactatct tgcccttgtc ctaaataaat aatatcgtta
   964201 cgtgcaatat ctgcagcaaa gctggtggca atcctttcat gccattgcca ggggtgcagg
   964261 ggtgcagggg cataaagaaa taatcttggg cggtcaaccc gcgagaagtt aaatactgag
   964321 taaactgttc ccattggtaa tcgcccaact cctcctgcat taattgtggg tagctaaggc
   964381 cggtaaaact ggaaaatacg gttttatcct gatgcactgc gatccagatt aaattaattg
   964441 gatgggcgct ttctggtgca taggcagcgt agtctgtaat atcaaaacca atacggccat
   964501 tattcgcgat aaaaacgggg tggccctcgc tcatcgctgt ttctactgtt tggtaattgg
   964561 cgtgaaccaa ttgcgtggcg ctaaggttat tatgatgata cttaaaagcg taaccataaa
   964621 gggtactgga gatttcatcc aaatagacgg gcagcatttc ttctgagata ccaagccggt
   964681 tgtttaattc aataatcagc tgtaatgcat ccagtagctg cgcgtgccca tcaagggttt
   964741 tggttaaggt gcttgggtca atatccaggt ggtcaagttg ataacatttt gctttaaaaa
   964801 ggtattctat tcggtcttgg tctggagtga agctatagtg gtgatagcca tcctctggtg
   964861 taaccaagca gactggggca atcaatttct catgagtcag ttcacgcagt attttcccta
   964921 ctaaatgtgc attggcatga gaccaatttt caccattaag atgttggata ttattttcat
   964981 tgaattgacg ttgtgaaacc atctctatag tgtccctatt agtagaggat gaattaattg
   965041 aagggtaagc cctgaattcc tttatggttt aatatccata tgcaatttat gtacatattt
   965101 aatgtgggta attctaaagg taaataaaat agtaaaggcc attaccccat tcaaggttaa
   965161 tcatatatat caccacccct atccaaatgc aaatgattat tatttataca agactctaat
   965221 catttctttc gctattgagt tatgtaatgt aacaacgtta ctggtttttt aatttgttgg
   965281 tatggcggta tagggttaag gtgaaataaa tatattgctt tgttatctat aggcttctac
   965341 agagttaaaa tacgatgagt atctctctag gataatagcg tcaggcgagt tgggaaaaat
   965401 aaccatgtgg atataaaaat agtcgaaata aaatttggtt ataatgaaac tgttgtttta
   965461 gataacttat tggtcttgtt gctatttgca gtgggtgtgt tgaattttca agaagatagg
   965521 tacattgtca ttcggatgtt gttctagaga aaatttctgg ttatattatt tcatatgttc
   965581 acgtcactaa ataattgaat tttttcttaa ctcttggttt ctttattgtt ttttgttttt
   965641 aaaatacagt atcaattttt tactaaatgt atctgttatc gagaggttta ttgatacttt
   965701 taaaaggtaa tcaagaacct tctgatgtaa actggtggaa gctaaatgaa taataagtca
   965761 ccactgattg tctcacctgg cttacagcat taatcaccct ctgtgatact taaagtcatt
   965821 agcgttacgg gtaggcagca ctgatgaact ggcttagaac agtgattcgg atgaaagaat
   965881 gtggctaaca acgctgtaac ttcaggtaag aaggggacag cgactcaaaa ttgaagaggt
   965941 cagagtcatg aagtgtttaa aagccgtcat tcctgttgct gggcttggca cccgtatgtt
   966001 gcccgcgact aaagctattc cgaaagaaat gctcccggtc gtcgataaac ccctgatcca
   966061 gtatattgtg gatgaatgtg ttgccgcagg ggtcaaagag atcgtactgg tgagccattc
   966121 atctaagaat gcgatagaga atcattttga tacttcattt gagctggaag ccgcgctgga
   966181 gtcacgggtt aagcggcagt tattaaaaga gatcaaaaat atttgcccag cggatgtcac
   966241 cattatgcaa gtgcggcagg gccatgctaa aggtctaggg cacgcagtgt tatgtgctaa
   966301 atcgatggtg ggggacaatc cttttatcgt catgctaccg gatgtactac tggacgattc
   966361 aacggctgat ttatcaaaag aaaatcttgc cagtatgatt aaacgcttcg aagaaaccgg
   966421 tcatagccaa atcatggttg agccagtgcc caaagcggat gtctccaaat acggtattgc
   966481 ggattgtggc catgtggcat tagcaccagg cgaaagcacg ttgatgacag cggtggtaga
   966541 aaaaccctct atagccgagg ccccgtctaa ccttgctgta gttgggcgct atgtattgtc
   966601 taaaaatatc tggccgttgc ttgagaaaac accacgtggt gcgggggatg aaattcaact
   966661 gaccgatgcc attgcgatgt taatgcagca agagcccgta gaggcatttc atatgacggg
   966721 caaatctcat gattgcggcg ataaactggg ctatatgaaa gcttttgtga cttatggcgt
   966781 tcgtcatcat actgaaggtg aaaagtttac tgcctggcta aaacagcaac tcgattaaat
   966841 aatatcttgt caggctgagt gttattgtca ggctgagtgt atgccgattt ttaatttagc
   966901 gtagagaatc tgtaggtaag catgaccaaa ttgaaagcag tcatccctgt cgctggttta
   966961 ggcatgagaa tgctcccggc gaccaaagct attccgaaag agatgttgcc aatcgttgat
   967021 aagccactta tccagtatgt ggtgaacgaa tgtgttgctg cgggcatcaa cgaaattatt
   967081 ctgataaccc attcatccaa gaacgccgta gaaaaccatt ttgatacttc ctatgaattg
   967141 gaagcgatgc tggaggcccg tgttaagcgc cagctattgg atgaagtgca gtcaatttgc
   967201 ccaccgggtg tgacaataat gcatattcgt caggggcatc cagaggggtt gggccacgct
   967261 gttttatgcg ccaaaccgtt agtgggtgat tcgccatttg ttgtcttgct gccagatgtt
   967321 ctaattgatg atgagcaatc tgatttaacc cgcgataatc tggctcaatt agtgcaacgt
   967381 tttgaagaga ccggggtcag ccaagttttg gttcattcgg tagatcctga aacgctgtct
   967441 aattattcgg tggtttcctg tgagaaatcg accttgttgc caggggagag cagccggatt
   967501 aatgccatga tcgagaagcc acaaagttcg gcagatttac aatcaaatct gtctgcggtg
   967561 gggcgctatg tactgtcagc gcatatttgg ccattgttgg aacagacgaa acccggcgct
   967621 tgggggcgta tccaactgac cgatgctatt gatgctttgg ctgcggtaga ggcggttgat
   967681 gcggttgcct taaccggtaa gtcctataac tgcggtgaga aactcggcta tatgcaggct
   967741 tatgtggctt atggtttgcg tcacccacag caaggggctg aatttaaggc atggctaaag
   967801 gatttcgtcg cgtaaattca atctacgata acgggtatat agacgatagg tgtatatacg
   967861 ataattaaaa agcaatcctt ggcagtttag gccgcgccat ttgtggcgct ttgctctttg
   967921 cctatcctca ccgttctaaa agagcgttat cgggggctgc cagcaatctg aggtaatcct
   967981 cgcgatagat ctttgtacaa actggcaggt ggatttgcat ttattggccg ataacctcgc
   968041 gaaagcaaac gtgtgcgcac agcaactagt cagttgtgct atctatcgca ccaatcacta
   968101 cccagctgac ataatcctga gttaacatgt ttcccacatc aaaaacctgt tggccttaag
   968161 gctggtaaca ggtgtcatcc ttcagacagg agttttttta atgtccaaac aacagatcgg
   968221 cgttgtcggt atggcggtga tgggccgtaa cctggcgctc aacatcgaaa gccgtggcta
   968281 ttccgtttct atttttaacc gttcatcaga caaaaccgac gaagtggttg ccgagaatcc
   968341 aggtaagaat ctggtgccga gttataccgt tgaagagttt gttgattcac tggaaaaacc
   968401 gcgccgtatc ctgctgatgg tgaaagcggg tgaagcaaca gataaaacga tcgcttcact
   968461 gacgccgcat cttgataaag gcgatattct gattgatggt ggcaatactt attacaaaga
   968521 caccattcgt cgtaaccgtg aactttctgc acaaggcttt aactttatcg gtaccggcgt
   968581 gtctggtggt gaagagggtg cattgaaagg cccttctatc atgccgggtg gccagaaaga
   968641 agcctacgaa ttggttgccc cgatccttga gaaaattgcg gcccgtgctg atgatggtga
   968701 cgcctgcgtt gcctatatca gcgctgacgg tgctggccat tacgttaaaa tggttcacaa
   968761 cggtatcgaa tacggtgata tgcaattgat cgccgaagcc tattcactgc tgaaacagtc
   968821 tctgggtctg agcaatgaag agctggccag tacttttgct gagtggaaca aaggcgaact
   968881 gaacagctac ctgattgata tcaccaaaga catcttcacc aagaaagacg aagacggtaa
   968941 ctatctggtt gatgtgatcc tggacgaagc tgccaacaaa ggcaccggta aatggaccag
   969001 ccaaagttct ctggacttgg gtgagccgtt aacactgatc actgaatctg tgtttgcccg
   969061 ttacttgtct tctctgaaag atcaacgtgt tgctgcctct aaagtgttga ctggccctaa
   969121 agttcagcct ttcactggtg ataaagccga gtttatcgaa aaaattcgtc gcgcgctgta
   969181 tctgggtaaa atcgtttctt acgcacaagg tttctctcaa ctgaaagcgg catctaacga
   969241 gaataactgg gatctgaatt acggtgaaat cgcgaagatt ttccgtgctg gctgtattat
   969301 tcgtgctcag ttcctacaaa aaattactga tgcttatgca gaaaacgcag atatcgctaa
   969361 cttgctgctg gcaccgtact tcaagcaaat tgctgatgaa taccagcaag cgctgcgtga
   969421 tgtggtgtct tatgcggtac aaaacggtat cccaacgcca acattctctg ctgcgattaa
   969481 ctattacgac agctaccgtt cagccgtgct gcctgctaac ttgatccagg cacagcgcga
   969541 ctatttcggt gcgcatacgt ataagcggac agataaagaa ggtgtattcc acactgagtg
   969601 gatggcgtaa tccctttaac ggcgactgtg ctttgccatt ctgggatcgc gcagtgctcg
   969661 ggtgcctcac gtattgcgtg tacgctccgg gcgcggttga cgtcatagaa tttaagatac
   969721 cagcgactca tccgttttaa cgctgcccaa taaaaacgcc tccagtgata agttggaggc
   969781 gtttttttgc cagtgaatca gccagagaat tatttctcgt ggcgttcccg caggcggcca
   969841 atgacggtac tgaaatccaa atcttgatcc tgcaataaca ccagcaggtg atacatcaaa
   969901 tcagaggctt cattcgttag ctcttcacgg tcattcactg tggcggccag tgcggtttca
   969961 accccttctt cacccacctt ttgcgcgata cgtttggtgc cgctggcata cagttttgcc
   970021 gtgtaagaac tggctggatc agcagactta cgcgatgcca acaattgctc cagttgatac
   970081 aggaaactcc agtcactggc cgcaggcgcg aagcaactgc tattgcccaa gtggcaggtt
   970141 gggccgatag gcttcaccag aatcagcaac gtatcgttgt cacaatcagg gtaaatattc
   970201 actacgttaa ggaaatgacc agagctttcg cctttggtcc acaaacgctg tttggtacga
   970261 gagaagaagg tcactttgcc ggttttctca gtgaccgcca gtgcttcctg attcatatac
   970321 cccatcatca gaacttcgcc ggatacggca tgctgaacga tggctggcat caggtgatcg
   970381 actttttccc aatccaattg gttgatttgt tgttctgtta acacactctt atctccacgc
   970441 cctgttcaga caaatacttt ttcaattcgc cgatattaat gatttgttta tggaataccg
   970501 atgccgccag cgcgccatca acatccgcgt cgcggaaggc ttcaaggaag tgatccggtg
   970561 tcccggcacc gccagaggcg attaacggaa cgtggcaaat agcacgcatc tgttgaagct
   970621 gacgcaaatc atagccgtta cggacgccgt cctgattcat catatttaat acaatctcac
   970681 cggctccccg taactggacc tctttgaccc aatcttcggt ttgccacgtg gtggctttgg
   970741 tacgcttctc atcaccggta aactggtaaa cctgatagct gtcgctttcg gtgtcatacc
   970801 aggtatcaat tcccaccacg atgcattgta cgccatagcg gtcagccaag cgggtaatga
   970861 gtgttgggtc tgccaatgcg ggagagttga ttgagatttt atccgcaccg aatgtcagga
   970921 tctggcttgc atcttcgaca cttttgatcc ccccggccac acagaaaggg atatcgatca
   970981 cttctgcgac ccgcgctacc cagcttttat cgacgacacg gccatcggat gaggcagtga
   971041 tatcgtaaaa caccaactca tcagcccctt cttgagcata gcgctgcgcc aaaggcacga
   971101 tatcgccgat gatctcatga ttgcggaact gaacaccttt aacgacctgg ccgtctttca
   971161 catccagaca aggaattata cgttttgcca gcatgcgata gcctccttca cgttaaactt
   971221 gccgtccagt aacgcacggc caacaatcac gccctgtaca ccgctgccgc gtaagcgggc
   971281 gatatcatcc agacagccga taccgccaga tgcctgaaac gcgacttgtg gatagcgctg
   971341 gcacacttcc tgatacagtt caacattcga gccgctcagc gtgccatcac gcgaaatatc
   971401 ggtacagagg acgtgcttca ggccgtaagg caggtattgc tcgacgattt gctctaacgt
   971461 tgcatcggaa ttttcctgcc agccactgat ggcgacgtgt ttgcagccag cctcattaat
   971521 gcgaacgtcc aatgccagca cgatggcctc ggcaccgtaa cgctcaaacc actgctgcac
   971581 catttcgggt tgcttaacgg cggttgaacc caccaccacc cgtgcagccc ctgcttccag
   971641 taaagccacg acatcttgtt cattacggat accgccgccg acttgcaccg gcacatcaac
   971701 accggccagt aactcgcgca gtagtgggat ctggcgagcg gccggatctt tggctccggt
   971761 caggtccacc aagtgtaaaa cctgagcacc ttgctgctga taatcttgta aacgcggcag
   971821 cgggtgattg ccgtaatcac gttgctggcc gtaatcgccc tgatgcaaac gcaccacctt
   971881 gccttcgatc aaatccaaag cgggaataat catggtgctt acatctccag aaagtttttc
   971941 atcaattggg ccccagccgc tccggaacgt tccggatgaa actgcacgcc aaagaagttg
   972001 tctttttcta ctgcggcggt aaatggctcg ccgtagttgg tttgggcgat ggtatttggg
   972061 catattggca ttgcatatcc atgcacgaag tagaaatagg ttccgtcagg gataccacgg
   972121 aacagatggt taccggcttg tgcggtaatc tgattccacc ccatatgcgg cagcggcaga
   972181 ccaaaatcag tcatcttttt tactggtgca tcaatcatcc cgagggtggt gatcccgcca
   972241 ctttcctcac tgctggttgc cagcaactgc ataccaaggc agatccccag cacgggttga
   972301 gtacaacttt tgatcagttc gataagctcg cgttgcctca attgttccat ggcggcatgg
   972361 gcggtgccca cacccggcat aaacagtttg tctgctcgca agacgactgc cgggtcgcgg
   972421 ctgataaccg gtgtataacc caaacgctgt accgcatagg tgacagagga gagattggca
   972481 caaccggtat ccaggatcac cacatccatt acagcactcc ttttgaactt ggcagggtat
   972541 tgccttcaac gcgaatggct tgacgcaagg tacgaccaaa tactttaaac aggctttcta
   972601 ctcggtgatg atcgttgcga cctttggttt tcaggtgcaa ggtacaggcc atggcatacg
   972661 aaagggagcg gaagaagtgc tcgaccatct cggtgcttag atcgccgaca cgctggtagt
   972721 taaattcagc tttgtattcc aaatgcgggc gaccagaaat atccaaggca cagcgtgcca
   972781 ggcactcatc catcggcaat acaaaaccaa agcggccaat accccgtttg tcacccagtg
   972841 cgatgttgat cgcttcgccc agtgccagcg cggtatcttc cactgtgtgg tgatcatcga
   972901 tatacagatc gccgctgacc tgaatatcca tgcgaaaacc gccgtgggtg gcgatttgat
   972961 ccagcatatg gtcgaagaag cccacgccgg ttttaatttt gcttccccct tcgcgatcca
   973021 gccaaacatt aacgtcaatg gcggtttctt tggtcacgcg attaacatag gcgtggcggt
   973081 cgcgctgggt cagttgtttg gcaatttgcg tccagttcaa gccatcacgc tgataacgta
   973141 acccgctgat gcccatgttc tcggccagtt gtaggtcagt ttcacggtca ccgatgacat
   973201 agctattggt gctgttcatc acgccatctg ccagatagct ttctaccagc gcggttttcg
   973261 gtttgcgaca ggtgcagtta tcctctggca gatgtgggca aatcagtatc tgttcaaaat
   973321 tgatcccctg agacgtcagg atttgcatca tcaggttatg tggcggatcg aaggtttcct
   973381 gcgggaaact gctggtgccg aggccatcct gattagtgat catcaccagt ttgtagtctg
   973441 ctttttgcaa cgccagtaat gcgggaatga catcaggctc cagcgccagt ttatccaacc
   973501 ggtcaacctg ataatcagtt ggtggctcgg caatgatggt gccgtcgcgg tcaataaaaa
   973561 gaaatttctg gctcatatcg ttcccttacg gatgctggag gtctgagaat aggttttatt
   973621 ctggttatca atgttatttg agttatcaat gccgggcagg ggggcaaggg cggcaatcac
   973681 tcgctcacac tcctgacggg tgccaatggt gatgcgcagg cagttggcta accccggttg
   973741 tttattttga tcacgcaaaa taatgccctg atcccacaat gcgttgaata cgctgctgga
   973801 cgcggtaaag cgggccagca aatagttgct ttcgctggtg aacacctgtt cgacacaggc
   973861 gcaatcttgc agtgcggatt gtagccatgc gcggttagct cgtacttcac tgacccgttg
   973921 gcgcatttgc tcaatcccct ttgggctgag tgcttgcgcg gcaatatccg ccactggcgt
   973981 agataacgga tagggggcga tcactttaag cagcaattgg atgatatcgc tgttggctaa
   974041 cgtaaagcca caacgtaaac ccgctaatgc aaaggctttc gataaggtgc gcaaaatcac
   974101 taaattcgga taatctttta gccaattact gaccgatgct tgtggacaaa actcaatata
   974161 ggcttcgtcg atggcgacaa tcgcgcggcc ttgcgccagt gccagcaccg cctgtaaatc
   974221 agccgggttg attaaattac ccgtcgggtt atttgggctg caaacataga tcacttttac
   974281 ctgttccaga ttgttggcaa tggccggtaa atctaactgc cagtcagcct gagcgggtac
   974341 ggtgcgccgt tctacaccaa aggtttcagc actgacagcg tacatgccgt aggttggtgg
   974401 gcagaataaa atggcatcct gacccggctc acagaacgcg cggatcagca gttcgatccc
   974461 ttcatcagca ccacgactaa ccagtacttg ctctggcggt aaaccggcgt aagcggcata
   974521 gcgctcaata acgtgcttag gctgacactc gggatagcga ttgaaggttt gcgtggtcaa
   974581 ctgatattca gtgcccagcg gatattcgtt ggcattcagc cagacatcgc cattaccgcc
   974641 taaccgacgt gcggacatat agggagtcag agcacggatg ttggcacggg ccaggtccgt
   974701 gacgttatta gattggctca tgcttactcc ttattcacgg cggtcagggc gttattcaag
   974761 gcggtaacgc gcagggtaac tgcatttttg tgtgcggtca gttgttcggc ctgtgccagt
   974821 gtttcgatgg tggaggccag ccctaacaaa ccctgtggtg tcaattgctg tacggtcatg
   974881 cgcttaacaa aatcagccaa acctaaactg gaataggttg aggtataacc gtaggttggc
   974941 agtacgtggt tggtgcccga ggcgtaatcc ccagccgatt ccggtgacca atcgcccata
   975001 aacacggagc cagcgttatc aatctggtca atgatttctt ctggttgacg aatttgtaga
   975061 atcaaatgct cagggccgta tgcattactg atatcaatgc attgctgtaa atcgttggtc
   975121 acgatcaaac ggctgctttc cagtgcctga cgggcaatat cggctcggga taacagcgcg
   975181 agttgttgct caacttcgac tgccaccgct tgtgcgatag cggcatcagg tgtcagtaag
   975241 atcacttgag aatcaggccc gtgttccgct tgtgagagta aatccgccgc gataaacgca
   975301 ggtgtagcac cgctgtcggc gatcaccaac acctctgatg ggcctgcggg catatcgatg
   975361 gcagcaccgt ccaggcgctg gctaacctga cgttttgcct cagtaacata agcgttgccc
   975421 ggcccaaaaa ttttgtgcac tttaggcacc gattcactgc cgaatgccat ggcggcgatc
   975481 gcttgtgccc cgccgatctg gaacacttcc tgaataccgc acagttgagc ggcatacaaa
   975541 atttcatcgg caataggcgg tggagaacat aaaacgaccc gctgacaacc ggcaatacgt
   975601 gctggggtgc cgagcatcag tacggttgat ggcaacggtg cagaaccacc gggaatatac
   975661 aagccgacgg aagcaatcgg acgcgtgatt tgctgacaac gcacacccgg ctgagtttca
   975721 acatccacca ccggcatttt ctgcgcattg tggaagattt caatattacg taccgcctgt
   975781 gccatggcgt gcttgacatc gtcactcagg cgcgccgagg ccgcagcgat ctctgatgca
   975841 gtgatacgga tatccgcgac ctgcacatgg tcaaaacgct ggctaaaatc acgcagggcg
   975901 ctatcgcctt ccgctttcac ccggtccagg atgtcactga ccgccgcagt gatcctctcg
   975961 gatgcattga tggctgggcg gctcaacagc gctttttgct gttcttcact gcattgttgc
   976021 caattgatca gggtattgaa attcgtcggc tgcatgggtt actccatcat tttttcaatc
   976081 ggtaatacca gaatggagct ggcacccagc gccttcaatt tctccatggt ttcccagaac
   976141 aacgtttcgc tgctgaccat gtgcatggca acacggctct tgtcaccggc cagtggcaga
   976201 atggttgggc gttcagcccc tggtaacaga gtaatgattt cgtccagacg ttcgctcggc
   976261 gcgtgcatca tgatgtactt ggattcacgc gcttggatca ccccttgaat acgggtcatc
   976321 aggcgatcaa tcagttgctg tttatcaacg gacatttcac catcacgttg gatcaggcag
   976381 gcttttgagc ggtagatcac ttcaacttca cgcagaccat tggcttccag cgtggcaccg
   976441 gtggatacca aatcacagat ggcatcggcc aaaccagcac gcggggctac ttcaacagaa
   976501 ccattcaata aacaggattt aaaacgaacg ccttgtttat cgagatactg ttttaaaatg
   976561 tgcggataag aggtggcgat acgcgtatct tgcaggcatt gcggcccagt gtattcagca
   976621 tccagtgggg cggccagtga aaggcggcag ccaccaaaat ccaggcgacg tagggtgaaa
   976681 tagcgagggt cgtcgccttg agcgcggcga ttaagtaact cttcttccag cacgttctcg
   976741 ccgataatac ccagatcgac cacaccatcc atcaccaaac cggggatatc gtcatcacgg
   976801 acccgcagaa tatcgatggg catgttctct gcgaaggcta tcaggcgctg ctgttgcagg
   976861 ttgattttaa tcccgcagcg ggacaacaac tcttgggatt catcactcag gcgacccgat
   976921 ttctgcatcg cgatacgtaa acgtgtttta tccagcatgg taatcctctt aatttattaa
   976981 tttatcccct tcgtccttga cgtcgcaggg ttgttagcta cattcactcg cccaacttac
   977041 tgactcattg actcacttga gccagctcat tgggtgtcgt tcgcttaccg cctgcctgca
   977101 atgccaatta cgttgggtct ataaaatgat gagcaataaa aaagccctcg gaagattatc
   977161 ttccgagggc tctctactgc gttctctacg ccacctggaa gattcgttaa ccgtcttcca
   977221 gcacacatcg gcctgtaaga ctagtcagga tgatggtggt gatggtgatt aaattgaacg
   977281 cgattcatag tggcttctct gtttgggctg ttttgaataa atcaaagaat taatcaaaat
   977341 agccatattc ggaacgtgtc ataatttctg tcaattaacg taaaccatca ggctggtaca
   977401 gcgcaacctt tttctggcca gatgctttta tttcacagtg gctaaaatga atttattttc
   977461 cataaattgt ttcttttatg gtgattatca ctgaatttta attttcagta agcagattgt
   977521 ttctttgatg tgccattgtg ccgatgaaag aaaagaaaga cctaataatt gttaggtgac
   977581 accaactggc gtaagttatc ggtatagcat gtgttagcag tatgagaagc taatactcag
   977641 agccgcgaga ggaaatcatt gagatgaaaa aagtagccat tattgggctg ggttggttgg
   977701 gtatgccgtt ggcacaatca ctgagccgtc gtgggatcga cgtggtgggg agcaaaacca
   977761 cccctgatgg cgtcgatgct gctcgcatga gcggaattaa ttgctaccca ttggtactga
   977821 caccggaatt aatttgtgag ccagacgatt tggcacaact gatggcggta gatgcattgg
   977881 ttatcacttt acccgccagc cgcaccaccg ctggcgggga tcactatttt caagcggtac
   977941 aacaggtggt tgatagcgca ctggcttttg gtgtcccacg gattattttc accagttcta
   978001 cctcggtata tggtgaaacc cgtggtcgta taaaagaaag ttcaccgcta cagccagtta
   978061 cggtcgcggg taagacatta atggcgctgg agcagtggtt gcatcaatta ccccatacct
   978121 ctgttgatat tctgcgtctt gcggggctgg tgggtacaga tcgtcatcca gggcgtttcc
   978181 ttgccggtaa gaccggagtg aaagggggct cgcaaggggt gaatctggta catcaggaag
   978241 atgtgatcgc cgctatcgaa ttattgctga atcggccaaa aggcgggcat ctttataatt
   978301 tgtgcgcacc cattcatcct agaaagcgtg atttttaccc agcgtgtgcg cgggcgttac
   978361 agttgacccc gcctgaattt gccgttgagg agcaagaggg cgctaaccgc gagattgatg
   978421 gcagcaaaat ttgcagtgaa ttggggtttg agtatttgta tccggatcct tcgcggatgc
   978481 cgttgaatta agttatttct tgagtggtgg ttgttataca gattatctca ctgagtatgc
   978541 acccaaaata attcgagctt caggaaggcg gcaactgaga gaatccccag aagcttacac
   978601 aggtaagtga ctggggtgaa cgaggacagc caacgcatat gcacgttaaa tatgacgggt
   978661 atacttatct ttaatagcac tgagctcact actttgagat aaatcgatac acttcataac
   978721 ggtgagtttt gattcgccat ttttgctgat atatttcttt tctaggaatt ttttggcaag
   978781 ttcgctaact tcttcatacg cttctacagg ataagcgcct aactccacat aagcaccgac
   978841 cgcagaaaag gcctcgctat ttatttctcc atcaggaaaa ccctctgcta aacaaatgct
   978901 taatgcaaaa ttttctaaat tgtttttttg ttgcacttta ttctgattaa cttctgctgc
   978961 aagagtagag aaagaaatta aaaagataag tgaggttatt gacaaagtgc ccgcgacgga
   979021 gagaacaggc agatcgtaaa gacgccgtaa atacatccat gtaggctcga gccgcgccat
   979081 ccttggcgcg gacgcctatc ctcaccgttc aagatcgcgt catcggggtt tgtcagcagt
   979141 ctgataagtg atattatttt agcagccata attgggcacc acctgcctgt tgaaaataac
   979201 aggaatcgga acatgaaatt ccgttccata gcgttgcatg gcctgttgca gcatacaact
   979261 tccgcatcac tgactggagc cagttcatcg ggatttgtgc gctgcacctt attttgattt
   979321 ccgatcaccg tttctgaata taagtcagtg ccagggccat agctaatacc aagcctttaa
   979381 taatatccat cgcataataa ggcactgaca acatcaccaa cccattttgc aagacaccca
   979441 aaattatcgc gccaattaag gtgccgaacg cattaggttt acccgagcca gccagtgaaa
   979501 agccgatata ggcggcggcg acggcgtcca tcaaataacc actgccagca ttcacctgcg
   979561 atgaaccaat gcgtgaagcc agcaagatcc caccgagtgc cgccaattga gcggagagca
   979621 cataagccag tacccgatag cgaaccgtgc ggatccccgc cagccgcgcg gcttgtgggt
   979681 taccgccaat ggcgtacatc cgccgcccgt gcttggtcag cgataaatac aactgcacca
   979741 ccacggtgac cgctaacata atcagcacga taaccggtac ctggccgagt gcggaaaaaa
   979801 tttctggaat aaccccttcc gccatatcgc cactgggcaa caacatactt tgagtgatcg
   979861 aaccgccgcg gctgtaagtc atggcgaccc cctgaatcac aaacaggctg gccagggtgg
   979921 ctagcatatc ggggattttc agcaccacaa tcaggaaagc attaaacaga ccgaccagtg
   979981 tgcaaatcag cagcgtcagg attattgcgc ccgtggtacc gaagccatac cagacaaaca
   980041 atgataccac gacggcattc gccaacgagg ccgtggagcc tactgacagg tcaaaaccgc
   980101 caatcgacag cgagatagac accccgatgg caattacggt cacaatggcg atagaacgta
   980161 aaatgttgat gatattgttt ggatcgagga agttatccga tgccaaacca aatagcgcga
   980221 ttaacgcaac aacggtgagc aacattcccc atttgtagag aaaatcaaac aactggtgac
   980281 gccaaggctg cacgtctggt aggggtaatt ctttgctcac tgaggggttc ctccggttga
   980341 aaatagtaat aatgtctctt catcgacctc tgcagcattc agttcggcaa caattcggcc
   980401 atcccacaat acgcagatac gatcacataa accgactaat tctgaaaatt cacctgatgc
   980461 ataaataata cctttgcctt gttgcgccaa ttggtcaatc agagagaaaa ggtcttgctt
   980521 ggctttgata tcgacccctt tggtcggttc gtcaaaaatc agcacctgtg catcaccgcg
   980581 cagccattta ccaatggcca ctttttgctg attcccccca gagaggtggg ccagtttttg
   980641 ttgtggggat gatgtccgta tacccaggcg ctcaatcagt tccttagccc aactcaattc
   980701 ctgacggcgg ctgaagagac tccaacggga aaaactgtca tcggcggcaa cactcaggtt
   980761 cattgggatg ccttcgtcaa taaaaatacc ttctttgcgg cgctcttcag gtaccagtgc
   980821 cagcccttgc gccacggatc gatcgggtga gcgtggccgc caggctttgc cgctcaattc
   980881 accgcgctcc agcgtactag gcgtgtcgcc aaacaaggct ttgcacaatt ctgttttacc
   980941 ggcaccggct aagcccgcaa tgcctaaaat ttcgccctga tgtaatgtga gggagatatc
   981001 gcgcaactta tactgatcat gtaggccgct gaccgataac agtgttttcg gcaatagtgt
   981061 tttcgacaac cgtgttttgc tgctgactgc cgctcgccga ggggggaaat atcctccagt
   981121 gtatggccga gcattttttc tacaatctgc tcaccactca ttccttccat ggtgtcatgg
   981181 ctcacgcgac ggccatcacg cagtaccgtg agttgatcac acacctcgcg cagttcatga
   981241 atacggtgcg aaataaagac aatgccgatg ccctcagatt gcaagcgacg cacgacgcgg
   981301 aacaagcggg cgctctcttc ttgatccagg ggtgcagtgg gttcatccag tatgagaaaa
   981361 cgacattggt gggacagggc gcgggccaac agcacttgct gcttctctgc cagcgtgcag
   981421 gattccaaac gttgacgcac attcaacttg agttccagtt gctcaagcaa ggcttctgcc
   981481 tgacgataaa gttgtggcca attgaacagg tgcccccggt ctgccagttc atccagcata
   981541 atattctctg ccacagacaa cgtggggatc aacgcgacat ccacctcttg ttgaaccaca
   981601 tgaataccgt gctgcctggc ttgccgtggg gagtgaatat cgattggctg accatcaata
   981661 aagatctcgc cacgatagtg attatgagcg ccggagagga ttgccatcag ggtggatttg
   981721 cccgcaccat tagcaccgat tagcgcatgg gttgaacccc cttctagagt aaaatcaact
   981781 tcttgcaagg catgaaaccc agagaaagag atagaaatat tccgcatctc aaggcgggag
   981841 gggggaatgc tggacataaa tttctgcgac tgccctataa agtattttgg tggccgatac
   981901 cattttgatt gcgcaggtat aagctgacga attttctcag gtgtagatat ttgagcgaca
   981961 ggcagtcatt aatgctgctg gtagccttct tttttaacac aatttgtatt attagcaaca
   982021 aactaaaata gctaagttat agcgaaacgc gttggcgttg cagtcaggca gcccttaaga
   982081 tggggaaaaa cggggtcaca tcgcaagctg tgaagcacac tgatttggaa ggaataaagg
   982141 gcatgagcgc gaacgcaatt cgggtgcagg tggggcctgc caactatttt tcttttccgg
   982201 gcgctatcga caaactgagc gagttttatc ctcaggcggc actggataag gctttgtgga
   982261 tttatggtga gcgtgcattg gccgccgccc aggattacct gcccaaggcg tttcacgggc
   982321 cacaggccgt gcgtgctaaa ttctcaacgc attgtagtca gtctacggtc gctgatttgg
   982381 tcagcgcggc gggcggtgat cggcaggtcg taattggtat cgggggcggt gcagtcctgg
   982441 ataccgccaa agttgtggcc cgtcagttgg gggtaccgct ggtggctatc ccgactatcg
   982501 ctgctacctg tgccgcctgg accccgcttt cggtctggta taacgaagcc gggcaagcgt
   982561 tgaattttga aattttcaac gatgccaacc atttggtact ggtcgagcca cgtatcatgt
   982621 tacacgcgcc agtggaatat ctgctggcgg ggatcggcga cacactggcg aaatggtatg
   982681 aggcagtggt ccttagcccg cagccagaaa ccctatcgct gaccgtccgc ttaggcttac
   982741 aggccgctct ggagattcgc aatgtgttgc tcaagcagag cgaagcggca ttgcaggcgg
   982801 ttgctcaggg tgaattgaca caagatttcc ttgatgtggt tgatgccatt attgccggcg
   982861 gagggatggt cggcgggtta ggggagcgct atacccgagt tgctgctgcg catgcggtac
   982921 acaatggcct gacgttgctg ccacaaacgg agcacttctt gcatggcacc aaagtggcat
   982981 acggcatctt ggtacaaacg gcattgctgg gacaagatga ggtgctgcgg tcactgattg
   983041 ttgcttttaa tcaattaggt ttgccaaccc atttggcggc gttagatgtt gatattaatg
   983101 accgggaggc aatagaccgg gttattggcc ggatcctgaa acccggagag tcaatacatt
   983161 acctgccaat cgccctgaat tcagaaaaag tatgggcagc gattgagcaa gtggaaatcg
   983221 cggctcagca ctgatacggc gcgggagtcg gtatttgagt taaggctgaa aaagaatagg
   983281 gtttaaggtg atttaacatc ttgttttttg ctctcaagtt agggcaaaat acgccgaatg
   983341 aaatagccga cgtttaaacg cgtcggttat ttttttttgc attcgtattt tcagacaacc
   983401 aagaggccgg acaacgatcc ggatagataa acaggttcgc gcgcgattat tcacaaactg
   983461 aaatcgccgt tatgaggaaa gaagaaagat ggggcaatta ttcattttgg caccggtgcc
   983521 caccggtatg cgctgcacat gcagcgatta tggcgcagca ggtatggcaa atacccgtta
   983581 caccgctctt atttccccac ttacgtatcc caggcagata cgaagtttcc ccgtcacttt
   983641 taaccgctgc gagacatttg cgaatcgggt tgaaggtatg gggaggctga atcatggcgc
   983701 atgatgcaac tgttgccgtc ggcacgaatc aaacgggtac caataaccgc gtccaactca
   983761 gaaaaaccct gacgttggtt caagtggtaa tgatgggtct ggcttatcta cagcctatga
   983821 ccatttttga tactttcggt attgtatccg gcctgaccga tggccatgtc gcgacctctt
   983881 acgccattgc gttgattgcg gtgctgttca cggccgtcag ctatggcaaa ttggttaagc
   983941 gcttcccgtc tgcgggctcc gcttatacct acgcccagaa atccatcagc ccgaatgttg
   984001 gctttatggt gggttggtca tcattgctgg actacctgtt catgccgatg atcaacattc
   984061 tgttggcaaa aatttatctt gaggcgattt tccctggtgt gccgtcgtgg atttttgtcg
   984121 gtgcgctggt cagcctaatg acgctgttca acctgcgtgg catcaatatc gtcgcgaacc
   984181 tgaactcggt cattgtggtg gtacaggtgg cgatcatggt ggtctttatg gggctgctga
   984241 tccatggcgt ttatcaaggc gaaggggctg gtacgttagt cagtgcgcgg ccgttctatt
   984301 ctgaaaatgc gcatttggtg ccaatgataa ccggggccac gatactctgc ttctcgttcc
   984361 ttggtttcga tgggatcagc tccttgtcgg aagagacccc gaatgccggt aaagtgatcc
   984421 cgaaagcgat tttcctgaca gcgttgattg gtggcatcat ctttatcgcg gtgtcttact
   984481 gcttgcagct ctatttcccg gatatttcgc gcttcaccga tcctgaagcg tcacagccgg
   984541 aaatcatgct gtttgtggcg ggtaaattct tccagtcagt gatcctgtgt ttctcctgtg
   984601 tcaccgtatt ggcatcaggt atggccgcac acgcaggggt ttcacgtctg ctgtatgtga
   984661 tgggccgtga tggtgtattc ccagagaaag tgttcggtta tgtgcaccct aaatggcgta
   984721 ctccggcgat taacgttctg ttagtgggtg gcgtggcatt gtccgctatc tcatttgatc
   984781 tggtaacggc aacggcattg attaactttg gtgcgctggt ggcgttcacc ttcgttaact
   984841 tgtctgtgat tgctcagttc tatgttcgtg aacgccgcaa cagtacgttc aaggatcact
   984901 tcaactacct gattctgcca atgattggtg cgggtacggt gggggtactg tgggtgaatc
   984961 tggaaagtag ttcaatgacg ttgggcctgg tctggggcgc aattgggttg agctatatgg
   985021 tctggaaaac gcgcgctttc cgtcgggcgc tgccgcagtt tactgaagaa cctgcccagt
   985081 tataaggcaa gctcacgctc atcattaagt ttatcaatcc ggcacagtct ctgttgccgg
   985141 attttttgta ttcagaaaac caggtcagag cgtattgccg tgcggctaca atctcaatcg
   985201 tgattaggct agaaaaatga atcgaggtga tgaactccag caggcagacc ctcaactcgt
   985261 cgtgggaaaa taccggatag cggataatgc cgcccctaat tcgcaataga cgataccgag
   985321 taaccgtacc cattagccat agtattactt ttttagttat ttaatttggc aggccagaaa
   985381 catgggccac gccaccacca ccctcctcag aagagtaatc attagggtta cgtccccccc
   985441 gattcttgtg accctctttt tatcactatg actaacgtat tgatttttat gctactcagg
   985501 tatttcacta aaaaaagggt ttttacgcat tttgcgccat tgctcattga taaacatcgg
   985561 gttatccgta ttatcttacg ttcactgccg cacaggcagc ttagaaaatg ttcgacgatt
   985621 tattttattt gtatttcagg ttcactgccg cacaggcagc ttagaaaatt tattaaagat
   985681 gctgacaaaa agaacttaag ttcactgccg cacaggcagc ttagaaagtc aacgcttcac
   985741 tccctgcgcg gggtataacg ttcactgccg cacaggcagc ccaataatct cagctctctg
   985801 gcggcgtttt atctgcaaat attaactcac taatcccttg gcatattcaa acaacgcttt
   985861 tagcagcgca agtttctctt tatcgtcttc atactggtta taaaattgtt ccagttgcaa
   985921 aacataatct tgtacccgtt cagggctaag cgcttcacgg cgatgctgta accaacgctg
   985981 ttgttcactg tcattcaagg tattcgggta gttacgggcg cggaagcgga ataacagggc
   986041 ctccaaccgt gggtcctgaa atgtcaaatc cagtgctggc agattttgtg actcagtttg
   986101 ctggataatc tttatggtgg cgcgatcagc atcactgaaa aagccgttat acaactgtgt
   986161 atccacatca tcggtaaccg cgaatggctc agcttgtgca aacagcgcga ccactttttc
   986221 acgcacctgt gggttttgcc gcagcagttg tagattttgc aaacaacgct ggcgatcaat
   986281 ccccaagcga tcagcattct cgggcagcag ggttttcgcg ggagccaata ccggacattt
   986341 attgatatgt accagtttga tagggattgc cgactcttgg gcttggagct tgtcacggcg
   986401 ggtatacaga cgttcgcgca atgtatcgct gtccaactcc agtaatgggg acatatcccc
   986461 ggccagatca cacataatta ccgcattttt attctcgggg tgccaggcca gcggtgccac
   986521 ccaactggtg ttgccccgtg cggcaccaaa catgccagac acatgaacca gtggtgtcat
   986581 ctccgcgata tcaatcaacg cattgatctt atgcttactg cggtgctgat acagataatc
   986641 aaacagacgg ggttgggcct gtttcaccaa ttttgccatt gcaatggtgg cgtagacatc
   986701 ggacatcgca tcatgtgcct gtaaatgttc gacgccattg gctttggtca aatgttccag
   986761 tttaaagctg ggcaggccat catcattttc gggccaaaca ataccttctg ggcgcagggc
   986821 atagcaggcg cgcatcacat ccaacagatc ccaacgggaa tttcccccct gccaactgta
   986881 ggcataagga tcataaaaat tacgatagaa aatgttgcga ctgacttcat catcaaaacg
   986941 aatattgttg tagccgagga tacaggtgcc gggtaccgaa aaggcctggt gtatttggcg
   987001 ggaaaactca gcttcattga ccccgttggc taaagcatgt tggggggtaa taccggttat
   987061 catcaccgct tcgggctgtg gcagataatc atctgcgggc ttgcagtaaa tgaccaatgg
   987121 ctcttcgacg agattgaaat ccagatcggt acgtaccccg gcaaattgcg caggtctatc
   987181 caaggctggc cgctggccga aggtttcata atcgtggacg taaaatgttg gttgcttatt
   987241 tttatctgac attattcggt ttaacccttc atttatcgtg gtcatattcg ggtgggatct
   987301 gcttgcagaa ggcaacccgc agcgacggat gacgttgacg ctagaatatc atttcaaacg
   987361 agtcgagacg ttaattttgt ctcattaatg atggcaatca ctggatacct gacgtgcttc
   987421 aggccggatt attgttaaat aattctattt caactaaaac ctatcgatct ggctaatatt
   987481 tacctgccgt ttactcagtg atccatacaa tccgttgact aaaaataaga caggatcaga
   987541 gacgttgaaa aagcttttat taaccggcgc aacaggtttt cttggcgggg cagtactcga
   987601 aaagttattg ttggcaagtt cagattttaa ttatttatta ctggtgcgag ccaatacacc
   987661 agaacaaggt ttaatgcgga tacgcgaaaa tctggagaaa ttttatctgc caaatgagct
   987721 gattaataaa ataaatatta accacgtatt attgggtgac ttggctgagc cggatagttt
   987781 tattaatgat gtgcgtattg atgacgtcac tcatgttatt aactgtgcgg ctatcgcttc
   987841 attcggtaat aatccgttga tttggaaagt gaatgttgag gggaccttag ccttcggcaa
   987901 gagaatggca caggtcgctg gtttacaacg ttttgttcat gttggaacgg cgatggcctg
   987961 tacgccagag gccgatactg tggttgatga acgggtattg tccactgaga atgatgctca
   988021 tttagtggaa tacactaaat ccaaatcagc tattgaatgc ctattggccg aacactgccc
   988081 aacattacca ctggtctttg cccggccctc cattgttgtt gggcatactc gcttgggatg
   988141 ccagccttcc agcagtattt tttgggtatt tcgcatggca ttaatgctgc ggaaattcat
   988201 gtgttcatta gatgaccata ttgatgttat tcccgttgat tattgtgctg atgcgctgct
   988261 ttatatcttg gaatacccaa atttaccgga tgatatttat catatttctg ctggagaaaa
   988321 aggcagcgtc agtttctcgg aaattgatca ggcgatgtca gtagctgcca aacaaaaacc
   988381 cgtgggtgtt aattatagcc aagtagaata tacggcgttg gtgcagatgc gtaatcaact
   988441 gaaaggtatt tttggccctt gcaatgaacg gttaatgttg aaagcgatgc ggctatatgg
   988501 ctcttttgcc atgttaaatg tgcgttttag taatgagcgc ttgttgagtt tggggatgcc
   988561 gcgcacgccg cgctttaccg attatattgc ccgctgtgtg gaatctagcc acgggatgac
   988621 tatccagcaa caaatggctg tcgattttaa ataattcaag gcgctgcggg tcacgttggg
   988681 cctgattgcg ttttatcttg catcgtatcc tgatcttaaa ccgttctctt tcactccgat
   988741 gctaacggtg atacaaaaac aacaggtaaa aatgcccgtt tacggctatg tttggttgag
   988801 tatagcgttg actcacccct aaataattcg ggttactgaa cctagccaac gcacatgcag
   988861 cttggagtat gatgggtata aactgcttga ggaatgagat gatcgcatta atatgaccct
   988921 gcgcaagtga tgcatcatag ccatcaggca gatgaagttt ctgtctgatg ggtaaagcag
   988981 gtaagataag ctaatgaatc ttgtcaccag gcacggctaa gcggtatggt ttgggtagcg
   989041 tggtcggcag ccgttgaatt tgtgtaaact taagtgaagg tatgaaaatg gataatgcaa
   989101 gtaagccaac tttccaggac gttttggagt ttgtgcgtat gttccgtcgc aaaaacaaat
   989161 tacaacgtga aatcgttgat aatgaaaaga aaatccgtga taaccaaaaa cgcgttctgt
   989221 tgctcgataa cctgagtgaa tacatcaaac caggcatgag cattgaagag gttcaggcca
   989281 ttattgctaa catgcgtggt gactacgaag atcgtgttga tgattacatt atcaaaaatg
   989341 ccgatctgtc taaagagcgt cgtgagttgt cgaaaaaact gaaagcgatg ggtgaagtta
   989401 agtaaggttt atccaacgta ggataacccc cttttagcgg ttttgaaggg gaaagagagt
   989461 ggggctggca tctattgtca gcccttttta ttggtgtgcc agagccctcc taaccccgtt
   989521 cagggttagg aggggggggg ggaacaaact attttatttt atacacatgt aagcaagagt
   989581 gacattcgaa gccgaatgag taagaccagt atcgatatgg aaatcattag tatctactga
   989641 cgtccaaatg atctgggcgg ttgggaaact tggataggca ttcaagttac cccactcacc
   989701 gaataacgag agactgtaaa caatattgtg taattgcctg tttttgatat cttcactcca
   989761 acaacggaga caggcaaatt atggacgaaa agaaacttaa agcacttgcg gctgaactgg
   989821 ctaaaggtct taaaaccgaa gccgacctta atgcattttc tcgtatgcta acaaagctta
   989881 ccgtcgaaac agcgttaaat gcagagctta ccgaacacct cgggcacgag aaaaataccc
   989941 ctaaatcagg ctcgaatacc cgcaacggct attcgtccaa aacactgcta tgcgacgacg
   990001 gcgaaatcga gctgaatacg ccacgcgacc gcgaaaacac ctttgaaccg cagctgataa
   990061 agaaaaatca gacgcgtatc acacagatgg acagccagat tttgtccctg tacgccaaag
   990121 gcatgaccac ccgcgaaatc gtcgccacct tcaaagagat gtatgacgcc gatgtgtctc
   990181 ccacgctgat atctaaagtc accgatgccg taaaagagca ggttgctgaa tggcaaaacc
   990241 gccaactgga tgctctgtat cccattgttt atatggactg cattgtcgta aaagtccgcc
   990301 agaacggtag cgtgataaac aaagcagtgt tcctagcgct gggcatcaac actgaaggtc
   990361 agaaagagct gctgggcatg tggctggcag aaaatgaagg tgcgaagttc tggctaagtg
   990421 tgctgacaga gctaaaaaat cgcggtcttc aggacattct gattgcctgc gtggatggcc
   990481 tgaaggggtt cccggatgcg ataaacagtg tttatccgca gactcacatc cagctgtgca
   990541 tcatccatat ggtacgcaac agcctgaaat atgtgtcatg gaaggactat aaagccgtca
   990601 ccagcggttt gaaaatggtg tatcaggctc cgacagaaga ggcggcgctg atggcgctgg
   990661 ataagtttgc ggaggcctgg gacgacaaat acccgcaaat tagcaaaagt tggcgtacgc
   990721 actgggaaaa tctcaataca ttcttcggct atccgcccga tatccgcaag gctatctaca
   990781 ccacgaatgc catcgaatcg gtgaacagcg tgatccgtgc agccattaaa aagcgcaaag
   990841 tgttcccgac agacgactca gtgcggaagg ttgtttattt ggcgatcaag gatgcatcaa
   990901 aaaaatggag tatgccgatc cagaactggc ggttagcgat gagccgtttt attatcgagt
   990961 tcggtgaccg cctgagcgat cacctttaat acggtggcag ttacacagaa ttatggacag
   991021 gctcaataac gaacctacac cacgaacatc ttgacccgcc gatacttctc tattggtcgg
   991081 taatctcatt ccggcgttga tacatgacgc attggcctgc gcccagctca gattagtcga
   991141 gctatagagg cctacccaat aatttagcgt aaagtcataa gtgaacactt tgctgctgtc
   991201 atgtttccag gttgccgtaa tggtcacttt ccctccagga ttatcctgaa gcgtaattgc
   991261 acctgtgtta ctgacactca cgttaggatg actacttacc caatcatagt cactgttagc
   991321 gccggtaata ccatgtggcg ataattggaa gtgagtattt ttaaatcctg ttgttgggaa
   991381 accactgttg atattaaagc cactataagt attcgctggc gtattcaacg tggctttagt
   991441 gaaatctgga tagaagatga cgggtttatc ttgtgtactg gtcacgttcg ctgaattgat
   991501 catcgttgcc gtcaccgtac tgatagtccc accaacattg gtcatagaga ggttagtcgt
   991561 tactttacca ttctcatctg ttttggctga ggttgtctct acgaccacgc cgttagtggc
   991621 ggtaaaattc acggtcatat tagcaacagg atttcccttt ttatccacaa caagggcctg
   991681 tacttggtta gttccgctcc cagcgacttg accatcgact tctaccgtaa agttattagc
   991741 cgtaatttct gccgtggcag tatcggcaat aaagttaacc tctacggttt gttccttgcg
   991801 gttgagcgtt gctttcactg tatggctttt agcctgacta ctgatgattt ttgctgttgc
   991861 gacaccatta gcatccgttg gggtgacttc actaattatc gccccgatat ccgtggtaaa
   991921 ggcgacatcc acaccaggta cggtgttacc aaacttatcg actaccgtca gttgaacgct
   991981 attggtgctt tcaccatcgg ctacctgacc attagtgacc cactgcaatt tatactcatc
   992041 actgtcatcc agtgttgcag tgccagcatc tgggataaag ttaacatcga tctgttgtgt
   992101 taccccatta agttcggctg tgaccgtata tgtacccgct ttggtactgg tgattgctgc
   992161 ggttactccc ccttgtttgt cgctcaaggt ggtttctgtt attttggcat tattgcccac
   992221 agtgaaattg acttgaacac cagacaattt attgccataa gcatcaacca ccacggcgcg
   992281 tatttggtta gcatcagtat catctgccag gctaccattg gtgatgattt gcaggctgct
   992341 cgtttgtaac gttgccgtgc tttcatcggc aatcaacgtc accttggttt gcacatcggc
   992401 taatggcaca ccattaatct gggcggtaat attaatcagt tgtggcttac ttcccgatgt
   992461 gagtgttgcc tgataaatac ctggagcaga ttcagtaatc ttcgttagag tatgagacac
   992521 cgtcttcaat ggcactgaac gtgctttagc cttagccaat tcttcaggta actctaccag
   992581 ttcgagagaa aatgccagtt catcggcaat ccccgtgatg ggctggttag cattatcttt
   992641 aatattgaat tcaataacac tgcttgcact cgcatttgcc ggcagaattt ctggcgcagc
   992701 agtcaagcct gaggcgttag tattcacacc atggctatct accacgagat cgctgtaagc
   992761 aacgggagaa gcattaccaa gggtgtcgta tgcgatagca ctaatacgat aagtgttatt
   992821 accctcacca ccagacaaat agcttggcaa tgttatctgc caattattgc cgctaccggt
   992881 tatttttcca cccgctagcg ttaaggcact ggcttcccat tcaagacgat caataccttg
   992941 ttgtgctgtg gcatttgcca ctaatggcat tgtttgtctt gccgcaccac taacacgtgc
   993001 tggcagctct agggtaaccc gattctgctt acggtatttc atcacaatct gattattacg
   993061 gtcgaccaga ttatagcggc tacccattaa gctacgttta attgcgacgg catccgaatc
   993121 gagctgatgt gtcagaggag tgccaaatgc atagttaaaa ccaaggttga accgggtgtc
   993181 attcattcct gcgcgcccca ttttatggtc gacaccaaca gtaaataaag gaattggggt
   993241 ataattcaca cccagagtga ccgcaagagg gtttttctga cggttatcca caccaaacaa
   993301 gccaacttca tcaccaaaat attgttcata tatcagtttc ccccccaatt gtggcaacgt
   993361 tggcagataa gcttcactgc gtaaatcaaa gccatttgcg actttttcat catacttatc
   993421 aagatctggc gaatttttcc aaccactgac accaaagtag ccgttagctg ccagattaat
   993481 aaaatcacga ccatattcag caccgacgcc aatacgggta tggctatagc tggcatcatg
   993541 atcaataaac aggttgtagc ccagcatttg ctgtgcaaag aaatgacgct gacccaaacc
   993601 aacgttcaat gtcactcggt catcaatata gcggccaccc aactgagtaa aggtgagtag
   993661 atctgggcta tcggtcagcg gcagcaatac atccagttgg ctgcctttaa ggctcaattt
   993721 ctcatctaga tttagttgta ctttcgcact gccaaactga ttaaaccact tttgcaatgc
   993781 ttcattacct gcattggcag cggtgccgcg cgcaatggaa ctcgcttgtt tggcagagtc
   993841 atcatttgtc aatattgatg ccaaccgtgt tgctgcattg gcggtagact gttcagcctg
   993901 tgaggccgaa cgcggttttt catccgaggc tccgacggtt tcagccgcca ttaccgctgg
   993961 ggtaaaagca atactcaaag gaaatatggc ttggattaca atatttgccc agacgactga
   994021 ttttgaaatt cgggttttat ttaactgctt gtttttattt aactgcttgg cttgatgtag
   994081 tgatgatatg cgatagagac tcatacttac ctatactcca cgaactaagg attaataata
   994141 aaataactgg atacgcttat tggtattttt tatttatgaa ttaaatggca ttaacccagc
   994201 atgtcaaata cgggaggtta gccataaaat ggtgaaattg ttgttatgac tgagggctgc
   994261 gagtgagtat ttattggcaa gagataaaat tagtcatatt taactaatgc cggaattaat
   994321 acctaatatg aattattaaa ttacttttaa ttaataaaca agcacttact gaatttctgt
   994381 tacagaaatt cattgcggca ttcagttgtt atggaataaa ttacaaaaga tacattaata
   994441 acaccatgag tcaattcaag taacaaattt gatgcgccat taaacatcat gcaacatact
   994501 ttatatatcg gaatacaaga gaacttaacg taggaatctt cctatatgaa attgtcgtta
   994561 agatttttta ttactagagg tctattttaa attgcttact gtaaaaggac attaatttta
   994621 taaataaaaa tgacatttta aaaagtcaat ctgacattat tctgaaaaca aatacacaca
   994681 ttaataatac gtgttctcta ttcattctgg ctaaatatac ggtggtctat acccaagtga
   994741 ctgcaagata ccggtaggca gcaagcgtgt aattaacgta gccaacgcac aggcaacgtg
   994801 aagtacgacg ggtataacct gcttagcggg aaagaggcca aagcggtgga aagtgcagaa
   994861 ccagtatcaa ccccgtggtt atcgttcata tggttatcat tcatgtgacc atcgtagaat
   994921 ggctgattca gtgattttct gcacataaaa tgaccaatca ttgccaaatt tgttgatgat
   994981 aagttaattt tgcgttaacg atatgtgatt gaaatcggtg cgaccaaggt gattgaccca
   995041 gatttcattt tttaatgccc ttattagcct gacctttagt ccctctcgtc gtcatccgtt
   995101 agttatgtca ttaacacgga ggtccaatat gtcgaacttt aaccactatc cagaccccac
   995161 gcttaactct gctatcaaga aagcgtggta ccgcctaatg ccactgatgt ttatcatgta
   995221 tttcgttgct tttattgacc ggataaatgt cggttttgct aaagatgcga tgtctgccga
   995281 tatcgggttg tcacaatcgg cttttgcctt aggggcgggt attttctttg ctgcttatgc
   995341 tctcttcggt atcccggcaa atttaatgat gaataagtta ggcgccaagg tatggttgag
   995401 ctcaacaacg gtggtctggg ggttgctgtc cgccggtacc ggtttggtta gcaacgaata
   995461 ccaatttgtt atcctacgct ttctactggg tgtcgctgaa gcgggtttct atcctggcat
   995521 actcttactg gcgtcgattt atttccctaa caagatccgg gcctcggtca ttggtatctt
   995581 cgtccttggt gtccccgcgg ctcttacact ggggtcgccc atttctggcg cattattgga
   995641 tatgcagggc tttctaggcc aaccggggtg gttttggatg tttctgctgg aggggttgcc
   995701 cgccgtgggg ttaggtattt ttgccttttt ctaccttgat gatagccccg ccactgctcg
   995761 ttatcttaat ccagaagaga aacaggctct tctcacccaa ctcagtattg aacaaagcga
   995821 tactgagagt agcagtgtaa aagcggtatt actcagccct aaagtttggc atctggcgtt
   995881 gatttacggg acgatccaag ttggtgtgta tggtttgata tttttcttac cctcgcaggt
   995941 cgccactttg cttggctcta cgttgggatt caaagaatca ctggtggccg cgataccttg
   996001 ggcattttct gcgttaggtg tgtattacat tccgcgctat gccgatagaa aaacccatcg
   996061 ccgtaacccg attgcgacgc tgaatttggt tgtcgcggcg atagggctga tcatttcagc
   996121 ttacgccagc cctgtattgg ctattgcagc cctgtgtctt tgcgccattg gctttttagc
   996181 cgtgcagcct attttttgga cattccctgc acagattctt tcagggaaag ccttagcggc
   996241 gggtatcgga ttttgcacga ctatgggggc atttttcagt tttctggcgc cgataatcag
   996301 agttgaagcc gaaagccagt tcaacagccc accagccggt ctgataacac ttgcactttt
   996361 ctcgctgctg tctgccacgt taatcttttc gttaaagttt tggcctgcaa aggcaacggc
   996421 tgaggttatc taaccagcga attataagaa tcgccgttca tgatccgctt ttaacttcct
   996481 gacggcatca tagcggccaa ataaacggta gcggttaagg gcaatgccgt catagcatcg
   996541 atcacgtaac ggacgcggga agatacgcaa cacaccgagt attcgccatg gccacggtaa
   996601 gtttgctatt acgcggaaga tagcctcgga acgcagataa acctgctgat tttcaatcag
   996661 tacgagggtg ttaattttgt cagttggcaa ccccgcccat tccagcaatg cgtggccttt
   996721 tttcgattgt acggcggaca gacgcacggt gtggcggcgg tcatggcgaa taagaaaatt
   996781 aacccagcca gtacacaacg cgcagacacc atcataaatg atgacgcgct cacctggctt
   996841 gatatagggc agcggagcgg acaccacata cctcctgaga gcgtttaacg atgttcgaaa
   996901 attgtagtca ctgtatttta ttacggtcac tgtattttat tacggtcaca atattttatt
   996961 acggttaccg tcttcaaatg cgttttcatg ttttttctgg cagtaagggt atcacgcgct
   997021 ttgaacgtgg tggatccgtt atttatctat aatttattgt atcttatgtt tttttcacgg
   997081 ttctcgtcat caaaatacct tctacgttaa gcgattcagc gtgcatttat aaggtgtaaa
   997141 tattgctgat ttgttttttg tatgtaaata attggttaaa taatgagcac atttaacggc
   997201 tgcgctgatc aacatgttag ccaaaggatc ggtctgcaaa cgttttacct ttcgtggcct
   997261 gaccattaga ccttgaagcc ggggaataac gatgaatctg aaagggaaga aagccttggt
   997321 cactgctgcc gggcagggga tcggcttcaa tacagccacg ttgtttgccc gcaaaggcgc
   997381 agaagtgatc gctagcgata tcaatatcgc tgcgttgtcc aacataccgg gtataacggc
   997441 agtgtcattg gatgtgactg acacgttggc tatcaatgat gtggcgcagg caatcggccc
   997501 gatagacgtg ctgtttaact gtgcgggcgt ggtacacagc ggcgatattc tcacctgtag
   997561 cgagcaggag tggcagttcg cgctagacct caacgtcacc gctatgttcc atatgatccg
   997621 tgcctttcta cctgggatga tcgcgtgcca acagggttct atcatcaata tgtcttcggt
   997681 ggcttcaagt attaaagggg taccgaatcg ttttgcctat agcacttcta aagccgcggt
   997741 cattggcctg acgcgttctg ttgctgcgga ttatgtcacg cagggcatcc gctgtaatgc
   997801 catctgcccc ggaacagttg aatctccttc tctgcgtcag cggattgccg tacaggcaca
   997861 cgccgaaggg cgcagcgaag ctgatgtctt tcaggcattc gctgcacgtc aaccgattgg
   997921 ccgtatcggc aaagcagaag agatagcgca attggcactg tatctggcct cggatgccag
   997981 cgcttacacc accggcacga tacatattat cgacggaggc tggagcaatt aatacttagc
   998041 gactgtcatg ggtattcagt cagttctgag gagaacgaca tgaaactatt acgttatggt
   998101 cccgtcggcg aggagcgccc ggcgttactt gatgagttgg gagagattcg tgatctctcg
   998161 gcacatatcg aggatatcag tggcaaattt ttactgcctg cgacgctgta caaactgcgt
   998221 cagttggata gcgccagttt gcccctcgtt cggggtgaac aacgccttgg tgcttgcgtg
   998281 ggtcatgtcg gtaagtttat ctgtgttggt ctgaactacg ccgatcatgc tgctgaaacg
   998341 ggggcagaaa tcccgcaaga accggtgatc ttcaataagt ggaccagcgc cattattggt
   998401 ccgaatgacg atatagaaat cccgcgtaac tcagtgaaaa ccgattggga agttgaactg
   998461 ggggtggtga ttggcacagg cgggcgatat atcggtgagg ccaacgccat gtcttacgtt
   998521 gctggctatt gcgtggtcaa cgatatttcc gaacgtgagt tccagctaga gcatggcggt
   998581 acctgggata aagggaaggg ttgcgatacc ttcgggccga ttggaccgtg gttagtgacc
   998641 cgcgatgaaa tacccgatcc acatcagcta gggttgtggt tagacgttga tggcaggcgc
   998701 tatcagaacg gcagtacccg caccatgatt ttcaaaatcc cgcaaataat cagttatcta
   998761 agccgcttta tgagtttgca atccggggat gtcatttcta ccggtacccc acctggcgtg
   998821 ggtcttgggc aaaaaccgcc cgtctattta catgcagggc agataatgcg tttgggtatc
   998881 gaaggtctgg gagaacagtg ccagaaaacg atacaagcgt agtactcatc tttcgcgaac
   998941 ggagaggtta accatgacaa taatcactgc attacgcact gaggatgtac gttttcccac
   999001 ctcgttggaa ttggatggtt cggatgcaat gaatcccgat cctgactatt cagcagccta
   999061 tgtgatctta gacaccgata atccggcact cagtggccac ggtctgacgt tcaccatcgg
   999121 acgtggtaat gaaatttgct gcgtggccat ccatgcattg gaacatctga tcgttggccg
   999181 tgatttagcg tcaatgactg ccaatatggg taagttttgg cgtgaattta ccagcgacag
   999241 ccagttacgt tggatcggcc cggagaaagg cgcgattcat ctggccactg gcgcggtaat
   999301 caatgccgta tgggatttat ggagtaaggc ggagggcaag ccgctgtggc gtttagtggc
   999361 cgatatgtcc cctgaagagt tggtgcgctg tattgatttt cgctacatca ccgactgtat
   999421 taccccggag gaggcattaa cgctgttgca gcagcgagcg cataacaaag ccctacggct
   999481 ggaaaaattg caagacgaag gctacccttg ctataccacg tcagcgggct ggttggggta
   999541 tcccgatgat aagttacggc gcttatgtca ggacgcggtg gatgccggtt ttgactattt
   999601 gaaactcaaa gtggggcgtg atctcgaaga cgatattcgc cgggtgcgca ttacccgtga
   999661 ggtgcttggt cctgatcgta aactgatgat tgacgccaat cagatctggg aaactaacga
   999721 ggctattccg tgggtgaatc agctcgcgtt tgccaatccg tggtttattg aggaacccac
   999781 taacccggat gatatcgaag gccatcgtcg tattcgtcaa ggtgttgctc cggtcaaagt
   999841 ggcaacgggc gaaatgtgcc agaaccgcat tatgttcaaa caattcatca tgcgcgaagc
   999901 cattgacgtg gtgcaaatag atgcctgccg gttaggcggg gtcaacgaag tgttggcggt
   999961 aatgctgatg gcggcaaaat acgatctgcc agtgtgtcca catgccggtg gtgtcgggtt
  1000021 atgtgagtat gtgcaacacc tggcgatgat tgactacctg tgtattgccg gaacggataa
  1000081 agggcgagtg atagagtatg tcgatcactt acatgagcat tttgttcacc cgtgtgtgat
  1000141 taaaaacgcg gcctatatgc cacccgagca accgggtttc tccatcgaaa tgcatcaatc
  1000201 gtcgatagag aagtaccgtt ttcgcgttta acgtcagtgg tagcgcaaat caatagtggt
  1000261 tagtacaaat caatagcgat agcacaaatc aataccacga gctgagccca tgagcagaac
  1000321 ggaggaggaa cgccatcgca tcatgataag tgtgattatt atgattagcg agattgtcat
  1000381 gagaagtgaa attgttatga ttagtgagat tgataatcaa gtcagaccag tcagtgactg
  1000441 gggtgaacga aagccgccaa cacaccagca gcttgaaata taacgggtat atttttatca
  1000501 accataacac cattatggac cgtgaagatg atcatttctg cctcaacgga ttatcgcgcc
  1000561 gccgcgcagc gtaaattgcc gccgtttctt ttccactaca tcgacggtgg tgcgtacaac
  1000621 gaacaaactc tacggcgcaa taccgccgat ttggctgata tcgccctgcg ccagcgtgtg
  1000681 ctgaagaaca tgtctgaact gagtctggaa acgcagcttt tcggcgagac gcaggcaatg
  1000741 cctgttgtcc ttgggccagt cggtctgagc ggcatgtacg cacggcgtgg tgaagtgcag
  1000801 gccgcgcggg cggcggataa aaaaggtatt cctttcaccc tctcaaccct ttcggtttgc
  1000861 cctatcgaag aggtggctcc tgccattgcc cggccaatgt ggtttcagct ttatgtcctg
  1000921 aaagatcggg gttttatgcg taatgcactg acgcgtgcac aggccgctgg cgtgaagacg
  1000981 ttggtgttta ccgtagatat gccggtacct ggcgcacgtt accgcgatgc acactctggt
  1001041 atgagtgggc cgaatgctgc cgctcgccgc ttgcttcagg cgatagccca cccacagtgg
  1001101 gcttgggatg tgggcttaaa cggcaagccc catgacttgg ggaatatatc ggcctatctc
  1001161 ggtaaaccaa ccacgctgga ggattatatg ggttggatag cgacaaattt cgacccatcg
  1001221 atctcgtgga aagatttgga gtgggtacgt gagttctggc aaggaccgat gatcattaaa
  1001281 ggtattctcg atccggaaga tgccaaagat gcagtgaaat ttggtgctga tggcattgtg
  1001341 gtgtcaaacc acggcgggcg tcagcttgac ggtgtgctct ccaccgctcg tgccttgcca
  1001401 gccattgcag atgctgtcaa aggggatatc actattctgg ctgattccgg catccgtact
  1001461 gggttggacg tcgtacgaat gatagcgctc ggcgcggata gcgtgttgtt aggccgtgcc
  1001521 ttcgtctatg ctctggccac cgcaggagaa gccggtgtta tcaatctgct gacgctgatc
  1001581 gagcaagaaa tgcgtgtggc gatgacgttg accggagcga agcgaattgc cgatatcaac
  1001641 cgggattctt tggcagtaag tgaacggggg taaaagaata ataaataaaa agcgtttcag
  1001701 agcctgtatc gggtgatggc tgtctgatga tttggctgaa taccggcctg atttactgtg
  1001761 acacgagaag ggttaagggg gggaagctcc ccttaaccgc ttggggtcgc gcaggtaatg
  1001821 tcactgccat ctcatgttaa atgaccaccc acgttccccc gccaatgcca agaataatta
  1001881 ctgacgctta tcctgcaacc cacgccctga cgacagatta ttgttatcca cttgtggtaa
  1001941 ccccgtcgcc gcagaagagg ttaacagccc cgtctcaaca tagttgaata acttctcgcg
  1002001 ggtatcggtg atgtccagat tacgcatcgt cagttggccg atacgatcat ctggtgagaa
  1002061 cacggaatca cctttctcca tggtcaaacg ttctggtttg taagtcagat tgtcagacac
  1002121 ggtattcagg atggagtaat cattgccacg acgcagctcc agcgtcactt caccggttat
  1002181 ctcgctggca acccaacgct gaatggagtc acgcagcatc agcgcttgtg gatcaaacca
  1002241 acggccttga tatagcagac gacccagtac ccgcccatta gcatgatatt gctcaatggt
  1002301 atcttcattg tgaatacctg ttagcaagcg ctcataggcg atatgcaaca gcgccatccc
  1002361 aggggcttca tagatgccac ggcttttggc ttcgatgata cggttttcaa tctgatcact
  1002421 catacccaga ccgtgacggc caccgatgcg gttagcctcc atcatcagct caacgctatc
  1002481 gtcaaagaca acaccattta gcgcgaccgg gtaaccacgt tcaaaacgga cagtgacttc
  1002541 ttcggccttc accaccacat tttcgtccca gaatttcacg cccataatcg ggttaacgat
  1002601 tttaacgctg gaattgagga actccagatc cttggcctcg tgggtggcac ccaacatatt
  1002661 ggagtcggtc gagtaggctt tctcggttga cattttgtag tcgaaaccgg attggatcat
  1002721 aaattctgac atctcatggc ggccgcccaa ttcatcgatg aaatcagtat ccagccacgg
  1002781 tttgtaaatt ttcagctcag cgttggtcag cagaccgtaa cgatagaagc gctcgatatc
  1002841 gttaccttta taagtgctac cgtcacccca gatatttaca tcatcttctt tcatggctgc
  1002901 caccagcatg gtgccggtta ccgcacggcc ccagtggggt ggtgttgaaa taagtgacac
  1002961 ccgccgtggt gttatggaat gcgccacatt gaatagcggc gataccttct gccaccaact
  1003021 gcttacggca atcgatcaga cgggcttttt ccgcgccgta ttccatcgct ttacgcggga
  1003081 tggcctcgta atcttcttca tcaggctgac ccagattagc ggtataagcg taaggaatgg
  1003141 cgcctttttt ttgcatccac agcagtgccg cactggtgtc caggccaccg gaaaaagcaa
  1003201 taccaacacg ctgattaata ggaaggtgtt taagaatagt tgtcatcaat taaatcctgt
  1003261 atgaattagg tcagtctgga aaatgtttca atgcctacag tgatatcgca aaacccgccg
  1003321 tcgagtcaaa gaaattttgc atatttatgg atttttattg cataagtatt gcaatttaat
  1003381 ttcatgaaac tatgttccat ttaaaataat cctgtattct attgtgggac ctgcgtgggt
  1003441 tttttgaaac gcgcagcggg ttaaaatatc tagcgggaaa tcaacattgt aaatcggcgc
  1003501 attgggatat ttcaccatag tggtggaaag cgcggatgga tgcaaatgaa cagggtttca
  1003561 gaggccgtta agttgaaaat cttccgcgaa agcgtgtggt ataagaagcg aaaatcatct
  1003621 cgggtactct tttggcgtga gatcacaccg ctggcctttc cgttgtttat tgaaggtttg
  1003681 tgcgtactgc tgatgggggt atttagtact ctgctggtga gttggttggg taaagaagcg
  1003741 atggcagcgg tggggctagc cgacagtttc aatatgctga ttgcggcttt ttttgcctcc
  1003801 gtggcattag ggacctcggt cgttgtggcc ttcagtctgg gccaacgcaa acgccagcag
  1003861 gcgcaaactg ccgcccgaca atccatgaca ttgctggtat taatctccct gttattagtt
  1003921 gtcttggttc atttttcagg ccagaccatt attgatttaa tggctaacca ggcagacccc
  1003981 tcggttaaag caatggccct gacctatctg catttcactg tctggaatta ccctgcgatg
  1004041 gcgataacct tggtggggtg cggtgcgtta cgtggtgcgg gcaatacgcg tttgccgatg
  1004101 cttattaaca ttggcatgaa cattcttaac attgtcatta gcagtatatt aatttatggc
  1004161 ctctttaatt ggcagggact gggttttatc ggtgccggta ttggcatcac attggcccgc
  1004221 tctgcaggcg cactggtggt ggtcgtgctg ctgatttacg gcgcgaataa tacgttgcgg
  1004281 atccccttca aagcctattt catgcctttt acctcggcca ttatgtttga ggtgctgagc
  1004341 attggtattc cggcgagtgt tgagtcagtt atgttcaata ttggcaagtt aatcactcaa
  1004401 cggtttgttg ccggcatggg gaccgacgtg atcgcgggta actttattgc cttttcaatt
  1004461 gtggcgataa tcaatctgcc cggtaatgcg ctggggtaca cctcaaccat tattattggt
  1004521 acccggctgg gcaaggggca aattttgcaa cctattcggc agataaaaca tatcttttgg
  1004581 ctatcgacgc ttggggtctg ctttattgca ttgctgtcca ttcccagtgc gggttttctg
  1004641 gcctcgctgt ataccgatga tccggcagtt atcacggtgg tgaagcattt gatctggatg
  1004701 aatgcgttat ttatgccgat ttgggcggcg tcttgggtct tacctgccgg cttgaaaggc
  1004761 gctaaggatg ccagttacac catgtgggtt gccctggccg ggatgtgggg ctgtcgcatt
  1004821 attgctggct acattctggg ggtaacgcta gggtttggcg tgacgggggt atggatgggg
  1004881 atgttcctgg attggatggt ccggggggtg ttgttttatc gccgcatgtc cacgggccgt
  1004941 tggttatggc gctaccggcc cagcgtctga gaatatgagc cggtgtcccc catcgaatta
  1005001 cttcacactc tgcggtgcca cgtggtgggc aaacagcata atgacgccag agataaagca
  1005061 ggggatggca ccgaataaca gggctgcggt ctgccagttg cctccgctgc tgagaatgct
  1005121 ggtcgccccc atgctggcaa taatggcacc gataggcccc atggcgatga taaatgcgcc
  1005181 agcagtggca cggatggcgg tgggaaaact ctcactaaag aagaataggg cggcagaata
  1005241 tggccctatc aggaaaaata ggcctgcgct gtacaggata acgatgaggg aaaaatcggc
  1005301 tggcccatag agcatggtgg ccaacgataa accaccgagc atccaaccta gagcaatgat
  1005361 attccggcgg ccgaaacgat cccctaacca accatgcgcc agataaccgc aatagcccac
  1005421 caggttagaa agcaccagaa cccagagtga actctcaaag gagacatcgt gtaccttcgt
  1005481 gataaccgtg gtgccgagca ccccgaaaat ctgaatagca aaccagttga tcattaaggc
  1005541 tccgccgagt accagtgtgg tgcgcagtga tgtgccacga aaaatggctg acaggccggt
  1005601 acgttgatga tcggcatact caaaatgata atcttttgcc acctgacggg ccttttctgg
  1005661 ctggccagct tccgttaacc gacggatgtg ctggtggatt tgaaattgtg gggtttcttt
  1005721 tagttttagg gccagcaggg caataataaa cgaaggaact gcggcaaaaa taaaactccc
  1005781 ttgccagccg ataatcggca tcaacagtgc tgacagccct gaggcgacca gtgcgccaac
  1005841 tggccacccc ccttgtacca gactataaat aaatcctttg tgccgattta atattgggtc
  1005901 gttaatggcg gcatacattt cggtgagata cgtcgcattc accgtttgct cggcgaagcc
  1005961 tagccccgct atcgaacgga taccgaccaa tacgcctttg ccccatgctc ccccgattgc
  1006021 ggtcaacaga gaggatatcg ctgcaccggt gacagtaaac acaatgccca aacgccgccc
  1006081 caacctgtca acgatggggc cgacagtcag cgccacaaca gcacctccag cggcgaccca
  1006141 agtcgctaac ttagcctgtt ctatttcatc ccaaccaaaa tgatcaccaa tttccggtag
  1006201 cagggtaccg aacagaataa agtcgtaaac ggcgaatacc caggcgaaga aggcgagcca
  1006261 tgtggcgaat ttgacatctt tgattgttaa ttgctgcggc tgccagccat cagcagatat
  1006321 ttttttatag atgttcatgg ttgttatcac tcgttcaata ggatgcctca ggatcaaatt
  1006381 ttgcgcggca tacggcgcaa gtagtcgtca gcaatctcat caaaggtcac gaaacgtaca
  1006441 ccctgatggc tctggatatg tttgagcaac cgttccagca ttaataacac ttgcgggcga
  1006501 ccggatacgt caggatggat ggtcatggta aatacggcat aatcatgttc tcggtatacc
  1006561 cagtcgaact gatcgcgcca catctcttcc agatggcggg gattaacaaa accatggcta
  1006621 ttgggcgctt tcttgataaa catcatgggg ggtaaatcat ccaggtacca gttagccggg
  1006681 atctccacca gtgcggtttc ggcccctcgt tgcaatggtt tcatccagtg gtctggggac
  1006741 ttgctgtaat cgatgcgggt ccaatggtcg ccgacgcgca catagtaggg gtgaaaatcg
  1006801 tggtgcatca ggctgtggtc atatttaatg ccttttttca gcaacagctc gttggtgacg
  1006861 ttgctaaatt cccaccaagg tgcgacatag cccgtgggcg attttccggt caattgagtg
  1006921 aggagggcga tacagtgatc cagtacggcc tcttcttgcg ctggtgtcat ggcgataggg
  1006981 ttttcatggc tgtaaccatg gatccccact tcgtgtccag ccgcggctac cgctttcatt
  1007041 tgttcaggga atgtttcgat tgagtgaccc ggaataaacc aggtggcccg caggttatgg
  1007101 tcagcaaaga gtttgagcaa ccgtggcgta cccacttcac cggagaacat accgcgtgaa
  1007161 atatcatcgg gtgagtcctc accgccataa gatcctaacc aaccggccac cgcgtcaaca
  1007221 tcaacgccaa acgcacagaa tatttcttta gccatagttc ttctcctgag tttgcgattc
  1007281 atcgcaggca agttgccacc ttgcgtgctg ttgtaaaaac gcgggagcag agtagcaggt
  1007341 caatattggc tgccttcctg ccactcaaat tatttagggg agagtcttcc cataaaatgt
  1007401 attttcgaga gaaatacaga ttttaccgta acaagagaaa gaccaagttg ttaactaaat
  1007461 tgattaaaat atgatcaata atgtgattga aacgataaaa acatgttaaa agtgggtgat
  1007521 acaacccgct agttctctct caaaggccaa tgagttgcca ctcatgacga gcagattttt
  1007581 tacggccggt agagaggtaa aataggaaag gttgccctcg ttattcagtt aatttaattt
  1007641 atcgcctggg tgcaggcagc ggataacgtg ttgttattcg gttgcttgct ggatggcata
  1007701 tacctgccat ccttcagatt gcctgtatta ttgcgctgat aaatgacctt tctatctgtg
  1007761 ctggtaatat ttatggcttc agcgtaaact ggctcgctta ctcttagact agacgttcag
  1007821 aattaaaatt tatgaaaaag aaaacacgat caaacatttt taaattatca cttctttcaa
  1007881 ttcctccttt gattgtttta tcttttattt tgtatatttt catgctgtta gctttccccg
  1007941 atacgcttag aaaaattgaa ggttggtata aagatacctt cttgacaaaa tatattactc
  1008001 tgacacaaga tgaagctgcc aagcagttaa ataattatgc gattgttact attgatacct
  1008061 ctttatcaga gaatataaaa aaatcaaata atattaaatt cgtggaacta tggtatatga
  1008121 atcataaagg tggtgactcg ataaattcct ttcggtatat cgaaatggtc ataaagccta
  1008181 tcagtaatcc taacgagaat actcaagttt acctccctga catgggtgaa tataaccttc
  1008241 atagagccac cattaaattt gagggtaatt cccccgatga ttatggtcac agcgtgacga
  1008301 tcaattttga tagacatgag gccggtcgta gttataacca atttgttgat aggtacttaa
  1008361 aggaagggtc gctcgtaaaa agcggtgaaa ctatcgtggc atgtgaaaaa aatgacgttg
  1008421 acttgtgtga tgcgaatatc cgcttaacag ttacatttga cgaaaaatac agtgatagta
  1008481 acttctttgg taatccaagg ccgttgtcgt caagtggtaa ggcctaaatt cagagggaga
  1008541 ctacacggta acctgataca gcctaaaaaa ttacaggtat aatcccacca attatccaac
  1008601 tggtttagaa acgaagatga caaaactcac cttacaagag cagatgctaa aagctggatt
  1008661 agtgaccagc aaaaaaatgg ctaaagtcca aagaacggct aaaaaatcac gagctcagac
  1008721 tcgtgaggca agagaggctg tggaggaaaa taaaaaagca caacttgagc gtgataaaca
  1008781 gctaagcgaa caacaaaaac aggcggcttt atctaaagag tataaagctc aggttaaaca
  1008841 gctcattgaa atgaacaaaa tcgatatttc aaaaggcaat attggtttta acttcacaga
  1008901 taataattta attaaaaaaa tagttgtgga taagcttact caagctcagc tgattagtgg
  1008961 ccgtctcgcc attgcccgtt tggttgttga taacagcggc gagagtgaat acgcaattat
  1009021 ccccgcgagc gtggccgaca aaattgcgca gcgagatgcg agcagtattg tattaaatag
  1009081 cgcgcttagt caggaagagc aagatggcga agatccgtat gccgatttta aagtgcctga
  1009141 tgatttgatg tggtaattaa cattttgtag aggcttatgt tggcaaataa taatctttac
  1009201 aaatactaat ctttacaaat actcatagat gaaaagtccc tcagggcttt tcattaagat
  1009261 tttatgttca gccagttaat ggaaaaacgc agggttgttc tggagagtcg ccaacatctt
  1009321 tgctgccagc cgactggatg acgtcttttg gcttccccgc tttttatcgt atctacgcga
  1009381 gtcccttttt ttgtgctggg tgtcaacggg gatgatagtc aacttcttgc acttatctgt
  1009441 ctagcagaaa cgactgaaat gcaaaaaccc tgcttagtta cctaggcagg gttctttaat
  1009501 ttggctcctc tgactggact cgaaccagtg acatacggat taacagtccg ccgttctacc
  1009561 gactgaacta cagaggaatc gtgtgaacgg ggcgaataat agcggggaca gagggacatg
  1009621 tcaaagaaga aaagataaat tcggatcgtt tgcttacaag ttgggcaact tgttgagatt
  1009681 tttagctttt aggctaaaac ttcgtcaaaa ttgtaggcaa taaaagcaat agctggcgct
  1009741 gacagtaaag cgtgtagtgg tgcctaaagt gtagtatcag ccaggccagt agcaaactca
  1009801 gcgcagggaa gagcaaacca cggtgttgac ctgtaactgt tcgttatgta gcagcccata
  1009861 caccgagttc ggttagcaaa agtatcggcc aataacggcg aggtaacaga atcctcagcg
  1009921 cctaaatacc gtcttgccaa ctatcggcaa gcggtattta ggccgcaaat ggtttgcccg
  1009981 acttcaatac gccataagcc aactgaccgc aattacgcca tatcagttac ccgccagtag
  1010041 ctgatgctgt agtgcgaagt gcaccagttc aatggtggtt tcacaattga gtttactcag
  1010101 aatattggcc cgatggacat gaacggtttt atggctgagc gacaactgtt cggcaagggc
  1010161 ttttacactt atccctttga ccaataattg aaaaatctct ttttctcgcg gagttaaaat
  1010221 tgtcagctta ctcggctgtt gaggcatttg gcgtagcgcc cgtagcgcat cggtacacag
  1010281 ataaaggccg ccgccattga cggtgcgcag tgcctgtacc aatgccgctg gatcacagcg
  1010341 tttggtcagg tagccactgg ctccggcgtc cattgcactc tgcacaaagg cggttgtgtc
  1010401 ataaatactc agaataatgg cgcgaaaatg cggtatctgt tggcgcaggc gcttgagcag
  1010461 gcttagccca ctctcatccg gcattgaaat atctattacc gccacatgta catccgtttt
  1010521 gggcagattt tcccatgcct cggccgcaca accgtattcg ccaataatac gtatatcttc
  1010581 ttccagtgac agtaattgag caaaaccaga acggacgaca atatggtcgt caatcaatgc
  1010641 aacattaatc atgatttcta attattgggg gagagaaaca gcatgatgct catctcttta
  1010701 tcgcggagca atggttgtta tcaaaaatat aatgggctta gcatctatgg gatacaatag
  1010761 cttaaaaagt agtcagggag acaggttgtg ggaagaaata cctgttacaa aaagaaataa
  1010821 atgttgcgaa atgtgtagta cagattgaaa ccgtgattca gataataatg aaccgggcta
  1010881 atcagacacc cggttcctta accctcccct taaccgttat atattccaaa catccgtggc
  1010941 aaccacagag agatttccgg aatataggtc accagcatca gcacaaagaa taacgcaccg
  1011001 tagaagggca acatggcttt taccacttgc tctatctttt gtttactcac cgcactggca
  1011061 acgaataaga ccgatcccac tggcggcgta atcaggccaa ttcccagatt aatcaacata
  1011121 atcataccga aatggaccgg gtcaatgccc aacgaattgg ttaccggcat taataccggt
  1011181 gtgaggatca aaatcagcgg tgccatatcc atcagcgtac caatcagcag cagcatgatg
  1011241 ttgatgcaca tcagaatgac gtatttatta tcagaaatag aggtaaagaa atcagtgata
  1011301 cgttccggta attgcatgta ggtcatgatg gcaccgaaac tggcggcaaa ccctatcagg
  1011361 atcatgacaa tagtgacggt tttgaccgtc cgatacatca gtttgggcag ttcggaccac
  1011421 ttataatcac ggtagacaaa catggtgacg aagaatgacc ataagcaggc gatagccgcg
  1011481 gactcagtcg cggtaaacac ccctgacagg ataccgccca tgatgataac aaccgtcatc
  1011541 agcccccata gcgtatcgac aaaaatttta agtgcctgac ggaatggcac ccgctcacct
  1011601 ttgggataac cccgcttata ggcgaagccg acacacatga gcatcaaggt caggctaagt
  1011661 aacaggcctg gaacgatccc cgcaatgaac agggcggaga tggagaccgt cccaccggtt
  1011721 gccagtgaat agatcaccga gttatggctg ggtggcgtca atattgcctg tactgaacca
  1011781 ctggcggtca cggcagcggc aaaatcgcga gggtagcctt ttttatccat ctcagggatc
  1011841 atcactgagc cgatagaggc ggtatcggcc accgaagagc cggaaatagc accaaaaaat
  1011901 gttgaggcga caatattcac caatgacagg ccaccgcgga taaagcccac gaagatatag
  1011961 gcaaagttga ccagccgtcg tgcaataccg ccctccgcca taatggcacc cgccagaata
  1012021 aagaagggaa tagccagtag ggaaaattta ttgaccccac tggttatttg gatcatcacg
  1012081 gcttccagtg gcaaatcaat ccaaaacgcg cctgcaatgg cactgaggcc cacggcatag
  1012141 gcaacgggga caccaatagc caatagaatt gccagggtaa aaactaaaat aaatgcgtcc
  1012201 ataaggcaga gttccccaaa attatgaatt gccgatcatc actaccgggc gctgggtttg
  1012261 cgggccaaaa aataggcgct cgataataaa catcagggta atagcagaac cgacaggtaa
  1012321 aggaagatag gtttgtccgg cggtcaataa tgggaactcg gcgacgggtt gcgaccataa
  1012381 ttcgctgcac agaatatagc tgtagctcag aataaataga cttatcatca ccatcagcaa
  1012441 attaaccagc aacgcacaga tcttcttacc cgcctcggga attctatcgg ttaccatgct
  1012501 cacggcaata tgagaaccag agcgataact ggccgctgcg ccaataaagg tgaacgtcac
  1012561 catacataaa atagcgacgg gttctggcca agataagccg tcgttttgaa tataacgggc
  1012621 aaatataccg atagggatag cggcaaccat aataattaaa gcgataccgg ctacccagat
  1012681 tgataggcgg tataaaacat ccatcgcaga gagataataa cgagccatag tggaaacctc
  1012741 agtatccctt tgtccttggc gttgcagtgg cgttagcagc cttattgcaa cggcaatggc
  1012801 gttgggtaat atcagcggta ttaaaaataa ttcaataccg ccggatggat gttattggac
  1012861 gtcaccaatc tgtttaatca agtcctcatg acctttgccg aactcatcgc gtacgggctg
  1012921 agtggcttta taataataat cacgatcaat ctcatgatac tgcacaccgc cggccttcat
  1012981 tttctcatga gcttgttgct cataggctgt ccataatacg cgttgctcag cttgtgcttc
  1013041 ttttgctaat ttaagaatgg tttgctgatc ttcggcagat aatttgtccc acttggcttt
  1013101 cgaatacagg aatacttcgg gaataatgaa atggccgctc agggtataat ttttgacaac
  1013161 aggcaggtaa ttatgggcta caaatgtagg ctggttattt tcggtgccat caatgacccc
  1013221 ggtttgcata ccgctgaaca cttcactgac gcccatactc agggcattgg cccccattga
  1013281 ttttagcgtt gctaacgcaa tcgggctgcc ttgaacacgg attttcatcc cgctgagatc
  1013341 ttccggttta atcactggtt gtttagtaat caggtgacgg gtaccgccat ccatccaacc
  1013401 taagaacacc aattttgaat ttttgttatc ggtgatttta ccgcctattt cctgaccaat
  1013461 tttaccatca aggaccttat gtaaatgatc ttcgtcgcgg aagatatagg ggagggtaaa
  1013521 gacattaatc tccggtaaaa tagaggcaac gggtgtcatg gatacacgaa taatatcgat
  1013581 tgcccccatt tgcgcctgtt ctatcatttg cttctcatca cctaatactc caccaggaaa
  1013641 tgttttcatc tccagacggc catcagtcgc gacttttagt ttttcgccca tatctttcat
  1013701 cgccacgaca ttggaataat ctttaggatg aacatcggct gctttaattt gttgggcagt
  1013761 tgcggattgg ctaaatagca cttggctcag taacaacgcc gaggcggtta aacataatgt
  1013821 agggaaagac gttggcaatc tcattcaatg atctccagag gtagaatacc cttcatattt
  1013881 gacgttgcag cggtgttatc gactctcgtc tgggccactt acctaagtga actcatcggg
  1013941 acccgtgtat ttgtcacctt gctacagtca actgctatag tcaccttgct acagtcagcg
  1014001 tgctacagtc agcttgctac aacagcaatg acttcgggca taacgtatat aagtaaaaga
  1014061 ggttgtttta ataattaaag ggaaatctca gtatatataa tagggatata tccttatccc
  1014121 gatagcgaac aagctagctg tttatattgg gttttaaatt gatgatggtc acagaaaaag
  1014181 aaatgacaga aactgcgttt caataattgt gaagtatcat ttcaccgcaa ggtcagaaaa
  1014241 acagatcctc ctccagtcca caaccgaaag ttgcggcatt ttcccgtatc cgggtgcttg
  1014301 agattgttat gttcggggtt agcaactacg ataacagtct atggattaag ataattaggg
  1014361 taacgcgtga cgtcggtatt catccgtaat tttacttttg ctgcactgcc agccaacggc
  1014421 ctcaatggtc aacccccgtt tcacgggctt ttggccaagt gtgattttga ggtgaatgaa
  1014481 tatcgggacg agttgtttgc agcctatggc attccgtttc ctgggagtct gaacaaggcg
  1014541 gtgatcaaac gtcgtgccga atacctggct gggcgttttg tggctcggca ggtgttgaac
  1014601 ttattggata tccgcgatta tccgctagcg acgggaatgg atcgtgcgcc gcagtggcca
  1014661 accaacctga ttggcagtat tagccataat aaccaacgtg cgttatgtgc cgcccaaatg
  1014721 atagagccaa ggggcgttga gtcttctact ttgcatggca taggtttgga tattgaaagc
  1014781 catatcgctg aggaaaaagc gcaagagatt tggtcgggta ttatcagcga tgaggagtat
  1014841 tcgctattac aacaaggccc attgcccttt aaccaagcac tgacattggt tttttcggct
  1014901 aaagaaagtt tatttaaagc ggtctatccc caatctggcc gctatttcga ttttatcgaa
  1014961 gcacgtctgc tgagttactc attggtgtca ggcaattttg aattgcagct attacgacat
  1015021 ttaaatgatg aatttcccgc tggccgttgt tttagtggct gttttagtct cagtgagacg
  1015081 gatcttcaga cctttattgc ttattaaaac caagaattat ttatctgaga ataaggggct
  1015141 gaatatgaaa gaagtcttaa ccatcagcgt gttggaaaaa tcgttaaagg acatcactcg
  1015201 ttatgcagtt aataaaaacg atatgcagtt aataaaaata atctagctaa tatatgattc
  1015261 attgtcatgg tgttcttcgg cattcgctca ataattaaac ctttctttac gattaagttg
  1015321 tggtgatttg cagcaatatc tccgtcaatt gattttcgcg cgtatttcca tttttctgcc
  1015381 attcgaactg ttttgggtat aacccaaata gataagtgcg gtcttgctca acaacgtgaa
  1015441 gaccaaatag cccattggac gcaaagtagg ccgccataaa cggcggcctg aggttaattt
  1015501 acggctgaaa gctgtatcag gatagccgat tcaggattga ggatgggaag ggcaattcct
  1015561 gctttctcta gccaatcgcc actgacgatg agcgggcttt tcaaccaggc tggatagcgc
  1015621 ttcatggtgt tatttcgtgg tttgtgcatg ctgtcaggca tgtccagaac ctcgatctga
  1015681 tagtgtgtgg atgggttaag accaggaatc aatacgttgc cacataaggc atattccggt
  1015741 agtgctagct ggctgatcag gacgacagct tgctgctggt cgtgtgcgat aacggcatta
  1015801 attaatgttg ttttatccgg atggtcgagc cggatcgtgt ttccgctatg taacagcggc
  1015861 cgcagttgtt tatgtagcgc aatataacgg gcaaaagcct gttgctcggc aggagattca
  1015921 ctcaccggat caagctcgac ccccatatgg ccgaacagcg ctgtcagccc ccgaaaatta
  1015981 atagagtgca ttctggcggt ggtatggcac ggagtaccgc caatatgcgc gcccataact
  1016041 tctggaggga agaagtagct catccctcgc tgaatttgct ggcgatcaag agcgtcgttg
  1016101 ctgtctgatg gccagaaacg gtggcagcgt tgcagaattt cataatcaat acgccccccg
  1016161 cctgacgcgc aggattcaaa ttcaatatgt gggaaatgca ggttgagttg gtcgaataag
  1016221 cgatacagtt gctcggtctg ttgtaccaac gaagggtggc cgcggtgacc gggctggacc
  1016281 atctcgcggt tgaaatccca tttaacatag tcaactttgt gttcgcccaa caaccagctc
  1016341 aagcgttcta gcaggtagtc gaaaacggcc gggttcgaca aatcgagcaa cagttggtcg
  1016401 cgtcctttca gtagcgggta gccgtcaagt ttcagcaccc agtcaggatg attacggtat
  1016461 aaatcagaat cctgattgat catttcaggc tccacccaga taccaaactc cataccgtat
  1016521 tcattcactg cttcaataat ggggttcagc ccctgtgggt atttttcggc atcaatatac
  1016581 caatcgccca gtgaacttaa atcgttgttg cgtcctttga accagccatc atcaatgata
  1016641 aagcgctcca caccaatttt ggccgcgttt ttcaccatct gaataatgta gtctgggtca
  1016701 tgcttaaaat agatgccttc ccaagtattg aggtgcaccg ggcgcggttt ttctgccagt
  1016761 gatggcacga tattctggcg cacatagtga tgaaaactgt ggctcatacc gttcaacccg
  1016821 gtagcggaat aggtcgcgta gacccacggg gtactgacac tttgcaagtg ttccagaacg
  1016881 atttcaccgg aaaaatagag ggcttcggcc tgcacctgac ggcggccatc acttttacag
  1016941 tcagcgcgta aacgatggtt tccactccag gccagatgca agccccagac ctcgccctgt
  1017001 tgctcactga agcctgcttt ccctactacc atgccgggaa aatattcatg tgaggttctg
  1017061 ccgcgccgat tttcctgaat ataaccgcca tgatcgagtt taagtgagtg gcgctggaac
  1017121 tctttaatcc aacggccatt gaaggccatg atttcattgg cacgttccgg aaaaggcaag
  1017181 gtcacggcca accgatcgat tcggtagcat ccggctttaa tattggtcag cgtattgcgg
  1017241 gtttttatca cgccactgtc tgggcacatc tgcaactcac tcaccagccg caagcccgcg
  1017301 ctcgtatctt cgctaataat cgttaataaa ttgttttcaa gtgtatggct ctggctggtg
  1017361 aaaatgggag accaatcttc gccatcacgg tttccctcca taccgggcac gctgaacagc
  1017421 cctcggccat tttcagggca gagcgtcaac ggtatatcgc tgtccaggcg gctgttagcg
  1017481 accgggcggt ttaaggcttc catcatcgca ggcgagtaat caagcagagg cttaccccag
  1017541 taaacaattt ctgcgtaggg agagcagcgc acgatcatgt cagaagaacg gctggataat
  1017601 ctgacaaagg tagtattcat aatggctcct gtgaaaacga aaatttgctc gaggtgatgg
  1017661 catggcggcg acaccctcgt tatctgtatt gaatttttta agattgtggc tgagaaactg
  1017721 gaggggtaac cgacggatcc tcttttagcc ttgacgccag gtttgctacc gcgctgcgcc
  1017781 cagagagcgt gaaagctgaa atgagggtaa atgacaggac gataacgcct aataccatgt
  1017841 acgtgtcttg atatcccatg ctgtcataca tgcggccagc aaatactgac ataaacatca
  1017901 tggataactg tttgctgaaa cagaacccaa tcagatacac cgttgctgaa aaacgaactt
  1017961 caaatacttg agtaatatat ttaaaggagc ctaccagtaa gaaaggaacc tcaaacatat
  1018021 gcaacatttt caggaacacc acttgggtcg ctgtcgtggc aaatgctgaa cctaaaatac
  1018081 ggactgacat aatggtacct gccagcaata acgcattttt gctaccaata cgcgcaataa
  1018141 ttaccggagc gaaaaacatc acggttgcat tcagaatttc accaccggta gtgacaaaac
  1018201 cgaatatttc agttccttgt tgtttggtgg caaagaatga agtgaaaaag ttagcaaatt
  1018261 gctgatcaaa cacatcataa atacaggcga cgccaacaat atacataacg aaaaaccaca
  1018321 actcccgttt ccggaggagt gccagcgcgt tctttaagtt aaataccgct ttattcgcgc
  1018381 ctagagtatc gacaacaaag gccgtagatt gtcggtcggg gcgagcgaag aacagcaaga
  1018441 cagccagtat taaggcgcag cctgatgcca tccaaaaaat taattggttg ttgacggtgt
  1018501 agagtattcc aaccacggtg gcgcacagtg cccagccaat acagccgaac attcttaccc
  1018561 ggccgtattc aaaattactg tggcgactga ccttttcaat ataggcttca atggcatggg
  1018621 aaccgccagt aaatacaaag cccaaatagc agccacccac aatagcgcca atgaagatgt
  1018681 tatatttcag taatgggctg aaaacataaa taaagaacgg ggcaaacagg accagtaatc
  1018741 caacaatgat ccacattagg gttttgcgta atccaagctt gtcagagagc ggccccataa
  1018801 ttggctgaaa ggcgagggca aaaagtgaaa tgctaccgaa tacaataccg gtgtctgttt
  1018861 tgctcaggtt attaatatca tgcagccaga tcggaaagaa cgggtagtac gatgccatga
  1018921 taaaaaagga gactgtaaac aatattgtgt aattgcctgt ttttgatatc ttcactccaa
  1018981 caacggagac aggcaaatta tggacgaaaa gaaacttaaa gcacttgcgg ctgaactggc
  1019041 taaaggtctt aaaaccgaag ccgaccttaa tgcattttct cgtatgctaa caaagcttac
  1019101 cgtcgaaaca gcgttaaatg cagagcttac cgaacacctc gggcacgaga aaaatacccc
  1019161 taaatcaggc tcgaataccc gcaacggcta ttcgtccaaa acactgctat gcgacgacgg
  1019221 cgaaatcgag ctgaatacgc cacgcgaccg cgaaaacacc tttgaaccgc agctgataaa
  1019281 gaaaaatcag acgcgtatca cacagatgga cagccagatt ttgtccctgt acgccaaagg
  1019341 catgaccacc cgcgaaatcg tcgccacctt caaagagatg tatgacgccg atgtgtctcc
  1019401 cacgctgata tctaaagtca ccgatgccgt aaaagagcag gttgctgaat ggcaaaaccg
  1019461 ccaactggat gctctgtatc ccattgttta tatggactgc attgtcgtaa aagtccgcca
  1019521 gaacggtagc gtgataaaca aagcagtgtt cctagcgctg ggcatcaaca ctgaaggtca
  1019581 gaaagagctg ctgggcatgt ggctggcaga aaatgaaggt gcgaagttct ggctaagtgt
  1019641 gctgacagag ctgaaaaatc gcggtcttca ggacattctg attgcctgcg tggatggcct
  1019701 gaaggggttc ccggatgcga taaacagtgt ttatccgcag actcacatcc agctgtgcat
  1019761 catccatatg gtacgcaaca gcctgaaata tgtgtcatgg aaggactata aagccgtcac
  1019821 cagcggtttg aaaatggtgt atcaggctcc gacagaagag gcggcgctga tggcgctgga
  1019881 taagtttgcg gaggcctggg acgacaaata cccgcaaatt agcaaaagtt ggcgtacgca
  1019941 ctgggaaaat ctcaatacat tcttcggcta tccgcccgat atccgcaagg ctatctacac
  1020001 cacgaatgcc atcgaatcgg tgaacagcgt gatccgtgca gccattaaaa agcgcaaagt
  1020061 gttcccgaca gacgactcag tgcggaaggt tgtttatttg gcgatcaagg atgcatcaaa
  1020121 aaaatggagt atgccgatcc agaactggcg gttagcgatg agccgtttta ttatcgagtt
  1020181 cggtgaccgc ctgagcgatc acctttaata cggtggcagt tacacagaat tatggacagg
  1020241 ctcgatcatc atgcaaaacg ttacgctcat cagtatcgat ctcggcaagc attcgttcca
  1020301 tgtccattgc caagatcaat caatcaggca aggcacttct gcgcaaaaag ttcacacgca
  1020361 ctaaactgat ggagttttta gcctctcacc cgtcgactac ttttgtcatg gaagcctgtg
  1020421 ctggtgcgca cttcatggct cgccgcatcg ctgatttagg ccatgaggca aaacttattt
  1020481 ctccgcagtt tgtccgtccg tttgttaaaa gcaacaagaa cgatttcgtt gatgccgaag
  1020541 ccatatacga agctgcatca cgaccttcca tgcgttttgt gcagccgaga accgaggttc
  1020601 agcaggcgat gagagcgcta catcgtgtca gagaatcact catcagggat aaggtcaaaa
  1020661 ccaccaacca gatgcatgct tttttgttgg aatttggcat cagcatgccg attggtaccg
  1020721 cagtgattaa gcggctttca gtcgtgctgg cagagcatga actcccgcct tattttgtgc
  1020781 agttactgat gcaattgcac gaccatgatg gtgatattgc gtggtggcgt cgatatttta
  1020841 gtcgcgacac ctggccgttt actggatctg gaacatcaaa acgcggttga tttgtccaaa
  1020901 attgaaattt tggtattgga cgaagctgac cgtatgctgg atatgggctt tattcacgat
  1020961 atccgccgtg tattagccaa attaccggct aaacgtcaga atttgctgtt ctctgccacc
  1021021 ttctctgatg agattaaagg attggccagc aaattgttgc acaacccagc ctctgttgaa
  1021081 gtggctcgcc gtaatacggc gtcagagcag atcgcccaaa gcgttcactt tgtcgataaa
  1021141 aaccgtaagc gtgagctgtt gtctcagatg attggcgaag gtaactggca gcaagtgctg
  1021201 gtgtttaacc gcactaagca cggagcgaac catttagctg aacagttaaa taaagacggc
  1021261 attactgcgg cagcaatcca cggtaataaa agtcagggcg cacgtactcg tgcactggcc
  1021321 gattttaaag acggtaaaat ccgtgtgttg gtcgcgacgg atatcgctgc ccgtggtctg
  1021381 gatatcgacc agttacctca cgtggttaac tatgaattgc caaacgttcc ggaagattac
  1021441 gttcaccgaa ttggccgtac tggccgcgcg gaacggaccg gggaagcgat ttcactggtt
  1021501 tgtgtcgatg aacataaact gctgcgtgat attgaacgtt tattaaaacg tgaaattcca
  1021561 cgtatcgcac ttgatggcta tgagccggat ccaagcatta aagctgatcc aattcaaaat
  1021621 ggccgtcagg gccgtggtgc acaacgtcca ggaatgggcc gtggcagcag cgcgggtcgt
  1021681 ccgcagaatg ggggcggtgc agcaggtcgc ggtgatagcc gcaacagccg cccacgcagc
  1021741 caggctgatg gtcaacgccg tccggcaggc ccatcgtctc gcggtcgtag ccgtaatcca
  1021801 ggcgaataag cgatacctct tgggtataac ggcttctatt cactgataaa accgcttctt
  1021861 aggaggcggt ttttttgtgc ccagaaaacc cccagctagg ctgggggttc agtaaagctt
  1021921 tcagctttgg gtcagttata aaaacccctt ttgatttgtt aaaacagttt gcggtctggc
  1021981 aactgcaaat gttcaacaag aaatcaaaag ggggtcccaa tgagggatga aaagagctta
  1022041 gcgcacaccc gatggaactg taaatatcat atagtttttg cgccgaagta ccgaaggcag
  1022101 gtgttctaca gggaaaaacg cagagcgatt ggcagtattt taagaaaact gtgcgaatgg
  1022161 aaaaacgtga atatcctgga agcagaatac tgtgtggatc acatccatat gcttctggag
  1022221 atcccgccca agatgagtgt ctcgggattt atggggtacc tgaagggaaa gagcagtctg
  1022281 atgctttatg agcagtttgg cgatttgaag ttcaaatacc gtaacaggga gttttggtgt
  1022341 cgagggtatt acgttgatac ggtagggaaa aacacggcca ggatacaaga atacataaag
  1022401 caccaattgg aagaggataa aatgggtgag caactctcga tcccgtatcc cggtagcccg
  1022461 tttacgggcc gtaagtaatc catagatgca aatgtcagat cgcgatgcgc ctgttagggc
  1022521 gcggctggta acagagcctt ataggcgcat atgaaaaacc tccggctatg ccggaggata
  1022581 tttatttatc aaaatacggc cttaatctga ttaaaaaatg tatatataac cattattgaa
  1022641 tttaacgtta tctaattaaa ttaaattgta gttaaagtct ataagggcta attactaaag
  1022701 tttctatatt aataagtttt ttcattaaac ataaaataat ttaatttatt aaaaatgata
  1022761 attttgtctt tttttgaaat aataacaatt aagttttaat gtattattgt taatactgat
  1022821 tgagaatatt atctaatcag aaataaacga ataaaaaact gtttactcat cattaatata
  1022881 aggatttttt gtatgccaca agttaataac atatcgacaa acaatataca ctcagccggc
  1022941 tttaacaact caaattcaat tcaaaaatat actggagcag tctcatctat aagtgatgat
  1023001 ttacgtatta ataatgaaaa gtgcaagagt gacataggaa ctataagtgg tgatataaaa
  1023061 attaatcgcc attctgcagt ctacggtaat gtgaattcag tcagtggcga tattactgta
  1023121 aaaaattcta tagtagataa agacatcacc acagtaagtg gtgatgttaa cgcggtgaat
  1023181 tcgactatag gaaaaaatat aaaaacagtc agtggttcga ttgaggtgga acaatcaact
  1023241 gtaagcggca atttggaaac aacaagtggt gggatagata tagatacaac aaaaattaac
  1023301 ggtaatgtgc atacgacaag tggttcaatt tcgatgaacg attcaactat tgatggtagc
  1023361 gtaacatgta aggcggggtc tgtaacaatt gtcaattcaa caattaaaga aagccttaat
  1023421 gtaaccagtg agaaaataat tgttggtaca gcatcttgta ttggaaaaat taacatttcc
  1023481 ccccctgaat ctgtaaattt taacatcatg aattttggga acgatagtat agtgatggga
  1023541 atgaggaatt tttgtatttc aggagaggta aattttacca ttactaatgg taaagtattt
  1023601 gttaatgaac aaagggtcgg ccatacagct tcgcaatcaa cttcgaaaaa agtagaagaa
  1023661 gttactatta atatcgcgaa aaatgccagt gttaatgata ttgtttttta tactaaaaag
  1023721 tgccatatca ttttagaagg aaatgctaaa tataacggag aaaaaaagga tggcatgcaa
  1023781 ttcacccatg ttaacgcacc gaaaagtcat gcttatgcgt aaaatacgta tttagactat
  1023841 ctctttggca atgtccattt tcataaatgg gcattgccca tgggtatttt accacacgac
  1023901 tttaatagcc gattttcagt gtggtagaac aaagatgacc aaacaaaaaa ttttaagggg
  1023961 ccaagaatat tattattttt tactctacgt aatctgtatt attcagtgtt atctcttgtt
  1024021 tttatccccg tttccctcgt atcattgcca gccttttttg acattatacg atatagaatt
  1024081 aggctggcgg tcatgacaaa taaaggctct ggataatgag tatgcgagta atactggcac
  1024141 cgatggaagg tgtattagat tcgctggtgc gtgaattgct cagtgaagta aatgattacg
  1024201 acctttgcat caccgaattt ttgcgggtgg ttgatcaact gctgcctgct aaatctttct
  1024261 accgcctatg tcctgaattg cacaatcaaa gccgtaccca gtctggcaca ttagtacgta
  1024321 tccaattatt aggccaatac ccagagtggc tggcagaaaa tgcggctcga gcggtagcgc
  1024381 ttggttcata tggtgttgat ctcaattgcg ggtgtccttc aaaactggtt aacggcagtg
  1024441 gcggcggggc aaccttgcta aaagatccag aactgattta tcaaggtgca aaagccatgc
  1024501 gtgcggctgt tccggcccat ctccccgtca cggtaaaaat tcgtttaggt tgggattctg
  1024561 gtgatcgcca atttgaaatt gctgatgccg tgcagcaagc gggggcgacc gaattggctg
  1024621 ttcatggtcg aaccaaagaa gatggctatc aagctgaacg gattaactgg caagccattg
  1024681 gtgagattcg ccagcgcctg acgattccag ttattgccaa tggtgaaatt tgggattatc
  1024741 agagcgcaca agagtgcatg aaagtgaccg gctgtgatgc cgtgatgcta ggccgtggcg
  1024801 cgctgaatgt gcctaatttg agccgggtgg tgaagtataa cgaaccgcgt atgccgtggc
  1024861 tggaagtggt caaactactg caaaaatatg tgcagttgga aaagcagggc gataccggct
  1024921 tgtatcatgt tgcgcgcatc aaacagtggt tggggtatct acgtaaagaa tataccgaag
  1024981 cgacagattt attcggtgaa atccgcgcat taaaaaattc gaaggatatt gcgctggcaa
  1025041 ttcagcgtat taatcgttag ctcaggaaaa taatgtttca attgaataat aatgtggttg
  1025101 gaatataaac gtattgccga gagtaacgct atgttattgt tttttcttgc ggctgataaa
  1025161 tttagctacc cctagcatga ataatgcacc gataaggatg attaacacat caacccagaa
  1025221 cgtcaatgag gccatttttt catcgtgaat atctgctaaa cccgcagcaa tcaagaatac
  1025281 accaaagata ataccaaaaa ttgttgttcc catgttcgcc cccagagtgc cgttttatct
  1025341 gaaaatagat gtggaccatt atagggtgat ctttaatccg acaggcgttt tttatcatta
  1025401 ttgagcgtag atttagctca aaacatcaga tattttagat aacctaattt tataaccggt
  1025461 gagtctggct aaatttatta gaacagaaat gtgttaattc gcttttaggg ttgactgctg
  1025521 cataacaaac agtcaacttt aatctttgta acaatcattt aaagaaaccg tgatgcgtgc
  1025581 gtcaggccgg taatttataa tgcgcgacac caatcatgtc cactcccgat aatttattta
  1025641 agctgacaaa catgtatgta aaaatccgtt ttgcactatt gagctttttg cttttatcca
  1025701 ccggtatcag tgttgcgcct ttggccattg cccggggatc agcggttgag gttaaaggga
  1025761 cggcaccttt ggaattggca tcgggtagcg ctatggtggt tgatttacaa acgaataaag
  1025821 tcatttatgc caataatgca gataaagttg tgcctattgc ctcaatcact aaactgatga
  1025881 cggccatggt ggtattagat gccaaattgc ctcttgatga aattctctcc gtagatattg
  1025941 atcaaactaa agagttgaaa ggggtgtttt cccgcgttcg tgttaacagt gaaattagcc
  1026001 gtaaggacat gctgctactg acactgatgt cgtcagaaaa tcgtgctgcg gccagcctgg
  1026061 cccaccatta ccctgggggc tacaacgcat ttataaaagc catgaatgca aaagccaagt
  1026121 ctttgggcat gaacagtacg cattatgttg agccaacagg gctgtcgatt aataacgtct
  1026181 cgacagcgcg tgatttagcc aaattactga tggcgaccaa acagtatccg ttaattggcc
  1026241 agttaagtac cactaccgaa aaaatggcta ctttccgtga accaaattat acgttgccat
  1026301 tccgcaatac taaccatttg gtttataacg acaaatggaa tattcaactg accaaaaccg
  1026361 gttttaccaa ccaggctgga cactgcttgg tcatgcgtac cgtgattggc aagcggccgg
  1026421 tcgcattggt ggtattggat gcttttggta aatataccca ttttgcggat gcaaaccgcc
  1026481 tgcgtagctg gatcgaaaca ggtaaagcgg cgcccatccc tggtgctgcc aaaagttatc
  1026541 gtcagcaaaa agattcacag ggccgtttag cgcaggtatc agaataagag cagcgcatcg
  1026601 cgactgagaa gcggaatttg ctagcagagg caaattccgc tttagtgact aattgtttgc
  1026661 tttcagataa tgcctaagcc taatggtgct atttctggct aatagcgtca gtcttgctgc
  1026721 caacgcttac gttttgaggt tttaccaatc cccggattaa aactgttggt tgggtcgatc
  1026781 tgttgataaa aatcttttaa tgcaggtttt gccagataga ggtggccgac attatgttct
  1026841 gcggggtatt ccgcaccttt gtcattgagg agcgataaca ttttttcttt tagcgctttt
  1026901 acatcaaccc ctttcttaac gatatagtct tgatgaaaga cgtggcacag aaaatgtcca
  1026961 taatagagct tcgcgatcag acatttttct atttctggtg gtaaggtttc aaaccactgt
  1027021 ttttcattac ggcgcagggc gatatccagt gccaaaatat cttccacttg atcggcgtgg
  1027081 accgcgtgat agcgcactgc cgcacctgcc gccgcaaaac ggtgtagaaa agccttttta
  1027141 ccttcatcag ccgtgcaggc aataaagtta ccttccgcag tggcaaaaaa ggcgcgtaga
  1027201 tgttgttgcg cttcggtaat accatcgcct gacattttga gcagcagatg atgttcatat
  1027261 tgattacggt aagtcttaag gcgcttaggt aaatggttag gcaatatctg actaaagcct
  1027321 tgcattacac gatcggtcag gtgatcgact aaatgcggaa ttttattgag gcgagcatca
  1027381 attttacctt ttaacgtgaa gaatcggggc atgttattgg tgcccatgct gttaatcatc
  1027441 acaaacgtat ctttgccata ggtttccgca atatcaaaaa tatcacggtg cagatattca
  1027501 cccgcgatag gtaaatgttt aaagtcgcgg agaataatac ggcgtaactc agtcaatacc
  1027561 tgagtttggt tggtgccgat ataaaaaact tgttgttgtt tctcactggg gaaggtatcc
  1027621 agccgcacgg caaatattgc caatttaccg gcacagccgg aggcttcaaa taaacgtctg
  1027681 gggtcggcgt taaaacgcga aggggtcgtt gcatcaatat ctcttacccg cgtcgcatat
  1027741 tcactatctg aggcttgctg cccggtctgt tcgatatctt cagcaccata ttggccttgt
  1027801 tccaaacgtt gtagaatctc ttctggtgta tttcccaagc tgatgcctaa atgattaatt
  1027861 aactgcaact caccttgtgc atcaatttgt gcatacagag ccatttcggt gtatgccggg
  1027921 cctctttgga ccaatgaacc gcctgaatta ttgcaaatac cgcctacgac cgaggcacca
  1027981 atacaggagg agccaataac cgaatggggt tcgcgaccat aaggttttaa gcgtttttct
  1028041 aattgattca gtgtgcttcc agggaatcct ataacttgtt tgccatcatc caatagctga
  1028101 atgttgttaa gacgtaaggt attcaagatg acgatagggc gatcataatc atcaccactt
  1028161 ggcgtcgagc cttctgtcag cccagtattg gcggcttgca tgataatgat ggtatcagca
  1028221 gccacacaag cctgcagtaa ctgccattgt tgcagtagtg ttgacggaaa taccacggcg
  1028281 agggccaccc ctttaccgga gcggaaaccg gttcggtagc gttcagtctg ccgttcaccg
  1028341 gtcagtaaat agcgtgtacc cactatatgc tgtaattgag tcagcaagag ctggattttt
  1028401 tcattattga actggctcat caatgtggtt ccctgttagt gacattagcc ttttactgca
  1028461 ttagcttttt actacatcaa ccttttactc ccttaaccgt ttaatatatc gacgttgatt
  1028521 atcgcggtta gcggactatt gtgattaata attcaacccg cattttgaac aggaggtagc
  1028581 taaagtatag aatcagatct aatggctgta ctgattaata aggcatttta tgagtgagca
  1028641 ttttgttggg aaatatgaag ttgaattgaa atttcgtgtc atggatctga cgacgttgca
  1028701 tgaacaatta gtcgcccaaa aagcgacggc ttttaccctt aataatcatg agaaagacat
  1028761 ctatctggac gctaatgggc aggatttagc ggatcaacag atcagcatgg tattacggga
  1028821 aatgaatcca tcaggtattc gtttatggat tgttaaaggg ccgggcgctg aacgctgtga
  1028881 ggccagcaat attgaggatg tcagtaaagt acaaagtatg ttggcaacgt taggttatca
  1028941 cccggcattc accatagaga aacagcgaag tatttacttc gtggggaagt ttcatatcac
  1029001 ggttgatcat ctgaccggat tgggtgactt tgctgaaatc gccatcatga ccgatgatgc
  1029061 caccgagctt gataaattaa aggcagaatg ccgtgatttt gccaatacgt tcgggttaca
  1029121 ggttgatcaa caagaacctc gttcatatcg gcaactattg ggtttttagc cgtcagaaag
  1029181 acgagccgca cagattattt tttcattaaa gatttcaaat tagcaaatgg gttatgggtg
  1029241 gcgacgcctt gatccttttg tgcatcatct ccggcaacca cggttgagcc gtataaatcc
  1029301 acctctgtat atttggaatg ctcatgatcg tgacaaaaca ggcataacat ctcccaattg
  1029361 ctgccatctt ctgggttatt accgtggtca tgatcaatat gatgaaccgt tagctctcgc
  1029421 agattggaat agacaaactc ccgtgagcat ttaccacaaa cccaggggaa aattttcagt
  1029481 gccttctccc gataaccgct ttccaatcgg gaataattct ttggtatata tgccatatga
  1029541 gccttcaatt ctgcgaaaaa tatgctgctt attttagcgc gaaagtgggc gtcggactat
  1029601 cgactattga ggataaatac tcaaacgcca acacgccatt agcgcgtttt tcttcttatc
  1029661 gggatgtatc aacggcattt actggtattt taccaaaagt tatttagaga acttttgaga
  1029721 cttttgctga tgatttaagg ggataagacg ttttacactg tcagtatgga attattgagc
  1029781 taattttatt ttacggcagg caataagagc atttacctaa aaccccttgc cgatacagtt
  1029841 gaggcgctat gaaagaatct gaggtactgg ccgaagtcag taatgaaaac cagacattgg
  1029901 ttgcagtcgt gcaacaagac ctgagggtcg tttattttta tatttacccg caagaagcat
  1029961 tcgaagagcg cttcccagtc cgtgcttgct gggtgagaaa tcgggttgcc gcgcctcagt
  1030021 caaccgataa tatggcaatg gaacaagggg tggcaccgcg cctggccgca gagttctgcc
  1030081 gtaatatcgc tggcgaggct gagcttgatc cacaattgat ttcgattatc tggtcagaaa
  1030141 gtgatgacgg tgcagcacta tggtatcagg ggcaattact ggcaatcatc ccaggctgga
  1030201 gtttatatat tgaccattcc atttgctatt cagccagttg catcaaagac aatccgctgg
  1030261 tgttgcctct tgggtctgct tcgaccaata cgcaatatgc ccttgcgcag cacacacgcc
  1030321 aattttggcg acgctggcag caggaagagg ggaatccatg gcccctcttg caaacggaat
  1030381 atattcaatg ctatgagcag cattttggtc catcggtaaa atattatgcg atcgatcagg
  1030441 gaaaatggcc tccaatggcg atatctcagc atgaaaaaga ggggatatat tattttttga
  1030501 cgattggtgt cagtattcgc ccacaacctt gggttgaaat attatttaat gatgatgcca
  1030561 gccaataccg gcgcatggaa atggcattgg ctattgatgg gcaatatgtc aatgaggata
  1030621 acgctattca tatggccagt gctctggccg ggtttgcgca tgttccctgg aataaaataa
  1030681 cctggttagg tgaggggcat accttagaat ctgcagtcgc ccctcaggga tatgagggct
  1030741 atattttatc atcagcgctc tatgctgatg cagaccatct tacattgcct catcagcagg
  1030801 acgatccggt caatatatat tgggccagtc ctatttttac ccgtgagcga gagcttgccc
  1030861 atagcgtgcc aaacggtggc tctgatttgt taaaaaaatt acagcagcaa ggggttaatc
  1030921 atattttctc cccgcgccaa gccgttattt aggtgatact gaatcagtac cgcggcctga
  1030981 tttgcagatt cggtgattcg ggtcttaact taatcaggtc atcgctgttg tttgagactg
  1031041 tctgcttagg cgtaacatgt tttgaatcaa ccgatatggt ggtttagaac atatggggta
  1031101 agcggaacag taatcattaa ttttatggag gcgctcatgg gcatactatc ttggattatt
  1031161 tttggcctta tagccggtat tttggcgaag tggattatgc ctggtgagga tgggggtgga
  1031221 tttatcatga ccatcatctt gggtattatt ggtgcattgg tcgggggtta tatcagcact
  1031281 ttctttggaa tgggaagagt tgacggattt aatctgggca gctttgtagt ggcagtaatc
  1031341 ggctcactgg ttgttctgtt tatttatcgg aagttaagaa gctagtaccg gaaactaaaa
  1031401 agccagtact ggaaattaag cagctcgctc ctgccgctgt cagtggtaat gatttaacat
  1031461 cacagacagt cattaattaa acacacgaaa aaggtggcta ttttgtcacc tttttcacat
  1031521 gcaactatca tcaatatgtc ataaaaatat ccgttaatgg ctcatgatta caggcaatct
  1031581 gagagactca ttatgggcca ggcattacgt aaactcactg cagctgatta tccagtagtg
  1031641 gtgcaagaac cacgtaaaaa ggtacttgct gttaaaggat tagtaaaagc atataagtcg
  1031701 cagcaccgtg ttctggataa tattaatttt gaactacacg ctggtgagtt tgtggcgata
  1031761 attggtcgtt caggtgcggg taaatcaaca ctattacata ttctaaatgg tacgatccct
  1031821 accagcgcgg gtgaaattat taattatcat gaaaatggtg atacacaaaa tattgcggca
  1031881 ttgacgacaa agcaaatgcg taaatggcgc gcaaagtgtg gcatgatttt tcaggatttc
  1031941 tgtttggttc cccgattaga tgttatcacc aatgttttat tggggcgtct aagttataca
  1032001 tcgacattaa aatcattttt caaactattt tctgagcaag accaggccag agccatcgaa
  1032061 ttattgcaat ggctgaatat gttgccccac gcattgcagc gggcagaaaa cctctctggt
  1032121 ggtcagatgc agcgggtggc gatctgccgt gccatgatgc agaaccccaa aatattatta
  1032181 gctgatgaac ctgtcgcatc gttggaccct aaaaatacga cacgtattat gaatacgtta
  1032241 cagaaaatca gtgaaaatga tattgccgtc attgttaatt tacactcagt cgatttagtt
  1032301 aaagattatt gcacccgagt gataggcatt gctcacgggc gaattatctt tgatgggcca
  1032361 cccagtatgc tgaatgacag tattattcaa gatatttata gtgatgagtc agccgagctt
  1032421 ttacattaat tcccatttgt ccctttatca taataggtta ttttaatgaa gaaaatatta
  1032481 tgccttacct cattgttggc tggaatgatg atatttaatg ccacggcaga ggatgcgcca
  1032541 aaagaaatta atctgggcat tcttggtggg caaaacgcga cacagcagat tggcgataat
  1032601 atgtgtgtca aagaattttt agataaagaa ttaaatgtaa aaactaattt acataatgcc
  1032661 tctgactatt ctggtgttat tcaaggtgtt ttgggcggga aaattgactt agtattgagt
  1032721 atgtcacctt cttctttcgc atcaatttat atcaaagatc ctaacgctgt tgaattggtc
  1032781 ggaattgcca ttgatgatac ggataaatct aggggttatc actccgttgt ggtagttaaa
  1032841 gcggacagtc cttaccaaaa acttgaagat ttgaaaggca aagcatttgg ttttgctgat
  1032901 ccagattcaa catctggctt cttgatccct aaccaaagtt tcaaacagca gtttggtgga
  1032961 tcagtggaca ataaatacaa taacttcttc tccagcgtca cgttctctgg gggccatgaa
  1033021 caggacattt taggtgttat taatggtcag tttgctggtg cggtaacgtg ggcatcaatg
  1033081 atcggtgatt atgatactgg gtataccagc ggtgcattca cgcgcatgat ccgcatgggc
  1033141 caaccggacc tcatgaagaa gattcgaatt atctggcaat ctccgttgat ccccaatggc
  1033201 ccgattttag tccgtagtgc tttaccgcca gagtttaaag cgcagttagt ggctgcgatt
  1033261 aaaaagttag ataaagaaga tcacggctgc ttcattaaag cgatgggcgg taaacagcat
  1033321 attggtgaga cgtcacttag cgagtatcaa aatattattg atatgaagcg tgaattaacc
  1033381 aaaggcgacc gttaatttgg cccaacggat aaaacaacat ggctctggtt cgccggagct
  1033441 attgttttta ggtgtaacat tttttaggtg taacattgct tttaggtgta gcttattttg
  1033501 aagactgact ttaaccacta ttatcagcag attcgtagca agcaaaaacg tgatacggtg
  1033561 atttggtcgc tgatgctggc catcatttat cttggcgcag gtaatattgc tgagtttaat
  1033621 ctttataccg tttttatttc tatcccaaat tttttcgatt atttagcgga aaccataccg
  1033681 gttcttcatt ggcgtaattt atttgccgat ggaaagaccg aaggatctct ggcttattgg
  1033741 ggctatcgtt tacctatcca attgccgtta atttgggaaa cgttacaact ggcggtcgcc
  1033801 gcaacacttt tatccgttat ggttgctact attttggcgt ttctggcggc aagcaatacc
  1033861 caaagcccac cgtggttacg tttagcggtt cggacgtttg tgacttttct gcgtaccatg
  1033921 cctgagttag cgtgggcggt aatgtttgta atggcttttg gtattggtgc cattcccggt
  1033981 tttctggcgc tggccttaca tactataggc agcctgacaa aattatttta tgaatcactg
  1034041 gaaaccgctt ctgataaacc cgttcgtgga ttagcggctt gtggggcaag tcaattgcag
  1034101 cggatgcgct ttgcgctgtg gccacaggtt aaacccatat tcctctctta tagctttatg
  1034161 cgattagaaa ttaattttcg acaatcaact attttgggat tagtgggtgc gggcgggatc
  1034221 ggacaagagc taatgacctc gataaaactg gatcgctatg atcaggtcag cataacgtta
  1034281 ttgctgatta ttattgtggt ttcactgttg gattatacat ccggtaaatt gcgcaaacga
  1034341 gttgtggaag gagcatgata atgttgattc atcatctgac aacagaacag atattaacgc
  1034401 tgaaacaaca aaatccgcag cttttcaggc agcagaaacg ttatatcaga ttgattgcga
  1034461 taatcactgc ggctattttt ttgtattacc ttttcttctt tactgttttt ggtatccctt
  1034521 ggcaaacgct tgttaatggt agtcagcaac tcagtcgcta ttttttacgt atgtttgtct
  1034581 ggcatgattt tgctaactgg ccgtttaaat attatttggg tcagattttc attaccttgg
  1034641 caattgtatt cgctgggaca ttaaccgcca cattgatagc tttacccctg tcattctttg
  1034701 ccgcacgtaa cgtgatgtcg acaccgggtt tacgtattat ttcatttgca gtgcgtcgtt
  1034761 tcctggatgt tttccgcggt attgatatgg cgatctgggg gttgattttt gtccgcgcag
  1034821 taggaatggg gccactcgct ggggtgctgg ccattattat gcaggatgtg ggattactgg
  1034881 gtaaactcta cgctgaagga catgaggcgg tggataagtc tcctagccgt ggcttaaccg
  1034941 caatgggagc aaattctttg caaaaacatc gttttggtat ttttacacaa tcttttccta
  1035001 cgtttttggc attaagtctc tatcagcttg aatctaatac ccgctctgct gcggtgttag
  1035061 gttttgtcgg tgctgggggg ataggtttag tttatgcgga gaatatgcgg ttatggaatt
  1035121 gggatgtagt gatgtttatc acattgatca tggtcgttat tgttatgatc atggataaaa
  1035181 tatcagcgat attacgcaag aagtatattc ttggtgaaga gattgcatta tatcagccat
  1035241 aacaatttat ataatgatag agagtagatt ggtgtgataa acaaatcctt atcaatttat
  1035301 tttttcaggg ataatattat atccatataa aattcaatta atttaaaata acagttgatt
  1035361 aaaattacat tgagaaaatc aacataaatc tgtacaatac tgcccgctag acgtcaaaga
  1035421 cgctctttta gtttttttgc gatattcgca cacgtctact ctacataata ggaatagggc
  1035481 agtaaatatg atcaacaacg atgtgctccg cagtgttcgc tatatgctta acgttaacga
  1035541 taccaaaata gcagaaatca ttaagctggc tgattttgaa gtgaacaacg cagatgtcgt
  1035601 taattttctt aaaaaagaag acgaagccgg ttatcaggat tgccctgatc tggtgatggc
  1035661 gcattttctg aatggtttga ttttctttag acgtggtaaa gatgataagt tccctgcacc
  1035721 tgcggtagag gcggttatca ccaacaatat tgtgttgaaa aaactgcgtg tcgcattcga
  1035781 attgaaagac accgatatgc atgatgtttt taatgccgtt gaattcccag tctctaagcc
  1035841 tgagttaaat gctctgttcc gtaaagaggg cagcaaaaac ttccgccctt gtggtgatca
  1035901 ggttttacgt tattttctga agggcctgac actgcgtatt cgtggcgcta aaaaagccta
  1035961 gaaataatgt tagtggcgag tcgtcaataa aggttggtcg ttaatagtta atagttaata
  1036021 aaggctagtc gttaataaaa gctagccgcg agtaaagtct agctgttagt aaaaaaacag
  1036081 gtgtggtaat ccgccatgcc tgttttagat taatataccc gtcatacttc atgctgcatc
  1036141 agtgactgaa tttactcata tcatttccct ctctgttttt ctcattacta tatttcacgt
  1036201 attgcaccgt ttatgccctt ggtttgtaca ttattggtgc acatagtctg attgtttatc
  1036261 cgtatattcc gctgccttgg acgtaatagt caattaaatc atcaaagtac agacttggca
  1036321 tggcaattgc gctggtttaa ttcaattttg cgtgtttact caacgatcag aggttaacgc
  1036381 tatgcaacgt cgtaacttga ttaaagtttt tgcgctctcg gcttcggtta tcagtatggg
  1036441 aatggcattt ggcactctgg cggctgacac cattaaagtg ggtattttgc attcgttgtc
  1036501 cggcacgatg gctatttctg aaacaccgtt aaaagacatg gcgctgatga gtattgatga
  1036561 tatcaatgcc catggcggtg tgttgggtaa gcaattggaa cccgtgatcg ttgatcctgc
  1036621 ctctaactgg ccgctgtttg ccgagaaagc gcgccaactg ttaacacagg ataacgttgc
  1036681 cgtggtgttc ggcggctgga catctgtttc ccgtaaatcg gtattaccgg tatttgaaga
  1036741 gttgaacggt ttattgttct atccggtgca gtatgaaggg gaggagatgt cgccgaatgt
  1036801 gttctatacc ggtgccgcgc caaaccagca agccattccg gcggtagagt atttattgag
  1036861 cgaagagggc ggtgcggcca agcgctttat tttgttggga acggattatg tttatccgcg
  1036921 aacgaccaac aagatcctgc gggcatttct gcacactaag ggtattgaag ataaagatat
  1036981 cgaagaagtc tataccccgt ttggctacag cgattaccag accattgttg gcaatattaa
  1037041 gaagttttca gccgggggta aaacggcggt gatctctacc attaatggtg actctaacgt
  1037101 accgttttac aaagaattag ccaatcaggg cattaaagcc accgatgtac cggtgatcgc
  1037161 tttctccgtt ggggaggagg agttacgggg tatcgatacc aaaccactgg tcggtaacct
  1037221 ggccgcgtgg aactacttcc agtccgttga taacccaacg aataaacaat ttgttgaaca
  1037281 ctggaaagcc tacgccaaag cgaacaagtt acctaacgcc gatagcgcag tcactaatga
  1037341 cccgatggaa gccacttggg tggggatgca catgtgggcg caagcggtgg aaaaagccca
  1037401 atcaacggat gtggataaag tccgcgcagc catggcaggg caaacatatg ccgccccttc
  1037461 gggttttacg ctgaccatgg accagaccaa tcaccattta cataagccag tcatgattgg
  1037521 cgagattgaa gcggatggcc agttcaatgt ggtatggcaa accgatgcgc caatccgtgc
  1037581 ccaaccctgg agcccgttca tcgcgggtaa tgataagaaa cccgatcatc cggtgaaaag
  1037641 cagccagtag ccatcaaata gcgaacaaca gtagacagat gatcgcggta aacaggtaat
  1037701 cgctgtgacg tgctgatgtc agcgggatct gacgtcagct ctttttcacc acatatgtgt
  1037761 gatgagtggg cctatgaaat cgttaattcc tgtttggaat agggcaatca attatgtgtt
  1037821 caggccgatg ataggtctgt tactgggctt atcgatgtcg gcaatggcag ggccagcaca
  1037881 ggattttgtt gcggcgaatc gtgcacagca ggccacatta ttacaacagt gggcaacgga
  1037941 acctgatgct agccgattac ctcttttgca ggcgctaaaa caagaaacag tagtggtaga
  1038001 cagtgccggc caagcgttta ttaaaaataa tcaaagtatt aattcgctgg aaggccaatc
  1038061 gcaaccgacc ggtacgctga aaaaaatctg gctcaacaac cggttacgta tcttgatcgc
  1038121 caatgccctg gcggcacaac gcttagtcag tgacgatgaa accgtgcgtt tacaggcggc
  1038181 agttgaatta caacggcagg cacagagcga tcaactaccg ctgctgaatc aacgcctgaa
  1038241 gttggaaacg gacagtcagg tcaaagaggc attgagcatt gcactcgcca atttacaact
  1038301 gacggacagt aatccgcagg tgcgtctgaa tgccgtgcaa ttgttggggc aatcaggttc
  1038361 accgcaaact caatcacggc tgcaaagttt aaccgatacg caggttgaac cgaatgaaca
  1038421 ggtccgagcc gcagcagcca ccagtttgaa acagatacaa catcggttga tgattgggga
  1038481 ggttattggg caggtattta gcggactatc attgggttca atcttactgc tggcggcatt
  1038541 ggggttagct atcacctatg gcttactggg ggtgatcaat atggcgcatg gtgaaatgct
  1038601 gatgttggga gcctattccg cctatctggt gcaatcgcta ttccaacaat ttgccccaca
  1038661 ctggctggca ctttatccat taatcgctct accggttgcg ttctttatta ctgcgggcat
  1038721 tggtatggcg ttggaacgca cggtgattcg gcatctgtat ggccgcccgt tggaaacact
  1038781 gctagcgacg tgggggatca gcctgatgtt gattcagggg atccgcatgt tgtttggccc
  1038841 acagaatttg gaagttgcta accctgcatg gctgtccggt ggggttcagg ttttacctaa
  1038901 tctggtttta ccgtggaatc ggatcgcggt gattgcattt gtcattattg ttttgctact
  1038961 cacatggttg ctgctgaata aaacccgcct tggtctgcaa gtccgtgcag tgacacaaaa
  1039021 tcgggcaatg gcggcctgct gcggagtggc tacggggcgg gttgatatgc tggcattcgg
  1039081 tttgggttct ggtattgcag ggcttggcgg tgtagcactc tcgcaattgg gcaatgtcgg
  1039141 cccggaatta gggcagggtt atatcatcga ctccttcttg gtggtggtcc taggtggcgt
  1039201 cgggcaatta gctggcagtg tggttgccgc attaggtctg gggatgttga ataaaatttt
  1039261 ggaaccacaa attggcgcag tattgggcaa aatcctgatt ttagtgctga tcattttatt
  1039321 tattcaaaaa cgaccgcagg gtctgtttgc ccttaagggc agggtgagtg actaatgaat
  1039381 caaccactga cggtaacctt aacgcaaaaa gcaccgctta ccagcctgtt attaggtatg
  1039441 gtcacgctga tcgcactgat tgttctgcct tttttggcgc tgttaccggc ggatcatccg
  1039501 ttggcgatat caacctatac cctgacgctg atcggcaaaa tattatgtta tgccgtggtg
  1039561 gctatcgccc ttgatctggt ttggggatat gccggattgc tatcacttgg gcacggatta
  1039621 ttttttgctc tgggcggtta tgccatgggg atgtatctga tgcgtcaggc tgcgggagac
  1039681 ggtttacctg cgtttatgtc ttttttatcg tggtctgagc ttccttggtt ttggagcggc
  1039741 agtcagtact ttgtttgggc attgtgccta attgtactgg ttcccgggtt gctggctttt
  1039801 ctgttcggtt attttgcttt tcgctccaaa atcaaaggcg tctatttttc tattatgacg
  1039861 caggcgctga cctacgcggg tatgttgtta tttttccgca atgaaacggg ttttggtggc
  1039921 aataacggct ttactggctt cactacgatg ctggggttcc ctgtctcggc cacctctacc
  1039981 cgtatcgcat tatttctggc aaccctcgca ctgctcattg ccagtctggc gctggggctg
  1040041 gcattagcgc gcactaaatt tggtcgggta ttgacggcgg tacgcgatgc cgaaaaccgc
  1040101 ctgatgtttt gtggttatga tcctaaaggt ttcaagctgt ttgtctggac tctatcggcg
  1040161 gtactttgtg ctctggcagg cgcgttgtat gtaccgcagg tgggcattat caatcccagt
  1040221 gaaatgtcac cgaccaactc aattgaagcg gcaatttggg tggcactagg gggccgagga
  1040281 actctgatag ggccggtatt gggggccgga attgtcaacg gtgccaaaag ttggttcacc
  1040341 atggcgatgc cggaatactg gcaatttttt cttggcctga tattcattct ggtcacgtta
  1040401 tttttgccga agggggttat cgggctattg cgcaggggga aagaccaatg agccggtttc
  1040461 aactgacgga gcaactgatt tacgccgaga taaatgttca ggagcctgga acgatacagc
  1040521 atgcggctga tcaatatcgc cagcagcgcg atccggtact gacgctggaa aacatcaacg
  1040581 tcagctttga tggttttcat gcgttacgta atctttcatt acaaatcggt gttggggagt
  1040641 tgcgttgtat cattggcccg aatggggcgg ggaaaaccac actgatggat gtgatcaccg
  1040701 gtaagacgcg gccacaaaca ggcaagatgg tgtatgacca acaccatgat ctttccacca
  1040761 tgaataccat tgagattgct catgccggta ttgggcgaaa attccagaaa cccacggtat
  1040821 ttgaggcctt gagtgtcttt gaaaatttag aactggcaca aaaaaaccat aaaactgtgt
  1040881 gggccagctt gtgcgccaaa ctcaacagtg aacaacggga tcagattgat gaaacgctgg
  1040941 ccatattgcg tttaagtgat ctgcggcagc ggcaagcggg gttgttatcc cacggtcaaa
  1041001 agcagtttct tgagattggt atgttgttgg tacaagaccc gcatctattg ttattagatg
  1041061 agccagccgc aggaatgact gatgccgaga cggcgtatac tgctgagttg tttaatcagt
  1041121 tggcgggtaa gcactcgtta atggtggtgg aacacgatat ggggtttatc gagacgattg
  1041181 ctgatcatgt cactgtgttg caccaagggc aggtgttggc cgagggatca ctggcagagg
  1041241 tacaggagaa tgatcaggtg attgaggtgt atttagggcg ttgactcagt gcagttcaat
  1041301 gatgagcgcg ttatttggag aatgtcagtg agcttgcatt tttccctcat atttatttga
  1041361 taattaaggg cgcttttatg ctgcaagtga atgagcttga tcaatattat ggtggtagcc
  1041421 atattctgcg cggcttgact tttgaggccc gtgtggggga agtcacttgt ttattgggcc
  1041481 gcaatggtgt cggcaaaacc acgttgctga aatgcctgat agggcttgtt ccgattaaga
  1041541 acggcagcat cacttgggag gggaaaaata ttagccacca gtcgccacat cagcgggtca
  1041601 aagaaggcat tgcttatgtc ccccaaggga gagaaatttt cccccggctt acagtggaag
  1041661 agaatatttt actggggctt tcacgtttcc ccggttcaca gagtaaaagc gtacctgaac
  1041721 atatctatca actgttcccg gtgttacaag agatgaagca tcgccgtggt ggcgatttat
  1041781 ccggtggtca gcagcagcag ttggcgattg gtcgggcatt ggcgtgccag ccccggttat
  1041841 tgattctgga tgagccgacc gagggtattc agccatccgt tatcaaggag atcggggggg
  1041901 ttatcaaaaa actggcggct cagggggata tggctatcct gctcgtggag cagttttatg
  1041961 attttgccgc cgagctggcg gataactatt tggtgatgtc tcgaggaaaa atagtccaac
  1042021 ggggattagg tattgatatg gaacatgatg atgttcgccg tttggtggcg atttagctcc
  1042081 atttagacgg ctgctcgtca ataagacaac atctcatcat gttatccctt agcagaatta
  1042141 tcgtattatt taaaatgata gggtttctaa attaatggag ccaaatcatt gtgactagtt
  1042201 tgccaataac tgctaagcaa ttcaaaccct ccattgctga ggagcctaag attgccaggc
  1042261 taaaacagct tgatcggcat agtttggaac aattaatccg tggtgacatc ctggcaattc
  1042321 gtattcccaa ttactgccct gaaaaaaccg ctgcatcatt aaatcaatac attaatcaaa
  1042381 ccgcaaagct ggatgaatac acccatgagg tctatgaaaa agaccaggtg gtacaaaatt
  1042441 tttacggtgt ccaccgctgg ggaacgccat tcaatacggc ctacggtaaa gctgaaaacg
  1042501 agagtgcaaa gcagaagtat tatcgtgacg cagcccagat gcgcatactg attgaccgtc
  1042561 tttgcgctcc agatttgccg ccaattcaag cgttaatcga aaatattaaa cagcactggc
  1042621 cagagggcgt agtgactgcc tcttttgaag ggaaaccgat gtttgccggt atcattcgcg
  1042681 tgatgtttcc tgaaacggcg catctatccg aaacggttcc acatgtggat tgcctgccat
  1042741 tttccgttgc cgagttagag catcaattca gcgctaatat ttatattgat acaccacctg
  1042801 ttggcggtga attagtcgtc tgggatactg aggccttttc cttcgccgaa gtcgcgctat
  1042861 ttgagggagg aaaactgccc gaagagcgtt tgcagcggcc tctgcgcatt caaccacaga
  1042921 aaaatgagct ggtgatcatc aatacccgcc gccctcacgc catttgcggg tttgattcag
  1042981 gcaaacgaat cagcatgcag tcatttatag gttacaacac gaaccagccg ttctatttct
  1043041 ggtgttaatg acttcaaaat gagagctttt tatgactcct gaagagtttc gccgccatgg
  1043101 ctatgccatg atcgacctga ttgctgatta ccgacaaaat atcgaattgc gtggcgttaa
  1043161 tcccacgaca gcacccggtg agattaaatc tcgtctgtcg ttaaatgcac ctgaaaaagc
  1043221 agaacctttc gaacacatta tttctgacat agaagagctc atcatgccag ggctattgca
  1043281 ttggcaacat cctgactttt ttggttattt tccttctaat gtagagttat cctccgttct
  1043341 tggggattgc ttgagtactg ggctgggggt gataggtctg tcttggcaat ccagcccggc
  1043401 cctgacagaa attgaagagg tggccaccaa ttggttgcta aaaatgcttg gtcttagcgt
  1043461 tgcctggagt ggcgtgattc aggattccgc ctcaaccgcc acgttagtgg cgctgatcag
  1043521 cggccgagag cgaacatcta actatgcatt aatgaataaa gggatgcaaa acagtgatgc
  1043581 acctttgatt gtctacactt catcagaagc ccatagcgga gtgaataaag ccgctctgct
  1043641 cgctgggttt ggtcataata atacccgttt agtgcccacc gatgagcaca atgccatgtc
  1043701 acccttggca ttaaaaaaga tcattcaaca ggatttggtg aagggaaacc ggccttgtat
  1043761 cgttgttgct acgacaggta ctaccgctgc gacagcgatg gatccccttg atgcgattgg
  1043821 tgatattact cagcgttatg gtttatggct gcatgtggat tctgctatgg ctggttcagc
  1043881 gatgattttg ccagaatgcc gtcatctgtg gtgcggtata gaaaaggctg attctgtggt
  1043941 gataaatccg cataaatggc tgggtgctgc ttttgattgt tcggtttatt gtgtacaaga
  1044001 ttcagagcat ttgattcgta tcatgagtac taaccccagt ttcttacaat ccgatgccga
  1044061 tgggaaagtg agaaattacc gcgattgggg gatccccctg ggtcgtcgtt ttcgtgcgct
  1044121 taagctatgg tttctaatcc gtgagcaagg ggtggaaggg ctgcaggcgc gtttgcgtcg
  1044181 tgatattgcc aatgctaatt ggttagcaga acaaattaaa aacagcgatg attggaaact
  1044241 ggtcgcacct gtagtgttgc aaaccttgtg tattcgtcat gaaccgggtg ggctgatggg
  1044301 cgacgcgttg gataattata cccgcagttg ggccgagaaa ctcaatcaat ctggtaaggg
  1044361 ttatgttaca ccagccacgc ttggtggccg ctggatggtg cgggtttcca tcggcacttt
  1044421 gggtacggaa cgtcatcacg ttgagaagtt gtggttgttg ttgcagtctt tggttaagga
  1044481 gagataaaag ggccttacca tattaagaat tgaacaatga gcaatgagca atgagcaatg
  1044541 agcaatgagc aatgagcaat gagcaatgag caatgagcaa tgaacaatga acaatgaaca
  1044601 atgaacaatg aacaatgaac aatgaacaat gaacaatgaa caatgaacaa tgagtcatgt
  1044661 cagtggctgg tggtgagcca gcctttggta tcacgccaga ggcgttgcgt ctattggtag
  1044721 agagtttgac gccccccatt cagcccaaga gccatcatag agtgacactg accgtgcatt
  1044781 caccgccgct agacccagta ccactaccgc tgcggtgacc cctgaaccac aactggtaat
  1044841 aatgggctta gttaaatcca ccccttgagc cgcaaatatt tctgccaatg cctgtggtga
  1044901 cttcagatga ccattctcca ccatggtccc ccacggtata ttgatgctgc cagggatgcg
  1044961 cccaagacgc aaaccagggc gtggttccgg ctcttgtgct ctatatcttg ctgatggccg
  1045021 agcatccaat atttgcacct cattattacc cagaaccgcc agtacctcat cgacactaga
  1045081 aacggcggcg gcattgaaag tgacattgaa ggtttgtggt gtagggtgtg caggaccact
  1045141 ttccagctta tagcctgctt gttgccaccc gctcagacca cttgccagaa tacgcacatt
  1045201 tttagcgcca aatgtgcgga acgtccacca cacgcgtggt gcagaaaaca gattaccctc
  1045261 atcataaatc accaccgtgt gttgttcagt gatgcctaac tgccctgcca tttcactgaa
  1045321 tagctgagga gagggcagca tatggggtaa gccggtactg tgatctgcta ttgcatcaat
  1045381 atcaaaatag accgcgccgg gaatatggcc ctgttcaaac tcagcctgaa tattacgttt
  1045441 ggggaccact ccgggaggcg acattctggc atccaaaata actatattgg catcattagc
  1045501 atgtgctgca agccattgcg gtgtaaccag aaaatctgag ttcataacat attacctatc
  1045561 aaagttataa gggggtaatt ccgaggataa cgtcatcggg tgactcacta tataacgaaa
  1045621 taattgtaat taaaccccga cttatcaatg atgcgtaatg tttcgcattt attggtattt
  1045681 attatttaat gtatttcata ccgtaagcaa ataattcgtt gttgcgtttg gagcactctc
  1045741 gtttttgagc ggcgtgcaga agtttacttc ctgcttctat cgtcttgtat taagttgagt
  1045801 agagatttct tcgtgctctt gccagtatcg tttttcctgc cattggcttg aaagtggacg
  1045861 attaactggg atatttaact gttgttatat acagcttttt gtgtaatgtt aataaccgat
  1045921 cttgcttggg tgaacggctt taaataatta tctatcatat ggttatagtg aagatgattg
  1045981 atcgctgaaa cgagaataat atatttaata tcagttggtt atttagtgtg ttttgggtta
  1046041 aatctaatag ggcgacgggt aggttaataa gctaacgata tctccctact gcccagatgt
  1046101 tttataaacc aattggcctt acatgcccaa aataatttga gtttcaggaa ggtagcaaca
  1046161 acgcggtaaa ttggtcgggc tggtttgaat cgcatttatg ctagcccgta gaaccaccaa
  1046221 cgttcaggca acatgaagaa acttgaagta taacggggat aaactgataa gaggtgacgt
  1046281 atggcactgt tcctaactcg tagccggatt tttgcagtgg ctgctatcat gctgtctgca
  1046341 tcgagtggta tatcgcacgc ggcagataac gtccgtgtag gctctaaaat tgataccgaa
  1046401 ggctccttgc tgggcaatat tattgtgcag gttttggagg ctaacgggat taaaaccacc
  1046461 aataaatccc aactgggagc aaccaaagtc gtacgtgggg cgattactgc cggtgagatt
  1046521 gatatttatc ctgaatatac ggggaatggg gctttcttct tttctgatga acaagatcct
  1046581 gcctggaaga gcgccaaagc gggctatgag aaagtaaaag cactggatta cgaaaaaaat
  1046641 aaattggtat ggctctctcc cgcgccagcg aacaatacct ggaccattgc tgtacgaaaa
  1046701 gacttagcca cggccaataa tttgcgaacg ctggatgatt taggttagtg gatcaatggc
  1046761 ggaggtcagt ttaaattagc cgcctcagcc gagtttatcg agcggcctga tgcgttaccc
  1046821 gctttccaac aggcgtatgg ttttacgctg aatcaagatc aactactgtc cctggctggg
  1046881 ggagataccg ctgtgacgat taaagcggca gcagaacaga tctcaggagt gaatgccgcc
  1046941 atggcttatg gtaccgatgg tcctgtagcg gcactgggtt tacagactct ggaagatact
  1047001 aaaggcgtgc agccgattta tgcgccagct ccaatcatcc gtgaagttac tctgaaagct
  1047061 cacccgaaca tcccggcttt gcttaatccg gtattcgcca cactggatgg cccaacgtta
  1047121 caaaagctga atgcacgtat tgcggtggaa gggcaggatg caaagaaagt ggctgccaat
  1047181 tatctaaaag ataacggatt tattaaaaac taaccattag ctgggggagc cagccgacca
  1047241 gtgtggcact ataagcttat tcgttttatg gtgctattcg tttcatggcg ccatccgttt
  1047301 tatggtgcca tcaaagagac tcagcgtagt tgtaaatata aatacagttg taaatgtagc
  1047361 tgtaaatata attgtaaata tagctgtagc taacgcccta cagcttcaag tgagaaagta
  1047421 gacaggtaat ccgcgatgac acataaggtt atctggtatg gagatggatt tttatggttg
  1047481 taaaaaaccg ggttttgcta acactgtcta ttttattggt tttagcaggc gcggggcttg
  1047541 cctttcttag tcatgctcct aatcgattga tttccggaca ggggatcatg ctgatatcgc
  1047601 taataaccgg tcctgtcctg tggctgttag caccgatact ggggttaatt atctttgctt
  1047661 ttctcactcc cagcatcgcc ctctattggt tgattatctt gtttgcagag ctgctgttat
  1047721 tgggtttact gctattggcg ggtgccaccg caactcaatt ggccggaggc gaagagagcc
  1047781 tcgtccgcac gtcattaggt ggcgggtttt ggttgatgag tggggtgagt ctcttgattg
  1047841 ctatcgacag cttatcccgc gtcattgctc atccagtctg gcgcagttta gccattgctt
  1047901 tgttgatgct accaatcatt gcattgctgg caagtgggca attagatcaa ctgtcattaa
  1047961 tgaaggaata tgtgaatcgt cgggacgtat ttgatgatgc cctatggcgg cacatccaaa
  1048021 tactactgac tacgttagtt ccggcagtgg ttatcggcat tcctcttggt ttactttgtt
  1048081 ttcactctca ccgtttacaa ggcgctattt tttcgacgct aaacattatt caaacgatcc
  1048141 catcgattgc tctatttggt ttgctgattg caccattgtc agggttggcc gcagctatcc
  1048201 cttggcttgc tgaactgggt atcggtggca ttggcttagc gcctgcaatt atcgcactgg
  1048261 tgctgtacgc cttattaccc ttagtgcgta atgtggttgc cggattagag gctgtccccg
  1048321 acagtgtggt ggagtcagcc aaaggtatgg ggatgacacg ccagcagtta ttctttcggg
  1048381 tacaaatgcc gattgccatg ccactcattc tgtctggtgt ccgcattatt gctgttcaaa
  1048441 ccgtggggtt agctgttgtc gcggcgctga ttggtgcggg ggggctaggg gccatcgtat
  1048501 tccaaggttt attaagcagt gctctggatt tggtactgct cggtgtgatc cccgtgatag
  1048561 cgatggcggt cattgtggat tcactgttta aattcattgt catatttatg gatatttcac
  1048621 gtcgatgatt caattccatc aagtcagtaa gtattttgcc ggtaaacggg cggtagataa
  1048681 cctatcccta cagatttcta aaggggagtt taccgtgctg ataggtacct ccggttctgg
  1048741 taagtcaacc accttaaaaa tgattaacag gttgattgaa cacgatgaag gaaaaatccg
  1048801 ttttgccggt gaggagatcc gtaactataa acctgaagat ttacggcggc gcatggggta
  1048861 tgcgattcaa tcaatagggc tatttccaca ttggacggta gaacgcaata ttgccacggt
  1048921 gccacagttg ctgaaatggc caaaggatcg tatccgtcaa cgtgttgttg aactgctgga
  1048981 actgttgcat ctggatccac aacagttttg tcaccgctat cctcatcaat tatctggagg
  1049041 gcagcaacag agggttgggg tcgcgagagc gttggcggtg gatcctgaag tgctattgat
  1049101 ggatgaacct tttggtgcgt tggatccggt aacgcgttca gcgttgcagc ttgaaattac
  1049161 ccgtattcat caattgtcgg ggcgcactat cgtgctggtt acccatgata ttgatgaggc
  1049221 attgagtctg gctgatcgca tcgttttgat ggatgaaggg cgagttattc agcagggaac
  1049281 gccccttgaa atgttggccc agcctgccaa tgattttgtc cgtgatttct ttggccgcag
  1049341 tgatctcggt attaaattat tgtcacttgg gcgagtagaa caacgtgtta gatgtggtga
  1049401 aacgctggca gggcagccga tactgggtac caccagcttg cgcgaggcac tttccctgtt
  1049461 tgtttcccgt cagacggata aattaccggt tgctgatgaa cacgggcagc cactaggcgt
  1049521 tctctatttt gctgatttgg ttgcgaataa ggaaagagta tgaagccagc agaaaccaaa
  1049581 cctgataata cagcagtggg tgatgtgaaa agtattaaac cggggctgcg gttttggttt
  1049641 tggctaaaag atcctctgtg ttgggcgctg ctcatcctgt gtgggttggt cttcggtatg
  1049701 acctcactac agcgtttctt taccgcattg ttcccagaac ttgatcggcc tatctatttg
  1049761 caagatacct ttttttcatt ggtggtcgct catgtattac tggtattggc ctccagtagt
  1049821 attgctgttt tcatcggtgt tactaccggg attgcagtaa cgcgcccggc aggaaaggag
  1049881 tttcgttcgg tagtggaaac ggttgtggcg atggggcaaa catttccccc tgtagcggta
  1049941 ctcgccattg cggttcctgt gatggggttc agtgagaaac cggcgattat tgcactggtg
  1050001 ctttatggct tattgccgat tttacaaggc accattgcgg gtattgaatc cgtttcgacc
  1050061 agtatccgtg aagtggcggc aggtgttggg atgagtgcga ggcagatcct ctggcaggtg
  1050121 gaattacctt tggctgcgcc agtgattgtg gcgggtattc gcacttcggt aatcatcaat
  1050181 ataggtactg cggctatcgc atcgacagta gggaccaaga cgcttggctc tccaattatt
  1050241 atcggcctca gtggctttaa taccgcttac gttattcagg gggccgccgt tgttgcgctc
  1050301 ttggcgatta ttactgatat gattttcgac cgttggactc ggcggttgtc acgctggagg
  1050361 gaacgacact ctctttctgc tccccgaacg gattaatgat gctatcaatg gcgattaatg
  1050421 gtgctaccaa tggttctcct tgatctgaat tatcgatgtg agccagtggt tcggtattca
  1050481 ctctttttac ttggtcgtaa tagtaatagt aatagtaatg actttggatc tggtgcttgc
  1050541 ctgaatttat caatattact attaatataa gttaaaacca ttccccatgg aataatgata
  1050601 atttaactca tgtaatttat tttgatgata atattttaat ttgtgtatta ataattacct
  1050661 tgtgtgttta ttgttgtgaa atacactgta aatataattt gtagcaaagt aattaaaatc
  1050721 aatcgccaat tatccattgt gtctatttat atttgttttt aactttattt ataaaatata
  1050781 tcgtctacct ttataactgc gtctggctat tcatcatcat tttcagccta ttatagggat
  1050841 ttgtaaggat tacctatgtc tacagatgat cagaaggtag ggttaattcc tgtaaccctt
  1050901 atggttgcag gaaatataat ggggtctggt gtttttttat taccggcaaa tttggcttct
  1050961 acaggtggaa ttgcgatatg gggatggcta gtgactatta ttggtgctct agcactatca
  1051021 atggtttacg ccaaaatttc atctttggat gatagcccag gggggtctta tgcttatgcg
  1051081 cggcgtgcct ttgggccatt tttaggttat caaacgaatg tcttgtattg gttggcatgt
  1051141 tggatcggta atattgcgat ggtcgttatt ggggtcggct atctcagtta ttttttccct
  1051201 attttaaaag aacccatggt attaacgatt acttgcgtag tatttctatg gatatttgtc
  1051261 gggctgaata ttattgggcc aaaaatgatc acccgtgtac aagcagtagc tacgtcactg
  1051321 gcgcttattc cgattgtggg tatcgcttta tttgggtggt tctggtttaa gggcgaaacc
  1051381 tatatggcag cctggaatgt cagtgggtta ggtacctttg gtgcaattca aagtactctg
  1051441 aatgtgacgc tgtggtcatt tatcggcgtc gagacggcat cggtggcggc aggggtagtt
  1051501 aaaaatccaa aacgtaatgt cccgattgcc accgtgggcg gggtgttaat tgcggctgtt
  1051561 tgttatgttc tttccagtag cgccattatg ggaatgatcc ctaatgcaga attgcgttta
  1051621 tcagcatcgc catttggtga tgctgcccgt ttagctctgg gagatacggc aggggcggtc
  1051681 gtttcactct gtgcggcggc ggggtgttta gggtctttag gcggttggac gctggtggcc
  1051741 gggcagacgg ctaaagcggc ggctgatgat gggctgttcc cccccatttt cggtaaggtc
  1051801 aataaagccg gtacgccagt ggccgggtta cttattcttg gcgtactgat gaccattttc
  1051861 caaattagca gtatttcgcc gaatgcggcc aaagagtttg gcctggtttc ttccgtttct
  1051921 gtgattttta ctctggtacc gtacctgtat acctgttcag ccttattact ggttggtcat
  1051981 ggccatttag gcaatcaagt gaaaacgtat gtcggcataa cccttattgc tttcgtgtat
  1052041 tgcatttggg ccgtagtcgg ttcgggtgcc gaggaagtga tgtggtcatt tgttaccttg
  1052101 atggttatca ccgcgcttta tactttcaat tacaaccgta cccacaaaaa cccattccca
  1052161 ctcgatgcac ctgttaagaa cgggcagtaa tacccactcc catctgtagc tgggtgggca
  1052221 tcattgatgt gatgaattat agataaaggg ataaatacga tgattgattt aagcagtcac
  1052281 aagaaacgca acgttttagt ggttgacagc aatattcgtg atatcaatac cgctaatggt
  1052341 cgggcggtaa acgaacttat cattgcgctt aatgacatta attttaatgt gattgcggcg
  1052401 gcgacgtttg aagatggcgc ggcaacagtg atctccgact cttcgttgtg ctgtattttt
  1052461 gtcgattgga cttcgggtgg taatgatgat gaatcccata gtcaggcatt tgcattgcta
  1052521 caagacattc gtcgccgtaa taaatcagtg cctgtgttat tgatggctga gcattcatgt
  1052581 atcaatagct taagtttgga gaccatgcag cttgttaatg aatttgtttg gatgcatgaa
  1052641 gatacctccg agtttatcgc tgctcgtgcc aaagcactca tcatcaagta ttaccagcag
  1052701 ttgctgccgc cttttacgca agcgctgttt caatatacgc aagataatcc tgaatattca
  1052761 tgggctgccc ccggtcatca agggggcgtt gccttcagta agacggcggt tggacgcgag
  1052821 tttcttgatt tctttggcga gaatctattt cgtacggata ctggtattga acgtgagtca
  1052881 ttgggatctt tactggatca cagtgggccg ataaaagagt cagaagcgta tgccgcacaa
  1052941 gtttttggtg cacatgcaag ttactcgatg cttaatggca catcgggctc taatcgcgcc
  1053001 attatggccg ctgtcgtggg agataagcag atcgcattgt gtgatcgtaa ctgtcataaa
  1053061 tccattgagc agggattggt cctgtcgggt gcattaccgg tattttttat tccaacccgt
  1053121 aaccgctatg gcattattgg accaattcct aaagcacaat tccaacccac ggctattgca
  1053181 caaaaaattg aacaaaaccc cttaaagtca ttggcttgtg atagcaagcc cgtctatgca
  1053241 gttatcacga attgtaccta tgacggtatg tgctataacg cccaacaggc acaggattta
  1053301 ttggcaaaaa gcgttgatca gattcatttc gacgaagctt ggtacgccta tgcccgtttt
  1053361 aatccccttt atcgggagcg ttttgcgatg cgtggtgacc cggctgacca tgatgcgctg
  1053421 ggaccaacta tttttgctac acaatcaacg cataaattat tggcagcgct gtcgcaagct
  1053481 tcttatattc atgtgagaaa tggcaaaaag ccgatagaac attcgcggtt taatgagtcg
  1053541 tatatgttgc agtcaaccac ttcgccattg tacgccatta ttgctgccaa tgaagtgggg
  1053601 gcggcgatga tggaaggcgg gcaggggcta gcattgacac aagaggtgat cgatgaagct
  1053661 gttgattttc ggttggcgct ggctcgtgca catgatgctt ttgcaaaaca aggcgaatgg
  1053721 ttctttaaac cttggaatac accggaaata acggatagca aaagcggtaa aaagttacct
  1053781 ttctcccaag catcacgaga gcaactgaca accgatcccg cctgttgggt tctcaagccg
  1053841 ggagacccgt ggcatggttt cgagcagttg gaagaagatt ggtgcatgtt ggatccgatc
  1053901 aaggccggga ttatggtgcc gggaatgggg gatgacggta agttgtcaga aaagggaatt
  1053961 cccgcagcga tagtgaccgc cttccttggg cagcggggaa ttgtaccgtc gcggaccacg
  1054021 gattttatgg tgctgtgctt gttttcggtg ggtgtaacga aaggtaaatg gggcacactc
  1054081 attaatgtgt tactggaatt taagcagcac tacgatagca atacaccgat atcggtgtgc
  1054141 ctacctgact tggcgaaaaa ttatcctcat caatacgctc ataaggggtt aaaagtgttg
  1054201 tgtgatgaga tgtttgctta tatgaagatc agtgaaatgg ataaactgca agctgaggca
  1054261 tttagccatt tgcctacgcc agtggtctta ccccgtcagg cttttcaaga tcatatggct
  1054321 gggcggtgtg agctactacc tatcgataag cttgctgggc gtgtttccgc tgtcggggtt
  1054381 attccatatc cgccgggcat cccaattgtc atgccggggg agagttttgg tagccatgaa
  1054441 gaaccatggc tacgttatat cttaagtatc accaaatggg gccagcattt tcccggcttc
  1054501 gagaagatct tggaagggtc cgagcagaag aatgggcaat attttatttg ggtactaaag
  1054561 cagtaaatgc gcctagggcg ggtctctcac cgctgctccg ccctaaagct gtcagtccaa
  1054621 aatacggcca gtcaaaagaa actgtcagtc aaaagaaact gccagctaaa aggggataac
  1054681 agtttacggt gattcctggc cggtgttgga taaaccggct gggccgatgc caggcaccag
  1054741 agaggtttca gtagcgtcag tttcagtagc attggtttca tgtggcgtcg ttgagcgggt
  1054801 gtagatgttc agccccgcca ggaaaacgcc ccctagtgaa cttagcgcca taaccgcaat
  1054861 caggataatg agtgtttttc tcagcataat aattattttc actttttatc taaacagtag
  1054921 gaattatagt ccgttcgcgg tatgaaacaa ccgtgttata taattgctac gtaatgatga
  1054981 tgagtatgca acagtgattt gcacgtagag attaacggcg tgcgaacaaa aattttccca
  1055041 aagtgaccaa tactacggca gaaacaatca ctgccagtgc gccccattct gtgggagata
  1055101 agctttcgcc agcaaaacca atacccagta acaccgccac aactgggttc acataagcat
  1055161 agctggttgc aaccgctggc cggacatttt tcagcaggaa catataggca ctgatagcga
  1055221 gcattgagcc aaaaacaatt aagtacagta atgcgagaat accgctcatc gtcggaggtt
  1055281 gctgtaactc ttcgccactc agtgtgctgg caagcagcaa cacgacaccc gccactagca
  1055341 tttgtgcggc accagacatc gcaccggctg gcaatgctaa ccgggagctc cagactgaac
  1055401 caaatgccca actggcggaa gccagcaata tcagcatggc ccctaccggg ttgcccaata
  1055461 ggttgctgcc ggtgttgagt aatatgatac caaccagtcc gagagcaatt cctgcccatt
  1055521 ccagcttagt gttacgcatt ccccataata aactgaagca caacgtaaac agaggaacag
  1055581 tcgccaccat gactgcagca ataccggaag gaacatgttg gtgctcagcg atggtgacta
  1055641 atccattacc aattgccagt aataagatac caatggcact ggctgctgcc cactgccgca
  1055701 aagtaggcag agcatgaccg cgaatagcaa ggaaactgaa gagtaaaacg ccagcaatta
  1055761 ggtaacgtag tccggccatc atcagtggtg gccaactttc taccccaatg cgaataacca
  1055821 gataagttga accccagacg aagtacaagg taaaaagtga accgatcaac aaccacaggt
  1055881 tacggcgatt ttgcttcagc atagttattc aacgaaaaag agagcggtaa aacacagggg
  1055941 gtcagtaaac atgagaatag tggtggttag caaaggattt tattgttttt ttatatttta
  1056001 attttttgtc tgaatttcac tctaaaacag agggttattt ttgattcaga ccacagatga
  1056061 gtgaataact atcctcaaaa tgtaacgaac ggtgcaatag tgatccacac ccaacgcctg
  1056121 aaatcagatc cagggggtaa tctgctctcc tgattcagga gagtttatgg tcacttttga
  1056181 gacagttatg gaaattaaaa tcctgcacaa gcagggaatg agtagccggg cgattgccag
  1056241 agaactgggg atctcccgca ataccgttaa acgttatttg caggcaaaat ctgagccgcc
  1056301 aaaatatacg ccgcgacctg ctgttgcttc actcctggat gaataccggg attatattcg
  1056361 tcaacgcatc gccgatgctc atccttacaa aatcccggca acggtaatcg ctcgcgagat
  1056421 cagagaccag ggatatcgtg gcggaatgac cattctcagg gcattcattc gttctctctc
  1056481 ggttcctcag gagcaggagc ctgccgttcg gttcgaaact gaacccggac gacagatgca
  1056541 ggttgactgg ggcactatgc gtaatggtcg ctcaccgctt cacgtgttcg ttgctgttct
  1056601 cggatacagc cgaatgctgt acatcgaatt cactgacaat atgcgttatg acacgctgga
  1056661 gacctgccat cgtaatgcgt tccgcttctt tggtggtgtg ccgcgcgaag tgttgtatga
  1056721 caatatgaaa actgtggttc tgcaacgtga cgcatatcag accggtcagc accggttcca
  1056781 tccttcgctg tggcagttcg gcaaggagat gggcttctct ccccgactgt gtcgcccctt
  1056841 cagggcacag actaaaggta aggtggaacg gatggtgcag tacacccgta acagttttta
  1056901 catcccacta atgactcgcc tgcgcccgat ggggatcact gtcgatgttg aaacagccaa
  1056961 ccgccacggt ctgcgctggc tgcacgatgt cgctaaccaa cgaaagcatg aaacaatcca
  1057021 ggcccgtccc tgcgatcgct ggctcgaaga gcagcagtcc atgctggcac tgcctccgga
  1057081 gaaaaaagag tatgacgtgc atcttgatga aaatctggtg aacttcgaca aacaccccct
  1057141 gcatcatcca ctctccatct acgactcatt ctgcagagga gtggcgtgat gatggaactg
  1057201 caacatcaac gactgatggc gctcgccggg cagttgcaac tggaaagcct tataagcgca
  1057261 gcgcctgcgc tgtcacaaca ggcagtagac caggaatgga gttatatgga cttcctggag
  1057321 catctgcttc atgaagaaaa actggcacgt catcaacgta aacaggcgat gtatacccga
  1057381 atggcagcct tcccggcggt gaaaacgttc gaagagtatg acttcacatt cgccaccgga
  1057441 gcaccgcaga agcaactcca gtcgttacgc tcactcagct tcatagaacg taatgaaaat
  1057501 atcgtattac tggggccatc aggtgtgggg aaaacccatc tggcaatagc gatgggctat
  1057561 gaagcagtcc gtgcaggtat caaagttcgc ttcacaacag cagcagatct gttacttcag
  1057621 ttatctacgg cacaacgtca gggccgttat aaaacgacgc ttcagcgtgg agtaatggcc
  1057681 ccccgcctgc tcatcattga tgaaataggc tatctgccgt tcagtcagga agaagcaaag
  1057741 ctgttcttcc aggtcatcgc taaacgttac gaaaagagcg caatgatcct gacatccaat
  1057801 ctgccgttcg ggcagtggga tcaaacgttc gccggtgatg cagcactgac ctcagcgatg
  1057861 ctggaccgta tcttacacca ctcacatgtc gttcaaatca aaggagaaag ctatcgactc
  1057921 agacagaaac gaaaggccgg ggttatagca gaagctaatc ctgagtaaaa cggtggatca
  1057981 atattgggcc gttggtggag atataagtgg atcacttttc atccgtcgtt gacacaaaac
  1058041 accatcagat acggtgcata tatacccaag tgacttcgag atgcaggggg gaactacctg
  1058101 gttatctgac tgcaatctca ctgcagttga ggataaatgg cttatggaat atggcagcca
  1058161 tagccttcat gcaggcgagt ggcgtaaaaa agccgggaat aatcccggca taataaatac
  1058221 attcaaagaa ccataattca caataaaatg agggtaacac cttacattca aattagaact
  1058281 gatacaccag accaagtgct acaacgttat cagtattcaa ttttagttta ttatcatcat
  1058341 tgagttggtt tattttataa tcaacatacg tggacatgtt tttgttgaag taatatgttg
  1058401 caccaatatc gacatattta accaggtcgg tgtcaccaat gccttcgata tcttttcctt
  1058461 tagattgaat ataggcaatg gaaggtttta aaccaaagtc aaataaatat tgagccacta
  1058521 actcaatgtt ttgagtttta ttagcaaaac cacttacgct ggttgacacg ttattaatta
  1058581 ccgcagtacc agagattggt gtcatattgc gcgtttctgc ataattggcc gctaaataaa
  1058641 caccgttatc gctatatttc aggccggtag tccaggcatc ggctttatcg cctttaccaa
  1058701 aggtactgtt cttctgggct agggtgcggt tagatgaagc ataggctgca cctacgctga
  1058761 cacctgcgcc aatctcatag ctggaagata aaccgaaacc gtcgccattc tgcttggatg
  1058821 tatcagtacg cccgttattc gtctcgcctt cggcaccgtt cttgccttga tattgcagag
  1058881 agaatttcag accatcaacc aaaccaaaga aatctgtgtt gcggtaggta gcaacgcccg
  1058941 tggtacggcc agtcataaaa ttatcggttc tggtgtagct gtcattcccg aactcaggca
  1059001 gcatatcggt ccaggctgca atatcatata acacgccgta gttacggcca tagtcgattg
  1059061 aacctaaatt accgtaacgt aaaccggcaa aggctaagcg tgttttattg tcttttgctt
  1059121 cttggctctc ggcatagtta gcggcgaagt tatattccca ctggccgtaa ccgctcagtt
  1059181 catccgttat ttgagtgaca cctttgaaac caaggcgaac atacgattta tcaccatcac
  1059241 tttttgtatt atcagaaaag taatgtaacg cttttacttt tccatataaa tccagcttat
  1059301 taccgtcttt gttgtaaatt tctgccgcat gtgaagtggt tgcaactaat aatgtcggta
  1059361 taaggattgc cagaatatta cgtttcatgt tttgccctgt ttctcttatt gaaaaaacgc
  1059421 gaataataaa atttttgctg tattcaatat ctgtctgaat tttcccagcg cagaattttt
  1059481 accgcatctg tgtgatatat ttatgacaaa ttataaataa ctgctttatt gcgtaaattt
  1059541 tatcctgctt tggttaacac caagccggtg ttttagcgct agcgaaagcg ctttcgggct
  1059601 gacgcaggcg gcgctctgtg ggacaatagg gcatcattca gtttagataa gatatgcatg
  1059661 gcgttgtctt cagcagtaaa agaacaaatc agtcaatggt ataaggcgtt gcaacagcag
  1059721 atcccggatt ttatttcccg ggcgccacag cgtcagatga ttgctgaagt ggcgaaaaca
  1059781 ctgtcgggcg atgctggccg tcatttggct attgaagcac caacgggtgt gggtaaaacg
  1059841 ctgtcttatc tgatccccgg tatcgccgtc agccgtgcag aaaataagcc gttagtagtc
  1059901 agcaccgcga atgtggcgtt acaggatcag atttacagca aagatttacc gctgttgaaa
  1059961 aaaatcattc ctgacctgaa atttaccgga gcctttgggc gtgggcgtta tgtctgtccg
  1060021 cgtaacctgg ctgcaatgtg cactgatgtg tccgggcagg gcgatttatc gctatttctt
  1060081 ggtgatgaac tggcaccggc aaacggtgaa gagcaagcga cctgtctggc attgtctaag
  1060141 tcgctgaaca gctacgtttg ggatgggtta cgcgatcacc atcaattggc tctcagtgac
  1060201 agtttatggg ccaaattgag taccgataaa gccaattgtt tggggcgtaa ttgccattat
  1060261 ttccgtgaat gtccgttctt tattgcccgt aaagagatcg aaagcgccga tgtcgtggtg
  1060321 gctaaccacg cattagtgat ggccgcattg gaaactgaat ctgttttgcc caatcccaaa
  1060381 gagctattac tggtcttgga tgagggccat catttaccgg atgtcgcacg tgatgcatta
  1060441 gaaattgaag gtgaaatcac agcggtattt gccaatatgc agttggatat gattgttcgg
  1060501 ttggtggatc aatgcctggt gcaataccgg ccaaaaaacc cccctgggct tgcccatcct
  1060561 gaacgcctta aagatcactg tgaacaactg cgcgaactga tgctcagtgt tgaacagcaa
  1060621 gtgagtcagt tgctgcccac tgaaggcaat cccgcggtgt accgttttga gatgggcgat
  1060681 ctacccgaga atttaacgga aagttgtgcc aaattattca aactgacgga tgcgttacgc
  1060741 ggggtggctg agtttgtact caatgatttg agtgaacaga ccggtaagca cgatatcgtt
  1060801 cgtttacatc gcgcgatgat acaaatgagc cggacgctgg gttatctgga ggcaatgagc
  1060861 aagctttggc ggttggcggc gatggaaaaa gcatcgaatg cgccgatttc taaatgggtg
  1060921 acccgcgaat atcgtgacaa tcaaacgcat atttacttcc attgtgtcgg gatccgcgtc
  1060981 agtgatcagt tagataaaat gttatggcgc aaagtgcctc atgtgattgt gacctcggca
  1061041 accttacgct cactgaacag ttttgcgcgt ttacaagaga tgagcggctt gagtgagaag
  1061101 gccggtgatc ggtttgaaac attgtcatcg ccgtttaatc atattgagca ggggaaattg
  1061161 attatcccta aaatgcgctt tgaacccacc atggcgaatg aagcagagca tctggcagaa
  1061221 atggcacaat tcttccgtgc gcagcacgcc agtgggcggc ataaggggat gttgatccta
  1061281 ttcagtagcc atcgggcgat gcaaacattc ctaagccacg tcaccgatct gcgcctcatg
  1061341 ttactggttc agggggatca accgcgttat cggctagtcg aagagcatcg taaacgggtg
  1061401 aataatggca ctgccagtgt attgattggt ctgcaatcat ttgctgaagg gctagattta
  1061461 aagggtgaat tactgactca ggtccatatc cataaaattg cgtttccacc gatcgacagc
  1061521 ccggtgatcc tcactgaggg agagtggtta aaatcactga agcgctatcc gttcgaagta
  1061581 caaagtctac ccagcgcttc attcaacttg attcagcaag tcgggcggtt gatccgcagt
  1061641 aatgaatgtc ggggtgaaat tgtgatttat gatcggcgtt tattgaccaa agggtatggt
  1061701 gcacggttgt tagcggcatt gcctgttttc ccgattgaac aaccggatat gcctgagggg
  1061761 ccgttggtga cacctacagc ggtgaaaggg cctgctaagc ggacgaagcg ggttaggaag
  1061821 acacgggata agccataaaa atacacctcc aaatgtcagg gggttatcca acatttgggg
  1061881 tgcagttcaa aggggctgat cgggtttaat tcaggccaag tgcttttttc acaccggcgc
  1061941 cataagccgg gtcaacctgc gtaaacaacg ctatctggcg gcgttggata gcttcaggaa
  1062001 cttgcgataa ctcacccgca atacgggtga acatgcgttg atgctcttct tcactgagca
  1062061 ggttaaacag cgcccgtggt tgagagaaat agtcggtgtc ttcgcggtga ttccaatgat
  1062121 ctgccgcccc ttccaatgtc agtggcggtt cgctgaaatc aggctgttct tggaacaggc
  1062181 caaagctgtt tggctcatag gttgcgccat taccactgtt accatcaacg cgcattgcgc
  1062241 cgtcacgatg ataattatgg aacggacatt tagcactgtt caccgggatc tgatgatggt
  1062301 taacccctaa acgatagcgg gcggcatcac cgtatgagaa caggcggcct tgtaacatgc
  1062361 ggtctgggga gaaactgatc ccagggacaa cgttagctgg attgaatgag gattgttcca
  1062421 cttcagcgaa gtagttttcc gggttgcgat tcaattcgaa gtagccgaca tcgatcagcg
  1062481 ggtaatcacc gtgcggccag actttagtca gatcaaatgg gttataaggt gtttgtgatg
  1062541 cttcgtgctc cggcattacc tgaatctgta gtttccaacg cgggaagtca ccgcgctcaa
  1062601 tcgcttcata cagatcacgc tgcgagcttt ctctatcaga accaatcagt ttttcggctt
  1062661 catcgtccat caggttttca atgccttgct ggcaacggaa atggaattta acccaaaaac
  1062721 gttcattatt ggcattgatt aggctaaagg tatggctacc gaaaccgtgc atatgacggt
  1062781 aagattttgg caagccacgg tcactgaaat cgatggttaa ctgatgcagc gcctctggca
  1062841 gttgagagaa gaaatcccat ttataaaccg ggttacgcag gttggtacga gggtcgcgtt
  1062901 tgaccacgtg gttcaggtcc gggaacttca gtggatcacg taaatagaag accggtgtat
  1062961 cgttaccaac caaatcccag ttgccttcct cggtataaaa cttcatggca aaaccacgga
  1063021 tatcacgttc agcatctgca gcaccgcgtt caccggccac agtggagaag cggacaaaca
  1063081 tgtctgtttt tttaccgatc tctgagaaaa tttttgcgcg agtatattgg gtaatatcat
  1063141 gagtcacggt gaacgtaccg tatgcaccgg agcctttagc atgcatgcgg cgctcaggga
  1063201 tcacttcacg gtcaaaatgg gctaattttt ccaggaacca aacatcttgc agtagcatcg
  1063261 ggccacggcg gccagccgta ataacattat tattatcgac aacgggagcg cctgccgcgg
  1063321 tggttaatcc tttcttcttg ctcatcatgt tctccagtat ggctgttgaa ttgattgcgg
  1063381 ttttgggttt aagcgtgata tcgcgtcaaa aacgtgattg acaagataat aattttaaca
  1063441 aaaacacggt gttattcttt gatctcccca ctagttgtag tcgtattgac cgcattcagc
  1063501 aaataggtat gccttattgt taacatgggt aatcgctatt gctgtgggaa ctgacgatca
  1063561 tttgaaatta tgatcatttg aaatactgtg ctgtttaatt agtttatccg tgtggtctta
  1063621 ggtttttttc gggtaaactc cgcacaggaa aaaccataag cctaaaatgg ctaattggtg
  1063681 acataacgaa caatgagaga gcaatatgaa taagcattta gtggcgtgtg cagccagtct
  1063741 gctgttggta gccggttctg ccagtgcggt gagttttaac gctgaaactg ggcgtcatta
  1063801 cactaattta ggttttggtc tggggacaaa cacgggcggt ttggccatta gtggcaactg
  1063861 ggcgcgcagt gatcatgacg gcgatgtgct ggggcttggg ctggggttta atttaccggt
  1063921 tgggccaatg accgcgacag tgggagccaa agggatttat atgtcaccag aagacggcag
  1063981 cagtggcggt gcggtggcga ttggcggtgg gctaagctat ccgatcaaca aatcattcag
  1064041 cgtatacggt gaggggtatt tcgcaccgga agagttgacc agcggtatga aatcctacag
  1064101 cgaagccaat gggggtgtgc gttggaacgt attccgcccg ttaacggttg atgtcggtta
  1064161 ccgctatatc aatatggaag gtaaagaagg ccgtcgagat aatcgtctcg ctgatggggt
  1064221 gtatatcggc gctggtctga acttctgatt accctttttt atctgacgtt agagcgttgt
  1064281 gcttataatt gcagcgttgt tcttataaat aaacgttagc ggtattcact taccctcatt
  1064341 actgacgtga gtcagtttat cgggcctcgt tcacttgctg cccggcggca acgctaatgg
  1064401 ctttgggtta acggataagg gctttgggtt aacggaaatg acgttgggct gacggaaaag
  1064461 ggcgcattcc tatcaggata tgcgccctta ttattgctta cgtatcaccc taccgcaggt
  1064521 aatgcgccag tgacaatacc aatctgaata ccaatcacgg taacaccaca ggcaaacacg
  1064581 attgccagcg cgggtctccc accccaaacc tgatatttgc cctgatgaag tttacgggct
  1064641 ttccacgcta acattgcagg cagaattaat gccaatactg acaatgccac agcggcaaaa
  1064701 cccaacgcca taataaagcc acgcggataa aacagcgcaa acagtaatgg cggcgtaaag
  1064761 gtaattaacc ccgtttgtaa acggccacgt atggaatttc ggcgtttaaa taaatcagcc
  1064821 aaatagtcaa atagccctaa tgctaccccc aggaatgagg ttgccagtgc cagatcagca
  1064881 aacaaatgca ccgccagttc gacatgggga gaggccacga cgtcgcgcac agcctggagt
  1064941 aaaccgttca aacccgcttg ctgggccaga ataccgacaa aagtatgaga ggaaatcgcc
  1065001 cccagtgtcg ctaattgcca gaagatataa gcgataagcg gtatcgcact gccgatgata
  1065061 aatacccagc gcagtttacg gatattaccg cccatataat taacaatgct gggtacgctg
  1065121 ccgtggaaac cgaatgacgt aaaaattacc gggatcgcag agagtgctag cccttgctct
  1065181 agcggcaatg tcagtaggtt ggttttttcg atatgcggca tcatcagtgc cagcattacg
  1065241 atcaggaaaa tgattttggc actgaacagg atacgattga acaaatcgac cgaatgggta
  1065301 ccgatgcaaa ccactcctcc ggcgactagg gtaaacagta aaacgccgag ataggtcggg
  1065361 aatgattgct gagtccattg gctgatactg gttgccaata actcgccagc accactgata
  1065421 taagccgcag taagcgcata catcagaaac atcatactga aacccgtcag ccattgacca
  1065481 tggccaccga ggtaacgttt ggctaatgta ccaagcccgg tatcagccgc ttcatattga
  1065541 taaacttcca ccagcaataa tgcggtgtaa cacattaata accaaagaga aacaagcaag
  1065601 gccagtgtga cgccaaaccc tacgccggcc gccgccagtg gcatggccaa catgcccgca
  1065661 ccaatggtgg tacctgcaac gataaatata ctgcccagag tgcgattctt cacgctttcc
  1065721 tctactacta tggctattta taccccaact caatggcatc acggccagca tttatactcg
  1065781 cccgccgggt gaacctcaaa tggggctcat ttaatcctga tgagcagatt catgcggtaa
  1065841 ttcggttaaa ttaaagccgt taacaccgct gcaacgtcaa ataagagggg tatattggaa
  1065901 ttattgaggc agaagagtag tggattggcc tgtttgtgtc aaatcgtcgt tacgatgagt
  1065961 gtaaattata gtttacgata ataaaatcaa taaaatagcg acagccctat cttgttgcga
  1066021 tctatcccca aaataattcg agtttcagga aggtggcaac tgaggggcaa attaatcggg
  1066081 accccatttg aacagcattt atgctgcccg tagggtgagt tgcggggatg aggcgcatta
  1066141 atccccagaa gtttatttat tttaaggtca acaacaggta agtgactggg gtgaacaaag
  1066201 gtagccagcg tacaggcaac gtgcagtatg acgggcatac atagtgcagt gatccaaata
  1066261 gcacagagaa atgattgtat ttaggtgacg tcattcttaa agtgacgcag tgagcataaa
  1066321 cggagaagaa aatgatcaga gtcgagatgt tgagtaccgg agatgaagtg ctgcatgggc
  1066381 agattattga taccaatgct gcctggctgg ctgattattt ctttaatcag ggtttgccaa
  1066441 tcagcagccg ggaaaccgtc ggcgatgata tttcggccct tattgaggtg ttgactgagc
  1066501 gcagtcaagt tgctgatgtg ttgattgtca atggtggcct ggggccgacc agtgatgatt
  1066561 tgagcgcctt ggctgccgca cgagctgcgg gtgtggaact gattgagcac ccggaatgga
  1066621 ttgctcgcat ggaagcgttc tttatagcgc gtggccgcgt gatgtcggca actaatcgta
  1066681 agcaggccca tattccggcc aatgctgaaa tgctggacaa ccccgtgggc acggcatgtg
  1066741 gctttgttct gcggctaaat aagtgcctga tgtttttcac cccgggggtg ccatctgaat
  1066801 ttaaagtgat ggttgaacag cagattatgc cgcgtctacg gcagcatttt gaggtggctg
  1066861 aaccgccatt atgtttacgg atgaccactt ttggtcgttc agagagtgat ctggcgctgg
  1066921 agctggatcc gttaccacta cctgaaggcg tggtgctggg ttaccgttca tcggccccaa
  1066981 tcattgagtt gaaactcacc ggcccagcgt cacaacgctc ggcaatggag caagtctggc
  1067041 agcaggtgag ggcggtggca ggcgaaagca cgcttttcga aggtactcag ggcttgccag
  1067101 cactcttaac cgaacaattg acacagcgtg gcttattgct ggcggtgagt gagcaattta
  1067161 ccgctgggct gatgaactgg cagttacaga gtgcgggagc accactggtc ggcggtgagt
  1067221 tgttacccgc gcattgccag gagtcgctga gtgaggtggc tagccgcgca cagtcattgt
  1067281 ctacgctgtg tggtgcacag gtcgtgttgg ctatcagtgc gatgcaacat gattgtctga
  1067341 gtgtggcatt acatacccca gaaaggactt ttgctcagac agtgcgctat caggcgagcc
  1067401 gccatggttt gcgtatccgt caggaaagca gcgcgatgtt ggcacaggat atgttacgcc
  1067461 gctggctaaa gggcggctca gtgtgcgggc agcatggttg gttggatatt attgagattt
  1067521 tgtaattaaa agagaatgtt aatatttagc ccaggcgcgg aatagcgcct ggttaatgag
  1067581 tgctatttga cctgcgcact tctgatatct tcgcccgctt cccagatccg gtatttgact
  1067641 tccacccctt gcggtacata gaccacaatg ggtaggcggc tgttgtaacg ctgcattgcc
  1067701 gcgtcgccca aattggcggt aacaaatttc acttgcggtt tactgtcttc agggcaagcc
  1067761 atcatggttg aggcgggttg tgagatttta tccatcacca gataatcgaa tccccaacca
  1067821 gataatgttc tggtttccag attgccgccg agcatgtggc ggttacagtc aacgttgaga
  1067881 gttttaccga tcagcagctc aactttaaag cggctttcat ctttttgagg ctcaagaaaa
  1067941 atgacctgtc ggctcatccc tttttcagct tgtggataag gtgcgatttt ttctaatggc
  1068001 tgctgctgat tgagaggcgt aggcgtatca gcaatggcat tgattgatgt cgctagtaat
  1068061 acactggcta atatgattga gcattttttc atcttttttt ctctaagttt tatcagcaat
  1068121 acgtctctaa aactcgattt caatgttgcc cttgggttga caacaacagg gtaggatctc
  1068181 tccggcctgt ataaaagcga gtggctgctg caaataacag acttcgcctt tcagtaaacg
  1068241 catgcggcaa gagccgcaat aacctgaacg acactgatat tcaaccggca cttgatggta
  1068301 ctccagcgtt tccagcaaat tgcggctgct ggccggaaca ctaagctgag caccggtggt
  1068361 atttaaggtt acaatcgctt tcacagatta cagctcgaaa tcactcaggt cgtcagcact
  1068421 gacttctgaa tcaatttgac ccaccagata ggaactgact tccacttctt gtggcgcgac
  1068481 ctgaacgtta tcggaaacta accaagaatt gatccatggg atagggttgg tgcgggtgct
  1068541 aaagggtatg cccagaccga ccgcctgcat acggatgttt gtaatatatt ctacgtattg
  1068601 gcacaggatc tctttattta ggccgatcat tgagccatca cggaacaggt attcagccca
  1068661 ctctttctct tgctgtgccg ccagtacaaa cagatcgtag cattgctgtt ggcactcttc
  1068721 ggcaatttct gccatttccg gatcatcctc acccaaacgc atcaggttga gaatatgctg
  1068781 tgtacccgtc aaatgcagcg cttcatcgcg ggcaatcatt ttgataattt ttgcgttgcc
  1068841 ttccatcagt tcacgttcgg caaaagcgaa agaacaggca aaactgacat agaaacgaat
  1068901 ggcttctaag gcattaacgc tcattaggca cagatagagc tgttttttca aatcacgcaa
  1068961 ttttactacc acggtcttac cattaacctg gtgggtacct tcccccagca gatggtaata
  1069021 actggtcatc tcaatcaaat catcgtaata agcggagata tctttggcgc gtttaaggat
  1069081 ctcttcgttg gtcacgatat catcaaaaac aactgatggg tcgttaacga tattgcggat
  1069141 gatatgcgtg taagagcgtg agtggatagt ctctgagaac gaccaggttt ccacccaggt
  1069201 ttccagctca ggaattgaga tcaacggcaa cagcgccacg ttagggctac ggccttgaat
  1069261 ggagtccagc aaggtttggt atttcaggtt gctgataaaa atgtgttttt cgtgatcggg
  1069321 taacgcgttg taatcgatac gatcgcgtga tacgtcgatc tcttcaggac gccagaagaa
  1069381 agagagctgt ttttcaatca gtttttcgaa aatcgcgtgt ttttgttggt cgaaacgtgc
  1069441 cacgttgacg gattggccga agaacatggg ttcgagcaac tgattatttt tattttgtga
  1069501 aaaagtggta taggccatgg tttcctcagg ggtcgtgcaa aggacaaata gcgtaatggg
  1069561 caaataggtc gcgtaacgga caaataaaaa aggcccattg acggcagtag cgtcagagtg
  1069621 agctaccccc cagcgacccg tggcataaat aacgccatca tggataaccg ggggtaaaaa
  1069681 ctaaatctta catgcaccgc cttcgcagtc gtcatcaccc ggcaggcttg attgaatgtc
  1069741 ttcttgcaca tcatcagcgc cgtcacgggt gttttgatag taaagcgttt tcacaccaaa
  1069801 tttataggtg gtcagcaaat ctttcagcaa ctgcttcatc ggtactttac ctgatgggaa
  1069861 gcgggttgga tcataattgg tgttcgccga tatcgcttga tcgacaaatt tttgcatcaa
  1069921 accaaccagt tgcaggtagc cgtcattatt cggcatttcc cacagcagct cgtaagcgcc
  1069981 tttcaagcgt tcatattcag gcacgacctg acgcagaata ccatctttag aggctttgat
  1070041 gctgacgtaa ccccgcggtg gttcaatacc gttggtcgca ttggagatct gcgatgaggt
  1070101 ctcggatggc atcaatgccg acaacgtgga gttacgcaac ccatgagtct gaatctcttt
  1070161 acgcagtgtt tcccaatcgt aatgtagagg ttcattgctg atggcatcca aatctttctt
  1070221 ataggtatcg atcggcaaaa taccttgtga atacgtggtt tcgttaaacc acgggcaagc
  1070281 gccttgttca cgggccagag cgttagatgc tttcaacaaa tagtactgaa tggcttcgaa
  1070341 agtccggtgt gtcaggttat tagcactgcc gtcagaataa cgcacgccgt tcttcgccag
  1070401 ataataggca aagttaatca ccccaatccc caaggtacgg cggcccatgg caccacgttg
  1070461 tgctgctgca atcgggtagt cctgataatc cagcaaggca tccagtgcac gtactgccag
  1070521 tatggccaga tcttctaaat catcgaggct atcaatggca ccgaggttga acgctgacaa
  1070581 cgtacagagt gcaatttcgc cattctcatc gttgatgtca ttcagcggct tagtcggtaa
  1070641 tgcaatttcc aggcacaggt tagactgacg caccggggca attttcggat caaacgggct
  1070701 gtgcgtgttg cagtggtcaa cattttgaat atagatacgg ccagtagaag cacgctcttg
  1070761 catcatcaaa gagaatagct caaccgcttt cacccgttgc ttacggatac tgctgtcttg
  1070821 ctcgtatttg acatacaggc gttcaaattc atcttgatcg gcaaagaacg catcatagag
  1070881 ccccggtaca tcagaagggc taaacaaggt gatatctcca cctttcaaca gacgctgata
  1070941 catcagtttg ttgatttgca caccgtaatc catatgacgg acacggttac cttcaacacc
  1071001 acggttgttt ttcaggacca gtaggctctc gacttccaga tgccacattg ggtagaacaa
  1071061 cgtggccgcg ccgccacgaa caccgccctg tgagcaggat ttaaccgccg tctggaagtg
  1071121 cttatagaat gggatgcaac ccgtatggaa tgcttcaccg ccacgaattg ggctacccaa
  1071181 cgcgcggata cggcccgcat tgataccaat accggcacgc tgtgacacgt atttcacgat
  1071241 agcgctggag gtggcattaa tagaatccag gctgtcacca cattcaatca gtacgcaaga
  1071301 gctgaactgg cgggtggggg tacgcacacc ggccatgatc ggtgttggca gtgaaatttt
  1071361 aaacgtagag atagcgtcgt agaaacgctt gatgtaatcc agacgggttt cacgcgggta
  1071421 gccggagaac aggcaagctg aaaccagaat gtacaggaat tgggcacttt catagatctc
  1071481 accgcttaca cggttctgca ccagatattt accttccaac tgcttaaccg cagcgtagga
  1071541 gaaattcata tcgcgccaat ggtcgatgaa agtgtccatc tgctcaaatt cttctgcggt
  1071601 gtaatcttcc agcagatgtt tgtcatattt acccatttct accattttcg acacatgagc
  1071661 gaaaagcgta gggggttcaa actgaccata ggctttttta cgcaggtgga aaatggctaa
  1071721 acgggcagcc agatattgat aatccggggc atcacgggag atcaagtctg cggcggcctt
  1071781 gataattgtt tcatgaatgt cagaggtttt gatgccatca taaaactgaa tgtgtgaacg
  1071841 caactctact tgtgataccg agacgttatg taaaccttcg gcggcccagt cgatgaccct
  1071901 gtggatttta tccagattaa tgcgttcttt gctgccatcg cgtttagtaa caagtaggct
  1071961 ttggttcatg tgctctttta cctttaatgt gtttatagcg cgtgagctaa gggatcaaca
  1072021 ggccgatttt tcaaaccgcg agctgaattt tcaagcactg atttgtgcca tcgctcagta
  1072081 tacaaacaca atatatagtg ggtgggtgtt ggacagataa caagatagtg agtattgagg
  1072141 cttttggcaa gtgaacaaaa cgggataatt gtgtggataa cttgggggtt aattgttacg
  1072201 aatgccttat aagctgcgcc attactggga ctcactactt atccttctgg gggataagat
  1072261 tttgcggaaa atcttaaaag tttgatcgtt tgccgcttta ttaaacattc taaaaggacc
  1072321 ctgtaattta tcgcttttat tgctgaaaaa aacgctttct gcctgatctg gcgattaaca
  1072381 gcatataaag ggataactgc gagggggaaa agccaggaag agcaggtgct tagccctgct
  1072441 cccagtgggt tctacggctg atctattcgc tgtcccgttg tgtatgcacc atataattta
  1072501 catcaacatt gcggccaagc ttaaaatggt cggtgatcgg gttgtaatgt agcccgataa
  1072561 tatggcgttc aagcaatggc gtttgatcta cccagcctat taactctgac gggcggataa
  1072621 actttttcgc atcatgtgtg cctttaggca ccattttcaa tagatattcg gcaccaacga
  1072681 cggccattag ccaagacttg gtattacggt taatggtcga aaagaaaaca tgcccacccg
  1072741 gtttgaccaa ttgtgcacag gcccgtacca cggaagcagg atccggtaca tgttcgagca
  1072801 tctccatgca ggtcactaca tcgtagtgtt gcgggtgttg ctgcgcatga ttttcaacgg
  1072861 tttcctgcac atactcgagt ttgacgccag tttccagagc atgcagacgc gcaacttgta
  1072921 gcggctcgta gcccatatcc aggccagtca cttgcgcgcc ttcacgcgcc atgctttcgg
  1072981 ccagaatccc gccaccacag ccgacatcca gcactttttt ctcaaaaata ccgcctgagc
  1073041 gctgcaagat atagttgagg cgcaggggat taatacggtg gagaggctta aattcgcctt
  1073101 ctaaatccca ccagcgggag gcaacagctt caaatttagc gatttcttgc tcatcaacgt
  1073161 tatgatggcg gcttgtcgtt ttggctcgca tgatgggttc tcactgtttt gtttctttgc
  1073221 gcggattata catgttcccc atcttttgta ttagccttcg tgctcgacgt tgccgagggc
  1073281 gtgagctgtg gccatcattt gtggtgagag tccgtgctct ggaggatagc gggtgagaat
  1073341 gatccgagag cgctgtcatt taacccaaaa catgcagttt cgccaaaatc tgcgttttgt
  1073401 gatatagttt cgtaccttta aatccggtaa tcagtagagg gatagcggct caatgagcga
  1073461 ccttgccaga gaaataacac cggtcaacat cgaggaagag ctgaaaagct cctatctgga
  1073521 ttatgcgatg tccgttattg tcggacgtgc gttaccagat gtccgtgatg gactgaaacc
  1073581 ggtgcaccgt cgcgtactgt ttgcgatgaa tgtactgggt aatgactgga ataaaccata
  1073641 caaaaaatcg gcccgtgtag tcggggacgt tatcggtaaa taccacccgc atggtgacag
  1073701 cgcggtctac gacactatcg tgcgtatggc ccagccgttc tcactgcgct atatgctggt
  1073761 ggatgggcag ggtaacttcg gttccgtcga tggtgactcc gccgcggcga tgcgttatac
  1073821 cgaaatccgt atgtctaaaa ttgctcacga attgttagcg gatttagaaa aagataccgt
  1073881 tgacttcgtg cctaactatg atggtacgga acaaattccg gctgttatgc cgaccagaat
  1073941 ccctaacctg ctggtaaacg gttcgtcggg tattgcggta gggatggcaa ccaatattcc
  1074001 gccacataat ctttctgagg ttattgatgg ctgtctggct tatatagaag atgaaaacat
  1074061 cagcattgaa gggctgatgg agtatatccc tggcccagac ttcccaacag cagccattat
  1074121 taatggccgc cgtggtattg aagaggctta tcgtactggt cgcggtaagg tctatatccg
  1074181 cgcacgtgct gaagtcgaag cggatgccaa aacgggccgt gaaaccatta ttgttcatga
  1074241 gatcccgtat caggtgaaca aagcacggtt gattgagaaa atcgccgagc tggtaaaaga
  1074301 aaaacgtgtc gaaggcatca gcgcgttacg cgatgagtct gataaagacg gcatgcgcat
  1074361 cgtgattgaa atcaaacgtg atgcggtcgg ggaagtggtg ctgaataacc tctactctct
  1074421 gacacaattg caggtgactt tcggtatcaa tatggtggcc ttgtctcagg ggcaaccgaa
  1074481 gctgcttaac ctgaaagaca ttctggttgc ttttgttcgt caccgtcgtg aagtggtgac
  1074541 tcgccgtacc atttttgaac tgcgtaaagc acgtgatcgc gcccatatcc ttgaagcgtt
  1074601 ggcgattgca ctggctaaca ttgatccgat tatcgaattg attcgccgtg catcgacccc
  1074661 tgcggaagca aaagccggtt tgattgccag tccttgggag ttaggtaacg ttgcttccat
  1074721 gctggaacgt gctggtgatg acgcggcccg ccctgagtgg ctggaagcgg aatttggtat
  1074781 ccgtgacggt aaatattacc ttaccgagca acaggctcag gctattttgg atctgcgttt
  1074841 gcagaaactg acaggtctgg agcatgagaa actgctggat gagtataaag agctgctcac
  1074901 cttaattggc gagctgatct ttattctaga aaatccggat cgcctgatgg aggttatccg
  1074961 cgaagaatta gtggcgatca aagagcaata taacgatctt cgtcgcactg agatcaccgc
  1075021 gaatacctct gatatcaata ttgaagacct gattaatcaa gaagatgtgg ttgtgacgtt
  1075081 gtcccatcag ggctacgtca aataccagcc gttgagtgat tacgaagctc agcgtcgtgg
  1075141 tggtaaaggt aaatctgctg cacgtatcaa agaagaagac tttattgatc gcctgctcgt
  1075201 tgccaatacc cacgatacca tcttgtgctt ctccagccgt ggccgtctct attggatgaa
  1075261 ggtctatcaa ctgccggaag ccagccgtgg ggctcgtggc cgtcccatcg tcaacttgtt
  1075321 gccgcttgag ccaaatgagc gtattaccgc cattctgcct gtgcgcgaat atgaagaagg
  1075381 ctgtcatgtc tttatggcta ccgccagcgg tactgtgaag aaaacggcat tgacggagtt
  1075441 cagtcgccca cgtagcgccg gtattatcgc cgttaatttg aacgaaggtg atgagcttat
  1075501 cggtgtggat ctgacggatg gcagcaatga agttatgctg ttctcagcat tgggtaaagt
  1075561 ggttcgtttc ccagaagggc aggttcgctc tatgggccgt accgcaaccg gtgtccgtgg
  1075621 gatcaacctc aatggcgatg atcgggttat ttctctgatc attcctcgtg gtgatggtga
  1075681 aatcctgacc gtaactgaaa acggttatgg taagcgtact gcagtggcag aatatccaac
  1075741 caagtcccgt gcgactcagg gggttatctc cattaaagtc agtgagcgta atggtaaggt
  1075801 tgtcggtgct gttcaagttg caccaactga ccaaatcatg atgatcactg atgctggcac
  1075861 actggtacgt actcgcgtat ccgaagtgag tgtcgtaggg cgtaataccc aaggtgtgac
  1075921 cctgatccgt accgcagaag atgaacatgt tgttggtttg caacgtgtcg ctgaacctga
  1075981 agaggatgat gatatccttg atggcgaatc atcagaaggt gaagagggca gcgaagaaaa
  1076041 cgcggcacta aatgcaccat cagatgatgt tgccgatgaa gacactgatg cagaagacga
  1076101 cactgatgta gaagacgaca acgcataata atgttgctct ggcaggtgcg gtttattgca
  1076161 cctgctcatt catctgcggc gacccagtct ttaggtgatc gtgtcattaa aaaacagcca
  1076221 gccagtgagc ttaacgccca tcagttaagc aactgagctg gcttttttat cggttatcgg
  1076281 tagtatattc tgttgttaac acagcctgtc tggcgatgct ttttcatcat ggtatccgat
  1076341 tgaaatatct ctcttcattc cgtacgacac taaaaatatc ccgctactta ttccgggtat
  1076401 tggccgttat gttatggtcg cttggcgcat tattgaccac tttttatatc ctgaatgtac
  1076461 ttaacgaaaa aaaagccgat attcgtcagg aatataacaa caactttggt ttggcgcaga
  1076521 actacatccg gcattccgct gaaattatac gcgatatcaa atatatggcg gaaaatcggc
  1076581 tagataaaaa cgccagtgac actgatgcca ctagtggcat ggttatgaat aaaaaggcgg
  1076641 taccacaata ttacccgctt aactcagatt caggttgcac gacggctagc acgtctaatc
  1076701 aagcgtcagt gaatactctc agtaacctta tttggtactg gaaggagaac tttactgccg
  1076761 cttatgatct caatcgtgtc ttttttattg gcacggatac gttgtgtatg gtggattttg
  1076821 acatccgtaa tgctccatcg ctgcaagaaa acctgcttaa gtcgctgtat gagcatacct
  1076881 taaagtaccg tgataccaag aatcaggata aagacagcaa tatttactgg gtggtacctg
  1076941 gtgctcgtcc cgatattggc gtcttgtatg ttctaagccc cgtttatcta ggtaatagat
  1077001 tagaggctat gattggcttt gagcagagtg tccgcttaga ggattttatt tcttcccgaa
  1077061 cactgcctat cagagtgacc ttattaaatc aggataatga acccgtgtta cagatggcat
  1077121 caggtgatcg ttatccggct atactggatg attatcctga ttcaccatct tactttggtt
  1077181 atgctgatga ttataaagat cttattctaa agaaagcttt accaccatcc cccctcagta
  1077241 ttgcttattt attacccgtc aaaacgataa tagaagcatt caaattattg attttcaatg
  1077301 cgttacttct taatgtgctc tctgccgtag tgatttttac attggcttgg ctatttgagc
  1077361 gaaaaatgtt tcatccggct gaagataatg cgctgaggct tgaggagcac gagcaattca
  1077421 accgcaaaat tgtggcctcg gctcctgttg ggatatccat tttgcgtatc agtgatggta
  1077481 ctaacatcct gagtaatgaa ttggcacata attatattag tttactgact aatgaagatc
  1077541 gggaacgtat tacgcgcatt atttgtgagc gtcaggctaa ctttgtcgat gtaatgacca
  1077601 gcaacaacaa taatctgcaa attagctttg ttcattcacg ttatagaaat gaagatgtgg
  1077661 cgatttgtgt gttggttgat gtcagtgctc gggtcaaaat ggaggaatca ctacaagaaa
  1077721 tggctacggc ggcagagcaa gccagtcaat caaaatccat gtttctggct accgttagtc
  1077781 atgaattgcg cacaccgctg tatggcatta tcggtaacct cgatttattg caaacgaaag
  1077841 aattaccgca gggagtcgat cggctggtaa cggcaatgaa taattcgtcg gggttattat
  1077901 tgaaaattat cagtgacata ctcgattttt ctaaaataga gtctgaacag ctgaaaatcg
  1077961 agccaagcga gttttctact gtggaagtga ttacccatat cacggctaac tatttgccat
  1078021 tggtcgtcaa aaaacggtta ggactgtatt gttttattga accggatgtc ccacggctca
  1078081 tagaaggtga cccggttcgc ctacaacagg tgatttctaa tctcctgaat aatgccatta
  1078141 aatttaccga tacaggctgc atcattttgc aggtacgcgt gcgtgattgc tatctggagt
  1078201 ttcgggtgcg ggataccggt gtgggtattg attcacgtga aattaatcaa ctatttgatc
  1078261 ctttcttcca agtgggtacc ggtgtccaac gccattttca gggaaccgga ttagggctgg
  1078321 ctatttgtga gaagttagtc aacctaatgg atggcgatgt cgaagtcata tctgaattgg
  1078381 ggatggggag tatttttgct atccgtattc ccttgtatca tcaccaaaat accgtcctgt
  1078441 ccgccaatga tcgctggcaa ggaaaagtgc tgtggttaga tattcgcaat gcacgcctgg
  1078501 agagctattt actcgatcta cttggctact ttggtgcgac aattcggcgt tactgtggtg
  1078561 agcagactca gccggaagat gtgctgattt gcgattatcc gtcacaactc agcccccctt
  1078621 tactggcatg gatccaactc tccattgaac atattggttt accacaagag acgcgccctg
  1078681 cttactggtc actgagtacc tcaactttac tggagatagt ccccttgctg gactggatac
  1078741 tgcggggcca gcagccggtt gataattcat cgttacagtt acatgcaccg aaaacgaatc
  1078801 aagataataa tgccgatctg caaattctgg ttgtggatga ccatccgatt aaccgccgtt
  1078861 tactggcaga tcagctcacc actttgggtt atcgagtcat tacggctaat gatggcttgg
  1078921 atgcattggt ggcgttaaat actaataccg tggatatggt attgaccgat gtgaacatgc
  1078981 caaatatgga tggttaccgt ttaactgagc gtttgcggca gttgaatcac aatttcccga
  1079041 ttattggtgt aaccgcgaat gctttggctg agggaaaaca acgttgcatt gaggcgggga
  1079101 tggataattg cctgtcgaag cctgtgacgc tggatactct gcgccagatg ctgctttact
  1079161 acagtgacca agtacggcga tcacgttaga tttcattaat taataagccc agtattgcag
  1079221 agcaaaactg ggcttgagag tcgagcgggg caaaaattac agttctttat ccacttggct
  1079281 aattgtcaca gacgaaagat aatttagcaa agcgatatcg ttatcaacgc ccagctttag
  1079341 cattgcagat ttcttctggc tgctaatggt cttgatactg cggttaagtt ttctggcaat
  1079401 ttctgttacc agaaaacctt cagcaaagag tcgcaaaact tcactttctt ttggtgacaa
  1079461 acgcttgtca ccgtaaccat tggcactgat tttttcgagt agtttggcta cgctttcagg
  1079521 agtgaatttc ttcccttttt gtaatgcggc caatgcctta ggtaagtcag cgggtgcgcc
  1079581 ctgtttcaat actattccgt cgatatctaa gtccaagaca gaacttaaga tagccggatt
  1079641 attattcata gttaagacaa ttatagccaa atctggataa tgtcgtttta tatatttgat
  1079701 taatgtgatg ccatcaccat acttatcccc tggcatagag aggtcagtaa ttagcacgtt
  1079761 ggcatcaagt ttggacaaat tgttaataag cgcagtggag tcttcaaatt ctccgacaac
  1079821 gtttacccat tcaatttgct caagcgactt tcggatgcca aacaaaacaa ttggatggtc
  1079881 atcagcaata attacattaa ggttgttcat ggttatgggt taccttcctg caacagtctg
  1079941 gtgatgaaaa aatcaatctg actgatgcta ttttcgatct tcaaccgatc gccatctgcg
  1080001 atatgctgtt ctaatgtttc acatagctgc ttgccgagaa ccaggttcag catggcaaat
  1080061 acgcctttta atcgatgtac ggtttgcgaa agtgatgtta aatcactttg ctgaagttca
  1080121 gtatacagtt tcttcagatc taccggtact gtctcgacaa ataaggaata atagtcactg
  1080181 gtttttagtt gcctctcata gaggtttata tcatcttctg taatgtactc aaccttttgt
  1080241 tgcgattgtt cagataaaat tcgccgctcg attaataata atattgaatc aataaccgcg
  1080301 ctgcttaaat tgtaatttgc ccgtatataa ttgttttgta actggtgaaa ccccgtttca
  1080361 tccgccgcga gcaataatgt gtaattatca taatgttgcg gattatccgt tattgtaaca
  1080421 tcataatccc gccctggtag gcgttcatcg gtgagaatgc agttagcacc aaatgaattt
  1080481 aacaatattg taatgatcga gcgtacttct tctgaggtta tatctaatag tactgtgaca
  1080541 ccatccagta atttttcttg cgtgtcttgt tgttcatttt taacggctat tgttaaccgg
  1080601 atagtatagc gtgtacctat atctacttta ctgcgaatct ctaattggcc gtttaatttt
  1080661 ttacataatt ggttacataa aaaaatgtca gccccgaacc atgattgtat ctgtcggcca
  1080721 atgcttggct aaggaaagga taattaagat tacctatctc ttcatcagaa atacccgcgc
  1080781 cagtatccat tatttgaata accaattgtt ccggatgtcc tggttcatga tctacattga
  1080841 gggtaatttt tccgtaagct gtggtaacga tagaataatt cagcaacaac gaaagtattt
  1080901 tacgtaatac cttttcatca cctagataaa tttggtcaag gctgacatga aaatgattaa
  1080961 acagatttaa gcctttccga ttaatcgagg ggagcagatc cagtagcagg ttatcgatta
  1081021 aggttgataa agagaagacc tgttgttctg tttgccaatc ttgtgtttcc agcttagtca
  1081081 gtaacgtgat gttatcaatc agttcaagga tagttgctga ttgctcaacc agcttggtct
  1081141 taatgtcatg ctgttgttgc aaatcggtag tgtcctgtaa tgtacgaaca agttggctca
  1081201 ggtggtggac cggttggcca agttcaatcc ccaggttgtg caacatcagt ttccgcgctt
  1081261 gtagattttt atcgtactca cgccttgctt gctgcaattt cttattcacc aagacttcct
  1081321 tatcctgatc attaagtaga aaaagatacg tctctggtga gatctggcta cggaacatgt
  1081381 ggatttcata aacttcgtta ttaaccgtcc cttgaatcac accgtggtgc tgctctgcca
  1081441 tagtggcaat tttttgtaga ttcaggtgag gcagtagatt ttccgctatc ttgttgctgg
  1081501 caatgacagt gctgttgctg aagtcataaa ttaataagcc ttgcggtagg ttggtaatga
  1081561 tctcctgact caacaatctc tgagcttcta attgtccggt cacatcagca cttggacgac
  1081621 catattggtg gcggacaaaa taggcggcca gaatggttag cgctaataac acaatattgg
  1081681 ctaggattaa ccaaaagttg tttattaata agtcgataat caaatgacta accggtacac
  1081741 gataaataat tttcagtgtg acatttgcca gtggtgcgga gaactcaacc catgagccgt
  1081801 tcagtgacac gctggttgcc gcaatatctt cgggggtagc cccctcattg agtggcactt
  1081861 tatctggttg aagcaggaag ttcgaacgtg ccatgttcgg tggaattaaa tcattgatcg
  1081921 gtaaatcaaa ggcgatcacg gtggctaaat ggccaggacg gttaaaggtg gttcttagcg
  1081981 tgaaatagta ggcattttgg aagcgcaatt tgcgtaaggg cgagaagctc tcccgctcat
  1082041 ccaacgtatt gacctgctgt agcatttccg cccgtcgcga ttcagcaaag gcagtaaggt
  1082101 agctctcttt aaagcgtgat gtgacctctt ttagtgcctg agtcgtaatc aggagtaagc
  1082161 tattgtcctg cccgttaaga tagtacatcg agtaagtgtc attttgcggc ccccacaggt
  1082221 tatcaagata gtcagatatc tgtaatgcca tggtcagcgt tgcaggctcg tggttaccaa
  1082281 aaatgatagc gtcagtcttt ctgcgaggct tttcaatata gtaaacgtca gggcgcaggc
  1082341 gggtttcctg caccacagga gggggctcac ttgctttgat cggattattg actaaatcat
  1082401 atatttggta agtatgatat cgatagtcat caatgcgttg ttgcaaaccg ttagcgatat
  1082461 tcgttaaagc atgcttcttt tcagtcagat aagcattggt atagttatag gcatatagcc
  1082521 caacagtcat gagcagaagt acgataaata gccagaagta acgtgtaatg ttagccgctg
  1082581 agtgggtaga cgaattgttt tgcataacga taatgccgat tcccttggtt agcgcgtgac
  1082641 ggctctggcg ctggcagcaa cggttaataa cagaagtgct acacagccaa aagcaaccga
  1082701 tagactactt aattgtgcaa taaagccgat agctgccggg ccagccaaaa ttcccgcgta
  1082761 accgatcgtt gtaattgacg caaccgccag gttggcaggc ataacggttt gattacctgc
  1082821 ggcggtaaac aagatcggta ccacattcga tgcgccgaaa cccactaaca tgaagccaat
  1082881 aatggcagcc attgagctat caatactgat tgcgataata atcccgatgg cagaacataa
  1082941 actgccacct aataagacct tgtaacggcc cagcccattg acaatccgat caccgtttag
  1083001 gcggccaagt gtcatagcga tggcgaatac ggcgtagccc atacctgctt gtgatggcga
  1083061 catgccgcgt agcgtcgtca ggaagacggc actccagtca agcatcgagc cttctgccaa
  1083121 aaacatgaca aaacataaaa agccgatgaa catcacccag ccacggggaa aaacaaacaa
  1083181 tggcccatca tggggttcac cgctgccacg taacagattc ttattggctg ccagcagcaa
  1083241 aataatcatg agtactacgg tagccataat cgctgtcagt gggttgaggc ctagccacaa
  1083301 tagagcactg acacctcctg caccaacaat cccaccgaca ctgaataaac cgtggaagcc
  1083361 agacatcatc gcccggccac tggctttttc aacaatgaca gcctgaatgt tcatcgccac
  1083421 atctattatg cccatagctg caccgaatac taatagtgcg atagccatcg tcgcgggagt
  1083481 attcatcaat acgagtaaag gcaaatctaa acagagcact gcgcctgcca gtaaaatgac
  1083541 ggcccgacag ccccacttcg cggtaagcac gccagtgagc ggcatcgcca gcatcgatcc
  1083601 aataccaatg cataacagta ataaacccaa tgaggcatca ttaagaccaa tgcgcgcttt
  1083661 tgcaaaggga acaagtggtg cccaagcggc catgcctaac ccggcaataa aaaaagctaa
  1083721 ccgggtagaa acttgttggc taataccggg ctgtactgct tgttggtgta ttttggtgct
  1083781 catgaggtat cagatctact attgaagtga aaaagtgata tagacagacg tttctatcac
  1083841 aaagctaaat ccgggtcgaa gtgatttgtg ctgataagca gaatacttaa cagctacctt
  1083901 ttaaaatagt gcctcagact tgatacaaac ccggcagatt gtatggatta gaatgtaaat
  1083961 ttctctgatt ttctgatgtg atcgcccccg tggtgagtga gcctggtgtg aaaatgtacg
  1084021 gctgtcagta aaccaataaa acagtttggg atgacttaat aacgtggctg agtggagcag
  1084081 ggggattatt atcaaatact ttcttttttg ggatgactac ttttcactcg gcaagagtca
  1084141 gttatttggg cacgagaatt gaccagatga cattaagcta tttgtactta agtaagttta
  1084201 tgggggaaag ataagtacaa gtgcttttat atatacccta tataattcga gtcgcaggaa
  1084261 ggcagtaaga gagatacaaa tcggccggga acccatttga acagcattta tattacccgt
  1084321 aggatgagcc tcagagatga gactcattaa tctcgatgag tttacttaat tttttaagag
  1084381 caatatcagt aagtgattcg gtttattgaa cgtagaaaat gcatattcaa cttgaagtat
  1084441 gacgggtata acgaccgcaa gtggatatct ttggaccgga gaaaaaaacc ggtcagagac
  1084501 cggtcgtaac attaacgaac tatctgactg tgttagccac aatgatagga aaataatgat
  1084561 gatagcgtgg ctattatata tccctgttga tgtgtttata ttgtcaattt gtgctaatca
  1084621 tatgtgctat aactcactgt ttacaattgc tattatattt aaaacgattg ttatcaacat
  1084681 taaccaatga tttatttttt ataaatactt gttgcaattt acatttttaa atatttctta
  1084741 tgtatatgaa acattattct taatttggtg gcattttcta tatggattaa tggttgtatt
  1084801 attatcacaa tatagttacc tcgtaggcag tatattctcg aaagagtagt ggtatagata
  1084861 tatctaataa tagaggatga taacaatgaa acttcgagtt ctttcattca ttattccggc
  1084921 cttattggtt gcaggcagtg caagtgctgc ggaaatatac aataaagacg gtaataaact
  1084981 ggatttatac ggtaaaattg acgggttaca ttatttttcc gataacaaga accttgatgg
  1085041 tgaccaatct tacatgcgtt ttggcctgaa aggcgaaaca caaatcactg accaactgac
  1085101 tggttatggt cagtgggaat atcaggtcaa tctgaataaa gcagagaatg aggacgggaa
  1085161 ccacgacagt ttcacccgtg taggttttgc gggtctgaaa tttgctgact acggttcatt
  1085221 agattatggc cgtaactacg gtgtcctgta cgatgtcact tcatggactg acgttctgcc
  1085281 agaatttggt ggtgatactt acggtgctga taacttcctg tcacaacgcg gtaacgggat
  1085341 gctgacttac cgtaacacca atttcttcgg cttggttgat ggcctgaact ttgctctgca
  1085401 atatcagggt aaaaatggca gcagtagtga aaccaacaat ggtcgcggtg tagcagatca
  1085461 aaacggtgat ggctacggga tgtccttgtc ttatgacctg ggttgggggg tgagtgcatc
  1085521 agcagcgatg gcgagttctc tgcgtaccac tgcgcaaaat gacctgcagt atggccaggg
  1085581 taagcgtgcc aatgcctaca ccggtggtct gaaatatgat gcgaacaacg tttatctggc
  1085641 cgctaactat actcagactt acaacctgac tcgtttcggt gatttcagca atagatcaag
  1085701 tgatgccgct ttcggttttg cagataaagc acacaacatt gaagtcgttg ctcaatacca
  1085761 gttcgatttt ggtctacgtc catcagtggc ttacctgcaa tccaaaggta aagacattgg
  1085821 gatctatggc gatcaagatc tgctgaaata tgttgatatt ggtgcgactt acttcttcaa
  1085881 caaaaacatg tccacctatg tggattacaa aatcaacttg ttggataaaa acgatttcac
  1085941 caaaaatgcc cgcataaata ctgatgatat tgtcgcagta ggtatggtct atcagttcta
  1086001 attctgatta taggtgtgag tcctgagaga aacgcggtca ttcggccgcg tttcttattg
  1086061 tgcccagaaa acccccagct aggctggggg ttcagtaaag ctttcagctt tgggtcagtt
  1086121 ataaaaaccc cttttgattt gttaaaacag tttgcggtct ggcaactgca aatgttcaac
  1086181 aagaaatcaa aagggggtcc caatgaggga tgaaaagagc ttagcgcaca cccgatggaa
  1086241 ctgtaaatat catatagttt ttgcgccgaa gtaccgaagg caggtgttct acagggaaaa
  1086301 acgcagagcg attggcagta ttttaagaaa actgtgcgaa tggaaaaacg tgaatatcct
  1086361 ggaagcagaa tactgtgtgg atcacatcca tatgcttctg gagatcccgc ccaagatgag
  1086421 tgtctcggga tttatggggt acctgaaggg aaagagcagt ttggcgattt gaagttcaaa
  1086481 taccgtaaca gggagttttg gtgtcgaggg tattacgttg atacggtagg gaaaaacacg
  1086541 gccaggatac aagaatacat aaagcaccaa ttggaagagg ataaaatggg tgagcaactc
  1086601 tcgatcccgt atcccggtag cccgtttacg ggccgtaagt aatccataga tgcaaatgtc
  1086661 agatcgcgat gcgcctgtta gggcgcggct ggtaacagag ccttataggc gcatatgaaa
  1086721 aacctccggc tatgccggag gatatttatt gtgagctacg gtggatctca tcgtaatcac
  1086781 ctggtggcaa gtatcgtctt gcctttggtg ccgcgccatt cattttttat attgatgagt
  1086841 cagtctgttc aagtttctcc ggtaatagtt cccccagcgt tgttctaata ctgatagcgg
  1086901 ctctggtacc gataaaagta caactacgat gtaatctgaa taggggaatt tttagccgag
  1086961 ttgacttttt ttaaccaatt ttggcatgaa gtttaaccaa acaaattaaa tttctgtttt
  1087021 ttttaaatga aacactagac atatcatcgc gctatagatg ataatgccgc ccattggaag
  1087081 gatggccgag tggtttaagg caacggtctt gaaaaccgtc gactgtaaca ggtcctagag
  1087141 ttcgaatctc tatccttccg ccaatttcgc cggcatagct cagttggtag agcaactgac
  1087201 ttgtaatcag taggtcccga gttcgactct tggtgccggc accaattaaa aacctgttat
  1087261 ctgaataaga taacgggttt ttgcttttct cttaccttca cttcacatct accgcttatc
  1087321 cagcatgtgc ccggtgcggg ctattgctct cattacgggg tatgcagtca acaacggtca
  1087381 gttcaggccg atagagattg gcggcagtat ttaccctgcc gccgtgctac atcaatgatt
  1087441 tttcaccaac tcagcaacca attgattcac accatcactc atattgctga atttagtcag
  1087501 ttggcttcgt gtgaccacca caaaaacgcc aatgtttttt tctgggacca tcgccatata
  1087561 agtaataaat ccaccgccac cgccggtttt ttgcataatg cccggtaagt cagctttagg
  1087621 tgccatataa acccagccta agcccagagc atcagcttga ccggcgacat ccataccttt
  1087681 caatgacacc aagtcaccgc gctggaagta aagcgcttgc tcacgtttgg cggaacgctt
  1087741 gggggcgctg ttatcagaag ctaagaattg ttgcatccag tgctgcatat cttcgggggt
  1087801 cgagtaaatg ccgccactac ctgctgctgc aactgtattc ccacaacgac tgctgccaac
  1087861 acctatcatc aggcgtttac attgctccgc cgtcggggtc agggtggtat ttttcatccc
  1087921 cagtggtgcg gtgattttat cacgtaataa gtgggcatac ggtttccccg cagctcgtga
  1087981 cagtgcgtca gccagtaagt cgtaagctaa attagagtaa gcggctttca cgcctggtgg
  1088041 aacggtcact ttggccagtt tcaaccattg ccagcgatta tctttggtcg gccaggtaaa
  1088101 caccggtctt ttttgcgggc cgccgggttg ctcacggggg aggccgctgg tatggctggc
  1088161 cagatgcaac agcctaatag gttgcttagc actgtaagag ggaacgttga cccctttcgg
  1088221 tgcatatttt tttaacgggt cagttaactt aacgatgcca tcatcagcca gttttaccat
  1088281 gatttcgctg gtcattagct tggttattga tgcaatgcgg atcagtgagt ctggccgtgg
  1088341 gcgaatattg ttgccgggtt gcgtttcacc aaagctacgg ttgacgacct gattgttatc
  1088401 gataaccacc agagccattc ctacagctcc actgttatag aagatatgtt cggcgtattg
  1088461 gtcaacaatt tgcgaggtca acagcttagt atcttgcgag gtcaacggct gagtatcggc
  1088521 atggctgtgc aacggaatag tccacaaagc agcagccagc agcggggcag agagacgttt
  1088581 caacaatctt ttatccatgt ttaaaaggca aaataagtga tcgtgcgctt atagtaatcg
  1088641 gatatttaca taatacatgc tgaaattttc aatcagatga ataatttaca ttacaaggac
  1088701 gtattgactg gaagaatgcc aaatgcgttg aaacaggtca ataaagacat tgagattatt
  1088761 gtcgctgaca ttcaacgccg atattttatc tacccattca tgttcaggga agggagaagc
  1088821 aaaaaccgca ctggcgggac cggtgcggtt tgtggtcacg accagaaatt aattaacttt
  1088881 cagtaaccgg tttgggtatg acggttggcg actctttgac gccgaggggg ttattgcccc
  1088941 aacattgttc atatttccac cccgtcagtt cttccgcgac ggctctggca tgagcgggga
  1089001 tatctgccat ggcaccgcca tttttaatac gctcaatttc ttccagtaaa atgctgtgat
  1089061 ttttgcgatc cagtttcatc tgtgtggtgt agtaaatagc aactaatgcc agtgagataa
  1089121 cccctatggc aaagacaccc acgatggctt gcacagcaat ttctggctga ctggattgac
  1089181 cagaaacaaa accaaagcgg cttaacgtcc agcccatggc aaagacaata atcgaacgta
  1089241 ccattttccc ggcgaatgtc atcgcgccag cataaattcc ttcacggcga cgcccggtca
  1089301 agacttcgtc tacatcggcc aggaaggtat aaactgtcca tggaatatag tagatcccac
  1089361 cagtacttaa accgaaaaca gcggtaatgc agaataagac gataacggtc gtggtttcag
  1089421 accaaccggt gaaatacagt gctgcgtagg caaccacgct gacaatcacc acttgcagag
  1089481 caatacggaa gggacgagcg aaacccattt ttacgcagat gccaataaaa atagcggtgg
  1089541 agatgagctg cataatcgaa ctgaagctat tgagctgcga aaccaatgcg gcatcttgtc
  1089601 ccaagccaaa aataataaag taggtaaatg cggatgcgaa caaccattca gcaccaaaac
  1089661 cgaacagata catccccaga tgcttgcgga aaatgcgcag atggaaggtc gatgccatat
  1089721 caacacacag ctttttcagt gcctgaccta aactactggt ggtttccctg accacttcac
  1089781 tggctggacg ctcccatgat gagctgtaaa gccaaatcat ggcgcagcac ataatcagac
  1089841 cataagcgat accggtatat aagaaggggg ttgcggaatc tttgccataa attgcaatga
  1089901 attgacctgg aatgaaagcg gccaggaagt tcgctacttt gccgaagatt gctttagaac
  1089961 ctgtcagttt agagcgtttg gcaaaatcgg ttgtcatctc ggtagccagt gtttcataag
  1090021 gcaccatgat ggaggtgtaa attaattcaa acagcgcata ggtcagtagg taataccaga
  1090081 aaccaaaacc actcatccac agcattggat agaccaacac gagtgggata cccagtaaga
  1090141 taaagaagcg acgacgcccg aagatacggc ccaaacgggt attgtagaag ttatccgtga
  1090201 tataacccat taccgggtta ctgatggcat caataatact ggcgattgaa aagatagtgg
  1090261 ctgcttctac aacagaaagt ccgcaaaacg ttgtgtagaa gtacatcagc caggcaccac
  1090321 taatggcgag tgccccactg cccagcaagt tagcactccc gtaagccaac gtatgccttg
  1090381 ttgaaatctg tttactcatg tttaccgcca cctcaaatta aaacaatgtt tcatttataa
  1090441 tgaataactg ttttctttat agcggtatag cgtttataaa aatgagttgg agatcacgaa
  1090501 aaagattttt acgacgtaga aagccatgta tatcaataaa aattgatata catcaattga
  1090561 gaggaagacg catttattcc gtaataagac agaatgtcca caggagcatg gatgcgtgat
  1090621 aatgccctct taccaccata atgactgtga caatagtggc aatattgata ttaatcgtat
  1090681 gaaataccat cactgatccg ggggttattg tttaccctgt gagaaggatc acctttgttc
  1090741 tcatgtgatg tgttacagaa aatcccaatt aatgtatgtt ggctgcaaca gcggttggca
  1090801 gtaaaggacg taaaatggcg aagaaaaacc cctattatga tgccagcaag ccacatcaca
  1090861 cagagtttgg atttcagaat atagaaccgg ttgttcatca tccgcaggat ttgaaacgct
  1090921 ggcgtgaaga gagaaagcgc cagtcgctgc ctaagccgcc tcagcagggc tacccgcagt
  1090981 tcgttacaga ttggtggcaa caagctgact tttcagggct gcaagatgcg ttgtggtggc
  1091041 ttggtcatgc ttcattattg ttacgtatca gtgggcaggc agtgttgttt gaccctgtgc
  1091101 tttcaagccg ggtttcaccg gttaattttt atggcccaca gcgcaaaaca ccaatacccg
  1091161 ccagcgtaca gcaactgccc gatattgatg tgatcgtgat ctctcataat cattacgatc
  1091221 acttggatgt cacgactatc acgcaattat tgcgccgttt ccctgacgtg gtgtttttgg
  1091281 tcccattagg gctgaaaaac tggttgcggc agcatggtgc tcgccatgtt catgagttgg
  1091341 attggtggga tcaacggctc gtcgctgact ttgagttcca ttgtgtgccc gcccgtcatt
  1091401 ggagtatgcg cactccttgg gatcggaatc acagtttgtg gtctggctgg gtagtgaagc
  1091461 ggggcgaagt taacttttat ttcagtggtg atactggcta ttgccagcaa ttactggata
  1091521 tcggtgaggc actggggcca ttcaattatg cggcactgcc aattggtgct tatgcaccac
  1091581 gctggtttat gcaggcgcaa catatggatc cacaacaatc ggtgcaattg tttcaaaaat
  1091641 tacaccaacc ggtgacgatc ccgattcatt ggggggtctt tgaactggct gatgagccat
  1091701 tggatgaacc accagaacaa cttcaacagg cgttaaccga tgccggagtg gcgcacaata
  1091761 aattcgtacc aattaaaata ggtgcacgga tcatactgga atagtcacgt tccagcgggt
  1091821 ggatgaataa cctgctggaa ctgaatgacg gcggttctgg ttgatagcag cagcgcgtta
  1091881 gatcttaaat tgattaacgg tatcagttaa atcagcggcc tgagcttgta aggcggctga
  1091941 agcggccgtt gactcctgca ccagtgcggc attctgttgc accattgtat ctaattgcgc
  1092001 tactgcacta tttatttcgt gaataccacg catttgttca tcagcggcat tggtgatctc
  1092061 cgacataatg gtcgtgacat cagagacact actgacaata tcggtcatgg cattactggc
  1092121 ttggcgcact tggctggagc cggatgccac actgctgacc gtcgattcga tcagggcttt
  1092181 tatctcttta gccgcttgtg cactgcgttg tgccagtata cggacttcgc ctgcaaccac
  1092241 ggcaaaacct cgtccttgtt ctcctgctcg agcggcctcg acggcagcat tcagtgccag
  1092301 aatatttgtt tggaaagcaa tgccatcaat gacgctagtg atatcgccaa tttttcccga
  1092361 ggccttttca attgactcca tcgttgtgat gactttagtg ataacgtcgc caccgcgaga
  1092421 agcatcctca gaggcagaaa ataccgcgtt gttagcttgc cgtgcggcac tggctgattg
  1092481 agcgacggtt gccgaaattt gttccagcgc tgctgaggtt tgctgcaaac tggcggcggc
  1092541 tgattctgtt ctacccgata agtcttggtt gcctgctgcg atttcattcg ctgctacccg
  1092601 gacagactcg ctggtaccac ggatttgagc cataaccaga ctgagcttat ccgcaaactg
  1092661 attaaatgaa cgggcaatct gtgctacttc atcacggcct tcgatcggga ggcgttgagt
  1092721 gaggtctgcc gagccggaac tgatagcatc catcgcttgc tgaatatgtg ttaatggtgt
  1092781 cagggcgcgt tgggtgatca gcgctatcac ccccgccgag atgaagataa ttatcaccaa
  1092841 tgttactaat gatgtcgtta ataatgaatg tattcccgca gttgcttgag atttatccag
  1092901 cgcaacgacg gtaaaccact gggttccagg gaccgcctgg gcgagcaata atttgctgct
  1092961 gccgctaata tccgttgaaa caggtaccgt tgccgtcagc agggtttgta aattcaggtt
  1093021 cggcgcgata tcggccaatg gcttaagggt cagcagcgtc tcaggatggg cgatgattgt
  1093081 gccatcagcc ccgattagca ttccgaagct attatcggtt gggtgtatag catttacatt
  1093141 ggcaatgaca cttcccatag tgacatcggc agcgatcacg cctttaagaa ccccatcctg
  1093201 aacgatggac catgcaaatg tgacgactaa ctgctgggtc cccgcatcga tatacggagg
  1093261 tgtcaccact ggcttgcctg cattcacggc ttgtagatac cacgggcgtc cggtggggtc
  1093321 ataatcggca ggaatgccat ccgggttgga aaaaatagcc gttttatcgg catagccaat
  1093381 atagacatta ataaagccgc ctgctgcagc cacttgcttt agtgctgcga gtggatcggc
  1093441 ggtcaatgcg ctgtctttga gcgacataat catttgtgtt ttggatgcca cccattcagc
  1093501 aatgctgaca ctgtggctaa cagtgagtgc cgtcagggta ttatcgatgg cgctgttatt
  1093561 atatttattg gcaacggaat agttgaggaa ggtgttaatg gcgagcgaac ccgcaacgat
  1093621 gataatacag gctgccaaaa tacgtgagcg aatggaatca agcatagagt gtcctaatag
  1093681 aaaggaaaac atgattcaag taacggcttg gcaggaaaaa acttgagctg agtcacagta
  1093741 ataaactgta attaatgact actgttaatt attgctcatg tgtacatggt gctttttagt
  1093801 catgattatg ttgtttattt tcataaaaaa cagggtgttg ttggttttgg ttgaaagcat
  1093861 taagatgcaa aaatatgagt aaagtttaaa aaaatagtaa tgtttattgc gtaaatgagt
  1093921 gcctatcagt ttaccaatgg ggtacatata tagctgagct gtgtgcagat gtactgtgtg
  1093981 cagatgtatt gtgtacagat cgattgtgta cagatcaatt gtacacaacc cctgattttc
  1094041 gatttccggc gcttattgtg tttttatccg attaaaattt gtactgaaaa cccacggtaa
  1094101 gggtttggct ttgatactca atacctgatt tactactgcc aacattcccg gtggcgtagt
  1094161 tgagcgtttg tgtctctcct cgcccttcag aatattggtt ccaagcggct tccacgaaaa
  1094221 gtttagtatt ttctgtgaag taatatccaa catcaataac ggccgagtag taacttgaat
  1094281 tcttgctact gtctttaaat gaaactttgc ggttatagtg attatcgtat gcattggcat
  1094341 taacccaatt gctgtatttc aataaggcat taaattctaa ttgttgatag cgataacttc
  1094401 ctgctaagcc aatataaagc atatcaaatt tttgtttata accaacgcca acaatgccgt
  1094461 caggagcagt aaagatattt gcaccattat tataattaaa gttaccacca taagctgtcc
  1094521 agctttgatt gttttcctga taacctaaaa taggcccaac ccgataattg tgttgtttta
  1094581 aaaaccaaat cttcgcattt atgtcaattt cattggcata attcaaattg gttttttcgt
  1094641 gatgagacca atcactccac tgtgtttgtt gtggggtaag ccaatcataa ttatccatca
  1094701 ctccctgacc tgatgaaagc gtgctccagc ccttggctgt tagggttagt cggggtaacg
  1094761 catcccaggc gatatccatt tttacgatgg gtgtattgtt ggcttcccag tttaactgac
  1094821 tgagcttttg gttaggttca ctggattgat aaacagattc gattgactcg gcattcaata
  1094881 atccaagcga ggtgctgaca gtcacgttgc ctgctgtatc cgtattattg ttggccacgg
  1094941 caggatgact cagaataagt aatgccagtg cgccggcccc tttttttgct agtgcttctt
  1095001 tattcatttt taacctttaa ttcacttaaa taatcatgat taaaactaac atcgataaag
  1095061 atttaatttt ttaaattaaa gattaaaaaa attttaaaaa aattaatttc tcattgagag
  1095121 ggccggtaac attctggtga gaatagatcc cgggccaatc tacccggata aatttctgtt
  1095181 agaattcatt gttcaaccat tcatcggctt catcaaacat ctcttcaacc aaacggttga
  1095241 gtactgactt ttcttgtttg ctggtattga tgccattggc atgcatcgct ttgacgttaa
  1095301 cctccgcatc ggggaagaca cgatgtacgc gcttggtgag ctctgctcta ataatttcag
  1095361 tggcgttagc aagggaaccg acattccgct tgtcataaat taattcaaca cgcatgactt
  1095421 tttcctgaac aataagtact gtgataatat acagtatttg tgggtgacag acaaccctga
  1095481 tggcataaat aaattaccgc aggtgatttg ttggttaatt actggcggtt attttttata
  1095541 taaaaagata actggttgta tagacacatg atttagttat tttattttgt aattggtttt
  1095601 taaggaaacg gacggcctgg ctaatctatt tgcaaccaac gggcatcaac aaccacaccg
  1095661 agtatcttac agttaccgtt cagttcaatt aaccgatacg cgggattcaa gggtttcaag
  1095721 tacttaatgc ccgcatcaac cactaacttc ttaaatgttg cttcgttatc atccgtcagt
  1095781 ttggcgatca caaaattacc cggcatgggc tctttttctg ggtcaaccag gataatcatc
  1095841 ccttctggga agctgatacc tgatggcgag gtcatggaat cgccttttac actcaaccaa
  1095901 aatgcactct catgggcatg cttggtcgat tcaggccaga tctcaatgtc acgcagcgta
  1095961 tacggctcta tcgcttcata ccagttaccc gcgcttatcc aactgattaa cggatagcta
  1096021 ttagcgacgg aaaccgcggg tttatccttt gcacctgagc gggtagtgat ggacaggctc
  1096081 tccgccattt ttgccaactc tttggccaga gaagggctaa agctactgat gggttcattc
  1096141 agtacttttg caaaagcagc cgcgttggtg atattgagcg ggtttacgcc gttgaggaac
  1096201 tggttgacgg cactttggcc gacgcccaat tcatgtgcaa cagattcctg ggatataccc
  1096261 agtgcttttt tcttcgcatt aaacagctct ttcagccgct tagcgtcatc taactgttcg
  1096321 ggcgttaatg gcttcttttt catgagtcaa ttttattacc gttagcaata atatccaatc
  1096381 acttgcggtg ttgactataa aatcacttgc ggtaataatc aatcgaaatg tataagggaa
  1096441 gtgcatggga tcatctctga aaagcctagc gccaaggtgc tcaacggggg atgtgacacg
  1096501 agttgagccg gttagcaccc gcagacagca gccagattaa ccggtgattt tcgttgttga
  1096561 ccaataaata ggcagaggtg tcatcgctga ccccgccttt tgtggagtaa gggtatatga
  1096621 gttcattaaa cggtccgcaa gccggaaatc acagtcagaa gagccagggt atgagagaca
  1096681 tccaattggt attagcgcgg tggggggtat gggcgaggta tagctcgggg ctggattatt
  1096741 catcgatagc cgcaggtttc aaagggttgc tggccgatac ctctaaaagt aaggcgtcat
  1096801 gttgtgacga tgatggcctg gtggtcgatg gctgtgttgc acgattgaaa caatgtcggc
  1096861 caaatgaata tgaattgatt attcgccact atgtccttaa ccagtcaaaa cgggcgattg
  1096921 cacggcagca aaaaagagac gaaaagctga ttaggattaa catgcagatg gccgaaggtt
  1096981 tcatcgatgg ctgtttggcg atgctaaatg tgaaattaac catggatcct ttcattgaga
  1097041 atttacctat ttatgaacag ccatcagcac ggtccgaaga gaatgcctca gcctgatatt
  1097101 ttggggagat gcgtggcaca caaatattca caattctttg tgaaggacta ttttagtcta
  1097161 aaataaataa agttatttaa taacattaag ttaaattgaa ttttcataaa ttcattattt
  1097221 taaaatttgt gataacagtc atctcaatgt gaagcccaaa gcttaacaat agtgtcaatt
  1097281 caaacggttt cacaggagtg gctgagatgt ctattcaact tggcgtgatt gcagatgact
  1097341 ttaccggggc gactgacatt gcaagtttta tgtcagacag cggctggaaa gtggtgcagt
  1097401 ttattgaggt tcccacgtca aataatctgt gccctcctaa taccgatgct gtcgtgattg
  1097461 cgttgaagag ccgctcaatt cccgccgctg aggctattga acaatcattg gcctgcctac
  1097521 agtggctaaa agagtgcgca caagctcggc aaatctattt caaatattgt tccacgtttg
  1097581 attcaacgcc cgcaggcaat atcggtcagg tcagcgatgc cttgatgtct gccgcggggg
  1097641 tgcaacagtt agttcactgt cctgcattgc cgcagaataa gcgcactgtg gttcatgccc
  1097701 atcttttcgt caatggcgtg ttgctgaatc aatcagggat ggaaaatcac ccgctcaacc
  1097761 cgatgcgtga tgctgatcta cggcgggtac tggcgccaca aattcatggc gcggtgggtt
  1097821 cattgaatct cgacgctatt caacagggta cattggctat tcatcagcgt ctggttgcgc
  1097881 tatcagcaca gggctgcaac cacgtgattg ctgatacgct caccccagct gatttggatc
  1097941 agctggcact ggcgttagcc cagcaaccat tacttgcggg cggttcgggt ttaggggggg
  1098001 cgttggcgaa acggtttcct tctattttta tttcaggtgc ggcttctacg ttagatgcgg
  1098061 cttctacgtc aggggcgacg aaatttgcgt ttccgattaa gcggaaaacc gtggtgctgt
  1098121 caggcagttg ttcagccatg actcagcagc aagttagcac ttactgtcaa caggcggcac
  1098181 attttgcgct ggatgttggg cgttgtcttg aggtgaattc aggttatatc aatgatattg
  1098241 ctgattgggt gatggcacat agctgcgagg cgctggcgcc attggtgtac gccactcagc
  1098301 cgtcggatat cattcgtgaa atccaacaac aatacgggga gcagcaagcc agtctggccg
  1098361 tggaagccgc gtttgctggt ttggctaacg aattattagc ccgtggtgtc aatacgttca
  1098421 tcgtggcagg tggtgaaaca tccggtacgg tggtgaaaca acttggcgtt aatatgttgg
  1098481 aaattggcca atcaatcgca cctggggttc cgtgggtacg tgaccctcag cgtggtctga
  1098541 tgctggcact caagtccggt aattttggta atgaacactt ttttgtggca gcacaggagt
  1098601 atacagagtg aacagccccc cgttttcaga gccgccacca tctttggagc cgccaccagc
  1098661 gtcaaaactg tcaccacctg ccaaacaagt acccttttcg gagcaacaag tgcgtgatga
  1098721 tttggtgaac tacgcccgct cattattcca acgggggttg agcagtgggg gggccggcaa
  1098781 tattagcgtc aagctgcctg acggtagctt tctggtcact ccgaccaatt cctgcctggg
  1098841 tgaattggat agccaaacac tgagtaaact cgatgccgag gggaaccaca tcagcggtga
  1098901 caaaccgtcg aaagaggtgc cgatgcattt ggcaatgtac cgtgccagat ccacgtgcgg
  1098961 ggcggtggtt catttgcact caccgtatct gaccgccttg tcatgtctca caaatattga
  1099021 tcatacgaat tgtttgcccc ccattacacc ttactatgtg atgcgcatcg ggcgtcttcc
  1099081 tttgttgtct tatatgaaac ccggcgatcc ggccattgcc accgcccttg ccgataccgc
  1099141 acgcgatcac aatgccgttt tgctggcgaa ccatggcccg gttgtcagtg gttcaacgct
  1099201 gaagaacttg aagatacggc acggctctat tttctgataa agccttatga ttacagtcaa
  1099261 ttaacaacct catccattga tgagttggct caatcgtacc gcaacaaaat aggataatga
  1099321 tgatgatccc tgaacagcgt cgtgacttta tctaccgcta cgtgcatgag cagaatgtcg
  1099381 catccttcat ggatctggcc gagttgatga acgtgtcaca catgacggtg cgcagggata
  1099441 tccagatact ggaagccgag gggaaagtgg tggcaatcaa cggcggtgtg aagctgaaca
  1099501 atctgctcaa gcttgagttg gcgtacagtg aaaaagcgtc gctgaatcat gagttgaagc
  1099561 agaatatcgg tgtgctggcg gccatgttga ttgaacctgg gcagacactg tatcttgatg
  1099621 ctggtaccac gcttttcgaa gttgccaaag cggtcgcggc cagtaactgt tttaacctga
  1099681 ccgtggtgac caatgatttc actatcagtg gttatctgat ggacatgccg catattagcc
  1099741 tttaccacac gggagggtta gttgatcgcc gtaatcgttc ctgtttggga aatagcgccg
  1099801 ccaattttct taacactatc aatattgatg tggcattcct cagtagcagt tcttgggata
  1099861 ttgcgcgagg catgtcaacg cccagtgaag gtaaagccat ggtgaaggcg gctgtcatgc
  1099921 gcgcatcacg gcgtaatatt ttggtctcgg acagcagtaa atttggtaaa tatggcatgt
  1099981 tccctatctg taatttacag gcgctgactg acattatttc agatggcaat ctgccacttg
  1100041 tcgcacagaa acagatcaaa gagtccggcg ttaaattaca tctggtcaac aaagaggtaa
  1100101 gagccccatg ctcaaattcg cagccaatct aacgtggtta tttaccgagg tgccattttt
  1100161 acagcgcttt gctttggccg ctaaggctgg gttcccggca gtagagtgcc ttttccccta
  1100221 tcaggaacag atcgccgatg tgcaacaagc acaaaaagcg agcggcattc cggtagtttt
  1100281 gatcaatgcc cctgcgggag aatgggaaaa tggccagcgg ggactcgcct cactgcccga
  1100341 tgctggcgag ccgtttcgcc acagtgtgcg gctggcgcgt gaatatgccg tggcattggg
  1100401 atgtaaacag attcatatca tggctggcaa tagagaagag agtatcactt tcgatgagca
  1100461 atatgcgtta ctgattgaac gattacgtta tgctgcagac tatttaatgg ctgacaatat
  1100521 cagggtgctt attgaacctt taaataatga caatatgccg ggttatttta tttcatcatt
  1100581 tccgctggcg gaaaaaataa ttcaccagtg tgagagaaag aatatttttt tacagtttga
  1100641 tgtttaccat tgccaaaaaa tacacggcaa cctatgggcc aacctacaac attactggcc
  1100701 gttaatttca catatacaga tagcctcggt acctgaacgg catgaaccga ataaaggcga
  1100761 ggtcaactac ccttggttat tccaacaact ggtaataaaa aattatccag gctggattgg
  1100821 atgtgaatat caacccgaaa atgaaacatt ctcagggttg ggatggttgg gaaaaaataa
  1100881 aaatatcaag gcgttttcat agcgccgctg gccactgtat agctaactgt gataggccac
  1100941 acttcggtgt ggctgtcttt tttcatctta tataaaaaaa cattcacgcg gtccgcaaaa
  1101001 aatgtattag tctggcatca ctggtttatt cgttaccatc tatcccggtc gtctttcaag
  1101061 cggcaggggg gttggctgcc cttgcttatc ccagtcactt agttgttgtt gaccttaaaa
  1101121 taaataagct cttggggatt aatgagactc acccagcggg cagcataaat gctgtttaaa
  1101181 tgggtttccg accatttgtt actcggttgc tgcctacctg catcttgaag tcacttgggt
  1101241 ataaagaccg attaacttcc tgctgtggca ggtttttttg tttctatgct gatgtaatta
  1101301 atacagaaaa taatttttaa gatttttttt aaaaaacgtt cacgcggtcc gcaaaaagta
  1101361 gattagagtg atatcactgg ttcgttacat actgagtaaa caataagaag ccccagcatc
  1101421 gacggggttt ttttattgct gtctgaaata ggcggaagtg tgcaaagtac ggaggtgatc
  1101481 aatgtacgga agtgataaca gtacggaggt gataaaagta cggaggtgat aaatgtatga
  1101541 gcaaagccaa tttccgtatt ggtgggcagg ttctctggct ttattttcgc tactgagctt
  1101601 gcaggacttt atctttattc tcggcactat cattagcgtg atatttacca ttaaaaccta
  1101661 ttacgtcaat ttacgtgaga aggccgcgat aattaaagaa gaacagcgca ggacggaaat
  1101721 tttacagaat tttctgcaaa ataaaaccat tgaaaatata cccgctgcca ttgtggtttg
  1101781 tcacaaagca gcaagccaac aagccattat taaacggagg tgaggtattc atcttcgcat
  1101841 ggggtcatta ttaatcagga gagccacgat gacatttatt gatgtcaggc gtcgctcatt
  1101901 tttatcgggt gaaattatga atgcagctca aatccggcaa ctggcggcag cggcgttacg
  1101961 gggaaaaacc gatgcggaag atcgtatcta tttaaccgaa gcatggccga taaccaccta
  1102021 tcccgccatt ttgttacaaa caccactgga ggtgaaagag tcgattggcc gtaatgcgcc
  1102081 gcagtttaaa accatcacta cactgcgtat tagcgggcac atccaactga gcgaggggga
  1102141 aaacccagtc actgtagcag cctcggcact tgagcggttg tgtgaacaaa tccagcgggc
  1102201 ggtcattaac agctatgaac tgacccgcca gatccagcaa ttcgccaagg tgcgtaccac
  1102261 gatgggcatt tataccgcct tgggtagtga tactgcagca cgtagtgccg ctacccgcag
  1102321 cgaaccctct gtagccgaag taaaagtgga gttagatctt gaatattatc aggggccgga
  1102381 ggatttcttt ccgctggaaa ccccacaact ggcgggcatc gacgtcacta ttaacatgcc
  1102441 tgacggtgcc ccggaaccgc tgatcgcaat aaccctctcg gagtaatcct atgttcgtaa
  1102501 aaccaatggc cggtcgcgct gtacgtgacc cggtcaaggg cacctttttg cctgaatttg
  1102561 gcaccgaggt gcctgataac gcgttttggc gccgtcgcct acaagacggt gatgtcgtgc
  1102621 agatagcggc taaaccagcg gcatctgtat ttgaagagtt aacaacggag agtactaaac
  1102681 tatgaccatt cctttcacaa atattcccag caatctgcgc acgccactgt tctttgcgga
  1102741 atttgataat tcccaggcta atacggcgag caccacccag cgcacgttga ttattgggca
  1102801 aacacgggcg ggcagtacat tgcccgccaa tattccactg ctggtctcat caaccgctac
  1102861 cgttgcgggt ttgtctggtg ccggctctat gctgcatggg caaatggcgg cttatctggc
  1102921 caatgacacc gctggtgaaa tctatctttt accgctgagt gatgctgatt cgatggtggc
  1102981 tgccattggt aaaattacca tcaatacggc ggcatcggag accggtgtta tttcacttta
  1103041 tattggtggg atccgtgtgc aaaccacggt ggtggcgacg gatagtgtca gcaccattgc
  1103101 ggccgctctg gcggcggcga ttgaaaacca acctgagttg cccgtcacgg ttgttcatac
  1103161 cggtgacatg gtatcggaag gggcggtcgt ggttctggag gcgaagaaca aaggcgcgca
  1103221 tggcaataat attgatctgc gcctgaacta cctgggcaac gctggcggtg aaatcacccc
  1103281 tgaaagtctg gtactcatga tcacccctat ggcaggagga gcaggggcac ctgagctggc
  1103341 cgatgggctg gcgaatttac aggatcggac gttcgatttc attattaacc cttataccga
  1103401 tacggcatca ctggatgcga tcaaagattt tctttctgac agcaccgggc gctggagtta
  1103461 tcgccagcag ttgtacggcc acagttttgc tgcgcaatct ggcacctatg gtcagctaac
  1103521 ggcggcgggt gaattgcgta acgatcaaca cgcctcactt ttggggatcc ataattcacc
  1103581 cacgccagca catatctggt ctgccgctta tgtcggcgcg attgcgcaaa gtttgcgtaa
  1103641 cgatccgggc cgtccattgc aaacactggc gattcgcggc gtattggcac ccccgctatc
  1103701 cagtcgcttt accctgacgg agcgtaacaa cttgctgcac agcggtattt caaccgtgac
  1103761 agtggccgat gacagcacgg ttcaggtgga aaatattatt accacctatc agaaaaacaa
  1103821 atatggcgcg gaagatgaca gctatctgca aattgaaacc ttgttcctgc tgatgttcgt
  1103881 cacccgattc ttgcgtacac aggtgacctc caagtttgcc cgtatgaagt tagcggcaga
  1103941 tggcacgcgc tttgcccctg gctcggccat tatcacgcca aatgtgatcc gtgctgagct
  1104001 tatcgcccag tatcagacct tggaatttaa cggctatgtt caggatgcca aaggttttgc
  1104061 ccgtggattg attgttgaga aaagcgccag taacccgaac cgggttgatg tgctgtggac
  1104121 cggtgtgctg attaatcaat tacgtatctt tgctgttctc aatcaattcc gcctgcaagc
  1104181 ggccgtttaa ccataaaaaa ggaaataaat tatgagcgat acttcaaacc gcctggcggg
  1104241 tacggcgtat gtcaccgtgg atggcattac ggtcatggtc gcgggtagct ttaaatacag
  1104301 cccatccaga gtaaaacgtg aaaccgtcat gggcatggat ggggtgcatg gctataaaga
  1104361 aaccatcaat gcgccttata ttgtgtgcca gatccgtgac agcggcggga tctccgttag
  1104421 tgattttaat gatcagaccc atgtcaatat tgtctgcgaa ctggcgaatg gcaaaaccat
  1104481 tatcggcagt gcgatgtggt cggtgaatac tcaggaagtg gacagcacgg aaggcacact
  1104541 cgaggtgcgc tgggaaggcg gctcggtgac ggagaactga tatggcagaa ctggaacgca
  1104601 gtaaaacgat ttcgttggtt aaacccatcg ctcacgacgc aagcaagacc acctatgagg
  1104661 tggtcgaact cagcgaacct accttgttac aggtacagca attctacgat gagcaaacca
  1104721 agtcgggttc gctcagtgga atggggttac tgattgcctt ggtatcaggg gtgccgcgcg
  1104781 aagccattaa gaaaatggct tttaccgact ataaagcctg tgaggtctac atgatgcgtt
  1104841 ttttagccta ctccccaacg ggggacgatg gcgcgaaata atcgctgacg tcacttacta
  1104901 ctatagctgg gggccgggcg atgcctggtc cctgacctac agtggattaa ggtggtggtg
  1104961 ccagcaggcc gagcggatta ataatattaa ggctggcaaa aatgactgag atatttgatt
  1105021 ttgacctggc tatcgatgct caggtcactg aatcagtgag tcaaatgaat aaggcaataa
  1105081 aagcattagt gcctcaattt aatgaattac gtaaaagtgt ggaagcgatt aatcacgtta
  1105141 tccccttgtt cattatgcgg atagaaggat ttcataatga atacggcaac ataagtgggg
  1105201 ggaccagaac atcttcggac aatagcttaa tgacaagtat tgctaacatt gctaatagct
  1105261 atataacagg agggaaattt aatcttattt atacgattgg ttctgaattt gccagtgcag
  1105321 tcagccaggc agccagcgaa gcccgaacgg taaataaagt cacgcaaaat gcgggtgcac
  1105381 ctattgatca attcagtcaa ctatatgggg cgatgcaaat tcgtggtaca gaccaagaag
  1105441 ccgcaataaa atcgactgaa cggctctata acacgtttaa taatatactt tggcgacgtg
  1105501 atgagcaggg ttggaatctg ttacaagatt atggtttaga cattgccagt aataaaaatg
  1105561 gaacagtgga tgctcctact acgttgacga atatggctaa agaatttcca caaatggcac
  1105621 cacaggacca acaccaactg atccatattc tcagaatgga ctctaatgct attgagttat
  1105681 tgcgcgaggg ggggcagcta acggatttac tggctaaatc aagacaatat ggcctaacga
  1105741 ttgatcctca acttaatgcc cgattaactg agttaaacat acgaacgaat gaattaagta
  1105801 tggcttggga tggcctcaaa ggtaaggcat cgaataagct ttacgatgta ttgttctctg
  1105861 acggtacgat tgccgacgga ataggtggcc ttaccgacat gataacttat ggcccagata
  1105921 acttttcgat tatgcgtacc ctaggggtaa cccaagggat tgatacggat aaaatgcgtc
  1105981 ggggttataa cgatgctgat ttttatcagc aacttaattt ttatgaaaaa gccatgctta
  1106041 gtgcgggact gatgaccgat ggatttcgta aaaaatatca gggaaataat gaagagaaaa
  1106101 atgcgacttc ggcagttaat gcagtggcaa ttaatactgt ggccattaat agcgacattc
  1106161 ctgaattcaa tctaggaaaa gatctgttta attttggggc tgaaaccgaa aatacttgga
  1106221 aaaataactg gcttacagat attcacgcgg aagaaccctc atccgacttt ggctataatg
  1106281 atattgacat caatcctgtc aatctatcac ttatttcccc tgaatcagcg ggtgacttta
  1106341 acggcaacgc tattgctgat gtcattgcca ccgcaatgca aaataaccgg gtgcaaattg
  1106401 agctgacatt aatcgacagc cggactggtg aaacttcgct gatccaagcg cagggcgggg
  1106461 ccagaattgc ccacgccatg gaactcggtc attaatttaa gtaaaaacgc aatgtagtca
  1106521 acccgcccct gtgggtttca gactgctgac aaaccccgat gacgcgatct tgaacggtga
  1106581 ggataggcag aggagtaaag cgtccgcgcc aaggatggcg cggctcgagc ctacatggat
  1106641 gtatttacgg cgtctttacg atctgtctgt tctctccgtc gcgggcactt tgtcaataac
  1106701 ctcgaacccg ctccagcggg ttttttactt tctgtaaacc gaaaaccgga caggagaaaa
  1106761 aatgtcactc attggcaaca cattatcagc gttattggga ggcagtgacg acagctggca
  1106821 atggtcggaa caccttcatc gagcctcctt tcgtggcgtt ccctttgtgg tcgtcagtgg
  1106881 gcaaggtacc tttggtcgcc gccaggtaac acacagctac ccctatcgcg ataccagcta
  1106941 tatcgaagat ttgggccgca atacgcgcaa aattgttctg aaagggattt tgatacaaaa
  1107001 cagccagatc tataccgcac ctgatgtgat gactcaacgt gactcattga ttgcggcttg
  1107061 tgaaatgtcg gggccgggca ctctggtcca cccgacactg ggggaaatga cggtcagcat
  1107121 ttccgaggca gggctattga tcgatgatag cttcagcagt gagcgggtct tttcctttac
  1107181 cttaaccgcc atcgagtctg gcctgcgtgc ctttgctatt actggctccg cagaaatggg
  1107241 cgcatccatt cagtcctcct ggctagggct aagtgctaaa gcggttgcgg gctttatctc
  1107301 aacggtgaaa ggcgaaatgc gctcagcgac tcaggcgata aaaactctga aaaataccgc
  1107361 tgcattctgg cgtcggatgg tgacgggcac ggccaacgaa gccagtaatt tgggcaacgc
  1107421 cctacgctca acctttggtc gcaaccgcta tggccgctat aaccacggca ctgtcggagg
  1107481 cagcagcacg ggagcgacaa cgacggttag ccaacaaaat gacacggcgg atttatccac
  1107541 gctggtggcg caacggatgg cactggtggt tgaaggacgg gcggcgctcg acgcggcgtt
  1107601 ggacgagtta ctcgccgcca gcagtattga aagccatgcc gacagtgtgc tggccgtggt
  1107661 cgatgccctg ctggcgacgg gcatcagtac gcgggatatt atccgtatca tggaaaccct
  1107721 ggcgctagcc catgacgata ctttccgtgc caacgacagt gatagggccg tcgcggatgc
  1107781 cagccaccac ttaatggcca cattatgcac tggggcgatg atccaagtgg cagcgcaata
  1107841 tcaaccggaa agctatgacg atgcggttgc ggtattgggc cgggtttgcc tggtgattga
  1107901 caatactgca ctggtcgccg ccgacagggg gaatgatgag acctatcgtg cgctggtgca
  1107961 gatgcgtgaa tctatcgtga ccgtgctaca gcaggcgggg gccaatctat cacgggttgg
  1108021 cgaggtcagt tttaaccgtt cactaccggc tttgatgctg gcaaaccgcc tctatcagga
  1108081 tgcgttacgc ggcgatgcgc tggtgaaaat ggctaatcct attcacccgg catttatgcc
  1108141 catccgattt aaggcgctga atctatgaat gatgacttaa cactggaggt gggtggccgg
  1108201 gcgatcactg gctggagcaa agtaaaggta acgcggagca ttgaaaaatt acccagcagt
  1108261 tttgaactgt cactgatgga tcgctacccc gccagtgggg ggcaacagtg ggttaacccc
  1108321 ggcgatccct gtgtggtgaa gttaggcaat gactcggtat taaatggcta tattgacagt
  1108381 tgggataacg ccatcacggc cacaacccac gtggtcagcg ccatgggacg tggtaaatgt
  1108441 caggatctgg tggattgctc tgccaagtgg cctaacagcg tgatcagcca atcaacggtg
  1108501 ttacaaatcg cacagaaatt ggctgaacct tacggcatca ccgtgacctc cgatattacc
  1108561 gacatgacca tcgtaccgac gttcaccctc aattgggggg aaacggcaca aacggtcatt
  1108621 gagaatgtga cccgttgggc ggcactactc tattacgatc agttggatgg caacctgttg
  1108681 ctaacccgtg ttgggaatcg caaagccgcc agtggcgtgg cgcagggggt caatattctg
  1108741 agcgccagcc tgcatacgga catcaataag cgctttgttg attacaccgg tgtcgtgctc
  1108801 tcgaccaatg cggttgccag gcgctcgccc tcggggggga acaatacctc ggtactggtc
  1108861 agagtacagg atacacaact ggcggcgctg ttgccggatc gctatcgcaa ccgcatcgtt
  1108921 atcgtcgaaa acaccatgga ctcaccgcaa ctggtggaaa ccagtatcga ttgggaaatc
  1108981 aaccgcagcg ttggccgcgc caaagtcctt acggtacagg tagatagctg gcgcgataga
  1109041 gaacaacaat tgtgggaaat caactcgctt atccctatcg atattccggc tttagggctg
  1109101 cgggatgagt tgtggttgtt atctgaagtg gtttatcaga aagatgcaaa aggaacggtg
  1109161 gcaaatatgg tcttgatgcc acccgctgca tttgacgtta agccctataa aatcaaatga
  1109221 aacaaggggt taaccatgag tgatgtcagt gggcaaatct caactctata ccgacagata
  1109281 aaaatgctgc tggggatcgg gcgggtgacc gcttttgacg acagcaacgg agtgcaaacc
  1109341 gtgcaatatc aaaccccgtt ggaagtccac agcgatacgc caaggttagc tgaatttggt
  1109401 ttctcgtcgg gattgccggc gggcagtgat gtggtcattg gtttcctggg gggggatcgt
  1109461 tccagcggga tgatcatcgc ctcacatcat ccggcctatc ggcatatggg gctcaatgca
  1109521 ggtgaaacgg tgatttacgc ccagtggggg caatttatca aactgaccga gagtggggtg
  1109581 gtgattgagg ctaacaacca gccggtgacc gtcaataatg cgacagaggt gaccgtaaat
  1109641 gccacggtaa aagtacggtt aaatacgccg ttgcttgagg taagcggcaa tatcattgat
  1109701 aacgctgaca gtaatagcgc cacgctaaaa agcttacgtg acgcctacaa cagccacaat
  1109761 catcaactta aaaacgtcca gtcgggcagt acgacactta ccagtgaaac gcccgctaag
  1109821 gtggtgcgat gacaaccgat attaagaccg tttgggatgt aaatgccttg ctgggggatt
  1109881 ggcagaccgg taacggcggc ttactggagg gtgatgactt gcagacggct attctgctga
  1109941 gtttattcac cgaccgttta gcgcgggcag atgatgcgat tgatagccct gatcgccgtg
  1110001 gttggtgggg tgacagtggt gcagcatcgg cgattggctc gcggctctgg ctactgcggc
  1110061 gtgagaaact caccacacaa gtggctatca aagcggagga ttatgccaca gaggcgctgg
  1110121 catggctgat cgaagatagt gtggtggccg cgattaatgt ccgtgcgcac attatcgccc
  1110181 ccaacaccct ggtgctggtg gtgagttacc aacaacccag ccaaacacga tcagctaatc
  1110241 aaacacagtc atcaattaaa ttttcatggg tatgggagga gtaattcatg ccatttaatc
  1110301 gacccacgtt aagtgaattg cggcagcgga atcagtctta tattcaatcg gaactgaaaa
  1110361 ccggcggcaa tttattgcgt ttctctaata tcggcgtgat cagtgatgcc gatgccggga
  1110421 tggcgcacct gcattacggc tatctggatt atatcgcccg gcaagccacc ccctataatg
  1110481 ctaccgacga gtatctggcg gcttgggggg cgctgaaaga tgtgttccgc aaagcggcca
  1110541 atcccgccac cagtaacgag gtccggttca gcggtattgc cgggcgagtt attcctgctg
  1110601 gtcgcctgct gaaccgggcc gatggttacc agtatcagct taataaagaa gtcattattg
  1110661 ccgagcaggg cagtgcgctc ggtgaaatta ccgctatctt gcccagcccg ttggacgatg
  1110721 caactggcgg cggcaatcgg ggtaacagcc cggcgggaac ggtactgacg ctggatattg
  1110781 caattgacgg ggttcaggcc acggccaccg cgttgactaa aatttctggt ggtgcggata
  1110841 ttgaatcaga agatgcattt cgttctcgaa tgttattggc ctaccagaac gtcccgcaag
  1110901 gtggcaatga caccgattat caatcctggg cattagcggt accgggagtc actcgctgct
  1110961 gggtgaaacg gcggttgatg ggggcgggca ccgtaggggt gtatatcatg tgcgatgata
  1111021 acgaccacgg cggcttcccg cagggaactg acggcatttc atcccttgaa gagtgggggg
  1111081 cggtaaaagc cactggcgat caggggcggg tagcggacgc aatctatcca caacaaccta
  1111141 ttattgctct ggtgtatgtt tgcgcgcctg tcgctcaagc gattgatttt gtgatcagcg
  1111201 gcatctctta tgctgacagt acaacaaccg ccgccatcaa taccgctatt gatgaggtgt
  1111261 ttttcaccga agggcaaccc ggtggaaaaa tcctgtggtc gtcgctgttg ctggccatcg
  1111321 gcgaagtacc tggaagcggg gggtttatta tggcatcccc gtcggccaat attgaactgc
  1111381 aaactggcaa actccccgtt cggggtacag tgagttacct atgagccgct attccgtaag
  1111441 tgaatatacc ggagcgttac aagcgctgat gccgatggga ttagtgtggc cccgacggca
  1111501 cgatggcata cagaccgagg tactgcgggc gttggcgaat gcttaccaac gcagcgatga
  1111561 agatgcacaa gatctgctgt cggcggcttt cccggccacc gccacggctc tcttacctga
  1111621 atgggaagcg acactgggct tgcccgattt gtgtgcgcga ttggtgagat cgatagcatg
  1111681 atccaacgcc agcgggcggt ggtcgccaaa ttgtttggta ttggcggcca atcggcggcg
  1111741 tactttatcc gcgtggcaaa ggctctgggc tatgacatta ccgttaccca ataccggcaa
  1111801 gcctgcgcgg gtatgtcggt gtgccgtgat gcattgaacg gtgaagagtg gccttttacc
  1111861 tggctaatta ccgcaccgga aaccaccatt cataatgccc aatgcagctt aacgtattgc
  1111921 agtgatccgc tgcgttcgtg gggcaataaa cagcttgaat gccggttagc ggtattaaac
  1111981 ccgtcccatt ctattctgaa gtttggctat accctgctta gttgatattt cagtgtgtct
  1112041 atctggcggc cacgccaagt acttcgggtc attattcatt aaccatttct attttatcgc
  1112101 tttaaccagt gaggtattac catgcaaaaa attggagata ttcctaatac acgcgccgac
  1112161 agtaacggcg aatttaccga cggcaacgtc gccggtggcg ttccacccac cctattaccg
  1112221 gctgagtggt ttaatactat tcagcgagag ttggtcacgg tggttcaaga tggaggatta
  1112281 accttagatc ctaatgacga tactcaggtt ttagccgcac tgaaaaagct atttttgcag
  1112341 tctggtaata atctctctga gataaaagac gccggtccaa cggctataac acagactctc
  1112401 gcaaaccttg gtttggggga aggctcagca attccggttg gggtcccgct tccgtggcct
  1112461 accgccactc cacccgaagg ttggttaaaa tgtaatggtg ctatctttga caaagtaaaa
  1112521 tatccaaaat tagcattggc ttatccgtca ggtattttac cggacttgcg gggtgagttt
  1112581 attcgtggct gggatgatgg gcttggggtt gatgcaggtc gggaaatact atcaatacaa
  1112641 ggtgatgcga taagaaatat ctctggtgga attcagggac ggaatgaagc aacatcggct
  1112701 agacttttca gctctaacgc cactggagtt tttcgcactg acggtcaatt tggatcttat
  1112761 gctgctagcg cagatgtggc agtaggcgtt acggatgata gactcgccga actttttttt
  1112821 gacgcttcca gatctgtacc cacagccaat gaaaatagac cacggaatat tgcttttaac
  1112881 tatattgtgc gagcggcata atgattatta aatttgataa agatagcgac gcagttaccg
  1112941 cagtaaaagt actatttata atttagtcta cggtatctca gtgaattaat aaatataccg
  1113001 ggcaattacg cccggttagc tatctacaaa gaagtatccg ccgaaaaacg cctacgatta
  1113061 ccgcagtaag aaatagtcga tatcttgcta acataaataa ctggctcgtc catggcccca
  1113121 tttcatgcta cattcgcgtg tcttgggcca ttgcaagcgc cctaaaggca ggtcgctaac
  1113181 gggaattcag gtatcaatat gtttacttat aaagaaatat cgacgctgaa cgaattggaa
  1113241 ttgatagttt ataattacat cataaaaaat actgacaaag tgatgtacat gacgatcagg
  1113301 gagctcgcag atgcctcggg tgtttctacc accacggttt tacgattttg taaaaaaatg
  1113361 aactgtgatg gttattctga attccgtatc cggtttaaat tatatttaga acatgatgag
  1113421 aaaccaccag ttacctttgg catcagtgaa ataatcagtt attttaagag cattaataat
  1113481 agcgagtttg atgagctatt agataacgta gcgaaacaga tagcggcaac gcgcagagtt
  1113541 atttttgttg gtataggtac ctcgggagca ttggggaaat acagcgcccg cttcttttct
  1113601 aatgttggta aatacagtac ctacattgat gatccctatt atcctattaa cagcgacatg
  1113661 tatcaggacg cggtcgccat tatcctttca gtctctggag aaacagaaga aattattcgc
  1113721 attgccaacc aatttagcct gcaaaattgt aaaattatca gcctgaccaa cagtgaaagt
  1113781 tccaccttgg ctaaaatggc tgatctcaat atctcctatc acatgccccc ggttatcctt
  1113841 gaaggccagt ataatattac tacccaaatt ccggtgctat atattattga aactattggc
  1113901 aagaaattac ctcagctaat gaataaaaac accaaataaa acagggtgtt tttcacatgt
  1113961 aacatattac aaacggtaca ttttgttata tcgtgacttc gcttttcttt ttgctagaat
  1114021 ccctcctcga tatcctgtaa atacgcataa taagccgata acgctctatt tattttaggg
  1114081 ttggcacccc gcgacaggag atgaataatg gcaattgatc acacattgac cgcccagcac
  1114141 gtcatcagct tgttcaatgt tgatgaaagc gcgccgatac tttccattta tagggcacct
  1114201 atttgcccgc agttattagg gagattgtta tgagctatca acagttaccg aaagattttt
  1114261 tatggggtgg cgcggttgcg gcacatcagg ttgaaggcgg ctgggataaa ggcggcaaag
  1114321 gcgtgagcat tgctgatgtc ctctctggtg gctcccatgg ggttgaccgt gtgatgacag
  1114381 acggagtact ggaagggtat cgttatccaa accatgaagc agttgatttt tatagccatt
  1114441 acaaagaaga catcgcgctg tttgccgaaa tgggcttcaa atgtttccgc acctcaattg
  1114501 cctggactcg tatcttcccg catggcgatg aacagcaacc caatgaagcc ggcctgcaat
  1114561 tttatgacga tatgttcgat gaattgctga aatacggtat tgaaccggtg attacgttat
  1114621 ctcacttcga aatgccgtgg catctggtca aagaatatgg tggctggaaa aaccgtaaag
  1114681 tggtcgattt ctttgtaaaa ttcagtgaag tcgtcatggc gcgctacaaa agcaaagtta
  1114741 aatattggat gaccttcaac gagataaata accagcgtaa ctggaaatat ccactgtttg
  1114801 gttattgctg ttctggtgtg gtgttcactg aacaagagaa cccagaagag accctgtatc
  1114861 aggtactgca tcatcagttt gttgccagtg ccaaagtggt caagctgggt catgccatta
  1114921 atccggaatt taagattggc tgtatggtgg cgatggtgcc tctgtatcct ttctcctgcc
  1114981 atccagatga catgatgtat tccgttgaag ctatgcgtga gcgttatctt ttcggcgacg
  1115041 ttcatatgcg cggttattac ccttcatata ttttacaaga gtgggcgcgc cgtggtttca
  1115101 atatccatat ggaagagggg gacctcgaga ctctgcgtga tggttgcgcc gattacatgg
  1115161 ggctgagtta ttacatgagt aacgcggtct ctgcgattaa tccaggtagc ggcaattcac
  1115221 tctctggttt tgagggcagc gtgccgaacc cacacgtcaa agcctctgat tgggggtggc
  1115281 agattgatcc ggtaggtctg cgttactctc tgagtgtgtt gtatgaacgc tatcagaagc
  1115341 cgctatttat tgttgaaaat ggttttggtg cgatagataa agtggcagcg gatggcatgg
  1115401 tgcacgacga ctaccgcatt gcttatctaa aagcccatat cgagcagatg aaaaaagcgg
  1115461 tatttgaaga tggcgtggat ctaatgggtt ataccccatg gggatgtatt gactgcgtat
  1115521 ctttcactac cggtgaatac agtaaacgtt atggctttat ttatgtcgat aaaaacgatg
  1115581 atggcaccgg tacaatggcg cgttcacgta agttaagttt tgattggtat aaaaaagtta
  1115641 ttgccagcaa tggtgaagtt ctttaatact taatcgccag tgagtccttt actggtttga
  1115701 attcaagaag gccgttcacc ctttggtgag cggtttttac cttgttactc ataacgccta
  1115761 aagcgccttc cttttattta gagtatagat gttatgaggg gaggctgtta actaacgtcc
  1115821 cattccgttt aaactccgtg catagcgtga tttttatatt ttgagatgcg agatataaac
  1115881 taatatcttt catatcaaaa ggataaccta ttatcccagt ttttaattta aactctttaa
  1115941 gttcacttga gagaaacttt gctttgacta atactgcggt cctacccttt gagaaaggat
  1116001 ttgaagacaa ctcttctatc ttgtcgttat tttctatata gcgccaaata agatcaatat
  1116061 gtttgttgat gtaagctggg aaggcgtaat cagtatgggt gtcaggaagc aagaaactgt
  1116121 gataaccaac agttatttta attgctgatg tcattctatc atccttggtg gtaaacgatg
  1116181 ttttggcaat taacacgtca taacaatcat tatattcacc gacatttgaa tataatagca
  1116241 agtgatgtaa atcacaaaaa atagagagga tgctgataaa aagcgttttt ccgttttatc
  1116301 ctactcgttg tgctattaac ttttggggca caccacggta ataaaccaaa aggcaggagg
  1116361 ctgtgtgggc aattaggagg ccgtgagtgc aataaggata cggtcattac ataaatgtga
  1116421 tgacaggctc ggctcgacat tgccagtgga taattcagcg acagcggcca ggtgttcggt
  1116481 atgcctcggt ttaattggca ccctctagca gcgcggtaac gaatctgcgc tgtaattgcg
  1116541 tcagggcatc gaaaagcgcc ttctgttctt ctgtaagcgc catttcgacc ccttaaggtt
  1116601 taactggtat aacattttct cattaacacg atagcgagta aaccttacca tttcttacta
  1116661 tcggttaacg tgcgccccca gctagtgaaa gggcttgaac cttatcaaag aatatcattt
  1116721 ggctggtagg ccacacgtta ctatttgttt ccatctgacg aacttaaacg tttatttttg
  1116781 tcgccactcg ttacgtagca acctccagtt atagagatat taaattgatt attcatatta
  1116841 ttctgaataa tcactactgg acattagctt cacggatctc tgccaatata gcggcaagaa
  1116901 aatcaatcag attactacac gaaataaaga ggttgtcata ctgaacacga tctctagatt
  1116961 cccatttacc gtatcgtaca tcgtatgtat aggtatccag tgatgatgaa ccgatctcta
  1117021 tacaataacg actttcatcg ctcattaacg atggggcctc cttgtctaag cgggccttat
  1117081 agccattata agtaaacaaa tcattttcat aatccccatg tttttcaatt ccatacatac
  1117141 gaaaaccatc caaatcgaaa ccatcagcga gttctacaag cgccttatat tgatcccaaa
  1117201 attcttgagg tgctttacct atctttagtc caaaatcata ttcatagagt gaagacggaa
  1117261 acacggctgg tggaagaacg tcatattcta actttagagc caatgaatta agctcatcca
  1117321 caatgttatt aagctgggtc ataatctgca tcctttatgg ataaatcaca cctttcggaa
  1117381 caggccataa aatctctttg gctccattag tcccaatttg acgggttata ttgctttgcg
  1117441 tattcgtaaa aaggttgtgt tcaaaatctc ttttaatgag taccagatta ccaacatcat
  1117501 tggttccgct atcgtcgagc ggtagcttat ggtgcacatc ccaacctttc ggggccttgc
  1117561 catttgccaa atctgccaga gtcgcactat caaaacgttt tttcacttct gggttatcgg
  1117621 agattgattt taagaattta ctcctcatcc ccctgaactg taacgaacgg tgcaatagtg
  1117681 atccacaccc aacgcctgaa atcagatcca gggggtaatc tgctctcctg attcaggaga
  1117741 gtttatggtc acttttgaga cagttatgga aattaaaatc ctgcacaagc agggaatgag
  1117801 tagccgggcg attgccagag aactggggat ctcccgcaat accgttaaac gttatttgca
  1117861 ggcaaaatct gagccgccaa aatatacgcc gcgacctgct gttgcttcac tcctggatga
  1117921 ataccgggat tatattcgtc aacgcatcgc cgatgctcat ccttacaaaa tcccggcaac
  1117981 ggtaatcgct cgcgagatca gagaccaggg atatcgtggc ggaatgacca ttctcagggc
  1118041 attcattcgt tctctctcgg ttcctcagga gcaggagcct gccgttcggt tcgaaactga
  1118101 acccggacga cagatgcagg ttgactgggg cactatgcgt aatggtcgct caccgcttca
  1118161 cgtgttcgtt gctgttctcg gatacagccg aatgctgtac atcgaattca ctgacaatat
  1118221 gcgttatgac acgctggaga cctgccatcg taatgcgttc cgcttctttg gtggtgtgcc
  1118281 gcgcgaagtg ttgtatgaca atatgaaaac tgtggttctg caacgtgacg catatcagac
  1118341 cggtcagcac cggttccatc cttcgctgtg gcagttcggc aaggagatgg gcttctctcc
  1118401 ccgactgtgt cgccccttca gggcacagac taaaggtaag gtggaacgga tggtgcagta
  1118461 cacccgtaac agtttttaca tcccactaat gactcgcctg cgcccgatgg ggatcactgt
  1118521 cgatgttgaa acagccaacc gccacagtct gcgctggctg cacgatgtcg ctaaccaacg
  1118581 aaagcatgaa acaatccagg cccgtccctg cgatcgctgg ctcgaagagc agcagtccat
  1118641 gctggcactg cctccggaga aaaaagagta tgacgtgcat cttgatgaaa atctggtgaa
  1118701 cttcgacaaa caccccctgc atcatccact ctccatctac gactcattct gcagaggagt
  1118761 ggcgtgatga tggaactgca acatcaacga ctgatggcgc tcgccgggca gttgcaactg
  1118821 gaaagcctta taagcgcagc gcctgcgctg tcacaacagg cagtagacca ggaatggagt
  1118881 tatatggact tcctggagca tctgcttcat gaagaaaaac tggcacgtca tcaacgtaaa
  1118941 caggcgatgt atacccgaat ggcagccttc ccggcggtga aaacgttcga agagtatgac
  1119001 ttcacattcg ccaccggagc accgcagaag caactccagt cgttacgctc actcagcttc
  1119061 atagaacgta atgaaaatat cgtattactg gggccatcag gtgtggggaa aacccatctg
  1119121 gcaatagcga tgggctatga agcagtccgt gcaggtatca aagttcgctt cacaacagca
  1119181 gcagatctgt tacttcagtt atctacggca caacgtcagg gccgttataa aacgacgctt
  1119241 cagcgtggag taatggcccc ccgcctgctc atcattgatg aaataggcta tctgccgttc
  1119301 agtcaggaag aagcaaagct gttcttccag gtcatcgcta aacgttacga aaagagcgca
  1119361 atgatcctga catccaatct gccgttcggg cagtgggatc aaacgttcgc cggtgatgca
  1119421 gcactgacct cagcgatgct ggaccgtatc ttacaccact cacatgtcgt tcaaatcaaa
  1119481 ggagaaagct atcgactcag acagaaacga aaggccgggg ttatagcaga agctaatcct
  1119541 gagtaaaacg gtggatcaat attgggccgt tggtggagat ataagtggat cacttttcat
  1119601 ccgtcgttga catgaactgc ccgcgcattg tgataagttc cgcacggtca cgacgaatat
  1119661 aatccatttt aataacgtct atattattga gtaatttctg ttcacccttt gtcttgccta
  1119721 aataattttt caactctccc aggctagcta cgcttggccg cccagcaacg gaggctcgac
  1119781 ccagcatgac catggatgac aatgccacca gcgagccagc actctgttca ttcagcacct
  1119841 gatcaaaccc ttccgccgca tcgccaccca gttttttagc ggtatcagca aacatttccg
  1119901 ggttctggtt atacacacca cccgcagcaa gcagccggcc cgcagccttg ctgttaatcg
  1119961 tgccgaatgc tttcggtacc ggcagttcag acacagaagg cctcaccttc attggcgact
  1120021 tcgttggccg tggctttcca cccgttcgct gatagttccg gcatttcacc gaatcgtcaa
  1120081 atgccttgat aatctttgcg gcaccctcga aacggaaagc atggggatcg gcagacatca
  1120141 actgaccttc accattgata tagaacagcc gggcggggcc gtacagatca cttaacatca
  1120201 ccacgtcacc cgaaaaaacc aatttttcca gtttctcttt ttcacgtatc ccgcctggac
  1120261 gtggctgatc tggagatgag cgctgttcac gttcccgcat attgataagg taacggcggg
  1120321 tattgtgact gtcgtcaaat tcatattcgc ggcagatacg cgcccaggca gcgtgcgggc
  1120381 tgattatccg ctcgtattct tcaggggcta aattatctct tgaaaggtaa tacaaataca
  1120441 ttccgggcag gttgaagctc atatcccatt ccttgtggag tgagtcgcac cggcattacc
  1120501 ttacatttct tagggggttg tcgtccagtc gcaggatacc gacaaaaatc cacctgccag
  1120561 aagaaagagt gaaaatcaat taagtagata atttaagact ttaatcgtat taaatttagc
  1120621 catcaattca acagttgatt atggatttaa gtgggtagtt tttgtatata taagcaaaag
  1120681 tatgttggtt cagattgaac taactgaacc aacataaaaa cctcgcatgt gataaataat
  1120741 gattcatctg gctggctgct ttccggcatg tgctggagtg cgtaggcgtt aaactgtcgg
  1120801 ccatcaatac gcggtgattt acgctgatag cctcgcccgc ttgctggtgg ggttaacatc
  1120861 cctccgcccg ctaatgcttt tggcgaagtg ctttacattg aatccccgcg ccatttcccc
  1120921 ttcaaacgca gccgggaagg tgtagaacac cattgcgtca cggtcatgtt tgcctttgtc
  1120981 ccgatacccg gccaaatcac gaatagggag gctctgcggg tcataaggca ggggcgcgaa
  1121041 ccgactcaag ccgtaagcgt tcagaaaccc ctctgtcagc tcaataatct gctggtgctt
  1121101 tttgttgccg gtgccgaatt cttttatcca ggcattgaaa ttatgctgtg ccgcatcccg
  1121161 gcactcttgc tcatcccaac cagtttcaca ccgcagccac actccacaaa cgacaaaacc
  1121221 aacccgaatg gattggtttt gttgaggtat ttggtcggca tgaaaggatt tgaaccttcg
  1121281 acccccgaca ccccatgacg gtgcgctacc aagctgcgct acatgccgat gctgtggcat
  1121341 ttatactaca ttttactgct gctaatgcaa tacctaagga aatgattgca tgttttttaa
  1121401 gcggttagtg taattttttg agcggcaacg cactagtttg caataaagcg tttcacgtcg
  1121461 gttagcactt gtaacagcaa cggtagttga ggtttctcat ctttgacctc atgaccttgc
  1121521 tgatcataag tgcgataacc cccgttattg tccaacacga tagtttgcgt tggggtcgtg
  1121581 atgactaata tgccgttgtc gcctgttgcg acccagttgt tattgcgctg tgcggcaaac
  1121641 aaatcttccc cttgagaata atcttctggg gctgttttca catgcagcaa gcgttgcatc
  1121701 aatgtcgtca tgacatcttc gtggttggtc agtttaccca cgttttgtgg tggggtaccc
  1121761 ggccagtgca ccactaatgg tacctgcaat tgctggcgat tgaagctgct acccgtaccc
  1121821 cagtaattat tgccactgtc attgaattcg acgccatggg tggcagtaat aatgacgacg
  1121881 gttttatcga gttgaccact ttgcttcagc gtctcaagga tggccgcaat ttgctgatct
  1121941 acctctttgg cccccgactg atagttacgt ataaaatcgg tgggtaaggc aactttttgc
  1122001 ccaattaccg gatcttgcgc ttcggcggga ccactcaaac taatatatga gaaccatggg
  1122061 ttgctattgg cggcggtact ggccagccac tgtttccact gagccgtggt ttccgcatca
  1122121 gcctgcgcaa ccggcgctgg caaggtaaaa tcagctaaca gcgcttggcg gtataatgcc
  1122181 gatttaaaac cgtcagacgc gaacagacca aattggtagc cttgagcgcc taatgcagtg
  1122241 atgaaagctg aaggttcccg ggcggagaga atcccatccc agtaagtcgg tgaaatgcca
  1122301 taaaacaggc caaataaacc ggtatcttgc cggttacccg aactgtaatg gtgatcaaac
  1122361 tgaatgtttt cgcgaccaaa ctcggccaat gcgggcatat cctgttgcag gctgctgacc
  1122421 cgaataccat caaccacgat caacagcagg ttataaccgc tgcctttatc attgaatgtt
  1122481 atcgggttta gtgggtattc aactgccaga gcatcgggat tgccttgctc ggtcaaacgg
  1122541 cgttgatact cttgttgatc gagcagaccg tgtttctcaa ggaatttacg ggcggtcatt
  1122601 ggataagaga gcggcagatt agcgcgctgc atactgatag gacgataaaa attcgcatcg
  1122661 gcccagatat acatcagatg tgaggccaca aaggcagaga tcagtaccgc aactaatggt
  1122721 ttaacaaacc gctggcggtt gaggctacgc agtttttgcc aggcccaggt accgaacaac
  1122781 atctcgatca gaaaaataac cggcactgaa ataaacatca gctgccagtc gcgcgccaac
  1122841 tctgtttgct cggggttaac aactaactcc cataccaccg gattaaggtg taaatggaag
  1122901 cgggcgaaaa cctcagtatc caccaataac agggttaaac ctgcggtcgc aaaggcggca
  1122961 gaaagaaaac ggagtagccg ttgtgacatc accacaaagg taagcgggaa tatcaccaat
  1123021 aaataggcgg caaaaacaag aaaactaaag tgccccagcc aactgacaag ggcataaaca
  1123081 cggccaatca gcgaagaggg ccaatcggag acaaacaggt agcggctacc cagaaccagg
  1123141 ctgaaaagaa tattaaataa ggcgaaccag tgcccccagc tgatcatctg ggaaactttt
  1123201 tcacgatagc gctgacgatt tgtcaccata ttgagatagc agtcttggcc gataaattaa
  1123261 tgggctttat cttcacgtac cgaagcctga agtgcttcag cgaaagaacg tgccaatact
  1123321 ttgcgttgcg caggggcaat gctggtattg atcaggtttg ttaccatatt tcccaaaacc
  1123381 atcaaagaaa gatctgttgg ggtacggtgt ttttccagta cgctgaccag ctcagacagg
  1123441 agctgttcga cgtgttcgtc actataacgg gatgattgtg gcataaaaat tgtgctcaac
  1123501 gcctgacaaa gtcccacatc ttaccgtata aggagaggtt tttccgctat tttatagcac
  1123561 gaagaatctg tagccattaa ttgaacgatg ctgacgcttt tgagttgcag ctctacctta
  1123621 tcagtgattg aatacgcccc tagccaaaag gagtatttat catgagtctg gatattgacc
  1123681 agatagcctt acatcagctt attaaacgtg atgaacaaac gcttgatgtg gtgttgcggg
  1123741 attctttgtt accgaccaat gcggtagttg aagagatgat ggccgaactg caccgcgttt
  1123801 acagtgccaa aagtaaagct tacgggctat ttaatgagca gagtgaactg gctgatgcac
  1123861 tgaaacgaag ccgtaagggt gatgaagatt tccttagctt tagccgtgca gcaaccggtc
  1123921 gtttacgtga cgagctagct aagtatccgt ttgccgaggg cggggtggtg ctgttttgcc
  1123981 agtaccgtta tttggccgtg gagtatttac tgatctctgt gctaagcagc tgtcatagta
  1124041 tgcgcgtaaa cgaacagctc gatctgagta ctactcatta tcttgatatc aaccgcgcgg
  1124101 atattgtcgc ccggattgat ttaaccgagt gggaaaccaa cccggaatca acgcgttatc
  1124161 tgactttcct taaagggcgg gtagggcgaa aagtgtctga cttctttatg gattttctgt
  1124221 ccgctgctga aggcttagat accaaagcgc aaaaccgggg tttattgcag gcggttgatg
  1124281 attactgcgc cgatgccgag ttaggcaaaa atgagcgtca ggcctaccgt cagcaggttt
  1124341 acagctattg taatgagcaa ctgcaagccg gtgaagagat tgccttacag gtgttggctc
  1124401 aagagttacc gaaactgggc gaaaaagatt tccagcaatt ttcggctgaa caaggttatg
  1124461 cattggaaga gagtttcccg gcggatcgag ggactttgcg tcagttaacc aagtttgcgg
  1124521 gcagtggtgg cggtttgagt attaattttg atgcactgct gctggatgag cggattttct
  1124581 gggatgcggc aaccgatacg ctgaccatta aaggtactcc gccgaatttg cgtgatcaat
  1124641 tacagcgccg tgctggcagt aagtaattgc ccactttgcg tatttagcca ataaaaaacg
  1124701 ccgcatcagc ggcgtttttt attgtgccca gaaaaccccc agctaggctg ggggttcagt
  1124761 aaagctttca gctttgggtc agttataaaa accccttttg atttgttaaa acagtttgcg
  1124821 gtctggcaac tgcaaatgtt caacaagaaa tcaaaagggg gtcccaatga gggatgaaaa
  1124881 gagcttagcg cacacccgat ggaactgtaa atatcatata gtttttgcgc cgaagtaccg
  1124941 aaggcaggtg ttctacaggg aaaaacgcag agcgattggc agtattttaa gaaaactgtg
  1125001 cgaatggaaa aacgtgaata tcctggaagc agaatactgt gtggatcaca tccatatgct
  1125061 tctggagatc ccgcccaaga tgagtgtctc gggatttatg gggtacctga agggaaagag
  1125121 cagtctgatg ctttatgagc agtttggcga tttgaagttc aaataccgta acagggagtt
  1125181 ttggtgtcga gggtattacg ttgatacggt agggaaaaac acggccagga tacaagaata
  1125241 cataaagcac caattggaag aggataaaat gggtgagcaa ctctcgatcc cgtatcccgg
  1125301 tagcccgttt acgggccgta agtaatccat agatgcaaat gtcagatcgc gatgcgcctg
  1125361 ttagggcgcg gctggtaaca gagccttata ggcgcatatg aaaaacctcc ggctatgccg
  1125421 gaggatattt atttcggcgt cccgaatatc gaaagcgacg cgattaaacg cgaacgaagt
  1125481 cgatatgagt cagttttggc ttgaaagcgt gacgctgaac agcctgtact ttaactttag
  1125541 tttctttacc gtcgataacc agagtcagta cggaatcata aaagcccggt ttcagttcaa
  1125601 ggttcttggt ggtgtcatgg tcgagagcaa tagaaatagc tgcttctgaa ccaccgtaaa
  1125661 cgattgccgg aaatttattt gctgcacgca ggcggcggct cgcaccctta ccctggtcgt
  1125721 tacgtacttc tacattgata gtggtcattt tgttttctct taaagaaaat ttaccctgct
  1125781 acaggcgacc cagcaacagg ttcgatactc ggctttggct gggtaaaccc agagtaaagc
  1125841 gggcgacatt ctagcgaaat atcactcaga cagcaaataa aactgcgaat atctctggtc
  1125901 aaatgcggct caggcaaggg catcggcccg ccgaaaacgc cccttgtaat caaatacctt
  1125961 ctccctgatt tgccaccact gcccccgacg gcgggcgacc acaaaatccg gataacgtag
  1126021 caacgcctgc tgcgcgataa tatcagcggc ggtgtgccat tttagggcaa tgcccggtgc
  1126081 gcgctggtga gggcgcagga atatctgttc gaatgccata cgttgtgcag gtgtggttaa
  1126141 tcggaagcgc tcactggtat tggtgccatc ctcatcgtaa taggtcgctt tcagccactc
  1126201 gcctttggcg tcttggcccg tttctagctg cataccgcca cagcgcaata ccagcgcatc
  1126261 tttcagtttc agggcggctt tcagcatatc gtcgggatcg accaaaaccg cctggcattg
  1126321 atggcagcga cgggcggcaa tatcattttc tgctccgcaa tgtgggcagg atttaaagcg
  1126381 aaaacggtag tcacattgcg cacgtgcacc ctgatcatcc tcaaaccagc cctgacagcg
  1126441 gcggccatag tgctcaatta tttcgccgga ctcagtgcat ttcccccaga agatattggc
  1126501 aaaaccacaa tcggggcaga agacttgtac tggttggctc ccgctgtgag gtttgctcgt
  1126561 gcccacttct ggcgtgaaaa ggtcatgggg attacccgca taatccagaa tcaagcaatc
  1126621 ctctttaccg ggaaacagcc gcaggcctcg gccaacaatt tgttgatata aactgatgga
  1126681 ttcggttgga cgaagaatgg caatcagatc cacatggggg gcatcaaaac cggtggtcag
  1126741 taccgacaca ttgaccaaat agcgcaattg ttgctgttta aaggcattga tcagcgcatc
  1126801 ccgttccgta ggtggggtcc ccgcgctgac caacgcggct tcacctttgg gcaacaggcc
  1126861 atagacttct ttggcgtgct ctacggtggc ggcaaaaatc atcacaccgc gacgctgagc
  1126921 cgcatattcg attatttggc taacaatatg tggggtaatt ctttgttgtt gcttaagttc
  1126981 tcgatctaaa tctgcctcac ggaacaagcc atcactgttg ctggtcaggc ggctgaaatc
  1127041 atactgtacg accggcatgt ccagccgttc aggtggcacc agaaagccat gtttaatcat
  1127101 ataacgcagc ggtaattcat aaatacagtc acggaacagg gctttttcat caccacgagt
  1127161 aataccgtga tagtggaact gataaatcca gcctttcccc agccgataag gggtggccgt
  1127221 cagccccaac agccgtaact gcggattccc cgtgcgtaaa tgctgaatga tttgctgata
  1127281 ctggctgtca tcttcatcgc tgatacgatg acattcatcg ataatcagca gagaaaatgc
  1127341 gctatcaaat agcggcagat tacgggccac cgattgcacg ctgccaaaga ccacttttcc
  1127401 ctcgctttgt cgctgttgca acccggcggc aaagatatcg gcctcaagac cgtatgcgca
  1127461 gtattttgcg tgattctgtg ctaccaactc tttgacatgc gctaatacca acacacggcc
  1127521 acgggccagt ttcgcaagtt ctgcgatcac taaactcttg cctgcgccgg ttggtagaac
  1127581 aatgagtgcg ggtgtggtgt ggcgtcgaaa ataagccacc gtggcatcga ccgcttctcg
  1127641 ttgataaggc cgtagtgtga acgccattat cgtctctgcc agatggatgg attcaacatt
  1127701 tgcaacactt tacagggctg tacaagcgac attgatctca gcctatagct aaaaagtttc
  1127761 tattattatg cctgcctgat ggcgtctgtg cgagggggca ggctatcaac ttggcatggt
  1127821 cgcgatacgt tgttttctga ataaatgctt tctaacaaca gtttctagga tgatagggca
  1127881 accgccgcta tactaatgag tcaggtaggc agcgaatgat ttcctccaac cccttcttat
  1127941 ttagcatttt tagcattgca gttgcattag cggctctcgt tacttggctc atccatgggg
  1128001 cttgcctcgt ttgtagctct gcgataacgc taatgatttg gggatgaaaa tgttgggatg
  1128061 acaatttgct gcttcattca tttcaacccg tacaattgac atcctattat catcaacggg
  1128121 tgtcattatg gggaccgtat ccatcagtga tacggccata caacaggcaa aatagattca
  1128181 atgcgattgg acaagttttt atctcagcaa ttaggggtca gccgggcgtt ggtagcgcgt
  1128241 gaactgcggg caaagcgtgt gactattgat ggcgaggtgg tcaaaagtgg tgccatcaag
  1128301 ctgacaccgg aacaagacgt gcgatttgat ggcaatccgt tacagcagat ggttggcccc
  1128361 cgttatttta tgttgaacaa accgcagggc tatgtgtgtt cgacggaaga tcccgatcat
  1128421 ccaacggtgt tgtatttcct tgatgagcca gtggcttaca aactccatgc cgctgggcgg
  1128481 ttggatatcg atactaccgg gttggtcttg atgactgacg atgggcagtg gtcacatcgc
  1128541 gtcacttcgc cacgtcatca ttgtgaaaag acctatttgg tgacgttgga acatccgcta
  1128601 tccgatgaca ccgcacagca atttgctgac ggtgtccaac tgtacaatga aaaatccctg
  1128661 accaaaccgg ctcaactgga cgttatcgag ccgcaacggg tgcgtttgac catcagcgaa
  1128721 gggcgttatc atcaggtgaa gcggatgttt gctgctgtgg ggaaccgagt gattgagtta
  1128781 catcgtgaac gcattggtga tatcacgctt gatgatgatt tagcccctgg tgagtaccgg
  1128841 ccgctgacga cagaagagat cgccagcgtg ggtgccccac acttgtaatg agattgtttg
  1128901 taatgagatt gttattgccg tgcgggccag cggttccgca ccgttctact gcggtataat
  1128961 ctgcggtaag tttttggagg agtggtaaag cgtgcaaaaa aaccggacat cccacattgg
  1129021 tttgattttt atccttgggt tgttgtcgat gctgatgcct ttggcgattg atatgtatct
  1129081 gccaagcatg ccgattattg cgcaggagtt tggggtcgag agtggccgtg tgcaaatgac
  1129141 gctgagcgca tatgtactgg gttttgccat tgggcaaatg ttctatgggc caatggctga
  1129201 cagcatcggg cgtaagccgg tcattttttg ggggacgctg atttttgcgc ttgcaggtat
  1129261 ggcatgtgcg ttggtgcagt cggtcgagca actcattaat atgcgcttcc tgcatggctt
  1129321 atccgccgcc gccgcaagtg tggtgattaa tgccttgatg cgcgatatgt tcaccaaaga
  1129381 tgagttctcc cgaatgatgt ctttcgtggt attggtgatg acgattgccc ccttgctcgc
  1129441 acccattatc ggtggtgcac tgttggtgtg gtttagctgg catgctattt tctggaccat
  1129501 ggcgggggcg gcactggttg gtgcggtgtt agtggcgctg tttatccaag aaacattgcc
  1129561 tcctgaacgg cgacagaaat ttcatctgcg cacgaccata ggtaattttg gctcgttatt
  1129621 tcgccacaaa cgcgtactga gctatatgct ggccagtggt ttctcttttg ccggtatgtt
  1129681 ctcattcctc agcgccggtc cttttgttta tatcgattta aacggtgttt ccccgcaaaa
  1129741 ctttggttat tactttgcac tgaacattgt ctttttgttc ttgatgacct ttatcaacag
  1129801 ccgtaatgtg cgccgtttcg gggcgctgaa aatgttccgt tttggcctga tagtgcaatt
  1129861 tgtgatgggg atctggctgg tagtggtttg tgtcgctggc ctaggattct gggccttagt
  1129921 tctgggcgta gctgcctatg ttgggtgtat cgcaatgatc acgtctaacg cgatggcagt
  1129981 gatattagat gatttcccgc atatggcagg gaccgcctct tctttggcgg ggacgttgcg
  1130041 ctttggtatt ggtgcggtgg tggggacgtt actgtcgatg gcttcgtcgc gcagcgcctg
  1130101 gccaatggtc agttcaatgg cattttgtat tattgtcgcg atgttgttgt atctgtatgc
  1130161 cagtcgccca agtcataaaa ccgtgtcata aaaaatagcc agcgcccatg ccggatggta
  1130221 ttcgatatgg atggtattcg acatggatgg tatttgacat ggattgtgaa cggtatgagt
  1130281 ggtcggccat ttacccgtca tccttcaagt tgtctgtagc gttggccacg tgcgttactc
  1130341 ggcgcatcca tgggcctcgc ttctgcgagg ccgctacaag cagcgttcaa atctgctccc
  1130401 ggcactaaaa tctgctcccg gcactaagtg tcaataaccc ttgccacctg aatcactgac
  1130461 tgagcgttga ccttaacgta aatagactca tcgggattaa tgagccttac ccctaaggtt
  1130521 caccctgagt gtttttttcg ctactgagat aatccctttc ctctctcatt tcgtcttaat
  1130581 ttggcttaaa aaatgataaa ttcttgcgct tcatcaatat agtaagcatg cgtatcatta
  1130641 ttgattgcat cgtcatgatt gagatcatat tgttaatttt ttgggcaatt aagataaaaa
  1130701 atagaaatca tttttcagcc gttttatccg tctattttag cgcattagat gacaataaat
  1130761 gataaggaat atacatgttt atcagttcgt tatgataatt ttattaagat tttctaatgt
  1130821 cgttttgttc caaaaatgta aatatttaac tgctattagg taatcgcctt gcaagaaaaa
  1130881 tggttgagct aacggccatt aaggtataaa tataacgaaa aatgggatct gaatcccaaa
  1130941 tctacagctt ctgttcctgc taaagacgcc aaaaagttca aaaatcagca cacaaatgga
  1131001 tttgttagtc ataagtttct caattgttat cagtattgtg tttttatgag atttgaatca
  1131061 ggcacaataa caatttagcg actataactg tagttaacgt gagtcacggt ggtgtttttg
  1131121 gtaaattttg attttttatt ttgactagga aagacacgtg aataatattc aactttcggt
  1131181 agtacatcgc ctgccgcaaa gttaccgttg gttgtctggt ttcatcgggg ctaaagttga
  1131241 gccgactccg ttgacgacga tagacgatac ccatgatctg atggggttga aattactcag
  1131301 tcacgacggt aatcatgcca ggcatatcat gcagcggctc catctttcgc tgcaagatat
  1131361 ccaagtgaat tcatccatca ttgaatggga aggtgagccg tgcttgtttg ttcaccggca
  1131421 ggatgaaagc gcgacgctgt gccgcctgaa agatgtcggt gtggccattg ccgaaacgct
  1131481 aacggcagaa taccccttct gatacttttt agctgtttgt ccgtgtgcta tcgcgggcat
  1131541 ttttgtctag gctacagcaa tattagtctg ctaattctaa taattgctga gtatatagtt
  1131601 gttttggtgc cgcaaatatt gcctgacaat caccttgttc caccacttct ccttgtctta
  1131661 agacaatcac ctgatggcag agcgaacgca cgacctgcaa gtcatggcta ataaacaagt
  1131721 agctgagttg gtaacgctgc tgaagggatt tcagtagggc caaaatttgc gcctgtaccg
  1131781 atttatccag tgaagacgtt ggttcatcaa ggatcaacag ttggggttgc aggatcagcg
  1131841 cgcgggcaat cgcaatgcgc tgacgctgcc cccccgagaa ttcagttgga taacgagagc
  1131901 gggtggctgg atccaatccg acttcttcca ttgccttaat cactcgctct tcacgttgcg
  1131961 ctgcactgag tttttgatgc acttccaggc cctccgcaat gatctgttgc acattcaaac
  1132021 gtgggttcaa tgctgagtaa gggtcctgga agaccacctg aatacggctg cgatagggca
  1132081 gcatctgttt gggggtaaat tggtgcagcg gttgcccgct aaaccagatt tcaccctgtg
  1132141 atggcaataa gcgtaacaag gccagaccgg aggtactttt acccgaaccg gactccccca
  1132201 ccaagcccag actttcgccg ggcttcaggt caaaactgag gctttttagc gcatagtggt
  1132261 gatcgacggt gcggcgcagt aaaccacgtt tgatcgggaa ggcaacttgc aactctttaa
  1132321 ccacaagcag tggctgggta ttctgcgcga gtggcaacgg ggcatcctgt gactcagcat
  1132381 ccagtaactg gcgagtgtag gggtgttgcg gggcactgaa gagcgcctgc cggttgttct
  1132441 gctccacttt acggccttcc cgcatcaccg ccacgttatc cgctaatcgg cgcacgatat
  1132501 tcaggttatg ggtgataaac agcaggctca tgttcatctc ttgctttaac tctttcagca
  1132561 agctcagaat ttgcgcctga acagaaacat ccagtgcggt ggttggctca tcggcaatca
  1132621 ataatttggg ttgggttaat accgccatgg caatcatcac tcgctggcgt tcaccgccag
  1132681 aaagttgatg gggaaaatcg gctaatcgcc ctttggcatt acgaatgcca actctgtcga
  1132741 ggcattggat aatttcagcc cgcgccgctt cttgccccat accccggtgc agtgagagca
  1132801 cttctgccaa ctgtttttca atattatgca gcgggttgag tgacaccatc ggttcttgga
  1132861 agatcatcga aatctgatta ccacgaatgc gccgtagtgt tggctcatca gcatgtagca
  1132921 atgagctgcc cgcaaacaga atatcacctg tgggatacac tactggcggt gatggtagca
  1132981 aacgtaacac ggacaacgcg gtgacgcttt tccccgatcc tgattccccg accagcgcca
  1133041 gtgtttctcc agcgttgatt tgtaatgaca gttcgctgac aacctcacgc tgaacgcctg
  1133101 cctgactaaa cgcaacactg aggttttgga tatccaatag tggtgaggtc gccatatcag
  1133161 tacaccttac ttgggtcaaa ggcgtcacgg acagcttcgc cgataaaaat caatagggac
  1133221 aatagcaccg ccagcaccag aaatgcggtg atccccagcc aaggggcctg taggttattt
  1133281 ttcccctcta acagcagccc acccagtgat ggtgaaccta tcggcaaacc aaaaccgagg
  1133341 aaatccagtg aggtgagggt ggtaatggag ccacacagaa taaacggcaa gaaggtcagt
  1133401 gtggccacca tggcattagg caacatatgg cgagtcatga tggttcgatc acgtaccccc
  1133461 atcgcccgtg cggcacggat ataatcataa ttgcgggtcc ggagaaactc agcgcgcacg
  1133521 acacccacca accccatcca gccaaaaata acggtgatag caagcagcca ccagaaattg
  1133581 ggctgcacaa tgctcgacag taaaatcact aaaaacaggg ttggcatacc agaccatacc
  1133641 tcaataaagc gttggcccca gagatcaacc ctgcccccgt aatagccttg taccgcaccg
  1133701 gcgcagatcc caatcacact ggaaaacagg gttaatgtca gcccgaacaa cagcgagata
  1133761 cgaaagccat agatcacttt ggccaagaca tctccgccgg tactatcagt acccagcaag
  1133821 ttggtacggc ttggcggaga agggaagggc acgtccgtgg cgaaattaat ggtgttatta
  1133881 ctaaaacgaa taggtgccca gatagcccag ccactgtcat ttatacgccc aatcacatac
  1133941 gggtcttgat aatctgccgc ggtggttaaa acaccgccaa aggttgactc actgtaattg
  1134001 accataaaag gcatataaaa cttgccctga tagctcacca gcaatggttt atcgttggca
  1134061 atcaattcgg caaataagct aatgacaaac agtgttagga aaatccacag tgaccagtaa
  1134121 ccacggcgat tctgacgaaa acgcgcccaa cgggcctgat taattgcact tagtctcatc
  1134181 atcattattg gcggccctca aaatcaatac gtgggtctac cagggtatag gtaatgtcac
  1134241 tgacgatatt cagcagtaaa ccaatgagtg tgaaaatata gagcgtgcca aacattaccg
  1134301 ggtaatctcg ctgtatggtg gcgtcgtatc ccagcaggcc taagccattg agtgagaaca
  1134361 tcacttcaat caagagtgaa cccgtgaaaa acatactgac aaaggtggcg gggaatccgg
  1134421 cgatgactaa cagcatggcg ttacgaaaga catggcgata gagaattttt tcctctggta
  1134481 gtcccttggc gcgggccgta acgacatatt gcttacgtat ttcatcaagg aatgagtttt
  1134541 tcgttagcat cgtcagtgtc gcgaaaccac caatcaccgt ggccagcacg ggcagggtaa
  1134601 tatgccacaa atagtctgtg attttgctgt accacggtag ggtgtcccag ttactggaaa
  1134661 ccagaccgcg gagtgggaat aggtcgaaat agctcccacc ggaaaacagc actaccagta
  1134721 aaatagcgaa taggaaggag gggattgcat aaccgatgat aattaaggtg ctgctccagg
  1134781 tatcgaaggc ggtgccattg cgcaccgctt tttttatccc cagaggtatg gaaaccagat
  1134841 aaataatcag cgtactccat agcccaagcg agattgacac cggcaggctt tgttttatca
  1134901 gtgacatcac cgattcgcca cggaacaaac tgtcgccaaa atcaaaacgg acatagcgcc
  1134961 atagcatatc gaaatagcgt tgatgtaggg gcttatcaaa accaaagcgc tgttttattt
  1135021 cagcaataac ttccgggtct aatccgcgtg aaccgcgata attactgtca ccgacctgtg
  1135081 ctgcattcag accggcttta gcccctccta aaccgccatc accgctaccg gcagtaaatc
  1135141 cagtggtgtg acccaattca atattggcga tagcctgatc aactggcccg ccaggtgcaa
  1135201 tctgcacaat aaagaaattg atagtaataa tggcccacag cgtaggaata acaaggaata
  1135261 gtcgccgtaa tagatatgcg cccacaacag ccccctaacg acgttctact ggcaggcgag
  1135321 ctgccttgtt aacatcaaac caccagctat caaaccctag cgaataggtg ggacgaaccg
  1135381 ctggcatcga gagtttatcc caataggcga agcggctatg attggaatac cacatcggga
  1135441 tcatcaaata attccaggtc aatacccggt caagggcacg ccccagagag agtaaggcct
  1135501 ctggttgatc ctgatggctg acaatctggg cgattaattg gtcgatggcc ggatctttaa
  1135561 taccgggtct gttataggtg gaatcaatgt aggctgaact ccacaagatt tgcaggtctg
  1135621 ggcttgggta agggaaggcg ttgtaaaccg ttgggatcat atcgaaatcc cggctgcgta
  1135681 agcgattaat aaactgcgag ctgtcaactt cgcggatctt catcgtgata cctaaacgct
  1135741 gcaaattgtg tttgaacggt tgcacatact gaaaatcgct gccgctgggt aatagcaatt
  1135801 caaattcaaa aggtttaccg gttttactat tcaccagttg ttggtctttg acttcccagc
  1135861 ccgcttcatt cagtaactct ttggctttga gcaggttatc tcgcgaatag ccgctaccat
  1135921 ccgtgtgtgg tggttgataa atctgggtga aaacttccgc gggtatttta tctttcaatg
  1135981 gcgcgagcca agccagttct gcactgtccg gataacctgt tgccgcatat tcggtatttt
  1136041 ggaagaagct attggcacgc tgatagctat tgaaataaaa ggctttgttc atccattcaa
  1136101 aatcgaaggc caaagtcagc gcctggcgga cgcgtcggtc actgaagagg ggccgttgca
  1136161 cattaaatgc taaccagcga gtgttctgtg ccgagttgtc ggtaatatcc tgtttgacga
  1136221 tatagttctt ggcgaagtta ccgcccgcat actgcgtcgc ccagcttttc ggtgaggact
  1136281 ccgtccgtaa atcaaaggct ccggctttaa aggcttctaa ggcgactttg tcgtccagat
  1136341 aataatcata acggatagtg tcaaaattat attggccccg gttaaccggc agattggcgg
  1136401 cccagtaatc ttttacccgt tcataagtga catattggcc cattttgtat ttgctgatgc
  1136461 ggtaagggcc gctggcgact ggaggggtac tgagtgggtc actcagctta tgatctttcc
  1136521 agaaatgttt gggcatcacc ggaaaaccaa gtaggccgag cattttatct ttgttaggtt
  1136581 caggaaattc aaaacgtacc gtcagacggg aaatagcgtt gactttaacg cctttataga
  1136641 acaatcgaaa ttgtggtacc ccttcagtca taaatttgtt gaaggtgaag gccacatcct
  1136701 cggcagtaat cggggcacca tcatgaaaac gggcgtgggg gttgatatca acctcaatcc
  1136761 aactgaagtc gggagaatag cgcgctgatt ccgcaattaa tggatagtag ctgccaatct
  1136821 catcgcttga gggactgaac aatgaatcat agagtctctc cgttcgagct gcagaggtac
  1136881 cacgcaatgc ataccggttg aaattatcaa atgtgccaat cgccgacaga gtaatatttc
  1136941 cccctttagg ggccgctgga ttgacataat caaaatggct aaaatccgat gagtacttgg
  1137001 ggtcgcccaa tatggcaaaa gaaacgccct ctttaatggt ttcggcagct aacccaaaac
  1137061 tcatggccga aagtatcaag gtagcaaata ggcgtaaaaa catattgttg gcaatctcct
  1137121 gcgaagctgc agataatcat tttctcaaat gaaattacca gcttacaggg ggataatgca
  1137181 aacattaagc cagtaagttt ttgttactca tcttttcatg acagaattta gctaaagctt
  1137241 caacagacag cggcttactg agtaaataac cctgcaagta attgacacca tgtttagcta
  1137301 aatagtgaag ttgttgctca gtctcgatgc cctcagcgat agtttcaata ttaagttttt
  1137361 ttgccagaat taataccgaa tctaataccg gcgttgtcac cgtattttcg cctatcgtgc
  1137421 tgataaagcc gcgatcaatt ttaatataat ctaaggtaaa gcgttctaaa tagatcaggg
  1137481 cgctatggcc ggtgccaaaa tcatcgacag cgatttgaat cccttgcgaa tgcagccagg
  1137541 cgaattgctt cagggccaac tctttttgca ccatacctcg ctcagtaatt tcgaatacgg
  1137601 gggtaaaaat atcggtattt aattgctgca agagtcgtga tacgtcctga caaaaatcat
  1137661 catcagcaag atgggccggt gaaatattaa aggcaagttt agcgcccgtc gggaacaggt
  1137721 ttaccataag agcggtatct ctgataatta actcaaacaa gtgcgttgtc agcggctgta
  1137781 tcaggtgttg agtttcggca taaggaatga agatatcggg cgaaatccgc ccttcagtcg
  1137841 ggtgttgcca acggataagg gcttctaaac ctgatattgt ctgattatgt gagcgaaaaa
  1137901 ccggttgata ttcaacgaaa aactcaccgc gcctaatgcc ccgtaaaatt tcagcttcag
  1137961 cacttttttt ggtgattaaa atataataag ccaagatgcc caccaagccg gcaagtaata
  1138021 ggccacctaa cagggtcatt ctaatatcgt ttttcgttat actattatga taaatcaata
  1138081 tcttaatcgg ataaccaggt aatgtaatct ccctggcgtt tagattaggt aactggctga
  1138141 taggtaagac gttagaatca aaagtagtga tagctaagcc atcaataata atcgctgagc
  1138201 cactcatttc gttatctgaa cggcccatta atagataggg atgcaaactg aattccatcg
  1138261 tcgccaatat tcccgtatct ccacggcctg cttgacgcag ccatacggca attgcaggct
  1138321 tgtttggcat catgggggtg ccttgctgaa ttttaaaatc cagtggctgg gataaattaa
  1138381 ctttggggta gatcgtactg actggcgtgt gcatttcacc cgttgccgag gagcaataag
  1138441 caacgccttc cctgaccaat aaaaaggctc tgacaccatt ggtaaaggcg gcacgataat
  1138501 gaagagttgg gctggcttgt tcgcacgatt gggtgctcag tgggataagc tgagacatgg
  1138561 tcgttgttat ttcattaagg aaatgagagg cataggtgat aatattacca ctttgtgttg
  1138621 ttaatttatt ttcactgctg cgatacagta atgacaacgt tataacgaca aaacagataa
  1138681 aaaagcagag cgcgaggagg atactctttt tttaccagat ggcgtctgga caaaatattg
  1138741 cgggagaacg cactgtttga acccatgtta cgccgttcct cagtatgatt ggcaaagtat
  1138801 ttataccgct atgacttgat gttgcagccg tgctagcaac actaatgtgt ttgcggctat
  1138861 ctgtgattcc aatgactggg gcatctgagt ataagtaact tacttgcata gcgctaccgc
  1138921 tttgccattg agtattcgcg acattaatta aattataaga tggcattccc atatccaaat
  1138981 atcatgtaaa tatatgatta agccagccaa tacggctcaa acaatacgct taacttctat
  1139041 tgttttattt tataaatgta ttttttttaa aacaaatttt cagtttatta atatcgttaa
  1139101 ttttattata taaaggcgaa tattcggctg ctctaccgat aatgcgagat aatttatcaa
  1139161 taatgtgaca cacattttac acaaaaaaat cggcgattgc gctttttggg taaaaaagga
  1139221 catttcttac aaattggcgg aaaaatacgc agtggaaggt gatagggcag aagatgagcc
  1139281 aataaaaaac gctgtcataa acagcgtttc aacgtttggt ttggtatttt gaacaacagg
  1139341 aataaatatc agctagctgc tcgaactgct acttagcact cgacgcccat cacgataacg
  1139401 cttattccag taatcgtcat tcaggttcga tatcgttaca ccggcactgg tcgatgcatg
  1139461 aacaaattta tcgttaccta aatagatacc gacatgacgc cctgttgagc ctgcgcggaa
  1139521 tagaacaaga tcacctggac gtaatttagt ccgctggact ttcttgccga gatcctgctg
  1139581 ctgagatgtt gagcgcggca aatccatacc aaactgttca cggaaagtgg tttgtacaaa
  1139641 tgcggaacaa tcaataccgc gtttactgct accgcctaaa cgataacgaa cacctttcca
  1139701 acctgcatac tgttctaaaa tctttgactt gatgtcaacg ttgcgaacca tcgcttcgaa
  1139761 ttcatcctga gaggcttgca gtaaaagccc atctttgtca ttaactgcac gcatctcagt
  1139821 ttgcgtatta tttacattcg aagcctgtgg tgaactgcat gcggataaca ttactgctgc
  1139881 tgcaactgca gggagcgccc gcagaatata tctcagaata ggttgagact tgaccattgt
  1139941 tgttgttttc ccttgctgtc cttacgacgg atgtcgctac caaaaatacc aaacgaatcg
  1140001 agattattga ttgtgaacag aatagacaat catttaactg aataaatgtg catgaacgca
  1140061 cattctttat ccaaagcgtc tctatcaaac aatctctact gcatcaaaca atctctacca
  1140121 cattaagtgc aggatgctga taaaagcgca gaatgctgat agctgaacac aaacgttttt
  1140181 gaggttaccg taatgattaa taaaaggcga gtgctttatt cctattttca tcagaaaagc
  1140241 taatgtaata gaatgtaaac tttcaaaaat aaaagtgacc gcttaattta ttgtcgttga
  1140301 gtgtgaagaa ataagcgaaa aaatagaggc tgagacaatg aattgaattg tttgccacag
  1140361 cctgcgatgg gcgggggatt aaggatgttt agcgccaggc agatgctggt taatccacgc
  1140421 aataatctta tcgcttaacg gcgtcagcaa tatccaactg atccctacca agacgattga
  1140481 gagtgatcct accgcgatat cggtaaacca atgtgcgcca atcatgatgc gcggcattga
  1140541 gaagataacc acgatcagca gcgcaatagc gaacgcaccg cgggaaaaat agcgcaacat
  1140601 aaaacaggca aaaataatca gcatcatgcc atgatcgcca gggaaactat cactcgaggc
  1140661 atctttcgtc gggacgccgg ttaatacact gacgcgatta atattatcaa atgtcagggt
  1140721 ggggctgggg tgtgaaaccg gcagtaaatg gcccaactga ttaagaataa ccgccgttaa
  1140781 caacatgacg aatccgatca ctatcaggcg acggcggcca gcaggcgttt cctttatgta
  1140841 gaaggaaaaa taaagtaatc ccatacacat caatgaaatg acatcgaaag cgcgatggtt
  1140901 ggtgattgct accaggtgca gaaatgttgg gctggacagc agatgctgat taaaatagaa
  1140961 gaatattgct gagtctatct taaaccaaac accgtggttt gtgggcagat accacgatag
  1141021 aaacagtatg atccccagta aattgaggag caatattgtc ggtaaattac gacgagtcat
  1141081 gcggtaacct ataaattaaa aatgtacaca acggaaagaa aataaaaatg gggagacatc
  1141141 ataccccgtt acgtaaacga atttttaata aatcatgttg caatacgttc caatcaatat
  1141201 cagtggcgct aatcaattca atgcggctat ccagcggggg tatttggcga gtgtctattt
  1141261 gtaagtcatt accttgtcga ttaaccatca aggttccttc cgggatgcgc atgacacctt
  1141321 ttacccgttc tgctgggttc aatcgtaccc actccaataa tggcacggta tcaaaaacgg
  1141381 tgttggcatc aaatacccag ccacagctca gatacccttg cccccgattt aatgcccgac
  1141441 gccagggttc ggcccctttc agacgtaatg cggctaatcc ttttggctgt gatgtgccgt
  1141501 gatgatgtgt accagaagga agttcgtctt tattactgtg tggttggtcg agcagggcca
  1141561 cgtcgagttt gccatattcg ctatgataca gcggccgcga taatggctgc ttttgttgcc
  1141621 attgttgtaa caccgcgtta tcggccgagc ggtaagtgtc ttgcttgttg accacaatga
  1141681 tatctgccgc cgccagttgg tcacggaaat tttcattttc ggtatagcgg ggttcactca
  1141741 gttggcgggc atccagcaga caaagtgtgg cgcgtaagtc aatccaaggc tgataaatat
  1141801 cagacgttaa taatgacaga atttgtttcg ggtggcccag cccggttggc tcaatgagca
  1141861 ggcgatctgg ttttgcctgc tgcaacagca tgttcaggcc aatttgcatc ggtagcccat
  1141921 taacacagca catacagccc cctgggatct cttttaaaac agcaccgcta tccgccaaca
  1141981 gagcgccatc aataccaatc tcaccaaatt cattgaccag caccgcccat ttttcatgtt
  1142041 ccggcttctg tgcgagtaag tgccggatag ttgtggtttt gccacaacct aaaaatccgg
  1142101 taattaaatt ggtctttgtc atgctggatc tccaaaatac aaaaatattt ttatatgatt
  1142161 tacaaattat atggctattt attacccttt caacctgaaa ggaaataagg ccaattaggc
  1142221 ttacttttaa tcaaaaaatc gccaaataga gataatttcc tagggtggct aagacgctgg
  1142281 cctaatagat atctactgcg tgaaattata attccttctc cgagggattt tggcgggtta
  1142341 taaatagaat agagtaataa aaaacactct attacgccca ttgtactgct tgaaatcctc
  1142401 tatctttaag atgacagcta taaaagttga ggtgatcatg agcaactacc gtgcactgag
  1142461 tatcgttgta atcatgtttt catggataat atctttctct gccagtagta cgcaatccac
  1142521 cctttctgtc accggtacaa ttactttttc tggggccatt gttgataccc cttgtgatac
  1142581 gtcggtatta aaccagacca ttacaacgag ctgttatcgt aatggtaaaa tgataaccag
  1142641 cagacaaaca ctcacacgta atatgcctct gaacgcgcgg ttgccaggga gtttagccac
  1142701 gtcccgtttg gaatggctga atcagcagcg tagcctcgga gtcctaactg ttacctacct
  1142761 ctaatatttc tcaacatgtt tgggcatcac ggtttatcga cgtgataaac cgtgatttat
  1142821 cacctgaagt tgtttgacca catgatatac tcgacgccat tcatacaccc ttttggtcag
  1142881 atcaatttgg tattttctac gccaatgtct gatgcaggaa attaaggtta tgcggttata
  1142941 tcaggaagtg ggcagccaac tgcgggaagc gattgtcagt gggcgatact cagtgggcga
  1143001 tcgtttacca ccggagcgtg atattgccga aaatttcagt gtcagccgta gtgtggtgcg
  1143061 tgaagccctg attatgctcg agctggagaa gctggtagaa gtacgcaaag gctccggtgt
  1143121 ttacgtggtg aatgtgccca cgatgtcgct taatggtgag tcggctacgt caatcgatag
  1143181 tggctacggc ccgtttgaac tgctacaagc ccggcaattg ttagagagcg aagtcgcggc
  1143241 ttttgccgca atgcaagcca ccaaagccga tatcattaaa atgcgtaatg ctattgagca
  1143301 gggaaaagcc gcactgacgg ctggcgcgat agatgaaagc gctgatgagt tgtttcattg
  1143361 tttgttagcg caatcgacac aaaatagtgt gctggccaat atggttgcgc agacctggca
  1143421 agtccggaaa agtagtgcaa tgtggcaggg ggcgcatagt cataccgccg attttagcta
  1143481 ccgttggcaa tggttggatg atcaccaaaa aatcttgcaa gccgtgcttc gccgcgacag
  1143541 taaagccgct aagcaggcca tgtggcagca tttggagaat gtaaaattga agttgctgga
  1143601 gatctctgat gctgaccatc cagattttga tggctactta tttgagtctg cgccatatca
  1143661 gattgaagag taaaagataa cgtaaaaacc aaccgtagtc gcaccaagag tactaacgtc
  1143721 aacagaacta atatcaacag aactaatatc aacagaacta aacgccaaca ataccgatga
  1143781 gctgaatagc cttgattcag ctcatcgtcg tgtgtcttaa gcctgttcgg ctaagcggcg
  1143841 tactgtctct ttcgcgccaa attgttgcaa gctgagataa gcctcggtca ctgcctgcac
  1143901 aaatgttggc tgttgtggca gcgtttcacc aaacagtgct ttcagtgtca gcaaactttg
  1143961 tacccgagcc gcaccatctt cgctggccgc aacgcattgt ttaaagctat ccaccatcgg
  1144021 atcacggata tcaataacct gaccgttatc atcgatgccc cctacatagc gcatccaacc
  1144081 tgcaatgcct aaagccagac aaggatacgc attaccctgt tttaaatgcc aacggacgga
  1144141 atccaacatc cgttgtggta atttctggct cccatccatg gcaatttgcc aggtgcggtg
  1144201 tttgagcgcg gggttacagt aacgctcaat caactgatca gcataagcat tcagatcaat
  1144261 accggtgaca cgtaaagtgg gcgcttgctc attcatcatt aagcgacgag ccgttaggcg
  1144321 ataattctcg tcagccatac aatcattaat atgttgataa ccggccagat agcctaaata
  1144381 agagagatac gaatggctcc cgttcagcat acgtagcttc atttcttcaa acggcaagac
  1144441 atcatcaacc aactgtacgc ccgccacttg ccaatctgga cggcctgcaa caaatttgtc
  1144501 ttcgacgacc cactgaataa agggttcgca ggcgatccca caagagtctg cgaccccaag
  1144561 ggtatcggcg atttcctgta acgtttccgc tgtcgctgcg ggaacgatgc ggtcaaccat
  1144621 ggtgttcggg aaagtgacat gttgctgaat ccaattagcc agcgctggat cacggaccgt
  1144681 ggccagaccg agtaccgcgt ttcttaccac atcaccgttt tccgggatgt tatcgcaaga
  1144741 aaggacggta aagggaggca atccacgtaa acggcgcaag cggagtgctt ccaccaacac
  1144801 cccaggtgct gatgtcggtg cattagggac ggccagatcg gcacgaataa actcgttctg
  1144861 cagatccaat tggccggtgc ccggctcgat gcaataccct ttctcggtga tggtcagaga
  1144921 gacgatggcc acttgtggct cgaccaattt cgccaatact tgcatgatgc cgtctaaacg
  1144981 agcatgtacg gattcacaca ctgaaccgac cacaatcgcc tgattaccct gcgccccttt
  1145041 ttccaagacg gaaaagaggt ggtcctgttt acgtaactct tgaatcagcg tatcagcacc
  1145101 aaagaggctg acttcgcaaa taccccaatc accgccttgc gtatttaata cccggtaagt
  1145161 gagcagtgcc tggtgggctc gatgaaaagc accaaatcca atgtgaacaa tacggcttct
  1145221 cagcgccgcc cgatcataat tgggttgctg tacggttgag ggaagggcgc tgttggcaat
  1145281 ggtgttcata ggtggctcca gaattattcc ccctgacagt acggggactg atggggatta
  1145341 acataaaagg tggcaaatag aaaagttgtt agaccagttt tgtgtggctg atcgctaagt
  1145401 agagagccat acaatgcgga ctcgtttctt ttgctcgttg ccattaagtt atagacacag
  1145461 aattaagtta taaacacaga aattatcggc ttgcagtgta aagctatatg acagaaaata
  1145521 aaattggtaa gtccaatatt gataatattc gtgaagtgga tcaaccaatg aggatttgcc
  1145581 ttttgacact gagcggctaa acagtaagga taaagctgag tgatatctat tagaaatcgg
  1145641 tataacaaca ttttcagcat ctgattcagt atctgagcat cgtttactgt ggttaagaag
  1145701 atgacagcag ttaaaaaaga ttaatgcagt aaaaaaagat gtgattggga tgtgattgga
  1145761 tcgttgccta cgtccgttat cggcagaaaa gtccgttatc ggcagaaaaa ggcggcttta
  1145821 accgttagcg ggttaatttt attattgttg cgtatgcaga aggtaaaaat aaaatggaac
  1145881 aaacatggcg ttggtatggc ccgaatgatc cggtgtcgtt agatgatatc cgtcaagcgg
  1145941 gtgctaccgg agtagtcacg gcgttacacc atatcccgaa tggtgttgtg tggccagtca
  1146001 gtgagatcaa gcagcgtcag gccgaattag cagctaaaaa cctggtatgg tctgttgtgg
  1146061 aaagtgtgcc tattcatgag gacatcaaaa ctcatagcgg taactatcag caatacattg
  1146121 aaaattacca acaaacactg cgtaacattg cagaatgcgg tattgacacc gtgtgctaca
  1146181 acttcatgcc gatactggac tggacgcgta ctgatctgga atatgaatta ccagacggtt
  1146241 ctaaagcgtt gcgttttgac cagatagctt ttgccgcttt tgagctgcat attctaaaac
  1146301 gccctggtgc cagcaatgac tatacggcgg aagaacaagt acaggcagaa gcgtatttca
  1146361 acgcgatgac tgaagctgat attgccaagc tgacgggcaa tattattgca ggtctgccag
  1146421 gggctgaaga gggctatacg ctggatcagt tccgtgttcg gttggctgag tacgatggga
  1146481 ttgataaagc gcaactgcgt gagaacatgg cttacttcct gcgcgctatc attccggtgg
  1146541 cagaacaagt gggcttgcgt atggcggtgc acccagatga tccaccgcgc ccaatccttg
  1146601 gcctaccgcg tatcgtttca accattgaag atatgcagtg gctgaaagag acggtggata
  1146661 gcattcacaa cggtttcacc atgtgtaccg gttcgtatgg tgtgcgtgct gataacgatt
  1146721 tggtgaagat gatcgaaacc tttggcgatc gtattcactt cacgcatttg cgttccacct
  1146781 gtcgtgaagg aaatccaaaa accttccatg aaggggggca tttgcaaggc gatgtggata
  1146841 tgtactcggt ggtaaaagcc attttaaccg aagaacagcg ccgccagtca ctgggggata
  1146901 tgcgtccaat acctatgcgt ccggaccatg gtcatcagat gctggacgat ttgcacaaga
  1146961 aaaccaatcc gggctactcg gcaattgggc gtctgaaagg gctggcagaa gttcgtggtg
  1147021 tggaattggc actgaaacgg acatttttcc ccgagctgaa gcagtagttt tgcacgatca
  1147081 gtgaagagat aaccgttaag ggccggtttc cggctcttaa cgtagagaga cccaatagat
  1147141 tcaagttgca gaagggcggc cagcaagagc agccaacaca cctgcaacgt taaagatgaa
  1147201 ggggggttag tcagcgcggc ccatatagcg gcgttcagca atatgaatac gaattttttc
  1147261 tcctgggctg atatattctg gcacctgaat cgataaaccc gtgctcatta tcgcaggttt
  1147321 gttacgggca ctggcggatg cgcctttgat gctcggtgcg gtatcaacaa tttccatatc
  1147381 aaccgtttgt ggcaactcta gcgccagcaa ttggccttcc atcgtcagaa cctgcatccc
  1147441 cggcatccca ccttcaggaa taaacagcag ttcatcttcg atttgctctt ttttgaagtt
  1147501 gtatggtgtg tagtcttcat catccataaa gacgtattcg tcaccatcaa tataagagaa
  1147561 attgaccgcg cggcgagtca gagttatggt gtcgaggttt tcatcacctt taaaacgctc
  1147621 ttcgactttc aacccggtac gtacatcaga aaaacgcatt ttatacagtg tacttgcgcc
  1147681 acgggcgctt ggactttgta catcgatatc tttcaccaac agcaatttgc cgttgaggtt
  1147741 gactgccata ccacgtttta tttcgttagc ttttgccata aaaataacct gccaatcggg
  1147801 attaaagata agttgcgaca agttactcgc gccgtgagat tcaggcaagc agatagcgcg
  1147861 aaaaggtgta ataaattctg cactattgat aaaccggcaa taggccgaac aaggctgaaa
  1147921 tatgggctac cgcattgacc aggccaaaca ggataataaa accaatcata aaacggcctc
  1147981 cgggagcacg gtaacgggct tgtgggaagc gtttacggct ggctcgcgcc attaatgcgg
  1148041 gcacaataac cgcccaaatg gtggcggcta accccgcaaa gccaatggca tataagaagc
  1148101 catccgggaa cagcagggca ccgagagtcg gagggacaaa ggtcattaat gctgatttag
  1148161 ttcgcccgct gcggtcatcg gtaaagtcaa ataaatcaga aatataatca aacaacccga
  1148221 gcgacacgcc aaggaacgaa ctggccagtg ccatataaga gaaggcattg agtagctggc
  1148281 tggtggcttt actggcagaa acggtgtcca tttgttgcaa tagattgccg atattaccgc
  1148341 catcggcaat aacctgtttg aaagcatccc gggcgatatt gccctgaatg gcatactgcc
  1148401 aaaggagata aatcaccaag gcaatcaatg ttccgtacag caggctgcgc acaacggctt
  1148461 tgctgtcttt gttgtagtac ttcaccaggc ccggcacatt gccgtggtag ccaaaagagg
  1148521 tcagcaaata aggcaatgcc gccagtgcat agggcagata gtgggcatta ctgtctgtct
  1148581 gattaaacaa caccgcactt tctacatggc tgaacatatc accgacagac atgacaaatg
  1148641 tgataaccat gccgccgatt aatattgtac tgaggcgatc cactgctcgg gtggataacc
  1148701 acacgataaa ggccaccaaa agtgcaaaga taaagcctgc gctggtctgg ccaattccgg
  1148761 ctacgttttg cagcgtatgg gcgatgatcg aaccaccggc ggagatatag gcgtaggtca
  1148821 gaatgtagag cacaaaggta atggacagcc cgttaattga gctccacacc ttgcctagca
  1148881 ggtcttgcac catggtgtgg aaactggcgc cacttgggta gttcaggtta gcttccagaa
  1148941 tcatcagccc ggacactaac atacatgccc aggtgtagat cagcagcacc actgagccgc
  1149001 tgaaccatac cccggctgtc acgattggga ttgagaacat gcccgcaccc actgcggtac
  1149061 ctgcgacaat catcgcgcca cccaaaacgg aaggccgtga caacggttgg gataaggcca
  1149121 tcgacatcta ttgctcctga gatacccggc tgcgggtaac ttctttatat taagtgagaa
  1149181 tcgttatagt caatgagagt aaccaaatta agtcatcgcc gtgcggtatt acggttacag
  1149241 ctcctttgta ctagctgaat ggtacactgt gcctgtgagg ctgtaaacag atgaataggc
  1149301 ttgtattgat aaataggctt gttttgataa atagacttgt tttgataaat aggcctgtga
  1149361 ttggcaataa gtaaaatgcg ttgtttgatg agggcgggag gagagtgctg gtagtttagg
  1149421 cgtgcggttg ctattgtccg gccttattca ccggttatta ctctctttgt tcttatttta
  1149481 cttgctcaca ggagcctgcc gatggactgt cgctcagatt gcggagcctg ctgtattgca
  1149541 ccttcgattt ccagcccgat ccccggtatg ccattgggca aacccgccaa tacccggtgt
  1149601 gtacacttgg atgacaacat gcgttgtggc attttttact cgccattgcg ccctgcggta
  1149661 tgtgccagct tgcaagcaat gcgggaaatg tgtcatcaca cccgtgaaga ggcgttggtg
  1149721 tatttgattg cgctggaagc ggtgactgcg ccttaaatgc gcttttacga tcggctgatt
  1149781 ctctccgctg ccagtacgtg ttcctctgct tctcctgacc gccctcagat gctggtatat
  1149841 cccgcatcgg cagtaatgat tgaacctgtc agcaagctgg aggcctccga agccaaaaac
  1149901 tgcaccacag aagcaatttc atgggggctg cctaaccgcc ccatgggggt catatcgagc
  1149961 catcgcgata cccgccccgg ctggctggtc aacccttgta tcagtggtgt ttctatatag
  1150021 gtgggggcga cggcattgac gcgaacgcca cgtgtggccc actccaccgc cagtgatttg
  1150081 gtcaaatggt gtactcccgc cttcgatgca ttgtagtggc actgaggctg cggcacatta
  1150141 acgatttggc ccgatatcga accgatattg atgatcgagc cgcgccccgc ttcaagcatc
  1150201 cggcggccaa agccacgaca ggtgcgaaac acgccagtca agttgacggc gatgacctta
  1150261 tcccagtccg cgtcggtcat ctcttcagcc ggggtatggg tcacgatccc ggcattgcag
  1150321 accagcacgt ccaatggcgg taacgcggcg gccagagcgt caatagccgc gctgtcggta
  1150381 acgtccagtc cctcggcccg cacgttgtag cccttggcgt tcagtgcttg cgcggttgct
  1150441 gcggcgcgtt cacgtgaaat atcggtgcag atcacttccg caccggttgc cgccagccct
  1150501 tcagcgattg ccgccccgat cccctgacct gcaccagtca ccagcgcccg cttcccagac
  1150561 aggctctgtt tttcgggata agattgtttt tcgagatcag gccgcttttc gagatcaggc
  1150621 cgctttttgt ggtcattcat cctcttctcc ttaagtcagt gggcagcgca gtggctcacc
  1150681 gcgcagtccc cgtagggcct cttcagaagc cagttgttgc agttttttga ccgacgcatc
  1150741 cgagaaaaaa gcggcatggg gcgagagaag gagatggggc gctttacgca aggccgaatc
  1150801 agccgggagg ggttcttgct cgaagacgtc gagtccggcc cccgataggt ggccacgggt
  1150861 caatgcctcg attaaggcca cctcattcac cagcccgcca cgggcgcagt tgatcaggat
  1150921 cgcgccctca ggcatacgtg cgatagcggt ggtatcgatc aggtcgcgag tttcaggcgt
  1150981 tagcggaaca tgtagcgaca ggatgtgggc cgaggcgatg accttatcct gtggcagcgg
  1151041 ctcgatcccc gccgaacggg cttctgtctc agtgacatac gggtcgaagc cgatgatgcg
  1151101 gcaaccgaaa accgccattc gtgttgcata ggcgcgcgcg atgcgcccaa ggccgatcag
  1151161 ccctaccgtg gtgtcacgca atgaccgcac accatcgacc atctggtcaa tttcccacct
  1151221 gccgctacgg atccctgcct cgtagcgccc cagtttgcgt gctaacgcca atgtcatggc
  1151281 ggcggcgtgg tcggcaacct cttcaatgcc gtaatccggc acattacaaa tacgcatccc
  1151341 ccgttttctg gccgcagaga gatcgatgtt atcgacaccg acgccgtacc gcacgatcac
  1151401 cgcgccgggg ggcatggccg ccatcacccg ctcggtcatc ggggcgaagt tgttcaacac
  1151461 gacatctgcg ccctgcacgg catcccgcgt ttcatcttca gtgcggcatt gataggcggc
  1151521 gaaatcggca ccaaccgcgt tggccgctgc ttgttcataa acggtattgc cgaaagcctg
  1151581 atcggtgacg accaatctca tttttgattc gctcacagca ccccccgctt agtaaggtta
  1151641 cgcatcagcg cacgggttcc gtaggtccag ggaacggcct cgtcggagta gactaccgta
  1151701 ttgtgtaagg tgcccaaaag tggtgttgaa atttcaacca gatcacctgg ctggtgggta
  1151761 aagcccgcgt tttgctgggc gcgatcttgt gttggagcga acagggtacc gagaaacaac
  1151821 ataaagccat cggggtactg gtgtgatgta ttgcacgttt gcctgaccag atcggtaggt
  1151881 ctacggctga tctcggccat gttcgagctg ccggacaggt taaagccatc ggcccccgtg
  1151941 accgtcaggg ttaagctggc gtgttcaatg tcgtgtagcg tgaagttctc atcaaagagg
  1152001 cgaataaatg gcccgatagc gcaagcggca ttgttgtctt tcgcctggcc caacagcagc
  1152061 gccgagcggc cttctatatc gcgcaggttg acatcgttgc caagtgttgc cccccggata
  1152121 ttgctctggc tatctacggc caacaccacc tcgggttccg aattactcca ggccgagatg
  1152181 cggttaacgc cgatctgcgc accataacca accgctgaca tgggttgaga tttagtgaaa
  1152241 atctccgcat cggggccaat gccaacttcg aggtattgcg accacaggcc ctctgcgatc
  1152301 aaggcggctt tgaccttggc ggcttgatct gagcccgctt gaatattgtt caggctgcta
  1152361 ccgataacgg cgccaatacg ttggcgcaat gcatcggctc ggtccggatc accggcggta
  1152421 cgttcgtcga taacccgctc gaccatactt tgagcaaagg tcaccccgca ggctttcagg
  1152481 gcttgaaaat cgcagggagc gagcaagcaa gggcgtgttg agtgatagcc catctcggcg
  1152541 ggggggagga tcagatcgtc aatggtgcct agtggttcgc ctgtcaacat ggtgaagcgt
  1152601 tccgacgggt ggtcctctag aaaatccgcc attgagatta ccgcctcggt tatgtcgtac
  1152661 aagatgtgat tacgcacgat gacaaccgac gggcctatac cgggacgcca gactcggcca
  1152721 acaagtttgg ccttggtgag tgaagtgggc agcatggggc atctcctctt ttatgatttc
  1152781 tagtaaaact agatattggt ttggaagtgc tcaaaaatgt cgttcgaacc agcaggggtc
  1152841 tatgtttgca ctgaacccca aaacttggac atctgcttta ctgcttttct acctgagtcc
  1152901 ggtattctgc cggactcatt ccgcctgttt tcaggctaat gcgctctgta ttgtaataat
  1152961 ggatatattc tacaatgtca cgctttaaaa ctgtggctga atcgtacttc ttacggtgat
  1153021 acatctcggc tttcaggtga ctgaagaaat tttccatcac tgcattatct aaacaattgc
  1153081 ctttgcgtga catactttgc cttatccccg cctcgacaag cattgagcgc cacatcggcg
  1153141 ttcggtaatg ccagccctga tcgctgtgca acatcaggcc ttcttttctc cctttcactt
  1153201 tcagcgcttt ttccagcgtc ttgcacgtca ggattaatgc tgctctttct gacatatgcc
  1153261 aagaaataat ctcattatta aacaggtctt gtatcaccga caaatacagc ttctgtgctc
  1153321 caactcggaa ctctgtgaca tctgtacacc acttcaatcc actgatttcg gatgtaaaat
  1153381 tacgagccaa tagattatcg gatgcccggc caccatcggc cctataggag cgatattttt
  1153441 tccgccgaat gaggctgagt aacccgtgct gattcatcag ttttcgcacc gttttgtgat
  1153501 tcagtgtgaa cccttctttt ctcagtgcga ccgtcatccg gcgataaccg tagcgctgtg
  1153561 cgtgtcgtct gcttagggcg ccaatcgctt ttaccgcatc tgcatagtca tcaattacac
  1153621 cgtccggttt cgatgcatga taatagtatg tactgcgtgc caattttgcg gcacacagta
  1153681 ggcaagaaag tcgatgttct gctgtcagtg cttgaactat tctggttttt tctgctgctc
  1153741 cctgagtgcc ttttcttctc tcagggcttt ccgctttttt agataagcgt tttccgcgcg
  1153801 cagatactca agttctttct ctagctccgc atgcgtcatc tcgctgaacg gttttgaatc
  1153861 gtgctcatat ttatcttttg gcatagtagg acccgttttc gatgggttaa gcgcttcttt
  1153921 tcctccctct cgataacgtt tcatccagtt ttggataatc gtctcgttgg gaatgttaaa
  1153981 atgagcagaa gcatcggcag cgctacatct gtttgccatc atatagcgga caacgcaaag
  1154041 cctgaattct ggagtataag ttctggaaag atggtgctcc agtccagcct caccttgacg
  1154101 gcgaaaagct cggatccaac gcgtaagagg ggatttgcca acactgaatt gacgtgcggt
  1154161 ttcccgcaga gtggcctttc ctgaaaggta atgttgaacc gccgctaggc gggttgaaaa
  1154221 agggtgtttc attgaaccga acctccagat catggataaa aagatccaag atctggggtt
  1154281 cagtgcatgt ttagacccct aatcaaaaag cctgttttag cggctatata tgttaatttc
  1154341 agcgttaact taatgataag aataggaaaa aataaggaaa agcaagaaac gacaaacctg
  1154401 cgatactgct cacaatttaa ccaattgtaa cccagttgtt gtgaatttgt tgtttttttt
  1154461 gaatagggga tcgcgtaaaa ctagatgagt tatgatccgc atcgggctaa accacgggct
  1154521 caactgcaga tgaaggcgac ggagacgcaa catgagtgag tatcatgaaa aaaataatgc
  1154581 actcttcaag tcgattaccg cgttagacgg cgctttattt atcaatggtg agttccgcaa
  1154641 aggcgcgggg gggcgtctgc cagtggaaaa cccggctacc ggcaaagtga tcggtcatct
  1154701 cgcggcggct actccagagg agatcgaaga ggcggttgct gcggcgcgtc gcgcttttcc
  1154761 tgcctgggcc gccgaacggc caaaggcccg agcgaatgcg ttgcaccgtt tgggtgattt
  1154821 gatcgccggc gatgccctga atatggcgcg gaacatgacc atcgaacagg gcaagccggt
  1154881 taacgaagcg caaggtgaaa tactgaagct cgccgaaatt tgtcattttt atggcgaaga
  1154941 agcgactcgc gtgcaaggtg acgttgtgcc gaatgaccct ccgggttttc aaagtcttgt
  1155001 cgtgcgagaa ccggttgggg tggtgggggc gattacccct tggaattacc cggccgaact
  1155061 ggtgggatgg aagctgtgcg ccagccttgc cgcaggctgt accctcatta tcaaacctgc
  1155121 tgaactgaca ccctacacgg cgctggccat cgctgaaaaa tgccttgaag cgggtattcc
  1155181 tgccggtgtc gtcaatgtgt tgacggggaa gggggaacag gttgggcagg cgctggttga
  1155241 acatccacag gtcgataaaa tagcctttac tggttccagc gcggtcggtt tgcatatcca
  1155301 gcaaagttgc ccgcaggtta agcggttgtc gctcgaactc ggcggcaatg gtccgatggt
  1155361 ggtgaccgcc tgcgcagatg tggctgccgc agttaagggc gcggtgcgtc gtagcttccg
  1155421 caactgtggg caggtctgca ttgcgatcaa tcgtatttat gtccaccgct catgctatcg
  1155481 ggcgtttgtg agcaaaatgg gggtggccac caatgggttg cgccttggca atgggttgga
  1155541 cgatccagcg gcggacttgg gtgcgatggc ctctgtagag ccactgaaca aaacgcgtgc
  1155601 gcaccttgag gatgctctgg caaagggggc gcgcttggtt gcggggggga aagcaccaga
  1155661 gggggtggaa tatgccaagg gccatttctt ccgtccgact gtgctggccg actgcacaca
  1155721 ccaaatgcgc gtcatgaccg aagagacgtt tggcccgctg gtcggcttag cccctttcga
  1155781 tgatatcgat gaagtgatta gtcgagcgaa tgatactccc tatgggctgg cagcttacgt
  1155841 ttatgcacga gatctggcgg ctatccaccg gctgtcagcg gcgttggact acggcaatgt
  1155901 ggcaatcaat aacgtcgatg ccagcatgat gaatgcgccc tatggggggc gtaagcaaag
  1155961 tggtgtgggc tacgagcatg gccgtgaggg gttgctggag tatttcaatt tcaagcacat
  1156021 ccgcttgtac cacggtatcg gggactaaac catgcaggcg cttttgggca ttgatatcgg
  1156081 cacctcgggg tgtaaggcgt tgctgatcgg tatcgatggt gcggtgatcg ccgccgatac
  1156141 cgcgagttat ccattatctc aaccccaact cggttgggct gaacaagatc ctgagctgtg
  1156201 ggtcgagggg gcgcgtcgag ccgtggcagg agcattggct aaagcgccaa cgctggagtt
  1156261 gctctgcgtg gggctatccg ggcaaatgca tgggctggta tcacttgatg ctgggcatca
  1156321 ggtgttgcgc ccggcgatcc tctggaacga ccaacgcaat agtgctgaat gcgagcagat
  1156381 taccgaggca gcgggggggc taaaaggatt gttggcggcg actaacaacc gaatgttggt
  1156441 gggctacacc ggtggtaaga ttgtgtggat gcagcagcat gagcctgatc tcttcgctcg
  1156501 catgaccacc gtactgaacc ccaaagacta cttgcggctg cgtttgacgg gggaggtcgc
  1156561 cactgaagtt tcggatgcct cggggaccgg gcttttcgat gtacgtgcac gccagtgggc
  1156621 gagcgatctt attgagaacg tggggattga ccgcgcttta ctgccccccg tatttgaatc
  1156681 gcaggtgatc tctggccagg tctcagcggt gggggccgag ctattcggta ttcccaaagg
  1156741 cacgcccgtt gctggtggtg gcggtgatgc tgtgatacag accttcggtt ctggggtgat
  1156801 cgctccgggt gagttacaaa ccaccatcgg cacggcgggc atccttgcag cggcattgga
  1156861 tacaccacag gcgaaccccg acgggcggtt acaggttttt tgtcatgttg tggctgataa
  1156921 atggcactgc atgggggtct cgctgaacgc tggcggcgcg atgagttggt ttcgtgacac
  1156981 gttttatgtg ggtgttaatg cggcggttcc ttcttttgat cagttcacac cttctgatca
  1157041 gatcacacct tcttttgagc agatcgttgc tgaggcggca gccagcccgg caggggcgcg
  1157101 cggtctgctg ttcttacctt atctgaatgg tgaacgttgc cctcatcctg atcctgcggc
  1157161 gcgcggtgcc ttcattggtc tgacagcctg ccacaatcgt ggcgatgtgg cacgtgcagt
  1157221 catggagggg gtggtccacg cccttgtgga tatgcacacc ttgatgaagc cattgggcat
  1157281 caatgggcgg gttgtaaaaa catccggtgg cggtgcacgt tcgccccttt ggcggcagat
  1157341 gcaggcagat attttcggct gtgatgtcct taccacaaaa ggggctgctg aaggcgccgc
  1157401 attcggtgcc gcgctggtgg cgggattggc tatcggggtt tggcccgatg cgacgagcgc
  1157461 gacggcgaac tgccgtatca tcacgcgcga accccccaat cccgcaaccg cggcggttgt
  1157521 tgctgaggcc caacgcattt accgtactct ttacccggcg ctgagagaaa ccttcgcaga
  1157581 acttggcgac cccaccttta tgtagtcatg atcaggagtc acgaatgagc aatcaacaaa
  1157641 atgacgccaa gagggctgcc gcccgtcggg tgattcagga tttcgtgttc gatggcatga
  1157701 cgttggggct gggttccggg accacctcgc atttctttgt gcgcgaactg ggccagcatg
  1157761 ttgccaaggg cttgcagtta acctgcacca caacttctcg tgcgacgagc gaggtggcgc
  1157821 gtgacgtggg cattgagctc tcggatccga atgagatgaa tgagattgat ctgaccatcg
  1157881 acggcccaga tgagattgac cggcggttca atatgatcaa gggcggtgga gcctgccttc
  1157941 tgtgggagaa aattatcgcc catgcctcga agcggatgat ttgtatttgt gatgagacaa
  1158001 aaatcgtcaa ttgcttgggg caatttccgc tgccagtcga aatcgtcccc tttgcctgga
  1158061 aacagaccga acgcagggtc gagcgggtac tcgcggaaca gggtctccat catgtgccga
  1158121 ttattcggcg tatggggggc gggcacccgg tgatcactga cagtggaaac tttattctgg
  1158181 attgccattg cggggcgatt atcacggccc ctgaaccgct ggaaatagag cttaatcgca
  1158241 ttccgggggt ggttgaaaac ggtcttttca cccgtgaggc taccggtatg gtggtgggct
  1158301 attttgacgg ttcctcctac gttcaactgc gataatcacg gcctttttcg acgctgtcgc
  1158361 gagtcgcgtc accttggcac caagagagca aaagagcaaa agagcaaaag agcaaaagag
  1158421 agtatcacag catgcagaca taaaattgga gataacccat gacaaaagca acgcaagcgg
  1158481 gcgtgagccg acgcggcctg ttggttggtg gtgcggtact gggattgggc atggtgatcg
  1158541 ggcgaggagc attggcacaa aaccgccttt cgatccctta ctcgaataaa agcctcgatt
  1158601 actacttctt tgtgattcag gaagcatcag tgaaacgcgc ggttctggca cgttcggggg
  1158661 agtttcaggc gactaacgcc aattttgaca atacccgcca actcgaacag tggcaaagcc
  1158721 tactgttgtc ccgcccttca gcgattattt cggaccccat tgacagccag gccattgttt
  1158781 ctgctattcg gcgctacaac cgggagaaga taccggtcgg catcatcgat acccccgcag
  1158841 acggtgggga tgtggcgatt accgtcagct tcgataattt tcaaggtggc gtcatggcgg
  1158901 cggaagagat cgttaaccgc ctgatcaccc gatatggccg cccgaaggga acggtgctga
  1158961 attgttatgg cgctctggcc tcagtagcct ggcgcttgcg taaagagggg atggattcgg
  1159021 tttttgccaa atatccgggc atcacctatt tggctcgtcc taccgatggt cagctcgaaa
  1159081 aaatgctttc ggtcaccttg tccacgctgt cggaataccc cgaccttgat gctgttcatg
  1159141 ccccttcgga ttccccctct cgcggtatcg tcactgcgct gcaacagaaa ggccgctgga
  1159201 agaagatagg agaggcggga cacgtcatct tcgttaacat tgatggagaa cctattgcgc
  1159261 tgaaatggat tcaggacggc tatatggatg cttgcatatc tcaggatccg gtggcctatg
  1159321 gcgagattgc tgtcgatatg atcgtcaagc acgcgctaaa aggtgaagct gtcccgctgg
  1159381 gcacttatca agacaaaaaa tacttctggg agtcgggcga gattgtccaa ggcaagaccg
  1159441 ggccgacgct catcatcccc gccttcgtga tcaatcgtga caatgtgcag gatccgcgcc
  1159501 attgggccgc ggtggcggag aagacttggg gcatccccta tacctgatca tcgcagcgga
  1159561 ccccatcgtt tcgtaggccc agatcagcgt cggagagggg atgattgctc tgacatttat
  1159621 ccggcaaggt gagggtgagc gagcgatagg tttttatgct caatatggcc ttacacataa
  1159681 catggtttac acccattaac ggttttacac ccattatgat tttacacaca gtgcgcgacg
  1159741 ggaaggcggc ggacgatccg attctgagga tcgagaatat cagcaaaaac tatggcccgg
  1159801 tgcaggcctt gtgcggcgtg acgaccgcga tccggcgcgg cgctattcac ggacttcttg
  1159861 gcgagaatgg tgctgggaaa tcaacgctgg tggggattat ctcggggcag gtgacgccga
  1159921 cctccgggcg gatatttatg gatggtcgcc ttctcgaaca tgttgatgtt aaagcgatgg
  1159981 aggaggcggg cgtctttctg gtcacgcagg aaccgatgat tatcgacaag atgaccaccg
  1160041 cagagaatct gatgttgggg atctggccga ccaagaacgg tgttatcgat tggaaaacat
  1160101 tgcgatccga tgcggcgcgg atacttgatg ggtccggcat caatgccagc acccttgccg
  1160161 ggcatctgga cgcagtcgcg cggcgcaaat tgaatattct gcgggccatg ttttccgggg
  1160221 gcaaagtcat cattcttgat gagccgaccg ccgcgttaac cgttgctgat cggcgtcaac
  1160281 tctttgactt tatgcgtcgg ctacaagcgg cgggtgtcac ctttatcttc atttcacact
  1160341 accacgacga aattctggcg atctgtgatg cggtcacggt attgcgtgat gggcgcctgg
  1160401 cgggcggctc cgatgatatc gggtcgatga cctcagtagc gttgagcgaa tgggtgattg
  1160461 gacgggggct agaacttttc caacgtatac ggcgcgatca caccggtaaa ccgcccgcag
  1160521 tttcgctacg agggatacag gggaaggcgc tgtcgttgga ccgtcttgat atcggcgcgg
  1160581 gcgaaatcgt ggggtttacg ggcctgccgg gggcgggtgc aaaggaaagc gcacgtgcca
  1160641 tttttggcct gtatccggcc cgtggcagca tctcaattaa cggtgaggcc gcacaggctc
  1160701 tgccgaaaag gccacgcatg gccttcaata ttggcattgc ttatctttcc gatgaccgcc
  1160761 gtcgtgaagg gggggttggg cagatgtcga tcggggccaa tatcgccctc tcttctctgc
  1160821 cctcgcgggt gaaatggggg gtaattgatc gccgggctga agcgttggtc attgcacact
  1160881 atttcgcggc aatgggcgtg aaggcgctca gccccgatga tgcggtgaat accctcagtg
  1160941 gcggcaatca acagaaagtt tgtctgggcc gagtgtttgc aacccaacct cgtctgctga
  1161001 tggttgatga gccgacgcgc ggcattgatg tgggtgtcaa acaggacgtg ctgcgcatta
  1161061 ttgacgaact gagtgatgca ggcgtcgcag tgattatcgt ttcgaccgat atggatgaat
  1161121 tggcacgctc agttgatcgg gtctgcattt tcgaacatgg cgctattaaa gagatattga
  1161181 cgggagatga catcaccgcc gaacgtctgc gggcatctgt gcaggcataa agccacggga
  1161241 taataaccag agcggagaga gggaaatgga taaggcaacc gagacccgcc gcgagggagc
  1161301 acctaccgcg agcaaactca acggccaggc catgctgggc tgggttttac accatattgt
  1161361 ctggatctgg ctgattgcac tggttgtcat ctttggtgtc ttcaatgaat ttttcctgac
  1161421 gatatccaat ctgcaaaacg tgatggtgca ggccacggtt ttgggaacct tagggctggc
  1161481 ggtggcactg ccgctgctgg tggctgagat tgacttgtcg attccggcaa atgcgggttt
  1161541 ctcggcggcg gtgggggcga tggcttatgc cgaactgggg ctgccgtggc ctattgcagc
  1161601 attaataggt ttactggttg gcacatttat cggtttcttc aatggggtgt gcatcacccg
  1161661 attgaaaatg gtctcgctga tagagacgtt ggcgatgatg attattatcc agggcgcgct
  1161721 gttggcgctg acacagggca agaccctgac aaacctttct gaaggttata tttggattgg
  1161781 ccaggcgacc atcggggggt ggcccctgat gccggtggtg tttcttctgg tgctggcggt
  1161841 gatgggggcg gtgctgaagt atacggtgtt aggccgttcg atctatgccg tcggtggtaa
  1161901 tcctgttgcg tcaaactccg ccgggattcg ggtcgcgcgg gtcaaaatta ttgcttacac
  1161961 gatttcaggg ttccttgccg cacttgctgg ctttttgttg gcatcgtggc agatggccat
  1162021 cacctcaaac caaggctcga gctacttgct ctacgccatc gccgcgccca ttatcggcgg
  1162081 cgtcagtgtt tttggtgggc acggtaacgt caagggggtg ctgggcggtg tgctgctgct
  1162141 gacggtgatc caagttggcc tcgccattgt caatgtccct tcgttctatg tcggcatgat
  1162201 tggcggggtg atcattttta tcgctgtcgc cattgatgct ttccggatcc gttacttcgg
  1162261 atagcccagc gacccgctaa tccagttttc tactgattaa tcccatgttc tgctgactaa
  1162321 agccatattc tactgactaa acccatgttc tactgactgg cccaatgctc tactgactaa
  1162381 tctaacgtgt tgcttattaa acccacgggt gactcataag gatgataaaa ccgtttactt
  1162441 agccataaat caatcgagtg gcggctggct tcaaaatgtg gctcaggtaa atcacgcggg
  1162501 ttgcaccagc gccattgctg acacttttcg ggttccttca gctccggttg cccaccaagg
  1162561 tgttgcgcca gtagacagac ggagacggta tgtttgcctt cctcacgcca ggtcgcgagg
  1162621 ttattacaca atgcgactac ctgcacttca ttgatattta aacctgtttc ttcaaaaact
  1162681 tcgcgtcgag ctgcttgctc aaaggactct cccgcctcca aatgaccacc aggaattgac
  1162741 cagtagggcg catgttgact gcaacgttta cccatcagca cttcgccttg ctgattcacg
  1162801 ataatgaccc caacgccaac cgtaacagac atggtattca ctccttttga aataacgtca
  1162861 gcaaccgtca gcgggtgtga tggttttact gatgacaaac gcctattcac catgaaaatg
  1162921 tgcggaatgt caaaaatcca ttaagaatag acgcggaaaa cttgcatata ttgtgaacca
  1162981 gaaacacaat aattgaaacg tttcagcgtt atcgcgtcac cagaggagaa agggtcacgc
  1163041 gcctttttcg cattaaagct gaaacgattc aattctagca agagaggcga cttatgtttc
  1163101 agctatctac gcaagacatt catctggctg cgcaagcaga caataaaaat gcggcgatca
  1163161 cccaagttgc ggctgcatta actcaagcgg gttgtgtgac tgccgcttat gttgacggca
  1163221 tgttggcccg tgagcaacaa acctcaacgt atctgggcaa cggtatcgcc attcctcatg
  1163281 gtaccactga tacccgcgac caggtgctga acaccggtgt gcaggttttt caattcccac
  1163341 aaggcattga gtggggcgcg gaccaaactg cttatattgt tatcggcatc gctgcccgtt
  1163401 ctgatgaaca tttggcgcta ctgcgtcagt tgacgcacgt actcagcgat gacgcggttg
  1163461 cggcacgtct ggctaaaacc acttcagctg aagagttacg cagtttgcta atgggtgagc
  1163521 aaaaaaccgc tgaattccat tttgatacct cactgattgc gttggatgtg gcggcagaca
  1163581 acctgatcac actgcaagca ctgaacgcgg gccgcttgca acaaattggc gcggttgatg
  1163641 cccgttttgt cagtgatgtc attactcgtg agccactgaa tctggggcag ggtatctggt
  1163701 tgagtgacag taccgaaggc aacttggtca gtgcggtcac catcagccgc ccggctaccg
  1163761 catttgaaca caagggtgaa aaagtggctt tgctgctcac cctgtctgtg gcagatgatc
  1163821 agccgctgac cgtgctgaac tatttaagcg agttgctgct ggcacaaaaa gctgatgcgt
  1163881 tgctgaacgc cgatgctgcc gcgttgctgg cgttgttgac cagcgaatat gttgagcaga
  1163941 gtaaagtatt aagcgctgag ttcgttattc gtaatgagca cgggttacat gcgcgcccag
  1164001 ggacgatatt agttaataca atcaaacagt ttaccagtga aatcaccgtg accaatttgg
  1164061 acggcaccgg caaacccgca aatggacgta gtctgatgaa agttgtggct ttaggggtta
  1164121 aaaaagggaa tcgcctgcgc tttaccgcca gcggcgaaga tgcacaaacc gcactggata
  1164181 ccatcggtga agtgattgcc gccggtttag gcgagggggc agcatgagca gaagagttgc
  1164241 gactatcaca ctgaaccctg cgtatgatct ggtgggtttt tgccctgaaa tcgaacgcgg
  1164301 tgaagtcaat ctggtaaaaa ccgccggtct gcatgcggcg ggtaaaggga tcaacgttgc
  1164361 caaggtgctg aaagacctgg gcatcgatgt cacagtcggg gggttcctcg gtaaagataa
  1164421 tcaggacggt ttccaactgt tattcagtga gttggggatt gccaaccgtt ttcaggtggt
  1164481 accgggccgc actcgcatca atgttaaatt gaccgagaaa gatggcgaag tgactgattt
  1164541 taacttctcc ggttttgaag tgaccaaacc agattgggat cgttttgtta ctgattccct
  1164601 gagctggctg gggcaattcg atatggtcgc ggtcagcggc agtttgcctg cgggcgtcaa
  1164661 tcccgatgac tttactgact ggatgaaacg cctgcgttct cagtgcccat gcattatttt
  1164721 cgacagcagc cgcgaagcat tggttgcagg gctgaaagcc tcgccatggt tggtgaaacc
  1164781 caatcgccgt gaattggaaa tctgggcagg gcgtccgttg cctgcattag gtgatgtcgt
  1164841 ggaagccgct cacgcactgc gtgatcaggg cattgctcat gtggtgattt ctctcggtgc
  1164901 tgaaggggcg ttgtgggtta atgcctctgg cgcatggttg gcaaaaccgc cggcctgtga
  1164961 cgtggtcagt acggtgggag ccggtgattc aatggtaggg ggcttgattt atggcttgtt
  1165021 aatgcgtgaa tcgagtgagc acacgctgcg tttggccacc gccgtcgccg ctttggccgt
  1165081 cagccagagc aatgtcggca ttacggatcg cccacaattg gcagccatga tggcaaaagt
  1165141 agacttgaaa ccttttaatt aatctccgga ggcgaaatga aaacgctact aataattgac
  1165201 agttcgctcg ggcaggccag aggccatctc gcgacactga tgctgggtgc tgcggcaaaa
  1165261 aaagcaggat tgagctgggt tgagaaagcc gccgacgctg aactggtgat tgtcgcgggg
  1165321 tcatccgccc cggctgacag tacgttgaat ggcaaaaaag tctatgtagg ggacgtggaa
  1165381 aaagcggttc gcgatcctga cggttttctg gcacaggcta ttgcgcaggc ggcaccttat
  1165441 caggccgcgg ccacccctga gccaacgtca gtggctggcg ctaaacgttc tgtcgctggt
  1165501 cctaaacgta ttgtagcaat tacggcttgt ccgactggtg ttgcgcatac ctttatggcg
  1165561 gctgaagcca tcgaaagtga agcaaaaaaa cgtggctggt gggtgaaggt tgaaacccgt
  1165621 ggttccgttg gcgcaggcaa tgagattacg ccagaggaag tggctgctgc tgatttagtg
  1165681 attgtggctg ctgacatcga agtggatctg aacaaatttg ccggcaaacc gatgtaccgc
  1165741 accacaaccg gtctggcact gaagaagacg gtgcaagaat tggataaagc actggtcgag
  1165801 gctgatgttt atcagccgaa aaccagtagc agtgtggcga gtaagaaaac tgagaccggt
  1165861 ggcccttatc gccatctatt gacgggtgtg tcttacatgc tgccaatggt ggttgccggg
  1165921 gggctgtgta tcgctctgtc ctttgtcttt ggtattgaag cattcaaaga gaaagggacg
  1165981 ttggccgccg cattgatgca aatcggtggt gattctgcat ttgctttgat ggtgccagtg
  1166041 ttagcgggtt ttattgcatt ctccattgct gaccgtccag gtctgacgcc agggttgatt
  1166101 ggcggtatgt tggctgtcag cacgggggcg ggcttccttg gtggtattat tgccggtttc
  1166161 ctggcgggtt atgtggcgaa agccatcagc actaaattgc atttgccaca aagtatggaa
  1166221 gcgcttaaac ctattctgat tattccactg gttgccagtt tgatcgtcgg tttaacgatg
  1166281 atttatatcg tcggtacacc ggtggcaaaa atcatgacgg gcctgacgca ttggttggag
  1166341 tccatgggga cggcgaatgc ggtactgctc ggggctatcc ttggagccat gatgtgtacc
  1166401 gatatgggcg gcccagtgaa taaagcggcc tatgcctttg gtgtggcgct gttgagttct
  1166461 tctgtttatg caccgatggc agccattatg gcggcgggga tggttccacc gctggcaatg
  1166521 ggtctggcaa cactgttggc ccgtaataag ttcgacaaag gggagcagga agggggtaaa
  1166581 gctgcgctgg tactggggct gtgctttatt tcggaagggg ctatcccatt tgctgctcgt
  1166641 gatccgatgc gtgtcttgcc gtgctgtatc gccggtggtg cattaacggg ggcgctgtct
  1166701 atggcgtttg gtgcgcaact gatggcacca cacggtggcc tgtttgtcct gctgatccca
  1166761 ggggctatcc atccagtgct gttatatttg gtggcaattg ctgcaggtac cctgctcgcg
  1166821 ggcggcttgt atgccatgct gaaacgccct gacgcgatgg tggcgaaggt cgcgtaacgc
  1166881 tcaacgtgcc ggcgcgtttc agatcgaatc atcggcgctt gtcagcagtc tgaaatgcca
  1166941 gtcagttaat tctgactggc attttttatg ggtgttataa aatcagtctc attttaatga
  1167001 aatgcgaaaa taaaaggcag ctaatatttt tttgttaaat tattaagata ataatcttaa
  1167061 taagacttaa tcttgtgctg ggttgacttt tgtttaaata ttgtttagct tttgtgtata
  1167121 aaatttttcc aattaagact cacttatggc tattgagccg tcctaatatt ctgaattcca
  1167181 gatcagggga ggtgagggca aatgagtcac tgtgttgttt taaataaatt agaaagtgtg
  1167241 ttaataattg gtgacagtag atatgcttta tccaagaatg aggtgctgct gttagagtgt
  1167301 ctttatttac gtgccggtga tgtgatctcc catgatgaat tactgacaac ctgttggcct
  1167361 gatcgagtcg tctccccaac atcactgccg gttgctatta aacatatccg tgatgtattc
  1167421 cgtaaaataa cccggagtga ggtgataaag acatataaga atgagggcta tagctatcaa
  1167481 aaggatagtg tactaattat tattgatgat ggcagcaccg aaaaagagag tcatagcgca
  1167541 gcatatacca gaaaggaaaa acccgacata ccaataaaat tggttggatt acaaatactt
  1167601 tctcacctga actcaacctt ttttatcgct attatgatgg tcatcatcat catatttttc
  1167661 atggtaggag gtaatgatat tgtctcattt attgatagtg ataccaacag tgtcattata
  1167721 acgaatgtga caaccaagat gaatggccca acggcaggct taccgaaggt gaagaatagt
  1167781 atgatattta aggatgattt tggtttagtc attatctgtg atcaatcgga atgcaaacag
  1167841 caatgaaagc aaaatcactt actctcatat ctataacagt aatgtttttc ttatttttaa
  1167901 tctatagctt taatgactta tttttttatt ctgaagtgaa atatggcgat atccatgagc
  1167961 atcttgattt aagaatgcaa gggataagat ttagcctctc acattatatt attgatgata
  1168021 agtctcaact ggtgatttca gagggaatat atggtattgg tttgaaaatg ccaacgggga
  1168081 agtattacct attccctctt cattcatatc agtcatcccc tgataatatg gccagaggat
  1168141 cgctgaattc attggcctca ccgttgtctt tgtatgtcta tgaaatacat aataaaaaaa
  1168201 ataacgttgt cacctttttt aatggtgaca gaggctttat tgatgtcaat ggagaaacga
  1168261 tccacttatc ttctctgttt ctcggggtac aaggagaaca tatccatacg tcctatcatg
  1168321 acgttagtta atcattttat ctattgattt tctattttag atgacatttt taaataataa
  1168381 atatggcgtc tgtctatatt ggtatcttta gaaccgtttt ttactcctta ggtactatgc
  1168441 tcatcattat taatgctctt tcatacagat aataatcaac taaagcatga gagttaatgt
  1168501 catgatagat aatgaaataa aagcgtcaaa tagcattggg ttgttttcca agattaatct
  1168561 taacattatt atttaaaatt taatcattaa taattttaaa catccagaag tgggttatat
  1168621 gatgacgctg ttagtggtga tcgggagttg caaaaaataa agttgcagaa aacacaacca
  1168681 caacaggaac gaaactggaa actggtgttt cggggaaaat aggatttatt ttctctatct
  1168741 ataggtctgc gactgagtta ttaatataaa tatattgatt tacaatgtag ttatatttaa
  1168801 ttgcccaata tcaccactag catattctac gctatgtcgt aatagcaatt attacattta
  1168861 atggagactg ttctcatgaa aatgaaatgt tttgcgaaaa atgcgctggc ggttaccaca
  1168921 ctaatgatcg ctgcttgtgg tatggcaaac gcttctactg tcattaactc caaggatgtt
  1168981 tctggtgagg tgactgtcaa gcagggaaac acattccacg tcgattttgc gcctaacaca
  1169041 ggagagattt ttgcgggtaa acagccgggt gatgtcacta tgtttacgct aactatgggt
  1169101 gatactgcac cacacggtgg ttggcgtttg attccaacag gggactcaaa aggtggatat
  1169161 atgatcagcg ccgatggtga ctatgttggt ttatacagtt atatgatgtc atgggtaggt
  1169221 atagataata actggtatat aaatgatgac tctcctaaag atataaaaga tcatctgtac
  1169281 gttaaggcag ggactgtcct taaaccaacg acttataaat tcacggggcg tgttgaagag
  1169341 tatgtatttt aaataacgag taatcataga acatgatggc ttgctgtcat gttctatgta
  1169401 tgtttttgtt attgatgttt tattgtgagt ttttttaaaa ttcacaataa aatatcatga
  1169461 taatgtgagt gattaaaaat gaagaatcta tttttttctg catataaaaa agtattttct
  1169521 tatatcacat caatagtcat attcatggtg tctttacctt atgcttattc tcaagatgtt
  1169581 gttgtcaata cgactaagca tctttttact gtaaaaatag ggacaacgcg ggtcatttac
  1169641 ccttcgtctt cgacaaaagg ggtatccgta tcggtggcta atccacagga ttatccaata
  1169701 ttggtacaaa cccaagttaa agatgaagat aagacgtcgc ccgctccttt tattgttacc
  1169761 cctcctttat tcaggcttga tgctgggtta caaggccgtg tacgtattat tcggaccggt
  1169821 ggaaaattcc ctgaagatcg tgaaacactg caatggttgt gcctaacggg gatcccacct
  1169881 aagaacggtg atgcttgggg caatacgcaa aataatccaa aaaattcatc cccaactatg
  1169941 gatattcaaa tgtctatcag tacctgcata aaattattat tcagacccga taaagttaaa
  1170001 ggagatccga cggatagtgc ggattcatta acttggagat ataaaggtaa ctacttggaa
  1170061 gttaataatc caacgccatt ctacatgaat ttttattcac tccgtattgg tgatgaaaaa
  1170121 ataaatttat ctgatttagg ttcaaaggat gaaataaaaa atggcagcta tgttccgcca
  1170181 ttctcttcta gggattttat tattccggta aaaaataaag gtaaggcaac agaggttttt
  1170241 tggcaagtga ttaatgataa tggtggtgtg agccgggaat ttaaaagcac agtccagtaa
  1170301 gtttctattt atatttttca gaaaatacct ggggtattat tttgaaaaaa ttaatagttc
  1170361 aatttactac tattactcta ttgatgagca cttcattttt agtgggtgcc cagcgttatt
  1170421 cttttgatcc caatctgcta gtggatggca ataacaacac tgatacctcg ttatttgaac
  1170481 agggcaatga attaccgggc acctatttgg tggatattat cttgaatggg aataaagtgg
  1170541 actctacgaa tgtgacattt cattcggaga aatcgccatc aggagagcct ttcttgcaat
  1170601 cttgcttaac caaggagcag ctatcccgct atggtgtgga tgttgatgcc tatcccgagt
  1170661 tatctccagc attaaaaaac tcacagacaa acccgtgtgt caatttagcc gctatccctc
  1170721 aggccagtga agagttccaa ttttataata tgcagttggt actgagtatt ccacaagcgg
  1170781 ctttacggcc tgaaggtgaa gtgccaatag aacgctggga tgatggtatt acggcttttt
  1170841 tgctgaacta catggcaaat atcagtgaaa cccagtttcg tcaaaatggt ggataccggc
  1170901 gttcacaata tatccagtta tatcccggtt taaatttggg ggcgtggcgt gttcgtaatg
  1170961 cgaccaactg gagtcaatct ggcgataggg ggggtaaatg gcaaagtgct tatacctatg
  1171021 ccactcgtgg gatttatcgt ttaaagagcc gggtgacctt aggggagagt tacaccccag
  1171081 gtgatttttt cgacagcatt ccctttcgtg gcgtgatgtt gggggacgat cctaatatgc
  1171141 agccaagtaa ccagcgggat tttataccgg tggtgcgtgg tattgcccgt agtcaggcgc
  1171201 aggtggaaat cagacaaaat ggttatctga tttatagtac ggtggtgccg ccggggccgt
  1171261 ttgaactctc tgacgtgatc ccgagtaaat caggcagtga cctacatgtt agggtgctgg
  1171321 aaagtaacgg ggcatcgcag gcgtttattg tgccttatga ggtgccagcc attgcattgc
  1171381 gcaaagggca tttgcgatac aatctggtgg cagggcagta tcgccccgcc aatgctgatg
  1171441 ttgagacgcc tccggtcgct caggcaaccg tcgcctacgg cttgccgtgg aacttgaccg
  1171501 catttatcgg tgagcagtgg tcgcggcatt atcaggcaac ctctgccgga ttaggggggc
  1171561 tattggggga gtatggcgca ttgtcatcca gtatcacgca ggcaaccagt cagtatcacc
  1171621 atcaacaacc ggttaaaggg caagcctggg aggttcgata caacaaaacc ttacaagcct
  1171681 ctgatacgtc attttcattg gtgaatagtc aatacagcac taatggtttc agtacgttat
  1171741 ctgatgtatt acaaagttac cggcagagcg ggagtggcga taatagagat aaaattgacg
  1171801 aaaattctcg gtcaagggat ttgcgtaacc aaatcagtgc ggtcatcggg cagtcattgg
  1171861 gcaagtttgg ctacctgaac cttaattggt cgcggcaggt ctaccgtggg ccgattccgg
  1171921 ctaagaattc attgggaata cactataacc tcaatgtcgg taatagtttt tgggcactga
  1171981 gttgggtgca aaatgcgaat gagaacaaga atgatcgaat attgagtttg tctgtcagta
  1172041 ttccgctggg aggtcatcac gatacttatg cttcctatag aatgacatct tccaacggga
  1172101 gcaatgatca tgagatagga atgtacggcc aggcttttga ctctcgcttg agttggagtg
  1172161 tgcgtcaggc agagcattat ggtcaaccca actcagggca taacagcggc tcactcaggt
  1172221 tgggctggca gggttcctat ggcaatatcg cgggaaatta ctactatact ccgagcatac
  1172281 gtcagttatc cgctgatgtt tccggagggg cgatcatcca tcggcatggg ctgacattag
  1172341 ggccgcaaat caatggcacc tccgtgctgg ttgaagttcc gggcgtcggc ggggtgacca
  1172401 ccacagaaga tcgccgtctg aaaacagatt ttcgcggtta cagcattgtg tctggcctct
  1172461 ctccttatca ggagcacgat atcgtgttgg aaactgcaga tttaccgccg gatgcggagg
  1172521 tggcaaaaac agataccaag gtcttgccga ccgagggggc gattgttcgt gccagtttta
  1172581 gcccgcaaat cggggcaaag gcgctgatga cgatcacccg cgctaatggc caaaccattc
  1172641 cgtttggtgc gatggcgagc ttggttaatc agtcggccaa tgcagccatt gtcgatgaag
  1172701 gggggaaagc ctatctaacc gggttaccgg aaacagggca gttattggtg caatggggta
  1172761 aagatgcggg ccaacaatgc cgggtggatt accagctctc gccagcggaa aaaggtgata
  1172821 ccgggctgta tatgctcagc ggagtatgcc attaaaggca tccgcgatga cacaattccc
  1172881 gttaggttca attcccgtca ggttcaattc ccgccaggtt tactggcggg cattttctac
  1172941 gttacaacga gggctcaatc tctgcctgtg atttcagcca ggcgatctct tcggcccaga
  1173001 tatccatatt caccgtttcc agaatcaatg ggatattatc gaaacgtgag tcgcgcataa
  1173061 tatagctgaa tacggttttg ccaatattgc cttcacccag gctgtggtgg cggtcaaccc
  1173121 ggctgttaaa ttcgcttttc gcatcattaa gatgcatccc acgcagatac tggaagccga
  1173181 cgatcttgcc caatgccgcg aaggtgtgct cacaatcttc ttcagtccgt aaatcatagc
  1173241 cagcggcgaa agcatggcag gtatcaatac agacgccgac gcggctttta tcttccactc
  1173301 tttcaatgat ggcggctaaa tgttcaaact taaagcccag gttactgccc tggcctgcgg
  1173361 tattttcaat tactgcagtc acgccttcag tggcgtctaa cgcgatgttg atcgattcgg
  1173421 caatccgcgc caagcattgg tcttcatcaa tttgcagtaa atggctaccg ggatggaagt
  1173481 tcagtaatga taaccccagt tgctggcagc gaactaactc atcgataaag gcttcacggg
  1173541 atttttccag tgcctcggtg actgggtgcc cgagattaat caggtaacta tcgtgaggca
  1173601 gaatttgtgc cgaggtatag ccgtacttct cacacgcgag tttaaatttc tcaattacgt
  1173661 cttccgctaa aggggcggcc cgccattgac gttgattctt ggtaaacagc gcaaaggccg
  1173721 tggcctcaag ttcatgcgct ctaattaccg cttgatctac accacccgct gcgctgacat
  1173781 gtgcaccgac aaatttcatt ccattctcct ttgataaccg ggccattatg gcattgatag
  1173841 ggacatgatt gaatgggata agcggtgaag ggaaataagg gccgcggata cggcccttaa
  1173901 acggtttgtt ttagcctgtg aggtttttgc accagtaaga tgcttcacac aagtgagatg
  1173961 atttacacaa gtgcaatatg ttgcacaaat aagttgatac cggtgccacc gaccaataac
  1174021 cagatgaaca gcaatagggc cagtaacagt ggtttcaccc cggcttgacg gatggaacca
  1174081 atgtgcgtgg ttaatcccag cgctgccatt gccatggcca acagaatggt atccagcgta
  1174141 atcagatgat taacccagac cgcaggcaac agattcagtg agttaaaacc cgccatcaga
  1174201 atgaagatca ccgcaaacca cgggatggtg atagcgcttt tctcgcgttt ttcaccgctt
  1174261 gtttttatgc ggctacggcc cagataggcg gaaagtagca gcaggaacgg tgccagcatc
  1174321 atcacgcgga tcatcttggt gatcaccgcc gcattttcag catcagggcc aatggcatgt
  1174381 ccggcagcga cgacctgagc cacttcatga atggtcgaac cggcaaaaat accaaatgtc
  1174441 tcctggctga aaggcaacca ttgataatgc aggtttagct gatacaacca agggtaaaca
  1174501 aaaatagcca gcgtaccgaa aatgaccacg gtggcaacag caaccgccac tttactggca
  1174561 tccgctttca atacgggttc agtcgccata atggcggcgg caccacagat gctactaccg
  1174621 gccccgatca acatcactgt ttgctgatcc agaccaaata cccgcttgcc caaccaacat
  1174681 gccaatataa aggtggaact tagggtcaat aaatcgatca ccataccggt cgccccgaca
  1174741 tcagccactt gctgaaaggt caggcggaaa ccgtacaaaa tgatccctag ccgcagtaaa
  1174801 tactgtttgg catagaccac accatctgaa cagaccggct gtagccatgg gtacagcgta
  1174861 tttcccacga taatgccgaa gagaatagcc agggtcagcg cccccagccc catattgata
  1174921 aaccacggca tatcgcccac attaagggct aaacccgtaa tcacacccgt taacaccaaa
  1174981 cccggaatat agcgggtcat cacagtaaac agctgagggc gggggagttc ttttgtctga
  1175041 gaagtcgcca tgtgacctcc tgtttgcaat gaatatgggc atagtttaac gatattgtct
  1175101 taatagataa attcattata tatttatatc ttatcgatat aagtggtaat gttgcgtgca
  1175161 ggcttatatt ttgagcggtg tcagatatca gcgaattcag taagcgatag gcgagggagc
  1175221 atcactaatg acagtggaat ttggattttt gctatgaaaa aaaccagcca tgaaatagcc
  1175281 gttgtgggtg atatgaaact gtaaataagt ctgtgtaacc gcagccctta tttatttttc
  1175341 gcacttctac ttatttgctc gcttatttct tcaaattata taatttaaat tctgtctata
  1175401 tggttccttt gcaacaggtt aatcccttta aaatagagta aggcattcca tcctggtaag
  1175461 tatttggcta ttttctaatt atatgattat ttttcatgtg gttatattta tttttgtgac
  1175521 cactttttat cgttttcttt tgccggaaaa tgataatgaa tcgcattgaa tggcctgatt
  1175581 ttctctaccc atctcccgtt tttacttaaa agtgttagtc ttatacggtc attgaggcga
  1175641 tataatcact tcgtcaataa ccgcgtcccc ttttattatt gttcctcttt attactacag
  1175701 agaacgttat gcatataacc ttgcgtcaac ttgaagtctt tactgaggta ctaaaaagtg
  1175761 gctcaacgac ccaagcctcc gtggtgcttg cgctttcaca atcagccgtt agcgcagcat
  1175821 tggcggattt ggaagggcaa cttggggtgc agctttttga ccgcgtgggt aagcggttag
  1175881 tcacaaatga gcatgggcga ttgctttatc ccaaagcgtt ggcattactc gatcaggcca
  1175941 tcgaaatcga acagctgttt ttgcatgatt tgggcgcatt acgcatcgcg gccagcagta
  1176001 cgattggtaa ttacatgcta ccggggatga ttgccaaata tcgccgtgac ttccccggaa
  1176061 cacctttaga gctgaatatc ggtaatagcc aggatgtgat cgaagctgtc gccgactttc
  1176121 gcggtgacct tggcctgatt gaagggccgt gtcatatgcc agaattggtc acgcaaaatt
  1176181 ggctacggga cgagctagtg gtgtttgccg cccctgatag ccccttgtgc cataaggcgc
  1176241 taacgttagt cgaccttgct gatgccgact ggattttacg tgagcgtggc tcaggaacgc
  1176301 gtgaagttct cgatcattta ctcttggcac agttacccca cttcaagtta gtgatggagt
  1176361 tgggtaactc cgaggcaata aagcgcgctg ttcgctacgg gatgggggtc agttgccttt
  1176421 cgcggcgagt gattgctgat caactcgcca gcggtgagtt ggtcgagctt aatattcctt
  1176481 taccgccctt aattcgcacc ttgtatctga tccaccatcg gcaaaaacat atctccaacg
  1176541 ctttgctgcg ctttcttagt tattgtcagg aagaagagta aaatgcgcca ctgcagcagt
  1176601 gtgtgcgacg tgttttatgc tgatgacagg ctttatcgcg gtaaagtgtt ttataccagt
  1176661 agggtgagtt ttttcggtca gaatacccac cctatatccg cttttattta tcatttaggc
  1176721 ttttactaat aatttagccg ggattatgaa ggtatcttat atccgtgcat tctggctatc
  1176781 cgagccggtg agatttgtta caatcccgcc ttatttttaa gggtggatta gggtaagaat
  1176841 gactcagcaa aatactaaaa tcccagcgca gcagggtgca cagcgcttac gccgggagct
  1176901 taaatcgcgg catttagcca tgattgctat cggtggttct attggtaccg gtttatttgt
  1176961 tgcctctggt gcaacggtat cgcaagccgg tccagggggg gcattgctct cctacgcatt
  1177021 gattggcttg atggtttact tcctgatgac cagcttggga gaattggctg cgttcatgcc
  1177081 agtttcaggc tcattctcta cttatggttc taaatatgtc gaggaaggct ttggctttgc
  1177141 cctaggttgg aactactggt acaactgggc ggtaaccatc gcagttgact tggtagccgc
  1177201 acagttagtg atgaactact ggttcccgga cgcgcccggt tggatctgga gtgctttatt
  1177261 cctgggcctg atgttcttac tgaactacat ctcagtgaaa ggtttcggtg aagcggaata
  1177321 ttggttctcg ctgattaaag tgacaaccgt ggttatcttc atcatcgttg gtgtcatgat
  1177381 gatcaccggt atcatgaaag ggggcgaaac ggcgggttgg cataactgga ctatcggtga
  1177441 tgcaccattt gctggtggtt tctctgccat gattggggtg gccatgatcg tcggcttctc
  1177501 cttccaaggg actgaattga ttggtattgc ggctggggaa tccaaagatc caggcaaaaa
  1177561 tattccaaag gcaattcgca aagtgttctg gcgtattctg ttgttctata tcttcgctat
  1177621 tctgattatt agcctgatta ttccgtatac cgatcccagt ttgttacgca acgatgtgaa
  1177681 agatatcagc gtcagcccgt tcacactggt attccagaat gcgggtctgt tatcagcagc
  1177741 ggcagtgatg aatgcggtta ttttgaccgc tgttttatcg gcgggtaact cggggatgta
  1177801 tgcctcgacc cgtatgctgt ttaccttagc ctctgaaggc aaagcaccgc gtattttcgc
  1177861 caagttatct aagggcggtg tccctcgtaa tgcgctgtat gccacgacag tcgttgcagg
  1177921 tttgtgcttc ctgagctcca tgtttggtaa ccaaactgtg tatttgtggt tactgaatac
  1177981 ctcggggatg actgggttta tcgcctggtt gggtattgcc atcagccact accgcttccg
  1178041 tcggggctat atgatgcagg gccgtgactt gaacgactta ccgtatcagt ctggtttctt
  1178101 ccctctgggg ccaatttttg ccttcgtcct gtgtctaatc atcacgttag gccagaatta
  1178161 tcaggcattc ctgcaagacc gtattgattg gtatggcgtg acggcaacct atattggtat
  1178221 tccattgttc ctggtgattt ggtttggcta taagctcagc cgtggtaccc gggtagtgaa
  1178281 ataccaagag atggaattcc caaaatggcg tgatgagagt gaagagcatc agaaaccgac
  1178341 aagtcggtga tgtgcttggc tctataacgt gcggatgaaa gggcgataac gctatcgccc
  1178401 ttctttagtg cctataaatt agcggtaact gacgccaata ccagtacgaa atgtgctggt
  1178461 attggcgcat tctatccgtg aacatcaggc taaattagcc aaactgatcc aataatatta
  1178521 ccaggccaac acttacaaaa agttacgtcc aattacttat ggcaatctta ttgataagta
  1178581 ttatcatttg ctttattgtt agcgccatct tatgggaaca ggtaaggggt ttggcgtgaa
  1178641 atgtgtttca ctgaaaatgg ctaaagggtt aactatcagt ttgttattcg gctgggcctt
  1178701 gatggctggc tctagtgcct tggcggcaac agtgactgac atggctggcc gtacggtcac
  1178761 cataccggct aaagttgagc gtattttact gggtgaaggg cgcttgttct atgctgtctc
  1178821 tttattggaa ggtaataaac cgttagaccg tattgttggc tggcagggcg attttcgcaa
  1178881 actggatccc caaacttacg ccatctataa agcaaaattc ccgcaaattg atcaaatccc
  1178941 ccttattggt aacacgaccg ctgacagtat cagcccggaa aaggtgctca ccttaaatcc
  1179001 ggatatcgct atttttggtt tatctggcca tggtccaggt aaaggcagtg aattagtcaa
  1179061 gcaactagag aaagccggtg taccggtcgt tttcgtggat ttccgtaatt cgccattaaa
  1179121 gaacacgttg ccaagtatgc gcttgctggg caaagccctg caccgcgaac agcaagctga
  1179181 aaactacatt aatttttatc aagataatgt ggacaaggtg accgatatca ccaataaaat
  1179241 cccggaagat aaaaaaccga gcgtatttat tgaattacgt gcaggggcgt cggaagagtg
  1179301 ctgtggtact gccgggaagg gcaatatggg cgactttatc gatcaggcgg gcggcaataa
  1179361 tattgctaaa aatctgctgc ctggctcgct aggtacggtg aatttagaaa aagtattggc
  1179421 ggcgaaacca gatatctaca ttgccagcgg gggcaaatca ccaggcagcg atgcaccggg
  1179481 tgtcgtcctt ggtgcgcagg taacgcccga gcaggcacag gcctcgttgc aaaaaattct
  1179541 gggccgtaag ggaatcaata ccctaagtgc ggtcaacacg ggtcatagct atgcgatttg
  1179601 gcacaattac tacaattcac cgtataacgt attggcaatt caaagctttg ccaaatggtt
  1179661 ctatccagag caatttgctg atctcgatcc gaaaaaaacc atggacagcc tgtattcaca
  1179721 gtttctggcc gtcgagccaa gtggcaccta ttggattgaa gcaaaaagag agttggattg
  1179781 aagcaaaaat agttggattg aagtaaaaat agttggattg aagccaaaaa atagccggcg
  1179841 cgaagtggcc gagtgaatgt gaagtaacct aatccgtact aaatataagc cgtatcaaat
  1179901 ataagctgta tcaaatagag cccgtaacag attggtctat agcagatgcc gcccagagta
  1179961 ggtagataga agcaaatgag tgtaactact gaacccatga caaaaacgca taatccgcct
  1180021 gatctcagtg tcatggggcg ttatcagaac attgtacgcc accgcttatt agttatgggt
  1180081 gtgctggtgc tcgccatctt gggctgtttg ctgttggatt tcaccatggg gccttctggt
  1180141 ttaacgttgt catcgctgtg gcagacgttg attgatccag ccagtgccga tgccggtacc
  1180201 cgagtcatcg tctgggatat tcgcttaccg tatgctttga tggcggtggt gattggcctg
  1180261 tctctcggtc ttgccggggc agaaatgcaa accattttaa ataatccact cgccagcccg
  1180321 tttacgttgg gagtgtcttc cgccgccgca ttcggtgccg cgttggcgat tgtctcgggg
  1180381 attggtatac cgggtgtccc tgaccagtgg tttatttcgg ttaacgcttt tatttttgcg
  1180441 ctattcgccg cgctgatgct tgatggcatc acccgctgga cgcgagttgc aagctcgggt
  1180501 gtggtgttgt ttggtattgc cttggtcttt accttcaatg cgttggtatc aatgatgcag
  1180561 ttcattgcca gtgaagacac gctacaaggc ctggtgttct ggactatggg cagtctggca
  1180621 cgagcatctt gggccaaact gggtattatg ctggcggtgt ttgccttgat gttaccgctg
  1180681 tcgatgatga attcatggaa gctgacagcc ctacgtttag gcgaagatcg cgccattagc
  1180741 tttggtattg atgtgcgccg tttacgcctg gggacattat tgcgcatcag tatgctatca
  1180801 gcactggcgg tggcctttgt cggcccgatt ggtttcatcg ggttagtcgc accgcatatc
  1180861 gcacgcatga tttttggtga agatcaccgt ttttacttac cagccagtgc cctgattggt
  1180921 gcattggtgc tgtctatggc ctctatcgca tcgaaaaatc tgatccctgg cattattatt
  1180981 ccggttggga tcgtcacctc gctggtaggg gtgccattct tcctgagtat tattctgcgc
  1181041 cataggggga atgtatgact gcgggtttac gtattgagcg tttttatgcg ggctatccca
  1181101 aacggccagt gatccaaaac ctgaatgtcc ccttgatccc tcgcggcaaa attaccgtat
  1181161 tactggggcc gaatggcagt ggtaaatcaa ccttattgcg ctcactggca ggtttgaacc
  1181221 gcgcagaagg ccagttgtgg ttagacggca gcgacctgat gaaaatgccg tttacccagc
  1181281 gggcagaaaa agtggtctat ttgccacaat ctttgccggc gggtgtgcat ttacatgtgc
  1181341 tggaatcgat tatcgtggca cagcgagcct ccggtggccg cagtaatact cgcagtgagg
  1181401 cccaagtcat ggcgttgttg gaacggctgg gaattgccca tttagcgctg agttatctgg
  1181461 atcaactctc tggcgggcag aagcaactgg tgggtttggc acaatcactg attcgccagc
  1181521 cgtcactgtt attgctggat gaacccctca gcgccttaga ccttaactat cagttccatg
  1181581 tgatggactt ggtacgtcag gaaactcgtc aacggaatat tgttacggtg gtggtggtac
  1181641 atgacattaa tattgccttg cgccatggtg atcatgtcct gatgctacaa aatggtgctt
  1181701 tgatcgccga tggtcagcca gaagaggtga ttacaccgca aagcttggcc aaggtctatg
  1181761 gcgtgaaagg gcgtattgag cgttgttcac aagggacacc acaagtatta attgatggat
  1181821 tggtaacaga accgacaatg taactcattt aatcccctgc attgttgaat ttgtaagcgt
  1181881 gttagctgcc atgacaatga cgtagggtat atttcagctg taactggttt tataaaaaga
  1181941 ataatcaagt ggaaagagtg aaaactttat ttctacttat gtgagctatt gtcgaaaatt
  1182001 atacaaatga tatttctcac ctgcccgtca ggcggtgttt tcgcgagaaa aataacctga
  1182061 tgaaaaggag tgaattaatt tacacctcat ggggattata gagtggctaa ggttaaccaa
  1182121 cgttttagaa aaacacattc agcggcatta gttatagcgg cggttatttc atcgcaaggg
  1182181 tatgcggctg aaaaaacaaa tacagccaca ccaaccgata caatggtggt cactgcgtca
  1182241 ggtttccagc agcgtattca ggattctgcg gcctcaattt ccgtggtcac ccgcgagcag
  1182301 attgaaaata aagcttatcg tgatgtcacg gatgcgttga aagatgttcc cggtgttgtg
  1182361 attaccggag ggggcagtac aagcgatatc agcatccgtg gtatggcggc gaaatacacc
  1182421 ctgattctgg tcaatggcaa acgtgttgat acccgcagta ccaggccaaa cagcgatggc
  1182481 tctgggattg aacaaggttg gttgccccct ctggcggcca ttgatcgtat tgaggtggtc
  1182541 cgtgggccaa tgtcctcttt atatggttcg gacgccatgg gcggtgtgat taacatcatt
  1182601 acccgcaaag tgggtaaaga gtggcatggc acggtacgtg cggatgcgac cttacaggag
  1182661 gacagcaagt ccggggatat attccagacc aatgcttacg cctcaggtcc tttaattgac
  1182721 ggtttattgg gccttaaagt cagcggtcta ctttctcatc gtagtgaaga taaaattatc
  1182781 gatggttata atcaacagcg catgagaaat ggtacggcaa catttactct gacgcctgac
  1182841 gataataatg aatttgattt tgacattggc cattatgtac aagatagaaa ttcaacccca
  1182901 ggacgaacac tggcattaaa cggaacgaat agtgacaccc aatatgaccg taataattat
  1182961 gcggttactc ataatggtta ttatgatttt ggtaattcaa ccagttatat tcagcgtgat
  1183021 gaaacccgta atccatcccg tcaaatgaaa agtgtggata atatcttcaa tacccaaaca
  1183081 tccttcttat tagataacca cactttaatt ctgggggggc aataccgtta tgaagaactg
  1183141 tatgataaag gtaaccaatt accttctgcc agtgatctga agaaattaac ccgttggagc
  1183201 tgggcattat ttgctgaaga tgaatggcag atgaccaacg atttcgcgct aactggcggc
  1183261 attcgtatgg atcaagatca aaactacggt acccattgga cgccacgttt atacggagtc
  1183321 tggcatttag cggaccaatg gacattaaaa ggcggggtat ccggcggtta ccgttcacct
  1183381 gatttacgtc aggcaaccga tgactggggc cagctctctg gtgggggaaa aggcgggctt
  1183441 cccgcactta ttctgggtaa ttctaacttg aaacccgagc gcagcattag ccaggaaatt
  1183501 ggcatactgt gggacgatca ggaagggatg aacgccagcg tgacgctgtt ctataccgac
  1183561 ttcaaagata aaattactga agtacgcaac tgtgatatca ccacaaatac gactgggcag
  1183621 tgtgtattta atggtatcaa ttataaattc atcagtgatc gtattaacgt tgataaagcc
  1183681 atgactcgtg gggcagaagc gacctttgct tgggatatca atcaagcctg gtcgttagcc
  1183741 actaactata cctttaccca atctgagcag aagagcgggg catttgccgg ccagccatta
  1183801 aaccagatgc ctaagcatat gctgaatggg acgttaaact ggaaaactac cgaagatttt
  1183861 gcaacctgga tccgagccaa ttaccgtggc aaggcttctg aatatcttaa tcgtaccagt
  1183921 atgggcagcc gtactccgtc atatactttt gtcgatttag gggcaaatta tcagctgaca
  1183981 aaagaagtgc gtctgatggg cggtgtttac aacctgttgg ataagcgtgt ggatattgac
  1184041 gttaacgata aggtgttgga tggtcgtcgg tatatggtgg gtgccagcta cgatttttaa
  1184101 ccgcctctcc ccttcgtcct tgaagttgca ggggtgttag ctgcgcgcac ttacccgaat
  1184161 cacttacttg agtaagctca tcgggatgcg tttgcttgct gcctacctgc aactccaatg
  1184221 actttgggga gatctttcgt ccttgaggct gcagggggtt agctgagcgc acttacccga
  1184281 atcacttact ggttgttgac tttaaaataa gtaagtgatt cgggattttg accagcaatg
  1184341 ccaaggtgtt ttggaataaa agaagagtat taactcaaac caatcgcaat cactttttgg
  1184401 aaggctattc tttgcgtcag gctctgatac cagcgctgta aatgcggtaa ttccgggcgc
  1184461 tcgatcggta agttaaacca ggcataggcc aggcagccca gcggaatatc accaatgcca
  1184521 aaggcatcgc cggaaagata ggcttgttcc cccaacgcgt cattggcaat ggacatcaac
  1184581 gtattcattt tctccattcc ctgagcaatt ttcactttat cctgctgttc tggtggggtg
  1184641 cgcaccaaac cgataaacac agctttaaag ggctctacta cactggatgt cgcccaatcc
  1184701 atccattttt ctgcactggc ccgctggtgg tgatcggcca gataaagtga attttgacca
  1184761 tattgtgcgg ctagataacg cacaatggtg ttggattccc acaggatgaa atccttatct
  1184821 tgcaggcagg ggatcaaacc atttggattt aacgcgcggt actgtgggtc attgagtttg
  1184881 ccatattgcc ccccgacatc aatgcgctga taggggattc ccagttcttc caagcaccac
  1184941 agcacttttt tgacattggt cgagttattt cggccccaga ctgtcagcat gcaaccccct
  1185001 atatcgtgac aaaaaaatat ggcgacaaag agaaaacagc acaaatttcc atgcccggtc
  1185061 accgatatcg ataaccgtgc gagtaaaatc atgggccttc tattatgtca gttctatctg
  1185121 ttctatctgt tctatccgtg atgttaccaa tgatggatat cccactggtg caaaaccgct
  1185181 aaatcaatta attcagcccc tggattaatc accgctgcgt gatccacata ttccagcagg
  1185241 ggttggtcat taatcgagtc gctgtagcca tagctacgtt taaagtttag ctggggtgag
  1185301 gctgatagcc actggttcag ccgatcaacc tttcctttct gataggtcag ggtgccatag
  1185361 gtctggccgg tatagcgatc attttccacc gtaacaccga ttgataacgc cgtatcggcg
  1185421 gcaaagtgtt tcgcgattgg agtgaccaaa tgctcacctg acgctgaaat aatcacaata
  1185481 tagtcgccac ggtcgcggtg ccaggccagt ttttccaagg cttgtgggta aatacgcggc
  1185541 agaatatcgt gcgcgataaa atgttcaacc cagccggcaa cttcagcggt gtgtttgccc
  1185601 actaacggtg acaatgtcgc tgccatataa cccgccatag acaattgccc ctgataatac
  1185661 tgcgtcatta aagtctgttc ctgttctgac agctcaaagg gagcaagccc ttcattcacc
  1185721 agccaacgta tccatagacc agtactgtca tcgctgatca atgtttcatc taaatcaaac
  1185781 agggccaaat ccattaaacc acctcctaaa taagccgaaa aattgaacgg aaacttaacc
  1185841 gtgtctgtgc tgaacccccg atgttttttc ccagaataac gcggggcaac cgctagccgg
  1185901 ctccgttcta cccaatggga ggttagctgt tgattaagac agcatcatga tccccctttg
  1185961 tacttgaaat cgcagggggt tagcgcgcgc gttactcatc ccatcaatca tgaaagaaat
  1186021 aacatagaac ggaatgatat tggagggttg ttaattttgg gtgttaatta tttatatcga
  1186081 atagatatag attgttagat atctggtcga aaattatctt aaaaaacaga gattgcccac
  1186141 aacgctaagc gtgttgccgt atgttggctt tccccccatg gctcaggagc tgattatgct
  1186201 gattattcgt ttgtatggtt gtcccgtttt cattggtttc gaaccccaaa aaccaccaat
  1186261 tgaaacgact ggagtgaaaa atgggccaac agttattaag tcatcaatca gtcagtagcc
  1186321 aatggctggc gaatcagtca gcgaccagca cattaccgct actggatctt tcactactca
  1186381 gtggcagtga taccgaacgc caggcatttt taacggcctt gcgccatgcg gcgcgggatg
  1186441 tcggtttttt ttatctgacc gggcacggca ttgatacctc gttactacgg cagatacaaa
  1186501 tcctatcacg gcagttcttt gcgctgagcg atgaagaaaa actgtcaatc gccatgattc
  1186561 gctccccaca ttttcgcggc tataaccgtg ctgcttcgga attcacccgt ggtcagccag
  1186621 attggcgcga gcaattcgac attggtgctg aaagaacccc attaccacaa atcgcaggcg
  1186681 cacccagttg gacacggctg caaggcccga accaatggcc aaccgcactg ccagaattaa
  1186741 aacctgtgtt attgcagtgg caagaggaga tgacccgcat gtcactgcgc ctcctgcggg
  1186801 cattcgcact ggcattggat ctggatgagc aggcttttga tgcgttgtac ggtgataaac
  1186861 ccaatgaaca tatcaagctg attcgttatc cagggcggga ggcgacccaa agtgggcagg
  1186921 gggttggtgc gcacaaagat tcgggtttcc ttagcttctt actgcaagac acgcaacgcg
  1186981 gtttacaagt cgaagtggaa gagggccaat ggattgatgc cgtaccgcgt gaaggcactt
  1187041 ttgtggtgaa tatcggtgag ttgttggaac tggccagtaa tggttacttg cgtgccaccg
  1187101 tacaccgggt ggaaacccca cccgccggga ttgaccgcct gtctattgcc ttctttttag
  1187161 gtgcgcgttt ggatgcggtg gtgccactgt atccattatc tgccgcattg gcggcggaag
  1187221 ctcgtgggcc agccagtgat ccgcacaacc cgttgttccg tgatgttggg ctgaattatc
  1187281 tcaaggggcg tttgcggtca catcccgatg tggcggagcg gtattactcc gatgcccttt
  1187341 gttcttgaag tggtaggagt gttagctgca cgcacttacc cgaatcactg acgtgagtca
  1187401 gctcatcggg attcgtttgc tggctgccta ccactccaat aactttgggc atgcccttgg
  1187461 tccttgaagt ggtaggggtg ttagctgcgc gcacttaccc gaatcactga tgtgaagcgg
  1187521 taacactaat gacaattata gagttagcat cttattttag gggcaatcac gatgactaaa
  1187581 acacctgttt ctggcttggt tcgtacagca ttattcgcag cattagcttc tgctttcagc
  1187641 ttatcagccc aggcggctga ggcactgcgg gtagcggctg accccgtgcc ccatgctgaa
  1187701 atcctgcaat tcgtacaaaa gctggaccct tcactgaatt tgaccattat cgaaatcccc
  1187761 aacggggtga actccaacga attgctggcc catggcgatg ttgatgctaa ttattttcag
  1187821 catctcccat atttacactc acaagagcag gcactagggc aaaaatttgt ggttgcagcc
  1187881 accgtccata ttgagccact tggcatttat tcacacaaat ataaaaacgt tgccgaagtg
  1187941 ccggataagg gcagcgtcgc ggtaccgaat aacgtcacta acctcagccg tgcactctat
  1188001 ttactgcaag agcagggact gatcacctta aaaccgggtt ttactgaccc agccaaacag
  1188061 caggcaacac cgaaagatat cgcggagaat cccaagcacc tgaaaatctt ggaaatcgaa
  1188121 tcaccacaaa tccctcgctc attggatgat gttgatttag ccgtcattaa tggcaactat
  1188181 gctctggagg cagggttaaa tccggcaacc gatgcattgg ggttggagaa agctgaaggt
  1188241 aatccttacg ccaatatttt ggtgaccacc cctacgttgg aaaatgatcc gcgaatcaag
  1188301 caactggcaa aagatttgca attgcaggaa gtggctaaat ttattactga aaaatatgct
  1188361 ggctcggtta tcccggtggc aggaactcaa ccatgattag catcgaacgg ctgagtaaaa
  1188421 cctatccaca gggggggctg ccgatggtgg ccttggaaga ggtctcgctt gagatcccaa
  1188481 ccggctcggt attcggtatt gttggccgca gcggcgcggg gaaaagtacc ttgatccgct
  1188541 gtttgaattt gctggaacgg cccacctcgg gccgaattca agtggacggg cgcgagttaa
  1188601 ccacgttgtc tgatcgcgaa ttacgcctgc aacggcagaa tattggcatg atcttccaga
  1188661 atttccactt actgcactcg cgtaacgttt gggacaacat tgcggtgggg ttggaaatta
  1188721 ttggtatgcc taaggcgcaa cgtcaacagc gcgtcgcaga attgttggat ttagtgggtt
  1188781 taagtgacaa agcctacgct tttccctcgc aattatccgg tgggcaaaag cagcgggtgg
  1188841 ggatcgccag agcattggcg gctaagccgt catatctgtt atcagatgaa gcgaccagcg
  1188901 cgttggatcc agaaacaacg gcctcgatat tggctctgct tagcgatatt aaccgccaac
  1188961 tggggttaac cattgtgctg attacccacg agttggatgt ggtgaaatcc atttgtgata
  1189021 acgccgcttt actggagact gggcgggtgg ttgaaaccgg ggctattgct gatttattgt
  1189081 ccgatccgct ttctcgcttg gggcgttcat tattgccgac ctgtggcccg ctctccgtat
  1189141 ctgccacgcc gagagcagaa ttgacgttct ttgacacgtt ggcggcctca cccgtgctca
  1189201 gtgcgttggc acaacaacat gcggtgggag tgacattatt aggcggcggc gtggagttta
  1189261 tcggtggtca gcgggttggg cgcttgcacg ttgatttcaa ccgtccagag ggcgggttga
  1189321 atttagccga agtgttacag tttttgaatg atcgcggtgt gagggccgag ctgatatgaa
  1189381 aaatggcatg agttggcagg aattactggt attagtcgct aatgccagcg gagaaacgat
  1189441 ttatatggtg atgatcgcga cctttttcac cgtattgatt ggtttgccat tgggggtttt
  1189501 actgtttgtc tcgcgacccg caggagtgct accagcacca cggctgaata ccttgattgg
  1189561 tgcactggtc aatgtggggc gttcaatgcc ttttgtggtg ttactcatcg ccttaatccc
  1189621 catcacccgc tggattatcg gtaccacact gggcagtact gcggccattg tccctatcac
  1189681 gttaggggcg atccccttct ttgcgcgggt cgttgaggcg gcattggacg aagtcgataa
  1189741 agggcgcgta gaagctattt tatccatggg tggctctgcc cgccatgtca tccaaaaagt
  1189801 gttgttgcca gaggcgctgc ctgcattatt ggcaggtata acattaacgg tagtgatgct
  1189861 ggtgggattc tcatccatgg ctggcgtgat cggtggtggt gggttgggcg atttagccat
  1189921 tcgctacggc tatcagcgct ttaataatga agtgatggtc gcaacattag tgatactggt
  1189981 gattttagtt caagggatac aaagccttgg cgataggtgg gttaggtcac tggcacaccg
  1190041 ccgctgatac cattcacgct atatttttca ctctttgccc tatattctcc gttcgttatc
  1190101 tcatacctct ctttagtgct tagattgccg ggcgcttagc caaggagaga gaaagccgca
  1190161 tcatcatcaa aatcgcttta aatcaggatc tttacaaaac aaaacgtaaa actataccca
  1190221 attacaccga caatgggata aatttagaaa agacactgaa gtatggctaa gctaacactt
  1190281 tagtctcagt ggaaagacgt tatttttcgc taattggaca gtggcgatct ctgggaatac
  1190341 cactaatttc cgattatttg caaggatact ctggcgacct catgatgaaa tatatcctcc
  1190401 ctttcaagat taaaaatttt acgttcagtg caggtttatt gcttctggca ctgcctgctg
  1190461 cttatgcagt cgatgaccct gccgctcccc agattgatgc taaagcttat gtgctgatgg
  1190521 attttaatag cggaaaagtg ctggcagaag gcaatcctga tctgcgcctt gatccggcca
  1190581 gtttgacaaa aatcatgtcc agctatgtga tcgggcagtc gattaaagcg ggcaaaatac
  1190641 agcctgatga tctggtcacc gtggggaaag acgcctgggc gaccggtaac ccagctctgc
  1190701 gcggctcgtc gctgatgttt ttgaagccgg gcgatcgggt aaaagtgtct gatctcaaca
  1190761 aaggcattgt gatccaatca ggtaatgatg ccagtattgc attggctgat tatgtcgcgg
  1190821 gtagtcagga cagttttgtt ggcctgatga ataactacgc taaagcactt ggcctgagta
  1190881 atactcactt tatgacggta cacggcctgg attcaccggg gcagtacagt actgcgcgtg
  1190941 atatggcttt actggggcag gcattgatcc gcgatgtgcc agaagaatat gcgctgcata
  1191001 aagagaaaga atttaccttt aataaaattc gccaaaccaa ccgtaaccgg ctgttattgt
  1191061 caacgacgga tgaaaagtga tccacttata tctccaccaa cggcccaata ttgatccacc
  1191121 gttttactca ggattagctt ctgctataac cccggccttt cgtttctgtc tgagtcgata
  1191181 gctttctcct ttgatttgaa cgacatgtga gtggtgtaag atacggtcca gcatcgctga
  1191241 ggtcagtgct gcatcaccgg cgaacgtttg atcccactgc ccgaacggca gattggatgt
  1191301 caggatcatt gcgctctttt cgtaacgttt agcgatgacc tggaagaaca gctttgcttc
  1191361 ttcctgactg aacggcagat agcctatttc atcaatgatg agcaggcggg gggccattac
  1191421 tccacgctga agcgtcgttt tataacggcc ctgacgttgt gccgtagata actgaagtaa
  1191481 cagatctgct gctgttgtga agcgaacttt gatacctgca cggactgctt catagcccat
  1191541 cgctattgcc agatgggttt tccccacacc tgatggcccc agtaatacga tattttcatt
  1191601 acgttctatg aagctgagtg agcgtaacga ctggagttgc ttctgcggtg ctccggtggc
  1191661 gaatgtgaag tcatactctt cgaacgtttt caccgccggg aaggctgcca ttcgggtata
  1191721 catcgcctgt ttacgttgat gacgtgccag tttttcttca tgaagcagat gctccaggaa
  1191781 gtccatataa ctccattcct ggtctactgc ctgttgtgac agcgcaggcg ctgcgcttat
  1191841 aaggctttcc agttgcaact gcccggcgag cgccatcagt cgttgatgtt gcagttccat
  1191901 catcacgcca ctcctctgca gaatgagtcg tagatggaga gtggatgatg cagggggtgt
  1191961 ttgtcgaagt tcaccagatt ttcatcaaga tgcacgtcat actctttttt ctccggaggc
  1192021 agtgccagca tggactgctg ctcttcgagc cagcgatcgc agggacgggc ctggattgtt
  1192081 tcatgctttc gttggttagc gacatcgtgc agccagcgca gaccgtggcg gttggctgtt
  1192141 tcaacatcga cagtgatccc catcgggcgc aggcgagtca ttagtgggat gtaaaaactg
  1192201 ttacgggtgt actgcaccat ccgttccacc ttacctttag tctgtgccct gaaggggcga
  1192261 cacagtcggg gagagaagcc catctccttg ccgaactgcc acagcgaagg atggaaccgg
  1192321 tgctgaccgg tctgatatgc gtcacgttgc agaaccacag ttttcatatt gtcatacaac
  1192381 acttcgcgcg gcacaccacc aaagaagcgg aacgcattac gatggcaggt ctccagcgtg
  1192441 tcataacgca tattgtcagt gaattcgatg tacagcattc ggctgtatcc gagaacagca
  1192501 acgaacacgt gaagcggtga gcgaccatta cgcatagtgc cccagtcaac ctgcatctgt
  1192561 cgtccgggtt cagtttcgaa ccgaacggca ggctcctgct cctgaggaac cgagagagaa
  1192621 cgaatgaatg ccctgagaat ggtcattccg ccacgatatc cctggtctct gatctcgcga
  1192681 gcgattaccg ttgccgggat tttgtaagga tgagcatcgg cgatgcgttg acgaatataa
  1192741 tcccggtatt catccaggag tgaagcaaca gcaggtcgcg gcgtatattt tggcggctca
  1192801 gattttgcct gcaaataacg tttaacggta ttgcgggaga tccccagttc tctggcaatc
  1192861 gcccggctac tcattccctg cttgtgcagg attttaattt ccataactgt ctcaaaagtg
  1192921 accataaact ctcctgaatc aggagagcag attaccccct ggatctgatt tcaggcgttg
  1192981 ggtgtggatc actattgcac cgttcgttac acctatggcc agagtattac cgatgcctgt
  1193041 attggctgga aagatactga ggcgctgttg cgccagttgg ctggagcagt gagagctcgc
  1193101 cgccagtagg ctaacgcgct tgctattttg agtctgggca ggtgcgttat cttcacgtac
  1193161 aactcgttat cttcatatac agaagagtac gctttggtaa cggagtgctg actgcattca
  1193221 catagccgtc aataaaaaac cccgacatta ttcatgtacg gggttttttt actgtgttaa
  1193281 tcagggctaa ttacttcgct ttaccctggt tagcaaccgc tgcagcttta gcggcgattt
  1193341 catcagcgtt acccagatag tagtgtttga taggcttgaa gttctcatca aactcataca
  1193401 ctaatggcac gccagttggg atgttcagct caagaatttc gtcttcgccc agatcatcca
  1193461 gatattttac caatgcacgt aaagagttac cgtgagcagc aataattacg cgttcaccgc
  1193521 tggcaatacg tggtttgata acgtcattcc agtagggaat cacgcgttca atagtcagcg
  1193581 ccaagctttc tgtggttggc agctcagcat cagtcaattt tgcataacgt gggtcatggc
  1193641 ctgggaaacg ctcatcgctt ttctccagtg ctggaggggt gatggcaaag ccacgacgcc
  1193701 attgcttaac ctgctcatcg ccgtattttt cagccgtttc agatttattc aggccttgca
  1193761 gtgcgccgta gtgacgctcg ttaagcttcc aggttttttc tgttggcagc catgcctgat
  1193821 ctaattcatc caaaatgttc cacaaggtgt ggatagcgcg ttttaatact gaggtgtagg
  1193881 cgaaatcaaa agtgaagcct tcatctttta acagcttacc cgctgccttt gcttcagaac
  1193941 ggcctttttc agacagatca acatcatacc aaccggtgaa gcggttttcg ttgttccatt
  1194001 gactttcgcc gtgtcgtacc aaaactagct tagttactgc cataacgttg actccaatta
  1194061 agtttggtat atgcccgtca tacttcaagc tgcatgtgcg ttggctgcgc tcaatcagcc
  1194121 gaatcactta ctccagtaag ctcattggaa ctctctcgct tgccgccttc ctgcaactcg
  1194181 aattattttg ggtaataaat acacattcaa tgataattat tatcattata ttgcgtgatc
  1194241 actgcgaaca gcaatcgatt gtgtttaacc atagccaatt ttttacttta acgtaagacc
  1194301 aatagccgaa tcgattctgc caaataggca acttatcaat atatgggcat taaatacccc
  1194361 atatcaacag acccctgcct cgaaatgggt taggccgctt tcttgaggca agtgctcata
  1194421 aaggtcttgc gctcatcacc ttttagcatt ttttgggctg cctcggcatt acaacttttc
  1194481 attttctgtt gctgaggtgt cagggctttt ccatcaggtg ctgtctgtgc tttcagacat
  1194541 tgactcataa agtttttccg ctcatcaccc ttgagtgatt gagtgctggc ctgttgatta
  1194601 caatcggtca tctgctgctg ctgcgccgct tgggctggtg agggcgtttt cggcggatct
  1194661 gcggccatca cattggcact cagcaataac ccagccgata acaaccatag ggggaataga
  1194721 cgcataggcg ttccttttta tagtcatgag gtttagtaat caatgtcaga ggtctaaaag
  1194781 gcgggcagaa cgtcagtacg gccgcctgac agatgcagtt aagcgtagtc ggcagcagtg
  1194841 aataagggta gttttaggca aggattcagt tatatcttag aagatgaatg agcacgatat
  1194901 tagaaagtta acggccacta ccgaagtgag aaccgggtgg ccgttgcggc atgatgtatt
  1194961 acgccaggag tattcgtaat acatcattca taacgtcatc attcataacg tcatcattta
  1195021 taaaggcaac gcaataaagt gataaaccgt cgttgagcga taggtcttcc ccggttttag
  1195081 ccaacaatcg ggctgtggcc attcagggtg gttagggcta tcaggcaaaa attcactttc
  1195141 tagtgccaca cccgcatagc tggcataggt gccgccgttg cgtgcgggtg tgccagcaag
  1195201 ataatttccg ctgtaaagct gcaacgcagg cgctgaggtg aacatactca tttgcacctg
  1195261 gttatcggat gaccacaagt gtgccgccgg agagtctaag gccccacagg tgcggtgcag
  1195321 caaataagcg tggtcatagc ctttaactcg ttgctggcag cgatcttgta gaaaatcctg
  1195381 cgccaatgtt ttaggttggc gaaaatccat accggtattc tcgacatcag cgagtcctcc
  1195441 ggttgggatg cccgcactgt cgacaggcag gtaacggtct gcaaacagtt gcaaacgatg
  1195501 tgaacgggca tcatgccctt cgccgtcaag gttgaaatag gcatgattgg tcaggttaac
  1195561 cgggcaggtt ttatccacct gtgcctgata atgaatttcc agccggttat cttcggttag
  1195621 caggtactgt acttcaacag tcagattacc ggggaaacct tgatcgccat ctggtgaatc
  1195681 aagtttatag gtaacctggt ggtcatcttg ggtcactttc tgccaacgct gggcatggaa
  1195741 accttccggg ccaccgtgta attggttagg gccttggttc gggaccaact ggattgtttc
  1195801 gccatccaag gtgatttgcg cattggctat ccggttggca taacggccaa ccgtggcccc
  1195861 gagataagcg gcttgatgca ggtaatcagc cggtgtcggg tagcccagta gcaattcacg
  1195921 tttctcacca tttttcagcg gtaatatggc cgataaccag gttgcccccc attcataaag
  1195981 gtgacggtca taccgctttt attctgcaat ttggtgaatt caaaagggtg accatccggt
  1196041 gctaacgggt caacactgtt tggtgatgcc gcgccgtttt tcagcataaa cccgctcctt
  1196101 gtgaagcctg acagacataa aaagtctctt tcttgccgcc gctgtgtgcc gggtattctt
  1196161 gcgcaacggt ggtgcgaacc tgctcgacta attcaagcgg cattaacgcg ataatacaac
  1196221 cgccaaaacc gccacccgtc atgcgcaccc caccttgatc accaatcact gatttcacaa
  1196281 tctcgacgag tctatctatt ggtggaaccg tgatctcaaa gtcatcacgc atagaaatat
  1196341 gagactcttg catcaattgc cccatcaatt tcaagttccc ggcggccaag gcatctgcgg
  1196401 ctgccagcgt gcgtgcattc tcgctgatca catggcgggc gcgtttagcg acgaccggat
  1196461 ctagctcgtc ttgtattgag aagaagaggc tcggttcgac atcacgcaat gctttgacgc
  1196521 caaagaaacg ggcggcagct tcacactgtt ggcggcgagt attgtattcg ctgtcaacca
  1196581 ggccacgttg aatgtttgag ttgataataa cgacggccat gttttccggc attggcacgg
  1196641 cacgggtttc caaggtccga caatcaatca gcaacgcatg gtctttttta cccaatgctg
  1196701 agattaactg atccataatg ccgcagttac agccgacaaa ttggttttct gcctcttgcc
  1196761 cattcagcgc cagttctaca ccgctaagag ggagttgata gagtgattgc agggcttggc
  1196821 ccacggccac ttccaacgat gcagaggaac tgaggccagc accctgcggg acattgccac
  1196881 agataaccag atcggcccca ccaaaatcag cgttgcgcat ttgtagatgt ttcaccacac
  1196941 cacgcacgta gtcagcccag cgatattcag gatgcgggac aatcggtgca tcaagagaga
  1197001 atatatcctg ctggttttca tagtcggcgg caataacacg aatctggcga tcgtcgcgtt
  1197061 tgccacaact gatcaccgtt tcataattaa tggcgcaggg cagaacaaag ccatcgttat
  1197121 agtcggtatg ttcgccaatc agattgacgc ggcccggcgc tttaatggtg atgtcagact
  1197181 cgcggtcaaa ctgttggcgg aaaatagtct gggtatgttg ttttaaactc atgatttggc
  1197241 tccggcctct ttatagtgaa catcacttac tgcccgcagg agtgctgccg cctgttctgc
  1197301 tgtaaggtct cgctgggttt cggccagcag ttcatagccc accataaact tacgtactga
  1197361 cgctgaacgc agcagagggg gataaaaatg cgcatgtaat tgccaatgcg tattgtcatt
  1197421 cgcgttataa ggcgcgccat gccatcccat agagtaaggg aaagagcatg agaataaatt
  1197481 gtcataacgg ctggtcagtt ttttcaaggc aatggccaaa tcactgcgtt gctctgccga
  1197541 aaggtcttcc aggcgcaata ctgcggcttt gggcagtaac agggtttcaa atggccaggc
  1197601 tgcccagtaa ggcactaccg ctagccaatg ttctgtttca accacggtcc gttgaccatc
  1197661 gcggcgttcc cgctcgacat aatccagcag catgggcgat tgatgttgct gaaaatactg
  1197721 ttgctgtaaa cggtcttcct gttctgcttc attcggcagg aaactgttgg cccaaatttg
  1197781 cccatgcgga tggggattag agcagcccat cgctgcccct ttattttcaa acacttgcac
  1197841 ccatgggtat attttgccca actcggcgct ctgctgctgc caagtctgaa cgacctgttc
  1197901 cagcgcgggc agtgtcagtt gcggcagggt tttgctgtga tcaggagaga agcaaatgac
  1197961 tctactggtg ccgcgtgcgc tttgactacg catcagcgga tcatgacttg gcggcgcatc
  1198021 tggggtatca ggcatcagtg cggcaaagtc attggtaaag acataagtcg atgagtaatc
  1198081 aggattcaca tcaccggtaa ctcgggtatt gccggggcac aagaagcaat cgggatcatg
  1198141 agccggtaaa ttctcggttg cgggtgcttc ttgttggcct tgccatgggc gtttagcccg
  1198201 atgaggcgag accaataccc actggtcttt caacgggtta tagcgacgat gtggatgatc
  1198261 cacagggtta aaatgcgtca taaaattgcc ttaatcgggg tagccttgag gattttttga
  1198321 ttgccagtgc caagtatctg ccgccatctc atcaagtgag cggctgactc gccagcctag
  1198381 ttgttccgcc gctttagttg catcagccca gtaggcaggc agatcccctt cgcggcgcgg
  1198441 ggcaaaatgg taggccagtg gtttaccaca ggctttactg aatgcggcca ccacttgcaa
  1198501 cacactgtgg ccgacaccgg cccccagatt gaagatatgc acgccgggct tgccgtgtaa
  1198561 ggttttcatt gcggccacat ggccgtcagc cagatccacc acatggatat agtcacggac
  1198621 gccagtacca tcaggggttg ggtagccatt gccaaagatg gccagtgatt cacggcggcc
  1198681 aacggcgact tgagcaataa acggcattaa attattcggg ataccttgcg gatcttcgcc
  1198741 catcaaaccc gatgggtgcg caccgacggg gttgaaatag cgcaaaatcg tcatattcca
  1198801 ctgtggatca gccagttgaa catcttgcag aatttgctca accatcaatt tactgcggcc
  1198861 ataggggctg gacggtgaac cggtcgggaa gctttctaca tagggaatct gtggctgatc
  1198921 gccataaaca gtggctgagg agctgaaaat caggttctta acctgtgcgg cgcgcatcgc
  1198981 ttctaataac accaaggtgc caaacacgtt gttgttgtaa tactcgagtg gccggttgac
  1199041 ggattcgcca accgctttca gaccggcaaa atgaatgacg gcatgaatag gatgagccgc
  1199101 aaaaatgcta tcgagcagtg tgcgatcacg gatatcaccc gcataaagtt caggcgtata
  1199161 gccggtcaaa ctgtgtatcc gggctaatac gctggattta ctgttgcaga ggttgtcgag
  1199221 gatgacgggt ttgtagccag cctcaatcaa ttgcacacag gtatggctac caatgtaacc
  1199281 gctaccacct gttaccagaa cgtacataat aagactcctc taatgagttc aatgcaataa
  1199341 agatagcacg ccattatggg taaaaaggtg atctacgctc aataatggaa tcgtttacac
  1199401 tcaatttttt actagcttaa tcccactgaa tacagaaata caggggtatt ctgtgagcat
  1199461 agacaaataa tggtaaaaat gatgggcata acaacgattg ctgaagtggt agcgttctca
  1199521 tccatcaatg tagccggaat gtcctgtttg tggtgcgcga ggttgctgct cacgaggtta
  1199581 ctgccatagg ttgataggtc aatttatctt gatgtcagtc accaatgggc gatgacttaa
  1199641 tcgcggtagt gatccctttg gttcatttag tggggtaaat agagtggata ggtgaagaac
  1199701 agtaaatgca ttaaattcag ggcgaaatgg aaagccacgg caacccacag gcggccactc
  1199761 catagccagg ccaagccata aataacacct gccagtgcgg cgaataacat taatagcggg
  1199821 ccaccggcga agtgggcact gccaaagagt aatgcggtga tgaccaacgc tgggtaagac
  1199881 ccaagccact gaccgaggcg ttgttgcaag tagccacgga ataaggcttc ttcagccaga
  1199941 caaacaaaaa acagattggc aataataaag gagcctatcc aaaccggggt atgcagctca
  1200001 attttcaagc caccgagcgc cacagccagc agcaataagg cgggtacgct gagtatcagc
  1200061 acaacccaac ccatgcgccc gactgatggg tgttttttca ccttgaacag ggttggcaga
  1200121 caggccagta agataaaggg gactagcgcc ttatccagat tgtaatacat ggtgaagggg
  1200181 gcactgagcg gcccggtacg gactttatcc agcactttca ggttgtgaaa accaggaaca
  1200241 aggtgcagga ataacgcgat aacgcccagt acgagcagca actccaaccc agcggcgacg
  1200301 ccattacgtt gacgatactt ttgcagcagt agcacgagga tgattatggc aagtaaaaac
  1200361 gcggtagcag ggaaggtgag gacaccgcta taacaggcca ttgctaatga tgaaaccaaa
  1200421 aataacaggg agagcacctg gctcagtggt aaaaacagta acgaagtagc aagaacaccc
  1200481 cacatagata atccctttct tatttcatcc tgattgatgg catagcccta aatgacggtt
  1200541 tagcctaagg catttttttg agctaaatca accaatttac acttggccac cagcactgat
  1200601 aagtggctgg tggtaagaat aataacatgc tggcaccaga gtaaaggtcg ggtcagtggg
  1200661 ggttgcattg ggtgacgctc agttaaaact gtgaaaaatg cttattttac ctgtggttgg
  1200721 cttggtgatt tttcttgttg atagtgataa atatcgccaa atggcacaaa ggttaagcgg
  1200781 tgcgtaatac actggggtgc atcctcggca tggtgagaaa cgaacaataa ttgggtttct
  1200841 ccttcaccga tcatcacatc aataaaacgg cgcactaaca aacggttaag cggatccagc
  1200901 ccttgtaagg gttcatccag gatcaggagc gctgggtgct taaccaatgc tcgggcgatc
  1200961 aagaccagac gctgttgccc ccaagataag ctgtggaaag gttggttggc gacggaggtg
  1201021 gaaaacccca gtaaagacag ccattgatct gctaattgtt gttgacgatc agaggctgct
  1201081 tggtaaagac caatcgaatc gaaaaaaccg gataaaatca cggtacgtac acgggtgcta
  1201141 acccggtagt ccagatggag gctgccgctg acataaccaa tatggcgttt gatgtcccag
  1201201 atggtttcac cactgccacg gcggcggcca aacagcgtta aatcattact gtatccttgg
  1201261 ggatggtcgc cagttatcag gctgagtaag gtggatttcc ctgcaccatt ctggccgata
  1201321 atctgccagt gttcaccggg gttcacttgc cagctcaggt tatgcaggat agggcggtcg
  1201381 ttgtactcca ccaccccgtc attcagtatg atcaagggtt catttttcgg tattcgtagg
  1201441 tggtgctgtg gatcctccgt ttccggcagt gacagcccat ccagattttc actgtgtgcc
  1201501 aattgggcaa ttaacgcttc cgacagaatc tgctggcgcg gccccatgtg ggtcaggtgg
  1201561 caatcagcca atacgccaac gtactgcaca aaatcaggga tatcatcaaa gcggttgagg
  1201621 accaatacca gggtgacgcc ttgggccgaa agtgtggata gcatctcggc taactgcgcc
  1201681 cgagccgcga catccaggcc atcaaagggc tcatccagaa tcagcaggtc cggttgcggc
  1201741 atcagcgcct gacacagcaa tgttttacgg gtttcccccg tagaaaggta tttgaagcgg
  1201801 cgagaaagca agtggctgat tccaaatagc gctgccagtt gttgacagcg ctgcgggtca
  1201861 cgggccgctt cctgaataat ttcggcggta gtacggccag tgtcatcttc atcagcactg
  1201921 agcaggtcgg tattattacg ttgccactct tcattgacca gttgctgtag ttgttcgaat
  1201981 gataaacgca caccatggcg gaagtggctt tggcggctgc cctccagcag ggccagttct
  1202041 ccagacaggg ccttggctaa cgcagattta ccactgccat tggccccgac aaatgcccaa
  1202101 cagtcacccg cctggatatg tagcgctggc aagatgagtg tctgtgtgtc actcaggcga
  1202161 aaacaacctt gcgatatttg caactcagac atcatctttc ccatattttg caacgtagta
  1202221 aagatgttag ggataagcgg aaagacgaaa aatgtcaacg aacaaatgta tggtccaaca
  1202281 gtgattactg ggaataatca ttcaacacaa tgtggcgata atcacccgat ctgcattgaa
  1202341 ttgtgcaatg acggcactgc caacccgtaa attcagcgca tggagttcgc tgttgttttg
  1202401 ggttgaacac aggttggccc cgccagttaa ggtgacaata acttcgctat gatcgttgcc
  1202461 cggctcaatg ctggcgaccg ttcccggcaa tgcgttatcc gctgcacctg ccagtgccgg
  1202521 atcggtaacc agttttaccc aaggtgcttt aatcaatgcc agcacttctt tacctgctga
  1202581 aagttgcagg cgatccgcgc tttgttgggt gatcgccgcc gttaagcgag ttttaccgtc
  1202641 cgatagcaga atattgacat gctgttgcac ctgctggtgg tcgcgttcaa taagggtacc
  1202701 gaaaaattga ttacgggcgc tggtttgcag tgaaaaacgg gaaattgccg ccagcaagct
  1202761 gtccagcggc agtgaatcat ctttcagggt atcaaaggct ttttgctgga tggttgcgag
  1202821 taaatcataa agctggatta agcgttcacc gtagcgggtc agatgtgcac cccctccacc
  1202881 tttgccgcca gtggcccgtt caaccagtat ctcctcggac agtgtattca tgtcatttat
  1202941 ggcatcccag gcacttttat agctgatacc cgcgagcttg gctccctggc tgatggaacc
  1203001 ggtatgctga atttgcttta acagtgcaat acggcgtgga tcggcaaaca ggcgctgttg
  1203061 aagttttagt gtaagaagaa tttcggcctg cattgttttt tgctccggcg ggaaacagtt
  1203121 attgtcatag atagctaaat ggcatagata gctaaacaac atagatagct aaacaacata
  1203181 gatagataaa caacatagat agataaatcg cacgtttggc aggttacatt tttttatcgt
  1203241 cggttaaaat aacagggtta attcattgct gatatcattt acagtaaatg ataggcagca
  1203301 gtgttggtta ttgtgataat gtgggttatc gctcaatggg cagttatgag aggctagcat
  1203361 gtttgaacta ttaaaaagtc tggtctttgc cgtggtcatg gtaccggtgg tgatggcagt
  1203421 cattttgggg ctgatttatg ggctgggtga agtgtttaac gtgatctcca agacgggtca
  1203481 cccgaaagaa cggaataccc ttcgttcttg agtgttgctg tacgcttatc agcacaagca
  1203541 cacaagtctc tgatttctga atgcctggcg tataaacgtt gggcattttt gtatcattcc
  1203601 tcaccttaat cccccacctt agtttctccc acgatacggt tacgactcaa gctgcctcac
  1203661 atcttgccga taaactgcat gacctgctta taatgttacg ctatattcct ccgtatataa
  1203721 cggtatcatt aatgtggaga acaacatgaa gaatcaatac ggtaaagtga gttactgggt
  1203781 agccggtgcg gtattgctga cggctttttc cggcccagcc ttcgctgccg ataagattac
  1203841 cgtgtttgcc gcggcctcac tgaccaatgc gctacaggat attgctgtcc agtataaaca
  1203901 agaaaagcag gtcgatgtgg tggcttccta tgcgtcatct tccacgctgg cacggcagat
  1203961 tgagcagggg gcaccggccg atctgtttat ttccgctgac caacaatgga tggattatgc
  1204021 cattgataaa cagcaaattg tcgccaatac tcgctacacc ctattaggga acgaactggt
  1204081 attgattgcg ccgcaagaca gccagattga taaagttgag atcgataaga aaaccgactg
  1204141 gaaaaagttg ctggaggggg gccgcttggc ggttggtgat cctgaccacg taccggcggg
  1204201 tatttatgcc aaagagtccc tggaaaactt aggggcctgg tcaacgttag ccccggaaat
  1204261 ggcccgtgcc aataatgtga gaagcgcaat ggcgctggtc gaacgggcag aagcgccgct
  1204321 gggcattgtt tatggttcag atgcggtagc cagtaagaaa gttaaagttg ttggcatatt
  1204381 cccggaggca agtcataagc cggttgaata cccaatggcg attgttaaag gccatgacaa
  1204441 tccaacggta acggcttttt atgattacct gaaaagcccg gcagccgcgg tgattttcaa
  1204501 aaactatgga ttcaccccac gctaatgata ttgagtgagt atgaatggca ggcgattatt
  1204561 ctcagcctga aagtttccgg tgtcgcggta gcttgtagcc tgccattggg tattctgatg
  1204621 gcctgggttt tagtgcgttg tcgcttcccc ggaaaatcgc tgctagacag tgtgattcat
  1204681 ttgccactgg tgctgccacc ggtggtgatt ggctatctct tgttgatcag tatggggcgg
  1204741 cgcggtttta tcggcgaatg gctctatagc tggtttggca ttaatttcag tttcagttgg
  1204801 cgcggtgcgg ccttggcttc ggcggtggtt gcttttcctt tgatggtcag ggcgattcgc
  1204861 ttagctctgg aggccgtcga tacccgtttg gagctggcgg cgcgcacgtt aggggcaacg
  1204921 ccatggcggg tctttttcac gataactctg ccgctctctt taccgggggt gattgccggt
  1204981 acggtgctgt cttttgcccg ctcattgggg gagttcggtg cgaccatcac gtttgtttcg
  1205041 aatatccccg gtgaaacccg aaccattcct ctggcaatgt acaccctgat tgaaacgccc
  1205101 ggtgcggaag ccgccgctgc gcgcttgtgt gtgatcgcca ttattttatc gttggtgtca
  1205161 ttgctgttat ccgaatggtt ggctaattgg ggtaaaaaac gcatgggggc cccatgctag
  1205221 aactgaattt cagccaacaa ttgggtgatt tacacctaca ggtcgccacc gatttaccgg
  1205281 cgcaggggat taccgcgatt tttggtttat cgggtgccgg taaaacgtca ctgattaatg
  1205341 tgataggggg gctgactcgc ccacagcaag gccgagtgat tctgaatggc cgggtgctgg
  1205401 tggatgccga gaaaaatatt tacctgccgc cggaaaagcg ccgggttggc tacgtgtttc
  1205461 aggatgcgcg cttgttccct cattatcggg tgcggggtaa cttgcaatac ggtatggcgg
  1205521 cgtcaatgcg cgggcagttt gacgcgattg tgggcttgct gggcattgag ccgttattga
  1205581 accgcttccc gttcacgctg tcaggtggcg agaaacagcg ggttgccatt ggtcgtgcat
  1205641 tattgaccgc tcctgagttg ctgttaatgg atgagccatt ggcatcactg gatttgccac
  1205701 gtaagcgcga gctgttgccg tatctggagc ggctggcgca ggatgtgaat acgcccattt
  1205761 tgtatgtcag ccacagcatg gatgaaattt tgcggctggc ggatcaagtg gtggtgatgg
  1205821 atgccggtaa agttcgtgcc gtgggggggc tggaggaggt atgggccagc agtgcactgc
  1205881 ggccgtggtt gcaacgagaa gagcctagca gcattttgcg ggtgagtgtg attggtcatc
  1205941 atgatcgtta tgcgatgacg gcactggcgt taggtgacca gcggttgtgg gtgggcaagt
  1206001 tggatgccgc tgaaggcaat tcaatgcgta tccgtattaa tgctgccgat gtctcactgg
  1206061 cattacagcc gccgcacagc agcagtattc gtaatatttt gccggtaaaa gtggctgagt
  1206121 gtctggatgt ggacgggcag gtcgatgtta agttagccat cggtgagcaa tggttatggg
  1206181 cgcggatcac gccatgggca cgggatgaac tggggctgaa acctggtcag tgggtgtatg
  1206241 cacagataaa aagtgtgtca tttaaccgcc agaatggccc tgtaccagat tgagtggtgc
  1206301 cgctttttgt gtaggcacca ccatgatgaa tctgtcgctg tgaatttatc aggctaatac
  1206361 atgctggcgg ataacggcgg caatacccgg ttgctcgtta tctgtaatca ccaggtccgc
  1206421 ccgttgttta atcgcatcgt cgctgttacc catggcaacc cctaatccag cagcctctaa
  1206481 catactcaga tcgttaaagt tatcaccaaa agcgatcacc tcttgcatac tcaggccctg
  1206541 agattcaacc cactgttgga ggcgtttccc cttgctgttc cccgcttggg cgatatccac
  1206601 ctgatcatgc cacgaccatt cgcaggccag acccatttct gcttctaccc tggcggcaaa
  1206661 cgcttttaac tgtgcagtat ctgggtgaga ggttgcaaat ttccagatgg cggtcgcact
  1206721 gtgagcggca tccagtaagc tgttgacctg aagaaaggtc gggcgctgag cgggcggcaa
  1206781 tgactcggcc caactgaggg tgcgggtcac atggcccgtg atctgctgat acagcatggc
  1206841 atcatccaca tacatcaggc catggatctg tgttttctcc agtaattgca ggacttgaac
  1206901 cgcctgttgt ggagtgagtg ggtttgaatc cagcactttt ttattttgat aatcataaat
  1206961 ataagtgccg ttacagcaga tagcgggtgt atccagttgc agtgcctgat aaaacggatg
  1207021 gatcgcgaca tggtggcggc ctgttacgac gatcactttc acgccttcag cccgggcttg
  1207081 cgccagcgcg gacaacgatt caggcaggat gcgttttttg tgatctaaca gtgttccgtc
  1207141 cagatccagt gcgattatgc gatatgtcat agcggtccct gtccccatta aaggggcgaa
  1207201 tgagaaatta tatgcttgaa aagtatgttc cgatagtaca ccggatgggt gatcgattaa
  1207261 accaaaccgg gggaaaggcc tgtataaaca gctaaaaaga agccgcgccg cgagatgccc
  1207321 gacagttgtt atgtccgtgc agtcaggtaa gctaggctta aattaaccgt taataaaaga
  1207381 tatttggtta aggcgaaggg gctggaacag gtcaattcac cttaatagcg ttacccaaca
  1207441 ggttcgacta aggagtaaag atgaagcaag cggtttacgt ggcaagtcca gacagccaac
  1207501 aaattcatgt ctggcaatta gattcagccg gtgaattaac cttattgcaa accgtggacg
  1207561 tgccgggtca ggtacagccg atggcaataa gccctaatca gcgccatctg tatgtcgggg
  1207621 ttcgtcctga ttttggtatt gtcagctatc acattgccga tgatggtacg ctgaccgccg
  1207681 caggtatggc accgcttccc ggcagcccga ctcacattga caccgatcga caaggtcgct
  1207741 tcttgttctc tgcttcttac agtttcaatt gcgtcagtat tagccctatt gatacgcatg
  1207801 gcgtagtgca agcgcccatt cagcaattgg atgacctgcc cgcgccacat tcggcgaata
  1207861 ttgacccaac caaccagatc ttgctggttc cttgcctgaa agaggataag gtacggctgt
  1207921 ttgatttgag cgcggagggg cagttaaccc cccatgcaca ggctgatatt actgttgccg
  1207981 ccggcgctgg cccacgtcat atggctttcc acccgaatca tcaggttgct tattgtgtta
  1208041 acgaactcaa tagctcggtg gatgtgtatc aaatcagcaa taacggtcag gaataccact
  1208101 tagtgcagag cctggacgcg atgcctgccg atttcaccgg gacacgttgg gcggcggata
  1208161 ttcatatcac gcctaatggc cgctatttat acatcagtga ccgtaccgcc aacctgttgg
  1208221 gtattttcac cgtttctgaa gatggccggg tgatttcgtt ggtcgggcac cacctgaccg
  1208281 aagcccaacc gcgtggtttc aatatcgacc acagtggtaa tttcctgatt gcttccggtc
  1208341 agaaatctga tcatatcgaa gtttatcgta tcgatcagaa cacgggggag ctaaccaccc
  1208401 tgaaacgtta tccggtaggt aaggggccga tgtgggtcag tatccggggg gcgcagaact
  1208461 cataaacaat aggccatttt actgactatt ttgaacctgg gcagtgcggt caccctgatg
  1208521 tacgcttgag tgactgtgca ctgcccatgt ctaaattgac ggcgactgtg gcgctgatgt
  1208581 cgcagagatc tttacaccag acggcggaaa aaccgcgatg ccgttacctt aaacggtgaa
  1208641 gataggcatt tagcttccgc gatctaccac ggccgcagcc acggccgcag tgagccgggt
  1208701 taaggcgtgt tgagagataa tataaggcgg catcagataa atcagtttgc caaagggcct
  1208761 gatccacacc ccctgttcga caaaactgcg ttgcaggcgg gcgacattaa cgggtttttt
  1208821 catctctacc accccgatgg ccccaagtac ccgcacatcg gccacggtat cttcctgagc
  1208881 cagcggcagt aattcccttt ttaactgatc ttctatttta ctcacctgct gttgccacga
  1208941 attctctgct aataaactca ggttcgcaga ggcgactgcg caagccagcg gattcgccat
  1209001 aaaggttggc ccatgcataa agcagcccgc atccccttta ctgatggttt ctgccactgc
  1209061 acgggtggtc agcgtggcgg ataaggtgag ataacctccg gtgagcgctt tacctaaaca
  1209121 taaaatatcc ggcacgatct gcgcatgttc acaggcaaac agtttgcctg ttcggccaaa
  1209181 cccagtggct atctcatcgg caatcaataa aatttgatgt ttatcacata acgccctgac
  1209241 ttcacgcaga tagctggggt gataaattcg catcccgccc gccccttgca ccacgggttc
  1209301 caggattacg gcggcaatct cattggcgtg ctgggttatc agcgcgacaa aattagcgat
  1209361 atcttgcgga tcccacgggt catcaaagcc gcactgtggc gcattggcaa acagattctc
  1209421 ggctaaatag ccctgataca aactgtgcat tgaattctgt gggtcacaga cggacatcgc
  1209481 accgaacgta tcgccgtggt aaccatggcg caaggtcaaa atacgctgcc gccgctcgcc
  1209541 cttcgcttgc cagtattgca acgccatttt cagtgcgacc tcaacgctca ccgagccgga
  1209601 atcggccaaa aaaacgcatt ccagcggcgg cggtgtcatc gcgaccagtt gtcggcacag
  1209661 ctttactgcg ggcggatggg taatgccccc gaacatcacg tgcgacattt tatccagttg
  1209721 ctgatgcgcg gcgaaattca gtaccgggtg gttatagcca tgaatggctg cccaccaaga
  1209781 tgacatacca tcgatcagcc gccgaccatc agccaattgc aattcaacac cttcagcgcc
  1209841 caccacgggg taacagggca gtggctcagt cattgaggtg tagggatgcc agatatgctg
  1209901 ttgatcaaaa actaagtcag aaggtgtcat taggtaccgt tgtaaaccaa aatatcaata
  1209961 gaatggttga cagtatatcg agtttattta cactgacgaa actttttctc ttcttttgag
  1210021 aggccatcat ggcaacttat catcactgga cagtagggca agccctggcc ctgtttgata
  1210081 aaccgctgtt ggaattattg tttgaagcac aacaagttca ccgccagcat tttgatccgc
  1210141 gtcaggtaca agtcagtacg ttgttgtcga ttaaaaccgg tgcctgtccg gaagattgta
  1210201 aatattgccc gcaaagctcc cgctataaaa ccggtctgga aagcgaacgc ttaatgcagg
  1210261 ttgagcaggt actggaatct gccaagaaag ccaaagccgc aggttcgacc cgcttctgta
  1210321 tgggcgcggc gtggaaaaat ccccacgaga gggatatgcc ttatttggcg aaaatggttg
  1210381 aaggcgtcaa ggctctgggg atggaaacct gtatgacatt gggttcgctg agtaaacagc
  1210441 aagctcatcg gctggcggat gccgggctgg attattacaa ccacaatctg gatacctctc
  1210501 cagagtttta cggcagcatt attacgaccc gcagctatca ggaacgtttg gatacgttaa
  1210561 acgaggtgcg tgacgctggg atcaaagtgt gttctggtgg catcgtcggg ctgggagaaa
  1210621 cggtacgcga tcgtgccggg ctgttggtac aactggcgaa cttgcctaag ccacctgaaa
  1210681 gtgtgcccat caatatgttg gtaaaagtga aaggcacccc gctggaaaat aacgcagagg
  1210741 tggatgcctt tgagtttatc cgcaccattg cggtagcgcg gatcatgatg ccgtcttcct
  1210801 atgtccgtct gtctgccggg cgcgagcaaa tgaacgaaca aacccaggcc atgtgcttta
  1210861 tggctggagc caactctatt ttctacggct gtaaattact gaccacaccg aatcctgatg
  1210921 aagataaaga tctgcaattg ttccgtaaat tggggctaaa cccgcagcag acggcaacat
  1210981 cacacggtga tcgtgaacaa caacaggcct tgaccgagca gctactgcat ggggataccg
  1211041 cccagtttta taatgcggcg gtctaatgag ctggcaagat aaaatagcgc aaggcttgca
  1211101 acggcgacgt gatgcggcgg cttaccgtac tcgccaggtc aacgaggggg cgaatgggcg
  1211161 ctggctacag tcaggcgagc ggcaatatct caacttctcc agtaatgact atctagggct
  1211221 aagccaaaat gacgaggtca ttgccgcatg gcagcaaggt gcacggcgct atggggtggg
  1211281 gagtggcggt tcgggtcatg tgaccggtta tagccaacct catgctcggt tggagcagca
  1211341 attagctgat tggttgggct acccgcgcgc cctgctattt atctctggtt atgccgcgaa
  1211401 tcaggcagtg ctgacggctc tgaccgatgc tgatgaccgg atattggcgg ataaactcag
  1211461 ccatgcctca ctattggaag ccgccgcgca ttcacccgcg cagttgcggc gtttccagca
  1211521 taatcagccc gaagcgctgc aaaatctgct gatcaagcct tgccagggcc agacgctggt
  1211581 ggtcaccgaa ggcgtattta gtatggatgg cgatagtgcg ccattggcgg cgctgcagca
  1211641 acagacgtca gccgcgggcg gctggttact ggtggatgat gcgcacggta ttggggttca
  1211701 tggtgaaggg gggcggggca gttgctggtt acaaggggtt caacccgagc tgttagttgt
  1211761 cacgtttggc aaggcgttcg gcttaagcgg tgcggcggtc ttgtgtcagg aaccggttgc
  1211821 tgaatacttg ttgcagtatg cccgccacct gatttacagc accgccatgc cccccgcgca
  1211881 agcctgtgct ctacaagccg ccttgcgcca agtgcaacaa ggtgatgcat tacgccaaca
  1211941 acttcagcag cgtatccgcc aatttcggac cgcggccgcg catttaccgc tgcaactggg
  1212001 ggcgtcaaaa acggcgatcc aaccgctgtt ggtgggcgat aatcagcaaa gtctgatctg
  1212061 ggcagagcaa ctgcgtgctg ccggtttatg ggtgacggca atccgccccc ccacggtgcc
  1212121 accaggaagc gccagattgc gcattaccct cagcgcggct caccaacccg aggatatcga
  1212181 tagattattg gaggtgcttt atggcctctg tcactgagca cgcgcaatgg ggcgttgggt
  1212241 gtttaccgcc actgaacgtt gataaacagg cgattgcggc tgcattcagc cgggccgccg
  1212301 agagctacga cagcgcggct aatttacagc gagaaacggg tcatcggtta gtgcagttgg
  1212361 gccagcagca tacgggtttt gtggtgttgg atgcgggttg tggcacgggg catttcagcc
  1212421 agcattggcg cttgttgggt aagcgggtca ttgccttgga tctggcggca ggtatgttgg
  1212481 attatgcgcg ccaacagcag gtcgctgacg actatctgct gggggatatt gaacatattc
  1212541 cactgcctga tcagtcggtg gatatctgct ttagcaattt ggcggtgcaa tggtgttcag
  1212601 atctgggggc ggcattgagt gaattctacc gagtgacgcg ccccggcggg atcatcctat
  1212661 tttctacctt ggcagaaggc tcccttgatg aattagggca agcgtggcaa caggtggatg
  1212721 gtcagcgtca tgtaaatgat tttttgccat tgcaacatat ccagacggcc tgccaatatt
  1212781 atcgccatca cctaacaacc gcgttatatc agccacggtt tcctaacgtg atagcgctga
  1212841 tgcgctcgtt acaaggcatt ggtgccacgc acttgcatca tgggcgtcag gctgggttac
  1212901 aggggcgtca acgtctggcg gcgctacaac gggcctatgt catgcaatct ggcggctatc
  1212961 cactgagtta tcatatggtt tatggggtta tctatcgtga ctaaacgttg gtttatcacc
  1213021 ggtaccgata ctgatgtcgg taaaaccgtc gccagttgtg cattactgca agcggccacc
  1213081 gctcaggggt accgtactgc tggctataaa ccggtagcat ccggtagcca gatgaccgct
  1213141 gacggcttgc gcaatagtga tgccctggcg ttgcaggcga atagcagcca gaggctcggt
  1213201 tactcacaag tgaatccgtt cacttttttg gaagcgacat caccgcatat tgccagtgaa
  1213261 agtgaaggga gggcgatccc tttgacggcg ttatcacagg gtttacgtca actggaaccc
  1213321 tccgctgact ggatattgat agaaggggcc ggcggctggt ttaccccgct ttctccgcag
  1213381 gccacatttg ccgattgggt acaacaggaa caattgccgg tcattatggt ggttggggtg
  1213441 aaactggggt gtatcaacca tgcgttgctc acggcacagg cgattcagca cgccgggctg
  1213501 acactggccg gttgggttgc caatgaggtg acaccggcag ggagacggca ggccgaatat
  1213561 caggccacat tgacccggat gataaccgcg ccattgctgg gaattattcc ctatctttct
  1213621 gatatagaag aaaatccggt gacaacacgc cgtgatcttg ggcactactt ggatttgacg
  1213681 gtattacgtg cagcagaacg ggaggctgtc aacatgtgat acatatatgg acgccgctac
  1213741 aagcatgtga tgtggcttgc aatcagaggc catcaggtgc gattaacctt atgtagttaa
  1213801 tctacccgag tatggttaat ctacccgaat atagttgatc tacctgaatg cgccgcggcc
  1213861 ctgaggttgc tcagcgggct aaatgctcgc taatcaagcc ttcattcaat tgatctaacg
  1213921 tcccctgagc gacatttcgg ccacccgcca tcaggcaaaa gcgatcagca atatgctgaa
  1213981 taaacggcaa gcggtgttcg accaataata gggtcatacc caaattacgg ctcagttgat
  1214041 gcaaaaccgt actgatatct tcactcagcg ctggcgaggt accgctgccc ggctcatcaa
  1214101 ggataagcag ttctggctct gcgaccaagg ctctggcaat ggctagctgt tgttgttgat
  1214161 tacgggtcag ctcaccacct cgttggctac gtttatcgtg cagtaatgga aatagctcaa
  1214221 aaacccagcc cggaatcggg tgggatttgt ggcggcctgc cagcacggcg accagtaggt
  1214281 tatcctcgac gctcagttgg gagaaaattt gctgaccctg tgggacataa ccaatgccta
  1214341 acgcattgcg tctttcaaca ggctgctgtt gcaagttttg cgggggttca tggtgaggct
  1214401 gccagatcat ggtgccgctt ttaatgggta gatgccccat aatgcaatta atcaacgtgg
  1214461 tttttcctac accattgcgg cctatcaggc acgtgcattg gccgcgaggg agctccagat
  1214521 tgatatccca gagaatatga ttatttccat agtattgatt tacagcggtt aaacttagca
  1214581 tcagtgcgtc tccttagtcg atcccagtgg ttcacaggtg ccccggtgtt ctgtaacggc
  1214641 tagtgagagt taaccagcaa atctgcatac ttggtcgcag tagtagagca taaaatacga
  1214701 cactgattac gcggggttgc gcgtgtaaac agcgcttaaa taacccctta gtggcattaa
  1214761 atgatgcaaa agcgctattt ttaccactaa taccttcaag agtaggccct atccagccaa
  1214821 ttggtttgct gaattgtttt cagctgattc atctatcctt cagataatct acagagatca
  1214881 agcaactctt ggaccaagtt gccgaacaca gaagtaaaat ttgtatgtta atggcctgta
  1214941 aatgtttttt tgggctaagg agaggaagaa taataaagtt cgaggcaggg aaggggggcc
  1215001 atttggggtg gggtgcacct aaatagtgcc ctggtgctcg ttctggtgca aaaaggaacc
  1215061 gctctctgat tttggataag gtgataatac gaataaatgc tagttataac attagcaagc
  1215121 agtgtagtta gcactaattg aaatatgcgt tgaaataaaa acatcaaaaa aacactaaaa
  1215181 aaggccgtcc atctccattt catcgcgaag ttttgttttt cgccagctcc cagcctctgt
  1215241 ggggttgatt gagttatcca ctattcctgt ggataacctt gtgcattaac aatacaaaac
  1215301 taaagagagg cgagagccag cgcggcttag gctcctgttg tccggattct ctcctttttg
  1215361 ttaaatgtat ttaatttcaa tgtgttaaat aaaatcaagc gcctggtgtt cattcgaaaa
  1215421 aatgatgagt aatgtttaat caattatttg gggatatctt gatcgcagta gcatttgggg
  1215481 ataaaaattt ttacggtata aatgttacca aattgtcact gtaaagggat aaccgttgca
  1215541 tcgatacgaa aattcctgtc attgggtgtt tgaagctggt tttatatcca gtatcataag
  1215601 gttggcaaaa atctcggggc tttcataatt agccccctga cagtgtgttt ctcccgcggg
  1215661 tagcgaattc atgagcaaat cattcaaact gcattctgtg tttaagccag ctggcgatca
  1215721 gcctgaggct atccgtaaat tggaggaggg gctggaaaat ggtctggcac accagaccct
  1215781 gctaggcgta acaggatcag gcaaaacctt tacggttgct aatgttattg ccgatctgaa
  1215841 ccggccaacc atgatcctgg ccccgaacaa aacactggca gcgcaacttt acggcgagat
  1215901 gaaagagttc ttcccggata acgcggtaga gtactttgtc tcctactacg attattatca
  1215961 acctgaagct tacgtgccca gttctgatac ttttattgag aaggatgcgt cggtcaatga
  1216021 acacatcgag cagatgcggc tatccgccac caaggccttg ttagagcggc gagatgtggt
  1216081 ggtcgtggcg tcggtttccg ccatttatgg tctgggcgtt ccagatctgt atctgaaaat
  1216141 gatgttgcac ctaacccgtg gcatgatcat tgatcaacgt tccattttac gtcgcctgtc
  1216201 agaattgcaa tacagccgca acgatcaggt atttcaacgc ggtacttttc gggttcgggg
  1216261 tgaagtgatc gatatcttcc cggcagaatc tgatgagtgg gcgctgcggg tagaattatt
  1216321 tgatgaggaa gtcgagcgat tatccatttt cgatccactc acgggtcagc tacagcatga
  1216381 agtccctcgc tttactgttt atcctaaaac acactacgtc accccacggg aacgcattct
  1216441 acaggcgatg gaagagataa aagtcgagct ggcggagcgg cgtcaggtgt tgttagccaa
  1216501 taacaaatta ttggaagagc aacgtctctc ccaacgtact cagtttgatc ttgaaatgat
  1216561 gaatgagctg ggctattgct cgggtatcga aaactattct cgctatctct ctggccgtgg
  1216621 gccgggtgaa gcgcctccca cgttatttga ctatttaccg gctgatggtt tgttgattgt
  1216681 cgatgagtcc cacgtcacta ttccgcaaat tggtggcatg tacaaaggcg accgctcacg
  1216741 taaagaaacc ctggtagagt acggtttccg tttgccatcg gcactggata accggccaat
  1216801 gcgctttgaa gagttcgaag cgttggcacc gcaaacgatc tatgtttcgg ccacaccggg
  1216861 caaatacgag ctggagaaat ctggcggtga cattattgag caagtggtgc ggccaacggg
  1216921 cctactcgat ccgttgatcg aggtccgtcc ggtagccaca caagtggatg acttgctgtc
  1216981 agagatccgc atccgtgctg cgattaacga gcgggtactg gtgaccacgc taacgaaacg
  1217041 gatggccgag gacttaaccg actatctcag cgagcatggc gccaaagtac gttacctgca
  1217101 ttcagatatc gatactgtgg agcgggtgga gattattcgc gatttacgct tgggtgaatt
  1217161 tgatgtgctg gtgggcatca acttgctgcg ggaagggttg gatatgccag aggtctcatt
  1217221 ggttgccatt cttgatgcag ataaagaggg cttcttgcgt tctgaacgct ccttgattca
  1217281 gactattggt cgtgctgccc gtaacctcaa cggcaaggcg attttatacg gcgatagaat
  1217341 taccgcctcg atggaaaaag ccattggcga aacggaacgg cggcgcgcta aacagcaggc
  1217401 gtataatgaa gaacgcagga ttattcctca ggggctaaac aaaaagattg gcgatatcct
  1217461 gcaattgggc cagccttcaa tgcgcggcaa aggaaaaggg cgcggcagtc ataaaatggc
  1217521 cgataccacc caatatcaat ctttgtcgcc gaaagcactt gatcagaaaa tccgtgaact
  1217581 ggaagcaaaa atgtatacat atgcgcaaaa cctggagttt gaacaggcgg ctgaattacg
  1217641 tgatcaggtt catcaactgc ggcaacagtt tattgcaata tcttaatttt tattgcgaca
  1217701 tcttaagttt atctcgctgc tttaaggttt gcttcagcgc cttaaggttt atcgagatgc
  1217761 cttaaaactt atttcaatac cttaaggccg aggggcagac cgttggccac tggcgtacat
  1217821 cccacgtgaa atatgacgag tgtatccaga aatacttgtc gcactcatcg attctcagta
  1217881 aggtgtgccg ctaaaattat gacgatacag ataattatct gtcagtgtac tgttgtcagg
  1217941 ccatgagata tttatctcat aacacaagag aaaaacgatg agcgagcatt tatctaaaga
  1218001 tccgctgcac gggattaccc tagagcaatt gttgacaaaa ttagttgaaa actatggctg
  1218061 ggatgggctt gctgatcgta ttcagattaa ctgttttatc agtgacccca gcattaaatc
  1218121 cagcttaaag tttttgcgcc gtaccccgtg ggccaggcaa aaagtggaag cgctctatat
  1218181 tgagatgagc gacaaagcgg agtggttgaa aggccagtct tgagccgcct gcctcgcggg
  1218241 ttattacgtg tattccatct attttatgga ttttatttac gccatttgct ctctctgcga
  1218301 gcgagcggcg ctgcgggtga tgagcggcaa acgtattgtg gggcatcggt aacttacacc
  1218361 gagtctgcac cgttcaactg ttgcaaggtg ttttccaacg cctgacgcaa taactcgcgg
  1218421 tcatggcggt gaggaatatc ttttgcttcc agtggttgtt ggacaataat tcggtctttt
  1218481 acgccactga tatcgattgt tgggctgaca ataacggcat caatgatttt acggccaatc
  1218541 ttgctttcca tgatggtcag tttgtcttgt aatgacagcg cagcggcggc ggggcttaat
  1218601 tcgcggccca gattcccaat gtaaatcata ctggcagagc tgcggcgcaa tgcctgagtt
  1218661 aactcatcca gcagcagtaa tggcattaga ctggttagaa aactgccggg gccaatcaaa
  1218721 ataacatccg cctgattaat ggcttcgacg gcttctcggg tggcgtgtac agggggcgat
  1218781 agcaacattt cttgtggcat ctgcgccaat tgatcgatat tcacttcacc ataaataggg
  1218841 tgcccttcat ggtcaatagc catcaaatct accggttgtt cggacattgg gatcaacaag
  1218901 gcatccactt ttagcaagct acgcaccaaa ttgatcgctt caatggggcg aatgctcagg
  1218961 tgatctaatg ctttcagcat caagttaccc aaattatgcc ctgccagctc accattaccg
  1219021 gtaaaacggt attcgaacat cgcggaggcg acacttggct cggtaatcaa ctgattaagg
  1219081 caattgcgag tatctcccca ggcaattccc ccctctgagc ggcgtatccg cccagttgaa
  1219141 ccgccattat cggtggtggt aacaatgcct gtcaggcgag agcctaagga ggagagagac
  1219201 gacattaccc gccccaaacc atggcctccg cccagagcaa cgacccgttc caaatccgct
  1219261 aatgtgcgat ttcgcatatt tctcctgttg ttatattcgg tgtctggcga ttatcgcgca
  1219321 tacagttttt atcttgtgtt gcaacgctaa tgaacctggc tgccatgcta atggcgttgg
  1219381 ggaccgttaa tcataaaatt gccgcataag ttaacggatt tgtgattgaa acgcgatata
  1219441 agccatgatt tttgtgattt taaacaaggc atcaatcccg gattcagtaa gctgaataac
  1219501 aataacgttg aatagataag tcgttgtata taataatata tagcgagaaa ctatcattgg
  1219561 ctatcctgcc attttaacgt tacaatcttt aggaaaagta gggtttttaa tggttagttg
  1219621 ttgtttattg ccttactttt taacgccatg atttagcagt aaaatataag ttacagctga
  1219681 acataaactc ctagccttag cgtctacgtt gtcttttttg tattggcaat atgatgttct
  1219741 ggccgtggcc ttaagccacc agggtgcaag gtagaaatgc ctgcatctcc cgtatttgga
  1219801 aaggtgttat ggtacaactc actgacgcat ttgcgcgtaa attctactat ttgcgcctat
  1219861 cgatcactga tgtgtgcaat ttccgttgca catattgctt gccagagggc taccgcccag
  1219921 atggtgtcaa aagttttttg agccttgacg aaatcaatcg cgtcagccgc gcctttgcct
  1219981 tgttgggaac ggaaaaaatc cgcctgacgg ggggcgagcc ttcgatgcgg cgcgacttca
  1220041 ctgatattat tgccactatc cggcaaaatc ccgctatccg taccttggcc gttacaacta
  1220101 atggttatcg tttagttcgt gatgtggcgc aatggcgtga tgcgggcctg acggcaatta
  1220161 atgtcagcgt cgatagcctg gatccgcgac aatttcatgc catcaccggg caggataaat
  1220221 tttatcaagt tatgcagggc attgatgccg catttgatgc cggttttgac aaagtcaaag
  1220281 tcaacgctgt tttgatgcgc gatgttaatg atcgccaact gagtgcattc cttgactgga
  1220341 tcaaacctcg gcccattcaa ctgcgtttta tcgagctgat ggaaaccggc gaaggcggta
  1220401 acctgttccg taaacaccac gtttctggtg gcgtcatccg ccaacaatta ctcgaacaag
  1220461 gctggcagca gcaagatcgg gcgcgcagtg atggcccggc tcaggtgttt caccactcgg
  1220521 attaccaagg tgaaattggg cttatcatgc cgtatgaaaa agacttttgc gccagttgta
  1220581 accgcctgcg tgtttctgct ctcggtaatt tgcatttgtg cttatttggt gagcagggga
  1220641 ttacattacg tgatctgctg ggcagtgatg atcaacaaga tgagctgata gcgcggattc
  1220701 aaagtgcgtt gcaaacgaag aaacagactc attttttgca tcagggtaac agcggtataa
  1220761 cgcaaaattt atcctttatt ggcggctgat gtgagcgaat tagcgccgat gagcttacat
  1220821 cagtaagtga ttcgggcaag tgaatgccgc taacccccct gtaatgtcaa gaacgaaggg
  1220881 attttattga tgacccaact gacacacata aacaccgcag gcgaagccca catggtcgat
  1220941 gtctcggcaa agaatgaaac ggtccgcgaa gcacgcgcag aagcgtttgt tgacatgcag
  1221001 gccgcaacac tggcgatgat tatcgatggc agccatcaca aaggggatgt gttcgcgacg
  1221061 gctcggatag ccggtattca ggcagccaaa aaaacgtggg aattgatccc gctgtgccat
  1221121 ccgttgctgc tgactaaagt ggaagtaaaa ctggaagcac agccagagca taaccgggtg
  1221181 cggatcgaaa cctgctgccg cctgaccggt aaaaccgggg tagaaatgga agcccttact
  1221241 gcggcttcag tcgcagccct gacgatttac gatatgtgca aagcggtaca aaaagacatg
  1221301 atcatcggcc cggtacgcct actgacaaag agtggcggga aatcgggtga tttcaaggtg
  1221361 gatatatgat tcagattcta ttttttgctc aggtacgtga actggttggg gtggataaat
  1221421 tacagctagc ggccgagttt ccaactgttg aagcgctacg tcaatccctg tgtcaacggg
  1221481 gtgagcgctg gcagttggcc cttgaagagg gcaaattact gacggcggtt aaccaatcat
  1221541 tagtgagtgc tcagcatcca ctggccgcag gtgatgaagt ggcgtttttc ccgccggtga
  1221601 ccggggggtg atgatggaaa atacgcgtat ccgtgtcggc gcagaagcgt tcagtgtggg
  1221661 tgatgaatac acatggctgt cgcagtgcga tgaagacggc gcggtggtga ccttcactgg
  1221721 caaagtccgt aatcataatc tgggggccag tgtcagtgcg ctaacactgg aacactaccc
  1221781 cggtatgaca gaaaaagcgc tgacggagat tattgccgac gcacgcagcc gttggtcatt
  1221841 gcagcgggta tcggtcatcc atcgggtcgg gccactattc cccggagatg aaattgtctt
  1221901 tgtgggtgtg accagcgctc atcgcagtat ggcatttgaa gcagcagaat ttattatgga
  1221961 ctacctgaaa acacgggcac cattctggaa gcgggaagcc acggtcgagg gtgagcgctg
  1222021 ggttgaatca cgggacagcg accatattgc ggctaaacgc tggtaatcta ggcgcagaac
  1222081 agcataaaaa tcacggctaa atgtctattt ttactccttt gtttccgcta tttctatggt
  1222141 acccttaaaa agacggtggg ctgtcagtcg atagcctgta tttattattt aatacaaagg
  1222201 taactaccat ggatcgctat ccacgctcta atggttcgat tgtcgaacgt gccggctcag
  1222261 gcattcaggc ctatatggcg caggtatacg gttggatgac ctgtggcttg ttattaaccg
  1222321 cagttgtcgc ttggtatgcc gcgaacactc cttcaatcat ttttgctttg caatcaaacc
  1222381 aaatattgtt ctttggcttg attattgccc agcttggtct ggtttttgtt atttccggta
  1222441 tggttaaccg cctgagtgga accgcagcaa catcactgtt tatgctgtat tccgcgctga
  1222501 ccggcctcac cctttccagc atattgataa tgtacacggg cgcgtctatc gccaagtact
  1222561 ttcgttatat gtgccgggat gtttggtgcc atgagcttct atggttacac caccaaacgt
  1222621 gatctgagcg gtatgggcag catgttgttt atgggcctga tcggtatcat tctggcatcc
  1222681 cttgttaaca tctggctgaa aagcccagcg ttgatgtggg ttgtgaccta tatcggtgtg
  1222741 ctcgtgtttg tgggcctgac tgcctacgac acacagaaac tgaaaaactt gggcgcacag
  1222801 ttggatgtca atgataaaga ttcattccgc aaatactcca ttgtgggcgc actgactctg
  1222861 tatctcgatt tcattaacct gttcttgatg ttattacgaa tcttcggtaa tcgtcgctaa
  1222921 gcgggttgat taaacgctat ggcgcggtaa gtttgcccac cgacatggtt tgagatagta
  1222981 aaggacacca aaatctggtg tcctttttgt tgtgcccaga aaacccccag ctaggctggg
  1223041 ggttcagtaa agctttcagc tttgggtcag ttataaaaac cccttttgat ttgttaaaac
  1223101 agtttgcggt ctggcaactg caaatgttca acaagaaatc aaaagggggt cccaatgagg
  1223161 gatgaaaaga gcttagcgca cacccgatgg aactgtaaat atcatatagt ttttgcgccg
  1223221 aagtaccgaa ggcaggtgtt ctacagggaa aaacgcagag cgattggcag tattttaaga
  1223281 aaactgtgcg aatggaaaaa cgtgaatatc ctggaagcag aatgctgtgt ggatcacatc
  1223341 catatgcttc tggagatccc gcccaagatg agtgtctcgg gatttatggg gtacctgaag
  1223401 ggaaagagca gtctgatgct ttatgagcag tttggcgatt tgaagttcaa ataccgtaac
  1223461 agggagtttt ggtgtcgagg gtattacgtt gatacggtag ggaaaaacac ggccaggata
  1223521 caagaataca taaagcacca attggaagag gataaaatgg gtgagcaact ctcgatcccg
  1223581 tatcccggta gcccgtttac gggccgtaag taatccatag atgcaaatgt cagatcgcga
  1223641 tgcgcctgtt agggcgcggc tggtaacaga gccttatagg cgcatatgaa aaacctccgg
  1223701 ctatgccgga ggatatttat tttttctttc accagtggtc atcaccgttt ctatgtagaa
  1223761 gttgccgttt gatgcgctga gcaacggttt gtatcgatga tcaatgtggt taacgatcct
  1223821 ctacgtattt cgtgattttc tttacggata tgatgttacg ggtaatgaat gccttacggg
  1223881 agatgtacgg gcaggagtat ctccggcgat aaaatacgcg gcgttgcttt ttgccagtgg
  1223941 ttggcagcca cgaatacgat ccgctatttt ctctgcaatc atgatggtcg tggcattgag
  1224001 gttgccggta atgatttgcg gcatgataga cgcatcgacc acccgtagcc cttgcacacc
  1224061 gtgcacccgg ccttgcccat caaccaccgc catcttgtcg tcacccattt tacatgagca
  1224121 cgaaggatga tatgccgtct cggcatgttc gcggatgaag gcatccagtt cgtcatcgtt
  1224181 ttgaacattg gccccagggc ttatctctcg accacgatat ggatccagtg caggctgcgc
  1224241 gataatctcg cgggtgatgc ggatagcatc gcggaactca tgccaatctt gttcgctcga
  1224301 catgtaattg aacaagatac ttggatgctg gcgcggatct ttcgatttta cctgaatgcg
  1224361 gccacggctt ggtgaacgca tcgagccaac atgcgcctga aaaccatgct cttttacggc
  1224421 gttgctccca ttgtaattaa tggcgacggg caggaagtgg tactgaatat tcggccaggt
  1224481 aaatgcatcg cgactgcgga taaacccacc agcttcgaat tgattgctgg cacccacgcc
  1224541 cgtaccgttg aataaccatt cgataccgat tttgggctga ttaaaccaca gcagagcagg
  1224601 gtaaagtgac accggctgtt tacagctata ttgcagatac atctcaaggt gatcttgcaa
  1224661 attctccccg acgccgggca acgcctgcac caacggaata tccaggcgtt gcagtaattc
  1224721 cgcagggcca atccccgagc gctgtaaaat ttgtggtgac gcgatagcac ccccacacaa
  1224781 taaaacttca cggcgagcat aggcggtttg gccggtgcca gcatcacctt tgaggtagcg
  1224841 gacaccagtg gctcgtttcc cttcaaatag gatccggtcc gtcagggcgt gcgtaataat
  1224901 ggttaggtta ttacgtgggc gcgcctgatc aagatagccg cgcgcagtac tggcacgacg
  1224961 acccttcggc gtcacagtac gatccatcgg gccgaaaccc tcctgctgat agccattcag
  1225021 gtcatcagta cgcggataac cggcctgcac acccgcagcg accattgcat gaaataacgg
  1225081 gttgttgccg attttaggtg tggtcacgct gacagggcct tcaccaccgt ggaaatcatt
  1225141 tgggccgatg tcgcgtgttt ctgccttgcg aaagtacggc aggcaatcaa gataactcca
  1225201 gtcctccagg cccgataaac tggcccagtg gtcaaaatcc atggcgttgc cgcggatgta
  1225261 acacatgcca ttaattaatg atgaaccgcc caaaccttta ccgcgtccgc actccatgcg
  1225321 gcggttgttc atatgcggct ccggatcggt ttcataagcc caattataac gtttaccctg
  1225381 aagtggaaag gcgagcgccg caggcatttg tgtccgaaaa tccagccgat agtctggtcc
  1225441 acccgcttcg agcaagagta cggtgacatc cgcatcttct gttaaacggg ctgccagcac
  1225501 gttgcctgca gaaccggcac caatgatgat gtaatcgtat tccattggat gtccctctgg
  1225561 tgttggatta aaaaacagaa ttgaagctgc ctaactcaac ctgaattgat ttgatttgcg
  1225621 tgtaatgttc cagcgtgctg ataccgtttt cacggcctac accagaatgc ttatatccgc
  1225681 ctacaggcat ctctggtgcc gattcgcccc aagtattgat ccagcagata cccgcttgca
  1225741 gttgatgaat cacgcgatgg gcacggttca aatcctgtgt aacgaccccc gccgctaaac
  1225801 cgtactcggt atcattggcg cggcgaatga cttcctcttc gctttgataa ctaagaatgc
  1225861 tcatcaccgg tccgaagatc tcttcacgca caatttgcat gtcatcacgg cagtgggtga
  1225921 ataccgtagg ggcgacatag gccccgtgtg ccagtgcgcc ctcggtcaga ctgtatcccc
  1225981 cgatcagcag ggttgcgcct tcccgtttac cgctgtcaat gtaacgcatc actgaatcgc
  1226041 ggtgctggaa gctaaccaac gggccaaagt tggttcgttc atcgcttggg tcaccaatat
  1226101 gaatccgctt gacccgttca acgattttct gctcaaacgc ggcctgtaac gcctgcggga
  1226161 caaaaactcg cgtgccgttg gtgcagactt gtcctgagct gtagaaattg gccatcatcg
  1226221 caatatcagc ggccttatcg agatcggcat cagcaaaaat aattagtggg gactttccgc
  1226281 ccaactccat ggtgacatct ttcagggtcg atcccgcggc gttagccatc acctttttac
  1226341 cgctggcaat ccccccggtg aaggagacct ttgcaatacc cggatgctct gtcagcatct
  1226401 gcccaacctg gtcaccactg ccggtcaata cgttaaatac gccagccggt aaacccgctt
  1226461 cggtgtagat tcccgccaat ttcagtgcgg tcagcgatgt cacttcactt ggtttgaaga
  1226521 tcatagcgtt gcccgccgcc agcgccggtg cagatttcca caaagcgatc tgaaggggat
  1226581 agttccaggc accaataccg gcaaccacgc ccagtggctc acggcgggta tagacaaatg
  1226641 cgctgccacg tagtgggatc tgttgccctt caagggcggg gattaggcca gcataatatt
  1226701 ccagcacatc ggcaccggta acgatgtcca cagatcgggt ttcggatagg ggtttaccgg
  1226761 tgtctgccgt ttcaattgcc gccagttcat cattacgatc acgcaagata tccacggccc
  1226821 ggcgcaagat gcgtgaacgt tccatcgcgg tcatcgctgc ccacacaggc tgaccttgtt
  1226881 tggcggcggc taccgcctta tcaacatcct gtgcgttggc ggcctggagt tgtgcaatgc
  1226941 attcgccatt cgcggggttc acggcatcga aagtatcacc actggtgctg tcggtgtacg
  1227001 cgccgttgat ataaagtttt tgcaagccgt agcgggacat agtctctcct gtcttttcct
  1227061 gtacggctaa ataccgttca gtgcgttcga attttgttca gcacttatat ttaatgttca
  1227121 attgctgctc aatatagtta tggataatca gcagcgcttc ctgacggtta aagtgttcgc
  1227181 cactcaatgc actgcgtagc cataatccat caatcaaacc cgccatacct ttagcggcga
  1227241 gctgcgcttg ctctcgcggt aaacaacgtt tgaattcagc acataaattt gaatagagtc
  1227301 ggcggttatt cacctgctgt aaccgataca attgtgggct atgcatactg cttgcccaaa
  1227361 atgccagcca ggttttcatc gcggcgctat tgatctggct gtcatcaaag ttgccttcgg
  1227421 cgatcgcccg caaacgggca cgaggatcgt tgacggacag ggcagccaag tgctgcttca
  1227481 ccgcctcgcc aaggtgcctt atcagatacc tcattgtggc ttctagcagg ccatttttgt
  1227541 cacggaaata gtggctgata atgccgttgg atacgccagc acgctttgca atctgcgcaa
  1227601 tagacgcttc atgcattccc acttcattca ccgcggccat tgttgcctcg atcaattgct
  1227661 gccgtcggat cggctgcatt cctacttttg gcacgggtct ggactccttt aaattcaatc
  1227721 aattaatact gttattcatg ctgcctattg gcagctagtt acccgttacg aaacactatt
  1227781 aaactttttt tgattgaacg ttcaataaaa aatgaatata ttttattgct gataagttaa
  1227841 atttttgtgt gaacattgat tgtaacttgt tgatgttaga agttaatcac gttggtatcg
  1227901 gataggtggt ttttagctca ccaataacgt cagctcatca aaaattggcg gtaagtgcac
  1227961 tcagcggatc gcctgcgagc agtctcttga tatgcgctaa ggggcgctta cccaccaaat
  1228021 gtgatgagcc ttactttttt aaaaatgcag gggaaacgat ggtgacttca gacatcgaca
  1228081 caaaaccgca aaaggatacg ttaaatccgg tggtgttctt tacgtccgcg gggttgatcc
  1228141 tcgcgttctg tcttatgact attttttata ctgacctctc taatcgctgg attggtatta
  1228201 cccttaactg ggtctctgcc acttttggtt ggtactatct gctggcggcc acgctgtata
  1228261 tcgtttttgt tatttatatt gccacttcac gctatggctc aatcaaactt ggccccgagc
  1228321 agtcaaagcc cgagttcagc ctggtcagtt gggcggcaat gctgttcgcc gccggtatcg
  1228381 gtattgacct gatgttcttc tcggtagccg aacccgtgac gcaatatatg atgccaccag
  1228441 aaggccaggg ccagactctg gaagccgcgc ggcaggcgat ggtctggacg ctgttccact
  1228501 atgggctgac aggttggtca atgtatgcat tgatggggat tgcactcggt tacttcagct
  1228561 atcgctataa cctgccgttg accatccgtt ccgcgcttta ccctatcttt ggtaagcgga
  1228621 tcgacgggcc aatcggccac agtgtggata tcgccgccgt tatcgggacg attttcggga
  1228681 ttgccaccac attggggatt ggggtggtgc agctcaatta cggcctcaat gtcctgtttc
  1228741 atatcccgga aagtctggcg gttcaggccg ggttaattct gttgtcggtg gtgatggcgg
  1228801 cagtatcggt gacatcgggt gtcaacaaag gcattcggat cctctctgaa gtgaatgttc
  1228861 tgctggcgtt aggcctgatc ctattcctgc tgttctgggg gaacacggaa ttcctgctga
  1228921 atgcgctggt gcttaacgtg ggggattata tcaatcgctt tttgggcatg acgctcaaca
  1228981 gttttgcttt tgatcgccca acccaatgga tgaatagctg gacgctgttt ttctgggcat
  1229041 ggtgggttgc ctggtcaccc tttgttggtc tgtttctggc gcgtatttcc cgtggccgca
  1229101 ctatccgcca atttgtggtc ggtacgttga tcataccctt tgtcttcacc ttgctttggc
  1229161 tgtctatctt cggtaatagc gcgttgtacc agatcctgca tggcaatatt gcttttgcta
  1229221 atgaagtgat ggagtttccg gaacgcggtt tctatagcct gttagcacag taccccggtt
  1229281 tcactttgag tgcttcggtt gccacgatca ccggcttgct attttatgtc acgtcagcgg
  1229341 attccggttc gctagtgctg gggaatttca cctctcgtct ggccgatatt aataatgatt
  1229401 cccccaactg gttacgtact ttctggtcta ttactatcgg gttactgact ttgggaatgt
  1229461 tgatgaccga tggtgtcgcc gccttgcaaa acgcaaccgt cattatgggg ttaccgttca
  1229521 gttttgtgat tttcttcgtg atggtcggct tgtataaatc gctaaaaatt gaggattacc
  1229581 gcaaagccag ctcgcaacag acaccaacgc ctacgctgat ttcaggcaat gaagtactaa
  1229641 attggaaaca acgtttatcg cgagtaatga actacccagg taccacttat accgcgaaaa
  1229701 tactggatac catttgccgc ccagcgatgg aggaagttgc gcaggaactg gccgtacgcg
  1229761 gtgttaaagt tgaattcaac gaactgccgc cgaaggaaga tgaacaactg aatcgtctta
  1229821 atcatctgga gttgctggta catctgggtg atgagcagaa cttcgtctac cagatctggc
  1229881 cgcaacgtta ttctgtgccg gcattcacct accgtgcacg ctcagggaaa tcacactatt
  1229941 accgccttga aacttatctg cttgaaggaa cgcaggggaa tgatttgatg gactacagca
  1230001 aagaacagat tatcaataac attcttgacc agtatgagcg ccatatgaac ttcctacata
  1230061 ttcaaagtga agcgccggga aatatcatga catttcccga tcaataatcc gcaatagtgg
  1230121 ggtctcttca tctggcgagt cgatgaagag atcaccaccg cttaatcaaa atcatctgcc
  1230181 gctttttctg gcttaacttt attaatgtaa tcgtctacta tcaccgcctg acttaggtaa
  1230241 taaatacata taattaagat tgcggtttga ttatcagaca agattattat tgaaataata
  1230301 attcaggttg ctcgcattaa aataattgga taggtgatat gcaaaagctt cttttttccg
  1230361 gtcgtatcaa tttgaaaatg atccgctatt ttttagccgt ttcagacgag ttacacttcg
  1230421 gaaaagccgc cgaacgcctt catatctctc agccgccgtt gagcctgcaa attaaagaat
  1230481 tagaagatgc attaggtttc cctctcttta tacgagacag ccgtaacgtg gtgttaaccc
  1230541 tggcgggcga aatgatgaag gctgaaatga aagatgtatt tgataatata gagaattcat
  1230601 taagccgcgt atcctatatt gcccgccatg aacaaaccca ccttaatatt ggcattatcg
  1230661 gttccgccct ttggcatcag ctactagaga aattcaagca ttataagaca gtcaatccta
  1230721 agaccacctg gtcgttacac gagctgccac ccagtaagca gtatgaagcc ttattaaata
  1230781 agaagcttga tattgggttc tggcgatgtg ccgatctgga acagaatccg gcgctgatct
  1230841 ataggcgggt agaaaagcag cgtgtcgccg tcgccgtgtc taatgagagc ttattggtga
  1230901 ataaaaaaat actcacgctg aaagatctct cagggcaaac gctcatattt ctcaccttta
  1230961 atcactctgg ctactctaaa aatttataca atagttgtct taatgctggc tgcacgccgc
  1231021 aggctattta tcagtttgat gaacctcaga cccagttggc ttttgtgaat agcaaccttg
  1231081 gtatcgcctt agttcctgaa agtatgcagg aaatcccatg gcctaatatt aaatttattc
  1231141 cgctgaaaga agatctttct gccgatctct tcgctgttta tcaccctgat agcgtgactc
  1231201 cggcactaaa taagttgctt gcgttatttt gagtgtgatt tttgaatctg tggcattcac
  1231261 tggccggtat tacttggctt taactaaaat agccatcgcg ataatcacta aaatggctcc
  1231321 gctggcgatc tcttgccaat ttattgtctg gcctaacatc atattagtga caatgactga
  1231381 cagcgggatc aggtacacat agcctgatac tttcgtcggc gaaagcacaa tgcaggcttt
  1231441 ttggaacaga aagaaactta atgcggtggc aaaggtggca agatataaaa cgccgctcca
  1231501 ggtgatgacg ctaatattgc gccattcaat ttctggaagc tgataggcga tgatcaccgt
  1231561 tagcagtagt gtggcgcata tcaagctcca accggtaagc accaaggcgt gctcaccccg
  1231621 atgtaacttc ttcaccacaa taggattcag cgccatgcct aaacaaccaa acaggaacag
  1231681 gtaatcagat ggcatcagcg acaagcgtaa aacctgagac aagtcacctt taaaaatgat
  1231741 taataatgcc cctaaaattc caagcaataa tgcggctacc acaggccacg tcgattttgc
  1231801 gttcaaaaac accacactca ttaccatgct cattaatggc acagtggtgt ataacgcact
  1231861 cgaatttatc gcgctggttg tctgcagtga aaagatcata caggcaaaat agagcagcgg
  1231921 cggtaggcta atcagagtat aacggcccaa atctcggtaa tgaggtaacg ttagtaaacc
  1231981 ctgactcacc agcaatacaa caaaaaacag gcttgcaata gcgtatctca gccaagtaat
  1232041 taccattggt ggcagtgcgt tgctgatggt ggcgctggca ataaaggaac cgccaagtag
  1232101 agcggtaaac cccaacattt gcaaatgcgc tttaagtact cttgttgtca tgtgcttacc
  1232161 cgttaccctc ttgtgatcga tgataattgc gtggaaacac attctgaacc attacatttt
  1232221 cagtatggat tagcgggttt ttagtattgg ttatgcaata acccactact tatgatgggg
  1232281 tagattagat ctatctctac ctttcgtctt tgacgttgcg gcggtgttag cagcatttag
  1232341 tctcccctat cactcaggga gttagctcat cactttgcgc tcaggtgtag taacgccaat
  1232401 tactcgaggt acatatttag ccggtttatt tgagcgttat taaaataatc aaggggtttt
  1232461 attatgacaa cagtaaattc aaatataaac gttgatgctg atttcaatga attaccattt
  1232521 caagccgtta aatatattca gaaaataaaa cccggattta agcctcaaat cgcgtttatt
  1232581 ttaggttctg gattgggtga tttagttgat caaattacga atgacaccac aattagctac
  1232641 gctgatatcc ctggcttccc tgtaagctcg gttcacggcc atgctggcga actggtgctg
  1232701 ggcgatctgt gtggtgttcc tgtgatgtgc atgaaaggcc gtggccactt ttacgaaggc
  1232761 aaaggcatga gcatcatgac caatccggtg cgcacattta aattgatggg ctgcgaattc
  1232821 ttattctgta ctaatgccgc cggttcattg cgcccagaag ttttgccagg ttcggtggtg
  1232881 atgctaaaag atcacattaa taccatgccg ggcacgccgt tagttggccc taatgatgat
  1232941 cgctttggcc cacgtttctt tagcctagcg aatgcctatg ataaagatct gcgtgctgat
  1233001 atggctaaaa ttgctcaaca gcttgatatc ccgctgaccg aaggtgtatt tgtctcttac
  1233061 ctagggcctt gctttgaaac accggctgag attcgcatga tgcagatcat cggcggtgat
  1233121 gttgtgggta tgtctgtcgt gccggaagtt ctctccgcag cccattgtgg tttaaaagtt
  1233181 attgctctga ccgcgattac taacctggct gaaggccttt ctgatgtcgt tctgtcccat
  1233241 gaacaaacct taaaatttgc taaagtggca tccgtcaatt tcactaaatt gattgaagca
  1233301 ttcttaaaaa gcaaagcgct ccgttaatcg ataaagacgt cataaatatt ttatgccccc
  1233361 tattatgcca gccgcaaata ggggcaccgt aaatgaggga tataccctat aggctcaatg
  1233421 cgaaaaaata tattcctcga cgcatttgaa tcacggagaa taaaaatgat aataaaaaaa
  1233481 cggcttaaag ttatgttttt ccttcagttc tttatctggg gtgcctggtt ggtgacgctg
  1233541 ggcgcttaca tgatgaatac gctgaacttt accggtgcac aggtgggttt agtctatggc
  1233601 gctaaaggca tcgcctgtat tttaatgccg agtctggtcg gtattattgc cgatcgatgg
  1233661 gtgaaagcta atattctcta tgcgtgttgc cacctgctgg gggcggttgc gctgttgatc
  1233721 gccgccaatg tttcagaccc taatatcatg ttctttgtga tgttgttcaa tgcgatggtc
  1233781 tatatgccga cgattgcact ggctaatacc atttcttata tctgtttaga aaaagcgggg
  1233841 ctggacacga ttaaagattt ccccccggta cgcgtctttg gcaccattgg ttttattttt
  1233901 gccatgtggg ctatcagcct ctccggattt gaattgagta atatccagct ttatatcgct
  1233961 tctggtgctg cgctggtgtt ggcgatatat gctctttcat taccaagctg tccaacatct
  1234021 aatattaaaa aagaccgctc gtgggttaat attttagggc ttgatgcttt cgtattattt
  1234081 aaacaaaaga aaatggctat tttcttcttg ttgtgcccag aaaaccccca gctaggctgg
  1234141 gggttcagta aagctttcag ctttgggtca gttataaaaa ccccttttga tttgttaaaa
  1234201 cagtttgcgg tctggcaact gcaaatgttc aacaagaaat caaaaggggg tcccaatgag
  1234261 ggatgaaaag agcttagcgc acacccgatg gaactgtaaa tatcatatag tttttgcgcc
  1234321 gaagtaccga aggcaggtgt tctacaggga aaaacgcaga gcgattggca gtattttaag
  1234381 aaaactgtgc gaatggaaaa acgtgaatat cctggaagca gaatactgtg tggatcacat
  1234441 ccatatgctt ctggagatcc cgcccaagat gagtgtctcg ggatttatgg ggtacctgaa
  1234501 gggaaagagc agtctgatgc tttatgagca gtttggcgat ttgaagttca aataccgtaa
  1234561 cagggagttt tggtgtcgag ggtattacgt tgatacggta gggaaaaaca cggccaggat
  1234621 acaagaatac ataaagcacc aattggaaga ggataaaatg ggtgagcaac tctcgatccc
  1234681 gtatcccggt agcccgttta cgggccgtaa gtaatccata gatgcaaatg tcagatcgcg
  1234741 atgcgcctgt tagggcgcgg ctggtaacag agccttatag gcgcatatga aaaacctccg
  1234801 gctatgccgg aggatattta tttgccatgt tacttggcgc ttcattacaa attagccaca
  1234861 cgttcagcag ccccttcctc catgactttg caaaaaatcc aatttatcag gatagtctgg
  1234921 ttgtccaata cccctcgatc ttattatcga tggcccaaat tgcagaagtc ttctttattc
  1234981 tggccattcc cttcttctta tctcgctttg gtatcaaacg cgtgatgatg atcagcatga
  1235041 ttgcctggac gctgcgcttc actctatttg cctatggcga tccgtcggct accggtattg
  1235101 ttttattact gttatcaatg gtggtctatg gttgcgcctt tgatttcttt aatatctccg
  1235161 gtgcaattta tgttgagaaa gaggtcgatc ataatatcag agccagtgcg cagggcctgt
  1235221 ttatgacaat ggttaacggc gtgggggctt atgtgggtgc catcaccagt gggcatgtgg
  1235281 ttgattattt cactgttaat ggcgtcaagg actggaatag tatttggcta tcttttgctg
  1235341 cttacaccgt tattctggtc attgttttct tcttcgtttt tcaagataaa catgagccaa
  1235401 ctgatctaaa aaaccgccag ttatcccatt aatcattatc gggaggaagt ctactcgtcc
  1235461 aaaatagact ctccagataa cccctgatta atcaaatgtt aatcagggga gtttctattt
  1235521 tatcggcaac ctctcccacc ggccattccc atatgattac cccctcttga accatggttt
  1235581 cccgtcattg ctatccccgc ttttgctaac tgggtatcca ttgagacgcg acgttggtag
  1235641 aggctatctc ttaacgtttg aatctcttta ctgacagcca gaaccttttg ttcatctact
  1235701 ggtttgctgg ttaatagcgc tttgtactca tagtttttgg aggtcagttg ttggcgcata
  1235761 tctgctgttg atgcctgaaa ttcattaagt acttgctggc gtatcgcctg ttgttctgtc
  1235821 gtcaaattcg ccatggaatt ctttccagag tgctttccct gagaatgaga catatccgtg
  1235881 ccgtcgccat tcatatgggt gcccatagca ttttgagcaa tagcagagcc accgaatcca
  1235941 atcagggtag caagagaaag aagggttaca atcgctgttt tgttcaggtt catagtgagt
  1236001 atcctttatt tcggtatgag tcagtgaatc agtgaaacgt cacgtagtaa gcttattacg
  1236061 ttaaagcaat tcctatgcca agatgctaat ggcatgataa ttgccttaaa taatggttgt
  1236121 ttttttagtc agttttatta tataaaataa ggaatatcaa ttgattaggt ttattattgg
  1236181 ccgttttatt atcggcgggc agttattcag acacggtcta tagcaggagt gagaggtgag
  1236241 acattcagta aaaacgggta attattaccc acggtagcgg cgatgtgggt aataattacc
  1236301 cgccaccaat tcattgatac taaccaataa taaaaataag gatgagaagg gtgaaggaat
  1236361 ctaaaggaaa atcgaattta ttctctgtga tcccatacgg tttttttgtt ggtttagtga
  1236421 tcattttgat cgccgtgatt atcactatgg cgattaagga cctgaatcgt gggcgcaaca
  1236481 ttgaatttca gacactatta gaaaaaagcg ccgtattgat tcgttccttt gaatccagct
  1236541 cgcgtacagg catgggaatg agttggcgtc agcgtcaaac attgatggaa gagatggctt
  1236601 accagcctgg cgttatctat attgcggtta ccgacctatc agggaaaatc cttgcccaca
  1236661 gtaacccggc acgtgtcgga acgcagctct atagcccaca agagatggcg gatttaaacg
  1236721 ttcagttagc tgaacagtgg cggatagcgg cttttcttga tgaggataat aaaagtcagg
  1236781 atgcttttga ggtctatcgt ttctttaagc cactgagacg caataatacc catcagtccc
  1236841 atatgaatat ggtgagaagg agtaacgttg ctgcgactca agataataat gacaaatatg
  1236901 aaaatcaaag tgtcattttt accgccttcg acactgaagc gttagatgcg atgcaagcaa
  1236961 aagatattcg caatacgatt atctttttgt ctattctcag tatgttggct ctggcgggta
  1237021 ttctggccct attctgggcg cgccgttacc agctttcccg acgccagcta caagactcta
  1237081 aagcgatttc aaccgaaatt atcaataatc tgcctattgg gttgattacc accaatgaag
  1237141 agcaattgat cagtgtcgta aaccacacgg cagaaaagat attcggtatc agtaaagata
  1237201 ttctgaccgg ccaaaatatt caccaagccc tacctccaga atggaatctt ttagttaaaa
  1237261 aaagtcaacg ccatcagcca gtaatagagc atgaaattga ttataaatta aaagaaggcc
  1237321 taattattcc attgagcatt agcgtggcaa atattgttaa tcacaatggc agtttcctgg
  1237381 gcaatatatt catctttcgg gacatgaggg aggttcggca gttacaagaa gagatacggc
  1237441 gcaaagaaaa actggtggct attggcaatt tagccgcagg tgtcgcgcat gaaataagaa
  1237501 atccgctctc ttctatcaaa ggttttgcga aatattttga ggggcattcc ccgcaaggca
  1237561 gtgaggagca agaattagcg aaagtgatga taaaagaggt cgataggctc aatagagcgg
  1237621 tcactgagtt actggggtta gttcgcccat cggatttaag gatccaactc gtcaatatta
  1237681 acgagatcat tgctcattca cttcatctta ttcgtcagga tgccgatagc aaaaaaatca
  1237741 caattcaatt tatcagcaat gaaaacttgc cacgagtgga aatagatccc gatcgtttca
  1237801 ctcaagcatt actcaacctt tacttaaatg ctattcaggc catggggaga gcggggacac
  1237861 ttgaaattgc cctggcgctt gtcgaagagt caaaattacg aattagcgta atcgatacgg
  1237921 gtaaaggcat tagagcagaa gatctggaaa acatctttaa tccttatttc acgacgaaag
  1237981 cttctggcac tggtttgggc cttgctatcg tgcaaaaagt gattgaagag catcaaggta
  1238041 gaatcaccgt taccagccac ccgcaatctg gaacccgctt tgacatgaca atccccttgg
  1238101 tacaacgcgg ccaatatcgc ccagatgggc aagaacaaaa ggcgtcgaat aatgacaaca
  1238161 cataaagcgc atattttggt cgttgatgat gacctgagcc actgcacaat tatccaggct
  1238221 ttaatgaaag gctggggtta tcaaaccacg ccagcccaca atggattaga ggccatcgaa
  1238281 ctggctaaag agatcccttt cgatttaatt ctgactgatg tgcgaatgtc tgaaatggat
  1238341 ggtattgagg cattaaaggc aattaaagcc tataacccgg caatccctat tttaattatg
  1238401 acggcttatt ccaacgttga atctgcggtt gaggcaatta aagccggggc atacgattat
  1238461 cttaccaaac cgcttgattt cgacatgtta caactcaccc ttgagcgggc actggaacat
  1238521 acgcatctca agaatgagaa taaaacactt aaacagcaga tcatcagtaa ccaaaatatt
  1238581 attggtcgca gcccacaaat gcgctatctg atggatatgg ttggcatgat tgcgccttct
  1238641 gaagcgacgg tgttgatatg tggagaatcg ggtacgggca aagaaattat tgcccgctca
  1238701 gttcatgcta acagcgcccg taaagatcaa ccgttggtga ttgttaactg cgcggcactc
  1238761 agtgagtcat tgctggagtc cgagctattc ggccatgaaa aaggggcgtt tactggcgca
  1238821 gataaacgtc gggaagggcg ctttatggag gcacataagg caacgttatt tttggatgag
  1238881 attggtgaaa tctcagggtt gatgcaggca aaactcctgc gtgctatcca agaacgggag
  1238941 atccagcgcg ttggcagtaa tcagacatta gatattgatg tcaggttgat tgccgccact
  1239001 aaccgcaatc ttaaagccga tgttgatagt ggaaagtttc gccaggatct ctactatcga
  1239061 ttaaatgtgg tcacgataga taccccggcg ttgagagagc gaagcgaaga tattccgccg
  1239121 ttgtcgatgc atttcttgga aaagtttgcg ctcaagaacc gtaaatcaat caaaggattc
  1239181 acaccgcaag cgatgaatat gctgttgaaa tacaactggc ctggtaacgt gcgtgaattg
  1239241 gaaaatacgg tggagcgtgc ggtgatttta ctgaccggtg atttcatcag cgagaaggag
  1239301 ttgccgttaa atattaatca ttatattcag gagaatgccg gtagtgagaa tataggttat
  1239361 gaggatgcag aaaaacctat ccagtctctc gaatgggtcg aaatagacgc tattttgact
  1239421 gcgttggaaa agacgggagg caataaaaca gaggcagcaa aacatttagg catcacgcgc
  1239481 aaaacattgc aggcaaaatt acaaaaaaga acttagctat ttttttataa aaatacaggc
  1239541 attttaaaaa gcggattgtg tttaaaataa aagtttaaat atcaatgtgt tgtgtattta
  1239601 cctgcttaat ctgacaccca gggttcaatc agatctgaca gtcagccctg taccaagcgg
  1239661 atgctataaa gaccatggtg agttaataag ggtattctgg gccacatttt actcacctaa
  1239721 cttcagtcat agaatgaact cgtcaaatat aaatgcagcc tgcgctttaa agtagaattt
  1239781 atggaacctc agttcggaac agatagctgt tcacttatgg ccccgcagta atcatcatgt
  1239841 ttcttttatt aatggagaga taaatggaca agctatttac accatttaaa gtcggtgata
  1239901 ctgaattggt taaccgcgta gtgatggctc ctatgacacg ctcacgagca acggtgggtg
  1239961 atactgcaga tgaactgacg gcaaagtact accagcagcg cgcatcggct gggcttatta
  1240021 ttaccgaagg ctcacagatt tccgtgcagg ggcagggtta tctctttacg cccggcatct
  1240081 ataacgatgc acaggttaaa gggtgggaaa gggttacgaa cgcggtccac aacgcgggtg
  1240141 gaaaaatcta cattcagctc tggcatgttg gccgtatttc tcacactggt ttgcagaatg
  1240201 acgggcaggc accggtcagt tcagtggcag taaaagccaa gaattcaacc tgctatgcac
  1240261 gtgacgagaa tggtcagcct ggccttgttc cggtgtctga accgcgtgca ctgtcagtgt
  1240321 cagagattaa ggatatcgtt caggattacg tccaagccgc agataatgct attcgtgcgg
  1240381 gttttgatgg cgttgagatc cacgcggcta atggttacct ccttgagcag ttcatcaatg
  1240441 gcgggctgaa tacccgacaa gatgaatacg gtggtgcaga tcctgaaaat cgtcttcgct
  1240501 ttgtgttgga agtcactgat gccatctcac aggcgattgg tgcaggaaaa acggggattc
  1240561 gcctggcacc attcggacgc cttttcgata tgcatccctt tgagggcgag gaagaaacct
  1240621 ggctactgct ggcaaaagaa ctcagcacac gttcgctctc ctatgttcac ttgagtgacc
  1240681 agcaaacact tggcgaacag gctattcctg ccggatttat tgagaaattt cgcgctgcgt
  1240741 atgacggccc tttgattatt gccggaggtt ttgacaaaca acgcgccgaa caatatctcc
  1240801 agcaaggaaa agccgatttg ataggatttg ggcgtcctta tattgcgaac ccggatctgg
  1240861 tcgaacgtat ggtcaatgac tggccattaa atcaggttga ccgggcaaca atgtatggcg
  1240921 gggatgaaaa agggtataca gactatccgg tctggtccga tacccaggca taatcagtcg
  1240981 aggaggccgt cttctgctgc cttaaccagc gtgtccacaa cgtagcgtat tttaggcagc
  1241041 agttgacggt ttttcggcca cagcgcactg atcggcattt cacctccgga atgccccgga
  1241101 agaacttccc gcagttcacc actctcaagg tatttaccaa ccagccacaa gggtaactgt
  1241161 gacaacccgc cccctgccag cgtggcagca agcatagcgt caccatcacc aaattcatgt
  1241221 gtaggaggtg gcgcaaagcg actgatttgg ccgtcactct ccttcagcaa ccaggaaata
  1241281 ggctgactgc ggcgaaatcc gacaacgcac tgatgctggc tcagttcatc cgtactgaca
  1241341 ggctcgccgt gataaagcag ataatccggt gaagcgcaga taaccagttt ttgcgtcgtg
  1241401 agccttctgg cgaccagacc gctgctgtcc gccagttccc caatgcgaat gacaaggtca
  1241461 atgccttcct caataaggtc gacaaaacgc tcactgaatg tgacggtcag agccagctct
  1241521 gggtaaagtc ggataatgtc cagcaggata ggaagtatac gctgtcgccc aaaagcggcc
  1241581 ggtaaatcaa ccctgagccg ccctgaaggc tggcagatat gagacatcag ttccgcttca
  1241641 gcctgttcca ggatgtctat cgcactctga caactggcca gaaatcgctc gccatccggt
  1241701 gtcaggctga gccgtcgtgt cgaacgctga aacagcttca gcccgagacg atcctcaagg
  1241761 cgactgacac ttttcccaac agcagattta gtcagtccca gtttttctgc ggcagcggtg
  1241821 aaacttccct gctgagccgt ggtgacaaaa gcagtgatac cgccaagatg atctgttctt
  1241881 ctcataattt cccgtcagac gtctccgtcc tgcgtggtat gccggattgt cagatagcgg
  1241941 cccgctgttt cagccagggc caggttcagt ttccatgcat ctccctgagc agagattgcc
  1242001 aaagagcacg tcagatgagc attatccatt ctttatgtat cgatattgct aaccttcaga
  1242061 tttttcaatg acgaggataa ctcaccaccg gttaccttat cagctgtacc atgaagtaaa
  1242121 gcttcaatac ccgcagatga agagagtaaa agtgcctgag acaaacaggc aataaaagag
  1242181 cataaacggt tctcagcaaa agaatcatgg aatacgttat ccgggttggg aggatacaga
  1242241 gactgttgcc ctgcgctgag tcataagata acccaaaata gcgcacacat tgttgaatct
  1242301 atgtccacag agtggcgaat gaaacccggt ttatcatgga taaaaaaaca atcatattga
  1242361 tttcctcaat aacaatttcg cctccggatt cccgaggaca aggaaatgaa gatgaataca
  1242421 aaaaaagatc cctctttcat tgttggattt agccccaatc acggagggcc atagtctggc
  1242481 cgatgccttc accaacagtg tgcgtctggc acgtcaggta gggcttgccg gcgggctgac
  1242541 ggaagcgcag gcctgtctac ttctcgccat gcttgacggc gcagagacca gggcttctgc
  1242601 aacccggacg ccaaatttta tcgagcagtt tttctattac ttttttaaac attttacgtc
  1242661 actttaagga ggcgatgatg ccatctgtga aaggttttaa acatgttggt tttcttactc
  1242721 gcaaaaaagg gcagagcttt gaggattttg tgaagcactg ggaagaggtt cataccgcaa
  1242781 tcacactcaa gcttcccggc ttgagaggtt atgtactcaa tcctattgac cgcgaaaaat
  1242841 acccggactc accagttgat ggtttctccg agctctggtt tgactccatt gaagacgcta
  1242901 ttgcggcttt tgattcaccc atcggtaaag cagcatacga agatgtcccc aatttcgtag
  1242961 agagtgccgc tattacctat atcactgaaa tcagaaagct gtaatttatc cgcacctagg
  1243021 cggtgcgctg cccctgaaac gcctaggcga tttttcgtcg aaacatacca taagccgcac
  1243081 tgcccgtagt ggcagtgatc accaacagtg gccacagact gtgccagata atatcgaaac
  1243141 tggcatcctt gagataaatc tgtttggtga tgtcagtaaa atgacgaata ggattgatcc
  1243201 aagtgatatt ttgcagccag attggcatgt tctctaccgg agagacataa ccagaaagca
  1243261 aaatagcagg catcataaag acaaatacgc caataaacgc ctgctgctga gttgagcata
  1243321 acgaggagat caatagacca aaaccgacca gagacaagcc ataaagcaac atcgtgccgt
  1243381 aaaacagagc caacgaaccg gcgaaaggga tctggtagaa aaagatgcca attaacaaca
  1243441 caatagaagc ctggaacgtc gcgacaatca gtgcaggaac ggctttgccg ataaaaatct
  1243501 gccatgttgt cagtggtgaa accaacaatt gctccatcgt cccttgctcg cgctcgcggg
  1243561 ccactgacag cgaggtcact atcagtacac cgatggtggt gatcatggca atcaatgacg
  1243621 gtactacgaa ccatttatag tccagattcg ggttatacca attcctgatg accaactcgc
  1243681 tgttattggg tttgatctgg ccgctggtca attccaactg gtaattttgc acgatttgct
  1243741 gaatataatt cgccgcgatc tgcgcactgt tggaattacg cccatccaga acgagctgga
  1243801 gctgtgtggt tttaccgttg gccagatcgg cgctgaactg tgcgggaaag cggatcaaca
  1243861 gcaaggcttt ttgattatca ataaccggtt ggatctcgtg ggggctgtgc aggagcagca
  1243921 cattcgaaaa tgcggccgct ttggcaaaac gttgggtcaa ctctaccgag gctttgccgc
  1243981 tgtcttcact gtaaatcgcg atagtggcat tcgtcacttc cagcgtcgcg gcgaacggga
  1244041 acaagataac ctgcaatatt acgggcaaaa ttaatattgc acgagtctgt ggctcgcgta
  1244101 acagcgactg caattcttta ataatcagtg tgtataggcg atgaaacatt ttacgcttcc
  1244161 tttaatccag ccgacgtcgg gtcttccagg cggtcaggcc gataaacacg acagctgatg
  1244221 cgatcagaaa cagcagatta accaccaaaa cagtaccgat atttcccgcc agaaacagcg
  1244281 tttgcaggct gctgacaaag tagcgggcag gaatgatata ggttacggct cgaacgacgg
  1244341 caggcatact gtcaatttca aaaataaaac cagatagcat taccgcaggc aaaaatgccg
  1244401 cgttcaacgc gatcatcgcg gcgttaaatt ggttgcgagt cagcgtggag atcaacaacc
  1244461 ccatccccaa tgtactggct aaaaacaggc tggtggtgat gaacaagatc cccagcgaac
  1244521 cgcgataggg cacccccaga atgaacaccg ataccagcat gcacagcgcc atggcgaaca
  1244581 tgccaaggac ataataggga agaagttttg atagcagtaa ttcactgcgt gtgacctgag
  1244641 tagataacag cgcctccatc gtaccgcgct cccactcgcg ggcgataacc agcgaggtca
  1244701 aaatcgcccc gatgaccgtc ataataatgg tgatagcgcc gggaataata aagtgtcggc
  1244761 tgattgccgc ggggttaaac caatagcgca cctgaatctc aatgagcgga tcattttttt
  1244821 gcccagtatt ctgtgtctgc tgctgttgcc aaagttgcca gaccccttgt gcatagcctt
  1244881 gcacaaaatt ggcggtattg ggttcactgc catcggtgat cacctgaatc ggtgctttac
  1244941 cttcagggcg cgcgagttgt tcggcaaagt cattcggaat aacaatgagc ccacggatcg
  1245001 taccggcttg catggtatga atcagtgctt cgcggtcatc actgatttgc gcggcaatat
  1245061 aaggcgaatt agcgaaggcg ttagccaaat cttgcgccgg tttactctgc tgctccagta
  1245121 aaatgcccac atgcaatttg ctggaatcaa ggttaatacc atagccaaaa ataaacagca
  1245181 gcatgagggg aatgaccacc gcgatcagcc cactgctggg gtcacgtaaa atttgccgag
  1245241 tttctttgtg gcataaggca cgcagacgcc gccaggagaa tccggtgtct tgataagtct
  1245301 cgcccttagc taccggcgaa atattctgct cggccatggg tttactcctt atcatgctgt
  1245361 tggtcataac gcagaaccaa ttcgataaac gccgtttcca ttgacggatt ggggtcatca
  1245421 tcactggcaa cctgttgttt cagttcatcg ggcgtaccgg cggcgataat cttgccgcga
  1245481 taaaccagcc caatacggtc acaatattcc gcttcatcca taaagtgggt ggtcaccatg
  1245541 acggtgacgc ctttgtctac cattccattg atgtgtaacc agaattcacg gcgagtgagc
  1245601 ggatcgacac cggaggttgg ctcatcaaga aacaggatat ctggctcatg catcaaggcg
  1245661 caggccagtg caagccgctg cttaaaccct aatggcaggg agtctggtgt ttgtttcagg
  1245721 atcggggtga agttaaatgc cgaaatcata tcggcaattt tgtcgcgctg gattttgcct
  1245781 ttcagaccat aaaccccgga gaaaaatttc agattttgct caacggtcag gttgccgtac
  1245841 agcgaaaatt tttgtgccat atagcccaga tgttggcgag ctttacccga gctggttttc
  1245901 agatccatcc ccagtaccaa ggcttttcca tcactgggta ccaataagcc acacatcatt
  1245961 ttaaacgtcg tggatttacc ggccccattt ggcccgagca ggccaaatat ttcaccgcgt
  1246021 ttaacctgaa aattcacatg gtcagtcgcg gcaaaatcgc caaatttctt ggttagcgct
  1246081 tgtgcttcaa taacggtttc accagggttg ccagccactc tgggcataat ttttgccagt
  1246141 gcggactcgc tgtccgggcc accacctaac aggtcaataa aggcgtcttc aaaacggggt
  1246201 tccgcctcct tcatttctgc atcgggttga tttagccatt gtaataactg gctgtgatcg
  1246261 acatctggct taaggatcag ccggacatat ttaccttgga tcaccccgtc actgacttgg
  1246321 ggcagggtca gggcatgttg tagcaactgg cgattggtgc cacgttgggc ggccaccaaa
  1246381 atagtccgcc cgctcatgcg ctgcgtcagg gtttgtggtg cgccgctgta caggaatttg
  1246441 ccttcattaa gcagcaacac ttcacgacat tgttctgctt catccagata agaggtactc
  1246501 cacaaaatga gcatgccgtc gtctgccagc tcatgcacca tgcgccacag ttcacggcga
  1246561 gagatgggat cgacaccaac acccggctca tccaagagga gcactttggg ttggccgacc
  1246621 aaggtacagg ctaaccctaa cttttgcttc atgccacccg acaacttacc cgccagacgt
  1246681 gatgtgaagc gggttaaatc ggtaaatgtc agcaggcgct caaatgtctg gcgccgaagt
  1246741 tcaccggtca cgccacgcaa atcggcatac agcgacaggt tttccatgac cgttaaatct
  1246801 tcatacaggc caaatttctg cggcatataa ccgagaatgg catgtagctg gcgatcatct
  1246861 ttcaacggat ctagcccgac cacggttatc ttaccctgag tgggttttag caacccggcc
  1246921 agcatacgta ataacgtggt tttaccggca ccgtccggcc cgactaatcc cgtcacagct
  1246981 ccgctgcgga tctccgtagt caggctggca accgcagggt gatccagtcc gctgaaccgt
  1247041 ttttcaaccg cctccagagt aatgatatgt tgaattccat tcataactca tgctgcctta
  1247101 acgttgggga aaacgaacag tgacgggcat accttgtcgc aatgattcat ccgcatccgt
  1247161 gataataatg cgtaagcgat aaaccaggtc ggtgcgtaaa tccggtgttt ccactgtttt
  1247221 tggcgtgaat tctgccgttg gtgaaacaaa accaattttg ccgtgatagg gcttatcggg
  1247281 gcggccatcg gtaaagactt caacctctga accggggatc gcctggccta aatgacgttc
  1247341 actgacatag gctcgaaccc agaccgggtc ggtcagtgaa acggtaaaga cggtattgct
  1247401 ggccgataaa atggtgcccg gttctactgc acgggtcagt accgtaccgg ctgatggggc
  1247461 aagcagtatg gtgtcttgca ggttgagttg ggcttgcgcc agttcggcct ctgtttgggc
  1247521 cagattcgcc tcggcctgag cgatttcttg tgggcggtta ccactcaaaa attgtgcgag
  1247581 cttatctttt gctgcttgca gattagcctg cgcttggttg cgtgcggtac gggcattctc
  1247641 cagctcattg gcggatacgg ctttactggc ccacaacccc tgctggcgtt ttaggaagtt
  1247701 atcggcgtag tcaaaggcgg cctgtcgctg agccacctcg gatcttactt gcgcaatttc
  1247761 ctcttcacga taacccgctt tcagtaatgc caattgggct tgtgcacttt gtacattggc
  1247821 ttgcgcctgc ttgagcgcat ttagataagg gccgtcatcc aatttcccta gcgtttgccc
  1247881 cggatgaata tcatctccct catctactgc cagtgaggca aggcggccag cgacacgaaa
  1247941 gcccagattt accgtgcgga tatctacgtt accgtagagg gtcagtgacg cgtcattttg
  1248001 ctgacgataa taatgccagc cgtacgctag cgttgctaat agagcgacaa taacggcagc
  1248061 cacgataatc ttcttacgat tcataatgtt tcctgtctac cactggtttt tatcacaatg
  1248121 aaaatgggcg agaggtcata aggttgcctt ggcccggagt ccgttaagaa gcagatcaat
  1248181 atgttcaata agtacttgat taattagctg gctttcggcc tcgccaatac ttttccagcc
  1248241 agcttgtcgg cgaatcgttt cacgtgccag acgaaaagcc aaaacctcac caatcaaagc
  1248301 atgggtatga ataatggttt tggttgcact ggcatcagta cccgtaaatg cagccagtaa
  1248361 ttggttcaat gtttggtgta atggggcaat ggcctgagtg tggatcagtg ggtaggcttc
  1248421 gcttggcgat aattgctcac gcgccatgat tttactgagg tttagcgttt caggttgtgt
  1248481 cattaaatgg ctgaatgcca ataacccttg acgaatatag tgcagttgct gttccggtgg
  1248541 ctggtgctca gcaggcaact gcaaaaagtg atcaatttct tgtgccagcg gtgagaacgc
  1248601 ctgctggata aaatcggcaa tatattgagc gaccgcaaga tagaggccct ctttagagtt
  1248661 gaaatagtag gtgatcgcgg caatattctg ccccgcccgt tgggcaatat cgcgggtggt
  1248721 cgcgcctttc agacccaatt caccgaacaa ctcaatcgcg gcttgaagta actgttggcg
  1248781 ggcttgttca cctctggtgg tcgccggtga cggcggtgta acggaatgag gagtcgaatg
  1248841 agacataaat aacctgcctg cttaactgtt ttatgtataa gctcaattca tgtataagct
  1248901 aaactagctt gctgcgaatg gttagctgaa caataaatca atcatatgat taaatttagg
  1248961 tcaccgtagt caacatgtaa agacataggc gatgaaagcc tgatttttac ggccactaaa
  1249021 tcggctttgt tgatgtttct gtgactaaag aaattaagat ttgtgtaaat atcccttttc
  1249081 ttgctaaaca tctgttataa tccgggtcaa tggtgcactg cagtttgtgc caatcctcgt
  1249141 ggtaatgcct caattcatgc ctcgtctgat aatcttccct tgaaactgca cttggcgata
  1249201 tcgtcaggat tgggaagatc tggagcttct cgtaatatgt catttgattc tctcggccta
  1249261 aacgccgaca tcctgcgtgc tgttgaagag cagggctacc ttgtgccgac gccaattcaa
  1249321 cgtcaggcaa tccctgtagt actggaaggc cgcgatttga tggccagtgc gcaaacgggt
  1249381 acgggtaaaa ccgctggttt caccttgccg ctattgcaac tgcttagcca agatcaacaa
  1249441 cccattaagg gccgccgtcc ggtacgagca ttgattttga cgccaacccg tgagctggcc
  1249501 gcgcagattg acgaaaacgt acagagttat agcaaatacc tgaaacttcg ctcactggtg
  1249561 gtatttggtg gcgttagcat taatccgcag atgatgaaat tgcgtggtgg cgtcgatatt
  1249621 ttagtcgcga cacctggccg tttactggat ctggaacatc aaaacgcggt tgatttgtcc
  1249681 aaaattgaaa ttttagtatt ggacgaagct gaccgtatgc tggatatggg ctttattcac
  1249741 gatatccgcc gtgtattagc caaattaccg gctaaacgtc agaatttgct gttctctgcc
  1249801 accttctctg atgagattaa agggctggcc agcaaattgt tgcacaaccc agcctctgtt
  1249861 gaagtggctc gccgtaatac ggcgtcagag cagatcgccc aaagcgttca ctttgtcgat
  1249921 aaaaaccgta agcgtgagct gttgtctcag atgattggcg aaggtaactg gcagcaagtg
  1249981 ctggtgttta accgcactaa gcacggcgcg aaccatttag ctgaacagtt aaataaagac
  1250041 ggcattactg cggcggcaat ccacggtaat aaaagtcagg gcgcacgtac tcgtgcactg
  1250101 gccgatttta aagacggtaa aatccgtgtg ttggtcgcga cggatatcgc tgcccgtggt
  1250161 ctggatatcg accagttacc tcacgtggtt aactatgaat tgccaaacgt tccagaagat
  1250221 tacgttcacc gtattggccg tactggccgc gcggaacgga ccggggaagc gatttcactg
  1250281 gtttgtgtcg atgaacataa actgctgcgt gatattgaac gtttattaaa acgtgaaatt
  1250341 ccacgtatcg cacttgatgg ctatgagccg gatccaagca ttaaagctga tccaattcaa
  1250401 aatggccgtc agggccgtgg tgcacaacgt ccaggaatgg gccgtggcag cagcgcgggt
  1250461 cgtccgcaga atgggggcgg tgcagcaggt cgcggtgata gccgcaacag ccgtccacgc
  1250521 agccaggctg atggtcaacg ccgtccggca ggcccatcgt ctcgcggtcg tagccgtaat
  1250581 ccaggcgaat aagcgatacc tcttgggtat aacggcttct attcactgat aaaaccgctt
  1250641 cttaggaggc ggttaataag atgatcaccc ccaccctgtg agcggtaagc tgacagggtg
  1250701 ttttctttgg gagggatcat catgcaaaac gttacgctca tcggtatcga tctcggcaag
  1250761 cattcgttcc atgtccattg ccaagatcaa tcaatcaagg cactcctgcg caaaaagctc
  1250821 acacgcacta aactgattcc ggtattttat gaagatgaag tggatatcga tctcaatctc
  1250881 aatcctaaaa tcggtgctga ctggtgtatg aaaggccagc aaaaacggat cgccacacac
  1250941 cggggcagaa tcaaaaacac tatcttgcag gaacagtcaa tacgatgaca ggtaggagcg
  1251001 attacgttag ggagcaagca aaaacgctat cttatttatc aatatgttgg aaaagctgag
  1251061 gccaacctgt cggcgagctg aaattatcac attaatcctg gaggattatg tcatacacaa
  1251121 aagccgtaaa gtagaagact ggttacagga aaacccgaag gttaagctgt tgtttttacc
  1251181 gacatattca ccatggttaa ataaaatagg gttgctttgg ttatcactgt acgaaaccat
  1251241 cactcgtaac catcaatgtc gttacatgtg gcaatgactg ataaaagtga agcaatttat
  1251301 ggcggtggct tcacctttcc ccggaaacca gcccggagaa gcaaaggtgt agcggtagta
  1251361 tgaaaagcta tttattactt gagaaacata catgtttacc aaaatagtaa aaacatttta
  1251421 tgatagaggg gtgcaatagc ttgagggaat tcaatcatat ataaatggtt aaattataaa
  1251481 cctcctcatt aataattcgt ttaaaataca ttattcaatg gttaattaac attaattata
  1251541 aagccaatat aaaataaatt tatttataat taatcttttt attttggtat ttctcggtta
  1251601 atgtggttgt tcgagagtat attgctccgg cctctgcata ttaatgcgag gaataactta
  1251661 taattcaagg tatataatat gaataaaaaa tccctattaa taacattatc tttaatatta
  1251721 tttcccacga tatcaatcgc ctcaccacaa attaatcaag agaataaaat taaatcggac
  1251781 ataaaatcga attcagtata ttcatatgaa cttgttacag ccaatggcgg ttcaggaggc
  1251841 aacggtggca atggaggtgg ggggcgtaat tccaatggtg gcgcaggagg ccgtggtggt
  1251901 gatgggggaa attctggaag tggaagtgga agcggcagtg gtaatggtag tggaagtaat
  1251961 aatgggacag gtaacggaag tggccaagcc taatattgta agatgagtaa aatatcgatg
  1252021 caattaatat ggaggcacta tgaatgcaat tatcagttcg aaaaaattat tattgttaag
  1252081 tttatcctgt ttattaccct taccagcatc agctatgcag aatatcgtca aatcgattag
  1252141 ctgctctgca ttggatggta agtcaggtga gaatgggctt gatggattac cagactcaaa
  1252201 ttgtaaaaat ggagggaacg gcggtcaagg cactctacat attaataatg gctcgggtgg
  1252261 aaatgggggg aatggcgcag caaataatgc ttcgggtgga aatggcggta atggcggcaa
  1252321 tggtgctacc aatggtggct ccggcgggaa tggagggaat ggataaatac ttattaagta
  1252381 aattaatatt cactgttcta ttaggcatct ctttatcttc agaagcagca ttaaatatat
  1252441 attcccataa cttgataaaa acggttgggg atggtggagc cggaggaaat gggggaaatg
  1252501 gagtaggtgg aggaaacgga ggtcatggcg gcaacgcagg ctctggtcaa aactctcatg
  1252561 gtggagccgg aggaaatggg ggcaactctg gtggacgcgg ctcctcaggt ggaaatggtg
  1252621 ggggtggtgg taatggaggt agtggcagca attcttcagg aggacaaggt ggggatgggg
  1252681 gtaatgcggg taacagtggt cttacttaat aataaagtca gaggtaaata tgagaatagt
  1252741 taattacgcc ttaatgtcgt ctctattttc catgtgttct ttaccactca taacaactat
  1252801 tttatctaca gtgcctacag ctgtatatgc agcaaatggt aatgggggta atgggggtga
  1252861 tggatctaat agtggtaatg gtggaaacgg aggaaatgca ggaaccgaca gtaatggaaa
  1252921 cggcgggcat ggtggttcgg gaggtaataa cgggggaaat gggggacgag ggggaaatgg
  1252981 agatggttct ggaaatggtg gtcgcggtgg tgatgctgga tggggagggg gaagtggagg
  1253041 atcaggtggt cgaggtggcg ctagcggcca agatggttct tccggtacga gtacggccag
  1253101 ataaacgccg tctcattcca gcaaactatc cattccatta atcggcattg tgtttgaagc
  1253161 cgccaacaga gcggttaatg agatggtcac tcccaccttg tgagcggtaa gctgacaggg
  1253221 tgttttcttt ggaagggatc atcagagact gtaaacaata ttgtgtaatt gcctgttttt
  1253281 gatatcttca ctccaacaac ggagacaggc aaattatgga cgaaaagaaa cttaaagcac
  1253341 ttgcggctga actggctaaa ggtcttaaaa ccgaagccga ccttaatgca ttttctcgta
  1253401 tgctaacaaa gcttaccgtc gaaacagcgt taaatgcaga gcttaccgaa cacctcgggc
  1253461 acgagaaaaa tacccctaaa tcaggctcga atacccgcaa cggctattcg tccaaaacac
  1253521 tgctatgcga cgacggcgaa atcgagctga atacgccacg cgaccgcgaa aacacctttg
  1253581 aaccgcagct gataaagaaa aatcagacgc gtatcacaca gatggacagc cagattttgt
  1253641 ccctgtacgc caaaggcatg accacccgcg aaatcgtcgc caccttcaaa gagatgtatg
  1253701 acgccgatgt gtctcccacg ctgatatcta aagtcaccga tgccgtaaaa gagcaggttg
  1253761 ctgaatggca aaaccgccaa ctggatgctc tgtatcccat tgtttatatg gactgcattg
  1253821 tcgtaaaagt ccgccagaac ggtagcgtga taaacaaagc agtgttccta gcgctgggca
  1253881 tcaacactga aggtcagaaa gagctgctgg gcatgtggct ggcagaaaat gaaggtgcga
  1253941 agttctggct aagtgtgctg acagagctaa aaaatcgcgg tcttcaggac attctgattg
  1254001 cctgcgtgga tggcctgaag gggttcccgg atgcgataaa cagtgtttat ccgcagactc
  1254061 acatccagct gtgcatcatc catatggtac gcaacagcct gaaatatgtg tcatggaagg
  1254121 actataaagc cgtcaccagc ggtttgaaaa tggtgtatca ggctccgaca gaagaggcgg
  1254181 cgctgatggc gctggataag tttgcggagg cctgggacga caaatacccg caaattagca
  1254241 aaagttggcg tacgcactgg gaaaatctca atacattctt cggctatccg cccgatatcc
  1254301 gcaaggctat ctacaccacg aatgccatcg aatcggtgaa cagcgtgatc cgtgcagcca
  1254361 ttaaaaagcg caaagtgttc ccgacagacg actcagtgcg gaaggttgtt tatttggcga
  1254421 tcaaggatgc atcaaaaaaa tggagtatgc cgatccagaa ctggcggtta gcgatgagcc
  1254481 gttttattat cgagttcggt gaccgcctga gcgatcacct ttaatacggt ggcagttaca
  1254541 cagaattatg gacaggctct aaaaaagtag aagaagaaaa ataacccgaa caaccagaag
  1254601 ttattatttc ttaaatagga ttgtactgcg tttgctttac tcataaaccc ctaacctctc
  1254661 attagctgaa acgccagagc attgctgcta catgctcgcc tttttttgta cgatcttgtc
  1254721 gcgatggctg ccagcgttat tcagtattcg ccgcttgtta tcgctaaggt ccggcattag
  1254781 agtagatccg aaacgtttcg gatttaaatc taaacgtttc ggatgtgtga cgaacttaaa
  1254841 actttacgta tgatttactc gggtctcagg gggtttttgg taaagttgtg aggtgagaac
  1254901 aacggacgta taacctgatt tatgtgtagc ttacttggga accaatacag gttaaatcat
  1254961 gctcaattta aggtcgttga cctgcggatc aaaaaatcat gtcattgaag aaaattgcaa
  1255021 atgagcttgg gctgtcctcc acaacggtaa gccgcgcgtt aaatggctat gatgatgttg
  1255081 cggccgaaac acgtgagcgg attatcgatg cggccaagag attgggttat caaccgaatt
  1255141 ccttagctcg gcggcttaaa atggggagaa ccgatgccat tgctttggcg tatccatcac
  1255201 gtccacgagt gttgaataat tcgacatttt tggaaatgat aagttggata ggtatcgaac
  1255261 tcggaaaacg gggtctcgat ctgttgctca ttcctgatga acctggtgag aaataccagt
  1255321 cacttatcca cttggtggaa acgcgtagag tggatgcatt gatcgtggct catacccagc
  1255381 ctgaagactt tcggttgcag tatttgcaga aacaaaactt tccttttttg gcattggggc
  1255441 gtagccattt acccaagcca tatgcatggt ttgattttga taatcacgct ggcgcttcgt
  1255501 tggcagtgaa gcggcttctc gaacttgggc accagagaat tgcatttgtg agtaccgatg
  1255561 caaggatttc atatgtcgat cagcgtttgc agggatatgt gcagacgatg tccgaagcgg
  1255621 gcctgatgcc gttggcaggg tatctgcaaa aagcggatcc cactcgtcct ggcggttatc
  1255681 ttgctgcctc gcgtttattg gcgcttgagg ttcctcctac tgccattatc accgactgta
  1255741 atatgctggg tgatggcgtg gcgagtgcgc ttgataaagc gggcttgttg ggcggcgagg
  1255801 ggatatcgct tattgtaacg aacggtgcaa tagtgatcca cacccaacgc ctgaaatcag
  1255861 atccaggggg taatctgctc tcctgattca ggagagttta tggtcacttt tgagacagtt
  1255921 atggaaatta aaatcctgca caagcaggga atgagtagcc gggcgattgc cagagaactg
  1255981 gggatctccc gcaataccgt taaacgttat ttgcaggcaa aatctgagcc gccaaaatat
  1256041 acgccgcgac ctgctgttgc ttcactcctg gatgaatacc gggattatat tcgtcaacgc
  1256101 atcgccgatg ctcatcctta caaaatcccg gcaacggtaa tcgctcgcga gatcagagac
  1256161 cagggatatc gtggcggaat gaccattctc agggcattca ttcgttctct ctcggttcct
  1256221 caggagcagg agcctgccgt tcggttcgaa actgaacccg gacgacagat gcaggttgac
  1256281 tggggcacta tgcgtaatgg tcgctcaccg cttcacgtgt tcgttgctgt tctcggatac
  1256341 agccgaatgc tgtacatcga attcactgac aatatgcgtt atgacacgct ggagacctgc
  1256401 catcgtaatg cgttccgctt ctttggtggt gtgccgcgcg aagtgttgta tgacaatatg
  1256461 aaaactgtgg ttctgcaacg tgacgcatat cagaccggtc agcaccggtt ccatccttcg
  1256521 ctgtggcagt tcggcaagga gatgggcttc tctccccgac tgtgtcgccc cttcagggca
  1256581 cagactaaag gtaaggtgga acggatggtg cagtacaccc gtaacagttt ttacatccca
  1256641 ctaatgactc gcctgcgccc gatggggatc actgtcgatg ttgaaacagc caaccgccac
  1256701 ggtctgcgct ggctgcacga tgtcgctaac caacgaaagc atgaaacaat ccaggcccgt
  1256761 ccctgcgatc gctggctcga agagcagcag tccatgctgg cactgcctcc ggagaaaaaa
  1256821 gagtatgacg tgcatcttga tgaaaatctg gtgaacttcg acaaacaccc cctgcatcat
  1256881 ccactctcca tctacgactc attctgcaga ggagtggcgt gatgatggaa ctgcaacatc
  1256941 aacgactgat ggcgctcgcc gggcagttgc aactggaaag ccttataagc gcagcgcctg
  1257001 cgctgtcaca acaggcagta gaccaggaat ggagttatat ggacttcctg gagcatctgc
  1257061 ttcatgaaga aaaactggca cgtcatcaac gtaaacaggc gatgtatacc cgaatggcag
  1257121 ccttcccggc ggtgaaaacg ttcgaagagt atgacttcac attcgccacc ggagcaccgc
  1257181 agaagcaact ccagtcgtta cgctcactca gcttcataga acgtaatgaa aatatcgtat
  1257241 tactggggcc atcaggtgtg gggaaaaccc atctggcaat agcgatgggc tatgaagcag
  1257301 tccgtgcagg tatcaaagtt cgcttcacaa cagcagcaga tctgttactt cagttatcta
  1257361 cggcacaacg tcagggccgt tataaaacga cgcttcagcg tggagtaatg gccccccgcc
  1257421 tgctcatcat tgatgaaata ggctatctgc cgttcagtca ggaagaagca aagctgttct
  1257481 tccaggtcat cgctaaacgt tacgaaaaga gcgcaatgat cctgacatcc aatctgccgt
  1257541 tcgggcagtg ggatcaaacg ttcgccggtg atgcagcact gacctcagcg atgctggacc
  1257601 gtatcttaca ccactcacat gtcgttcaaa tcaaaggaga aagctatcga ctcagacaga
  1257661 aacgaaaggc cggggttata gcagaagcta atcctgagta aaacggtgga tcaatattgg
  1257721 gccgttggtg gagatataag tggatcactt ttcatccgtc gttgacactt atcgcttatg
  1257781 atgggctacc ggatgatagt ttgttagata ttgccgtgac ccctattgtt caaaatacgc
  1257841 gtaccagtgt aggtaaacaa attgcatcaa tgatttgtga tttactgggg gggaaggatc
  1257901 ctaaagaact acaggtcctc tggcagccag aaataggaga gggtgaaacc gacggggtga
  1257961 atcgacgtgg ataactggct atttgggtcg gtcgggaaag ggaagggaga ggaagggtgc
  1258021 tgttgagccg ctgagactag acgtagataa gcgaggagag taactcagtg atagaaaagc
  1258081 aaaaatcccg cttagtttcc taaacgggat tttctaaatt tggctcctct gactggactc
  1258141 gaaccagtga catacggatt aacagtccgc cgttctaccg actgaactac agaggaatcg
  1258201 tgtgaacggg gcgcatcata tccagcatac ccgatactgt caatgttaaa ttagcacatt
  1258261 atgtttaact gctcagcatc tgaacaaata gagggtaaat cgcaacaacg tagcgccagc
  1258321 ccaaggtttt tatgattaac gcatattttg aggtgtggag aataagctaa tcgctaacgg
  1258381 tgcgagtgag tattctcggg aggcggattg tctgccagcg agttttccca gcgttttagt
  1258441 cgagctaatg gatcttgacg gtagaaccgg caaaaatgtt gatagactgc cgggaaacgg
  1258501 ccctccagca gctctggggc actgaaaaag tattctgata atacggcaaa acattctgct
  1258561 ggattgctgg ctgcataggc atccatactg gcaccttcca cacccaccat atcaatctcg
  1258621 tcttggatat tatccatggc gtggtgtaga tcatgctccc ataccgccac atcacgcatc
  1258681 gcaatggggg gcacgccatt tgaatgaccc ccattacgca tatccaattt atgggcagct
  1258741 tcatggatca ccagattaaa gccagataaa tcgaatgaat cttgaatatc ttgccagttc
  1258801 aggacgatag gtccttgttc ccagctctgg ccagactgta cgctttggcc tgaatgaacc
  1258861 aacccaaggt catcttgcca gtcctccgcg acaataaagg gagaagggta aataaggact
  1258921 tcgtgaaagc catctaacca tttggcacct agctccataa ccggcagtgc gaatagcaaa
  1258981 gcgaggcgtg cttgcatcaa tggggttaat atcaagcctt gtagggggat gaagcgcttt
  1259041 tgttgtaata attgactggc caccgaaacc aaccgttgct gttctggttc gtttaatgga
  1259101 gccagcaaag gaatattcag tgcctcatgc cattgcgcaa gcatctccgc ttgcggttta
  1259161 tttgctttcc acagccattt aatcatcagg ttgctcgcaa agtgatcatt ctaacgtcta
  1259221 aagcagggga gtattgtagt caacatgccg taaaagtaga catgatggca actgttatta
  1259281 tggagaagac tggaatcatt gaacggggtg gtttggaaaa ccgcggagag ggaattcctc
  1259341 caaggattca cattcctctc tacctaatta ttcaatcagt tacggaataa aatgtctgtg
  1259401 accggccccg cacttaaatt acgcctagga agattttagc ttttaagtgg ctgaatgatt
  1259461 tcgttttgtg atgaccacat gcattaaaag agagaacagt acgtttccct caatctgaac
  1259521 ttatcagcag ccatggcatt caccatggct tatggtgtgc ttgacacatt ctacatcaca
  1259581 gtgacttcag tgcttcgacc gactcgatag ccattgaagg aacaaattct gtcacgctgt
  1259641 aatctgcgac agcattaaac ggatcttctg ccaatatttt atccaacgct tcacgcgcaa
  1259701 tacttttcac taaaataatg ccgccggtac gtggtacttt ccggccggag gcgataaaga
  1259761 cgccttgcgc ataatatttt ttcaaccagt ctttgtggtt ctcggtgagt gcttcgacga
  1259821 cgtcgatagg ttgatggtag gtcaagctaa caataaacat gcacaactcc ttcacggtgg
  1259881 gggatactca agataacgcc ttagtgcgtg gttggcatcc ttaacataat aaatgcttgg
  1259941 tcgttctttc aagtctcggt gatggtctgt ctctgtagtc gatagccaac ggagatatta
  1260001 tcagagatgg ggaggaggag cagggaaggc cgctgctcca gaggttgttt tttgatcttc
  1260061 ttagagggct tgatttatct agagggtcta ctttatttag ttgttgtgct cttgagcctc
  1260121 gcgcagacgt tcttgctctt cggcaataac agctttaatt tcatctaata cagcgtcgac
  1260181 atccgctgcc tgagtgcttt ctgcaaagtt cccggtgaga ggcgtatctg gatgaagttt
  1260241 accgtcttca taaagcgccc acatttcctt ggcatacttg cgattcagta actcgggggc
  1260301 atattgacca taatagtggg tcatattggc aacatcccgc tcaagcatgg ctttagcatg
  1260361 gttattggcg gccgcattaa ccgcctgcgg cagatcgata ataaccgggc catctttatc
  1260421 cattaacaca ttaaattctg aaagatcacc gtgtaccaga cctgcgcata acatccgcac
  1260481 cacgtattgg atcatgattt catggtcagc caaggcctgc tctttagata acggcacgtc
  1260541 actgagtctg ggtgccgcga ggccatcttc atcagtgacc agttccatca gtaaaacgcc
  1260601 atcaagacag gtgtaaggct gtggaacgcg cactccggca ttagctaaca ggaacaacgc
  1260661 atccacctcg gcagtttgcc aggtttcctc ttgctgtttg cggccaaatt tagagccttt
  1260721 agccattgcc cgggcatcac ggctattacg gaccttacgc ccttcttgat attgaaccgc
  1260781 ttgtttgaaa ctgcggttct ctgcttcttt ataaacttta gcgcagcgta tgtctgaccc
  1260841 gcaacggaca acatacacat cagcttcttt gccacttttc aaacgacgga tgacttcgtc
  1260901 aaccaagccg tcatcaacca gcggttggat tcgttttgga attttcatgg cgtccttgta
  1260961 ccctatttaa gccctcgatg gaatggcttc ggccgaattt ttcttcagtt taccacccgg
  1261021 agtcgttaac gggtgggttt ttactgagta tcaggccgca ctaaactgag catggtgtaa
  1261081 tattgcgtag gcaccttgac gtgccagtaa ctcgtgatga tccccttgtt caataatccc
  1261141 tcctttatcg accacaataa tacgatcagc attttgaatt gtggctaagc ggtgtgcaat
  1261201 gaccagtgtg gttctgcctt gagataattc tgttagcgcc aattgaatcg cttgctcggt
  1261261 agcggtatcc agcgctgatg tagcctcatc caaaatcaga atcggggggt tcttcagaaa
  1261321 aatacgcgca atggatagac gctgtttttg tccgccagat aatttcaccc cacgttcacc
  1261381 gacgagagta tctagccctt cgggcagaga actgattaat tcatccaaac gtgcccgttg
  1261441 tgcggcaacc ataatttcgt catcgctggc attcagctta ccgtaggcaa tattctctcg
  1261501 gatagatccg ccgaataaga agacatcctg ctgaacaata ccaatattgt tgcgtaaaga
  1261561 ctgctgtgtc atctctcgga tatcaatccc atcaatagtg atagcacctg cattcagctc
  1261621 atagaatcga gggagcaatg agcacaacgt ggttttaccc gccccagatg gcccgacgaa
  1261681 cgcgacggtt tcacccgcat gaatttgcag atttaaatca gtgaaaatgg gcgcttggga
  1261741 cgaataacca aagcaaacat gttggtagct gatatcccca cggaggtgac caaccggacg
  1261801 cgcattcggt tgatcgacaa tatcaggtaa tgtatcaatc aactgggtga atcgcttaaa
  1261861 gccagcaatt cctttagggt aactttccag tactgaagtt attttctcta cagggcggaa
  1261921 gaatacttcg actaagagca gaaaaccgac aaagccgccg tagctcagtt ggtcgtgaat
  1261981 tacataccag gtgccaacga ccatcacgat caattgcacc aaacgggtgc tgagatagct
  1262041 catggtcatg ctggtggtca ttatccgata ggctcgtagc ttggtcgtcc ggtagttttc
  1262101 gttatctttg gcaaagagtt tctcttcgtg gggttcattc gcaaaggctt ttaccacgcg
  1262161 aataccacca atgctctctt cgatacgggt attaaaatta cccacctggc caaacagttt
  1262221 gcgccaggta tccgtcattt ttgaaccata gcgggtaacc agataggtca taaacggcac
  1262281 aatgatgata gtgaccatcg ccagtggtaa atgaacggtg gccatcaaga taaaggcacc
  1262341 aataaaggtc atgacggcaa tgaaaaggtc ttctggaccg tggtgggcaa cctcgccgac
  1262401 ttcttccaga tctttggtga catgcgtgat gatatgacct gtttttatat tgtcataata
  1262461 gctaaatgac agtttttgta agtgattgaa tgcttgacgg cgcatgtctg tttcgatacc
  1262521 gacaccgagc gcatgacccc aataattgac aatggccatc agtactgtat tcagtagata
  1262581 aatcagtagt agcccagccg ctgcccatac gatcatcacc cagtcctgat tgggaagcag
  1262641 tttatcgata aacagcttta ccgccattgg gaagctgagt tctaagagcc cggctagaat
  1262701 tgcgcaacca aaatctagga agaaaagccc tttatacggg gcgtaataag agaaaaaacg
  1262761 gcggagcatc agacatcctt attacagaag aaaaaaccgg cacacatgtc cgataaatca
  1262821 gtttgaagca ttataaatac aaatggttct taatagcatt tattttacct atgctaataa
  1262881 atgaagaaaa tcttatccac ggaaataggc gttggatttg gctaaatatc gaccggtgct
  1262941 cattatttaa cctttggtgt tggggcgctg tctgcccaaa aaaatcctct ggttcgcgga
  1263001 ttcgaataag cggccatcac ttcaaataag cgatatcgtt aaaatactta atttatatta
  1263061 atgtatttat ccggtgccct taactttaca atagatagac ttgatctata gcgcagagta
  1263121 agacaggatc atttttggat atcattccag gctgtcgttg ataatacgat gcttagtaaa
  1263181 aagtatgtct actaaaaagc atgtccaata aaagacgcga ctttttcatc aggatgatag
  1263241 ctaatgtagg tatttatttg aaaaaacaac gaaatattac tcgaaaaggt gattatgcaa
  1263301 cgggaattga tgatgcgcaa tttgcattag tggttttatt tactgcatca tgtttgctga
  1263361 ttgcaacgac cttgattgta atcttgtggc taatatgatg ggacgaagac attaaggagg
  1263421 atatgtggag acgagtttgt ttgatgataa taaagtcatc gcgttgattg gtttactatc
  1263481 gacagcactt attgtggtta gtgtgatgtt tgttatgaca tatatggcag atcatcagcg
  1263541 taatgatgca caacttattg atgtgcagaa ctgttataaa gaggactgaa gcgtgttatt
  1263601 caccgggtag ctattttatg tattataggc accttctgta ttaccgatga acagtgataa
  1263661 caagaagtta tcaggcctgt ttttggtgaa tagcatgtaa aggtaatgca atattaaggt
  1263721 caatatctgt gttttgtctg aagtcatacg gagtgatgcc gtaatgcttt ctaaacatat
  1263781 acgtaaagtg tgattgtgaa ccaaaaccaa aatctaaagc gatatcgaaa atagtgctat
  1263841 cactgctcct tagctgataa acagcgcctg ctaatagcct ctcccgtatg tacttaccca
  1263901 gtgacacgcc agtgacatct ttaaatattt tttgcatatg ccaaagcgaa taacctgagt
  1263961 atgcggctaa ctcttcaaga tagatgaccc gccctaggtg ggtttcgacc catttactga
  1264021 gggcgcagac taacgcgaga tgattttctt gtgacattat ttagtctgtt ttttctggtt
  1264081 gggagtgttg cagtatacac aagttgaatc gaacaacata aaacactgaa ctctcctgga
  1264141 ttatacccaa tgtgcggtaa agactttttg gccgaggttt ggcaaaagag ttttcaagtg
  1264201 ccatagtaaa gggtgagtgc catcatgtat ccatggagaa aaggctgagt ttggagaaat
  1264261 agagattaag aatgatgagg tgatcgcatg ttgatagcag tgattatgac tctgatagcg
  1264321 gttgttggtg taaccatttt tttaaagatg ccagtgatgg tattgcataa aggtaagcgc
  1264381 tcaggaggtg atgaactatg agattaggaa tattgtgatc ggtattcata cagtcgtttt
  1264441 ccccagaacc aggtaattga tagccatcaa gcctggtttt tttatgttga atataaatgc
  1264501 gtcagtgccg cagtataatg cctccatggg atagcaattg acagactaaa gaaatttgca
  1264561 aatagtcgtg atagtattat tcaatattat tactatcttt aaggtttttt ctatgtctga
  1264621 aatgttaact aatgaccaag aattagtctc tgatctggtc gcttgccaac tggtcatcaa
  1264681 acagattctt gatgttatcg atatcatcgc gcctaccgaa gtgcgtgata aaatgtcgca
  1264741 tcaactcaat actatcgatt tctcaacaca tccagcgggg gcagatccag tgaccaaaag
  1264801 agcaatcgag aaggctattg cactgattga tctgaaattt acacaaaaat agcgtgatcg
  1264861 ataagaaaat atcacactgt gaagcatgat gaccacatgg ctgaaaagag agagaactta
  1264921 ttttgctcaa tcagttgatg aatcattcaa agacattgtt gccgattttt tttactaatg
  1264981 ggcaactgct gatccctatg atgccgttct caccatttat atattgagcg ttggcgatat
  1265041 ttctggcggt tagatatttg cactgtaaac ctaaaccagc ggcgtttttt tcactgccaa
  1265101 tcagcacgcc gtagccagaa aatagcagcc ctaggtatac gatcgcagcc accaaaaaca
  1265161 atctgaataa actcatgtta tcgccccaga gaataagtta aatctttttt aagaaaatag
  1265221 actgaacagt ttaatttatg atgctgagtt agtgaatggt aaaaatccta aatgttggca
  1265281 tatcagttta acacgccata ccgccgtaac atgttgttgc tggaatattt tccacacgga
  1265341 cactttagtt ataaatggtt gatgctggtt acagtataat ttaaaaaaaa tgataaataa
  1265401 gggtgctcga tttgaacata acgaaacttg tcacaacggt tgtgatcatt gccgcttgtt
  1265461 gcttgtttta tctattagct ctcgatagtt actgcgatca gggagggact ttctcaacgg
  1265521 gtatttgtgc tattactacg attgttccct ggtaaggggc taacgccatg atctgttatc
  1265581 aattaagcgc acgcgtgacg aagacgcggc aacgctaagc caatgagcag cataagcacg
  1265641 cgtgactgct tgcgttgatt ttttaactat ccgcacagtc ctctttttct gattcacctt
  1265701 tgttgtgggc ggggtgataa gatagtgcct tcaccatgca tatgtaatag ggttgtcaat
  1265761 gttggataca aatatgagcg cgtttggtgt cgcctcaatc gccttaccgc tgcttaccgt
  1265821 tcttttcttc ttgatcgttt ggtttttttt gagccgggcg agcgtgcggg ccaatgaaca
  1265881 ggtccggtta ttacgagaaa ttgccgagca gcaaaaacgt cagacagaat tacttactgc
  1265941 attactggag aatgccacgg gtacccgtga cgggcagaac gacagtgata cggtttctcc
  1266001 tctcgatttc aaaggcttta ttccagagcg ataaacgtgt cccgatgctg gcactaccaa
  1266061 caggcagtgt cagcatgtta cctgcaattt tgttggctac ggcaaaggta attgcatcat
  1266121 aattaggggg cctcttcttc acggctaacc cgataccgcc aatatcctct ttccatcagc
  1266181 ccttaaccaa gataatcagt tcttgtgcaa ggtaaaagaa agccgctagg ttgtcataaa
  1266241 tctgtcttct tctcaccgta atgtaatcag aacttttcag gtcaacgggg gttcttatga
  1266301 ttaaatggta tgaagaaagt gatagtgaag tgaaccgaag cattgcgctg cttaccggtg
  1266361 aagaccctga caaatggtat ccttacggtg gtattaaagg taaggactac tgcaaaaatc
  1266421 cctccgatgc atggcctatc atctatgcca ataaaattgg tctcttttac cctgaaacta
  1266481 atgacaataa tcagtggaat gcccgtatta ccaatcctca gggggaatgg caggcttata
  1266541 gccaaagccc gctacgcgcg gcgatgatct gttatctact cagccaggaa gtgtagtctg
  1266601 tcatggccgg gaattctcag taagtgtgaa tttctcgctt gtatcgtact gacaggaagt
  1266661 cgctatcagt aagcgttctt cttactgttt tcgtggagtt gatgatgaag cgtattatta
  1266721 aaggcgactt aaatttatct catctggtta ttgcccatgc ggcaattgat cgccatcaaa
  1266781 agtcatacgg agaacggcgt cagggctggc catccactta tcttgttcgc tacaaaaata
  1266841 accgtgttgc cgttgaagtt gtcacccgac gtcagtcgta tgtggcgaca ttgatgattg
  1266901 gcgcgcgtaa tttgagtaaa ttatgtggag tatcagcatt attaccctaa ttatgattta
  1266961 tctattgggt agacaatatg atatttcatc aagtagtggt gcgcgttaaa gcatatcgtt
  1267021 gtgtgcgtta aatcacggaa gtgtatgagt gtttgtacct caaccatcaa acaagccttt
  1267081 atccttgatg ctggcgggtt taagtgttaa aaaaaccgcc gcagactcat ttatgaaatg
  1267141 cgttgtttat tcacaccagt gcgtaatcag tgcaacagag ggtaggatgg aacagcagtt
  1267201 acagaactca tcgttaaaac gcggtttaaa aaatagacat attcaactaa tagctttggg
  1267261 tggcgcaatc ggaaccgggt tatttctcgg gattgcccaa accatcaata tggccggccc
  1267321 ctcagtaata ttggggtatg caataggcgg gtttattgct tttctgatta tgcgtcaatt
  1267381 aggtgaaatg gtcgtcgaag agcctgttgc tggctcattc agccactttg cctataagta
  1267441 ttggggcgat tttgctggtt ttctatcggg ctggaactac tgggccatgt ttattctggt
  1267501 cggtatggct gaattgactg cggtaggcat atatattcag tattggtggc ctgagatacc
  1267561 gacatgggtt tcagcagcag tattctttat cataatcaac gctatcaact tagttaacgt
  1267621 acgtctgtat ggcgaaacgg agttttggtt tgccatcatt aaagtggctg caattatcgg
  1267681 tatgattgtg ttcggtgctt atctactggc atcgggatct ggtgggccag ccgcctcggt
  1267741 gacaaatctc tgggcgcagg ggggttttat gccccatggc tttcgtggtt tgatcatggc
  1267801 aatggcggtt attatgttct cttttggcgg tctggagatg gtagggatta ctgcagcaga
  1267861 agccgaagat ccacggaaca gtattcctaa agcgactaat caggtcgttt atcgcattct
  1267921 tattttttat attggctcac tgacggtgct tctgtctctt ttcccgtgga acaatgtcgt
  1267981 cgaaggggga agtcctttcg tgatgatttt cgatgcgtta gatagccctt gggtggcaac
  1268041 agcattgaat gtggttgtcc tgaccgccgc cctgtcggtg tataacagtg gtgtgtattg
  1268101 taacagtcgt atgctttttg ggctggcatc acaggggaat gcgcctaagt tgttgaccaa
  1268161 gttaaataag cgtggtgtcc ccatccgttc aattgcactt tcagcattag cgacttcagc
  1268221 tggcgtggtg attaactata ttatgcccgg caaagccttt gaattactta tggcgttggt
  1268281 ggtttcaaca ctggtaatca actgggtgat gatttgcctg gcgcatctga agtttcgcaa
  1268341 ggctaaagtt aaagagggcg ttgtgcctcg cttcaaagca ctctggtacc cctacggcaa
  1268401 ttatctgtgc ctggtcttcc tcgcattaat tctcgtcatt atgtatctca ccgaagggat
  1268461 tcggatctct gtgttgatga tgccagtatg gatagcgtta ctttggtgtg gttttgtact
  1268521 tactcggcgt aagtgtccaa aaacggtgac tagcctctaa tgcttcctga ttagcagggc
  1268581 agtaaaatgc cgcgcttgga agggtgcggc ttgagcttat atcaatagtg attgtttgat
  1268641 tattgtactt tattgttatt ggacatcagg cagattattt ttggtcgttt aaataaaaaa
  1268701 gctataaata aatttatcta atgtatttat tcaaaaaatt gggggtgtta catctttata
  1268761 gttcattaac gcaactggaa ttcgccctca accaagcata taaccatttt aatattatgg
  1268821 ttatatgctg ttttttagtt aaataatgtc gtcaattaaa attgctagcg aatccaggta
  1268881 aacaacacat tcccattatt ataagtgccg ggaatatagg tggtttgtag ggagagtcta
  1268941 ttatattcaa ttgaaataag aggcaaaggt aacggaaggg gaatataatg atattcatag
  1269001 cgtgcagtaa tactggcagt aaaacccgcc ccaaaacgcc acccctccct ctcccctggt
  1269061 atccacatct tctgataacc atagcccaga atcggttcga ctcgattgtg cgaatccata
  1269121 aaggccatcg catagacaga atgccaattg ttatcttcat catagcggta cttaccgtaa
  1269181 ccaacccccc atggtctctc gttgtatgag gctatctttt catcatcata ggtccaacgg
  1269241 ttatgccagg tattcaccgg gatataaagc tcctgatggg gggagttcca ggccaaagag
  1269301 acattgcgta tcaggcgctg ccataggtta ccttctgctg cgggttgaag ggactcctgc
  1269361 cccttggaga caccgacgga gggggtatca gccaacgctg atggtgagtg caaaagaaac
  1269421 acaccgctaa gaatgcaggc gttgataatg tccttataat tcataatgtc tatctctaat
  1269481 gcagatgagg gaaaataaga tttttgagca tcaagcaatc tatatactta acaaagtgaa
  1269541 agttgaacaa tggattgttg gaaatttatc agagggagaa acctttaact taaacagttc
  1269601 tataacgagg ggggaatata agattttaaa ctatcaaaca gagtcgctaa agtatgaatc
  1269661 aggaattttg ataaatatat tacttttatt ttttacataa attagcagag aattggctta
  1269721 tgctttcccg ttgttgagtg atgatcaatc ggtgataatc tgtatattta tgcaacatat
  1269781 ccggcctgct ttagcacttc tctggtgcag aatgcgaagg gaggagtgga ttattgcact
  1269841 ttttttgggc atggcgagaa taaactaata gtcacgtgat gtttttggcg gttcatattt
  1269901 aatttgatat tttcccattc gcattttttt ctttagcata cataaagagt gcgccagcgt
  1269961 tccactcagg ctgacactaa taaatattct attattagat ctgtcatgcg aataaaaatt
  1270021 agcaatcata aagcaataac ctgaggttaa gtaaggggtt agtcttggta cgttagcgtc
  1270081 gaaagggaac cctccatgcg tgatgagata ctgtaaccgg caccgtgtta tattcaatta
  1270141 ttatatattt aatgctaata aattttatac ttaactggtt ttttgcttga ctcagaggat
  1270201 ggaaaccaag gggagggcaa gtgatcggga ttataaaaag agttagctaa aatgttaaaa
  1270261 tccagtaaaa ctgggggatg agacagtata aaaaaataga gcagaaaata cgatgacctt
  1270321 caacaaattt taacatattc acgcactctt tatgaccaac cgtttcaaat atgtgcgaca
  1270381 ggttcatcct tgattaaaaa tggcttgcca tcgaatacag agtatgtgat aacgcatatg
  1270441 ggtaaaacga ggtacagttc tgtatatgtg tggcattttc agtaaagaag ttctgagtaa
  1270501 agacgttagc gttgaatacc gcttctctgc cgatccttat cttagtgcct caagcagtaa
  1270561 cgactctagt ttgtctatgt aaacgcctac gggcgagtta aacaatccaa aggaaatact
  1270621 caagatggca aagatcaaag gtcaagttaa gtggttcaac gagtctaaag gcttcggttt
  1270681 catcactcca gcagatggca gcaaagatgt gtttgtacac ttctctgcaa tccaaggtaa
  1270741 tggcttcaaa accttggctg aaggccagaa tgtagagttc gaaatccaag acggtcagaa
  1270801 aggtccgtct gcagtaaacg ttactgcaat ctaatcagcg tttgctgtaa aaacccgcct
  1270861 ttgtgcgggt tttttcatat ttggggaaac cctatcagcc aatcgccgta ggcggtcacc
  1270921 ttttttaagg caagatgacc actcccgaat attggttacg gcctctaatt cctgggtgag
  1270981 tagggtcaat ggcttgctgt tgactggttc gccggaaact ggtgtatttg aattgaggtg
  1271041 ggtgttcacc ctctgattct tgtgtggccg tgcaaacagt acatgtagtg caaacagtat
  1271101 atgtagtgca aatagtacaa ctgccaaccc ggtctatttg ttggatcccg gcgttacgta
  1271161 attggtgctc agcaatggcg gctaaattca ggtggcgaaa ccgaggtgag ataatatgtt
  1271221 ttgccagcgg taattcattc ataaaccgtt cgaccagttc ctcattgact tcataacagc
  1271281 aagagcgtgc cgcaggcccg atggcggcaa cccagttggt agggttgtca tcacgggaaa
  1271341 tacgttcaac catctgtaaa acgatcccct ctaataaccc gcgccaaccg gcatgtacga
  1271401 cggctacccc ttttccatga cgctggctga aaataatcgg taagcaatca gccgtgagca
  1271461 ccgacaagag aatacccgcc tgagtggtat agaggccatc ggcttcccca catgcttgcc
  1271521 caacctctgt cacatcaaca atttggatac catgaacctg tttcttattc gcttgagatg
  1271581 cctgataggg cttaaggcag tcaggtaata aagcagattt attaccaaaa ccatggctga
  1271641 tggtggctat gcgactgagt cgtggtgaaa aatcggtcat aagatttacc tgatgaagag
  1271701 aatggccgac tcagtgtaag ccgtttttta atttattgac cagtcacctt ttattattag
  1271761 cccccccatt cgtaaattgt tgcaaaataa aaccgcggta tcactgtttc cctctattgc
  1271821 cgccgaggat agggcttaat cgcgagtctt tgttcggcgc tattaatatc ttggttgtca
  1271881 ccgctaatat cttattgtcg tagttaatat cttgcttgtt gcaataaata ttcgggggat
  1271941 tcaatgagct aaaggacggc cactgacttg caaccggggg tgtgcttctt tagactaacg
  1272001 ccgcatctgc ccgctatctt ggcggttatt tatctgttat ctggaattca accatgtctt
  1272061 atcagtgtcc tctctgtcat caagcactgc agcttagcca acagcagtgg tgttgtagca
  1272121 ataatcatca gtttgattgc gccaaagagg gctatgtcaa tttaatgcca gtacagcata
  1272181 aaggctccaa acaacccggc gatagcccag agatgatgca agcacgccgg gcttttcttg
  1272241 acgctggcta ttatcagcct ttgcaacaac gggtaagcga gattctggat gaggctttgc
  1272301 cgcttgatgc aaccaggtta ttggacatcg gttgcggtga aggttattac acggcggcgg
  1272361 tggctgatcg gctaaataag ttgcgccaaa tggctatttt tggtctggat gtggcaaaag
  1272421 tcgcggtaag atatggggct aaacgctacc atcaggtcaa tttctgtgtg gcttccagcc
  1272481 atcgtttacc ttttgccaat ggtgcactgg atgccgtatt acgcatttat gcgccttgta
  1272541 aggcggtgga actggcccgc acggtaaagc ctggcgggat cgtggttacc gtggcacccg
  1272601 gccctcgcca tctctatcag ttaaaagcac ttatttatgc tcaggtgcaa ctgcatgatg
  1272661 atacagaaga acatcttgat ggttttgagt taatccgccg cgaaacattg gcctatgaca
  1272721 tgaaactcac gggtgagcag ggttttaatt tattacagat gaccccgttt gcctggcgag
  1272781 catcggttga tactgggcag aaattggccg ctcaaccgtc ttttagttgc gagactgatt
  1272841 tcgtcatttc actgcatcgt cgtaaaacag acaatcctca gaacgatatt taatgttctg
  1272901 gtccattctc tgggactatt cgctttatat cccctgtagt tgcaggggag tattgctgag
  1272961 taaattaaat tttaattata atccactgaa ataaacaagc cattccgcag tgatattatt
  1273021 tattttataa tgagaatgta aatttcccta gcgaagtatt aatataatac ttaagtcaaa
  1273081 tttaaagttt tttatttata gaatacaggg taaattattt taggtccaga tttcgccagg
  1273141 ttctaccgct agattcggtg actaaaatcg atggaataaa gcggatctct tcagcaattt
  1273201 ttagcgctaa atcagccact tcctgtttat tgagtatgcc gctaccatag ttgaactcgc
  1273261 cttcaggtaa tttatagacc ttctctctac cgatcaaaca ggtaaaaccg gagtcaatca
  1273321 tttttttatt aagtttttca taatcacctt caatggcgtt atgtaaaacg acactaaccg
  1273381 taaagtacgg catacctatc cttcagatta atcaatgatg atatttatat atcatatgca
  1273441 tataagcgat atattgatca ggatcgaatt gctgaaaata ccgatgttta tattatgggg
  1273501 cgttcggaaa caaggctaat tcactttggg gccgcatcag tattcatgct gagcagaggg
  1273561 atgggccaat cataaaaaca ttgcaggtga catgatagcc acccgcaata tacctcaaga
  1273621 ggtgagtgac aattggttgc ggccagcatg tttggccttg tagcaggcaa tatcggccaa
  1273681 acgcatcgct tgcgaagcgg attcagtttg ttgggtcaat ggtattgccc ccagactggc
  1273741 agtaaggaca taagattgtc cgtgccaatg aaactggatg gcggcaatat ccgccacgac
  1273801 ctgttccagt atttctgccg cagatttact ggggcaatta aagagcacaa tcgcaaattc
  1273861 atccccgcct aaacgggcaa caatatcgtt ttctcgcacc gcttgttgca tggtttgtgc
  1273921 gaccattctc agcaccatat cccccgcttc gtgacccgca ttatcattca catctttgaa
  1273981 atagtctaaa tcgacatagc aaagtatatg ttgcccgtca tgagctaatt gattaatcgc
  1274041 tagtgtcaat cgctcttcca atcgtcggcg gttaattaac ccggtgagca tgtcatggct
  1274101 agcctggtat tgcagcgccc gctgttcatg gcgtgcacgg gtgacatctt ggaataccac
  1274161 gacggcgcca gtaacaatat tgtcacgatc acgtattggt gaagctgaac agcgtatttc
  1274221 ttggcgttct ccccagcgag ataccagata atggccttct ggtaataggg tctgtcgtcc
  1274281 ttcagccagg cattgactga aggcctctaa ttgattttta tcctgtagtg gagaccacaa
  1274341 aataaagacc tcttcaatcg gtaaaccaca ggattcattc tgcctacagc ccgtcatctc
  1274401 ttcagctttc gggttcatta ataccacccg gccttcacta ttgagagaga taatcccatc
  1274461 aggaatggat gacagaactt gatgtaactg ttcgcgctct tcatagcggg cagcttcact
  1274521 ggcgcgcagg gcatcttcgc gttgttttcg ctcactaata tcacggatga gtttggtata
  1274581 acccaacagt ttaccgttat ggtcatgtat cgctgtaatc acggtaagcg cccaatagcg
  1274641 ggtaatatct ttacgaacca accaaccttc gtactctata cggctcgctg acgccgctgt
  1274701 tttcagcagt tttcctggta gccctgcaac aaggtcttcc ggcaagaaga ggcagccgaa
  1274761 atgctggccg ataatctcgt tactggcata gccaatcttg tgttgtgcac cgtgattcca
  1274821 ggtattaacc cgaccccaag ggtctagcat taaaatggca taatcttcaa cagaatcaac
  1274881 catcaggcga aagcgttctt cgctgatacg caatgtttct tcacgttggt ggcgttcagt
  1274941 caagtcgcgg acaatcttgg tgaaacccaa taagtttcct tggtcatcgt gtattgggct
  1275001 aatggcgaca ctggcccaat aacggatatt attcttacgg acatgccacc cttcagtctg
  1275061 gaaattacct tctgctaccg ccttggcgag tgatttttcc ggtacacccg ccgaaatgtc
  1275121 ctcctgcgta aataatagag taaagtgctc accgattatc tcctcacggg tataaccttc
  1275181 atgccgttcc ccccctttat tccaggtaag gatgcgaccc gcagtgtcga tcatgtagat
  1275241 ggcacaatct tccacttcac tgatcagatg acgaaacagc tcttcacttt tccgcagtgc
  1275301 attatcccgc tgccattggt cggtcaggtc acgggtaaca tgaacaaagc cctgcaaaat
  1275361 attttctgag ttatgaagtg cactgagagt gacgttgccc caaaaacgtt tgccattttt
  1275421 gcgcacacgc cagccttgag attcgtaatg accaaactga ttagcgtgct taagcccttt
  1275481 gactgacaag ccgttcacta aatcttccgg ggtataaaac agctcgaagg attgaccgat
  1275541 aacctcttcg gcacaataac cggtattgcg ttctgcgcca ttgttccagg tcagaacgtg
  1275601 ccccttggca tcaatgatgt atatggcgta atcatcaacg gcctcaatta ataaccggaa
  1275661 aacatgatcg tcaaatgatg ccgggtacaa agccattcct atcttttcct tgaatgttta
  1275721 ttcaaccaat cgttggttga gtcgtgcgac agcgagaata tttaatttat aaagggggaa
  1275781 cgatattgcg cctgtctatt gctaacaagg gataaccgtg aattctttca ctgttattac
  1275841 ccctcaagcc ttgatatctg gcatgacaat gtcatgtcct ccctgcttat cgccacgctt
  1275901 aaccctgtct ctcgcgatag ccaaaaaagc caggaaacga gcgactgaaa tacataaagg
  1275961 cttgcattgg caaaggttat acggataatc cccaatcctt atgataagca ttcgtattac
  1276021 tgttaggtgt ataggcttta tgggtatcaa cacgatgaat cagtctctct ccataagtac
  1276081 ggagccgaaa cgttcggctc ctcgtctttt gtgcgtcatg atcggcgtag cattaggatc
  1276141 tttatccgca tcttcatggt ccgcagcagt ggctaacagt actaaaacgg ccagcgcagt
  1276201 cgcagagacc aacagcgccg agagtagcaa taaagcggat accattaccg tggttgggac
  1276261 accagacacg tttcgtgcag gggggaatga tttgatcccg acctatctgg atggacaggt
  1276321 ggctaatggt ggccgtattg gttttctggg gcagcaagat gcccgtaacg tgccattcaa
  1276381 tattatcggt tacacctcga aaatgatcga agatcagcaa gcggcgacca ttgctgatgt
  1276441 ggtcaaaaat gacgcttcgg tacaaaacgt gcggggttat ggtaacccat cacagaatta
  1276501 ccgtattcgt ggttttaatc tggatggcga cgatatttca ttcggtggtt tatttggtgt
  1276561 gctaccgcgc cagattgttt ctaccagcat ggttgaacga gtcgaagtct ttaaaggagc
  1276621 taatgccttt attaacggta tctcgccaag tggcagtggc gttggaggca tgattaatct
  1276681 ggaacctaaa cgtgccggtg atacgccatt gactcgcgtt actgtggatt atggttcagc
  1276741 agcgcaagtg gggggagggc tggatgtggg acgtcgctat ggtgataacg atcaatatgg
  1276801 cgtgcgggtt aacgtactgc atcgtgaagg tgaaacggcc atcaaagatg agaagaatcg
  1276861 cctaaccgcg gtgtctaccg gccttgacta ccgtagtgat cgcgcgcgga cctcattgga
  1276921 tgtgggttac caaaagcaaa ctattcatca tatgcgtacc accgtgggtg tcggtgcggt
  1276981 gaccgttatt cctgaaccgc cgtcaaccac actgaactat ggtcaaccgt gggtttatac
  1277041 cgatttggag accacgtttg gtatgttgcg tagcgagtat gatgttagcc agaactggac
  1277101 ggtttatggt tccatcgggg ccagccataa cgaagaaacg gggcaatacg gctcgccaat
  1277161 cctgacggat aacagcggca atgcgacgat cagccgttta tatgtgcctt atatttctga
  1277221 gtctattgcc ggtttaggtg gtattcgtgg gcattttgat actggtttta tcacccataa
  1277281 agtgaattta gggtatgcaa ctaattatcg gacaaccaaa tctgccttta atatgtccga
  1277341 gagtatcaat accaatatct ataatccggg ggtcatacct ttcccgccaa catcgactaa
  1277401 tcccaatttt tatagtccca accaagatcc tacgttgacg agtcaagtta gggcttccgg
  1277461 cttctcattg tccgatacct tatcgatgat ggatgacaaa gttcagctga tgctgggggt
  1277521 acgccgccag gatgtcacta tccgtaattt taataatggc gtaccaaaca gtgctggctc
  1277581 attagatgcg atgaaagtga cgccaattta tggtgtgctg gtgaggccat gggagaaggt
  1277641 gtctctgtat gccaaccata ttgaagcgtt ggggccgggt aagtctgcgc caaatgaatt
  1277701 taacggcaag ccggtggtca acaaaggcca aatccctggt attgttcact ccaaacaaaa
  1277761 tgaagtcggc gtgaaattcg ataaccagcg ctatggcggg acattggctt tatttgaaat
  1277821 tacccgcccg acgggcacgg ttgatcccgc gaccaatact tatggtttct atggcgaaca
  1277881 gcgtaaccgg ggtgttgaac tgaatgtctt tggtgagccg gtattgggta ctcgtttgtt
  1277941 agggagtgcg gtttggttag atcctaaact gactaaaacc caaaatggga cgaacaacgg
  1278001 taactatgct gtcggtgttg ctcgttacca attagtgttc ggcggcgagt acgatatccc
  1278061 ttcagtagaa gggctgaccg ccactggcac cctgacacgt tctggatccc agtatgccaa
  1278121 tgatgcgaat accttgaaaa ttaaaccgtg gacccgcctg gatctgggcg tgcgctatac
  1278181 catgccaatg aaagagacta acctgatatg gcgcgctaac cttgaaaacg tgactaacga
  1278241 gcgttattgg gaatcgatag aagatagcgg cgtttacctg tatcagggcg atccacgtac
  1278301 gctgaaatta tccgtctcca tggacttctg ataagttgcg gcgactttgc tgaaatagtg
  1278361 attgagtgaa ctgttgttta ctaaacaggt gctttactga aatcccccgg cgatttgata
  1278421 tatcgccggg ggatttctca tttatcgcgc agcagtactt tatttacagc gagaataaaa
  1278481 gggcggtgct tttaggcagt aaggtgcata tgttcataca gaatattaaa gccgataccg
  1278541 atcaatacga tcccgccgat aatctcagcg cgcttaccca gtagtgggcc aatgtagcgg
  1278601 ccaatcagca tccccagcgt tgccataatc atggtggcta agccaatagc catcgcggtg
  1278661 tgtacgatat ccacttgcaa gaaggccaga ccgacgccga tcgccatcgc atcaaggctg
  1278721 gtggcaatgg cggttgtcac caacacccaa aaactgtgac tgcgcatttt ttccgtttct
  1278781 gctacccgct gtttcatacc ttcaaaaatc atacggcaac caagaataaa cagcagactg
  1278841 aaggcaatcc agtgatccca ttccataata tattggctgg cgaacaggcc gatacaccaa
  1278901 ccaatcagcg gggtaattgc ttcgatgacg ccaaaaatca ggccagtacg cagtgcttca
  1278961 cgaaaacggg gtttatacag cgtggcacct ttgccaattg acgcagcaaa tgcatccata
  1279021 gacatagcaa aagcgagaat aattgttgca gatagattca tagaaatagt ctcggccggg
  1279081 cggctccata tacacgtaac ccacccccaa cctaacgacg gagctacgtg tctatggtct
  1279141 cgccaacctt acctggctgc ccgtaccacg tttcaaataa atgaaacgag tatgttgata
  1279201 cgggcgtttc tgcttgccaa tatattatga atatattgca cagaaaccgg ctactcccca
  1279261 tgaacggcgc aaccttaaca tataaaatcg aatgccgaca accccaaata caatatggta
  1279321 tataatcgct attgataatg attttcatta tcaaattaag tttaaaaaat agagtatata
  1279381 agcatcagta acggtgtgga aataaacaga agggaaattt taaatcttgc tgggaaatta
  1279441 atcattcggt tgtagcgtaa attgatgaat tccccagaaa gaaaaatctt tatgattgat
  1279501 tttcaatgaa aaaattatat attttttcta agtcatctaa ttttttaacc tgaatgagta
  1279561 acctgcgctg ctctaaatca atcacgagga ttccatcttc agataaattc atacttttta
  1279621 ttcggctata ttcaataaaa gtattagcat agaaaaaacc tgtattctta aacaacaact
  1279681 tgggccagcg aatatacgaa atataaactg caaccaaggc taaacccact aataaatagg
  1279741 tggttaatgg cgcaccatgg gccataacat tattgtaaat aagaatgcca atcagtccga
  1279801 caaagatcat gcaatcgagt ttgtttttac gtttcaggtg aacttgtagt cgagttttac
  1279861 ccttcatcat gttcatgatg aattcatcat agatggcata aatgagtagt agggcgataa
  1279921 aaacaactaa aacaagatca gtaaccgaca tgcaacaact cctgtatacc cttcgaatct
  1279981 ggagttgtaa ggggggttag ctacgcgtat tcactcgccg tgtaagttca gcgggattca
  1280041 ttcgcttgcc gcctacctgc aacgccaatt tttttgagtt tcgaacggtg tctaaaagat
  1280101 aaaataaccg ggagcaagcc cccggttttg gatgaagata atcgccagag ttatggtgcc
  1280161 aagaagccaa tccagtagcc aaagataccg atagcgaaga agcccataat aatccacagt
  1280221 gcgttaactt tacggcgcaa tagccacata caaccgaagg ttaatagcag cggcactaag
  1280281 cctggcatca actggtccaa gatcgtttgt accgttgtta ctgtggtttc gcccgccggg
  1280341 ttggttatcc tggacaccac caccggtatg ttgacgtgcg tccacttgtt aaccaaggcc
  1280401 cccataacaa acaggccgag gatagacgcc ccttccgtca gtttctgcag gaagccgccg
  1280461 cccatatcat taacgatatt gacgcctttt ttgtagccat atgccacacc gtaataacgg
  1280521 gtcagcaaac gcaccacgtt aaacagcacg aagaacagca atggacccag taagctaccg
  1280581 ctcatggcga tacccgcacc gagagccgca aacactggac gtacggtacc ccagaagatc
  1280641 gggtcaccga caccggccag tggccccatc agacccactt taatgccgtt aattgcagca
  1280701 tcgtcgatct cagcaccatt ggctctctgc tcttccatcg ccaaggtgac gcccagaatt
  1280761 ggcgcggcca cgaaaggctg ggtattgaag aattccagat ggcgtttgat cgcctgctta
  1280821 cgctcttccg agttctctgg atacagacga cggatcgctg gcaccatgga gaaacagaaa
  1280881 cccagcgcct gcatacgctc gaagttccac gacccttgga agaggtttga acggagaaac
  1280941 acaccgcgaa tgtcgctggc cgtgagtttc ttttcaccgg tagttgtttt agtaacagtt
  1281001 gttgtatcaa cagttgttgt atcaaccatt tctctcacct tttcctagtc taattcgtta
  1281061 tcaagatcgt tattggccgg gccagactgt acaacctgag acttgttgta tttagggctg
  1281121 acttggatat aaagaacagc cataaccaca ccaataaccc ccaatgcaac caggttgaag
  1281181 ttggtaaatg cggcagtaac gaaacctaaa tagaagaatg gcatcaggta gccagcacgc
  1281241 atcatgttga taaccatggc gtaaccaacg acaacgatca taccaccggc gatgttcagg
  1281301 ccactggtaa ccacttcagg aattgaactg agcatcatct gaacttcaga tgtacccacg
  1281361 gacagagcaa cgataagcgc gggaatggcg atacgcattg cctgtaagaa cagggcagag
  1281421 atgtggagcc aggtaatcgc tcgtagactg ccacgttcgg cagcgccatc agcggcgtgt
  1281481 tggaaggcca cggtaatggt acgcacgata atagttaaca cctgaccggc tgcagccagt
  1281541 gggatcgcca aggcgatacc ggcaccgata tcttggcccc cggcgataac caggatggtt
  1281601 gaaataattg aggccagagc cgcatcaggt gctacagcag ccccgatgtt catccaacca
  1281661 agcgcgatca tttctaaagt accaccgatg ataataccgg ttttcatatc acccagaacc
  1281721 atacctacca aggtacaggc gacgagcggg cggtgaaatt ggaactcatc cagaatggaa
  1281781 cccatcccgg cgatacatgc aacgataaat atcagcacaa tctgaagagt tgttatctcc
  1281841 attgtacttc tcctatgacc aataaagctg agtaaaataa ccaagcccca aaataggaca
  1281901 gggtattacc tttctacgta gtttttagtg gagctattta tttaatttac taatcaaatc
  1281961 catcattttg agccggctat ccgaagacac ttttcggact tccaattcaa taccgcgagc
  1282021 attcaatttg ttaaacgctt caatatcttt ttcatcaatg gagacggcat tgttcacctg
  1282081 ggttttcccc tgacggaatg ccataccacc aatattgact gatttaatgt ctacaccgcc
  1282141 ctcaaccaga cgaacaacgt cagtcgggtt ggtaaagagc agcatgaccc tatcattggc
  1282201 atatttcggg ttgttataaa cgcgaatcgc tttttctaca tcaaccacgt gtgcggtaac
  1282261 accgggaggg gcaacttgcg ttagcaaggt tttacgcatt ttgtcggcag caacttcatc
  1282321 actgactaca ataatgcggt ttacgttagt ttctttggtc caacgggtcg caacctgtcc
  1282381 atggattaag cggtcatcaa tacgtgccag cccgatcttc atatgatcgt tcggacctaa
  1282441 agcaacggca ggagccttgg ctgttggcac tggagctgcg ggttgtgtct cgggcttatc
  1282501 acttttaaca tcaggcgctt ttaaggcttt cacaccctcg cggccggtct cgacagctac
  1282561 tgcaaccaat tcagcgaatg acggctcatc atcacgagcc ataaaggttt cagccagcat
  1282621 cggaatgtta acgccagtga cgacctcata gttctcttta tcgatagcaa tgcgactggc
  1282681 ggcattaaac gggctaccac cccaagtatc gaccaagaat agaacacctt tactggtatc
  1282741 tagcccggtc aatctatcgt tgtacttctc aatcaacgtt tcagcatttt cacctgggac
  1282801 gaaatcgata taagcaacat tactctgttc acctaaaatc atttcagctg ttttaagcag
  1282861 ttgttctgcc gcagccccat gtgtgccgat gataatagct atactcactc gctaccccct
  1282921 ctgttaactc aaaattgagt tattgcacta acagaaaaac aactcatcac caaaaatact
  1282981 gttgagctac ttgaatctat tatgatagtc gcaatattcg cttgtcgctg acgatttgca
  1283041 tctactatta atgaatcgat tcaggcaacc gttctcagta ccccagtgtg atttatttta
  1283101 gtcagtgaaa aaataaatta tgtgacattg ctcatctatt aggagaagtt atgaatgatt
  1283161 tcgcctactt ggataaatta tcatcattta tgtgacagac atgtgtatga gggcaggtat
  1283221 gaacaatcat gatactgccg tgccggtggt gctccgaacc catgaaatcg ccatcgaatc
  1283281 gttattcctt aatttcatta gatggtggtt tatatagaac taatgaataa atgcgactat
  1283341 gccaacaaaa aaatcctgat aaagttggcg tctcttttca ttgtcaggag ttaagggcct
  1283401 cagctctccc tatggactgt caccgaagtt actgtttctt tagcgttaac acccaaccaa
  1283461 tgggtttaaa tctggttatt caatcacgca ccttagctgc gtatcatttc acccgatctt
  1283521 tctgtgtatc agtgctgaca accgtgcagc ggcgttttgc cgtctctgtt gcagggcgcg
  1283581 catcatctgg atcatgttct tattttcgga gtctgacatg gaacttttaa tggacccctc
  1283641 aatttgggca gggttgctta cactggtggt attagagatt gttctgggca ttgatcatgc
  1283701 gtttggggct gttgtcggtc atttcatgga tggtcacgct tacgacaccg ctgttcagcg
  1283761 tcggtgcgtt taatttcgct gggcgagatt tgattttgct ggtggggggg ttgttcctgc
  1283821 tgtttaaagc caccaccgag ctacatgaac ggttagaagg taatcagcac aatgatgggg
  1283881 cgaaccgggg ctatgccagc ttctgggcgg tcgtggtcca aattgtcatc ctggatgcgg
  1283941 tcttctccct ggatgcagtg attacggcgg tagggatggt caacgacttg cctatcatga
  1284001 tgacagccgt ggtgattgcc atgggggtca tgttactggc ctcgaaatcc ctgacccgat
  1284061 ttgtgaacga gcacccaacg gtggtcgtgc tatgtctgag cttcctgttg atgatcggct
  1284121 tgagtttgat tgccgaaggt tttggcttcc acattccgaa aggttacctg tatgccgcga
  1284181 ttggcttctc aatcttgatt gagttgttta accagattgc gcgtcgtaac ttcatcaaac
  1284241 atgaatcgcg tttaccaaga cgtcaacgta cagcagaagc gatcatccgt ctgatgggtg
  1284301 ggcgtcagca gcaggaacaa cagagtggtg accctcaaca ggcagtacca acagaagcct
  1284361 ttgctgaaga agaacgctat atgatcagcg gggtattaac gctggcctcg cgatcattac
  1284421 gcagcgtaat gacgccgcgt accgaaattt cttgggttga ttgcaaccgt tcacaagccg
  1284481 aaattcgcga gcagttgtta gataccccac acagtttgtt ccctgtttgc cgcgactctt
  1284541 tggatcaaat cattggtgtg gttcgcgcta aagacctgct ggtggcgatt gagcggggtg
  1284601 agtctatttg tgattttgcc gcgacaaccc cgccaatcgt ggtgcctgat accatggatg
  1284661 tgattaatct gttgggggta ttgcgcaaag ccaagggccg cctggtggtg gtgaatgacg
  1284721 agttcggcgt ggtgcagggt ctggtaacac cgctggatgt cctggaagcg attgccggtg
  1284781 aattccctga tgaagatgaa acgccagata ttattgccga tggtgatggt tggttggtga
  1284841 aagggggggc agatctgcac tcgttggaac aggcgctgga ttgccagaca ctggttagcc
  1284901 caaccgctga ttatgcctcg ttagccggtt tactgttgtc tcattcgggc catatgccaa
  1284961 cggcagggga tgtgattgag ctgcataacc tgcgcttcca gattatggac gtctcagatt
  1285021 accgtattga gctggtgcgc attaccaagc tgagtaatga gttggaagag taagcagaga
  1285081 gtggaacctc aggggcgctt cggctcccct gaggttattg acaacgtacc cgcgacggag
  1285141 gtaacagaca gaacgcaaag acgccgtaaa cccatcactc ttcatcttct aacatctcat
  1285201 tttctgacat ctcattcgct tgccgatgtt tattacccac ggtaatgaat tcatccagca
  1285261 gtaaagagag ttgcgccatt ttatctggtg aaaatgctgc ctcaattagc ctgtaacctt
  1285321 cttcaacctg tggccgagcg ttgtcataca aattttgtcc ctcctgagtt aaggagacat
  1285381 aaagtttgcg ctgatcgttg acgggtttga ggcgaaaaat caaattgtta cgctccattc
  1285441 gcgtcaaaat ccccgttagg cttggacgta aaatacaggt ttggcgggcc agcccatgaa
  1285501 aatcaattga gcgattatcc gcgagcactc gaatgatccg ccattgctgc tcagtcagat
  1285561 gattggcttt caagataggc cgaaaaaaag ccatagcggc ttcacgagcc tgcaataatg
  1285621 cgatggtcag tgattcatgc ataagtaaca acgactcgac gttagtaatt tatcctctcc
  1285681 tagagggagg ctctgctgtt tttagtatac ggacagatgg gccagacacc agcgattcct
  1285741 tacacaaaaa aaccacctgt ttttcattat tattaatagc ttaataataa atttacggcc
  1285801 gcgctaacgc ctgattttat ttagcctgtt taaataaata taattatttg tttttttaaa
  1285861 gacaatttat ttattgtaaa taaattgtta tcaagatcac gaatttaaaa tatagaattg
  1285921 gttaattatt gacctattga ttcaaattat tgttaatatg ttaactatgt gttgggcgga
  1285981 ttctgtctaa gccaaaaatt ctgtctaagc caaaaggaac attgcatgaa aggtaccgta
  1286041 tttgccgttg cattgaacca tcaaagtcag atagaggctt gggatagcac ctttcatcag
  1286101 gcaccttata accgcccccc gaaaacgccg gtgtggttta tcaaaccgcg taataccgtg
  1286161 atacgccatg gcgatggcat cccgtaccca gagggattta ccgtgatgag tggtgccacc
  1286221 ttggcactgg ttgttggtca ggttgcccgt catgttgcct taaaggacgc ggcgtactat
  1286281 atcgccggtt ttgcggtagc aaatgaagtc agcttgccgg aaagccattt ttaccgtccc
  1286341 gccattcaag caaaatgccg tgatggattt tgtcctttgg gcgatctggg gccgtttatt
  1286401 gatacctctg cgcttgagat tattaccttg attaatgggc aagaggctga tcgctggtca
  1286461 agctcggggt tggtcagatc aggcactcaa cttcttagtg cactgagtga attcatcacg
  1286521 ttacaaccgg gggatgttct cttgttgggg acgccactgc atcgggttga actcggcctt
  1286581 ggagaccagg tgcaaataca ggttgcaggg ctgcctgtgc tggaaaatat cgtgatccag
  1286641 caaggaagtt ggccatgaaa catgctcgca tccaatacca aggcagtacc tttcatgtca
  1286701 ctgtcgatcc acaaggcaac atttgtttgc cagatggtcg caatgttagc agtgagcacg
  1286761 ttatatggtt gcctcctgcg acaggaacgt tatttgcact cggattgaat tatgctgatc
  1286821 acgcggcaga gttggatttc agccccccga aagagccact gatttttatt aaagcgcccc
  1286881 atagcttcac cggacatcgt caggtttccg tccgccccga taacattgaa tatatgcatt
  1286941 atgaagccga gctcgtggtc gtggttggca aaccagcgcg ttacctcaac ccagctcacg
  1287001 ccatggatta tgttgccggt tataccttgt gtaatgacta tgccgttcgt gactatttag
  1287061 agaactacta tcgtcccaat ctacgggtaa aaagccgcga taccttgacg cctatcggcc
  1287121 catggatagt cgataaagcg gatattccca atcctcataa tttggttatt cgcacttggg
  1287181 tcaacggtga attatgccag cgaggtaaca ccgccgatct gattttcgat attccttttc
  1287241 tgatggcgta tctgagtgag tttataacct tacaacccgg tgacatgatc gccacgggaa
  1287301 cgcccaaagg cctatcgaat gtggttccgg gggatgaagt cgtggttgag gtagatggta
  1287361 ttggttgcct gcttaaccgt gttatcagcc aaacagacta tgaggacggt ttgctatgaa
  1287421 gattgttaac cattggattg atgggaaaaa tattaccagc aatgactatt tcacaacaat
  1287481 caatccggcc actggcgagg tgctggctga cgtggcaagc ggggggataa aagagatcaa
  1287541 ccaagccgtt gctgccgcga aaagtgcttt ccctcactgg gctaacctgc cgatgaaagt
  1287601 gcgtgcccgt ctaatgcgcc gtctggggga gttgattgag caacagatcc cagaaatagc
  1287661 gcagatggaa acgcaggata ccggcctgcc catttatcaa acgcaaaatg ccttgatccc
  1287721 gcgggcagca cataacttcg aattttttgc cgaaatttgt cagcaaatga atggccagac
  1287781 gtatccggtt gacgatcaaa tgttgaatta caccttggtg caacccgtgg gagtgtgtgc
  1287841 gttggtctcc ccttggaatg tcccttttat gacggcgacc tggaaggtcg cgccttgttt
  1287901 ggcgctgggt aacaccgcga tattgaaaat gtcggagcta tcgccactga ccgcagacaa
  1287961 actgggtgaa ctggccttag aggcgggtat accggcgggg gttctcaacg tggtacaagg
  1288021 atatggggcc actgtcggtg atgcattggt atgtcatcag gatgtccgag ctatctcttt
  1288081 taccggcggc accgcgacgg gaaaccgcat catgcaacgt gccgggttga aaaaatactc
  1288141 catggaactc ggtggtaaat ccccggtact tatcttcgac gatgctgata tcgaacgggc
  1288201 tatggatgcg gcgctatttt ccatcttctc tctcaatggt gaacgttgca cggcgggttc
  1288261 gcgcattttt attcaagaga gtctctattc ggcatttatt caacgttttg ctgagcgggc
  1288321 cagccgttta cgtgtggggg acccacaaga tctcgacact caagttggcg cattgatcag
  1288381 taaaccgcat tgggacaaag tttccggcta tatccagttg gggatagagg agggggccac
  1288441 gttgttggca ggggggccgg ataaacccat cgacctacct gctcatctgc gcggagggca
  1288501 cttcctgcgt ccaacggtgt tggccgatgt tgataaccga atgcgggttg ctcaggaaga
  1288561 gatttttgga ccggtcgctt gcctgatccc ctttaagaat gaagacgccg gactgcgttt
  1288621 ggcccgaagt attgaagccg gcatggtgtt cgtgaatacc cagaatgtgc gggatctccg
  1288681 ccagccattt ggcggcatca aggcatcggg aaccgggcgt gaagggggaa agtacagttt
  1288741 tgatgttttt gctgaagtga aaaacgtctg tatttccatg ggggagcatc cgatcccccg
  1288801 ttgggggatg taacagacat catcgccgcg ggttaaatcg caatcaatat cagagaggct
  1288861 tatcccctga taatcgacgg tttcgtgcgg attttatcaa gaaaacccac tgagttttcg
  1288921 agcgaggatg tatgggaaaa ttagcattag cagcaaaaat cacccatgtg ccttccatgt
  1288981 atctgtctga gttaccggga aagcaccacg gctgccgtca ggcagcgatc aatggtcatc
  1289041 ttgaaattag tcggcgctgc cgtgaacaag gggttgatac tcttattgtt tttgataccc
  1289101 attggctggt gaacagtgcg tatcacatta attgcagtga ctctttttcc ggggtttata
  1289161 ccagtaatga actgccacat ttcattcgcg atatggctta tgaatatgag ggcaaccccg
  1289221 cgctggggca aatgattgcc gccgaagcct gcaagttggg ggttcgtgca caggcccaca
  1289281 atattccgag tttaaagctg gaatatggca cgctggtccc tatgcgttat atgaatagcg
  1289341 ataagcactt taaagtgatc tccatttcgg ctttctgtac cgttcatgcc tttgatgaca
  1289401 gccgtaacct gggtcaggcc atcatcaacg ccattgaaca ctatgatggc atcgttgcag
  1289461 ttttagccag cggctctctc tcacatcgct ttattgatga tcaacgcgct gaagaaggga
  1289521 tgaatagcta cacgcgcgaa ttcgatcatc aaatggatga gcgggtcgtc gagctctggc
  1289581 gagaaggtaa attcagcgag ttctgccaaa tgttaccgga atatgcccag tactgttttg
  1289641 gcgagggcaa tatgcacgat accgtcatgc tgctcgggat gctgggatgg gataaatacg
  1289701 atggcaaggt ggagtttgtc accgatctgt ttgccagttc gggtaccggg caggtgaatg
  1289761 cgatattccc attggccgtt tacgggtaaa tctcactgat aaggggagag gctatggcgc
  1289821 atttctacgc agaatgtact gacaacatcc gtgaacaggc cgaattaccc gtcttgtttt
  1289881 ctaacgtaaa tcaaactctg gtgaacacgg gtcttttccc attggcaggt attcgcagcc
  1289941 gtgccatttg gctggatacc tggcaaatgg cggatggaca gcaagactac gcttttgtcc
  1290001 atatgacgct aaaaataggc tacggacgca gtatcgagca ccgacaggcg gtcggaaaga
  1290061 cattgtttgc cttgattcaa gcgcatttcg cagccctgat gtcccaacgt tatctggctt
  1290121 tgtcgttcgt catagaggag ctggatccaa cgcttagctt taaacagaac aatgctcata
  1290181 cattgttcca acagggaacc tctgcatgtt agctcaaaag acgattatcc aaattgcaca
  1290241 acagctatac caagctgaac agtgtggtga acaaatccgc caagtctcgc tcgattaccc
  1290301 catgataacc attgaggacg cttatgctat ccagcgtcaa tgggtggcca tgaagatcca
  1290361 acaagggcag atattgaggg gccataaaat tggcctaacc tcgaaagcca tgcaaaccag
  1290421 ttcccaaatt aatgagccgg attacggcac cttattggat cagatgtttt tcgccgatgg
  1290481 cagtgacatt cccattgacc gtttcattgt cccgcgcctt gaagtcgaac tggcatttgt
  1290541 gctggacaag ccgttaagtg ggccaaactg cactctgttt gacgtttaca acgccactga
  1290601 ttttgtcatt ccggcactgg aattgatcga tgcgcgtagc catcaaattg atccgcaatc
  1290661 acagcgccct cgtaacgtct gcgacaccat ttcagataat gccgccaatg cgggggtgat
  1290721 tctgggaggg cggcccgtta aaccgacgga actggattta cgttgggtca gtgcactgat
  1290781 gtaccgcaat ggcgtgattg aagagagcgg cgttgccgcg gcggtattga atcacccggc
  1290841 taacggggtg gcctggttgg ctaacaagct gagtgcttac gatataccgc tggaagtcgg
  1290901 gcagataatt cttggtggat ccttcacccg cccggttcca gcgcgtcgtg gtgatacttt
  1290961 ccatgtggat tatggcccgt taggtgccat aagttgccac tttgtttagg ggcttagtga
  1291021 tgtttccatt aacaaataaa tttaaacagg cactgaaagc aaaaaaacca caaattggct
  1291081 tatggctagg tttgtgtagc aattacagtg ctgaaatcct ggccggtgcg gggtttgact
  1291141 ggttgttgat cgacgatgaa catgccccga atgatgtaca acggatctta gggcaattac
  1291201 agacgatcgc gtcttatccg agccagcccg tggttcgtcc ggcgtggaat gacccggtaa
  1291261 tgataaaaaa attgctggat attggcgcac aaaccttatt gctcccaatg attcaaaacg
  1291321 ccgcacaagc gcgcgctgcg atcagtgcga cccgctatcc tccgcagggg attcgcggcg
  1291381 tcggaagcgc gctggcccga gcttcccgtt ggaatagaat cgcagattat gtgcagcaag
  1291441 ctgacgaaca gatatgcgta ttgctccaaa tagaaacacg cgaagcactg cgcaatctac
  1291501 ccgagatttt ggcggttgat ggtgtcgatg gtgtgtttat cggcccggcc gatctcgctt
  1291561 ctgatatggg ttttgcgggt aatccacacc atcccgaggt ccgtcaagcc atcgatagcg
  1291621 cagtgatgaa aattaagact gccgataaag cggccgggat cttgatgacc acgccagagt
  1291681 tggctgagta ttatctgaaa ctgggggcac tatttgtggc tgtaggtgta gatacgacgc
  1291741 tattagcacg cacagccgag gcactggcag cccgcttcgg tgtgggtaat catcatccac
  1291801 cgcttgcacc atcgggtgga tattaaccct gtccgtatcg aggacattat catgagcgat
  1291861 tcactgtcta ccgcaccggg cgttaccccg ccggtcaata aaaacacacc attaagtgcg
  1291921 cagcagcagt ccgtcattaa taaactgttt cgccgtctga tcccgttctt attcttgttg
  1291981 tttgtttttg ccttccttga tcgtatcaat ataggttttg cgggtttgac gatggggaag
  1292041 gatttagggc taagtgccac aacctttggt ttagcgacta cattattcta cgtgacatat
  1292101 atcttattcg cgatccccag caatatcatg ttggggatcg tgggtgccag gcgttggatt
  1292161 gcgaccatta tggtgctctg ggggatcgct tctaccgcga ccttatttgc cgtcggcccc
  1292221 aacagtttgt atctcttacg aatgattgtt gggatcaccg aagccggttt tttacccggc
  1292281 attctggtgt atttaactta ttggtttccg gcccactttc gagccagagc caatgcgctg
  1292341 tttatggtgg cgatgccagt gactatggcg ctcggctctc tggtttccgg ctatattttg
  1292401 gcgcttgatg gttttttgaa tatgcgtggt tggcagtggc tatttctgct ggaaggcttt
  1292461 ccatcggtct tgctgggggg ggtggtctgg ttctatctgg acgatacccc gcagaaagcg
  1292521 cgctggttaa cgaaagaaga taaacagtgt ctgcaagaga tgctggagag tgaccgtttg
  1292581 caattggcga aacaggcgga ttatggtgcc ttaccacaat ccgcgatgtg gcgggaaatt
  1292641 ttcacccccg tggtgctgat gtatacactg gcttacttct gtttaaccaa taccctaagt
  1292701 gcggtgaata tttggacgcc gcagatcctg caaagtttta atcagagcag cagcaatatc
  1292761 actatcggtc tgctggccgc tatcccacaa gtttgtacca ttgccggcat gatctggtgg
  1292821 agtagacgct cggatcgggt tcaggaacgc aaaatgcaca cggttttgcc gtatctgttt
  1292881 gccgcagcgg ggtgggtgct ggcatcggcc acacaaaata gcgtaatcca gttgttaggg
  1292941 atcattatgg cctcgaccgg gtcatttacg gcgatggcga ttttctggac tacaccggat
  1293001 caatccatca gcctgagagc cagagctgtt ggtattgcag tgataaatgc cactggaaat
  1293061 attggttcgg ctgtcagccc ggttttaatt ggttggttga aagaccagac cggtaacttt
  1293121 aattccgggc tgtatttcgt tgccggttta ttggttatcg gggctgttat tttcttgatg
  1293181 attccaatga aaaaggcacc tccaaaagcc attttctaat gggctaaggg acccacgccg
  1293241 acaagaatgt cagcgagccg gtctttattt tgatgacgag gtaaatatga agccagaaaa
  1293301 tttccgagcg aataaccaac gtccttttac ccataaagaa tatctggaca gtttacaaga
  1293361 tggccgagag atttacattt acggcgagcg agtgaaaaac gttaccactc atccggcttt
  1293421 tcgcaatgct gcggcgtcca ttggccagct atatgatgca ctccatgacc ctcagtccca
  1293481 tgaacagctc tgttggaata ctgatacggg taatggcggc tatacacata aattttttcg
  1293541 ctatgccact agcccggcag agttacgtca gcaacgggat gctattgccc actggtcacg
  1293601 tcagaattac ggttggatgg ggcgctcacc ggattacaag gcagcgtttg gcagcgtatt
  1293661 gggcgcattt cccgagtttt atggtcaatt tgcggataat gcccgcaatt ggtatcagcg
  1293721 tatccaggaa tccggcctct attttaatca tgccatcgtc aacccgcccc ttgatcgcca
  1293781 taagtccgca gatgaagtga aagatgtgta tatccatatc gaaaaagaga ccgatgccgg
  1293841 aattattgtc agtggagcca aagtggtcgc cactaactcg gcattaacac attacaattt
  1293901 tatcggtttt ggatccgctc aagtgatggg ggaagaccct gattttgcgc tgatgtttgt
  1293961 cgcaccaatg gatgctgacg gtatgaagtt gatttcccgc ggatcttacg aactgatggt
  1294021 gggcgcgaca ggctccccgt ttgattatcc gctctccagt cgatttgatg agaacgatgc
  1294081 gattttagtg atggataacg tacttatccc ttgggagaat attttaatct accgtgattt
  1294141 tgatcgctgc cgtcggtggt ctactcaggg aggattcgcc cggttattcc cacttcaggc
  1294201 ttgtacgcgt ctcggcgtga aactggactt tattaccgca ttgctgaaaa agagtttaat
  1294261 gtgcactggc tcactggagt ttcgtggtgt ccaagcggat ttaggtgaag tggtcgcttg
  1294321 gcgtaacgtg atctgggcgt taagcgatgc catgtgcgcc gaggcgaaac cttgggtgaa
  1294381 cggcgcttat ctacccgatc tcgcagcatt gcaagcctac cgcgtcatcg caccgatggc
  1294441 atactgcaaa atcaagaata tcattgagcg tacgctcgcc agtggtctga tttatctccc
  1294501 ctccagtgtc cgtgatctac aaaatccggc tatcgacaaa tacctgtcgc gttatgtgcg
  1294561 gggttcaaac ggtatcgacc atgtagaacg cattaaggtc ctgaaattga tgtgggatgc
  1294621 gatgggcagt gagtttggcg gccgccatga attatatgaa attaactatg cgggcagcca
  1294681 ggatgagatc cgtctgcaat gtttgcgtca ggcgcaggga gacggatcta tggaccagat
  1294741 gatggcgatg gttgatcggt gtttgagtga ttatgatact cagggctgga cggttcctca
  1294801 tctgcacaat aataacgata ttaatcaact gaataggtta atgaaataat caggtaccag
  1294861 gaggtttata tgtcaacaga aaatcaacat catctgtgtt ttcgtgacgc gatggcctgt
  1294921 ttatcggcag cggttaatat tgtgaccacc gatggccctg ccggacgttg tggcattaca
  1294981 gcaaccgcag tgtgttccgt gacagatacc cccccgacct tgataatttg tattaatcgt
  1295041 aatagtgcaa tgaaccctgt ttttcagcaa aatggatgtt tatgcatcaa cgtactgaat
  1295101 catcaacaag agcctatggc gcgtcatttt gctggaatga cggggagcag catggaagaa
  1295161 cgtttcagtt gggatatctg gaatgtcggt ctgctcggcc agccgttgtt acgagatacc
  1295221 ttagccagtt tggagggggt gattgaacag gtacaaacga taggtacaca tcacacagat
  1295281 cgttctgcgt gagcaaggcc atggtctgat ttactttaaa cgccattttc acccggtgat
  1295341 ggtgtaaacc tctaatgccc gtcatattta actgacgtgc attagaggtt gttgacaaag
  1295401 tgcctgcggc ggagagaaca ggcagagcgt aaagaggcca gcttccctgc ataaaaatag
  1295461 ccctccctgg gggctagccg cgccatcctt tactcccctg cctattctta ccgtttcaga
  1295521 tcgcgtcatc ggggtttgtc agccgtccga agggcgcttt gtgtataaac cggtcataca
  1295581 ttggctcccc tttgggttgt ttcaagatag ctgtcagcga aaaaaatcaa gtacactgca
  1295641 ctttaatcgc caggccacca cgcgatgttt cgcggtattt ggcattcata tctttacctg
  1295701 tttcaaacat cgtttcgata actttatcga gggagacgcg cggttcactg gtacggcgca
  1295761 tcgccatccg tgcggagttg atcgctttta ccgatgcaat cgcattgcgt tcaatacatg
  1295821 gtacctgtac ctgacccgca accgggtcgc aggtcagacc taagttgtgt tccatgccaa
  1295881 tctcggctgc gatacagact tggatcgggc tagcacccag caattcagca agaccagcgg
  1295941 ccgccattga acaggcaacg cccacttcgc cctgacaacc cacctctgca ccagaaatag
  1296001 aagcattcat cttatacaaa atcccgatgg caccagatgc gaggaaataa cgaataaaga
  1296061 tttcaggtgt caccggttcg ataaagtgat cgtaataggc cagaaccgcc ggaacgatac
  1296121 cgcaagcccc gttagtgggt gccgtcacga cacgtccacc tgccgcattt tcttcattca
  1296181 cggccagtgc gaacatattg acccagtcaa tgacaatcat ggggtcactg gacagcttat
  1296241 cggaagagac cagcaggcgg cgtaatgccg atgcacgacg tggtacacgc agtggcccag
  1296301 gcagcacacc ctcggtattc aaaccgcgat cgatacaggc gcgcatggtc tgccagatgg
  1296361 cggtgaaata ggactcaatc tcttctttac tgtgcatcgc cagttcattc tgcatcacca
  1296421 taccggagat agacaggcca gtttgctcgc agttggctaa tatttcggca gcagagttaa
  1296481 acgggtaggg gacgctaacg tcattcacgc tggctttgcc aaaattctct tcatcaacga
  1296541 taaaaccacc gccgatggag tagtatgttt tgctgaggac tttttcatcg ccagcaaaag
  1296601 catgaatttg catgccattc tcatgcagtg gcagattatc gctgcggaag accatcccgc
  1296661 cttcacgggg gaaatcgact tcatgcaggc catttgccaa catcagtttt tggcgtaatt
  1296721 caacatcgcg gataaacgca gggatgctgt cgatatcaac ggtatcaggc aggttacctg
  1296781 ccagacccat aataatggcg atatcggtgt gatggccttt cccggtcagc gacagtgagc
  1296841 cgtaaacatc gacggcaaca cgcgtgatag acggcatcaa tccttcggtt atcagcaaat
  1296901 cgacaaattg cttacccgct ttcattggcc caacggtatg agagctggac ggaccgatac
  1296961 caatcttaaa catgtcaaaa acgctaatca cgctaaagct ccttcacaaa aacctattat
  1297021 tatactcagc gcctgattga tagggcttga gaacatttgt attaagtata aaactttgtg
  1297081 gctagacgcg ggtcactaca cataataaat atccatacat gaagtgatgc aatcacagac
  1297141 ctttattgat ttgggggcta ctcggattag ctgtgcctat ttgatacggc aacggctaca
  1297201 tttttctctt cctccaggga ggataaaaaa ccgccaagga gagtgaaaat tatccctatt
  1297261 taacaaaata cgttctagtt attcagctac ggggtcaatg gcccggtata ttttggtctc
  1297321 taaacgtttt ctatctctaa acacggtctc gccattaagc ctatttgggt aacagcttat
  1297381 gctgatattg gccgcattaa ctattagcta ttaaccataa ctattagcta ttaaccatga
  1297441 ctctcagcta ttaaccataa ctatcaggaa ttgaccttat tttcttagtg gtttatagcg
  1297501 gcagataata ttttacagat atttagtaat gccgatagac cattttacag tttttttaaa
  1297561 atgaatgtgc aagaaaaata gagtaaaaat cgaattgagg aggtgacaag gatcgcttta
  1297621 tgctgttatt actgtttttt agctgcacga tgtgacggat gtcacaggtt aacagccgcc
  1297681 aaatggcggc tttatgagtc aaatactgac ttgctgcgcc agatggcgaa taatcgtggc
  1297741 ggtcaggccc cagataaatt ggttttcgta ccatgaaaga tagacccggt gattgattcc
  1297801 ctcccgatga atatccagcg aatggtagcg agagaggctc agcgcttcat gtaaggggat
  1297861 ttcaaatagc ccagccactt cttcgtcatt gccgtaaaaa gggatattgg ctggtactaa
  1297921 tcccacaatt ggcgtgacgt gataaccact agaactgttc aggggagcca gtttccctaa
  1297981 cacatgaact acggatgccg gaatggcgac ttcctcttcg gcttcacgta gcgcggtact
  1298041 aatcagtgac tgatcgtcag gatcggcctt cccacccggg aacgcgacct gacccgcgtg
  1298101 tttacgcaag tgatcagcgc ggcgggtcag taataatgtg ggctctgggc ggcaaataat
  1298161 gggtatcaat acagcagcac ggcggttagt ggcagaaaaa tagtgactat gagtcaaaac
  1298221 attatcgggt tgcggcagtt gtagttggaa acggttaata aactcggaca agtactgccc
  1298281 agtaattaat tcactcacga aataacacac tcccccagtt gcggtaaaat acgggcgacc
  1298341 ttatcgaacg tttcttgata ttcagcttgc tcttggctgt cggcgacaat cccccctccg
  1298401 gcagaacaat atatcttacc gttctctgtc atcagggtac ggatagtaat attggtatcc
  1298461 atggtgccgc agcaacttat gtagccaatg ttaccgcaat aagcattgcg tcgatagggt
  1298521 tcgagttgtt caataatttc cattgctcgg accttggggg caccagtaat tgacccgccg
  1298581 gggaaacagg cgcgcagtaa ttcggtcggc gaacattctg ggggaagtat tgcggtaatt
  1298641 gtactgacta agtggtgcac cgcaggaaaa ggctccacca caaacagctc tggtacgcgg
  1298701 acgctacccg gacgtgcgac acggccaata tcgttacgca gtaagtccac aatcatgaga
  1298761 ttttcagcct gatctttggc tgaattcgcc aatcgctcag cttgctggcg atcctgctca
  1298821 ggatcggcca aacggggtag cgtaccttta atcggccggg tttgaacctg atgattctcc
  1298881 aaccacaaga aacgttctgg tgaaacactc aatatggcgt tgtcgggtaa gcgaataaaa
  1298941 gctgaaaagg gggcttgatt gctacgactc agtgacagaa atgcttgcca ttcatccccc
  1299001 tgatactctg cgctgaatct ttgtgccaga ttgatttggt aacagtcacc gctacgcaga
  1299061 tacgcttgaa tttggcggaa tttttcgccg tactgctccc gtgacatatc tgcctgccat
  1299121 ggaaccgtga gtttgaaggg gacgaggttc tcatcggttg tttgctgatg cagccaatgc
  1299181 aagcgctgtt cggcatcgcc aagggatacc agcgtgagct tctgccgaga gtggtcagca
  1299241 atgagcgccc agtcatacag gccaatggcc atatccggca aggcgatatc gtgcgccgcc
  1299301 agttcaggca atttttcaac tcggcggcct aagtcgtaac caaatagccc taacgctccg
  1299361 ccctgaaacg gcagatcagg gtgagcaggc atcgctgggg cgaatttatc cagttgctgc
  1299421 tgcagcaaag agaagggatc cgcgagggag gtttcctgcc cctgatcact gacaataacc
  1299481 gttttatccc catgagttgt cagcgttatt tttggatcag cgaccaagat atcaaagcga
  1299541 ctatgggggt gttgagcaaa tcctgagtgc aacaacatcg cccaagcttg gttggcaagt
  1299601 ggggtgaatt gttgaagcag ggcatcaggg tgataaggta actctttgac ggttaaaaat
  1299661 ttctcacaca taggtcgcta ttcttttctt tcgaatggtc ataaagagat gtcttatgta
  1299721 catgttggca atgggctaca aggctgcata aatcactaag acagtggtgg caggagttta
  1299781 ccgcaggcag gaataaacag gtatactcaa taaattatat gtaggagatc aatagatgct
  1299841 agcgggtatg ccttcacttt cccatgagga acagcaagaa gcggttgaac gtattcacaa
  1299901 attcatgtct gaagggatga gcagtggtga agcgattgca ttggtggccg cagaaatccg
  1299961 tgagcggcac caaaatgatc cacaagcgat ggctatcttt gaagatcatg attttgatga
  1300021 acatactgag tctgattacc gccgggatga tgaaccggat gcggatgaca ttgaagaccc
  1300081 gtatgagggc taatgtttct ggttgttatt gatcgcaggc ggttactggc cgatagaacg
  1300141 attgatagat aaaaataaac ccgctggctg aatggcgggt ttatttattt gctagcgtcg
  1300201 gctaaatgag caggatgatc attccccact gacctcaatg tttcccgcgg ccttttttgc
  1300261 cacttcaatg gcggtttcta tattatctgc aacggccagt gcaaccccta aacgccgctt
  1300321 accggcaatt tcaggtttac caaataaccg aatctgtgta tcgcctatca gggcagtttc
  1300381 cagcccgcga taggtgatat tctggctggt cagttctggc aaaataactg ccgaggcagc
  1300441 cgccccatat tggcggatag tgccaatcgg caaaccaaga aatgcgcgca cgtgcaaggc
  1300501 aaactcggac atattctgcg aaatcaaggt caccatgccg gtatcatgtg ggcgaggaga
  1300561 aacttcgctg aaaataacgt catcaccaca aacaaacagt tctacgccaa atagcccaaa
  1300621 cccacctaac gcggtgacca cttgtgcgga gatctctttt gctcgctgca gggcgatatc
  1300681 actcatggct tggggttgcc aggactcgcg atagtcgcca tcttcctgac ggtggcctat
  1300741 tggggcgcaa aaatgaatac catcgacagc acggatcgtc agtaaagtga tttcaaaatc
  1300801 aaaatgaacc aaaccttcga taatcacgcg cccgctaccg gcacggccac cttgttgtgc
  1300861 atattcccaa gcagcctgaa ggtgttcctc gctgcggatc aggctctggc ctttaccaga
  1300921 agaactcatt accggtttaa caatgcaagg gtaacctatg tcgcgcacgg cctgaaagaa
  1300981 ggcgctatct gtgtcggcaa agcggtaact ggacgtgggt aattgcaacg tctctgcggc
  1301041 cagacggcgg atgccctcgc ggttcatggt cagacgggtg gcttctgcac aaggcacaac
  1301101 atgttggccc atcttctcca gctcaaccag catatcggtg gcgatagctt cgatttccgg
  1301161 cacgatataa tgcggttttt cctgggcgac taactgcttg agtgcggcac catccagcat
  1301221 attaatgacg tggctacgat gagcaacatg catcgcgggg gcatcggcat agcgatcaac
  1301281 cgcaatcacc tcaagcccta atctttggca ttcaatcgcc acttctttac ccagctcgcc
  1301341 tgcgcccagc aacatgacac gggtagcgcc ggggcgcaga gcggttccaa tggttagcat
  1301401 agttagatac ctacatctgt gggagattac acgttaattt gacgcgcgcc agtatacggc
  1301461 aaaatagcga cgaaaacgat tgcgtctgta atgttaaagg ggcgcagcag tgaatttctt
  1301521 ctccatacat ttctctcatc tcataccgcc gccctaaata caaagaagaa gttgcgcagc
  1301581 gtctcgccta tttaacctgt tttttgcggt ttaattccgg caacgcgcct atctctggta
  1301641 ttatcgcggc aaaatcttgc gcttgccttc aggccatcgc tgccattcca tccagttata
  1301701 agagttactg ccgtgagcac aacttccttt tcttccctga cactgcctgc tgagcagttg
  1301761 tccaatctta atgaacttgg ctataccgag atgaccccgg tacaagctgc ggtgttaccc
  1301821 gcaatcctca acgggcagga tgtccgggcg aaggccaaaa ccggcagcgg taaaacagcc
  1301881 gcatttggca ttggtttgct ggacaaaata gcggtagggg aatttgttac ccaagcgctg
  1301941 gtattgtgcc caacccgaga attagcagac caggtcagta aagagctgcg ccgtttagca
  1302001 cggtttacac aaaatattaa aattctgacc ctgtgtggcg gccaaccgat gggccaccaa
  1302061 ttagattctc tggtccatgc accgcacatt gtcgtgggta cgccagggcg tattcaggaa
  1302121 catctgcgca agaaaacgct ggtacttgat gagttgaaaa cgctggtgtt ggatgaagct
  1302181 gatcgcatgt tggatatggg tttttccgat gccattgatg acgtgattgc gtatacccct
  1302241 ccacagcggc aaaccttgtt gttctctgcc acctacccat caggtattga gcagatcagt
  1302301 gcacgagttc agcgccaacc attgaatgtt gaagtgggtg ataccgatga agagcccgct
  1302361 attgaacagg tgttttttga aacgactcgt gagaaacggc tgccactgct gatctcagtt
  1302421 ctgagccatt accagccggc ctcttgtgtg gtgttctgta acaccaaaaa agattgtcag
  1302481 agcgtttatg agtcactgga atcacgtggt atcagtgtct tggctttgca cggggattta
  1302541 gaacagcgtg atcgtgatca ggttctggtg cgttttgcca atcgtagctg ccgtgtgttg
  1302601 gtggcgaccg atgttgctgc tcgtggttta gatatcaagg atctggagct ggtcattaac
  1302661 tttgaattgg cgtttgatcc cgaaattcac atacaccgca ttggccgtac cgggcgcgca
  1302721 gggatgagcg gcctggccgt tagcctatgt acgccacagg aaatggtacg tgcccatacc
  1302781 atcgaagatt atctgcaaat aaaattgaaa tggacacctg cggaacaggt tagccgtagc
  1302841 accaacatca tgctggaacc agaaatggtg acgttatgca ttgacggggg gcgcaaagct
  1302901 aaaattcgcc ctggtgacat tctcggggca ttaaccggtg atgcagggtt aaccgccgca
  1302961 gatgtgggta agattgatat gttcccggtt catgcctatg tggctatccg taaagccagt
  1303021 gccaagcgtg cgttgcaaca attgcagcaa ggcaaaatca aaggtaaaaa ctgtaaagcc
  1303081 cgtctattaa aataatcatt gcggggtgat ggcagttgca tcatcccgat aaatcaccct
  1303141 acactgtgat tatatacagt tatctgtgag cgaaaaggat gtatagcaat ggccgttgaa
  1303201 ataaaattcg tcgtggtgag acagggtgag gaaaaaatga ctttcacaac caaaaaagaa
  1303261 gccgatgcct acgataagat gctggatttg gctgacaact tgtctgaatg gttatcacag
  1303321 gctccgctgt cgctagagga agaacaacgt gaagcgttaa gtttcttctt ggcagaaaat
  1303381 aaagaagcat tagggcaaat tctacgcggt agtacccccg tggtcgccgt tgatgggcca
  1303441 caaaaagtac aatctgaaaa aaatactgct gagaagaaaa gtaaacctga agaaaatcaa
  1303501 gccgcttaat ttgctcactt tcggcagaaa gtgaaaaaga gatctaaaat gaatcgtgaa
  1303561 atcacctttt ttggccgttt tgaagccgat attctggcag atcgtaaaac gattactatc
  1303621 cgggatagca gtgagtctga ttttcgctca ggggaagtcc ttcgggtgtg ccgtaatgaa
  1303681 gatggggtat tcttttgcca catcaaggtt aaatcggtca cgccggtgac actggacggg
  1303741 ctatctgaac gtcatgctga gcaagaaaat atgtcattag acgaactgaa aaaggtgatt
  1303801 aaggcgatct atccagggct ggatcggttt tacgtgattg aatttacgcg gtgttaatta
  1303861 aacagtatta atcacatcag tttggttgtg ctgttcactt tacaacctgt gtttcaatca
  1303921 tcactccagt cactagatag gaataataat gcgtggagga gtgatgaaaa agacagggtt
  1303981 agctttggtg ctggcaacca tactacttgg catgatgggc agcgtacatg cccaagagcc
  1304041 gcgagtcgta aaagttcctg cttgtatcgg cttgaatcaa tcccaggtag caactcaggt
  1304101 caaacgggat ttcctacaaa accgtattcc tcgttgggaa gcagataaaa aacagttggg
  1304161 cacagataag ccggtagtgt ggattaatgt ggtagatatt atcggtaaag atgatatctg
  1304221 gcaggttcca ctgatcgctc ggggcaacaa gggtgataaa acgtatcaag tggtgctcga
  1304281 ctgcaagtct ggcacaatga cttatactgg gctgaatgct cagaccaggc cagatcccca
  1304341 gatcggtctg aatagccaag ccgggccgaa gtaactgcca gggccgctgg ctgttgagga
  1304401 ccaggctctt aatcagttgt tattgcagag caataacccg ctatgtttga gggcatattg
  1304461 ccctccatct ggtcaattca atagtgtttc aaatggccaa tagtgtttca aaaggaagcc
  1304521 agagtagcct ctctggtaac tccttgtatt actacctaac aataaaaatt cccaataatc
  1304581 cctttaaatg cccttgttta tcagcaaact atatgttttt ctttgcatca acaggtaatc
  1304641 gtaccactct cgtgataacg cacatagatg gataacctaa tcaatgatga ctcccccaaa
  1304701 agcagataaa cgcccttatc cgatgacgcg acacggtgat acgcgtgtgg atgactatta
  1304761 ctggctacgt gatgatgaac gtacagatgc tgatgtactg aattatttgc aagctgaaaa
  1304821 tgctttcacg gcggcggtgc ttaagccaca acaacagttg cgtgaaacct tgtatcagga
  1304881 aatggttggc cgtattcctc cacaagagga gtcagtgccg tatgttcgca acggctaccg
  1304941 ttatcaaacc cgttttgagc cgggtaacga gtacgctatc tatgttcggc aacccgtcag
  1305001 tacagacagc gactgggaaa cgctattgga tggtaatcag cgtgccgagg gccatgagtt
  1305061 ttatacctta ggcggtttag atgtcagtcc tgataaccag ttactggcgg tggcagaaga
  1305121 ttatctatca cgtcgccaat atgacatcag gataaaaaac ctatccagtg ggggctggca
  1305181 cgatgaagtt atcagtaata cgtcaggcgg atttgagtgg gcaaatgatt caaaaacgct
  1305241 gtattacgta cgaaaacatg aaaaaacgtt attgccttat caagtgtatc ggcatgtggt
  1305301 gggtactgat cctgagcaag ataaattaat ttatcaggaa tcagacgaca ctttttatgt
  1305361 cagcttggaa aaaaccacgt ctgaacgttt tattctgatt caccttagca gcacgacgac
  1305421 gtctgagatt ttgttgctgg atgctgatct gcctgagccg gtaccgcagg tttttgcgcc
  1305481 acgccgtaaa gaccatgaat atggtgtaga ccactataaa cagcacttct atattcgctc
  1305541 caataaagag gggaagaatt tcgggctcta taaaattgaa gacagccaag ggtgcagtga
  1305601 ctttgccgat gagtctcaat gggcgttact gattgcacca agaacggacg ttatgctgga
  1305661 aggattcagt ttattccgcg attggctggt ggtcgaagaa cgcagtgaag ggttgacgca
  1305721 cctacggcaa atccattggt ctactggaga agaaaaatcc atcacttttg atgatccaac
  1305781 ctacgtaacg tggcttgctt acaatccaga accagaaacg gcactgttgc gctatggtta
  1305841 ctcctcaatg accacgccaa gctccatgtt tgagattaat atggacagtg gtgagcgcca
  1305901 gttactaaag caacaggaag taaaggattt cacccctgaa aagtatcgca gtgaacgtat
  1305961 ttgggttacc gcatctgatg gtgtgaaaat accggtttcg ttggtttatc atcgcgacta
  1306021 ctttgtttct ggtagcaatc cattattggt gtatgcctat ggttcgtacg gtagcagtat
  1306081 ggatcccgtc ttcagcagta gccgtttgag cttattggat cgcggttttg tgtttgctct
  1306141 ggcacacatt cgtgggggcg gagaactggg gcagcaatgg tatgaagatg gcaaattact
  1306201 caacaaatta aataccttca gcgactttac tgatgtaacg aaagccttag tgaacgaagg
  1306261 atatggggat gctcagcgcg tttttgcgat gggaggcagt gccggaggct tgctgatggg
  1306321 cgtcatcgtc aatcaggccc ctgaattata taaggcggtt gtggcacagg ttccctttgt
  1306381 tgatgtggtc acgaccatgc tggatgagtc gattccactc acgacaggtg aatacgatga
  1306441 gtggggcaac cctaacgata aggtctatta cgattatatt aagcaatata gcccttacga
  1306501 tcaggttaaa gcgcaggatt acccgcacat gctggtaacg actgggctgc atgattctca
  1306561 agtccagtat tgggaacccg ctaaatgggt cgctaaactg cgtgaaatga agactgatga
  1306621 ccaccaatta ctgctttaca ccgatatgga ctcgggccat ggcggtaaat caggtcgctt
  1306681 caaagcttat gaagatattg ctttggagta tgcatttatt ctgtcgttga tttaatgcaa
  1306741 tgatgtcttt atacccaaaa tataatgcgg cgcgttgcag gaaggcggta actgagtagg
  1306801 tccccaggag cttaatttat tttaagatca acgacccgtg agtgactggg gtgaacgacg
  1306861 gtaatcaaca cacatgcagt tgggcggggg atggggatat atgatctgaa gatatcaata
  1306921 tatattatga aaatatattt catccttttt ccgtcatcgt taaatatgaa caataaaaaa
  1306981 cccgccgata atggcgggtt aactcacgaa acgaaaaacc ccgttaggct gcgctggtag
  1307041 atgatgattt cttagcgcgt ttttcagctt ttttctctgc gggtgttttc agtggttttt
  1307101 tcttcgcatt ctttttgctg tccattccct tactcatgcc ttacctctct tgacctgcgg
  1307161 ttaggtttgt acgcccaccc attaaccacg ttatcagcga gagttgcaag gagataaaac
  1307221 atcaaagaga ttaatctatt gtttaataaa gacattatta aatcttaaga attcttattt
  1307281 tcgtttaata gtgcttgtct agccacttaa agtgaggtga gttattgcgc tacggtgtaa
  1307341 atatcatccg ttgattgaat taaatgggtg actggcatga atctgaggtt ttgtcattga
  1307401 ccctgcgggc ggtataggtt ttgataactt aatatctaat aacaagcatg gaaaaataat
  1307461 ggaacaatta cgtggacttt atcctgcata tgaaccttac gacagcggtt tatgtaacga
  1307521 acggtgcaat agtgatccac acccaacgcc tgaaatcaga tccagggggt aatctgctct
  1307581 cctgattcag gagagtttat ggtcactttt gagacagtta tggaaattaa aatcctgcac
  1307641 aagcagggaa tgagtagccg ggcgattgcc agagaactgg ggatctcccg caataccgtt
  1307701 aaacgttatt tgcaggcaaa atctgagccg ccaaaatata cgccgcgacc tgctgttgct
  1307761 tcactcctgg atgaataccg ggattatatt cgtcaacgca tcgccgatgc tcatccttac
  1307821 aaaatcccgg caacggtaat cgctcgcgag atcagagacc agggatatcg tggcggaatg
  1307881 accattctca gggcattcat tcgttctctc tcggttcctc aggagcagga gcctgccgtt
  1307941 cggttcgaaa ctgaacccgg acgacagatg caggttgact ggggcactat gcgtaatggt
  1308001 cgctcaccgc ttcacgtgtt cgttgctgtt ctcggataca gccgaatgct gtacatcgaa
  1308061 ttcactgaca atatgcgtta tgacacgctg gagacctgcc atcgtaatgc gttccgcttc
  1308121 tttggtggtg tgccgcgcga agtgttgtat gacaatatga aaactgtggt tctgcaacgt
  1308181 gacgcatatc agaccggtca gcaccggttc catccttcgc tgtggcagtt cggcaaggag
  1308241 atgggcttct ctccccgact gtgtcgcccc ttcagggcac agactaaagg taaggtggaa
  1308301 cggatggtgc agtacacccg taacagtttt tacatcccac taatgactcg cctgcgcccg
  1308361 atggggatca ctgtcgatgt tgaaacagcc aaccgccacg gtctgcgctg gctgcacgat
  1308421 gtcgctaacc aacgaaagca tgaaacaatc caggcccgtc cctgcgatcg ctggctcgaa
  1308481 gagcagcagt ccatgctggc actgcctccg gagaaaaaag agtatgacgt gcatcttgat
  1308541 gaaaatctgg tgaacttcga caaacacccc ctgcatcatc cactctccat ctacgactca
  1308601 ttctgcagag gagtggcgtg atgatggaac tgcaacatca acgactgatg gcgctcgccg
  1308661 ggcagttgca actggaaagc cttataagcg cagcgcctgc gctgtcacaa caggcagtag
  1308721 accaggaatg gagttatatg gacttcctgg agcatctgct tcatgaagaa aaactggcac
  1308781 gtcatcaacg taaacaggcg atgtataccc gaatggcagc cttcccggcg gtgaaaacgt
  1308841 tcgaagagta tgacttcaca ttcgccaccg gagcaccgca gaagcaactc cagtcgttac
  1308901 gctcactcag cttcatagaa cgtaatgaaa atatcgtatt actggggcca tcaggtgtgg
  1308961 ggaaaaccca tctggcaata gcgatgggct atgaagcagt ccgtgcaggt atcaaagttc
  1309021 gcttcacaac agcagcagat ctgttacttc agttatctac ggcacaacgt cagggccgtt
  1309081 ataaaacgac gcttcagcgt ggagtaatgg ccccccgcct gctcatcatt gatgaaatag
  1309141 gctatctgcc gttcagtcag gaagaagcaa agctgttctt ccaggtcatc gctaaacgtt
  1309201 acgaaaagag cgcaatgatc ctgacatcca atctgccgtt cgggcagtgg gatcaaacgt
  1309261 tcgccggtga tgcagcactg acctcagcga tgctggaccg tatcttacac cactcacatg
  1309321 tcgttcaaat caaaggagaa agctatcgac tcagacagaa acgaaaggcc ggggttatag
  1309381 cagaagctaa tcctgagtaa aacggtggat caatattggg ccgttggtgg agatataagt
  1309441 ggatcacttt tcatccgtcg ttgacagttt attagacacc ggggacgggc atcaaattta
  1309501 ttgggagctc tgcggcaatc cgaagggcaa gcccgcgatc tttattcacg gggggccagg
  1309561 gggcgggatt gcaccttatc atcggcagct attcaaccct gcaaaatata atgtgatgtt
  1309621 atttgatcaa cgtggctgtg ggcgctctaa accccatgcc agcttggata acaacacgac
  1309681 ttggcatctg gtggaggata ttgaacgtct gcgcaagatg gccgggattg aacaatggct
  1309741 ggtgtttggc ggttcttggg gatcgactct ggcattggct tatggcgaaa cacaccctga
  1309801 acgtgtcagt gagatggttc tgcgtgggat cttcacttta cgcaggaaag aactgcattg
  1309861 gtactatcaa gagggggcct cgcgcttttt ccccgagaaa tggcagcggg tactgtcaat
  1309921 tttatcccca gaagagcagg gcgatgtgat agcggcttat cgtaaacggc tgacatcacc
  1309981 tgatcgggca atacagctag aggccgctaa aatatggagt ttgtgggaag gcgaaacagt
  1310041 gaccttatta ccaactaaaa gctcggcttc ctttggtgaa gagcattttg cactggcgtt
  1310101 tgcccggatt gaaaatcact atttcacgca tcttggcttc ttggacagtg ataaccagtt
  1310161 gttagacaat gtgacacgta tacggcatat cccagctgta attattcatg gtcgatatga
  1310221 tatggcgtgt cagctacaga acgcctggga tttagcacag gcttggcctg aagctgagct
  1310281 ctatatcgtt gaaggtgccg ggcactcctt tgatgagcca gggatactgc atcaacttat
  1310341 tctagctact gataaatttg ctcactgact ctacgcattt aaggcgactg actcccgcgg
  1310401 gttaaggcct acgggagcat ttcacgatta cttcacttta ggttcatacg gcagtcgaga
  1310461 taattttttt gactcgatac ggtaatgtgc cagccgttgt aaaaaatact cgcgtagagc
  1310521 ttcgggttgt tctctggcga ccatttcagg gataacgggc atattgtagc gctctttaaa
  1310581 tgcaacacct gaggcggcaa ggtcaacgtt catttttgcc gtctcttcgt cagaaagctc
  1310641 taccaaatta tatcccattt ctttctcctt cttagaccat cggcgttgat agcgcaaaag
  1310701 gtaatgcaga cggtagatat tggcaagtca gtaatgttgc caactatagg gaatcagtgg
  1310761 atgactatca ttaaacagac tcattctctg atattggaaa tattattaag cgatcacaaa
  1310821 taccaatagg aatcattatc tttagtgctt ataaaataat gtgaatgatt atcatgatgc
  1310881 tttggtattt attttcattt aattttattg tttatttaca attagatatc aataagttga
  1310941 atgatttatg ttttttataa ataataatgt gaatagagtg tttttatttt gtttttatct
  1311001 tggcataata caccaagtta attatttctt gcccatatca aaaagtaagg gaattattat
  1311061 gttaaaaaaa gaaatggcac aaaaactcaa tgagcaactg aatctggagt tttactctgc
  1311121 gaatctttat ctgcaaatga gtgcttggtg cagcgataaa ggttttgaag gtgcggctgc
  1311181 ctttttaaaa aagcattctc aagaagaaat gcaacatatg gaacgtttgt ttgaatatct
  1311241 cagtggaact ggctctatgc ctgtactggg tacgattacg gctccacctg tagattttgc
  1311301 atcattagct gatgtattca agcttacgta tgaacatgag caattaatta ccactcaaat
  1311361 caatgagctt gcccatgttg cgatgaccac tcatgattac tccacattca atttcctaca
  1311421 gtggtatgtt gctgaacaac atgaggaaga gaaactgttc aaatctattt tggataaact
  1311481 ggctctggtg ggtaatagcg gtaattcgtt gttcttcgtt gataaagatt tgaaaacaat
  1311541 ggcggcccaa ggctacacgt cagcttaacc ggtattgaga aaatattcgc cgcggtacta
  1311601 ttattgggta ctgcggcttt gttgttgcct atccctcccc gcgatcctcg ccttttcttg
  1311661 tttttcttgt ttttcttgtt tttcttgttt ttcttgtttt tcactgattc tatactggta
  1311721 gcatttagct tggctatagc cactcgactt gctacattca aatcgttatc atttgtaata
  1311781 acggtaatgg agtgagttga attttcattc ctttattggt tatatttcaa ccacaacttg
  1311841 gtttttggcg ttttattttg tgtactccct cacaggtagt gcatttgact ggaagtgata
  1311901 ggggttcatg ctgccaatat aggatatggt tggtagtaga cgattcttcc ccccatcgat
  1311961 taagggacac ttatatgttt attcgtaaag tacgctcatc ttgccgcatg ttgtcggctc
  1312021 ttattgtgtt atttgttggc ctttctagcc agcaagcgct tgctcatgcg catttaaaag
  1312081 cggagacccc ggctgcagat accactataa atgctgcacc tgaagcctta acgttgggct
  1312141 tctctgaggg cattgagctg aacttcagtg gtgttaaagt cacggggccg gataataatg
  1312201 tggtcaaaac cggtgatctt aaattggatc ccgcgaataa cacccaactg attttgccga
  1312261 ttggccatgc tttagctgct ggaaaatatc atgtctcatg gcacgttgtc tcggttgatg
  1312321 gccataagac gaaaggcact tacagcttca ctgtgaaata gatatgtctt tggcgactct
  1312381 attcattctg tgtcgctttc tgcactttat ggcagtgatg ctgatgtttg gcatcactgt
  1312441 attcaccgcc tttttggcac cagatcgttt ctctttgata ctaaaaaaac gcctgtcacc
  1312501 gttacttgtc tctagtacgc tgctagggtt gatttctgcc gtgggaatct tggctattca
  1312561 ggctggaatg atgggggatg gctgggcaga cacctaccga ctgactgtct ggtgggccgt
  1312621 cttagggacg cgatttggtc aggtatggca atggcacatt ggcttgtcca tcttgagtat
  1312681 gtggatcgtg ttgttgggta gcgcgcgaag gtattactgg ctgatggtcg gctgctctac
  1312741 attgttgctc gcgagcctgg cttttgcggg gcatgcagcg atgtatgatg gggtacttgg
  1312801 atgggttcac caaactaacc aagtcatcca cctgctcagt gcggggtact ggctgggatg
  1312861 tttaccgccg ttgcttattt gccttgcata cactcgtgat aagggtgcca aacgtgaagc
  1312921 gatcacgaca ttaattcgat tttcgagctg ggggcacttg gccgttgccc tcgtgttggt
  1312981 cactggggta ataaatagcc ttattatgct gcaagatgcc acgctgacgc tgacatcaaa
  1313041 ttatcagatg ctcttactag gcaaagtcat attggtggta tttatgcttg ctgttgcgct
  1313101 gattaaccgt taccgcattg ttccgatgct caagcaactg cccacgaaag cacatcattg
  1313161 gttagttatt aatagctgtt ttgaaatcgt gcttggcgtg gcagtgctat tgctggtcag
  1313221 tatttttgcc acaatggcgc cagtatagtg ggcaagaata aatgccagtt attgccggtg
  1313281 agcttgcatc aactccgcgg tatgcgagaa aatcaaaaca attggctaat tgagggtaat
  1313341 taagatgaaa ggttttgtgc taatgctgtc gctattgatg ctttcagcta atgctatggc
  1313401 tgccgggaag attatcacgg tcagtaaatt tgaatttggt aaacagtggg cgtttacccg
  1313461 tgaagaagtg atgttagagt gccgggcagg caatgctttg tttgtgatta atcctgccac
  1313521 gttagtgcaa tatcccctga atgatattgc gactgaacaa atgaagtctg gtcatgtctt
  1313581 agccaagccg ttagacgtct tgttactgaa tgacagcaat aacccagggc agaagatgag
  1313641 tttggaacct ttccaacaac gtgcaatggc gctttgccaa cagtaaatca tgctagttta
  1313701 accacatgaa aattaaagat tgtttaaccg tatgtttatt tttattcggc caaaactgta
  1313761 aaattactta attaatttac atcagtgatt atttagttcc gctacaaggt tggcgaaatg
  1313821 tcggtactcg gctacgctta agaagtgcgg ctgaataagc ctacattaat accaactttt
  1313881 agcgcacggc tctctcccaa gagccatttc cctagaccga atatcaggaa tcgtattcgg
  1313941 tcttttttta atttattaat tttacttgta tttcttctct ccgttcgaaa atatccgaaa
  1314001 ttgttatagt cggcctaaat ctcaacccac tcatttttac acaaatccag ggacacatga
  1314061 gtcattttca tcgacttgtg gccaagccgt ttttgggcga actgatgtga gtgcagcgcc
  1314121 ggataccatg tggcccgttt ctcccgacaa tataaaattg ccggtggttt taaccaaagc
  1314181 gaaactgggc aattaagccc agcctatttc agtcatacaa ccagcgacca gccttggcgg
  1314241 actcaataag catccctata gtgaaatctg gaacaggtat gggcgctgtt tttttgaatg
  1314301 gattgaaaga aaaaggaacg tcagggaagt aatttttaat attgaaatta cctctttgta
  1314361 cagagaactc tttaaagaag tcattcatta aatcttctat ttcaagctca tcaatactta
  1314421 ggtcagtgtc taagtctgta tcaggggtca aagatactgg ctttctcttg aacacataga
  1314481 cgccagcata aggccggaca agatcataaa ttcgttgttc aatatcatct accatagctt
  1314541 atcgcccccc cttgctatca tgttgtagtc acgaattgta cggtaagtga ttgctgatac
  1314601 gtcagcagca ataatgatga ggccaagtag ggggatcgaa cgaccaacaa acggggcgat
  1314661 attacgcacc atcgcttttc tcgccgtcca tggagtatac ccgcctaacc atgtaggtag
  1314721 cgacatccca aatgggaatt ttgttttctt aaatacactt cgtgccgctt tggaggcgta
  1314781 tgatgtgcct tttgttgcac ctatgggctt tcctcttgtt aagagattgc ttctacccga
  1314841 aataatcgca accacagccc cgaaatcctg cataccaaac tggctggcag tattctcaca
  1314901 gaaaatcata aatagtagct cactggcttt taaattcggc ttgcctgcat aaaagtacgt
  1314961 cccgcccagc tcttcaactg tatccatagt acatccttgt tatcgtgtta attattgctt
  1315021 aaagcccatt tgctcttcat cagcatatat tgttacctca catgattaaa ctagagtggc
  1315081 aagagattca gacaatcctc aaatgacgtc cggcagtggc tggtcaatct atcaattaac
  1315141 cccctgaata atgcgttgtt ccgagcataa gctcacccat ttacccgtca tacttcgagt
  1315201 tgcatgtgcg ttggctgccg tcgttcaccc cagtcactta ctgatgtaag ctcctgggga
  1315261 ctcgcttcgt tgccgccttc ctgtaactcg aattatttag ggtaatactc gtcatgcatc
  1315321 aagttgcctg tgcgttggtt gccgtcgttc accccagtca cttacttact gattgagagt
  1315381 acatatactt actgattgat agtacatatg cgttggtagc gttgcggcga tgctaactca
  1315441 tttgggtata agcggtaact atatctgcca tccctctgac taacacagga acactcacgc
  1315501 tgaacaggaa tacctgcagt ggctgaagat agcgatcagg aaaaaagtga agaacccaca
  1315561 gccagtaagc tggagaaggc gcgtgagaaa ggccagatcc cgcgctcgcg tgaattaacc
  1315621 tcaatgctga tgcttggggc cggtttgact atcctgtgga tgtccggtga atcaatggcc
  1315681 cggcaactct cggctatggt tgcgcaaggg ctgcattttg atcacagcat ggtcagcaat
  1315741 gacaaacaaa tgctgcggca aattggcatg ttattacgcc aaacgctgct ggcgatgctg
  1315801 ccgatttttg ccggattagt gatagtcgct ttagcggtac cgatgctctt ggggggagtg
  1315861 ctgttcagtg gcgagtcaat aaaatttgac ctaaaacgga tgagtccggt agcgggttta
  1315921 aaacgcatgt tttcctcaca ggcgctggct gagttactga aagccatttt gaaggcgaca
  1315981 ctggttggtt gggtcaccgg gttattcctt tggcataact ggcccgacat gatgcgcctg
  1316041 attgccgcgc caccggttgc agcattaggt gatgcgcttc acttgatcat tttctgcggg
  1316101 ctggtggtgg tcttagggct gtcgccaatg gtcgggtttg atgtgtttta ccagataacc
  1316161 agccatatca aaaagttacg tatgaccaaa caagatatac gcgacgaatt taaaaatcag
  1316221 gaaggcgacc cacatgtgaa agggcgcatt cgtcagcagc aacgggcgat ggcccgtcgt
  1316281 cggatgatgg tcgatgtgcc caaagcggat gtcatcgtga ctaacccgac acactacgcg
  1316341 gtggctttgc aatacaacga atcaaaaatg agtgcgccta aggtgttggc gaaaggggcg
  1316401 ggtgccgtcg cgctgcgtat ccgtgagtta ggtgctgaac atcgtattcc gctattagaa
  1316461 gcgccgccac tggcgagggc attattccgg cacagtgagg tcggtcaaca tattcctgcc
  1316521 accctttatg cagcagtcgc cgaggtgctt gcctgggttt atcagctgaa acgctggaag
  1316581 cgggaaggcg ggcttatccc gaaaaaacct gaacatctgc cggtgccgga agcactggat
  1316641 tttgcaacag agagtgagac aaagagtgag acagactaat ggctaatttg gccgccctgc
  1316701 tacgtttacc gggcaatttt aaagacacac agtggcaaat tctcgctggg ccaatcctga
  1316761 tcttaatgat cttgtcgatg atgattttgc ctctgcctcc attcgccttg gatttgttgt
  1316821 ttacctttaa tattgcactt tccatcatgg tgttactggt ggccatgttc acccagcgca
  1316881 cactggattt tgccgccttt ccgaccatcc tgttgttctc tactttattg cgtctatcac
  1316941 taaacgtggc ttccacgcgt attattctga tggatggtca caccgggggc gcggcggccg
  1317001 ggcgagtggt tgaggcattt ggtcacttcc tggttggtgg taattttgcc attggtattg
  1317061 tggtctttgt cattctggtg gtgatcaact ttatggtgat caccaaaggg gcagggcgta
  1317121 ttgctgaagt gggtgcccgt ttcgttttgg atggtatgcc cggtaaacag atggcgatcg
  1317181 acgctgattt aaatgccgga ttgatcggcg aagatgaagc gaaaaaacgc cgctctgacg
  1317241 ttacgcaaga ggctgacttc tacggttcga tggacggggc cagtaaattt gttcgcggtg
  1317301 atgcggttgc tggtttgctg atcatggtga ttaacgtggt gggggggcta ctggtcggcg
  1317361 tgcttcagca caacatggct tttggtcatg cagcagaaac ctataccttg ctcaccattg
  1317421 gcgatggttt ggttgctcaa atccctgcgc tggtaatttc gaccgcctca ggggtgattg
  1317481 tcactcgcgt cagtactgat caagacgttg gccagcaaat ggtcacccaa ctgttcaaca
  1317541 acccacgggt gatggtatta agtgccagcg tactgggtct gctgggaatg gtgcctggga
  1317601 tgccgaattt tgtcttccta ctatttaccg cagcattatt ggccttggct tggcgcttac
  1317661 gtggtaaaca aacacagcag cctgtggcag tagaagcacc cgtggtgcaa gatcagcaac
  1317721 agggcgcaga ggcgacatgg gcagatgttc aactggaaga tccgctgggg atggaagtgg
  1317781 gttaccgctt gataccgatg gtggatttcc agcaaaacgg tgaattattg ggccgaattc
  1317841 gtagcattcg caaaaaattt gcgcaagaga tgggctatct accgccagtc gtgcatattc
  1317901 gcgataactt ggaattaccc cctgctaatt atcggatatt aatgaaaggg gtcgaaattg
  1317961 gcagtggtga ggcgcaccca ggggcgctgg ctggcgatta accctggtaa cgccgttggt
  1318021 acattaccgg gtgaagctac ccacgacccg gccttcggtc tggcggcggt gtggatagag
  1318081 agtgcgttac gtgagcaggc acaaattcag ggctttaccg tggttgaggc cagcacggtg
  1318141 gtggcgacgc atttgaacca tgtgctcagc caatatgcca acgagttgtt cggccgtcag
  1318201 gaaactcaac agctccttga tcgtgtgacg caagagatgc caaagttgac cgaagacttt
  1318261 atccctgggg tggtgacatt aaccacgtta cataaagttt tgcaaaatct gttaatggag
  1318321 cgggtctcga tccgcgacat gcgcaccatt attgaaacac tggccgaaca tgcgccaaac
  1318381 caggctgatc cttacgaatt aaccgcgaca gtgcgagtgg cattagggcg ttcaattgcg
  1318441 cagcagtggt tccctgggaa tggtgaaatt caggttatcg ggttggatgc tgccttggag
  1318501 cgcttattat tacaagctct gcaagggggg agtggcttgg agccgggtct ggctgatcgt
  1318561 ctgctggatc aatccaaaca agcgttgcaa cgccaagaga tgctaggcgc accgcctgta
  1318621 ttattggtta atcatgcact acgggcatta ttggcccgct tcttgcgccg tagcttgccg
  1318681 caaatggtgg tgctgtctaa cctggaaatt ggtgataacc gccagattcg tatgacctcg
  1318741 acgataggat ccgcctaatg ttgattcggg cctcccaccg tgtattgatt ctattagcga
  1318801 ccagcctgtt gccgcttaag attaacgccg catccggttc ttgggtagcg gataatattg
  1318861 gtatcaccca gggtctgcgt ggggtggtaa cgccgtcatc cccgttgcaa ccgccagttg
  1318921 cactggcgca ggaaaatgca cgtattgttt cagtcggctg gcgctatcag ttaatgtcaa
  1318981 cggccccgga cggtttgcaa gtgaagttat gcacgccaac ccgctgtata ccgcttgaag
  1319041 ggggcagtgg gcagagtgta gggctggcag gggaagccgc agtgaatcaa ctgacttttg
  1319101 tctactttat tgcgggtaaa ggccgggtca acccgccatt acaagtgatc agtaatcagg
  1319161 tgttggtcaa ttatcgttaa ccccattttg ggtgaacaca gaggtagacg tatcatgaac
  1319221 ggatacccag cacaatgact taactgaaag ccaatctctt gttttgcaat gcttatttca
  1319281 cactgtttag ttcacgatgg aaaaaataca ggtgtcatca aggcaaccat caggattaat
  1319341 gcggatattg cggagtaaca cttcagactg aaagtagaaa taaaaaccgc agcagacaac
  1319401 tgacaacatc aaatgaaggg ggcttattct aattgatatt atttatatga taatagttca
  1319461 ttttgtattt tgtttttttg atattctcac ctgcttagtt acaataaatc aattctatcg
  1319521 ctgtatggta tagactgttt tattatatat tttgaatatt tttaatctgc ccagcctggt
  1319581 tttttaaaaa agtgctatcc tcttaatgtc tttactaaat tagaaaacaa gtttcacttt
  1319641 caactattgc atctttaatt aatggtcaag gtgatttcaa atgctcgttt tgtggccagt
  1319701 tatacctcaa ataactcaag ttgttgagca cagccaacgc acatgcagtt tgacgtatga
  1319761 caggtatgct ttatttcatt taaattatga tggttttcca gccaatcagt gagtttctct
  1319821 tgataaggaa tgcgggaatg tctatgtatt ttaataaaat aatttcattt aatattattt
  1319881 cacgaatagt tatttgtatc tttttgatat gtggaatgtt catggctggg gcttcagaaa
  1319941 aatatgatgc taacgcaccg caacaggtcc agccttattc tgtctcttca tctgcatttg
  1320001 aaaatctcca tcctaataat gaaatggaga gttcaatcaa tcccttttcc gcatcggata
  1320061 cagaaagaaa tgctgcaata atagatcgcg ccaataagga gcaggagact gaagcggtga
  1320121 ataagatgat aagcaccggg gccaggttag ctgcatcagg cagggcatct gatgttgctc
  1320181 actcaatggt gggcgatgcg gttaatcaag aaatcaaaca gtggttaaat cgattcggta
  1320241 cggctcaagt taatctgaat tttgacaaaa atttttcgct aaaagaaagc tctcttgatt
  1320301 ggctggctcc ttggtatgac tctgcttcat tcctcttttt tagtcagtta ggtattcgca
  1320361 ataaagacag ccgcaacaca cttaaccttg gcgtcgggat acgtacattg gagaacggtt
  1320421 ggctgtacgg acttaatact ttttatgata atgatttgac cggccacaac caccgtatcg
  1320481 gtcttggtgc cgaggcctgg accgattatt tacagttggc tgccaatggg tattttcgcc
  1320541 tcaatggatg gcactcgtcg cgtgatttct ccgactataa agagcgccca gccactgggg
  1320601 gggatttgcg cgcgaatgct tatttacctg cactcccaca actggggggg aagttgatgt
  1320661 atgagcaata caccggtgag cgtgttgctt tattgtgccc agaaaacccc cagctaggct
  1320721 gggggttcag taaagctttc agctttgggt cagttataaa aacccctttt gatttgttaa
  1320781 aacagtttgc ggtctggcaa ctgcaaatgt tcaacaagaa atcaaaaggg ggtcccaatg
  1320841 agggatgaaa agagcttagc gcacacccga tggaactgta aatatcatat agtttttgcg
  1320901 ccgaagtacc gaaggcaggt gttctacagg gaaaaacgca gagcgattgg cagtatttta
  1320961 agaaaactgt gcgaatggaa aaacgtgaat atcctggaag cagaatactg tgtggatcac
  1321021 atccatatgc ttctggagat cccgcccaag atgagtgtct cgggatttat ggggtacctg
  1321081 aagggaaaga gcagtctgat gctttatgag cagtttggcg atttgaagtt caaataccgt
  1321141 aacagggagt tttggtgtcg agggtattac gttgatacgg tagggaaaaa cacggccagg
  1321201 atacaagaat acataaagca ccaattggaa gaggataaaa tgggtgagca actctcgatc
  1321261 ccgtatcccg gtagcccgtt tacgggccgt aagtaatcca tagatgcaaa tgtcagatcg
  1321321 cgatgcgcct gttagggcgc ggctggtaac agagccttat aggcgcatat gaaaaacctc
  1321381 cggctatgcc ggaggatatt tattttggta aagataatct gcaacgcaac ccttatgccg
  1321441 tgactgccgg gatcaattac acccccgtgc ctctactcac tgtcggggta gatcagcgta
  1321501 tggggaaaag cagtaagcat gaaacacagt ggaacctcca aatgaactat cgcctgggcg
  1321561 agagttttca gtcgcaactt agcccttcag cggtggcggg aacacgtcta ctggctgaga
  1321621 gccgctataa ccttgtcgat cgtaacaata atatcgtgtt ggagtatcag aaacagcagg
  1321681 tggttaaact gacattatcg ccagcaacta tctccggcct gccgggtcag gtttatcagg
  1321741 tgaacgcaca agtacaaggg gcatctgctg taagggaaat tgtctggagt gatgccgaac
  1321801 tgattgccgc tggcggcaca ttaacaccac tgagtaccac acaattcaac ttggttttac
  1321861 cgccttataa acgcacagca caagtgagtc gggtaacgga cgacctgaca gccaactttt
  1321921 attcgcttag tgcgctcgcg gttgatcacc aaggaaacag atctaactca ttcacattga
  1321981 gcgtcaccgt tcagcagcct cagttgacat taacggcggc cgtcattggt gatggcgcac
  1322041 cggctagtgg gaaaactgca atcaccgttg agttcaccgt tgctgatttt gaggggaaac
  1322101 ccttagccgg gcaggaggtg gtgataacca ccaataatgg tgcgctaccg aataaaatca
  1322161 cggaaaagac agatgcaaat ggcgtcgcgc gcattgcatt aaccaatacg acagatggcg
  1322221 tgacggtagt cacagcagaa gtggaggggc aacggcaaag tgttgatacc cactttgtta
  1322281 agggtactat cgcggcggat aaatccactc tggctgcggt accgacatct atcatcgctg
  1322341 atggtctaat ggcttcaacc atcacgttgg agttgaagga tacctatggg gacccgcagg
  1322401 ctggcgcgaa tgtggctttt gacacaacct taggcaatat gggcgttatc acggatcaca
  1322461 atgacggcac ttatagcgca ccattgacca gtaccacgtt gggggtagca acagtaacgg
  1322521 tgaaagtgga tggggctgcg ttcagtgtgc cgagtgtgac ggttaatttc acggcagatc
  1322581 ctattccaga tgctggccgc tccagtttca ccgtctccac accggatatc ttggctgatg
  1322641 gcacgatgag ttccacatta tcctttgtcc ctgtcgataa gaatggccat tttatcagtg
  1322701 ggatgcaggg cttgagtttt actcaaaacg gtgtgccggt gagtattagc cccattaccg
  1322761 agcagccaga tagctatacc gcgacggtgg ttgggaatac cgccggtgat gtcacaatca
  1322821 cgcctcaggt tgataccctg atactgagta cattgcagaa aaaaatatcc ctattcccgg
  1322881 tacctacgct gaccggtatt ctggttaacg ggcaaaattt cgctacggat aaagggttcc
  1322941 cgaaaacgat ctttaaaaac gccacattcc agttacagat ggataacgat gttgctaata
  1323001 atactcagta tgagtggtcg tcgtcattca cacccaatgt atcggttaac gatcagggtc
  1323061 aggtgacgat tacctaccaa acctatagcg aagtggctgt gacggcgaaa agtaaaaaat
  1323121 tcccaagtta ttcggtgagt tatcggttct acccaaatcg gtggatatac gatggcggca
  1323181 cttcgctggt atcgagtatc gaggccagca gacaatgcca aggttcagat atgtctgcgg
  1323241 ttcttgaatc ctcacgtgca accaacggaa cgcgtgcgcc tgacgggaca ttgtggggcg
  1323301 agtgggggag cttgaccgcg tatagttctg attggcaatc tggcgaatat tgggtcaaaa
  1323361 ggaccagcac ggattttgaa accatgaata tgaacactgg cgtgctgcaa ccagggcctg
  1323421 catacttggc gttcccgctc tgtgcgctgt caatataacc agataacaga tagcaataag
  1323481 aacagtttaa tgagctgatt atttggggcg cgaatgggag tccggcaatc ctagactcgt
  1323541 cctataagca gcaaacgtcc agagaacaac gccgctcagg ttaattgagc ggcgttgttt
  1323601 ttttaaaagg atttgtcgag ataggcgtga attggcgtga gctggcgtta aatgccgatc
  1323661 ttacggccca gtatattggc acctttagcc tgaccatcag ggccatagag cgattggccg
  1323721 tggcgggtat tcaagactgc caatgcttga ttattatgtt caatatgttg ttgtagcagt
  1323781 aacccattgt gcaggttgct gtaacgcagg cgttcagtga gttgcaaaag acgctgccaa
  1323841 cgttcagcta aagccggcat acgggtataa ggcgcttgaa tattcgcggt ggtctcggtg
  1323901 gttatccggg tctgatccaa ataggccaag gttgccaata ttgaactttt ttgttccgtt
  1323961 accccttgca atacccagcc ttggatccgc ccagagcata gcaattgttg ctcttgtgct
  1324021 acgacattcg tcagcgattc gagcagatcc aactgctggt ccagattggt ttgtaaactt
  1324081 tccaccacca cgtatcctta ttacgattaa tgattcttaa gctcatccgc cacgtttttt
  1324141 aacagggcat cggctatttt accggtatcc atagtcaatt gaccgctgcg gatagcctgt
  1324201 tttaatgttt cgacacgctc cacattgatg tcctgactgc ccggttgcat caattttgcc
  1324261 tgcgcatcac tcaatttaac ctcagtacca ctgaccgggg tttttgtctg ggtagcggat
  1324321 tgacgcgttt gttgtgctac gtcatggctt tcccgtgctt gaacttgtgt tactggcgat
  1324381 agcggttgag tgcgatcaat actgctcatg gtgttgctcc ccttatcgcg ggattttcgt
  1324441 ttatcaaccc gcaaaacatg tgtctatttg caaaagaatg gcgggatggt cacttattca
  1324501 ttaacctgca aataacggct tatgttaatt atcggcaaag gttaaaaaaa ctttaacgac
  1324561 tataacataa tccgaattgt gccatcgtca gccaccgtcc cactgactat ctgcccagag
  1324621 ggcatacgca cccggatcgt ctcctgtgca gcgccattgt tcatggcttt accattgctg
  1324681 ttaacattaa agccatcgcc ctgcgctaac actggcacgt cctggcccgc tttaaccagc
  1324741 cacagacggc ggagcatgtt tcgggtcaac ggttgcccgg cattgatttg cctttggctt
  1324801 actgcgcctt gtgcaaaatg ggcatcgagc agggcaccgg gtggtaaagt atccaaccgg
  1324861 ccctgtttca tttgaatatc ttgtgcgctg attttttcac cagccgctaa tcgacggacg
  1324921 gcaaccgcat aacgcccact cacctgaacc tgtgtttgga taaaccgccg caggccatca
  1324981 cagcgtactg acaaactgat attcccccac ggacgggcat tggccggtaa cgttatttcg
  1325041 ggcgcatcac attgtggcca ctggttctgc ggggttttta tcaccacctt gacctggctc
  1325101 tctttatccg agtattgctg ctggaagaat tgattcacct ggactgataa atctgtttcc
  1325161 aatgcctgat gagccgccaa tgtttgctga gccaatatgt gatgggacaa taacagccca
  1325221 agcgccacga taatgatgtt ctttcttttt accgccatct ttttttcatc gccatcacgg
  1325281 tcttcctttg ttatcagggc tttccccagc gtcacactgt tcactatgaa tgaaaccgcg
  1325341 agttaaaccg ccccctatca catgcacacg agtgtacctc tcccttcgcg gagttaaggg
  1325401 gacaaatagc gacgcatttt gcgcttattc tggcgatagg cttcccggta cgacgtttat
  1325461 gctgtctgct ccaaatttta accttgcggg gggactatgc tcgacaaact ggacggtgct
  1325521 ctgcgttttc aacaagaagc gcttaatttg cgtgcacaac ggcaggagat cttgtcgtcc
  1325581 aatattgcaa atgcggatac acccggcttt caggcacgtg atattgattt ctccagtcaa
  1325641 ctgaaaaaag tgatggagca agggcgagcc aacgggacag gggtgtcgct cagtttaacc
  1325701 tcagcccgtc acataccggc aacgacggtt caaccgcctg atctggacct gttgttccgc
  1325761 atcccagatc aacccgcgat ggatggcaat accgttgata tggaccgcga acgtactaac
  1325821 tttgccgata atagcctgaa atatcagacc gacctgacca ttcttggcgg ccagattaaa
  1325881 gggatgatgt cagtgttaca acaaggataa gacacatgtc tttactgaat atttttgata
  1325941 ttgccggttc agcattatca gcccagtcgc aacggatgaa cgtcagtgcc agtaatctgg
  1326001 ccaacgccga cagtgtgacg ggccccgatg ggcaacctta ccgcgccaag caagtggtct
  1326061 tccaggtggc tgcgcagcca gggcaggaaa ccggtggggt gcgggttgct cagatagttg
  1326121 atgatccgtc accggatcgt ttggtgtatc agccgggtaa cccgctggcg gatgccaaag
  1326181 ggtatgtgcg gatgccgaac gttgatgtga cgggggaaat ggtcaacacc atttctgcat
  1326241 cacgtagcta ccaggcaaac gttgaagtcc tgaataccac caaatccctg atgctcaaaa
  1326301 cgctgacact gggtcaataa caggagccag cataatggcc attaccaatt ccctgacgga
  1326361 aagtgattac ggcacgaccg ggaccagttc cactaccggc agcagtagtc aagatctgca
  1326421 aaaccgcttc ctgacgttat tagtggcgca gttgaaaaac caagacccta ctaacccaat
  1326481 ggaaaacaac gagttgacca cacagttggc gcaaatcaac accgtgagtg gcattgaaaa
  1326541 gctgaatacg accctcggtg ctattaccgg tcaaattgac agcagccaat ctctgtacgc
  1326601 caccagcctg attggtcgag gcgttatggt ccctggtacc aatatattta cgggcagcac
  1326661 cgatggcacg gtcagcacca cgccttttgg cctcgaattg caacgacctg cggataaagt
  1326721 gaccgccacc attagcgata gcaatggtca ggtggtacgg accattgaga tcggtggttt
  1326781 aaacgcaggt gttcactcct ttacctggga tggctcactg gacgcgggcg gtaatgcgcc
  1326841 agatggtgct tataccgtag ccattactgc cagcaatggt ggggaatcac tggtcgcaac
  1326901 gccgttgaac tacgccattg tcaacggtgt aacccgcggc gcggatggct ccaaactgga
  1326961 cttgggtctg gcaggaacca tcacgctgga tgaagtgcgc cagattttat aagtctgttg
  1327021 ttaggctttc atagaactgt taggccttca tagaaccgtt atgccgccgt agatcaacta
  1327081 tgcggtgata aagcagcaga caggacggta attcacgtta gtgaatgaac tgaccttcat
  1327141 tatcaaaaac agcgtttgat atgtcatcag cgcctaaggt ctgtaacaga ccccgaattt
  1327201 aacggagaag aaaatgggct tttctcaagc agttagcggt atgaacgcag catccagtaa
  1327261 tctagatgtg atcggtaaca atatcgccaa ctcggcaacc tcaggtttta aagcaggttc
  1327321 agtttctttc gctgatatgt ttgcgggttc tcagaccggc atgggcgtaa aggtcgcggg
  1327381 gattactcaa gattttaatg acggtacggc caccaccact aatcgtcgtt tggatctggc
  1327441 tatcagccag aacggttttt tccgtatgca agacagcagc ggcggcattt actatgcccg
  1327501 taacggccag tttaagctgg atgaaaaccg taatatcgtc aatatgcaag gtctaaatct
  1327561 aacgggttac ccggcaacag ggacaccacc aacggtacaa cagggcgcta acccggtccc
  1327621 cctgtctatt ccgcaggata tgatctccgc caaggcgacg acctccggca atatggtggc
  1327681 caacctgacc tctacccatg atgttatcgc ggaagcgacc tcaccttttg atcccgataa
  1327741 cccagatacc tacagctttg tcaataacat gacgaccttt gatagcttgg gtaaccgcca
  1327801 tgaaatcaat gtcttttatg ttaaacgtgc tgaagatgcg accgatggga atacttggga
  1327861 cgtctacacc agggacagta gcgccaaagt gaccgaccca gcagacccga ccgatcctgc
  1327921 tgctgccgct aaacgtggtt cgatggtttt tgatagtaac ggtgccctga aaaacgtgac
  1327981 aaacggtaca aatgcaacca gtaccacaga cttcacgttt acgatcccga tgggcgtggt
  1328041 taatggtgcg cccgcacaaa gtttcgcact gaatgttgcg ggcagtaaac agcaaaatac
  1328101 cggtgctgac agcattgttg cacagaacca gactggctac gccgccggtg aatttactgg
  1328161 cttccagatc aacagtgatg gttctgtggt agggacttat tccaaccagc agacccaatt
  1328221 gctcggccaa atcgtcatgg ttaacttctc taacccagaa gggctgtcct ccgaaggcga
  1328281 taacgtgtgg aaagagacgc agtcttccgg taacccgacg ctcgggactg ccggtagcgg
  1328341 tggcttcggc acgttgacca gtggtgcgct ggaatcctct aacgtggatt tgagtaaaga
  1328401 gttggtgaac atgattgtgg cgcaacgtaa ctatcagtcc aacgcgcaga ccatcaaaac
  1328461 ccaagatcag atcttacaaa ctctggttag cctgcgttaa tcgtactgac gggaagagct
  1328521 catggatcac gcaatatata ccgcaatggg ggctgcccgg cagtctctgg agttgcaggc
  1328581 cgttaccgcc aacaatttgg cgaacgcctc tacgccaggc tttcgtgcgc aattggctgc
  1328641 gatgcgcgcg gtacccattg atgggccaag tctggccacc cgcacgatgg tcaccacatc
  1328701 aactcccggt gtggatatca gccaggggac gatgaatttc agtggtcgcc cgctggatgt
  1328761 tgccttgcag caggacggct atctggcggt acaactgccc gatggcagcg aagcctacac
  1328821 gcgcaacggt aatattcaga tttctgctaa cgggcagatg acggtacagg gctacccatt
  1328881 gatgggggat aacggcccga ttgacgtccc gccccaagca gcagtcacta ttgcggcgga
  1328941 tggcactatc tcggcgctga atgccggtga ttcaccaaac accattgcgc aactgggtca
  1329001 gatcaaacgg gttcaggcga cggcgggtga aatgatgcac ggcgatgatg gtttgttcca
  1329061 tttgaccccg gagactcagc aggcgcgggg cgcgcaattg cccaatgatc cgctcgtaaa
  1329121 acctggcgaa cgtgagcacc aatggcttta aacgtcagcg ggcggtcttt gaagatttgc
  1329181 tgtaccaaac cctgcgtcaa ccgggagcac aatcctccga acagaccacc ttaccgtctg
  1329241 gtttacagat tggtaccggg gtgcgtccgg tggcgactga acgtctgcac agtcagggga
  1329301 acctatcgca aactaataac agcaaagata ttgctattaa aggtgaggga tttttccagg
  1329361 tacaaatgcc ggatgggacc aacgcctata cccgcgatgg ctctttccag gttgaccaga
  1329421 atggtcaatt agtcactgca ggcggtttcc aggtgcaacc ggcgatcact attccggcta
  1329481 atgccctgag catgacggtg gggcgagacg ggatcgtcag tgtcaccttg caaggtcaaa
  1329541 ccgcgaccca gcaagtgggg caactgacgt tgaccacctt catcaacaac agtggcttgg
  1329601 aaagtgtcgg tgaaaacctg tatcaggaaa ccgccagttc cggtgcgccg aacgaaacca
  1329661 cacctgggtt gaatggtggc gggttgctgt atcagggcta tgttgaaacc tctaacgtca
  1329721 atgtggcgga agagttggtc aatatgatcc aaacgcaacg tgcttatgaa attaacagta
  1329781 aagcggtttc aacgtctgat cagatgttgc aaaaactggc tcagctgtaa acctgctttc
  1329841 ggggggcatc atgccccctg atcgccgcag cataataggt ctctgggcaa gtttgccaac
  1329901 ctcttactgg ttataggatt gataatcaaa gatggatagc gcgccgttca gaacgtcagg
  1329961 tggagtgaaa gggatgtatt tgagaaaaat aagtgcgccg ttgatgacaa tgctgctact
  1330021 caatggttgc gcgtatattc cgcataaacc actggtggat ggcaccacgt ctgcgcagcc
  1330081 cgcaccggcc agtgcgccgt tgccgaatgg ctctattttt cagaccgtac agccgatgaa
  1330141 ttatggctat caacccctat ttgaagaccg tcgcccacgt aatatcggtg acacgctgac
  1330201 cattaccttg caggaaaatg tcagtgccag caaaagttcg tcagccaatg ccagccgtaa
  1330261 tgggaccagc tcatttggtg tgacgaccgc cccccgctat ttggacggat tattgggtaa
  1330321 tgggcgcgcc gatatggaaa tcacgggcga caatactttt ggcggcaagg ggggggcgaa
  1330381 tgccaataac accttcagcg gcacgatcac cgtgacggtc gatcaagtac tggctaacgg
  1330441 taacttgcat gtggtgggtg aaaaacagat tgctatcaat caggggaccg aatttattcg
  1330501 cttctctggg gtagtcaacc cacgcaccat cagcggcagc aatagcgtga cctcaacaca
  1330561 ggttgccgat gcgcgcatcg agtatgtggg gaatgggtat atcaatgaag cgcaaaccat
  1330621 gggctggtta cagcggttct tccttaatgt ttcgccgtac taagaagagg cgtccaaatg
  1330681 cgtaaacagt cacttgtcac tctacttatg gtcctgctct cgctggtttg gctaccggcc
  1330741 tcggcggagc gtatccgcga tttggtgacc gttcaagggg tgcgtgataa cgcgctgatt
  1330801 ggttatgggc ttgtggttgg gctagatggc tccggtgacc aaaccatgca aaccccgttt
  1330861 accacgcaaa gcttgagcaa tatgttgtcg cagttgggga tcaccgtccc ccccggcacc
  1330921 aatatgcaac ttaaaaacgt ggcggcggtg atggttactg ccaagttacc ggccttctcc
  1330981 cgcgcagggc aaaccattga tgtcgtggtt tcctcaatgg gtaacgcgaa gagtatccgt
  1331041 ggtggcacgt tgttaatgac cccactgaaa ggggtggata atcaggttta cgcgttggcg
  1331101 cagggtaacg tactggttgg gggcgcaggt gccgccgccg gtggcagcag tgttcaggtg
  1331161 aaccaattgg cgggtggccg tatcagcaac ggcgcgacga tcgaacgtga attaccgacc
  1331221 acttttggca ccgatggcat cattaacctg caattgaata gtgaagattt cacgttggcc
  1331281 cagcaagtca gtgatgccat taaccgccag cgcggtttcg gttcagcgac agccattgat
  1331341 gcgcgcacca ttcaggtgct ggtgccacgt ggcggcagtt cacaggtccg ttttctggcg
  1331401 gatatccaga acatcccgat caatgtggat ccgggcgacg ccaaagtgat tatcaactcc
  1331461 cggacgggct ctgtggtgat gaaccgcaat gtggtgttgg actcctgtgc ggtggcgcaa
  1331521 gggaatctgt cagtggtggt ggataaacag aatattgtca gccaaccgga tacgccgttt
  1331581 ggtggtggtc agaccgtggt gacgccgaat acccaaattt ctgttcagca acagggcggg
  1331641 gtcttacagc gggttaatgc cagtccaaac ctgaataatg tggtccgtgc gctgaattcg
  1331701 ttgggggcga caccaataga tttgatgtcc atcttgcaag ccatggagag tgctggttgc
  1331761 ttgcgggcta aattggaaat tatctaatga gtgatttact ggcgatgtcc ggggcggcgt
  1331821 atgacgccca gtcattggag gccctgaaac gggatgcagc acgggatccc gaaggcaatc
  1331881 tgaagcaggt tgctcagcag gtggaaggga tgtttgtgca gatgatgctg aaaagtatgc
  1331941 gtgctgcctt accgcaagac ggcgtgatga acagcgagca gaccaagctt tatacctcgc
  1332001 tgtacgatca gcaaattgcg cagcaaatgt cggccaaagg attagggctg gcggacatga
  1332061 tggttgaaca actttctggg agcacatcgg caagtgaaac cgcgggtacg gtgccgatga
  1332121 tgttggataa cgaggtgttg caaagtatgc cagcacaggc gttggcgcaa gtgatgcgcc
  1332181 gggccatccc cacgccaccg tccagtagca tggcggcaat atccccaggt aatggcaact
  1332241 ttgtggctcg gatgtcaatt ccggcacaaa tcgccagcca acaaagtggc attccacatc
  1332301 aactgatcat ggcacaggcc gcactggaat ccggttgggg ccaacgtgag atcccaactg
  1332361 cggatggcaa aagtagctat aacgtttttg gcattaaggc gggcagtagc tggaatgggc
  1332421 cggtcagtga aatcaccacc actgaatatg agcaaggtgt ggcgaagaaa accaaggccc
  1332481 gtttccgggt gtatggctct tatgtcgagg cggtcagtga ttatgtcaaa ttactgaccc
  1332541 agaacccgcg ttacgcccat gttgccgccg cacaaagccc agagcagggc gcacatgcac
  1332601 tccaaaaagc gggctacgcc accgatccac aatatgcaca aaaattagtc agtgtgattc
  1332661 agcaaatgag aagtaccggt gagcaggcag tgaaggcgta tggggggagt gatttgagcc
  1332721 aactcttcta aacctaacgc aataggctat tttacttgcc attttgggct tgagcagtgc
  1332781 gcggcgccgt cacgtactgg gtgtacgctc cgttgcctgt gcgctggtcg cacccaaact
  1332841 gtctgcgaca ataacgccta ttggataggt tgggttttta cactataggc tattttactt
  1332901 gccattttgg gtttgagcag tgcgcggcgc cgtcacgtac tgggtgtacg ctccgttgcc
  1332961 tgtgcgctgg tcgcacccaa actgtctgcg acaataacgc ctattggata agttggattt
  1333021 ttacacaata ggctatttta cttgccgttt tgggcttgag cagtgcgcgg cgccgtcacg
  1333081 tactgggtgt acgctccgtt gcctgtgcgc tggtcgcacc caaactgtct gcgacaataa
  1333141 cgcctattgg ataagttgga tttttacaca ataggctatt ttacttgccg ttttgggctt
  1333201 gagcagtgcg cggcgccgtc acgtactggg tgtacgctcc gttgcctgtg cgctggtcgc
  1333261 acccaaactg tctgcgacaa taacgcctat tggataagtt ggatttttac acaataggct
  1333321 attttacttg ccattttggg cttgagcagt gcgcggcgcc gtcacgtact gggtgtacgc
  1333381 tccgttgcct gtgcgctggt cgcacccaaa ctgtctgcga caataacgcc tattaggaca
  1333441 acctcagcta ttgaataggt tggattttta ctcaagtttt ccaataacag gccgatactg
  1333501 attacaggct gtgcgggggc ttcggttacc tcaggcagta tcccaatatc aataaatgca
  1333561 ggcgctgcga tgctcgtcgc ctgctgtaaa aggattgctt catgtccaat agtttaatga
  1333621 atacggcaat gagtggtttg aacgcagcgc aatatgccct gagcaccgtc agtaacaaca
  1333681 tcaccaactt tcaagtagcc ggttataacc gccagaacac ggtctttgcc caaaatggtg
  1333741 gcaccattac ctctgccggt tttattggta acggggtaac ggtcaccggg gttaatcgcg
  1333801 aatataacgc ttttattacc aaccaactgc gcgcctctca gacacaaagc agtggcttgg
  1333861 ccacctatta tcagcaaatt tcgcaaatcg acaatctgtt gtcgaacgcc tcgaataatc
  1333921 tctccaccac catgcaggat ttcttcagca acctacaaaa cctggtcagt aatgctgatg
  1333981 acgatgctgc gcgcaaaacc gtattgggta aagccgaggg gttagtgaac caattccaga
  1334041 acgcagataa atatctgcgg gatatggatg acggcgttaa ccaaaaaatt accgacagcg
  1334101 cgacgcaaat taataactat gccgaacaaa tcgctaagtt aaacgaccag atcacccgtc
  1334161 tgcggggcag cagcggtagc gagcccaatg ccttgctcga ccaacgtgac caactggtga
  1334221 cagagttgaa ccagattatg gcggttacgg tcacccagca agatggcgat gcttataacg
  1334281 tctcgtttgc tggtggcttg tcgctggtac aaggaccgaa tgcctataaa gtggaagcta
  1334341 ttccctccag tgcggatgcg acgcgcttaa ctctgggcta caaacggggt aacggcgagg
  1334401 caacggaggt agatgagagc cgtattacta ccgggtcgct tggcggcacc ttgaaattcc
  1334461 gcagtgaagc actggacagc gcccgtaacc agctaggtca gttggcgtta gttatggctg
  1334521 atagcttcaa tacgcagcac aacgccgggt ttgatatcaa tggtgatgag ggggaggact
  1334581 tctttagttt cgccgaccct accgtgctga aaaatgccaa aaatcagggt aatgccagca
  1334641 tcacggtgga atataaagac acatcgaaag tgaaagccag tgattacacc gtagaatttg
  1334701 atggtactga ttggcaggtg acccgtctgt ccgataatac caaagtgcaa acgacgcccg
  1334761 gagtgaatgc tgacggtgat cctacgttgg aattcgaggg tgtcgctatc aagatcgata
  1334821 acggcacgcc cggcccgcag gcgaaagata aatttaccat taagaccgtg agtaacgtgg
  1334881 cggccaactt acaggttgct attaccgatt ccagcaagat tgccgctgcg ggtagtgccg
  1334941 atggcggtat cagtgacaac accaatgcgc aggcgttgct ggatttgcag agcaaaaagt
  1335001 tggtcgaagg taaaaccacc ttgtccggtg cttacgccgg tttagtcagt aacgttggta
  1335061 accagaccgc gacggctaaa accaacagca ctgcacaggc gaatatcgtc acccaattaa
  1335121 ccaccgagca acagtcaatc tctggggtga atctggatga agagtacggc gatctacaac
  1335181 gtttccagca atattatttg gcgaatgcac aggtcctgca agcggcgtct acgttgttta
  1335241 atgccttgct cagtataagt gactaattta ttgtttatat tggttaaatt attattggcg
  1335301 gtgacgatat tattgcctgc gagggcaatc atgcgccgcg cttaattcat tccaggttta
  1335361 gcgggtatgg cttgctgaac gtgttactaa aaggaactga catcgtgcgt ttaagtacca
  1335421 gcatgttgta ccaacaaaat atgcagggca tcaccaatgc tcaatcactg tggatgcaga
  1335481 ccgggcagca gctctcgacc ggtaaacgtg tggtgaatcc atccgatgac cccatggctg
  1335541 cgtcgcaagc ggtgatggtg tcacaggctg aatctgaaaa tagccaatat acattagcgc
  1335601 gcagttttgc tcgccaaagt tcatcattgg aaacgacggt cttggcacaa acaaccagca
  1335661 cgattcagtc aattcaaagt ttagttatca gcgccaaaaa cgatacctta agtgatgatg
  1335721 accgtgcctc ttatgcaacg cagttacagg gtttgaaaga tcagttgctg aatcaggcca
  1335781 ataccactga tggcaacggt cgctacatct ttgctggctt caaaagtgac aagcctccct
  1335841 ttgcggtgag tgacaccggt gaggtgacct acgtaggcgg tgatgtcgcc attgagcaaa
  1335901 aagtggatac caaccgttcg atgactgccg gccatacggg tgccagtgtt ttcatggcat
  1335961 tgaccggcaa tgcgaaaccg gaacctgacg atgtgaatgg tgcgccggtt gctgcggaaa
  1336021 aaaatatctt tgataccatt gatacggtac tgaattcatt aaaaaccccg ctgcaaggag
  1336081 cctctgacga ggtgaaagcg caggcgcaag ccgatctgga taaaggtctt cgcgggttat
  1336141 ctaactcatt gaataatgtc ttatcggttc aagcagaaat tggggttcaa ctgcaagagt
  1336201 tggataattt agacagcttg ggcggtgatc gcaccttaat taacaaacag cagttaagtg
  1336261 atttacaaga tgtcgattgg acctcggcta tctcttctta tgttatgcaa caagcggcgc
  1336321 tacaagcctc gtataccacc ttcaccaata tgcagggttt gtctctgttc cagttgaata
  1336381 cgtaatcggc cttaaccccg tagcacacac agcctacggg gtcttcgcac gggtcattaa
  1336441 cgcacatgcc gtcacctcat cagtgactaa cacggtggcg tgttggccct tgagggtcgc
  1336501 ccggatagcc tcgactttat tcaaaccgcc agccacgcag atccgcactg ggatctgatc
  1336561 aatctcatca atcgtcaatc caatcattct gtcatcaaga tggtcataaa taggtgcgcc
  1336621 agtggcatca atataacgcc cggcaataat agccaccgcc ccttgttgcc ggtagggttc
  1336681 taccgcagcg tacgtcacgg tattggagct gaaaatagtg ctatctgctg cggtattacc
  1336741 cacgccgaaa acaattttgg tacaggtgtt gagtaacgcc aactgcggca ttaatgcagg
  1336801 ttcattacac agcatctctt tgatttctgg tcgtgaaagc agaaagggcg catgtaaatt
  1336861 aatacaccgg gcgcggtagc ggtcagcaat atttgaagtg caaagttcag gggagaactc
  1336921 ataggtcgaa tgcatgctcc cggttatctg aatgaccgtt aaatcagcca ccggatgccg
  1336981 ggtgatcgcg tgagagagcg ccaatactgt ttgcccccac gaaaccccta aaacgtcatt
  1337041 tggtgcgata agtgaagaca gtaattgcgc gcccgcttca ccgacacgta atgcggtagg
  1337101 gcgctgccct tgatcatcgg ggataacaat acaacgttct aacccgaact ctctcataat
  1337161 ggcttgtgct aaacgcatcg acgccaaatg ctcatcggaa attttgattt ccactattcc
  1337221 gcgtaaacgc gcctcattca aatagttgat cactgtcgcg cgagaaactc ccaatatctc
  1337281 cgcaatatca ctttgtttca gttgatcttc gtagtagagc caggcggcag aaaccatcgg
  1337341 gttgaggtgc aaggccgtgc ccttagagga ttcagtcacc cggttcttca tattattggc
  1337401 gtggtttttt tccaaaacga tgtcctgaat aaggtcagta acgacagaaa gtgatcggcg
  1337461 ctattttttt aaaattgtgt ctatcagatc aaatttttaa cataaaagaa ataactcagt
  1337521 agcatctatg ccttcttcct cttgacggcc attacatttg taaggcatac aaatcatatg
  1337581 taatgacata agtaactagc atagaacata tgttactact tacgaggtga agatgaaaag
  1337641 tctttggagt gatgccgatg cggctgagtg tgttgaaagg ctaggtttac tggggctacc
  1337701 gcccgagttg gggcttcgca cttactctgc acgcttgtta gggtcgaacc ccaagcttgt
  1337761 cttacacgga gggggaaata cctcggttaa gctcaatatg aatgatcttt tcggtaaccc
  1337821 cgtacaggtg atgtgtatta aaggtagcgg ccaagactta gccacaatca ccgcgtcagg
  1337881 tcacccggcg gtcagattgg caccgctgca acaactgaag gtattggatc atctgtctga
  1337941 tgaagacatg gtcaatatct tacgcacgaa tcttctcgac tgccgtgcgc cgaccccctc
  1338001 ggttgaagca cttttacatg cgtttgttga ccggcctgtt attgatcata cccatgcggt
  1338061 tgctgccatg gtcattgctg atcaacctga tggtgaccgt ttgtgccgct acatctatgg
  1338121 tgagcgtgtg ctgtggatcc cctatgtcat gtctggattt gcgctctcac tcgcggtcga
  1338181 acgtgccttc cgggcgtacc cggatgcgga gggtatgctc ttgggtaagc atggcctgtg
  1338241 tacgtttggt gagagtgcca aagcctctta tgagcgaatg attacgtttg tcaccctggc
  1338301 tgaaaatttt attgaaagcc gccgggccat atattccccg ccagtgataa cgccccccgc
  1338361 aaagcccaac aatttggctg acatggcaca cattgcgccg tatctacgtg ctgcttttgc
  1338421 tcgttcaagt gcgataagtg aaaaaaaaca ttggatattc gatttacgta ctgacccaaa
  1338481 gagtctcgcg ttttcatctg gcttaggaac ctcagacatt gcccagcgtg gcgtggcgac
  1338541 cccagatcat gttatccgca tgaaaggccg cccggtggtt ttagatgcgc ctgacctgaa
  1338601 taatttgggc gactgggccg cacagacaca gacaaaaatc gcggcgtttg ttgagcgcta
  1338661 tcagcactat tttcatcgta ataatgcccg gtttgagagg gggaaaatag cgctggacgc
  1338721 cctaccaaga gccattgtca ttccgtatct cggggtggtg ggggcgggca gaactgcaga
  1338781 ggacgcggca atcaacgccg atatcatcga gtcatggctg gatgtcgtga cggatgccac
  1338841 tgtctgtggt gattatgagc cgattggtga agcggacgaa ttcgacatgg aatattggtc
  1338901 tttggagcaa gcgaagatcg ataaagcgtc ggtaaaacca ttacaagggc agatcgtggt
  1338961 ggtcacgggg gcggggggcg gtattggcgc ggctatcgcc aaggagtttt cgttattagg
  1339021 ggcagaactc gcggtactcg atattgacag cgaatcagcc aaaaacgttg ccgcgcaatt
  1339081 aggaccacat gcactggctt tacagtgcga tgtcaccgag accgcttctg ttcaggcggc
  1339141 ttttgagatg atagcaacca aatttggcgg cgttgatatc gtggtatcca atgcgggcat
  1339201 tgcgttatcc ggggcaatag ctgaactgcc ggaagccaca ctgcgtacca gctttgaagt
  1339261 gaactttttt gcccatcaac gggtggccca acaggcggtc agtatcatga aaaaacaagg
  1339321 tatcggtggg gtgctgctgt ttaacatttc taaacaagcg atcaaccctg gtattaactt
  1339381 tggcgcttat ggcacctcaa aggccgcctt gttaagtctg gtgcggcaat atgcgttgga
  1339441 acagggtcag gatggcatcc gagttaatgc agttaatgcg gatcgtattc ggtctggttt
  1339501 acttgatgat gaaatgatta gcctgagggc cagggcgcgc ggcctgagcg aagagaagta
  1339561 catggcgggt aatttacttg gtcaagaggt caccgctcaa gatgtcgcca aggcttttgt
  1339621 cgtctcggcc atgctcgata aatcaaccgg taacgtcatc accgtggatg gtggcaatgt
  1339681 cgcagcgatg ttgcgataaa tcatggtttt ccttcgttca ggtttttacc gatataaatc
  1339741 ctgaggggag cactgatcag gagcctcaaa ccgttatcgt gattcaaacc gttaccgtaa
  1339801 ttcaaacagt atgggggttc aaactgttat gaaagttcaa acacgaatgg gctgcaaaca
  1339861 attaactcgc cgtatgttga acgataagca acttaacttc ttggtcatgg tcaatatgtt
  1339921 ggttattacg gtggccgcta cccttaccca aggggccttt gtcgatctct acaatctaca
  1339981 aacgatggcg gggcaggtcc ctgaattggg cttgctggcg atggggggca tgctggccat
  1340041 gatcgtgggt aatgggggga ttgatctctc gggtatcgct ctcgctaatc tggcggcggt
  1340101 agtcgccggc acgctcacac cggggtgggt caatgctgtt gatagccctt tgctgtttac
  1340161 cgtggttttt gtcttatgcg ccttgttggt cggtctgacc ggggggctaa tcaatggggt
  1340221 gctcattgct tacgctaaac tcacgccgat cctctgcacc ttaggcactc aacttatttt
  1340281 caccggcttt gctgtcgtga tttctcatgg tagcggcgtt aagattggtt ttattgaacc
  1340341 gctgtccttt attggtgatg gccttattgc caatattccg ttctgttttg cgctgtttat
  1340401 cctcctcgcc acgttgttag gtctttggtt acgttttagt gcgaccggga tacggctata
  1340461 tctcttggga accaatctta aagctgcaca gtatattggc attgcgcaac aacggttgct
  1340521 ggtcgtcatc tataccttat caggcacttt agccgctatc gccggcatta ttattgccgc
  1340581 ccgttctacc agcgctaccg ccgattacgg tagctcttat gtgctgattg ctattttgat
  1340641 cgctgtgatg gctggggtcc gcccagaggg gggatatggg cgaatgggct gcctattgct
  1340701 atcggctacc gccctccagt ttctttccag tacctttact tttctggacg tctccagctt
  1340761 tttccgcgac tgcgcttggg gcgcgttgtt gctgttcttc attatttttt cccgcattaa
  1340821 tcccttggat tttgttaaat cgttatggcg aaaaaatacc ccgtcagtgc aatcccccgt
  1340881 gcgctgatga gcggtgttcc tgggggaaat caaatgagga aacaccatta tgatgattaa
  1340941 aaagttgtgt ctcattgccg ccctcgtatt cagcctcggg atcatggggg cttatgctca
  1341001 acggagccaa tcgattgtta ctgtcgttaa agttattggt gaaccttggt atacccgcat
  1341061 gggggaaggg gctaaagagt ttggtgatga aaatccgagc atcagtaccc gcacggtcgg
  1341121 ccctgcaagg gccgattccg ccttacagct gcgcatcgtt gaagacttga tcgccaaaaa
  1341181 agtggatgcg ttggccgttg cccccatgga tccgagcaca ctcgaaggtg cgcttaagaa
  1341241 ggcaatgagt cggggcatca tcgtcgtgac caacgaagcc tatgacatgg tcaatatgca
  1341301 cgcggatatt gaagcggtcg ataacgccac gtttggcgca aaaatgaatg aggggctggt
  1341361 taactgtatg ggcgaaagcg gtaagtggac cacctttgtc ggttcactcg gcaccaataa
  1341421 ccatgtgctt tgggccaaaa gtgccgcagt taatgcccaa aaatacccca atatgacgct
  1341481 ggtggatcca ttgaatgaat cctttaatga tgcgaataga gcttatgaca aagccaaaga
  1341541 aattatgcgc aaatatccgg atatcaaagg gtttcagggg cattcggcca ttgatgttat
  1341601 cggcattggt cgagcggtag aagaggccgg tctgcaaggc aagatatgcg tctttgggat
  1341661 cggcctgccg caagactctg gcaagtatct ggacagtggt gcgatcaacg gcatcagttt
  1341721 ctgggatcct aaagatgcca gcctggcgat ggataccgtc gccaagcttc tgctcgataa
  1341781 aaaacccctc actgatggga tgaatctggg ggtgccgggc tatgagaacg tcgccatcag
  1341841 gaaaggaaaa ggtgacggtg ttttggttat cggtgatgcg gcaaagtttg ttgataagac
  1341901 caactggcag caatacccat tctgatgagt gggaccaatc ataaacgatg ccgcttaagt
  1341961 ggcacggggc gtgttgatgg aggatcaccc atggacgttt ccatagacca acgcgccatg
  1342021 gcggcgcaag aaagtcagga gggcgctttc ctcgtcatac acaacgtgca taaacgctac
  1342081 aatggcgtgc acgcactgcg gggaattaac gttgagattc atcaaggtga gatttatcac
  1342141 ttactgggtg agaacggctg tggaaaaagc acgttaatca aggtgatctc cggggctatt
  1342201 ggcgcggatg aaggtgagtt ggtgatcaat ggcacggttc atcagcaatt aacccccatt
  1342261 gaggcgctgt cattggggat tgagacggtt tatcaggatc tctctcttat cccgaattta
  1342321 agtgttgtcg agaatattgg attaaccgaa caacttgtcg cacaggcagg aagattaaac
  1342381 cgaatactgg atcgccagcg cctgttgtcc accgctaaag cggcattagc ggtggtgggg
  1342441 ttaccttcca acgagcgttt tttgttcacc acggtagagg tactaccgat ggcacaacgg
  1342501 caactggtgg caattgctcg agccatcgcc actaaggcca gactggttat catggatgaa
  1342561 cctaccacgt cactgacaaa gaaggagatt gataacctga ttggtgtcat tcgtcagctt
  1342621 ggtcaacaac atgtcgccgt gctgtttgtg agccacaaat tggacgaatg ttttgccatt
  1342681 ggcggccaag tcttggtgtt gaaagatggt cagaaaattg ctcaaggtgc catcacccat
  1342741 ttcacccagt ctcaattagg ctatttaatg accgggcgac agatggatga acgacgttac
  1342801 cgtcgagtgc agcagggggg agagccgctg ctaacggtta cggcgttagg ccaacaggcg
  1342861 gcttttgacg agatatcctt cgtgttacac cgcggtgaaa ttttaggcgt aaccggatca
  1342921 cttgattcag ggcgcaatga actcggtttg gcgttagcgg gaatattgcc ggcaaaccgt
  1342981 gggagcatcg ctctcgaagg tcagccgatt cgtcttaggc aaccccgtga tgccattaac
  1343041 aaccacattg cttatgtgcc agaagatcgt cttgatgcag gcctcttcct cagtaaatcg
  1343101 atacttgaga acctcattgc actcgaactg gatcacttac tgggctattg ggggcaagtg
  1343161 gataaggggc aatgccaggt tttagccacc cagacggtcc tcgatttaga tatctctgcg
  1343221 ccgaatatca acctgccggt tcaggctctt tctggtggca accaacaacg ggtcctcatt
  1343281 ggcagagcac tgaccatcaa gccgtgggtg cttatcttgc atggccccac cgtcggcgtg
  1343341 gatatcggcg ctaaagatac gatttatcag ctgatccaaa cgctggcgca gcaagggatg
  1343401 ggggtcattc tgatcagtga tgacctaccg gagctgtgtc aaaactgcga cccaatcctg
  1343461 gtgatgaaga aaggccgtat ttgccaacag gtgagcgcag tggatgccaa tgaaaataga
  1343521 ctctatcaag cacagatcgc cgatgaggga ctcactgagg atttatagct atggttattg
  1343581 atctccccgc tcactcgaag ccatcacgct cattcaacgc catcatcgca tggtgcctac
  1343641 agcggccgtc gacctttacc tttatgttga tcgttatcgt gtgtgtcacc gtcggtgcta
  1343701 ttaatcctgc ttttttacaa ctctccaatc tgtttgatat tgcgagagcc tcggtcgtgg
  1343761 tgggtctgtt tgcattgggc gtcttgattg tactcgcctc cggtggcctg gatgtctcgt
  1343821 ttacggcgat tgcggcactg tgcatgtacg ccgtcacgaa gtttgtcttg tggtattggc
  1343881 ctgatgcccc ggttatcgcc atgtttattg ccagtgcctg tgggggggcc atcttgggag
  1343941 ggattaacgg tgttttggtc cacagcctaa aaacctcatc gcttattgtg actattggca
  1344001 cccaatacct gtatcggggg gggctactaa cgtttattgg cacggcgtta tacatgaata
  1344061 ttcccgagca attagagcaa tttggtaaaa gcccgctcta taccgtcagc aatatcaatc
  1344121 aaggcatcac gatactgccg ctgttctttt taatactggt gtttgccagc ttactgacct
  1344181 ggtggttact gaaccgcacc ttgctgggcc gggccatttt tgccattggt ggtaatagcg
  1344241 atattgccca acggctcggt tttgatgtgc gcggggtaca gatctttgta tttacctacg
  1344301 ccgggttgct ggcggggatc gcgggcatgg tgcatgtagc cagtaaccgc atcgctaacc
  1344361 cgtttgattt aaatggtctg gagttaacgg tcattgctgc tgtcattctc gggggcgcac
  1344421 gtattaccgg cggcagtggt acggttttgg gcaccctcat gggggtggtc ttggtggtgt
  1344481 tggtgaacaa cgttttaatt ctggtgggta ttccaagtac atggcagaag gtgattatcg
  1344541 gggcgtttat tatcgccgcc ggtagcgcct ttggttggcg taagtatcgc taaggccgat
  1344601 ttcagcattt atgtttaatc aatgatgatg aggatatcaa tatgtcaaaa attgtcagcc
  1344661 tggggattca tgttcttgat gtattaggac gtcacgtgaa ccgattcccc cccggtggag
  1344721 agctcgatat tattaatgaa atccgcttaa ccgttgcggg tacagcggct gggatgagtg
  1344781 ttgatctggc taagctcggc ggcgatgttt atgcgatggg ggccgtgggt ctggatgaat
  1344841 cgggcaactt tattatcgac accttgcggc gctatggggt taataccgac cacattgtac
  1344901 gtaaatcaga ggtacaaacc tcttgcagta tgctgcccat cagacccaat ggcgagcggc
  1344961 cggttctgca tgttttgggg gccaacgcga cctataggct tgaagatatc cattgggatg
  1345021 tgattgccag tgcggatatt ctccacttcg gtggcactta tttactgccc ggccttgatg
  1345081 ggccacccac ggccactatc ttaaaatttg ccaaagagca tggggtgact accacgctgg
  1345141 atttactggt taacgcccaa cctgacctgc tggccaaact ggagcccgcg ttgccttata
  1345201 tcgattattt tatgcccggc ttagatgagg cgcgggccat ttgcggttta gagaaacgtg
  1345261 ctgatgtcat tgcgtttttc ctgaaccgcg gggtgggcca caccgttttc aaaatggggg
  1345321 ctgaggggag cagtattgcg tcattggaaa tggcggagat tctgatcccc gcgtataaag
  1345381 cgcaggttgt ggattcaacc ggctgcggtg attcctattg tgcggccttt attatggggt
  1345441 taaccaaagg ctgggatctg gcgacatcgg ggcgcttcgc ttctgctgcg gcctcgctgg
  1345501 tggtctctgg tttaggctct gatgcgggga ttattgattt tgagcatacc cttaaggtga
  1345561 tgaatacggc cgaaacctta cccattgccc aagagactta accctcggat cccaatgatg
  1345621 gtctatcgtt cgggtcattg ggatagctcg ggttattgga ctggatacag ttgtcacata
  1345681 atctttggtg atcttctagg ctgtgcccct tatcttaact cgcttgatga gtgatatatg
  1345741 ttcaatgcgt gtaacatctt tatattaaaa atcacctaaa aatatatagt tacgagaggt
  1345801 cagaaaaggg ggggtaaacc ccgccgaaac ggggcgataa gcagcgacag gagaagggtt
  1345861 acgccaattt ctgtaattct ttacgtgctg cttcggctag aaaattgctt cggctggcat
  1345921 actcgggacg cactttaaca atagtatcga tttgatgaat cagccggtgc ggaagagtga
  1345981 cgttaattcg ttcaactttt ccatcatatt tcgacatatc aatattcacg ttataccact
  1346041 gtccgccatc agcgtaatcg catgggttac ggtaaacgtg gtaaggcatg tcatgagctt
  1346101 caggaatttc gataccttca gacaccaaag cttcaaagtg tgcatccagg gcgcttgatg
  1346161 cttctgcaaa taaatcctcc ccggcattga tggcaaaaat acagcctttg acatcgggga
  1346221 aataaccgct tgccgagcca tcattatcaa cgtgaacata ggcgggatag atagccatat
  1346281 aaaactcctg cgttgcttaa tagcacccta gagggcgctt tgttaactaa ggtttgcatc
  1346341 tttcagaatt tgccggaggg ttcccggttt aacatccttt ttgggatgcg gtactgttat
  1346401 gactgccgcg aaatcaggat gtttgaattg atgatgactg cctttaactc tcatcaactt
  1346461 ccaaccattt gtttcgagca gttttatcag ctccgaactt ttcactctaa ctccttgtga
  1346521 tttgctgata cgccaaacat acacacaata cacacaattc gtatctgtta caatgcatat
  1346581 gtgtgtgatg tgtggcgatg aattctgaga aataatggcc cacttattcc ggagcaaaaa
  1346641 atagtcaccc gctgggcacg cagcgtaaac gcgttgataa tcgtgatgca atgaacgtca
  1346701 ttttctcgct atcagtttgc catgccgctt aatacctcgg ccaggcggtc gaagaattca
  1346761 ctaaacaggt gttcggtgaa aggggctaac aatggcatga tcaaacccaa agagataata
  1346821 cctacggtca gtgttaacgg gaaaccaata acgaaaacag agagttgtgg cgtcatccgg
  1346881 ttcaacatcc ccaaggccat attcaaggtt aacaacaggg taatcaaggg gagagccagc
  1346941 atcagcccat tcataaagat catcgaacct gactgggcca gcgtgagaaa accgttgcca
  1347001 ttaagggggg caaattgaat gggtaaagta tggaaactgt ctgctaacaa tgaaatgagc
  1347061 cataagtgac catcaaaaga gaggaagagc agcgtcacca ggatgttaag caagcgggat
  1347121 aataccggca tgtttggccc acctgaaggg tcaaagaagg tggcgaaaga taaccccatt
  1347181 tgtaacccaa tcacctctcc ggataaccga acggcggcaa aggcgaattg catcgtcacg
  1347241 cccagagcaa caccaatcaa tatttgttgg atggcgaccc agagtgcagc gctggagaat
  1347301 aaagggatat tcaccggggg cagggagggc gcaatcagaa aggtaattaa gacccccagc
  1347361 ccaatcttca cttttttgtt gatctgtttc tcactcaaca gcggggcggt gccgatcagg
  1347421 gccaataccc ggaccaacgg ccaaaagtat tggctaaccc agacgctgag ttggtgggta
  1347481 tcaaaggaca gcatggctag ccaatcaacg tgggcaggct ggtgaataaa ttgcgcatat
  1347541 agtccaggat caagttcagc atccacgggc ctgcaatcac catagtggtg aagaccgcca
  1347601 gtattttagg gatgaatgac agggtcattt cgttgatctg tgttgctgcc tgtagcaggc
  1347661 tgacaattag cccgctgatg agcgcggcca gtaacagtgg cgcagccagt gccaaggcga
  1347721 tcttcattgc ctcggtaccg agagccatta ctgattctgg agtcatgacg tgtctgcctc
  1347781 ttgcctaact gtgggagtga atacgcgata agccagtgac gggagagcac ccaccatcaa
  1347841 cgcacctgta acgtgaaata taccgggtta atcagctata aaaactctgt gccagtgaac
  1347901 ccagtaacaa ttgccagcca tcaaccagaa caaatagcat cagcttgaac ggtagcgaga
  1347961 tactggcagg cggaaccatc atcatcccca gcgccatcag cacactggcg accaccaaat
  1348021 cgataatcag gaacggaata aatacggtaa aaccaatttg gaatgccgtt ttcaactcac
  1348081 tggtgacata ggcgggcagc agaatacgca tcggaaccat ttcggggcct tccagcggcg
  1348141 gcaggtttgc caaccgggca tacagcgcca gatcagattc ccgcgtttgg cgcagcataa
  1348201 actcccgcaa cggttgtgag cctttatcca acgccacgtc catgctgatt ttatcctgac
  1348261 tgaagggcag ataagcctct tgatacactt tgtcaaacac cggtgacata ataaaaaagg
  1348321 tcagaaacag tgccagcccc agcatcacct gattcggcgg ggccgaaggg gtgcccatcg
  1348381 cgttacgcag taacccgagc acaataatga tgcgggtaaa actggtcatc atcagtaacg
  1348441 ccgcgggcaa aaaactcagc gtggtgatga acaccagcgt ttgcacgggt aaagaccaac
  1348501 tctgtccacc attagccaac ggttggctga tgatcccagg cagttgagcc aataccgaag
  1348561 gcgagcaaaa taaggtgagc agccccagtg tggttttatt gataaccgac attattatgg
  1348621 tgcgccacat ccggcagaac agcgcgccag tgatgagaga acgtttgcta ataaaaacag
  1348681 ggcgatggga cgtcatgccg atttttccgg atgtttcaat attttgttca gcagttggcg
  1348741 aaaatcagcc gcttgcgcat tgcttgttga tcgtatgcca tccgcctgtc gcggtgcctc
  1348801 aaccaccgga cgcgccagtg tatgcaaggg ggtaacctgt tgggccgtaa cgcccaatac
  1348861 cagccaggtg tcatcgactt cgacaatcac cacccgctca cgttgcccaa cctgacaact
  1348921 ggcccgcacg ttcagtagct tgctattacg ggcctgtggg gcaaacccca accgccgcac
  1348981 cagccaggcc acaaacagaa tcaataacag aataccgccc agcgcactgc ccacctgcgt
  1349041 taacaccccc cctgcaggca tggccggggg ggcggcgctt gattgcggtt gcagttgact
  1349101 gctcggctgt aactgactgt tcgaccccgg atgactggca gcaaaccctg tggttgcggt
  1349161 ttgctgtgtt gttgtcgagg ccaacgttgt tgaggccaat gttgtcgagg tcggtgcagc
  1349221 tgcagtcatt agcggctcaa acggcgcata cgttcagatg acgtaatgat gtccgtgatg
  1349281 cggaccccgt atttatcggc cactaccacc acttcgccct gagcaatcag ataaccgtta
  1349341 atcaaaatat ccaggggttc gcctgccaaa ccatcaaggg agaccaccga gccttgtgac
  1349401 aggcgcagta actctttgat ggtcattttg gtgcgaccta attcaacgga gagttttacc
  1349461 ggaatatcca gaattaaatc gatatcctgc aaattaccca gcccctcagg tgcttccagc
  1349521 gatttaaaga cgccttcggt tgtggccgtg ggtttttctg ttgcttgctg ctcattaaac
  1349581 gcataagccc acagatcgtc cacggattcc tttccatcag cagacggaaa cttagggtca
  1349641 ctcatttggg ctgttcctca ctcagagcat tcaaaatagg gttaatcaaa tgttcaacac
  1349701 gcagggcata ttgcccgttt aatgtcccgt attgactggt tagtaccggt acgccatcga
  1349761 cgtgaccaat cagtcggtcc ggtttctcta tcggtaacac atcccccggc tgtagtttta
  1349821 ggatctgtga caatcgcaga gggatatcaa caaaattagc caccaattcc agctccgaat
  1349881 gctgaacttg cttcactaag gtttcgcgcc agtagttatc ttcctgacgg gagttctcca
  1349941 gcggtggatt ggtcaacagt tcgcgcaagg gctcgatcat ggcgaaggga atacagatat
  1350001 taaactcacc gctcagggtg cctatctcca cctgaaaagg cgtgctcacc acgatgtcat
  1350061 tgggggaggt ggtgatattg gtaaatttca cctgtatttc tgagcgaaca tattccacat
  1350121 cgattttata gatggccgcc caggcatcac ggtaagcatc caacgccaac cgcaacattc
  1350181 gggtgataac ccgttgctcg gtatgggtaa attcacggcc ttccactttc gttggaaaac
  1350241 ggccatcccc gccaaacagg ttatcgaccg caataaacac caaactgggg gcaaacacga
  1350301 atagcgcagt accgcgtagc ggttttagat gcaccagatt aaggttggtt ggcactggca
  1350361 gattgcgggc aaagtcgtga taaggctgaa tttttatcgg gccgaccgtg atgtctgggc
  1350421 tacggcgcaa taggttaaac aaccccatac ggaactggcg ggcaaaacgc tcgttgatga
  1350481 tctccaacgc gtgtaggcgt tcacgcacca cacgtcgctg ggtcgtcgga tcgtaaggtt
  1350541 tgacgtctgt ctcattggcg gtgattatct cgggttcttc actcccgcta tcgccattta
  1350601 acagtgcgtc aatctctgct tgtgaaagaa tgctatcgcc cataatgatt atcgcaatat
  1350661 gaatgcggta aacagcacat cgctgatcac ctgattaggt tggcctttaa ccattggcgg
  1350721 gctaagtatg tttttaatgt cattgactaa acgctgtttg ccttcttcat tcgataagct
  1350781 atcggctgac tgacgagaaa gcagtagcag caagcggctg cgaacttccg gcagatagtc
  1350841 attgagtttg gtgcgggtgg tatcgtcggg caatcttagg gttaaaccga tataaagtac
  1350901 gcgatccaga ttattatcgg gcgtgatcaa attaacggtg aaggtctcca acggcataaa
  1350961 taccgggatg gcagcaacaa tctgggtatt ggtcggttta ctcttatgaa gtaaccacca
  1351021 gctatagccg ccacccgcac tggcagctat cgcaaccagc accagcagga tcagccagat
  1351081 cgaactctta cgcttggccg ggaaggtatt atcagacatg gggaagacaa attcctgttt
  1351141 cgatattaat cggtgaatca cgataataac ctggggcaat gcctgtgctg atggccacca
  1351201 accgcggtcc acccacaaac caccccacgc gatacgaatt attgctgacg attatcccgc
  1351261 ttatctgcaa taccaatagg cagaataggt gggaaaaaac ggcctagctt gcccgtttgt
  1351321 tcacttatgg tgaaacaaac gtcagtttta ggcgaagaca tcagttttag gcaaagacgt
  1351381 taaccttagg cgaagacatc aacaccgcct tgaccgttcg ctaaggattg taaggcagtt
  1351441 ggcgcggcca acggggtctc ggtcagagga ccggcgacca catcaccgta agtgggttgg
  1351501 ccgcgagcaa tgacgtcctg ctgattttgc tggctttgct gctgtgcctg ctgccattgc
  1351561 ccctcgctgc caacactgct ttggcctaat tgaaccccac tttccgccaa ggcgtggcgt
  1351621 agactgggca tcgcggcttc aagtgcggcg cgtacctggc tgtgggcaga ggcaaagtgc
  1351681 aattgcgctt ggttatcttc cattttcaga ctgatctgca aggcacccag ctcttgtgga
  1351741 tgcaaacgta actcggcact ttgctgacca ttgcggctga acatgagcac ttgctgccct
  1351801 aatgactgtt gccactcctg gctgcctagc ggggcactta aatacccgtt ggcgggggcg
  1351861 ctgaccagcg aactggcggc ggcggtgttc atcgggctgg acagcgcagc ggttactggc
  1351921 gttaaattta actgtgtttt atcgctgctg gcggaggaga gagagacctc gctctgggca
  1351981 gccaatggta ggtttttggt attgaggccg ctctcgccgt cctgcgccgc taaatgggtt
  1352041 aatttgtccg gtgcagtagt ggttttaccg ttagtggccc cggccagtcg ctctgtgccc
  1352101 gtcagcgccg tagcatctcg tttcgctgta ctgtttttgt cgcttattaa cccagggtga
  1352161 cttattaact catggtgact tattaaccca tttttaccca tcaactcatt attgttagcc
  1352221 agcaacttct ctttagagag cgtgtttgct tgctcggcgc tgccagaagc cagcttgtca
  1352281 gcgccgagtg tcgccgcgac ctgatgcggc aacatggtta ataaggtttg tagcgcgttg
  1352341 acgtcacgct tctcgtcgcc gttgtccggt tgcgcatcat cattagccgt ggtttttttt
  1352401 acgccagcgg catcaccgac gagcccgaga tgagtcagac cggcaggcag ggtggcggtg
  1352461 atatccccca gtgcggccag caactgattg agtttactgc tgctactggt taatttgcca
  1352521 ctgtcggtat cagtggtggc tgcggctaaa gacgatttca gcattgctgc ctctttagcc
  1352581 gtcagttcct tacccggttg agtgagctga tcacctaata acttcgcgaa atccgttggc
  1352641 ataccggcat cgctaaacag cgttgcaata gaggaagaag acgaaacacc ttcgctttca
  1352701 ctcggggtcg ccgcagcggg caatagggac agattcataa attaagactc ctttgtgagg
  1352761 cgcgctgagc gaactcatcc atcaattttt gatctaaacg gttctcttgc tggcgctgag
  1352821 tggtttctgc ccgctcttgc aaggtttcaa acgcgtttaa ccgctgctgt ttctcttgcc
  1352881 aatacttcac tgcctgctca actttgatac tccattgagc cagttgtttg cggtgttgat
  1352941 cgatagcttg ttccagcgtt tgaataaact gctgataatt ttgccaactg gatgaagcca
  1353001 tcccattgca cagcgtgtca ttcaaccgct cccggtattc atcctgataa gtcagcaaca
  1353061 tagtcagttg ctgctcagca ttctgatagg actgacgcac gtgtcccagt tgagtactgg
  1353121 cctgttcgac agctttctgg gccagatcgc acaaggtgac gagaggtgac tgacttttca
  1353181 tcgaattcct cattgattac aggggcgaca cggcggtttg cgtcatcttt tccggctgct
  1353241 cagccttaat aacgacttag ccgggaaata aacgaaaccc ttatcctgga aataaaacct
  1353301 tcaaatgctg gcaggcatca tcaaaactgc tgcgctcaaa catgccttgc tgcaagaaag
  1353361 cctccatctg tgggtacagg gcaatcgcct tgtccaataa gggatcactg cccgcagcat
  1353421 aagccccgac actgatcaaa tcgcggttac gctgataact ggcaagcagt tgtttaaact
  1353481 ggcgcacccg gctgtaatgg tcatcatcga ttaatgaggt catggcacgg ctgatagagg
  1353541 cttcgatatc gatagccgga tagtgaccgg attcagccaa acggcgagat agcaccacat
  1353601 ggccatcgag gatggcgcgc gcagagtcag caataggatc ttgctgatca tcaccttcgg
  1353661 tgaggacggt ataaaatgcg gtaatggagc cgccgcctga aacaccgtta cccgcccgtt
  1353721 caaccagtgc cggtaatttg gcgaagacgg agggcggata acctttggtc gcgggaggct
  1353781 cgccgatagc cagcgcgatt tcacgttgcg ccatggcata gcgggttagg gagtccataa
  1353841 ttagcaacac atgctgacca cgatcgcgga aatcttcggc aatacgggtg gcataggcgg
  1353901 caccttgcat acgcagcaac ggtgacacat cggctggcgc ggcgataacc accgaacggg
  1353961 cacggccttc agccccgaga atattttcga taaaatcttt gacttcacgg ccacgctcac
  1354021 caatcagccc aaccacgatc acgtcagcct gtgtgtaacg ggccatcatg ccgagcagta
  1354081 cgcttttgcc aaccccagag ccagcaaaca gccccatccg ctggccgcgc ccgaccgtca
  1354141 acaaggcgtt aatggtacgc acgcccacat ccaagacttg gacaatggcg gtgcgttgca
  1354201 aagggtttat cggtggtgta atcagtggtg cacgataacc ggtttcaggt gccggtaagc
  1354261 catcaagcgg tttggcactg ccatccaata cccggcccaa taactcgggg ccaaggggta
  1354321 attgtttact ggcgaatgat tgtttactgg gaattgattg tttactagaa attgactgtt
  1354381 tactggcaga cgtgccgctg gtggtgactc gggcatacac tctggcaccg gggacgatac
  1354441 cttccacatc ttccaaaggc ataagaaaca gatgctgacc gttaaaacca accacttcgc
  1354501 tttcgacttc ctgcacttca ccgccattat ggcgctcaat cagacaggtc gcccctaacg
  1354561 gcaattgcag accagtggct tccagcacta aaccggtggc gcgggtcaag cggccataac
  1354621 ggcggattgt tgtcgtttgg ctgatacgct cttcgaattt atctaaagag gtaagccagc
  1354681 ggctgaggcg gggggcatca cagttccccc ggcgcggcca gacggcacag ttcatgccaa
  1354741 cgggtcgcca gactggcatc caaatcgcct tcttccgcgc tgactttaca gccgccagca
  1354801 tgaatctggc tgtcgcccaa taagcgccag ccgtgcaagc tcagcgtgga acctaaccgc
  1354861 tgttcaacaa tggctaaatc atctggattt acccgtaatt gcgttttgcc cgcaaacatc
  1354921 ggttcttgct ggatcatctg ctggatttgc gccaagaggg ccgtaccatc acaaatcgcg
  1354981 ggttgtccga taatttgttt cgccgcggcc agcgctattt gtactaagcg tgaggcgatg
  1355041 acgctatcca aggtatcgag cgtattttga aaatcggtca ccataacttg ccagtgggcg
  1355101 gtcattggtg ccaattgctg ctgcgcatcg gccagcgctt gctggtggcc ttcttccagc
  1355161 ccggtttggt aacccttatc caacccttct tgcaagcctt tggcaaaccc ctgctggcgg
  1355221 ccctgcttct cggcttccaa ttgcaggttt accaacacct gttgctcatc aacggcggct
  1355281 gtggcttcca tcggttcatt aggaaataac agactgatat ccggcataga ctcggacagt
  1355341 ggtgcctcgg attggctggc aaaatctttc agggaccaag gttgccaggg cagggcgtta
  1355401 atccgatcag acatagatat cctcgccgcc gccaatcaca atttcgccgc tttcggccaa
  1355461 acgacgcacg ataagcaaga tggatttctg ttcgttttcg accagtgaca tccgcaccgg
  1355521 tccacgggta gccagatcgt cgcgcagaat ttctgctgcc cgcagggaca tattgctgag
  1355581 gaagcgctcg cgcaaggcct ggtcggcccc tttcaacgca atcagcaacg attcgttgtc
  1355641 gatctcttgc agtaaacgct gaatgctacg gtcatcaaca ctgaccaaat tctcgaacag
  1355701 gaacatttca tcgataattt tctgcgccaa ctcaccatcg tattcacgta ccgcatccat
  1355761 aacggtttct tcctgttgtg ttttcatcag gttgataatc tctgcggctg tacggatccc
  1355821 gcccattttg ctgcgtttga gattttggcc atcaagcagg ttatttaaca cttcggtcaa
  1355881 ttcagccagc gcggcaggct ggacaccgcc aaaggtggcg atacgcagca tgacatcgtt
  1355941 acgcaggcgc tcatcgaaca gggccagaat atcggcggcc tgagcacgtt ttagatgaac
  1356001 cagaatggtg gcgataatct gtggatgctc gtcgcggatc agatccgccg ccatctgcgg
  1356061 ttccataaag ttgagggttt ccatcccact ggtggtttcg cgagattcga gaatgtcttc
  1356121 caacaaactg gaggcgcgct cttctcccag ggcttttatc aatacgctac gcagatagtc
  1356181 gctggcgtta acactcagtg cagcatattg ctctgcatca tcttcaaact ccgccaagac
  1356241 atcgaccaat tgctgatgag aaacctgacg catactggcc atggtggtac tgagttgctg
  1356301 cacctcacgg gaggagaggt gcttgaaaac ctctgcggcg tggtcttcac ccaacgtcat
  1356361 tagcataatg gcgctctttt cagttccggt caggctcatt ggtcattact catccattga
  1356421 cggatcacca acgccacaac acgtgggtct ttatccgcca gttcgcgtat acgctgggcc
  1356481 tgaacttcag cactcacccg ctgctgattc ttcttacgca gggccagctc ttctttactt
  1356541 tgttttactg tctcagccgc ttgtgcggtt tgaacgatgt tattgaccga ggcggccgct
  1356601 ttatctgcaa cctgtttttt ggcgagcatt gggcgaagta gtttgcgcca caaaatccag
  1356661 gcaaccagta ggatcagcag gtagcggccg gcattcagca actgatcaaa gaaggattgc
  1356721 tgttgccaaa acggtaggct gctgccacgg gtatcgtcac tggctgtgaa gggggtattg
  1356781 actacgttca gtgtgtcacc acggacggta gagaaaccca tcgcctcacg ggtcagtgac
  1356841 tccacctgcg ccaactgatc tttactcagt gcaatcggtt taccggcttt atcgctggtg
  1356901 tagttcacca ccaccgcgac ggataaacgc tgcaccatac ctgcttgctg ctgggtatgg
  1356961 cggatggtgc ggtcaacttc gaagtttgtc gtttggtcat ggcgactatt gctggaactg
  1357021 gctttcgcgg cggttgctgt cgtatttgcg ttagccgttg ccgccgtatt agccggagcg
  1357081 gcattattgg cggcggcccc tgccggttgt gggatttcaa tcggggctat cggtgccact
  1357141 ggcggttggt tcgataacgc ccccggcaca ccgcctacgt tggttccgcc cagttgttcg
  1357201 ctggtactca cctgttgaga gcggacagca ccttggttgg cggcctgatt cggtttgtac
  1357261 tcttcatccg tttgttcacg gctggcaaaa tcaacctgcg cagtcacctg agcatgaaca
  1357321 ttaccgttgc cgaccatcgg tgccagaata ttttcaatac ggcgctgata acggttttcg
  1357381 acttcgctgg tgaatttcaa ttgcgaagca tttaaatcgc ggcctgcact gtctgattgc
  1357441 gtcaacagac ggcccgtttg gtcaaccacg gtgacgttac ccggcggcaa gcctgccacg
  1357501 ctactggaaa ccatataaac gatggcattg atctggccat catctaatgc gcgacctggt
  1357561 tgtaaggcga gggtgaccga ggcggtcggg gatttttgtt cacggacaaa taacgagggt
  1357621 ttgggcatcg ccaaatgcac tcgtacattc aatactggcc cgagtgtgcc gatggtccgg
  1357681 gataattcac cttccaatgc ccgctggtaa tttatctgct cactgaattg actgatgccg
  1357741 aatttttcct gatccagcaa ttcaaaaccc acagctccac ctttcggtaa accctgttgt
  1357801 gccaaccgca agcgggtttc atgcactttc tcagcgggga tcagcaatgc gccaccatta
  1357861 tcagcgaaac gataagggat gttcagttgt gtcagttggg tgacgatatc accgccgtca
  1357921 cgatcactga gattgctgta aaggacgcga taatccgggc ttttagccca gagcatcaag
  1357981 gcgacaatga tagcaatagc agcagccgca gcaatcagca gggggatttt ggggttcgcg
  1358041 cgtaggcgtg ctagtgtcat cgtaaacgtg ttctcacgat tttcaccgcc agttatcgag
  1358101 gcattcatac acgtccttgc ccaagctgaa caacgtttga attaatattc ttcatataaa
  1358161 tagtgtgctg aaacaaaaca gactcccagg tgctgtgagc ggtaccgcat caatagctgt
  1358221 tcatccctta ttatgggcat gccattattt gctggaagtg aacaattcga tggctcaata
  1358281 agccggtatt tttgtatcta attagccgct ttagcgcaaa aatgatgtgt tagggtgtca
  1358341 tcctgaaaag agtgatacgt gcgtgcttgc ggttaagaat gaaagtgttt aaacaccttc
  1358401 gtggataaaa accgcccaga cgtatgcatt gctcgcggtg tttataacct gagggtgaat
  1358461 atgtctgttc aaggtatcga aggggtttta cagcagttac aagtgaccgc attacaggcc
  1358521 tcggggtcag caaaaaccct gcccgcagag gcgggcttcg ccagtgaact gaaagcggca
  1358581 attggcaaaa tcagtgaaaa ccaacaagtt gcccggacgt cggcacagaa ttttgaactg
  1358641 ggtgttcccg gtgttggttt gaatgatgtg atggttaatg cgcaaaagtc ctcggtttcg
  1358701 ttacagctcg gtattcaggt gcgtaataaa ctggttgccg cctaccaaga agtcatgaat
  1358761 atgggtgtgt gagtcagtca gattattaat tttaatgaaa aatatgataa ttaccctggc
  1358821 acacaattac cttggcatac gattaccttg acacacaatt accttgacac attgtgagct
  1358881 ggctggaagg tgatttacgg acaatccaac cacgtagtga ctttccgcta atcggccgcc
  1358941 agtttgtatt agggcatacc cattgttggg gcttgataat gccctacttc aggcaaacac
  1359001 atgacattga gttgaaaaac tatcgtgtag gccgacatta atgggagtcc ggtgcagaaa
  1359061 acaacatgca gttgattaga tatagcttga gctatacact atgtatcaac aagaatggtt
  1359121 acaacccatt cacaactgct gaaaattcaa tgtgtcagcg gttttctatc tataattcag
  1359181 aggataacgt aatgagccat gcactgaaaa atgcagatcg cttatacatt ccacctcgtg
  1359241 acaagggcac gaaggcctat ccacgtgcat ctatggatac aagtagcact catgcagatc
  1359301 aggtcaaaaa tgcatttgcg tttggctttt ctcgctatga aaaagcaatg gaagaacttt
  1359361 ctaaggtgta aatagacgcc tatggcagat attgttgaag ggatacatta tctttctgtt
  1359421 gaagatttca tctacataaa cagaacgtta attgaggctc aaacccctag cgagccaatt
  1359481 gatgtcatta atcacaacaa tctctgttcc tcacaagcaa gacccagcgt agtaaaatac
  1359541 tatcagcaga cagacgatat gttcgaactg tctgctgctc tcatcgagag cttaatccag
  1359601 aatcacgcct ttgcaaatgc taacaaacga acagctatga tggctggata tatgtttttg
  1359661 ttgcttaacg gatatgaact cactgcacct ggcgacgaga ttgtggtaat ggcagagggg
  1359721 atggccagaa aggtttataa ctgcgaagac ctagagaatt ggctctgcta ctggtctagg
  1359781 ccgtatgact cacgaaactt atgtgattgt gagatatctt ctctagtagt gactgcaaca
  1359841 caggtaaaga tagaataatg ttcgtatgag atatcaaccc acttagctgt gggtttttgc
  1359901 gttatcttgc cgctatcccc tactatgatg tttccacttg taaatggtgg ggatagggat
  1359961 atagaaccgt ggggtaaaaa atcactgtta attcattcga acgtaaattg ctcaataaga
  1360021 ctaatggctt actgcgtgat tgatcaatcc tccagcgttt tgtgtgacaa cgcccataaa
  1360081 taaagagagg cagttgttcc gtatggggta tatcggcggc gatagcgctc gaaacgctca
  1360141 cggggcaggg ttttatggcg atataaattc atcatgccgc ggcggatggc taaatctccc
  1360201 caactgacaa tatctggccg tgacaatgag gagatcaaca gcatttccgc tgtccaaacc
  1360261 cctacgccgt caagacgtga aagctgtgta ataacctcgt tatcaggcaa ttgcgcaata
  1360321 acagataaat ccagcgaacc attaatggcc gcatcggccg cccctttaat ataacccgct
  1360381 ttcctcatgg tcataccaca gcgttgaatc gcctcggcgg aggcagcggc aacggtggcg
  1360441 ggggtgatgc tacccaataa tagggttaag cgtgtattaa cggtttgcgc cgctttaact
  1360501 gaaatttgct gatcaacaat atttctgatc aatgcagcga ataagtccgg cgataatggg
  1360561 cgctctaaca tccccaaacg ctcaatagct gcggccattt ttttatcccg ccgtttcaga
  1360621 tgatttattt ctgtttcgcc gtaggtatag aacaccagcc cactccttcc tgcaactcga
  1360681 attatttggg gtaatagaaa agcgatagaa aaatgacaga taaaatacgt actgaccagg
  1360741 aggccggtag cgattaagca tagcgtgaac ggctcgttat tatcctctga ttcttgctct
  1360801 ttttagtcaa tatttttagg ccgattcagg cagcgagaca gattgataac agactctttg
  1360861 cagcagaata gtgatatcaa tactatcgac tttctcggcg tgtaaataag ccgcagcata
  1360921 gtcatgccag atacctgatt gcagaaataa gataaacagt tcccgatcca gatggctttc
  1360981 attcaccata ctcaccatga tattaagggc ttctgataac atttttcccg atttataagg
  1361041 ccgatcggct gcggtgagtg cctcgaaaac atcagctatg gccatcatac ggacaggaat
  1361101 actcatttgg ctacgggtga gctgataagg ataaccttta ccatccatac gctcatgatg
  1361161 gccgccagca ataacgggga cattcgccat ggaacgaggg aatggcagct ttttgagcat
  1361221 cacaatggtc tgcataatat gctcattaat cttatagcga tcttcttcgg taagcgtacc
  1361281 gcgtcgaata cagagattgt aaatttcccc tcggttataa aggaaggttg gttctttaac
  1361341 tttaaaatca tcatattctg aacgtttatt tttattatct cgataaataa tatgctcttc
  1361401 tttatccgct aacatgggct cttgcacagg taaggcgctg attggttgcc tgtctttgcg
  1361461 tactcgctct tcatttgaaa tgcctgcggt atcatccaag gttctggtcc aatgatagcg
  1361521 ggcaatatgc tggatccggg ctatcgcctc atcagacata aattcgccac cgacattgca
  1361581 atgagcgata aaatagaaat catcatctaa ctggtgtaat tcatcagaca gttgttgttg
  1361641 ctcagcctca ttggcgataa tcgtgcgatg acgacgtaag aaagcaattt ctttttcacg
  1361701 ttttagcact tcaaacctca tgcgtatttc gtgaatacgg tcatagatta actctaattt
  1361761 ggtcgattta tcgacgacaa actctggcgt ggttattttg ccgcaatcat gtaaccagca
  1361821 agcggtatgc agttcttccc actcatcctc agataaatta aagtcggcga ataggccctt
  1361881 ctttactctc catcgctgct ctggcgagca tttttgttat ttcaggtacg cgctggcagt
  1361941 gccctccggt ataggcactc ttggcatcta ttgctccggc aataagctca ataaaggcat
  1362001 tgagcagatt tttttgttct tgcagcaagc gctgagtttc tactgaaata gataagctgc
  1362061 ccactaaagc attaaccagt tgaatttttg aacgttcacg tgctgcattt aactcataag
  1362121 ggttgaataa cagcaaaaaa cctaacaatt gatcatcatg ggttcgcatg gggacggcga
  1362181 caaagcgcag cggtaagtaa gggtgcaaaa aatcgcgcaa ttggctgagt atattttctt
  1362241 tatttaacgt tcccgtaatg gttttccctt ccagtacagg attaaaaata ttgaagttat
  1362301 cttcattaac ctgcaacgat ggcatccctg atactgggat attttcactg ttccaacgaa
  1362361 aggcggttgg ggtaaatgtc cccacctctt tatcggccaa aaatataatt ccaccggtca
  1362421 tggaggcgat ttcggttgtc tcactcagta gcccctgcat ttgacggaaa aaattgcttt
  1362481 ctgaggtcag catattgccc attgaaataa attgcttcag agtcagtttc attttagaca
  1362541 ttgatttatg tagctcatcg acttcctcaa tagctgaatg ttctaattca ttctcctcaa
  1362601 aatgcagatg actgatggca tcagcatctt gtcgtaagcg aataaggggt ttagatattc
  1362661 ttagtgagaa ataccagata ataggcaaac tgagcattaa tagaataaaa gcaattaatg
  1362721 ttgagcggtt acggatagca tttgcctctg ccgtcagata ggccgctggg gtggcaataa
  1362781 ccagttgata ctggttacca ttattattga tatcaacaat agagccatac caagactgat
  1362841 cctgtgcctc aaatataaca ctgctattat ggcctttagt gtgacggcca tcggcggggg
  1362901 gggctggaga gtcgattaat gcctgtaata tcggtacttg tttacctgta ataggactct
  1362961 gtgccgcttc attttttttc ttcggtagac tggcgatcac ttcatcgcgg gagttaataa
  1363021 taatcgcctg gctgcctggt ggtaggtttt gtttagctaa aaattgagat aacgaggcta
  1363081 aagaaacatc caatccaatg atcgcctgtt tattctccgc acgacgacta taggtaaagc
  1363141 ctatttcgcc cgtccctttg aaaatatagt tcggtgaggt gttcagtgat gcattttgtg
  1363201 acgctaaaat aaaccaatct cgccgtcggg ggtcgtagcc atcattatct cgcagcatga
  1363261 cagcaataat cttttggtcg tgattgagat aaataaatcg cttctcaggc aggctatcaa
  1363321 gatagcgatt actttgaatc atccactccg cgttttcagg cgcgtgaaat agcacccggt
  1363381 tagcctcggt cattggccgc aacataaaaa aatccccatt ggggtaagcg ctgtatacgg
  1363441 cactggcata gttattctgc tgtaggatct caataaattt atcaataaaa ctaatgcgtt
  1363501 gctcaagggt cggcaattcg gtgatttgca tactggcaag aatattgact gacatcatca
  1363561 tcgggcgagt aatagcctct aactcggcgg caatggcctc accggttttt tggtactgtt
  1363621 gatgagtgct aatttcagtg agtttagtca actggttgtg gttataaata ataataaccg
  1363681 tgccgattga gacaatcagg agcgtaaaga gaacagcaat ttgaatgtgc aaaggatagc
  1363741 ggctttttaa tccgaaccag ttactgaaca taatagcagc cccgacagtc tattttttaa
  1363801 tcgtgcttaa taataggctt tgcaacaaca attgctatat ctctctaaat ttcagcaatt
  1363861 tagacttaac atcatgattt caaatgtttt aatcgatagc gtgcgaatat taccggatga
  1363921 atacgctaat ggcggcctta aaaagaacgc tttaaagcgc aaaatatcta aaagcagtct
  1363981 ttagccactc tcattattgt tagcaaggca gggagtggtt gagtttatgg gaatgaattg
  1364041 catgaatgat ataaattaag ggggattgaa cggcggaata aataggcatg aaggcaacct
  1364101 tcaaacgcct tatgttgcaa taaatcagga atatgagggc ttaaggtaac gattaactga
  1364161 gtgtatcggt gattcactct ctaccggttg caagcgatgg tggccgcgaa tagcggttgg
  1364221 tgcaaaacca aagcgcttac gaaaacgttc ggcaaaacgt gatgaacttt cataaccgat
  1364281 ttgattggca atcaatgaga tcggccaatc cgtgccttgt aataggcgaa gtgcactggt
  1364341 catgcgaaca tcgatcatta aatcacgtaa gagtatattt tctgctgcta actttcgccg
  1364401 taataccact tcactcattg tcatgtgttc ggctacttca gaagcggacc atatcttgtg
  1364461 tggatcgctg gccaagcagc ggcgcacttt ttcactcaag ccgttaccgt catttaatat
  1364521 aaatttaaca tcacgctgcg ccagccaaag taataactca agcatacggt gcttgatgat
  1364581 taccgttgga atatcactat tttctgatat tgagttaaat atattgccaa acgtattaat
  1364641 gaattcaggt gctaaattac ggattgccat cacgccggga ataaccccca aatctgctga
  1364701 agtagggtga tgagcaaagg ccgcgatcaa actcgggtca caatgaagtt gttgactgaa
  1364761 gaacaggtca tcattagata gcccattaat aatatcaata gtttgcccgc tatttataac
  1364821 tgcaatttcg cccggcagga taacgcattc ctggttttcc caacggataa ttttataccc
  1364881 acgattaacc ataatgagca acgggtgctc aatatagact gaagtgagaa gcaactcgga
  1364941 atgttgaata atatgcgctg cgctacccac accgggacag aaactgattt tatgtttcat
  1365001 caatatttat ttcatagttt gacttgataa tatttttacg ctttgaatag caggctggca
  1365061 aactatttta ataaaaaact taccatagca agccacttcg actataaagc atgctatttc
  1365121 gatgataaaa aacatcagag cgataatagc attcaatacg acatgagtga atgctgttaa
  1365181 cacgatggca acattcagcg gaacggatat ataccctaaa taattcgagt tattgaatgt
  1365241 agccaacgta catgcagctt gaaatattac aggtataaca tgacgttgat actccgtatt
  1365301 ttattgtgtt tcacccagca gcagtgcctg atcggggaac tgaccataag tacgattaac
  1365361 tgcctgttgg cgggtagatt gccccaccaa ttcacttaat ttatctaaac gacgttgcag
  1365421 taaccgctta atttctatct cattctccaa tatggatctc aatttttggc gcagtaattc
  1365481 ttgcaatact ggtgatgtac aagaggaaat agtgatatta gctgtatttt caacggcttt
  1365541 gagataagtc atttccagat caaccagcgc attccagttt tccacagtag ccaacataag
  1365601 catttgctca ctgagagtta ggatttgttg atattcggac aaaagatgct ggtgacgttc
  1365661 cattaaatgg gtcctaattg ggttgataat tcgggccgat ctgccgccac gcatctgcaa
  1365721 tattttcgag caaggcagac acttcattaa ttgcttgttc gtcattatgc aaattagcgt
  1365781 acagtaagcg ccgcgacata tagtcatata aagctgataa attttcagcc atttcgccgc
  1365841 ctttatccaa attaagcccc gcactcaggc cgttattaat aatatcaatt gctttggata
  1365901 ttgcggcacc tttagcggga atattaccct ggctcatcaa aatacgtgcg cgaatcaggg
  1365961 cgctttgcgc cccatcgaac agcatcacga tcaattggtg tgggctggca ctcattacgc
  1366021 cactttccag gcctacctgt gcgtaagcct gacttccaga tcgcttatac atgttttatc
  1366081 ccttatgaat caaattgttg tgttaagaaa ctggctgtac tgttcattga tgtcatcagc
  1366141 ttatccaatt gagtaaattg tgttttatag cgctcaatgg ctgtttctat actggcagtc
  1366201 gttgccgcaa tttgtttatc caggtttttt agtgaagtat taataccgtc agtggctgtt
  1366261 tttaatgtcc ctaatgtcgt atccaatgcg gtattgagca acttttcagt ctgagtagca
  1366321 aaacccgtgg tttccccatc acccacaaaa aatgcagtga cgctattggg tttatcggtg
  1366381 agtgcagtat ttaatttatc ggcgttgata accaacttac cgtcgagatc ttgcgtgatc
  1366441 ccgatgctgg ctaaggtttt caaatcccca gattgactag aggccaattg gctctttaat
  1366501 tgcgtctgga tagaacgcaa tgtgccatcc ccgactaatg caccattact cgtggattga
  1366561 tcctggcctg tctctacaac ggtatatttg gtcagtgagc cgaaggtggt ttgtaatgag
  1366621 ttataggcat cgacaaaact ttggatcgcc gcctttgtgg ccgtgttgtc acggacaata
  1366681 gtcagttgct ctggcgcgcc ctctttggtg acggctttca gattgatggt gacgccctga
  1366741 ggtgcatcgg taatggtatt actttggcgg gtaatactga caccattaac actcaaggtg
  1366801 gcgtcttccg ctttgacttt ttgcgtcagc gcaccactac cgccggtgct gctgggggta
  1366861 tagttcagga aattatttaa ggtttcatca cccgctacac tgatggtcat ttctgattgc
  1366921 gtaccggtat ccttcgacgt taatgccaga taataagtat tatcatctgc tttcataata
  1366981 ctggcgttga cactgccttc ctgcttatta atagcatcac ggatacccgt cagcgaagtt
  1367041 tgctcgctgg tcaggctgat tttcatcggc tctttttggc cgggttgagt aatcgtgatc
  1367101 gtgcgtgttg catcactgct acccaattta tctgtagcgc taggcacatc tgccgataac
  1367161 agcgattgtg ctttggccag attggtgact tcaatactgt acgtacctgc actggccgca
  1367221 ctatccgttg tcgcgctgaa tgcggaattg ctgccgctga ctgccgtaga gttcaacgtg
  1367281 tcagcttttt tcagggcggt agacgcggtt tcaagctttg ccaacgcact ttgcaaaaca
  1367341 ccataagcgg taagtttgct tttataactg gtttgctgcg tggttagcgg ggtaaggcgt
  1367401 gtctgttctg cggccgataa ttgtgacagc aatgtattta aatccagtcc tgaaccggta
  1367461 cctaatgcac tgatacttgc catgtctaat cctcaatatt caagtgtcga tactctgtta
  1367521 tcggtcagaa agctgaaaag tttacacaaa gagtaggaat aatgatggct ggaatagcag
  1367581 gggataatag ggggctattt gctctattga ataggtcgat aatatagaga agagatcaga
  1367641 ataatcttca gcgaatttta aaattatttc gttgaatggc taaaggttcc ttaaagagcg
  1367701 ccgatacaag ttgtgacggt gatgaagccg tgggcagtaa gcccaaatca taacccaaca
  1367761 gcatttaagg aataatacta tggcggtaat taacacaaac agcttgtccc tgctgactca
  1367821 gaacaacctg aataaatctc agtcttcttt aggcaccgcc attgagcgtt tgtcttccgg
  1367881 tctgcgtatc aacagtgcaa aagacgatgc cgctggtcag gcgattgcta accgtttcac
  1367941 ctctaacatc aaaggcctga ctcaggctgc acgtaacgcc aacgacggta tctctatcgc
  1368001 tcagactact gaaggttctc tgaacgaaat caacaacaac ttgcagcgtg tacgtgaact
  1368061 gactgtacag gcgcaaaacg gttcgaactc aagttctgac ctggactcta ttcaggatga
  1368121 aatcagcctg cgtttggctg aaattgaccg tgtatctgat cagacccaat tcaacggtaa
  1368181 aaaagtcctg gctgaaaaca ccacgatgtc gattcaggtt ggtgcaaatg atggcgagac
  1368241 cattgatatc aacctgcaaa aaatcgactc taagagcctg ggcttaggta gctactctgt
  1368301 tagcggtgta tctggtgcat taacctcatt aactgataca tcagtaacag gtgtaactac
  1368361 cacgaccgcg cttgatttta gcgacattag cacttttgct aaaggtgcca cagtacatgg
  1368421 tattggggac gttggcacag atggcgctta tgcagacggt tatgttatcc gtactactga
  1368481 cggtaaacaa tataaaggtg aagtggatgc tactaatgga aaagtaacat ttgcagatga
  1368541 tgctaatggc gatccaattg atgacgctac caagctggaa gcagcggctc agtttagtcc
  1368601 tgctggcaaa gcaacggctt caccattgga gactttggat gatgctatca aacaagttga
  1368661 tggccttcgt agttcactgg gtgcggtaca aaaccgtttc gaatctgcgg taaccaacct
  1368721 gaataacacc gtgactaacc tgacttctgc ccgtagccgt atcgaagatg ctgattatgc
  1368781 gactgaagtg tctaacatga gccgtgctca gatcctgcaa caagcaggga cttctgtgtt
  1368841 gtctcaagct aaccaggttc cacagactgt tctgtctctg ctgaattaat tcgacggcac
  1368901 tcataccctt attccaaccc tgctgcggcg gggtttttac ctcagtttgt ttgagattgt
  1368961 cgtggtatta gcggctttca caccgatggt gctggggata tatcactcta tggaaatgat
  1369021 tcaagggtta tttccatagg gaacagataa aaatcagacg ctgagaatgc acttcaaggg
  1369081 tatctcagcc aatttatcgc tctaccgaca aggggttaac agtaaaaacc atggcataag
  1369141 ccaaatagcc gcccttttat aggtctattc cggcgattgg ctgacttacc tgacaggata
  1369201 atggaacgac tctcttaccc ttaggtgcct gtctcgtgag tgatttgtat accgccgaag
  1369261 gcgtgatgga taagaattcc ctctggaaac gctatgttcc tttggttcgc catgaagcat
  1369321 tgcgtctaca ggtgcgtcta cccgccagcg tggagttgga cgatttattg caggctgggg
  1369381 ggattgacct gctgaatgct gtcgagcgct atgatgcttt acaaggcacc gcgtttacta
  1369441 cgtatgcggt acagcgcata cggggggcga tgttggatga actgcgtagc cgtgattggg
  1369501 cgcctcgcag tgtgcgccgt aatgcacggg aagtggccag tgccatgcag caagtcgaac
  1369561 agcgagtagg gcgtccggcg accgaacagg aagtcgcgca ggttcttgat attggcttgg
  1369621 ttgagtaccg ccagatcctg ttggacacca acaatagcca acttttctcc tacgacgaat
  1369681 ggcgtgaaga gcacggcgaa agtgtcgagc ccctgttaga agggcatgaa gatgccaatc
  1369741 cactaaaaca cttgttggaa ggtaatctgc gtcagcgcgt gattgacgcg atagaggcgt
  1369801 taccagaacg cgaaaaaatg gtgcttacgt tgtattacca ggaagagctg aatttgaaag
  1369861 aaattggtgc ggtgcttgaa gttggggagt cccgcgtcag tcaacttcac agccaagcga
  1369921 taaaacgctt acgcgcccgc ctaaataacg acgcttaatt cacgttcaat ctgctccctg
  1369981 cggggtagtc acccggatga ctgacgcgta gttagcgttt cattgggatg atgagcctat
  1370041 tcagcggctc accctgcggg ccagcacaag cgccattaaa aatggctaac ccctttgtca
  1370101 ttggtttgtt gcctacctac aacgccaatg attgggggca tatatcacgt tgtcttactt
  1370161 tattaataca ggccttctaa tgtcaggact ccagttaaaa aaacggccgc tgagccgtta
  1370221 tttaaaagat tataaacaca gccaaacgca ttgctcacat tgtcagaaac agcttgatcg
  1370281 catggtgtta gtttttcgcg ggcaaatcat caataaagag accatcgctg gcatggacca
  1370341 acctatcgac gatccgcttt ggttaaaact tcaggaagaa ctgacggcgt tgtgccgctt
  1370401 ttgtagtgag atatactgta ataattcgct cggctatttc gatatcatgc cgtttaaaca
  1370461 gtatttattt gagcaaaccg agatgagtca cagcactgtt cgtgaatatg ttgtgcgttt
  1370521 gcgccgttta gatgaaatgc ttgttgcgac taattatcct gcagaaaagt ttgccactga
  1370581 agcattgtac cagcgcatta ttgatgatat tcccaatgcg gctcataaca actaccgcat
  1370641 tgctttgcgt aaatatgatc agtatttggc atggcaaaag aactattgag tctggttgca
  1370701 tcgcgaagtc actagggtat aggtatagag agtcaatctc ttatccacat caacgatagc
  1370761 cattatttct tcacgcctgg caaatcctcc ctccaccagg cgtctacgtt ctcctgccgt
  1370821 ccagctattt ccgtcaaacg attctcgtta agttattccc attaagctat cccctgcgat
  1370881 attggtcact gacatcactc ataaaatcag tgcttattaa tgtcacatct gataaatcta
  1370941 tataaaagcc atgattcatc aattccttgg ggggcacgtg acgcttcaac aaaaactgac
  1371001 gcaattcccg cgtctcgatc tggtcggtaa tgcgacgcca ttagaaaaac tgtctcgtct
  1371061 atctgattat ctgggacgtg aaatttacat taaacgtgat gatgtcacgc ctgtggcgct
  1371121 tggcgggaat aaactgcgca agctagaatt cttagccgca gatgccttga gacagggagc
  1371181 cgatacgctg gttacggctg gtgctattca atctaatcat gtccgccaaa ccgccgccgt
  1371241 ggccgcgaaa ctggggctgc attgcgttgc gctgttggaa aaccccattg gtactgagca
  1371301 ggcaaactat ctgaccaatg ggaaccggct gttactggac ctattcaatg ttgatgttgt
  1371361 gatgtgtgag gcattgaacg atccaaatca gcaattagca gaattggcta cccgcgtgga
  1371421 agcgcagggt ttccgcccat atgtggtacc gattggcggt tctaatgcct tgggcgcgct
  1371481 gggttatgtg cagtgctcac tggaaattgc tgctcaagcc gcgggcaatg ttgcgtttag
  1371541 ttcggtcgtc gtggcctctg gcagtgcggg aacacatgca ggattggcgg ttggtctaca
  1371601 gcagttgtta cccgatgcgg aattaatcgg tgtgacggta tcacgtagtg ccgatgaaca
  1371661 gcggcctaaa gtggcacaga ttcaacaagc gttggcgaca tcattaggga tgacggaccc
  1371721 attggcaaaa atcaccttgt gggatagtta ttttgccccg caatatggga tgccaaacga
  1371781 agaggggata gcggctatta agctcttggc aagactggaa ggaatattgt tggaccctgt
  1371841 gtataccggt aaggcgatgg cgggcttact tgatggtatt gaacagcaaa aattctgcga
  1371901 caaagggcca attttattta tccacactgg cggggcacct gcgctgtttg cttatcatcc
  1371961 gcaggtgtag cctaagcttt cattattact tattccattt ttaactatat ttatcatttt
  1372021 atatttcttc acttcattaa tagcactggt aaagtgttga atatcaaaaa taaacatgac
  1372081 agtcggagtc tttatgagct tttcaattgt acgtcgccgc attgttctgg gcatggtggc
  1372141 ggtcgcactg gcaaccggct tgaacgtgaa gtcttacgct gctggtgacc tgttggagca
  1372201 ggttaaacaa cgcggcaccc tgattgttgg gttagagggg acttatccgc cgttcagttt
  1372261 tcagggcgag gatggcaaac tcactggttt tgaagtggat tttgccaacg cattggctga
  1372321 acacatgggg gtcaaagcta aaatcacgcc aaccaaatgg gatgggatgc tggcctcgct
  1372381 ggagtctaaa cgtattgatg tggccattaa ccaggtcact atctcagatg aacgtaagaa
  1372441 aaaatatgac ttctcaacac cttataccgt ttctggtatt caagtactga ccaaaaaagg
  1372501 taacgaaggc cagtttacta agccagaaga tttacagggt aagaaggttg gcgtgggttt
  1372561 aggcagtaac tatgagcagt ggttacgtga aaacctgaaa gacgttgata ttcgcaccta
  1372621 tgatgatgac ccaacgaaat atcaggatct gcgtgttggc cgtaccgacg ccattttggt
  1372681 tgaccgctta gcggcattgg atttggtgaa gaaaactaac gatgcactgg cggtggctgg
  1372741 ccccgcgttt gcacgccaag aatcgggtgt ggcgatgcgc aaaaataacc ctgaattgtt
  1372801 agccgcagtc aataatgcta ttgctgagat gcaaaaagac ggcacgctag ccaagatctc
  1372861 tgagaaatac tttggtgcgg acgtgactca ataatgccag aaagtatgca attggtgctg
  1372921 gattcagcac catttttatt gaagggtgcc tggctaacgc tccaactgag tcttgggggg
  1372981 atgtttttcg ggctgctctt agggtttatg ctggcgatga tgcggttatc gcacttctgg
  1373041 cctttttcac ttatttcccg cttttatgtc tctatcttcc gtggtacgcc actgattgct
  1373101 cagttattca tgatttacta tggcctgcct cagtttggca ttgaactgga gccgatgcct
  1373161 gcggccttga ttggtttatc gctgaatact gccgcttata cttcagaaac attgcgggcg
  1373221 gcgatttcat ctattgagaa agggcagtgg gaagcggcag ccagtatcgg catgacacgc
  1373281 tggcaggcac tgtatcgtgt tattttgcca caggcagggc gcaccgcctt gcccccactg
  1373341 ggcaacagct ttattggctt ggtaaaggat acctctctgg ccgcgaccat ccaggttccg
  1373401 gagcttttcc gtcaagcaca attgatcaca tcacgtacga tggaagtttt cactatgtat
  1373461 ctggcggcat cgttgatcta ctggataatg gcaacactgt tatcggcatt acaaaatcgg
  1373521 ctggaagcac atgttaatcg ccaggatcag gagtaaccat gagtaccatt gatattaaaa
  1373581 aattgaccaa gcagtttaag ggtcaacagg tgctgcacgg tatcgatctt gaagtgaata
  1373641 gtggtgaagt ggtggcgatt attggcccta gcgggtcagg aaaaaccact ttattacgtt
  1373701 gtatcaatct actggagatc cccgattcag ggataattcg ggtaggcaat attgagatta
  1373761 atggcagcat ccacatcagc aagcagcaac gtcaggtccg tgccttgcgg caacaagtgg
  1373821 ggtttgtctt tcagggtttc aatttgttcc cccatcgcac ggtgctggaa aatatcattg
  1373881 aagggcccgt gattgttaag ggtgaagtgc ggggttcggc agaaaagcgc ggccgtgagt
  1373941 tgctggcaaa ggtaggatta agtggtaaag aggataccta tccgcgccgt ttatctggtg
  1374001 ggcaacaaca acgggtcgca atagcgcgtg cgttggcaat gcagcctcag gttatcctgt
  1374061 ttgatgaacc tacctctgca ttggatcccg agctggtggg tgaagtactc agtaccatac
  1374121 gtgcgttagc cgaagagaaa cgcacaatgg ttattgtgac ccatgaaatg agctttgccc
  1374181 gcgatgtggc agacagggct atttttatgg accacgggca gattgttgag caaggcccgg
  1374241 cgaaagcact gttttcccac ccgcagcatg accgtaccaa acagttcctt gataaattcc
  1374301 tgaataaccc agactgctga caaaccccga tgacgcgatc ttgaacggtg aggataggca
  1374361 gaggagtaaa gcgtccgcgc caaggatggc gcggctcgag cctacatgga tgtatttacg
  1374421 gcgtctttac gatctgcctg ttctctccgt cgcgggcact ttgtcaataa cctcaaccac
  1374481 tgattcagtg gtttttggtg gcaaaattta atatgttttg gccttttaat atattgaagc
  1374541 cttttaatat accaaagggc atttttaata tgttgggggc cacggtatgg tccccaattt
  1374601 gctagataat tttacaaaaa tgcttcaagt ttgaggcgat gcgctattgt tcttacttct
  1374661 ttcatacggc catgcccagg taatattttt tgttcaacag tgaccaaccc ggctttcttt
  1374721 agaatagcga catcacgggt taccgtgctg cgatcccgct ttaaccgggt agacagtgac
  1374781 gtaatagagc ccggatacat ttttactgtc cgtagcagaa caatacgagc agcacttaat
  1374841 accctgacca tctccagagg gtcttcaaag gtaatggtat gttcttctgg cagtgatttt
  1374901 cctgcatctg cgagcgttgc gagttgttga ccccgtgtaa aaaaaatcat cttctgttgc
  1374961 cgttttgata actaacttgc tcattaactt ctccttagcg cagtccaatc cttctgaaag
  1375021 caactctcta tgtgttcaaa gctgacaaaa tcaatcgctt ctaccccgcc gagataatgg
  1375081 cggtgatgga ggccatgtgc attgtcataa ccgatcactc gcccgttatc accttttgat
  1375141 aagtggtgat tgatataagc caaattataa cgggtaatta tgccgcatga gttggcccag
  1375201 atttcacggc gtaactggcc gttacctcgc cggttagcaa ttttatggac ttcatcgata
  1375261 atttttttat cagccatggt tattattacc acctctgttg gttgttgtac acagttcatt
  1375321 cactaagaaa aaatccaaga gtaaaaaggg tatttatttc tgttgaatta ataatgggtt
  1375381 agccataaac actgggcaag cactcagcat cagctctgcg ggaggcgact gaaagagatg
  1375441 gaggatatct gcagccttac atttgataat gcgaagcatc tcgaggggtt gaacgcttgt
  1375501 ctgattttta ctttacatct cggtgctggg gaaagagact acggctcaag gttgggggct
  1375561 gataagtgaa tcggttcata aacatatcga tttataaaca aggcaagagc aggtgataaa
  1375621 gatcaaggta agtggctata agagtgagtg gttaagataa ggcgggcaat tgtcatcggg
  1375681 gtgttggttg gcaaaaggcc ccgaatgtca acgacggatg aaaagtgatc cacttatatc
  1375741 tccaccaacg gcccaatatt gatccaccgt tttactcagg attagcttct gctataaccc
  1375801 cggcctttcg tttctgtctg agtcgatagc tttctccttt gatttgaacg acatgtgagt
  1375861 ggtgtaagat acggtccagc atcgctgagg tcagtgctgc atcaccggcg aacgtttgat
  1375921 cccactgccc gaacggcaga ttggatgtca ggatcattgc gctcttttcg taacgtttag
  1375981 cgatgacctg gaagaacagc tttgcttctt cctgactgaa cggcagatag cctatttcat
  1376041 caatgatgag caggcggggg gccattactc cacgctgaag cgtcgtttta taacggccct
  1376101 gacgttgtgc cgtagataac tgaagtaaca gatctgctgc tgttgtgaag cgaactttga
  1376161 tacctgcacg gactgcttca tagcccatcg ctattgccag atgggttttc cccacacctg
  1376221 atggccccag taatacgata ttttcattac gttctatgaa gctgagtgag cgtaacgact
  1376281 ggagttgctt ctgcggtgct ccggtggcga atgtgaagtc atactcttcg aacgttttca
  1376341 ccgccgggaa ggctgccatt cgggtataca tcgcctgttt acgttgatga cgtgccagtt
  1376401 tttcttcatg aagcagatgc tccaggaagt ccatataact ccattcctgg tctactgcct
  1376461 gttgtgacag cgcaggcgct gcgcttataa ggctttccag ttgcaactgc ccggcgagcg
  1376521 ccatcagtcg ttgatgttgc agttccatca tcacgccact cctctgcaga atgagtcgta
  1376581 gatggagagt ggatgatgca gggggtgttt gtcgaagttc accagatttt catcaagatg
  1376641 cacgtcatac tcttttttct ccggaggcag tgccagcatg gactgctgct cttcgagcca
  1376701 gcgatcgcag ggacgggcct ggattgtttc atgctttcgt tggttagcga catcgtgcag
  1376761 ccagcgcaga ccgtggcggt tggctgtttc aacatcgaca gtgatcccca tcgggcgcag
  1376821 gcgagtcatt agtgggatgt aaaaactgtt acgggtgtac tgcaccatcc gttccacctt
  1376881 acctttagtc tgtgccctga aggggcgaca cagtcgggga gagaagccca tctccttgcc
  1376941 gaactgccac agcgaaggat ggaaccggtg ctgaccggtc tgatatgcgt cacgttgcag
  1377001 aaccacagtt ttcatattgt catacaacac ttcgcgcggc acaccaccaa agaagcggaa
  1377061 cgcattacga tggcaggtct ccagcgtgtc ataacgcata ttgtcagtga attcgatgta
  1377121 cagcattcgg ctgtatccga gaacagcaac gaacacgtga agcggtgagc gaccattacg
  1377181 catagtgccc cagtcaacct gcatctgtcg tccgggttca gtttcgaacc gaacggcagg
  1377241 ctcctgctcc tgaggaaccg agagagaacg aatgaatgcc ctgagaatgg tcattccgcc
  1377301 acgatatccc tggtctctga tctcgcgagc gattaccgtt gccgggattt tgtaaggatg
  1377361 agcatcggcg atgcgttgac gaatataatc ccggtattca tccaggagtg aagcaacagc
  1377421 aggtcgcggc gtatattttg gcggctcaga ttttgcctgc aaataacgtt taacggtatt
  1377481 gcgggagatc cccagttctc tggcaatcgc ccggctactc attccctgct tgtgcaggat
  1377541 tttaatttcc ataactgtct caaaagtgac cataaactct cctgaatcag gagagcagat
  1377601 taccccctgg atctgatttc aggcgttggg tgtggatcac tattgcaccg ttcgttacac
  1377661 cgaagggcct taattgataa accgtccaac tttatggggt cagttcagtg tggagtggct
  1377721 ttcgttttga cagaaataaa tctagccgat agtcatcaga ctggcgttgc caccagcggc
  1377781 agctgtattg acactcaatg aatgctcaat taataagcgt tccagcagga tattggtttc
  1377841 accacgagcg aagccttgta cagagacaat ggggccatca atttgcgcaa cctgctcaca
  1377901 tagcgtgcgt agttgatccg catcgccgtg atagataacg gcatcgaagg tgatgttagc
  1377961 ggtttgccaa tcgtgggtaa gggtgatccg cgattgcact tcagtaggca attgaggcaa
  1378021 cagtgctttc tgtacgtcat tctccggcca tagaacctgg ctcccggtcg ccaacaccgc
  1378081 agccaactgc gtaagagtat cgctttcggt atcggcaaga caaaggactc gctcacgagg
  1378141 cagcagggca taggtattgc gctcaccggt cgggcctggc aataaccgca cggttccacc
  1378201 ttgtgccaga gaggcatagc gttggcagag agtggccagc gaatcatgtt gttgttccgt
  1378261 ggcccattga gtgaacgcgc ggtgagcggt cagcagcgct tcacggcctg caacattttg
  1378321 ttgctgttcg ccatcctgat gcgccagggt attggccagt gcgtcgtctg ggcggctact
  1378381 cagcaggcga tacaaataca atgggccgcc agctttggga ccggtacctg ataacccctc
  1378441 gccaccaaaa ggttgtacac cgacaacggc accgaccata ttacggttaa cgtagaggtt
  1378501 gcctactttt gctttttcag tgacacgggc gatggtttca tcaatacggg tgtggatgcc
  1378561 caaggttaag ccatagccag atgcattaat ttgatcgact aactcattaa gatgctgacg
  1378621 ctggaagcgt acaacatgta gcactgggcc aaaaacttct ttttgcagct catcaaaact
  1378681 gtccaattca atcaaggtcg gtttgataaa tgttccacgt tgccactctt tctcatccaa
  1378741 gctgttggta cgggctgcct gataaacttt acgccctttg gctcgcatcg cttggatatg
  1378801 gcgctcaatg ccagttttcg cttcggcgtc gataacggga ccaatatccg tagacaggcg
  1378861 ttctggattg cccatccggc attccgccat ggcaccacgc aacatttgca gcgtatgttc
  1378921 agcgacatca tcctgaatgc agagaatacg cagggcagaa caacgctggc ctgcactgtc
  1378981 aaaggcagag gcgacaacat cggtcacaac ttgttcagtc agtgccgaag agtcaacaat
  1379041 catcgcattc aggccaccgg tttccgcgat cagcggtgtt ggacgcccct gtggatcaag
  1379101 acggcctgcg atactacgtt gtaaaatagt ggctacttcg gtagaaccgg taaacatcac
  1379161 tgcacgcaca cgggcatcat taaccagtag cgcgccaaca ctgtcaccgc ggccaggtag
  1379221 caattgcaga acaccctgtg ggatgcctgc gtccagcaga atacgcacgg cctgtgcggc
  1379281 aatgagtggt gtttgttccg ctggttttgc caaaacactg ttgcctgctg ctaacgcggc
  1379341 ggcaacctga ccggtaaaga tagccagtgg gaagttccac ggactgatac aaacaaccgg
  1379401 gccgagcggg cgatggctat cattggcgaa gttatccctg actataccgg cgtaataatg
  1379461 caagaagtcc acggcttcac ggacttcggc gatggcatta ctgaaggttt tacccgcctc
  1379521 acgcaccaat attcccatca gcgtttgcat ctgattttcc atcaactcag cggcgcggat
  1379581 taagatagca gcccgttcag ccgggggggt ggcaaaccag atagcgccag cacgggcggc
  1379641 agcatccaat gcacggctaa cttcaccttc ggttgcctcg cggacatagc caaccacatc
  1379701 ggcaggttct gccgggttga taaccggtag cgcgtcaccg ttgtcctgct ctgcatcaat
  1379761 gacgggctcc gcacgccata cctggctggc actggccagc aacgcgctgg agagcgacgc
  1379821 aaggcggtgt tcgttggcaa gatccacccc gctggagttg gcgcgatctt taccaaacag
  1379881 ctcacgtggt aaggggatac gcggatgagg taaaccaagt tgaccttcag ccgccgccat
  1379941 ggcttctacc gcactgaccg ggtccgcaac cagttcatca aggggtaatg tggcatcagc
  1380001 gatacgattg acaaacgagg tgttggcacc gttttccaac agacggcgca caaggtaagc
  1380061 cagcaatgtt tcatgggtac cgaccggagc ataaatacgg catgggcggt tgagcttacc
  1380121 ctcggcaact ttcccgacca cttgctcata cagtggctcc cccatgccgt gtaggcattg
  1380181 gaactcatac tggccggggt agtaattttg cccggcaagg tggtaaatcg ctgacagagt
  1380241 atgcgcatta tgcgtcgcaa attgcggata gatcaggttt ggaacagcca ataatttgcg
  1380301 ggcgcaggcc agataggaca catcggtata aaccttacga gtataaaccg ggtatccttc
  1380361 caacccgtca atttgagcac gtttaatttc gctgtcccaa tacgcccctt tgacgaggcg
  1380421 aatcatcaga cggcggcggc tacgttgtgc catatcaatc acggcatcaa tagtggacgg
  1380481 acaacgcttt tggtatgcct gaataacaaa accaatgcca ttccaacctg ccaattgggg
  1380541 ttcgaagcac agcctctcca acaggtcgag agagatttcc agacgatcag cctcctcggc
  1380601 atcaatattg ataccgatat catactgacg ggcctgtaat gttagcgata acagacgcgg
  1380661 gtataactcg tccatcactc gctcatattg cgcacggcta taacgggggt gtagggcgga
  1380721 aagtttgatt gaaatccccg ggccttcgta aataccacgg ccatttgagg ctttaccaat
  1380781 ggcatgaatt gcctgttggt aagagagtag gtaagcctgt gcatctgctt cagttaatgc
  1380841 cgcttcgccc agcatatcgt aagagtagcg gaacccttta tcttctaatt tacgggcatt
  1380901 tgccaatgct tccgaaatgg tttcaccggt gacgaattgc tcgcccatca agcgcatcgc
  1380961 catatcgacg cctttacgaa tcaacggctc acccccttta ccgataattc ggttcagtga
  1381021 gccggagagt ttggcttcgt tatgggtaga gactaggcgg ccagtaaata gcaggcccca
  1381081 agtggctgca ttgacaaaca ttgacgggct acgtcccaga tgcgaatgcc agttgccgtt
  1381141 gctaatttta tcgcggatca gtgcatcgcg ggttggcttg tcaggaatac gtagtagggc
  1381201 ttcagccaga cacatcaatg ccacgccttc ctgtgaagag agtgagaact cttgcagcaa
  1381261 tccctgtacc atgcccgcgc ggccatgggc acttttttga ttacgcagtt tttcagcaat
  1381321 ggaataggcc agtttatgtg ttgcttgcgc taaatctgcg ggtaggcgtg cttgttccaa
  1381381 taacatgggg atcgcttcgg tttctgggcg acgataagcc gcagtaatgg cggcacgggt
  1381441 aaccgactgc gggagcacgt gttccgcaaa atccaagaat ggctgatgag tgttttcagt
  1381501 gagttgcggt atagcatctt ctgtgtcttg cagagagagt gaacttgttg ttgccagttc
  1381561 tggcaattca ctgttacttt ccagtttttc taagtagttg aaaatagcct gtttaatgag
  1381621 ccagtgtggt gtgcggtcaa tacgttgtgc tgcactcttg atgcggtctc gtgttgcttc
  1381681 atcaagcttt acgcccattg tggtattcgc catgtcgctc gtctcctttg ataaggggaa
  1381741 ttatgatttt atttctgaca atatcaggca tgttgcaact ttgtgcaacc acgttaaatc
  1381801 tggcggtgat tgaagtgtga attcagtctg attttttaac aattttggta aggcgaattc
  1381861 agggttaata atgatgtgta atagcttcag accctaacaa atatagggtt tataacgaat
  1381921 ttaccttagg tacaactcat tttacattgg taggtgtaac tgcatctcag catttaatgt
  1381981 gatgtggcgt gagttttttg taaatttttt gttgaaattg ttgtgactaa agaaaagact
  1382041 cctctaggat agcaaccatg aggcagccgt cgattagtca atgggtggta ctggtggttc
  1382101 atccgttact ggcgggtatt tcatctttta ctaatggtta tctttggtgc aacccaatgt
  1382161 cttgttctga taatgggcag agaaaaagcg tagagaagca agcgctgaat gtcttaaaga
  1382221 tgacgaaatg tattaaagat ggcgaaatat attaaaacga taatatgcac aatggagacg
  1382281 tagcatgacc atgaatacgc cgatgctggt gacattttta gtttacattt tggggatgat
  1382341 attaatcggg ttgatcgcct atcgggcgac caataacttc gatgactaca tcttgggtgg
  1382401 ccggcgttta ggcagtgtcg tcaccgcgtt atccgcgggt gcttccgata tgagtggctg
  1382461 gttattaatg gggttaccgg gtgcggtttt tttgtccggt atttccgaaa gttggatagc
  1382521 cataggcttg acaatcggtg cttatcttaa ttggaaatgg gtggcaggcc gtttacgggt
  1382581 tcataccgaa gccaataata atgccctgac attacccgat tatttcacca gtcgctttga
  1382641 agacaagagt aaattactgc gggtcatatc cgctgtggtt atcttagtct tctttactat
  1382701 ttactgtgct tcagggattg tggccggtgc gcgtttgttc gaaagcactt tcggtatgga
  1382761 ctacggaacc gcattatggg caggggccgc cgcgaccatc atctatacct ttattggggg
  1382821 gttcctggcc gtaagctgga cagatactgt acaggcgacg ttaatgattt tcgccctgat
  1382881 cctgacgcca attatcgtga ttcttgctgt tggggggata gatacctcaa tgatggtgat
  1382941 cgcggcgaaa aaccccgcaa atattgatat gttcaaaggg ttgaatctgg tggcgatcct
  1383001 ctcgctgttg ggatgggggt tgggctactt tggtcagcca catattttgg ctcgcttcat
  1383061 ggcggcagac tctcatcgta ctatccgtag tgcccgccgt attagtatga cctggatgat
  1383121 cctttgtctg gcggggacta tcgcagtagg cttctttggc attgcttact ttgaaaataa
  1383181 ccctgagcaa gcagggaatg tgagccaaaa tggtgagcgg gtatttatcg aattagctaa
  1383241 gctgctgttc aacccgtgga ttgccggtat tctgttgtca gccattctgg ctgcggttat
  1383301 gagtaccttg agttgtcaat tattggtgtg ctctagcgca ctgaccgaag atttatataa
  1383361 agcattcttg cgtaaaaaag ccagccaaaa agaactcgtc tgggtgggcc gtgccatggt
  1383421 gttattagtt gcattgatag ctattgcact ggcggcagat cctgataatc gggtcctcgg
  1383481 attagtcagc tatgcatggg caggcttcgg tgcagctttt gggccagtgg tccttatctc
  1383541 ggtgctgtgg ccacgaatga cacgtaatgg tgcgttggtg ggaatgctgg tcggtgccat
  1383601 cacggtgctt gtctggaaac agtatggctg gttagatctg tatgaaatta ttccaggctt
  1383661 cttgtttgcc agtttggcta tttttgtcgt cagcctgatg ggccgcgagc caagtaatgc
  1383721 catcaccgaa cgtttccata aagccgaggc ggagtttaaa acagtttaat cgtctggcgt
  1383781 tctaaaccta tcaatacgtt taactacaca tagcctcctg ccataacagg gggctatctt
  1383841 gtatgtaaaa tcatctttgt atgtaaaaac gtcgatactc acttgtatga tatggcggca
  1383901 tgaaaactta ctatcctaat gaattcactt gctatttaac tcgctagaaa caacttgcca
  1383961 cagtttggtt aacaataatc ttgttatgcc tcttgaattt ctttttatca gaatgataat
  1384021 cacaatcgtt ttacttttct ttacgtaaac tgacatgacc cgtatttata aatttaatta
  1384081 cccacatcag gggtgtttag catgttcgtc ccatttctta ttatgtttcg tgaagggctg
  1384141 gaggcggcac tgattgtcag tctgattgcc agttacctca agcgtactca acgcggtcag
  1384201 tggatgggcg cagtctgggt tggtgtggtg gtggcagcgg tgctttgtct cgctatcggt
  1384261 atctttatca atgaaaccac cggtgagttt ccacagaaac agcaagagct gttcgaaggg
  1384321 attatcgctg tagtcgcggt ttgcatatta acttatatgg ttttctggat gcgcaaagtc
  1384381 tccaagtccg tcaaagttca cttggaaggg gcaattgata atgcgcttaa ctctgggcgc
  1384441 ggccaaggtt gggcattagt ggctatggtc ttctttgctg tggcccgaga gggtcttgaa
  1384501 tctgttttct tcttgttagc tgccttccaa caggatgtcg gtatcggggc acctattggc
  1384561 gcgatactcg ggttggtctg cgctattttg gtcggaatgg ccatctattg gggcggcgtt
  1384621 aaattacatt tagccaaatt tttcaaatgg accagcctgt ttattctgtt cgttgccgca
  1384681 gggcttgccg ccggtgctat cagagccttt cacgaagctg gcttatggaa ccatttccaa
  1384741 gatattgctt ttgatctgac cgatgtgctc tctactcact cattattggg gacgttcctt
  1384801 gaagggatgt ttggctatca ggaagcacca acggtgagcg aagtgtctgt ctactttatc
  1384861 tatcttattc cggcgttgat tctgtttttc cttccaccac gttccactgc gggttcggct
  1384921 atcgctgcgg cgcggaaaat taatccataa ctaaaatgat cagttcaggg agttattaca
  1384981 tgtctatttg gttcttccgt cgcacagcgt tacacgccgc gttgttgtct ctgcctgttt
  1385041 tcgctatcag cgcacaggct gctgatattc aacaggttaa aatcactgtc aatgataaac
  1385101 aatgtgagcc aatggcactg acggttcctg ccggcaaaac acagtttatt gtgcacaatg
  1385161 ttagccagaa aggactggag tgggagattt taaaaggggt aatggtggtg gaggagcgtg
  1385221 agaatatcgc gccaggtttt acccaaaaaa tgacggcgaa tctggaacct ggtgaatatg
  1385281 atatgacctg cggcttgtta agtaatccga aaggtaaatt aactgtaact gtggcagcag
  1385341 gtgaacaagc cccggtgaaa cccgatgcga tggcattagt cggcccgatt gctgaatata
  1385401 aggtttatgt cacacaagaa gtggctcagt tagtcagcca aaccaaagcg ttcaccgatg
  1385461 cagtgaaggc tggggatctg gcactggcac gtaaattgta tgcgccgact cgccagcatt
  1385521 atgagcgtat cgaaccgatt gccgaactgt tctctgattt ggacggcagt attgatgccc
  1385581 gtgaagatga ttttgaacag aaatcggcag accctaaatt taccggtttc caccgtttag
  1385641 aaaaaatcct gtttggagat aacacaacca aaggtgcaga taagtttgca gacctgttgt
  1385701 atcaggacac attggaactg caaaaacgca ttgctggtct gacatttgcg cctaataaag
  1385761 tggtgggagg ggcggcaggg ttaattgagg aagtcgcagc cagtaaaatt agcggggaag
  1385821 aagaccgcta tagccgtacc gatttgtggg attttcaagc caacgtcgat ggcgcacaga
  1385881 aaattgtcaa tctcctgagg ccattactgg aaaaagcaga taaaccatta ctgcaaaaaa
  1385941 ttgatgcgaa ttttaacacg gttgatagcg tgctggcgaa atatcgtacc aaagagggtt
  1386001 atgaatccta cgagaagcta accgatgcgg atcgtaatgc gatgaaagga ccaatcactg
  1386061 ctctggcgga agaccttgct caactgcgtg gtgtattagg tctggattga ggttgttaac
  1386121 atgagagaca aaaccggccc gaaattcggg ccgtatcaac cggatgatga ggcggtgtcg
  1386181 ccgtcacgtc ggcgtttaat tttagggatg ggcatggtga gtggtgctct ggtattgggc
  1386241 ggggcgaaaa ctgcccaagc cgcagattgt cgatcacctg atgtcgctgg aacccaagat
  1386301 gagcgttggc aaaaacagcc gttttatggt caacatcaag cgggggtgtt aacgcctcaa
  1386361 caagcggcaa tgatgttggt ggcttttgat gtactggcta ccgataaaac gtcattaatt
  1386421 cggttattca aattactgac cgaacggctg gcctttctaa caactggcgg gcgggcacca
  1386481 tcagtgaatg ccaaactgcc gccactagat tcggggatca tgggacctga aatttatcct
  1386541 gataatctga ccgttactgt ttctgtcggt aatgcattat ttgatgagcg ttttggttta
  1386601 caggggcaga aaccgctgcg actacagcga atgacccgct ttcctaatga ctctttggat
  1386661 gcggggctat gtcatggtga tgtgatgttg caaatttgtg ctaataccaa tgaaacggtg
  1386721 atccatgcgc tgcgcgatat tattaagcac acacccgatc tactcagtgt ccgctggaag
  1386781 cgtgaggggt ttatttctgc ccatgctgct cgcagtaaag gtcaggatac gcccattaat
  1386841 ttattgggtt ttaaagacgg gacagcgaat ccaaaaatca gtaataaacc gctgatcaat
  1386901 aatgtggtct gggtatcaaa taatgcaggc gagcctgcat gggcggtagg gggaagctat
  1386961 caggtggtgc ggataatccg tttcaaagtg gagttctggg atcgcacacc gttgcaagaa
  1387021 cagcaaacca tttttggccg tgataagaac agtggcgcac ctttgggaat gcaacatgag
  1387081 catgatgaac ccaattacgc caaagatcct gaagggaagg tcatcccgat ggatggccca
  1387141 tattcggtta gccaatccac ggacaattga aacgcagcgt aacctaatgt tgcgccgtgg
  1387201 ctacagctac tcattggggg tctcaaactc cgggcaactg gatatggggt tactgtttgt
  1387261 ttgctatcag tcggatttgg cgcaagcgtt cttaacggta caagaacgcc taaatggtga
  1387321 agcgttggaa gagtatgtca aaccaattgg tggggggtat ttctttacct tacccggtgt
  1387381 tgcagatgct aatcactatt tggcacaaag cctgctcgaa gcttaaaata cagcaccgcc
  1387441 atcatcgcgc ggtgcttttt atgacgtcta cattctttta tggcgtcgtg ttcattgtca
  1387501 tttctttatg atcaaccctt cagcttggcc gtaattttcg ctacatgttc accttggaaa
  1387561 cgggctatcg ccaattcttc agcgcttggc tgacgggaac cgtcacctcc ggcaattgtc
  1387621 gttgcgccat aaggtgtacc accacgagtc tgcgagacat caaataactc tttggcacca
  1387681 taaccgattg gaacaatgat aaaaccgtga tgggccagag tggtccaggt tgaagtgatg
  1387741 gtgtgttctt gtcctccgcc tgtcccggtg gaggcgaata cgctggccac tttgccatac
  1387801 agtgcacccg atgcccataa cccaccagtc tggtcgagga aggtccgcat ctgcccggac
  1387861 atgttgccaa agcgagtcgg tgtaccgaaa ataatgccat cataatcggc cagttcgtgt
  1387921 ggtgtagcga ctggcgcttg ttggtttgtt tttccacctg ctttagcgaa agcttcggct
  1387981 ggcatggttt caggtactcg ttttatggtg acgtcaacgc cactgacttt tctggcacct
  1388041 tcggcaatcg cgccagcaag tgtttcgata tgcccataca tggaataata gagtactaaa
  1388101 attttcgcca tctcgcggtg ctccaatcaa atttattgaa taaggctgat gatgtcatta
  1388161 gtcgtcgcgg ctaatgacac ctattaacca taagctaatc agcacaggct gcaactttta
  1388221 atccacgaaa ggtaaaataa ggcgggcagc ccaaaggctt ctcttgattg ataggcttct
  1388281 gggctattga taaaaatctg atgatttcag ccctaaatat aaatcatgct tcagggggtt
  1388341 atcacagttg tttatcaatc catattgaca gcatgtgacg cagttaatat cttcaatgac
  1388401 accttgactc cataattaaa ttgttaatgg agttttgctc tccttgggag ccatactgct
  1388461 aacattatgg ttccaccacg atgaattaat gaggaacact gctgatgacc cagttatacc
  1388521 cacaatataa gaaacaattg acgacaaaaa tagtgctgtt tagtgcgtta tctctattga
  1388581 tgatggcatc gctacctaat acctatgcgg aacaatatcc tgacgttccg gtaccattta
  1388641 aaaacggtac gggtggcaaa gtggagaaca gcttatatgt ggggctgggg agcgccggtg
  1388701 tgtcgtggtt ccgtctggat acagataaaa ccggtgctgg gtggcagaaa gtggctaatt
  1388761 tcccaggcca gcctcgtgaa caggctgtga cggtggtatt ggcagggaaa ctgtacgtgt
  1388821 tcggtggggt ggggaaaacg aacgccaacg atacccaagt acgggcactg gatgatgcgt
  1388881 atcgttttga tccacaaact aatcaatggc agcaactggc tacccgcgct ccccgaggtc
  1388941 tggtggggac cgtggccacg acactggacg gctcccaggc ggtgctgtta ggcggtgtaa
  1389001 ataaagcgat ttttgacggt tattttactg atcttgcgtc agccggaagt gatgaagtac
  1389061 gcaagagtgc ggtaataaac gcctatttta atcaggctcc ggctgattat ttctacaacc
  1389121 gtgatgtcct tatctatgat ccgcaaaaaa atcagtggaa aagcggcggt ttgctgccat
  1389181 ttttagggac agccgggtca gccatcagcc gcatggataa tcgcttgata ttaatcaatg
  1389241 gcgaaattaa acctggttta cgcacagcgg ctgtatggca ggggctaatg caagggaatg
  1389301 tactggagtg gcagccacaa ccggacttaa tcggagctga aacgggatcc gcacaggaag
  1389361 gattggctgg cgcattttcc ggtatcagtc ataaaacagt cttagtcgcc ggaggcgcta
  1389421 atttccctgg tgcctggaag caatttaatc gcggtcacct atatgctcac caagggctgg
  1389481 aaaaacagtg gcaccagcag gtgtatgcgt tggtcgataa tcagtggaga atcgccggga
  1389541 agttgcctca accgctgggt tatggcgtct ctattcaggg gccagataag gtcattttga
  1389601 ttggcggcga aaccaccgga ggtacggcca cttcagcggt cacacagcta tcttggcagg
  1389661 gaggaaaact gcatattgag taaattgagg ttgaaatgaa tgaaagaacc ttattcagta
  1389721 gcgggttgtc ggcgttatgg aataagtgat tagaggggga aataaaacgg taccagaaca
  1389781 cctctggcac cgttttatca cactgtggtt atttactgtt atataaacgg gctctgcgtt
  1389841 ttttcaggaa gatatagctg gcagtcaaaa tgacaaacca tagcggtgta acaattaacg
  1389901 cctgacgggt atcactttcc aatgtcagca gtaccaaaac aaaggcgaaa aacgccatac
  1389961 aaacccatga cataaaaata ccggctggca ttttgtagat ggatttttta tgcagtgctg
  1390021 ggcgtctttt gcgatacacc aaataagagc aaaggatgat ggtccagacg aacataaaca
  1390081 gaatggccga aacagtggta accaaggtaa agaccgtcat cacgttcggg ataagataaa
  1390141 tcagcaccac cccgcctaac agacagatac aagagaatgt caggccagtg gcaggaaccg
  1390201 aacggcgtga tagcttgcca aattgcttag gtgcattgcc ttctttcgcc agcccgaaca
  1390261 acatcctgct ggtggagaac acgccactgt tggccgagga ggccgcagag gttaatacca
  1390321 caaagttaat gacactggcc gctgcgggca gcccgaccaa gacgaataac tcaacaaacg
  1390381 ggcttttatc cgcgacgact gaactccacg gcgttaccga cataatcata attaatgaga
  1390441 aaacataaaa catgattatg cgaatcggaa tggagttaat ggctcgtggt aaaaccacct
  1390501 ctgggtcttt ggtttctgcc gctgtggtcc caaccagttc aatacctaca aaggcaaaaa
  1390561 cggcaatttg gaagccagca aagaatccac tgatcccttt cgggaacata cctccgtcac
  1390621 tccataaatg cgtaaatgaa gcggtggtac cagatggtga ctgatagctg actaagacca
  1390681 tggttaggcc agcaaaaatt agcgccacga tagccacgat tttaatcatg gcaaaccaga
  1390741 actccatctc accaaacatt tttactgtgg ccaagttcag tgacaacaac agtaaaacga
  1390801 ctaatagcga ggcaacccat tgagagaaat cagggaacca gaactgtgca taagcggtga
  1390861 tggccactac atcagcaata ccggtgatga cccaacaaaa ccagtaagtc caaccggtga
  1390921 aaaaaccagc ccaagggcca agtaagtcag cggagaaatc actgaatgat ttatagttca
  1390981 gattcgatag caacagttca cccattgccc gcatcacgaa aaacaacata aaaccaatga
  1391041 tcatatagac gaaaatgatc gacggcccgg caaggctgat ggttttgccc gatcccataa
  1391101 acaacccggt acctatggca ccgccaatgg cgatgagttg gatatgccga ttggagaggc
  1391161 ttcgttggag gtgttcttca ggttcttgta acggctctgc cactattttg gattggtcta
  1391221 ccatctttcc cattccctct tcctgtattt gtgaagttat tgagctctag attggctctt
  1391281 tggttttatc tgtttgacct gtctgtctgt tttttatgca ttaaagataa tttgcgaata
  1391341 atttaatatt attgcaacaa taattacaca tcactcttca ttttccactg tttatatttc
  1391401 acactcttat ttttgttaag tacatcacag tgtttggaat tacaacatga agtcgcataa
  1391461 ctaacaataa tcgtaagtgc tggatgaata attaatcttc tctcgtgggt atagagtggt
  1391521 ataaagacaa aaactcaatg aaatgtttga caggcaggtt taacaggaga ataattattc
  1391581 gcgttgggtc gttagctcag ttggtagagc agttgactct taatcaattg gtcgcaggtt
  1391641 cgaaccctgc acgacccacc aactaaatca ataagttata ttatccccct cattttttat
  1391701 cattcctttt gtcatattcg tgccgtctct attcagtata gggtttattt atcttgtatg
  1391761 ttaaattaaa ttaattgata tggagtgtgc ctattgtgcc atagcataag ctggtttcaa
  1391821 tatgttcatc ttttataagg tggtaataga tatttctgat ggaattctta tcctcagaca
  1391881 tagttacttt catttttaat ttcttatatt aattattgtc cgttgtcata tcatgcataa
  1391941 aatgataggg gatctgcttg gtgatctagt gatccaggtt attgaacgta gccaacgcac
  1392001 atgcagcttg aaatatggcg ggtagataca catccaagag accagagaga atagctgtga
  1392061 ctaattaact ttttattctt aggttctcga tctaatatac atctatttta tttttttaat
  1392121 aaccaagcct aatttatact aatgcttgtt gttatttttc gaaattaaac ctttcctttt
  1392181 gtttttattc tgcttaattt gaacctattc cattatcagt atattatttt tttgagtatt
  1392241 tgctatgaaa aatggaattt tgtgtttgtg atggactact ggctgaatat tagtgaccaa
  1392301 tgcgacgata ccgtaatcta agataataat ttaaggataa aagtttaatg aaaaataaaa
  1392361 ccacattggc tgcatttata acagcgatct tattaagcag ttcagcggcc tatgcggcag
  1392421 gggatcgtac catctcattg gggtatgctc agggagatgt aagactcggt gatggaaatc
  1392481 gaaaagacat tagattggac gatgatctta aagggattaa tgttaaatat ctccataagt
  1392541 tgagtgaaat gttcggtgca ataggctctt ttacttacac ggatttaaat tatgattatc
  1392601 taaataataa tgtcaaaatt ggggatgcat cctttgatta ttattcgctg atggttgggc
  1392661 ccagcgtaca ttttaatgag tttttcagca tgtatgcatt attgggaatt gggcatggga
  1392721 acgcgaaagc atctgtatta ggttacggta aaaaagagga gcaagactct ttggcatatg
  1392781 gtgttgggat gcaatttaat ccacttaaca atattgctat tgatgcttca tacgagtata
  1392841 caaaacttaa agatgctaat atcggtacat gggttttagg cattggctat cgtttttaat
  1392901 aaaatacttt ctatataata ataacagccg tattagttca ctgtgcggct gttttttcat
  1392961 cagttgtaaa gagattcata acgataaaaa attgagtccc tgacgcggtt aatgaactat
  1393021 gtgttctagc cttacacgcc atcggataag tcatgctgta ttttaatgta acaatctgac
  1393081 ccgtaccaag tttagtatgg gggccattct cagcgggcaa taaagtctgt tttttaggaa
  1393141 tgccagtggt tggtcatttc accaatattt tttgatgtca cttaatcgtt tttaaggttt
  1393201 gtgttaagct acaatgatta aaatttaggt gatcaatcat ggtattcgtc gttctttggt
  1393261 tcgctattgc aggattaagt gagtatctcg tgtggggcta tccattgtta gccgttgctt
  1393321 tggctctgtt ttttgtcatt cttggtggtt attgggtgta taaaatcagg aaaattcagg
  1393381 tgactgaggc gatatctgct gaaaaaaaat caagatctat aaataatctt aatttaacct
  1393441 tcgctgtcgc gatgttggct gttcatgcgc tgatattgtt actattacgt tgacttgata
  1393501 tgtacctttg gtgcaactct tcattggcta tgccactggc tccagattga tatcaatatc
  1393561 caggcggcaa taacccaaca taaaacggca gaaatcaagg ctagcgataa acgcatgtgt
  1393621 tcaataaaaa agtaaagcga tatcagatag ataaaataag ggatgatggc ccacaagccg
  1393681 aatttaattg ttatacgcaa agcatcaata ctacgttcag taccaacaat atagtgagtg
  1393741 ataagggcaa aagtagggaa aagtggtatt aagccagcaa tataatagtg acgagttttc
  1393801 gacagtagtg cgatcatcag caccattcca gtaccaatca ataccttaag taacaatccc
  1393861 atcatgttct ctagttataa ggtgataaac tgcccgtaca taatatttca atggcaaaca
  1393921 gtgaaactct gctattacgt caattggtag ctcaaagaag tgaaggggcc actatgctgg
  1393981 ccctaggcgt tattggcggt agccgttctt aatttgagca agtgtatttg tgaagacttc
  1394041 agcttgagca gcgtcttcta taccggcgat agaacgctca atatttaaga ttactttccc
  1394101 agcatcggct tggccgatcg ctttcagtaa cagagtcagg gttgctttca agcatgcgac
  1394161 ttcattggct aaaatttgtg gatcagcaga agtcgtaaag tctggattac tcattttgtc
  1394221 tccggaggct agcagtgaac atttgtggca ttattaaaca gttacaagat tatatcatag
  1394281 aatgatcgga cacgttgttt gtatgtgtat catttttctt tgctgtatca atgcttgctt
  1394341 ttttgggcac gttgtagaaa aagagagggg gaaggaaatc gtgacattca tcatctaggt
  1394401 attttcctaa ttaagcgaat gttcacataa agcagatgtt ttttttagga attaaataat
  1394461 ttgtatcaaa attagcgtaa cttcgagcga ataaaataca aacagccatg agacaaatat
  1394521 gggaataatt cctatacttt tggattgcat gggtttttaa tctctattta tatcaatgaa
  1394581 ttgtgttttt cctcatagga attaacttat ctaatgctaa taattagttt tttgaatgta
  1394641 tgaagatgca aaccaagaag tatcttaaaa atacgtttct tttttatcgt gttgtaaact
  1394701 caatatgttt gagattttat gtacataact aaaacaatga taaaaataat atctgtcaaa
  1394761 caatatagat atgattttgc aattattctg tattcattct ttggtcgaaa acaagtaata
  1394821 tcattacggt aaacaaagca tggttagtct actcccttat ttctggagaa atttctttga
  1394881 tcagcgttct tcttgttgat gaccacgaat tggtgcgcgc agggatacga cgcattcttg
  1394941 acgacatcaa aggtatcaaa gtcgcgggtg agatgcagtg tggtgaagat gcggtcaaat
  1395001 ggtgccgtag ccatgttgta gatatcgtcc tgatggatat gaatatgccc ggtattggcg
  1395061 ggttggaagc aacacgtaaa attttacgtt tttcgccgga tactaaagtt ataatgctaa
  1395121 ccattcatac ggagaatcca ttaccggcaa aggtcatgca agcgggagcg ggggggtatc
  1395181 tcagtaaagg agctgctccg caggatgtta taaccgccat ccgtatggta catgctgggc
  1395241 aacgttacat agcttctgat attgcacaac aaatggcact gagccagctt gagcctccag
  1395301 cagaaacacc ttttagctgt ttgtcggagc gtgagttgca aataatgata atgataacga
  1395361 aaggccaaaa ggtgaatgag atctcagaac agcttcatct gagtccgaaa acggttaata
  1395421 gttaccgcta ccgtatgttc agtaaactca atattagtgg tgacgttgaa ttaacccatt
  1395481 tggctattcg ccacggttta tttaatgcgg agacgttatc aaatagtgac tgatcttttt
  1395541 gattataaag aatttttgaa aactgttacc agtcagcctg gtgtttatcg gatgtacgat
  1395601 actgcaggaa cagttattta tgtcggtaaa gcaaaagatc tcaaaaagcg tctgacgagc
  1395661 tattttcgtg ctcaggtcgc caaccgaaaa actgaaacgt tagttaaaaa tattgctcaa
  1395721 attgatgtca ccgttacgca tactgaaacg gaagcattgt tgcttgagca caattacatc
  1395781 aagctttatc agccacgtta caatgtgttg ctacgtgatg ataagtcata tccgcttatt
  1395841 ttcttgagtg cggatgagca cccgcgcctt gctgtgcacc gtggcgcaaa acatgagaaa
  1395901 ggggagtatt ttgggccgtt tccaaactcc tatgcagtgc gtgaaacgtt ggcattatta
  1395961 cagaagcttt ttccagtaag gcaatgtgag aatagtgttt accgcaatcg ctcacggcct
  1396021 tgcctacaat atcagattgg gcgttgttcc ggaccttgtg tggaggggtt ggtaagtgaa
  1396081 gaggagtatc agcgccaagt tgattacgtt cgcttgttcc tctcaggtaa agatcagcaa
  1396141 gtcttgacgc agctaatcac ccgtatggag gaggctagcc agcaactgca ttttgaagat
  1396201 gcagcacgga ttcgcgatca aatccaagct gtgcgtcgag taacggaaca acagtttgtt
  1396261 tctggcgaca gtgaagatct tgatgttatc ggtgtggcat ttgatgcggg gctcgcttgt
  1396321 gtccatgtac tgtttatcag attagggaaa gtattaggta gccggagtta tttccctaaa
  1396381 gttcccgcgg gtactgagtt gagcgaagtc gttcagactt ttgttgggca gttttatttg
  1396441 caaggaagcc aagggcgtac attgcctggt gaaattttac tggattttac cctcacagaa
  1396501 aaagacctgt tggcatcttc tctttctgaa ctggctgggc gaaaaattca gatacaaagc
  1396561 cgcccccgag gagatcgtgc gcgttatctc aagttagcac gtaccaatgc ttcaaccgca
  1396621 ttgataaccc gcttatctca gcaatcgact attcatcaac gcatgaagga attagccaag
  1396681 gtccttaagc ttgatgaaat taatcgtatg gaatgttttg atatcagcca tacgatgggg
  1396741 gaacagaccg tagcctcttg tgtcgtattt gatgcgaatg gtcctgtacg atctgaatat
  1396801 cggcgctaca atattagtgg tatcacgccg ggtgatgatt atgcagcgat ggctcaagta
  1396861 ctaaaacgtc gatatgggaa agcattagac gatcaaaaaa ttcctgatgt catatttatt
  1396921 gacggtggga aggggcagtt gtcacaggcc tttgatgttt ttgcctcgtt gaatgttccg
  1396981 tgggataagc aaaagccatt gctagtcggt gtagcgaaag gtagtgatcg caaagcgggt
  1397041 ttagaaacat tattcttggc atcagaaggt gagggctttt ctttaccccc agattcacca
  1397101 gcattacatc tgatccagca tattcgtgat gattctcata atcatgcgat aaccgggcac
  1397161 cggcagcggc gatctaaagt aaaaaatacc agtgcgttag aaatgataga aggtgttggc
  1397221 cccaaacgac ggcaagtttt gttgaaatat atgggtggac tacaaccttt gtttaacgca
  1397281 agcgtcgagg aaattgcaaa agtgccgggt atttcacaag cattggcaga aaaaatccac
  1397341 aatgcattga aacactgaag ctaatgttgc accatactca tagtgtccac accagccaga
  1397401 tagttatcgt agcattatgc aattgaatat accgacttgg cttaccttgt tccgtgttgt
  1397461 gctcatccca ttcttcgttc tggcgtttta tttgccgttc gtctgggctc cgatggtttg
  1397521 cgccatcata tttgtgtttg ccgcggcaac cgattggttt gatggctttt tagctcgacg
  1397581 ttggaaacag acaacccgtt ttggtgcttt ccttgatcct gtagcggata aagttatggt
  1397641 agccgttgca ttagtattgg ttgctgaaca ttaccactct tggtggatta cattaccggc
  1397701 tgcaacgatg atcgcccgag aaattatcat ttcgtctctt agagaatgga tggcagaaat
  1397761 tggtaaacgc agcagcgttg cggtgtcatg ggtaggtaag gtaaagacga tggcacaaat
  1397821 ggggtcactt gttgggttgc tttggcgccc tgaccacaat gttgaacttg ccagtttcgt
  1397881 tttactttat attgctgctg tactgacatt ctggtcaatg ttccaatatt tgaacgctgc
  1397941 ctggagtgat ttgctcgaac cttgatcgaa gcgccgtaaa aagcagcaaa cgaacgaata
  1398001 attcagataa ttttattgac tcattgcgtc aggtaagtag aatgcatcgc atcagacggc
  1398061 agcaacgaaa tgtcgaaaga tagcaaaaga atcagtaggt tctgatgttg cgggaatagc
  1398121 tcagttggta gagcacgacc ttgccaaggt cggggtcgcg agttcgagtc tcgtttcccg
  1398181 ctccaaatta ataggttggc attagcgaac cttagctgta aaggcaaaga agaataaggc
  1398241 gcgttggcag agtggccatg ctacggattg caaatccgtc tacctcggtt cgactccggg
  1398301 acgcgcctcc agttttccag agcccgggtg gtgaaatcgg tagacacaag ggatttaaaa
  1398361 tccctcggct tatggctgtg cgggttcaag tcccgccccg ggcaccatgg aaaatattct
  1398421 aagtaaaaca aagtagtacg agtatgtcgt taaccgccga gaggcggttt ttttgtgatc
  1398481 taaatcatct taggaagatg ttaggaacat gcgttaggaa cataaaattc aaccaatgca
  1398541 taaaaattca ctttttctga ttacctacca ctggcacgat ttttattttt ctgtcatacc
  1398601 tcgctgtttg ccccatgttt ttatgccctg aaattgcctg tttttcactg agtgtccctt
  1398661 caagatcaga aatacccttg gctttaaggt catggaaggt gaaattaaaa tctaactttg
  1398721 gatatgtttt ttgcgacttt cctggctttg tgccatttac tattaaatcc atcacgcgta
  1398781 taccgtaaac ctgtacgttg atggatgata tacacactac ttatacctga cttcagggga
  1398841 agggactcag ccagtgttat ggcatcacgt aaccgttcag accatgcttt aatctgcctg
  1398901 gctgccgtct taccctgttt gatatagatc ccgggttctc tgagctgatc acgacgcaaa
  1398961 gcaaggacat ccgcttgccg ggcgagacac agataggcta tttccattgc aactcggaca
  1399021 acatcaggtg cgacttgata cactgcgtcg tattcctcat ctgtaatata gcggtctctg
  1399081 gctttctccg taaattgttt ggcccctctg catggattgc ctttcactat tccgcgttca
  1399141 tatccccagc gataaacgcg agaaaggaaa gttttttccc ggttagcctg cgttctgctc
  1399201 gttattcctc gtttatccat atactttctt atatgttcgg atcttatatt gtcaggggac
  1399261 atttctccaa agactggcag caatttgaga gattcaggtt caaattgaac aggatgctga
  1399321 cagcatcatc atgttgtatc gggaggccat ttataacccc gatagcccgg cggcaagatt
  1399381 tgctgaagct atcgtaacta aaaacagatt tggtgaatac ggtaccgttt atcaggagtt
  1399441 ccaaaacggt cactttctag ccgttgacca gttggtggcc agagaagcca gccgcatgtc
  1399501 aaaagaggca atgaagctcc ctgtcagaga aaaacggtat tcgacagcaa atttttaatc
  1399561 gcacctgacc cgcgttgaaa cgcgagaggt aagaccatgc ggaccatcaa tgaaaaatct
  1399621 ccggttgttg aattcagggt gtaaccatgg acgggcaatc gggctacctt ccccccagac
  1399681 ttccgttcaa tatttctcgt tggcctaaag agtgccagga aaagctgaat cttgatttga
  1399741 tagccagcgg cttaatcaaa gacctgtact aacgcaggac taaccgcgcc cacgtactgg
  1399801 aagcgattga acgggtaccg gtagattatc gggcattttt taaagaacgc ttaaattact
  1399861 ggcgtgaccg gagagaaaat gaatgttagc aaactctggc tgtcatgaga tgaacaatat
  1399921 cgtcgtgtga cctgttacag gaataataaa atgaaaatcg agtcaggaca ggctatagca
  1399981 gggtattcta ttcaggatgt gggagccttg atccgattcg gcttttcgta tgagcatcat
  1400041 caatcattgc catcccaaat gagcaataaa tagagtttgg agagtttact gtgattatga
  1400101 aaaaagttat aggattgaaa cgaatactca tgcaaatcac tttatgtact gagccacccg
  1400161 tcgggaacgc cttacgtttt atttattgct aagtgggtca cattgttcag tgacattgga
  1400221 tggatcaccg acgaaggtat ttaaacaata tgttgatttt tttttgctta ttaatacata
  1400281 atactgaatt atctcattat aaaagggaat tcattaaatg atttatagca agcaatctgc
  1400341 tgatgctgta ctagaaaaat attttgatgc attcataaaa aacgcatcaa ccgtgatatt
  1400401 tgatactgtt gaaaatttag atttaggtgc tgggcgagca tttatgacag tatcgcccga
  1400461 aattataccg gaactaacaa tgtatcctta gtatgatgaa attatcaaaa aatacttatc
  1400521 tgcaaacaga gaactcattc ttgtaaaaaa taaaagaatg gaatagaaat gctttacttt
  1400581 ctaatagaaa aaaagtgggt gttttaatgg attcgataaa aataaaatca actgatgaaa
  1400641 taattcaagc gctaaagttt attttatgac agaggttttt ttatgaaact attacatcgc
  1400701 gtatttatag atttattatt tgttgcttta gctatgctgt ttttcgcgct cttcatatat
  1400761 atgtctggta aagtacctga atttttcatg atgtacgtgt tctatggtgg tttttgtttg
  1400821 tcattttatt tttcatatcg tttgagaaaa attttcatga cttaatttta acgttgctaa
  1400881 tacataaatg atatttactt gaatgcatgg gcgcgaaaat tgattggttt aataaactct
  1400941 gtcactccat atgctataac ctgatgtgcc tgatgtgcct gatgtgcctg ctgttttatg
  1401001 ttgccaggat attgactcat atataaacga gattttttca aacggtattg caccatgatt
  1401061 atttattaca tgagggtaat tttaactgat atctattatc gtagctttag ttaattttat
  1401121 ctcataaaat atttccaaag caccaaattg atttaatcta taaattgaaa atgatggggt
  1401181 taatatttca ttattggata tggctatagc cattagtggt gataatttgt caattggttt
  1401241 gataaattca acaggatgat gtgtacaatg ttgctctctt gttatggcgt gatttaagga
  1401301 tagtatctga atttcatcgt catgatcatt ctgatgtcga tttccaatcg agtcaaatga
  1401361 actgcatcca gcagagatta atccttgttc acttcctgtt aattttaaat aggtattaaa
  1401421 actcataaaa tatccttata gactcagttg tttggcttaa ttttataaag agtggtgttc
  1401481 ttttttataa aatacgaatt cagtatttta tattaacttg atatgtttat ttttttaatg
  1401541 taaacaactc aaaaatgaaa ttttaagata tttcttgctt gtatggctgt catactacat
  1401601 gtgcgttggc ggtaagtgtc aaggtagttg tcaccccagg ttgatttatg cggcctgttt
  1401661 tccccgctct ggatttaatg tcacgctttc ctgccattcc cagtttcgcg tctgtcgtga
  1401721 ccaacgtttg gggttcgcgg ctctcgccgc ttgatagacc ttatctcgtt gggccaacag
  1401781 cgccttgtcc tcacccgtat gtcgctgcaa cggcgtcaca taacctatgc cactgtgccg
  1401841 gtgctcttcg ttataccaac gggtaaattt atccacccag acccgcgctt cctcaagatg
  1401901 gttaaagcct gaggatggcc actgaggcac atatttcagc gtgcggaaca acgactccac
  1401961 atacgcatta tcattgctca cacgcggtcg gctgtgtgaa ggcgagatat tcagttctgc
  1402021 cagcttcacc tgcagggtct gcgacttcat cgccgcacca ttatctgcat gcagcaccag
  1402081 tggctggcga taacagcgct cccgcagtac cgtacgttgc atcagcgccg ccgccaactc
  1402141 accactctcg gtttcatgga cttcttctcc ggtgatttta cggctgaaca catcctccac
  1402201 caggtacaga taataccaac gaccccgtac ccatgaaggc agccacgtga tgtcccacgt
  1402261 ccacacctga caaggcccgg aggcggtgaa cgttgttggc ggttttaccc ggcccggctt
  1402321 gaggcaacgg ccacggtgat gtacttctcc atgacggcgc agcacccgat aaaaggtcga
  1402381 ttcactcgcc agataaaccc ctttatccgc caaccgtggc acgatttgcg acggcggcag
  1402441 gttggcatac tcgggttgat ggcagaccgc ccgtatctgc tgctcttctt ccactctcag
  1402501 gcgattggtg ggctccgggc gtatcgccgt agttctttgg tcttccgggg aggtttgcca
  1402561 ccgttgccag gtccgtacgc tgagctcaac ttcgcgacag gccaccgccc ggcgtgcacc
  1402621 agcagcgacg gcctcattta tccacgcgat aaactgctgg cgttcctctc ggggtgtcag
  1402681 tcgtcctcgt ccgtttcccc gtagtagtcc ctgagctttt ttcttaacac aaggatcgct
  1402741 gccgtctccg ccagcgcctt ttctttacgc agcagctcct ttttcagttg cttgttttct
  1402801 ttctggcttt gcttgagggc caccttatcg tcacccgaag gaacctgcaa aaaagcctgt
  1402861 ttccattgcg ctatctgcgc ggggtaaagc ccttttttac ggcagtattc ggcgatttcc
  1402921 gtttcactta acgtggcggt ttccacgata accgcgagcc gcgcttcggc aggccactgt
  1402981 tcactgtttt tctctgcacc gggcaccggt tccccctctg atttagcctg attgcgccaa
  1403041 ttgtagaggg tagcttccga tatcccttcc atctgtgcaa cagccgtgac ggtcatgttg
  1403101 tacgggggaa gtaattttgc caatacaccg gctttacgtt ctggggaaat acgttttatt
  1403161 tgtcactccg ttgccctctg gatccatttt tagaaggggg tgacaactat gctgacactg
  1403221 agggcagggt ggggtcagca tcatcggaag tacagaccat gccgataatg gcggtggaaa
  1403281 cagtggaaat aacgcgagta ccgtcgttga tttcgatgac gcgcgcgccg tgatgataat
  1403341 cactcatgga ttaactctct gctggttgag ggtagagagt atggtgacgg caatttgtgc
  1403401 gggtggcgat tgatgagggt tgggtggcga atggcacaac gagaaaacta taaaacgggt
  1403461 aaccacttta cgcgatatag agtggttacc attaacagga aagtgatttt tctatcccgc
  1403521 gtgtgacgtc ttttttcgtg ttctgaactt atgaaatccc tttataataa gcacataagc
  1403581 tagcgatgcg acaataatat cgagaaccag cattgccggg aaatagatat cttcggggtt
  1403641 actgaacccc aaaaactctg agatactgaa ccagtactgt aactggctct caggcatcgg
  1403701 ataggggtaa ctatggatat acttaaccgc cagtataaac aggccgataa aaaatagtac
  1403761 cttcaataac ctacggacaa gtgttgccat tcgtcaccac ctcaatacac ccataggcca
  1403821 tcaatttagt tccattaact gcaatggttt gtgtgtggag tagggctttg cgcagcacct
  1403881 gaaaatcggc agcatgttgt aacgtgatac accccataga aaccctcatc gggccgatgg
  1403941 gatgtaatct gaaatttcca cgttcaacat tattgatcca agtgtaatcg tcaattttcc
  1404001 catcatcacg gtacaagcca aaccattcat tatggtcagt cggcgcatgg gtaaacttgg
  1404061 tggggaaatc tttcattgcg gtattaatgc gggttttaac cccgccttta gggcgctcaa
  1404121 caatccagta gcacccctcg ggtaatggcc gttatcaggg accatggtac agccgcctct
  1404181 gttgcggtat gccttattgc cagaaaaggc cataaatgta ccaacaccaa aaatactcaa
  1404241 aggggagtag tgagcattgt taacaacaaa ctttccttgt aatgccatag tgtcctcata
  1404301 tttttattta atactgtctt gcgtctattg cattgtaaag caaatcactt atccaagtga
  1404361 gtaacgaaac aaccaaaaca taacttatcg tttccttaag atatatatat cgcgcatgag
  1404421 gaatgcttta ttcgttcagt ttggtttgtt gaacggctat attttatttt ttccacacca
  1404481 cagaataatt gagatatttc ttgatattac ttaacacgta ttttcggatg tttctctttt
  1404541 aatctcttta gcgccaatca gtatttcgaa atatttgaat ccgtataact acataaactg
  1404601 aataaaccca cgctaaaaat aatcaaatag aaaagaggag tgcgattcac ctgaacgcac
  1404661 ccattatgcc tctaaccgtt acggccagtt gggaatacaa tacccctgat tcattgcctc
  1404721 gatcaaaagc cattgcggca gttccggcaa ttcaacctgc ggccagtttt ccaccgtggc
  1404781 gatgtttgaa acatcacatc ggcttgtatt gtgtcattcc cctgagtggc cgcgaacgcc
  1404841 attagacacg taacaggaaa ggcggtgggg aaagccagtt cagggtaagc gatattttcg
  1404901 ctggcagaaa cagggccagt catccattgc acaatcagcc cgcccggcac gtctggaata
  1404961 cggatataat ccgagccagc aaagtgacgt ttaccaaaca gcggcagcac acccgcgatt
  1405021 ttattgttaa taaatcccca aaaatttcca ccccctacac cgccccggtg atatctccac
  1405081 tgccagcgta acgcgcggct cccaacgcat cacagcgcca taaacagcgg ccatcatttt
  1405141 tatacgtaag gcgggatttt gcggctggtc gatcaaggtt gataacagtg agccataatc
  1405201 gcggcgcatc acccgtgtgc cttgtggtgt ggccagaatg tcactgattg actggcgaat
  1405261 atgatcaata tcgtcgatgt tcaagccgct gttgcggttc atgccgctat atttatcgct
  1405321 ggtcatttaa ccccctcagt ccaatcgcca ccacgctgca cgccgccgat actgatcacc
  1405381 atgacttgct cacccagcga tggcgcagac caaaaacgca cccgcccggc gcgcagggtt
  1405441 aaccaattaa gccaatcggt tttcaggttg cccattttga cccggcataa tccgttagca
  1405501 agatcgacgt ctgagacgat gccaatacgg ataatgttag ccaacaggcg tttaaggcca
  1405561 gcaataagga tattcatgcg gccagtgtgc tgcctacggg cgcgcgcggc atgtgatggg
  1405621 ttttgtgtga gggatggcac aaaggaaatg aaataaagta tgaatgctaa tatctcttgc
  1405681 attaatgtat ttattggggg tacattaatt tcatggacat atcttacgac ccaatcaaaa
  1405741 acgaaaaaaa tattgctgaa cgtaaactgt cctttgagat ggcgcgtgat ttcgaagttg
  1405801 ctacagcgct aattgttgag gatctccgta aggaatatcc agagcggcgc ttccaggcac
  1405861 tgggctacat tgaagagcgg ttacatatgt tggtattcac accacgtaac ggcaaggtgc
  1405921 atgttatcag cctgcgtaag gccaattccc gtgaggtaaa gcgatatgaa caaaagaatc
  1405981 agtaaagtca ccatgacaga taaccccgag tggggcgagg cagagtttgc ccgcgcacgt
  1406041 cctgccacag aggtgtttac cgagttgttt ggtaaagagg gcgcagaaaa ggtgataaaa
  1406101 acccgtggcc ggccaaaact ggcaaacccg aaagaaccgg ttaagctacg gattgatcac
  1406161 gatgtggtgg acgcctatcg ggcgcagggt gatggatggc aaaccaaaat gaatgaggca
  1406221 ctgcgcgatt atgctaaaac acatgggatg ctgtgattta ttaggcgtta ttttcaataa
  1406281 ccaatcaaag ctcactcaaa gaagccacta agagggacat tatggcaagc tgcatccccc
  1406341 caaaggttcc cggatactta caaagaattc gggaacaata taaggaaagt gaacctgtta
  1406401 tttataaagt tcttagccat gcaaaagtat ttgttcgcga agattaccat acagatcata
  1406461 attatgatgc tgttggtcat gatatctgtc ttttcttgcc aatggagata ttgatagata
  1406521 tacatatttc taaacaggaa gcatatacaa atttaattaa aaacgacctc aatattttga
  1406581 caagatctgt gcatgatgaa tggataggtg aagttgcatt agaactgaat tctgagatag
  1406641 atcctgaata tcaacaagct atcagtatca atgaaatagt caacgaggtg ctgaatcctg
  1406701 atgagttatc catctggaag ccaaatttaa ttcgagtttt tattagccat agagacaaat
  1406761 ataagcgtga agcacaagaa ttagctaact ccttagagga gtacggcttc agttgttttg
  1406821 ttgcccatga gactatcgaa ccactcaaag agtggagaaa tgagatcgtt aacgggctga
  1406881 aaacaatgga agtgatgctg gttttactaa cggatgattt caatgacagt atctggacgt
  1406941 gccaagaggt tggctatgct ctcggtgcaa ataaaccagt tgtaacccta aaagttggca
  1407001 aggtcgatcc cgctggtttt atcagtcatt tacaagcggt taaagggagc ctcgataatc
  1407061 ctacgcataa tgccgagttg ttaaatatgc tcttagctga aagcattggt aaagcatcaa
  1407121 gaatacaaca agcactaatt tctacattta tagcatctca gagttttgat gaagccaaac
  1407181 atcgattcaa tcgtatgaat aagagcatca aaaaacttac ggaagaaaat ttaaataccg
  1407241 taatggatgg atttcgaaga aataatcagt tgaatcagtg catgtatcta aataataact
  1407301 acaacagact taaaactttt attgaacgga caacaggaaa aagcgcaata acgagtggga
  1407361 aggaaatatt tatcgagact gtaaacaaga ttgtgtaatt gcctgttttt gatatcttca
  1407421 ctccaacaac ggagacaggc aaattatgga cgaaaagaaa cttaaagcac ttgcggctga
  1407481 actggctaaa ggtcttaaaa ccgaagccga ccttaatgta ttttctcgta tgctgacaaa
  1407541 gcttaccgtc gaaacagcgt taaatgccga gcttaccgaa cacctcgggc acgagaaaaa
  1407601 tacccccaaa acaggctcaa atactcgcaa tggttactcg tctaaaacgt tgctgtgcga
  1407661 cgatggcgag attgaactca gcacgccccg tgacagtgaa aacaccttcg agcctaagct
  1407721 aataaagaaa aaccagacgc gcatcacgca gatggacagc cagattttat ccctgtacgc
  1407781 caaaggcatg accacgcggg aaatcgtcgc caccttcaag gagatgtacg acgctgacgt
  1407841 gtcgcccaca ttgatatcta aagtcaccga tgcggtcaaa gagcaggtca ctgagtggca
  1407901 aaatcgccct ctggatgcgc tgtaccccat tgtttatctt gattgcattg tggtaaaagt
  1407961 tcgtcacaac ggcagtgtaa ttaacaaagc cgtgttcctc gcgttgggca ttaataccga
  1408021 aggccaaaag gagctattgg gcatgtggct ggccgaaaac gaaggcgcga aattctggct
  1408081 aagtgtgctg acagagctta aaaaccgggg tctgcaggat atcctgattg cttgtgtgga
  1408141 cggtctgaaa ggcttcccgg atgcgataaa cagcgtttat ccgcagacgc atatccagct
  1408201 ctgcatcatc catatggtac gcaacagcct gaaatatgtg tcatggaagg actataaagc
  1408261 cgtcaccagc ggtttgaaaa tggtgtatca ggctccgaca cgctgatggc gctggataag
  1408321 tttgcggagg cctgggacga caaataccca aaaattagca aaatttggcg tacgcactgg
  1408381 gaaaatctca atacattctt cggctatccg cccgatatcc gcaaggccat ctacaccacg
  1408441 aatgccattg agtcactgaa cagtgtgatc cggcaggcga taaagaaacg caaagtattc
  1408501 ccaacggacg actcggtgcg gaaggttatt tatctggcta tccgggatgt ttcgaaaaaa
  1408561 tggagtatgc caatacagaa ctggcggttg gcaatgagtt gttttattat cgagtttggt
  1408621 gaccgcctga gcgatcacct ttaatacagt ggcggttaca cagaattatg gacagactcg
  1408681 gctgaggctg tgtgaaattt ttaaatatat ttattaggca tcattttaca tgatacgaaa
  1408741 aatacaatca ctattgttac caatgttagc ttaccaaagt gattagggaa aaactctaaa
  1408801 taacacattg aaaataaagc aataacaata aatggaattg ttgaaaataa cacattgtat
  1408861 aatattcctt tcattatctt tccttgtcat ttaatttgct taaatttttt atcagccatt
  1408921 tgcgatttaa atacaataga tagctctgat tgagttacta atcagagcta ctgagtacct
  1408981 gtttgactgc ctgccaaacc tgataagccg aatactcaat gtttagtact gttgagactg
  1409041 taatcttccg gcacccataa actatggata gaactctcgt aacatcgtct ctttgcttaa
  1409101 ggtgaatatt aacaagtcac tttccttaaa taccccctct ttaatcaagc gattttttaa
  1409161 aggttcgaat cgtttatcat tagcgaaaaa aagtgcagtc aagtaatcag agtcaatcga
  1409221 ttgttgttgt tctgagaggt gaataacctg cctgtagcat tcatcatctc ttttccctaa
  1409281 tctttctttt accatgcact cagtcaataa gtcagttcgg gtgaaatgct ttttgttgag
  1409341 tatctcaagt tcttgtagcc cttctgcata gtatctatca gcaagtaggc tatttatgta
  1409401 catttttctg acattaatat tttctgggtt ttcatctaac agatttttaa actgtttgaa
  1409461 aatttcactt ttttcactat cttcagatgt gattaatttc tgcacaagta gagccgcttc
  1409521 ctgcgtggga ttatctgcag gcagactctc attaaaaata ggaagagaaa aaacaggtat
  1409581 acacaggaat aaataaaata ttgctacaga taatttaact gattttttca taataaatta
  1409641 tcctaaaatt tatttaatgt gatttgtctg gtcaaactgc cagggaatgg cctgattatt
  1409701 ctggtatatc ctgtatgtaa aaaataccca gcttctatat ctaagacggg gagtatgttt
  1409761 ttcttacaag gtattaaaaa tgaactgctg ccgataagaa cttcatcatg acggagaata
  1409821 aaagattccc cgttactctc taaaacatat tttttattat ctatattgtt ttttatttta
  1409881 caccaaggaa caattttacc ggaaccataa gccttagcag cattacagac cagcgatgct
  1409941 gataaataca ttctctttcc ttctttaaca ttatcttcag ttacattaat agataatgag
  1410001 aaagaggcgt gtacagcacc aacaccttca gctcgcatgt cggcccgtcg agaaaaatag
  1410061 aatgattttg tcgacatttt tattcctttt taatctttca gtaatgcccg agtagggcat
  1410121 ataaattata cagccagcga ttgtggcacc caatttttac tgcatcctca accggcgtaa
  1410181 tctttttctc tatgcaaaac ttcagatcaa cagatcttta gaagggaatg tacattaatg
  1410241 attattggag tacgaattag ttttaacaat aagttagaga aaacaaaata atctgaaaaa
  1410301 tcacacaatt gttgggaaaa ttccttaagt tccattctgg agaatgtcgg ttctttcggt
  1410361 gtaatcctgc taatttactg tatcactcgg atcaaggtag ccactatacc atcaggaatt
  1410421 tcagacagtt actgtgacgc tatcagataa aacaaagcct gagtcgccgg gggaattgct
  1410481 gggataatag tccaatggag cgatttttta gaggtctgaa aacggagtgg atgccagata
  1410541 atgggtacga taattttagc ggaaccagca cagccataac gaattacatc acgggatatt
  1410601 acaaccagct tagacctcat caatataatg gtggtttgac actgaatgag tcagaacgat
  1410661 tgttctggaa aaactctaaa tccgtggcca gtttttgtta accattacat agagaccttc
  1410721 tgacataatg attatatccc ctgaggaggt ctccatgcgt aagatccgat ttaacgagca
  1410781 cgagatcatt gccgttctta aatttgtaga agccggacgt accgtaaaat atgtgtgccg
  1410841 tcagtccgct atcttttaag ccaactatta caattggaaa ttcaaatata gcggtataga
  1410901 agccattgat atcaaaaaat aaaagatctt gagggcgaca accgacggct caaaccaatt
  1410961 gctgaccata ccagataata ccagttgcac ggaaagggta tcatcaacgc tatgccagat
  1411021 agataacatc aggtaatctc cctacatgcc gggtggaatg ggtggaaagg gtgtggacag
  1411081 aaaattcatc gagacactga aaacatactg tgatgatgct aaccggggag ggggtccgct
  1411141 ctaccagcgt ctggagaaag gtttccgcga tctgatcacc cgtggtgagc taaaagccgg
  1411201 atacgcgatt cccagcgaac gcgaactttc ggaacgcttg aatctgtcca gagtgacagt
  1411261 ccggcgtgcg ttaagtgaac tggctaacgc gcaggttatc gtgcagcgtc gtggagcgag
  1411321 aagtactgtg gcgggaaggg ttgaaaagcc gctgtcttcg ctgaccagct ttagtgagga
  1411381 tatgatttca cgtggctatg agccaggcgc acgctggcta cagaaagagc ttactcacgc
  1411441 ttctccctcg gaaattattg cactgaatct gtctccaggt gctctggtgt ggcgtctcaa
  1411501 gcgcctgcgt accgtagatg aacacccgat ggcagtggag atcgccgtgg tgccgcagat
  1411561 gtttattcca gagatggatg aactgaggga ttcgctttat tcagtactgc agttgcacgg
  1411621 gtttatgccc gcccgcgcgt tacagcgtat tcgagcagaa ccgctgagtc gcgatcacag
  1411681 ccaactgtta gatatgcctg ctcacagccc ggcgctgcat gttgagcgcc attgctatct
  1411741 ggaagatggc cgcccgattg aatacaccca tacctggtat cggggcgaca gttacgattt
  1411801 tctggttgaa cttcagcgcg acatcacccc cggtctgtca tgaacccgtc ttactgatgc
  1411861 tgagctcctt tggcaacact cagtcatcct gtatgtacca ccacccaaca tcggggtaac
  1411921 tggcaggttg aatcgcgcag gaaacgcttg aagtgacttt cgtaccctgt ccaacatgcc
  1411981 atcagtaaga ccaacgcttt cattaaccac cacttcctcg atatctaaga ccatccgtat
  1412041 atccgcaatc gcctgagtga cagctccggc tggcttagtg ctatgtgcca tcgccatcgc
  1412101 catccattaa cccgatcatc atcgcttggt aaggcgcaat aagctgattt ttaaatctat
  1412161 tttgtatcaa tcatcctctt ttcattcctc ctgattttgc catggtcaaa cagacaacca
  1412221 cagtaatacc agatgggtga attggtatta ttaaagcgaa ccttacgcac cgtgatggtg
  1412281 ctttgagttt gctcaagagc accatcattg ttctgtaaac gagaaaaatc caagcactgc
  1412341 aacccgtcaa ctatgttgca ataatgttgc aatgaatgtt aatggtgttg attttaaatt
  1412401 ggtttttatt ttggtattaa tctggactca ttttggcatg gtaattgaat tactgaatat
  1412461 ggacggggaa cgttacacag tttttcaaac tagttaccga ggaaagtgaa atgacagatc
  1412521 gtgttattaa agttggcgtt attggcgcgg gttttatggg ggcgatgcat gcccgaattt
  1412581 ggcagcaaat gtacggtgtc gaagtggtcg gtgtggccga tccagattta tcccgcagtg
  1412641 aagcgctgaa gccgtggatc cctcaactga atggctatga agatttcaac cagatgctgg
  1412701 agcaggaaaa accagatatt gtcagcatct gtaccaaaga tgacttccac cttgcgcccg
  1412761 cacttgcagc tgcaaaagtg ggtgcccaca ttttcctcga gaaaccgatt gcgactacgg
  1412821 tggaagacgg tgaagccatc acgcgtgctg cacgcgaagc aaacgtcaag ttgggtattg
  1412881 gtttcctgct gcgtttcgac ccgcgctact cacgtgcaca agagatcctg gcttcgggca
  1412941 gtgcaggcga agtgagccat attagtgctc gtcgtaatag tccggctatc gaaggtcctg
  1413001 cccgttatgg cggtagcctg ccgttgccgc tgcacgtcac tgtgcatgac gttgatatga
  1413061 tcctgtggtt gctaaagcat acccacccga tcagcgtcta cgcccagacc actaacaagc
  1413121 ttctcggcca tctggggacg gaagattctg tctttgccat cattcgcttt gccgacggca
  1413181 ccgtcgtgaa tctggagagc tcttgggcgc tgccagccgg ttcacgcacg ttgctcgacg
  1413241 ctaaaatgtc gatcctggca actaaaggcc tgattgaaat tgaatgcggt gaatccggtc
  1413301 tgtatcacgc gtctgaaaac atgaaccgtt acatcgacac ccagcactgg ccgctgagtc
  1413361 agggtgaact caaaggcgat ctgcgtgaag agctgatggc gttcctcggc gatgttcgca
  1413421 ccggcactac ccgtgtagca accggcgaag aaggcaatga ggcactgcgt attaccgttg
  1413481 ccattatgga ctctgcccgt accggcgaaa ttgtccgggt ctgacattct gactgaataa
  1413541 accaggtgat gagatgagca taaaaaaaat aggtatcgca ggtattatcg gcacgttgct
  1413601 gatggcgggt aacgccagcg cacaggaaac cctccgtgta ctgctcgaag ggcacagcac
  1413661 cagcgactcg ataaaagcac tgttacccga attcgaaaag cagaccggta ttaaggttca
  1413721 ggcagagata gtaccttaca gcgatctgac ctctaaagcc ctgctggcct tctcctcgca
  1413781 cagtggacgt tacgacgtgg ttatggatga ctgggtgcat gcggtaggtt acgcctctgc
  1413841 tggttatatc acacctgtag atcagtggat ggagagtgat accgccttct acgatggtgc
  1413901 ggatttcgtc aaaagctatg ctgatacgct gcgttataaa gacggttatt acgggctgcc
  1413961 agtctatggt gaaagtacct tcctgatgta ccgcaaagac ctgtttgaac agtacggtat
  1414021 cgccgtgccg aaaacctttg atgagctgac cgctgcggca aaaaccatca aagagaagac
  1414081 cgaaggtaag gtggcgggta ttacgctccg tggagctcag gggatccaga acacctttgc
  1414141 atgggcgtca ttcctctggg gttacggcgg ccagtggatt gacgacaacg gaaaatctgc
  1414201 aattacttcg ccacaggcgg tagaagccac caagtcattc gtcaatatcc tgaaaaacta
  1414261 cgggccgatc ggcgcggcta acttcggctg gcaggaaaac cgcttggtat tccagcaggg
  1414321 caaagcggca atgactatcg attcgacagt gaacgggggc ttcaacgaag acccgaaaga
  1414381 gtccacggtc gtcggtaaag tgggctatgc cccggtaccg gtacagccag gcgatcatcc
  1414441 gggtaacagc ggcgcacttc aggtgcatgg cttgtatatc tccagcgaca gtaagaagca
  1414501 ggatgctgcc tggaaattta tcagttgggc aacggacaaa cagacgcaga tgaagtcggt
  1414561 cgaactgaat cctaacgccg gtgtgagttc actcagtgcc atcaacagtg atgccttcac
  1414621 caagcgttac ggggccttta aggatggtat gctcgcagca ttgcaaaacg gcaatgcgaa
  1414681 atacctccca accattccgc agtctacaca gattatcaac ataaccggta ttgctctatc
  1414741 cgaggcactg gcaggtactc agacagtaga aaatgccctt cagcaagcca acacccgtaa
  1414801 tgataaagcg ttgtcccgtt aatcgctttc cgtcagtgca gttgcgcact gacggaaatg
  1414861 aaattcttac gcaggtttag gtaaaactat gaatgcaaaa ctcacgcagc aggcgtttac
  1414921 tctgccgtta ctggttgtgt tgctactggt ttcgttctac acgctgggtt acgccatcta
  1414981 tctgtcagtc cacgacatcg atctgatgtc gcctccgcca tttgatttca tcggcatggc
  1415041 gaactttatt gaggtgttgc aagagccacg gatgtggtca tccctttgga acacactggt
  1415101 ttatgtggcg ggttcaacgg tagcagagtt ggtgcttggc agtgcgattg cgttgtttat
  1415161 aagccgtgac ttttttggcc gtaagctggt acgtgcgctg ttactgctgc caatgattgt
  1415221 cacaccgatt gttgctgggc ttatctggcg tattttttac gatccaaatg ccggtttatt
  1415281 taactggctg gccggcctga tcggtattcc gccgattgac tggttaggta accccagcac
  1415341 cgcgatggct tcgttgatcc tggccgatat ctggcagtgg acgccgttta tcattttact
  1415401 ggtttcagcc ggtctggatg cgttacccag tgaaccgcta gaggcggccg agctggatgg
  1415461 cgcgcgcggt tggcggctac tggcctttat taagctacca atgatgaagc ccatcattct
  1415521 gatggcgttg ttcctgcgga tgatcgacgc cttcaaatcc ttcgacctga tctacgtgat
  1415581 gacccgaggt ggcccggcgt tggcaacgga aaccaccaac atgtacgcct atcttaccgg
  1415641 gtttcaggat ttccgtatca gcgcggcggt ggtgattgcc atcatcaata cgctactggt
  1415701 gatcgcggta ctgtcatttg ccagtaaaaa ggtgatgaaa gatgagtgat tctttgaagt
  1415761 ttatctgcca gagaacgggc ttctatctcc tgttggtggt gatcttggtg ttttttctgc
  1415821 tgccgattta ctggttggtg acgatgtcat ttaaaaccta tatcgacgcg tttgccatgc
  1415881 cacccaagct gtggtttacg cccatcttgg ataattaccg gcaggtgctg ggcaacggtg
  1415941 actttattcg tgcatttggt aatagcctgc tgatatcgct ggtctcgaca tttctgtgtt
  1416001 tgattctcgg tgcgttgttc gcatacggcc tggtgttctt catcgaacgg aaagggcggg
  1416061 cgaagcagtt cattatgagc ctgcgttatg cgccagtgat catgttggtg atcccggttt
  1416121 actacctaat caccaagctg ggaatgacgg acaactatct ggtgctgatc ctggtgtata
  1416181 ccgtggcaaa cgtgcctttc accattctga tggtcaccac tttttttgaa gatattccac
  1416241 cggaaatccg ggaggctgct cgcgttgatg gggccagtga gtggcgcgtg ttcttaagcg
  1416301 taatgttacc actggcccgc accgggctgg ctgcgtcagg cgtgctgaca ctgttcttta
  1416361 tctggaacga attccagatt gttctaacgc tctctggtga ttccacacaa acgttgccag
  1416421 tggcgatcac ctcattcctg acctttcagg ggacggagtg gggcccactg acggcagcag
  1416481 gaaccttggt gatgttgccg atgttggttc tcggcctact ggtacaaaaa catctggtgc
  1416541 gcggtttaac catgggcggc gttaagtagc tcagaaggaa ggaggagtaa attatgtcag
  1416601 gtatacgtct gagcaatgtg tttaaacgct ttcatgacac acaagttatt aatcaggtcg
  1416661 atcttgaaat caaaaacggt gaattttgtg tgtttattgg gccatcgggt tgtggcaaat
  1416721 caacgttgct gcgcatgatt gccggactgg aaacgatatc ttccggcgag atctcaatcg
  1416781 gcgataaggt ggtgaacaaa ctggcccccg ctgaccgtgg tgtggcgatg gtgtttcaga
  1416841 gctatgcgct ttatccgcat atgaccattt atgacaacat ggcgtttaat ctgaagctgg
  1416901 ctaaaaccga accggctgag atagagcgcc gtgttctgaa cgctgcaaag attctgcaac
  1416961 tggagctgtt gttacagcgt ttgccgaagg cgctgtctgg tggtcagcgt cagcgcgtgg
  1417021 ctatcgggcg ggcgattgta cgtaaccccg atgtgttcct gtttgatgaa ccgttgtcca
  1417081 accttgatgc ttcactgcgc gtcgcgacac gtgttgaaat cgccaagctg catcatcagt
  1417141 tgggtaacac catggtctat gtgacacatg atcaggtaga agcgatgaca ttagcggata
  1417201 aaattgtact gctgaacagt ggtgcagcga tgctgaatga aggctcaatc gcacagactg
  1417261 gccatccgct ggaactgtat caccatccgg tgaatgagtt tgttgctggt tttattgggt
  1417321 cgccgaaaat gaattttctg tctggcgaat tggtagcagg aaatgcgcaa tgcgcgagta
  1417381 ttcgtctggg gggcgtgcgg gaaatcgagg ttcaggtgag cacgttaaag tggggatccg
  1417441 cccggagcat ctgcggctct gcgaccaagc agaggcacac ttaatcggtc aaattcagca
  1417501 tattgaacat ctaggcgaag ctgcttattt ctatgtttcg gtaaacaatt ttgatccgat
  1417561 gttggtacgg cattcagaag atcagaaact ggcgttgggt gatgacgtag ggcttatgat
  1417621 accggcgcac catgctcacc tgtttgacaa caaaggcgtt gctttccgcc gcactgcatc
  1417681 ggcagtgcag aagccgtttt caaccgcgtg aaaagttagg tcatttttta tctttacaat
  1417741 ctgctagcct caactgcacg ctgttacgtc cttggtgact catctggcgc tcaacctttg
  1417801 agaaatcaag gacgtgaacc gccaggttgg cgagcagaga caaaccgtgg gagtcggtta
  1417861 atttaaagaa ttttactgca agggggaggt caatatcttt cccgatgcga gggaataccg
  1417921 aataggcatc gggaaggttt ttcacgctat cttattgaat ctagttaata gagagattcg
  1417981 caaaaatgcc tgaaaataag aatttggctc ctctgactgg gatcgccttt gccagcaact
  1418041 ggctaataat taagctaaac ctgaattgta tttctgtcaa gaccaccata atgaccacca
  1418101 atagttgcgg gttgcataaa tctggtttga gctccacgct ctgcatatgg tggactgatc
  1418161 ctacggcact acaaatttaa atccccctca cacgacgggg tttgtacgag gcctccgggc
  1418221 tgaaaccact gagatggctg tggtgccgga ctcggttgta aaagacttga atgtaatgga
  1418281 ggatatcagc gtatccagca ccagctctca tgaaagcgtc ggtttcattg accagcccat
  1418341 cacgttatgg gcatagaggt tgataatcga cactttgacg tgtcaccgct tcccgcattg
  1418401 cattgatatc tgaggcaggt aggtatcgct tggcgcagag cttcgctacc actgaaatcc
  1418461 aagacccgca taatgaggaa aagcgaatct ccatctaaca ggctatcacc cagaggcaga
  1418521 cggaccatcc agtatattgt aacgaacggt gcaatagtga tccacaccca acgcctgaaa
  1418581 tcagatccag ggggtaatct gctctcctga ttcaggagag tttatggtca cttttgagac
  1418641 agttatggaa attaaaatcc tgcacaagca gggaatgagt agccgggcga ttgccagaga
  1418701 actggggatc tcccgcaata ccgttaaacg ttatttgcag gcaaaatctg agccgccaaa
  1418761 atatacgccg cgacctgctg ttgcttcact cctggatgaa taccgggatt atattcgtca
  1418821 acgcatcgcc gatgctcatc cttacaaaat cccggcaacg gtaatcgctc gcgagatcag
  1418881 agaccaggga tatcgtggcg gaatgaccat tctcagggca ttcattcgtt ctctctcggt
  1418941 tcctcaggag caggagcctg ccgttcggtt cgaaactgaa cccggacgac agatgcaggt
  1419001 tgactggggc actatgcgta atggtcgctc accgcttcac gtgttcgttg ctgttctcgg
  1419061 atacagccga atgctgtaca tcgaattcac tgacaatatg cgttatgaca cgctggagac
  1419121 ctgccatcgt aatgcgttcc gcttctttgg tggtgtgccg cgcgaagtgt tgtatgacaa
  1419181 tatgaaaact gtggttctgc aacgtgacgc atatcagacc ggtcagcacc ggttccatcc
  1419241 ttcgctgtgg cagttcggca aggagatggg cttctctccc cgactgtgtc gccccttcag
  1419301 ggcacagact aaaggtaagg tggaacggat ggtgcagtac acccgtaaca gtttttacat
  1419361 cccactaatg actcgcctgc gcccgatggg gatcactgtc gatgttgaaa cagccaaccg
  1419421 ccacggtctg cgctggctgc acgatgtcgc taaccaacga aagcatgaaa caatccaggc
  1419481 ccgtccctgc gatcgctggc tcgaagagca gcagtccatg ctggcactgc ctccggagaa
  1419541 aaaagagtat gacgtgcatc ttgatgaaaa tctggtgaac ttcgacaaac accccctgca
  1419601 tcatccactc tccatctacg actcattctg cagaggagtg gcgtgatgat ggaactgcaa
  1419661 catcaacgac tgatggcgct cgccgggcag ttgcaactgg aaagccttat aagcgcagcg
  1419721 cctgcgctgt cacaacaggc agtagaccag gaatggagtt atatggactt cctggagcat
  1419781 ctgcttcatg aagaaaaact ggcacgtcat caacgtaaac aggcgatgta tacccgaatg
  1419841 gcagccttcc cggcggtgaa aacgttcgaa gagtatgact tcacattcgc caccggagca
  1419901 ccgcagaagc aactccagtc gttacgctca ctcagcttca tagaacgtaa tgaaaatatc
  1419961 gtattactgg ggccatcagg tgtggggaaa acccatctgg caatagcgat gggctatgaa
  1420021 gcagtccgtg caggtatcaa agttcgcttc acaacagcag cagatctgtt acttcagtta
  1420081 tctacggcac aacgtcaggg ccgttataaa acgacgcttc agcgtggagt aatggccccc
  1420141 cgcctgctca tcattgatga aataggctat ctgccgttca gtcaggaaga agcaaagctg
  1420201 ttcttccagg tcatcgctaa acgttacgaa aagagcgcaa tgatcctgac atccaatctg
  1420261 ccgttcgggc agtgggatca aacgttcgcc ggtgatgcag cactgacctc agcgatgctg
  1420321 gaccgtatct tacaccactc acatgtcgtt caaatcaaag gagaaagcta tcgactcaga
  1420381 cagaaacgaa aggccggggt tatagcagaa gctaatcctg agtaaaacgg tggatcaata
  1420441 ttgggccgtt ggtggagata taagtggatc acttttcatc cgtcgttgac acaaagtact
  1420501 ggttcattac aatctctgtg cggcgataat ctgctgcggc ataaagcatt tcaagctcat
  1420561 tccctgtgag cttttcttcc atatgcccga caaccttttc cagcaggcta ccgtcattta
  1420621 tttaccgcag ttttctgacg aattccatct tgtttgccgg tttgttcatg tctgacctct
  1420681 ggtgtactga ctgtaaaaaa ggattgccac agcaggagat gtgagcaggt tattcatcca
  1420741 tgacatggag gcacgggaac ctgaaaacaa gccggctggt gcatattaaa atgtgcggag
  1420801 ctattctcct ccgcacatac agatttaacg tctgcgtttc tccagtatcg actgacagtc
  1420861 agtacaggtt gttacacccg gcagcgtctg acggcgtttt tccggaatag ccttgccgca
  1420921 aaatcgacag tgctgcaggg aaggtgtcgg tgtgggtctt aaccggcttt gttcaatcag
  1420981 tgcttctagg caccgttcat taaacgcctg atcgcgatcg atttcatctg gcacgttgta
  1421041 ttctccttac cgtgttcttt ctttcgcaat gcgtgatgca gttccagaca acggtcagcg
  1421101 agggggcagt acacgatgaa aggttttctg taacctgcat catggcgtcc agcgcctccg
  1421161 gggaatcaat gttttcgacc cgatattttt gccactgatg ccagattgca gcatcggttt
  1421221 cttcatccgg aatgggtgtt ctcccgtttg gaacggagac accgagtaac cggcggcgtg
  1421281 cacaggtttc tctggagcca accccgaaat aacggttcat cagtgcgatt gagcccccca
  1421341 gcctgacagc tctgttcagt tgttcctgac gcctgttttc ctcgtgggat gatgccagta
  1421401 atttttgcag gacatcatgg cggatagtaa tatcgacaag cggtaaaggt gcctgactga
  1421461 gggtgataag atcgtttatt gataagcaac cgagcaaatt catttcatcg taagtgaatc
  1421521 ccatagtttc gcagtgatga atatttcctt cccgtagcgc ctgaagagca acggttaata
  1421581 taatatgatt cagggatgga agcatgaaat ttactcctta actgaataag tgctcagtaa
  1421641 ttcagctgaa tattcagtga atggtatagt gtcatatagc acaataccgg gcaggtctga
  1421701 aatatacatg caggtgcttt tttttatacc tgcaggatcg aagtttatga gtgccgggat
  1421761 attaatgttc atcatcttct cctcattgcg tctttatcgg tcagataact ttttgttgat
  1421821 ccactcgtca atctcagact cgagccaggc aacactagca gggcctattt ttattgaacg
  1421881 gggaaatgca ccctctttca tataaaggta tatctgtgaa cgcttcagcc ctgttttttg
  1421941 ctcaacctgt ctgaggcgta gtaactgata agatgtcata tatcctcctg tgactgaaat
  1422001 aaacggtggc cggagaataa aaaaacacag tggaagcctg agagaaagct ggtgagccct
  1422061 aaataaggga tgcaaaaccc ttatttaggg ttgtcggcca ttacaaatgg ggatggtatt
  1422121 agccggataa ggatgtcgaa gatggcgaac cacgcttcag cgcatttttc agtgtttcag
  1422181 cgtccagttt ttccccgatg ccatcgtctg atgcccattg ttcaaaaata gaaaggagct
  1422241 tatagggatg attcagcagt gggctgatag tatcattgtg cttgcaggcc agccaaaaca
  1422301 ggcgtgataa cggtgttgtc atacgggaag gtgaaatggg atgactctcc ctttttttgt
  1422361 ataaattaat tagtctttcg acttcggtgt ggcgaataac aaaacaggca tcaggcggta
  1422421 atgtataaag aggaaaacac ccattgtgat tatattttat ggtcgtcact tctgttagtt
  1422481 tttttatgac atctaatgct gtgttttcag gtagtctgga aatttgtttt tctacgcgtt
  1422541 ctttccaact catcgtttcg aaaatttgaa aaagctcctc tgaaaatctt actataatac
  1422601 catggttagt ttttcttgcc cccacaattg gggaggggaa tttaagttca cgtgccagta
  1422661 tgcgctgaat caaaacatat tcatagccta tcaggggggg tatctataat ttgttgcaca
  1422721 ggacaaacat atctggcttc tgtacagagt cttaaatttt gaccataaat aaaaccgtcc
  1422781 ctgtcaagca tgcatagttt atcaagtagg tctccctcaa actgcctgaa ttttattttt
  1422841 ccattaaaag tttgtatctt cttaagtatc acaggagact ggaaatagac cgatagtagg
  1422901 atgttgccac tcaaggcatg acgataaata tcgctaggag taattttttg ttttatggct
  1422961 ttggtagtga tctcaactgc ttccgttata gtgacccatg ttgacatata atgagttata
  1423021 agcaatggct gatatttttt tgacataata ttatctcctt ctacacaaca attcgttccg
  1423081 ttaaggaaaa agattggtgt cacaagtatt tatttatgat taatcagagg gtttatgaca
  1423141 gagaaaagga tgtatatttc tgagtgaaca tgtacaggcc tatggggtga ctatttaatg
  1423201 agtaaatgcc gaatgatttt cggggggatg attataactt gaggaaaaat cccagcgtgg
  1423261 tttgagtagt gtacctgagt gatatttgtg ttatgtatgc attgattgca gcagaataaa
  1423321 tatagttcag gctagtatag tttgtggtag ctatgagaat atataatcta ttttacctat
  1423381 aaaataattt atatgtatgg ggtggttttt tttgtggcga attggtttta ctgaacccta
  1423441 acttttgatt tttaagtttg cacttattga tatgttaata tgataaatgc tttatatcag
  1423501 ttttactcta cagaatttca aaaaaataga tgtgttaatg actgtttttg ccgatgaaat
  1423561 ctttgagttt tcgaaattgt tttgagttga gggtgtgtaa ttgtaaaggt tttattaatt
  1423621 cgggttgttt tttttaggtt gtttgtctgt gcttttatat tctggagatg tgccttgtat
  1423681 ataggattgt ttgttggttg tatttttaat gttgcactgt tgtgaatttt tattttgata
  1423741 tgattatttc tttagtataa ggagagaaag gaacgagaaa gttaaatcta tttgtcctaa
  1423801 tcgcaatttc attgtttaaa taatcactat ggattaatat tttttgcgac tctgctgagt
  1423861 tactggtttt aactagtggt gtaaaaggga taccttttcg gtatcccttt tacaataatc
  1423921 agaagaaatc aattcgcgta ttgataccga cggtgcgacc catattgacc tgcgcgacgg
  1423981 cgctgctgcc gttcatgtag ccataggtac ggtaacgacg gtcgaacagg ttatcgacat
  1424041 agacggaaat gttcatccgt tcagtcgcct gccagcccag gctgctgtcc agggtggcat
  1424101 aggtgccttg ccgcaactgg ttgtcgccat cgaaataatg cggcccgacc agattaaccg
  1424161 ccagtcgggg catcagtgcg ccatagcgcg tatcaatcac gccgttcacg ctgcttcccg
  1424221 cgccataacg tggtacgaac ggcacccggt taccgtgata caactcactg tcattggtga
  1424281 attcggaacg gatcacgttg ccattgatat cccatgacca gcctggcgca aaccgccact
  1424341 tcgcttcaag ctcaacgccg gtggcgtcgg ctttacccgc attgcttaat gtctgcatcc
  1424401 tgaccgggcc agagtaaagc tgcatgtctt tggtgtgggt ataaaacgtc gcggcttgca
  1424461 gcgtgacgtc agcggtttcg tagcgggtgc caagttcata gttgatggat ttctcggcga
  1424521 cgaacggttt ggcatcaaga cccgcagtag gcacgatgtt gtacccggaa ggtttatatc
  1424581 cctgggctac acgggtatac actctccagt catcggtcag catatagcct gcggatagct
  1424641 gcccgagcac ctgatcgtca ttgctcttac cctggtcgcc aaacgggttg ccgagcatgc
  1424701 tgccgtgata ttgtgtactg gatttatcat gcgagaagcg cacgccgccg ccgatatcaa
  1424761 aacgatcggt taaatgccag gtcaggtcac tgtatgcggc cagcgtttca gcggtggtat
  1424821 agccggtact gcttaaataa ggcattgtcg gcatgtcgta ggctgaattt aacttctcgc
  1424881 gggtgttctg ccggtacagc ccaaacacca tatcaacggt acgcgcatcg cccagggttg
  1424941 cggcgcgcag ctcctgcaca tcctgattcc agcgctgagg catattgacg attaacgaac
  1425001 cggaagggaa ggtgcgcgaa taatgctgct gctgccaggc gctgatcagg ttgaaaaccc
  1425061 agtcatcggt ggtgtatttc ccactcaggg tctggctgtc agtgcagcgc cgcatgtacg
  1425121 ggtctggtga accatcgctg atcgacagct tacggccctt aatatcattc catcccacat
  1425181 aggcgtcctg ggtggcgcgg gtacattcgc gtgaggcggc aaagcccatt tcccagggct
  1425241 gatcgtccgg cgccagacgc agtttcacat tccctatgct ggcgcgggtg ccgcctaagt
  1425301 catcgcttcc cgtcgcgggg ttaatcatgt cgccgtcatc aacctggcgt aacagggtga
  1425361 cgctgccgta cagcaggcca tcctgaatgg ggccgctcag gttgaactta cttcgataac
  1425421 tgtcgcggct actgacgccg ccttcaatat agccgcgcgg cgtgctgtcc ggctgctggg
  1425481 tgacgatgtt gatgatcccg ccctgagcgc ttttgccata taacgttccc tgtgggcctc
  1425541 gcagcaactc cacgctttgc acatcggtaa gcgcctggat ggtgttggtg gaaagctgag
  1425601 ggacgccatc gacatacagg gtgacggcgg ggttatagaa gtcctgcgct gaagagacgc
  1425661 cgcgtagcga gatcgtcgaa aaaagcatgt tgccgctatt ttcaatattg agcccgggca
  1425721 agactctggg gagtttgtcg ctggcggtga cgccggcgtc gcttaattcc ggcgcgctga
  1425781 caacagtaga cgagacgttg ttggctgatg ccgagcggga agattgttta ctggcggtaa
  1425841 ccaccagcgt gctttcgtct tgctgtgaag tctgggcatt agcaatggcg gggagcaata
  1425901 atccccccaa ggccagagga taaagccgtg tcattttcat tgttgtgagt ccctgtaaga
  1425961 cggcgaaacg ccaaaaatac cgacaatggt gaattgaaaa tgataactat ttctaatagt
  1426021 ggtgctaccc gaaacgggtt tatttcaacc tgtttcgggt cggtttgcgc ttattgggca
  1426081 gaatggcgat aacggtcgac ggcgagagcc gtcaggcgtt ttttgtctat cttgccgacg
  1426141 gcggtgagcg gccagtggtc cagaaactcg atttggtcag gaattttcca cgcgctgagc
  1426201 cccatacggg tcagttgttg acgcaactgc tgatagtcag ttggcacctg ctgcgcgatg
  1426261 ataaacgcgc aaatccgctc gccaagcagc gtgtccggcg cggcgaccac cgcgcaatct
  1426321 tgcacttccg ctaaacgcag cagtgccgat tccacttcag ccgcggctat tttttctccg
  1426381 gcgcggttga tctgctcttt tatgcgtccc tcaacgtgca ggttccccac ctcatccagc
  1426441 ctgacattgt cgcctgtgcg gtaaaaccct tgcgcggtaa aggcctgcgc gttgtgggca
  1426501 ggggcgcggt aatagcccga aatggtataa gggccgcgcg ttaacaattg cccggtttcg
  1426561 cccggcgcga cgtcgttctc gtcttgatca acgatgcgga tttcatccag aggggacaac
  1426621 gggcgcccct ggctgtggag aatggtggca tgcggatcgt ccagtcgggt aaaacagagc
  1426681 aggccttccg ccataccgaa aacctgttgc agggtacagt caaaggtggc gataacctgc
  1426741 tcagcaagcg tcgggtcgag ccgggcgccg cctgcctgaa tgacgcgcag cgacgaaagg
  1426801 tcgctgtctt cccactccct ggcctgcacc cataattgcg ccagcgccgg aaccagggcg
  1426861 acgtgagtca ctctttcctg cgcgattaaa ggcatcacct catcacagct ggcgctgtcg
  1426921 gtcagcacca cttttccgcc gcaggcaagc gttcccagaa taccggggca ggccagcgga
  1426981 aagttatgcg ccaccgggag gacggcgaga tacacgctct gttggctgat gccgcacagt
  1427041 tcagcagaag cgctgaagtt atagctatag tcggcatgtc ggcgcgggat gagtttgggc
  1427101 gtgccggttg tgccgcctga gagcaacaac aacgcggtgg cggaaacatc aggctgcggc
  1427161 catgcctgtc gctcaccgtg aagggagaag agcggcgtaa aatcgtcgct cacggtctct
  1427221 ccagcgacca gaacatgacg caagcaggcg tgtttgtgcg ccatctgtcg ggccagctct
  1427281 gcgtggtttt ccccgtgaat aacgtaagcg acgggttgcg ccagctcaat cagcgcgtcg
  1427341 atatccagcg cccgttgcga gggcatcgcc agcacgggga taacgcccag tcttaacaag
  1427401 gcgaacagca gggtaacaaa cgcgttgtcg ttgggaagct gcacaattac atgctccccc
  1427461 gaacgcaaac ccagtgatga cagacctgcg gcaagttcgt caacttgtgc atcaagcgcg
  1427521 ctgtaggtta acgacccctt tgcatcaacg acggcaattc gcgaggcata acgggccgcc
  1427581 cagtggcgca actgttcggc aatgggtaag ggatactgtt caatcagaga ttcaaaggaa
  1427641 gaattcatgc gtcacctttc tgaagtactg ggctgttttt gcaacgcggt cattgcagaa
  1427701 aatgcgtggg gaaaatggcg gacaatctgc gtaaaaaagg accgggcttg ttgaatggga
  1427761 tagaaatgat cgccgtcaat caccaccggg cctgtaacgt ggctcagcca ctgacgccag
  1427821 gcatcgacct gctgccagga ggcttcgcga tcgtggctgc cgcacaataa cagcgcaggc
  1427881 gtgcgcagcg gcggacagac gtcgggcgag tcgtagtgat agctctcggt ggcgtaaaaa
  1427941 tcagcgcgca gaagaggaag aaacagcgac attaattcct ggttttcccg cagttcagga
  1428001 gaacatccgc caatgtctat cagctcagcg ataaagtcgg catcatcgcg atggctgagc
  1428061 tggcgttcag aatgcagatg cggggcatgg cacccggaaa taatcagtcc ttgtggcgca
  1428121 agcccccgtt gctccagaag tcggcaggtt tcaaacgcca cctgcgcccc catgctgtgc
  1428181 ccggcgagta aaagcggcgt gtcaggcgat acggatgctt ccagctcgtt cgccagcagt
  1428241 gccgccagtt gtgtaatgct tctgagcggt tccagatggc gaaggcgatc gcgccccggc
  1428301 caggtcacca gagaaagcgc gcaatcagtc agttgctcag cttgccagtg gcgaaacgcg
  1428361 ctactgctgc cgccagcgaa agggcacatg accagatgcg cagtattgcc gttccgggcg
  1428421 ggccacagcg ggatgcacat tgcagattgc gtcacagcgc ctccttatca tcatcgttgt
  1428481 agaaaccggc taaccggtcg tggtgcggcg gcgtcaggcg tctgatctcc gcattgccgg
  1428541 tcttacgtaa aatctgctgc cataaacgtg ataacgcgat ctgatgtacg ctttggcagg
  1428601 ccgctggtgg atgttcgccc gccagatggc tgcgcaactg gtgtagcaac cagctgacgc
  1428661 cctccggccc gacggtttcg cagcagtcgc gccagctcag gggcgccgcg ctgcgcgtca
  1428721 gacccggcag atcgcgcagg atctccggtc tgcggtagag gctgtgggcg ttctcctgat
  1428781 ggtctgcgac aaacaggctg gatgaccaga tgacggggcc gtagctcgcc tccagcgaaa
  1428841 gatgaccttc cggccagccc agcagcaggc ggtgcatgat aaggctatgc atatctggat
  1428901 cgtcaggatc gagatagcgc tgaagcagca ggcaggcttc tccctccggc cagaagagtc
  1428961 tcagacagtg aaaatcgcta aagctgccaa ccacgtcgca ctccacggcg gcggcatcaa
  1429021 cgcccagagc cagcaacaac aaatccagag tggagtagag caactgtcgg ctggtggtgg
  1429081 cgtggactac cggcggcgtc ttagccaggc agcgacgcag ctgctgcgca tcgcgaagcc
  1429141 atgtgcgtcc cgcgcgcgta tgcggataaa acgtgtttac ccaatagcag cagccctgtt
  1429201 cctgcgccag cgtttgtaag gaactgatgt catccgggtg gaggggatgc tcctgaatga
  1429261 cgtgtacgcc gcgcgtcaga aagtgtctgg caagctgcgt accggttcct ccggcgacgg
  1429321 tcgaacgcac gacaatacag gcgatatccg gcatcctggt tatctgttcc ggcgaggtat
  1429381 acagcggaat gccaaacgca tgagccagct ctcttgaacg ggcgcttccc tgcgccagca
  1429441 ggccgaccag ttccagcccc tccgggggct gcataaaggc attcaggtac atttcgccaa
  1429501 atttggcgcc cacaatcagt acgcgttgtt ttggggaggc ggacggcatc ataacgtgtt
  1429561 ctccggttgc gttgaggttg cgcaaagcca gcgcgtaatg tgttgcgcac aagcctgaac
  1429621 gtggggggct tccatcatga tttgccagtg gctggcttca atcacagcgt cgtcggcgtt
  1429681 gtttatccag ccctgccact cggtttctgc tggcgtccag cgcgcgggtc tcccggcggc
  1429741 atacaccatg agacagggga ccggaacgct ttcgcccggc gtatgctcag tcagtaaacg
  1429801 cagcagatgc gcgatgttgt cgagccacgt ttctgccgct tgcagcgtca ggttttgcga
  1429861 caccataccg gccgttttag cgaggctgat aaagtcggca agctggctgt cgggcgtctg
  1429921 ctggtcgaaa tgttcgggca gtgccagagg cgtttgtcct tcggctaaca ggcgcagcag
  1429981 ggccgcccgg ttttcgcaac agaaatcctg tcggcacacg ggatcgatta acaccatccg
  1430041 aacctgctcg cctttggcgt acaggcgctg tgcggcgccc gccgcaagaa acgcgccata
  1430101 cgaccaaccc gccagcacat aagggccgtg aggctgctga cgacggatgc acccgacata
  1430161 ctcatcgatc atctggtcga gcgtggcaaa gcgctgcggc gattttgctt gcaggccgaa
  1430221 aacgcgcctg ttcaacgcgc tagcgagcgg cagccaggcg ctgatatcgc cgtctgaagc
  1430281 gtggaagaca aacagggttt cctcaccgtc gccctggcaa aggggtatcg ggttgtcctc
  1430341 tcctgacgta gccgcctgta gatgggcgca gaagtcgctc agcgtcgaat ggctgaacag
  1430401 atcctgaagg ttagccctgg caatccctct ccggtttagc tgcgcgacca tccttgtcgc
  1430461 catcaggctg tcgccgccca gttcgaaaaa gtcgtgatgc cttgccacgg ggcgagacag
  1430521 cagcgattgc cagagttcag ccacctgttt ttccagcgcc ggattccccc cggcaactgg
  1430581 cgtgggtttg gctggctcag tcggcgcatc agacggggca tgcagcggcg taaataacgc
  1430641 ttctctttgc cggatctgta aaatgggcag accggtgcca aagcgctgct gtaaatagcg
  1430701 gctcacggct tttttatccg ggcgatttac gccaggcgaa cgcgccacca gcagatgctg
  1430761 gcgcagcggc gacgattcct gcgcgggcca cgccagctcg tttgcaaacc cggcctgaac
  1430821 gagaacctcc tgccatgcgg agcgggtgag catcggtttc tcatcccggc ggcggaaatc
  1430881 gcggtatccg cttaatccct caataaagcc cacgctcgcc agctggaata cgctgtttcg
  1430941 ctccgtcgct tcaacgatca gcaaacgtcc gccggctttc agcaacagtt ttaatctgcg
  1431001 caacgtctgg acgacatggc tggcgtcgtg gagcacattg acggcaacga tcaggtcgta
  1431061 acccgcctcc gggtgggcgg tgaaatccag cggctggttg atgtcgaaca aggcataaga
  1431121 cacctgcgat tcatcatgga aacgggctct ggcgtcattg aggaactgcg cggagacgtc
  1431181 cgtgaagtgg tacgactgcc gcgtgttccg cgtggccttc agcaccggcg cggtagtggc
  1431241 tgcggttccg gcgccaacct ccagaatccg ttctgcgctg cacaaggcgg caatctgcgc
  1431301 ggtatagcga ttcagacagg cgctggcggg gttgtcgcga tacagcgcgt cggtaacgcg
  1431361 atgctgctcg ttgaacagca attccagcgg agaacactgc ccggagaaga gggcgtcgtg
  1431421 ccgggcgatg caggtttcca gatactgcgc cagcgcctgg ctccattggc tttgcgggca
  1431481 cgcttcctga ggctcaggaa tctcgctgag cggaatgcgg cagcgccagc tttcaccttc
  1431541 gcggattaac cactctcttt ccgtcagaca ctgtagccac tggcgcagca gacgctggtg
  1431601 agacgcttgc gcggacagcg cctgtactat tgcgctaaag cgatgggcga tctccggcgt
  1431661 ggtaaacagg ccgtgacgat ttagcgtagc cgcgatcccc tgtagcgcac gcgcctccag
  1431721 ccagcgccag gtcgcctcca gctcatcaag ctgcgcctgc tcaggcaacg gcagcgccag
  1431781 ttgggtaagt tcgtgctcat caggcatcgc cgctgatggc gacggatcgt cggccatcac
  1431841 gatatccagc gtcaacgcgc cctgttcggt tatttccgct ctggcctgcc ggatgccggg
  1431901 gtattcgagc gtcgcctgct caatatcccg caggtcgtag tccgcctgcg cgttcagcgg
  1431961 ccagcgtcgg cggggaatgt gcccggcgat gccgctggcg agagtcttca ggctttcagg
  1432021 ggcggcgatg acggcttgca ggatggcgca atagtcatta aacatcgcct cggcagcgcc
  1432081 gggttccagc acgttgtcca tgcagtacca gctaaacatc aactcgccgt cgctctccat
  1432141 gacctgatga tccagccaga cctgcggcgt ttgcgtgaat acatagcagg gttcgccgaa
  1432201 cagatggctc atcgcctgat cgatagtcat gccttccagc gtcatcccca gcatactggt
  1432261 aaacactacc ggcatcagcg gttgacgttg tgatccgcgc aggcggccca gctcacggat
  1432321 cacctcaaca ccgttcattt cactgtgcgc catgttttgc cagaggcgct gttgggtctg
  1432381 ttgcatctgc tcttgcaacg tcaccggcgc tgagaagtta aaatcaacca gcgtgacgga
  1432441 ggtaaaatca ccaatcaact ggttgatttg cggatggatc ggctggcgat tgaagaacgt
  1432501 caggttcagc gtaaatgttg tggtacggct ccagcgctca agggtggcgg caaacagcgt
  1432561 gagcagcgcg gcagacggtg tgacgccttg ctgctgccag cgctgtttca cggcctgcca
  1432621 ttctgtcttg ccgatcgtcg atttgaaggt ggtgaagtgt ggcgtttccg ggggcgtctc
  1432681 aaccaccggc agctctggcg ctaagggcag ttgcggcagt ttttcctgcc agtaatccca
  1432741 ggcatcgtgc catgccgatg tctgtcggcg cgcctgttca gccatcacat aatcacggaa
  1432801 ggtaatagcg agcggcgcca gcgtttcacc gcgccagacc tgcgccaggt cgtccatcat
  1432861 gactttaaaa ctctgcacat caaactgcaa aaggtcgagg ttcatatgca gacggtaatg
  1432921 gcaatcgtcg atttcgctga ccaccagctc aaaaagaggc cactggtcgg caggcaaaac
  1432981 gcgatagctc agttcatgcc gccgtttttc cagcgcgatg cgctgttctt ccggggaaag
  1433041 cgcgcgcaga tcgtcacgcg ggatgtgata ctccggcgtt gtcgccagga ttcgctgctg
  1433101 cccgtcggca tcaaccacca tacgcaacat atcgtggcgt gcgatgagct ggttccatgc
  1433161 tttctccagt atggcgagat cgaactcatc gtggcgttta tcccactcaa acaggacgtg
  1433221 acaggcgacg ccgccatagc caatgaggtg ggttcgcccc agccagtagg cgtgctgaat
  1433281 gggcgtcaaa gggaagggcg cataacgctc gtcggcgtcg tgccgcaaca cttccggctg
  1433341 cgaagcggca ggcgtcgcct ctggcttaga acagataagc tgcgtgagtc catgaggaga
  1433401 cagatcctgc cacgcccgtt ccgcattgat gcgtacgccc aggtagtgct gaatatcgct
  1433461 actgagttca aggaagagca gcgagtccat gccgagttgc aacagatcct ggtttggatg
  1433521 cagtgacgcc ggatcgctca gccttagctg aaccgcaatc cgctttttca gccatgccat
  1433581 caccgctgtt tcatcgctca ggctgccgtt aaaggcgttg tcatcagcag gaggaatgac
  1433641 cggcgttgcg gctttttctg tggcgctgat gttaaacaga gcctgttgta acgggggcat
  1433701 tttgtcggta aaaacgcgca tcgccagtcg ccacggggcg ccgcgcatca ccgcctgttc
  1433761 caggtgccag cagccttcgg catcgcttaa cgcgcccata cctcggctgg cgagcgtcgc
  1433821 cagcatttcc ggcgtggccg cccgaccgct ttctccccat gcgccccagg cgacagagag
  1433881 cgttttcggc gcatcaaggg tggaaaactg ctgggccagc ccgtccaggt agccgcaggc
  1433941 cagcgcatgg gcgctctgac ccggcgcgcc gagggtggcg gcagcggaag agtagagaat
  1434001 aagatagcgt ccgtcgtggt tgcgcagggt ttgcaacagc tggcttgccg cctgcgcttt
  1434061 taccgcgaaa acggcagcca gctggtggtc atcaagctcc tgcaagggcg cgtcagccaa
  1434121 gacgccagcg gcatgaatcg ctccggcaat gccgccgttg gccgccagat cgtcaagaac
  1434181 cgtggccagt tgcccggcat cgcccacatc acaacggcag acgcgcgtct gcccgccctc
  1434241 cacgtcgcgt agccatgact catccacgcg cggcgccagc agggcgatgc gtcgcgcccc
  1434301 tttttctctg agccagttca cggcaaggcg gcctaatccg ccaaacgctc cggtcaccag
  1434361 atgccagcgg ctatcgccgg taaacacgtt tgccggtaat tcagcggcgc atcccgtatt
  1434421 gggcgccagt gaagggagcc aaagggtgtc accccgtgcg gcgagccagc gctgtgatag
  1434481 tgagactgcg ctcaaccctt gatgcagcgt ttcccacggg gtgttttcgg cgagatcgat
  1434541 ggcggcaagc aaccgttccg gctgttcgtt ggccgcgacg cgaagcaagg cccatagcgc
  1434601 gtgatgggat gcagagagtg cttcattttc ctcgactcgc cacgcgcggc gagtaaccac
  1434661 aatcaatccg gctgcgctgg cggtgagcgc tgctatcact ttctccgcta aggccagcgt
  1434721 atcctcgctc tcctcaacaa tcatcagtcg cgaagaggcg tgcggatcgt gaatgatgcc
  1434781 gtattgcgcc agctcgtcgc tgcgcgcaag cgtaccggcg ctgaagctaa aggtaagcgg
  1434841 atggtcaatg ctggcgacgt tgaggggcgt ccagcgccat tgataatgcg tctgcggcgc
  1434901 aggaagaggc gcggcgggcg atagcggcag ccactcgcca gtaggatgac gggcttcaac
  1434961 gcgcatctga ccgcgggaaa aggcttcgtt ttgccagctt aagcgaacct tccccagcca
  1435021 ctccggggcg gcgacggggg gcggttccac aggcagagcg tcgccatgac gctgtgaaag
  1435081 cagacgccag gcctcctgcc agcgggcgtt aaaccgttcg ggctgacctg cgcaatcaga
  1435141 ccagtcggcg agataatcac cgttatccgt cagcgcctgc cccaacacgg gttctgatgg
  1435201 cgcggtgaat gttacggcgc taaccgcctg accgggcagc gtggcgagaa tgatatgttc
  1435261 gctcatcccg gcggtcgggc tgccatcctg cggtagccac gccactttgc tgaatccggc
  1435321 gtggcggcac tgttgttgcc actgagcggt ggtgaggaat aactcacctt cgcgggcgtc
  1435381 gagatcctgt agcggaagaa ccagcgggcc gaaaacgaag tcaaacagac gcattggctg
  1435441 ggtgatttcg cgcatcagca ggcgcccgcc cggcttgagc agggggcgca gattatcgag
  1435501 cgtgcggcca atatggcggg tggcgtgaat cacgttcgct gccacgataa gatcgtaaga
  1435561 ctgtgcctgg aaaccctgag actgcgcctc tttttcgaga tccagctcgc tatacttcac
  1435621 aaaatcatag tcggcgaatt tctgctgggc gcgacgggtg aacagcgccg agatatcggt
  1435681 gaaatggtac tccagtgccg gaacgccgtt gagttccggc agcagccacg cggtggtgcc
  1435741 gccggttccg ccgccaactt caagaatacg caacggctgg cggggctgac gcgtctggac
  1435801 aatgccgcgt aataccccgg cggcgatttg gttgaaatag cggccaaagc tgaattcctg
  1435861 atacagcact tccacgccgt cggaggcgct ttgcgggaag ataatcgcca ccggttcttc
  1435921 cgcgccgctc atcatttcat ataaccgatc gccggcacgg gcgatggtgt cgggaatagc
  1435981 ctgaaaacct tcacaataac cggcaagttc cgtcagcagt gattcccgct gttgatgttc
  1436041 aatggggcgg gcgcggacgt atcgcccgtc ggtgcagcgg taatcgccgt cgaccacgca
  1436101 gttattcagc aggcgctgga gtagctgctg gtagcggggc agcagacgtc cacggcgcat
  1436161 gatggtcatg gcgtccacgc cgttctcaat ggcatcgccg gtacagcgtt gtaccagttg
  1436221 atcgacgtag atggcgtgca gtcgcgtggc gcactgttta agcgcttcca ggcgagggag
  1436281 atcgagcgct gtcgcggcgc gactcgccac ctccagcccg gcagacagcg ctgcgtcggc
  1436341 aggctcgcag gccggggaga cgcgctcttt ccagtaacgc tcagtatcaa acggataaca
  1436401 tggcgcagcg atacgttgtc catcgcccgc cagcaggtcg gcccacggta gggcgacgcc
  1436461 ggcagcgtaa agctggagca gggcctgatt gaggacatcg ctcgcctctt tgttacgccg
  1436521 ggcgctggct atccagtatg cgttatcgcg gtattcgcgc tgcccgcaag caaccaactg
  1436581 ggcatcgggc cccatctcca gaaaaacgcg ggcgccgagc tgatgcgcca cctgaatact
  1436641 ctggataaaa cgcaccggct ggcgcatgtg tcggcgccag taatccgcct ggttgagcgt
  1436701 tgactcatca atgacgtcgg cggtgagcgt ggaaataatc ggtatttgcc ccggctccgc
  1436761 gtgcagtccc gcgcaggcgt cctggaaccg atcgagtatc ggctccagta aagcggagtg
  1436821 cgccgcaccg gttacgctca ggcgacgata gttaatgtca tgctgcgaga gcgtggcgca
  1436881 aaataccgcg agacgggctt ccggcccgga aaataccgta tgttgcgtac cgttgttggc
  1436941 ggcgagatcc agctcaaact ggcgagccag cggcatcagc gtgtcttcgt ctgcaaatac
  1437001 cgccaccatc gcgccgcttg cgcactgctg cattagcgcg ccgcgccgac aaaccagtgg
  1437061 catgacctgt tcaatcgtat agtgtccgca gacaacggca gcggcaaatt caccgacgga
  1437121 atgcccaatg gcgaagtctg gcttcagtcc ttcagcacgc cagtgcgccg ccatcgcgat
  1437181 ttcaaacgcg acaatcgccg gctgcgccca ggccatattg tccagctgcg ccgaatcggg
  1437241 gttaaacatc gcttcgcgca gtgacggcgt gagcatttcg ctacaggcgg aaaaacagcg
  1437301 atccagcgtg tcggcaaacg ccgttgagtg ctggtacatc gtttgaccca tagtgcgcca
  1437361 gtgcgagccc tggccggtaa acagccacac ctgcttgccg ctggcgccgt ggccgctgta
  1437421 aaccagcgcc cccgatttct caccggccca ggcgctgagc gcctcggcgg tttcacggtt
  1437481 taatggcgcc gccaggcgga aggggagatc gagacggcgc gcgtgcaggg ctgtgaaggc
  1437541 cagagagctg gcatccgcat tctctctcag cgccccggca taatccgtcg ccagccgccg
  1437601 caacgcgctg tcgctggcgg cgctgagcag cagcgcggta ctttttctgc cgctatccgt
  1437661 attggggagg cgcgcgttga gcgcgtcggg cagcgaggcg acgatcatat ggcagttggt
  1437721 gccgccaata ccaaaggagg agacgccagc atagcgcatt tcgtcctgcc atgcctgtgc
  1437781 cgacaccggt atggtaaagg ggctctcttc aagtttcagc gccgggttgg gggtgtgaaa
  1437841 attcagtaag ggaggaattt gcccgcgact gactgccaga acggttttca gcagtccggc
  1437901 aatgcccgcc gcggtatcca gatggcccat gttacttttc acggaaccga gcgcacagcg
  1437961 ctgatcctgc gggcgaggcg catagacgtt gcgtaacgct tcaatttcaa tcgcgtcgcc
  1438021 cagcggtgtg ccggtgccgt gggtttcaat gtaacctacc tgcctgtcgt cgatggccgc
  1438081 cagcattaac gcctcttcga tgactgcctg ttgccctgcg acggaagggg cggtatagcc
  1438141 gacctttctg ttgccgtcgt tgttgaccgc gctggagagg atcaccgaga taatcggatc
  1438201 gcctgacagc agcgcgtctc tcaggcgacg cagcaccacg cagccgagac cgttaccggc
  1438261 ccaggtgccc tcagccgagg cgtcaaaggg acgacagtga ccatcaggag agaaaatcat
  1438321 tccgggctgg tagcggtagc ctgcctgctg ggggaaagag agcgccacgc cgccggcaac
  1438381 cgccatatcg gattcgcctg cgcgcaggct ttcacaggcc agatgcacgg caaccagcga
  1438441 gctggagcag gcggtctgta ccgataacgc cgggccgtgc aggttgagtt tgtacgcggc
  1438501 gcgggtggca atatagtctt tatcattgcc catcagagat tgcagacctt ttacctgcgc
  1438561 gacttctgtc acgttcaatg cttcgcgacc ggggtaggta ctcatccggg aagaggcgaa
  1438621 aacgccggtc ttatggggga cggcgccggg ggcataaccg gcatgttcca gcgcatgcca
  1438681 gaccgcctgc aaaaataggc gctgctgcgg gtccatcgac tccgcttcct gtcgcgaata
  1438741 gccaaacagg gtggcgtcga agcagtcggc gttgtctaac accgtaccga tattgacata
  1438801 atgaggatcg tcaatgatgg cggcatccag accgacggcc agaagctctt cgcgcgtaaa
  1438861 gcgtcggctg cattcacgac cttccagcag attttgccag aacgtttcgc catccggcga
  1438921 ttcaggaaaa tggcaggcgt agccgataac cgcgacaggt tcgcagtccg ggtagtgttg
  1438981 agcgatcgat gcatcaatgg aatctgctgt cggcgcagaa gagaagcgca agttatccat
  1439041 aatcggtccc gtttcctaag attcacaaag tcaatggaac gccatgcgtt cgcgatggcg
  1439101 ttccggggaa aatcagtttg cttcgcgcta tatccgccgc tgacgacggc gaacagggcg
  1439161 aggtcgtttt gttttctcca ccgtggcgac gccggccaga taatcggcca gggcagcagg
  1439221 agaagggtgg gtgaagaggt caagcaacgt cagggtggaa aattcgtgac gttgtaacaa
  1439281 aacgtgcagt tgcaccagat tcagcgacgt tgcgcctgcc tcaaagaagt tttctgcggg
  1439341 cgtgacagac tcgccaacca cctcgcggaa ggcgtcgcaa atcaggctga cggtgctctc
  1439401 gtccgccgca atgtgtggct gagagtgctc agggcatacg cgcggtgagc gctctgcgca
  1439461 ttgccctgcg tgtttaacgg gaggcaccag cgcggcgagc ggcagttgcc agccgctttc
  1439521 atcctcggcc attcggttta gcaatgcgca atactgttca aactggcgct ccacctgccc
  1439581 ggcaggaaac agcgcggcga caaaatccca gttaaagcgc agttcgcctt cggattcata
  1439641 aatctggtga tcgagccaga cctgcggcgt ctgggagatg ccccagaccg gtttgagcag
  1439701 attacgccgg gcgaggaagt tatcctgctc aaagcccagc gcgctggtaa agacgacggg
  1439761 catcggaacg gcaggcacgt tttgccgttg cgccagttga cgcatcacgc ggatggctga
  1439821 cacatcgcgg tggttgaggt tctggctcag ccgctgctgt agtgactgcg cgctgtgcag
  1439881 ccagctttcg ccgggatgcc agctcagcag catcagcgag gtgaaatcgc ccagaatctg
  1439941 gttgatttgc gggtgcagcg gtcgcctgtc gaaaagcgta aggttaagcg tgaactcagg
  1440001 ctgtgcactc catgcagaga gaaccgttga ccacaccgac aacagtacgg ccgacggggt
  1440061 gagatgggcg tcagccgccc gttttttcag ccgatgccag cgcgtgctgt ccagcgcgcc
  1440121 gttcaggcgg gcgaagcgcg gtgtttcaac ctcctgaggc aagcagcgca gcggcaacgc
  1440181 aggcgccgga ggaatatcat caagctgcgc ctgccaccat gccagagaat ctggattggg
  1440241 cgactgtagc gagggttgtt gcagataatc cctgaaggtg acgggcagcg gcggaagcag
  1440301 ctgttgcggg tagcggtagc cgtgctccag ctccgccagc aggatctgca tgctcagacc
  1440361 gtcaagcaac aggttatcca gacacagcca caggcgggca ggcatcccgt ccacgtatcc
  1440421 gacctggaga tcgaataccg gccacacttc ggggttgagt acctgatgcg ccagtttttc
  1440481 gcgcacccgc aacgcctctt caggcgtatg gagggtgtgt gcgggtatca cccagggggg
  1440541 cgtctgttcg agcacctgtt gctgtccatc acgcacgatg gcgcgcagca tatcgtggcg
  1440601 ggcgattaat cggttccaga ccgtctccag ccgggtgagg tccagatcgg caatttcaaa
  1440661 ttcaacaaag aaatgtgagc cgacgccgcc cagggcaaag cccggctgac gccccacaag
  1440721 gtaagcctgc tgcacgtcgg taagcgcaaa gggctggtag cgatcttcag gggagtggac
  1440781 gaatggttgt tcgaccggga cgtcggtttt ccgcagcgtg gcggcaaaat ccgccagccg
  1440841 gggatgatta aacaggtcgc ttaattgcgc ttcataacct gcctgatgaa gttgcccggt
  1440901 cagacgggtc gccagcaggc tatcgccgcc ttgctggaag aagtcggttt ctctggtgac
  1440961 attgccagtt gataagagtt gctgccagag ggcggcaacc tgtttttcaa tgtcgccctg
  1441021 gggtaaatcc gcttcggccg ggttttccgc ttcaggggta tgacgacgct tcagcgcctg
  1441081 gtagtcaatt ttcccgttag ccgtcagcgg taaggcgtcg aggaagacga tccgttgcgg
  1441141 caccatccac cccggcagac gtccggcgag ggcggcctga agttgacggg gatcgcggcg
  1441201 cacctgcctg tcaggacatt gtacgaggaa gcgttgtaac cccgcgacct catcgccatg
  1441261 ctgacagttg aaggcggccg cgctaaataa tgccgcccag tcggcgctgt tatgcagcaa
  1441321 ggcctccggc tgcccattgg ttaacaggag cgtgctgagc agggcggacg gcgttaactg
  1441381 gcgaaactcc atcacgtaga gcagcgcgcc gggaacggca agctgttgta atgtcgcaag
  1441441 gagcccggga tcttccggca gcagacgatg cagggcgtta ttaagccaga taatgtccgc
  1441501 cgagtgagcg tgcgccgcca gcgtgtctgc attccagagg gacagacggg cgccaggcca
  1441561 gggggcgagc ctctgccggg cgctcagcag catctcctgg ctctgctcaa gcccgacata
  1441621 ctcaatctgt ccggcgttga gctgtgctaa cagcgattct gcggcgcggc cagtgcgggt
  1441681 tcccacctca agcaggcgta ccgggcgctg taagcgctgt gcaagctgtt ggcaaattgt
  1441741 cgccagttcc tgaatatacg gggcgctggc cggatggtta aaggccaggc tttccggcga
  1441801 ccactgcgcg tcgttcagta acgacagttc gttacgggca ccgcgaagaa tttgcgataa
  1441861 cgttaaatca tgtccgctga agtgcgggtg ctcatcctcg cgttcttcac cagcgcagac
  1441921 ctgataacct tcagcagcgg gcttcagtcg ccgttgtgtc accagaaatg ctaaccagcg
  1441981 ttccaccacg gcctgccagc gcggctggat agcgagtgag ttcatcaggg ggagaggatc
  1442041 ggcgccagcg gtgtgacccg gcttcagttt tagcaggcga tgctgaagga aatcggctac
  1442101 ctgttctgcg gagatctctg gcgagatggc gcaacagggc aacgttcccg caagcgtgtg
  1442161 ccacgcctgc ggcagtgccg ggttccgatg atcggtaacg caaaaagcct cgccctgagg
  1442221 aacaacgtat gccgccagcg ttttttcttt ttcgccgatc gccagaacgg ttgcttgttt
  1442281 cacccccgcc agctggctga gcgcgctttc gatttcgccc agctcgatgc gatatcctcc
  1442341 gactttgacc tgcttgtcgc gacgaccgag gaactcgatt gtgccatctg gccagtagca
  1442401 gccgagatcg ccggtgcgat accagcgctc gtccgggagc gtcaaaaatt gctgctcgct
  1442461 acgcagggga tcgttgaaat agccttccgc gaccccaatg ccgccaatcc ataattcacc
  1442521 cggcacccag tcagggcagt cccggccctg ttcatccacc acccggtagc gttggttggt
  1442581 tagcggaaaa ccgtaaggga tggagcgcca gtgggcgggg acgtcgtgaa tttcgcaggc
  1442641 gttagaccag atagacgcct cggtggcgcc gcccatcgcg ataaattgtc cttgtggccg
  1442701 gaaggcccga taacgggcgg ggaggtcaag cccgatccag tcgccggaaa gcatcactgc
  1442761 gcgcaggttt tccggcgtgg cgtcggcgaa accttcacac caggtcagca gcatatcgaa
  1442821 cagcgccggg acgctgttcc agagcgtgac ctgatggcgc tggatcagct cacaccatgc
  1442881 gtgaggatcg cgccgttgat tttccatcac catcaccagc gcgccgcccg cgcgcagtac
  1442941 gccaaaaatg tcgtaaaccg ataaatcaaa atgtagggcg gagagggcca gcaccctgtc
  1443001 atgcgggcca acctgatagc gggtattgat atcgcaacag gtgttaagcg ctccccggtg
  1443061 agaaatgact acccctttcg gcgtaccggt agagccggag gtgtagataa tgtaggccgg
  1443121 ttgcgtgggg gcgcgtacta ccgggttggc gatcggctcc gcctcaatgg cctgctgcca
  1443181 ggcaaggacg ggaatatcgt ctgacccggc gctggcgtcg tgctgacaaa tgagcaccag
  1443241 ccggacgctg gcgtcagcgt agattttctc gcgccgtgcg gcaggctgat ccagcgaaac
  1443301 cggaacgtaa accgccccgg ccagcaggac ggccagaacc gcaacaagtt gtcctgcgcc
  1443361 tttcgacatc gtgatagcca cattatcgcc gggctgaacc ccgcactcga ttaacctgcc
  1443421 cgcgcaacgg cgggcatagt ctgtcagctc atgataattc cactgataac gcatgtccgt
  1443481 taccgccagc gcctgcggct gttgcagagc gatacggaaa atgccttcat gcagcaagcc
  1443541 ttcgggaatg ggggcgccgg tggcgttgac ccgttcgcgt atcgcgcgct ggctggcggg
  1443601 catcatatct gcgaacggct tttgccaggc gctttcgtca tcgcagagtt ggttaatcaa
  1443661 ctggcagtag gcgtcgaaca atgtttcgac taacgccgga gggaacagcg cgtcgttgct
  1443721 gtcccattgt agccagacct cgccgtgatg ctcgaacgcc agatgatcta tccagacctg
  1443781 cggcgtttgc gagatgcccc attccggctc gcccaacggc gattctgcgc ggctgctgta
  1443841 gagggaacgc cccagattgc tggtaaatac caccggggcg ccgtgggggt agcgctgctg
  1443901 gcgtttgagt tcacggagta attcgacgcc ggaccagtgg cgatgctccc agtcctccgt
  1443961 aaacgtgagc tggtttttac gcgccaggtt gctgacggta tcgccatcgc aggcggtatc
  1444021 cagcagaaga atattggtga agtcggcaag catcgcgcca accgccgggt gcagcggctg
  1444081 gcggtcgaat aaggtgatgt taagcagcag acgcgtcagg ccgccccagc gagccagcac
  1444141 ggcagaaaaa caggtcgcca gcgccattgt cggcgtcacg ccatactcgc cggcccggtt
  1444201 gctaaaggcg tgccagcgtg ttgccgggac aatcatgcgg cgtcgggtat tacggacttc
  1444261 acgtagcgtg gcgggttcgc aggccagcgg caagacgggc gcggggggaa gcgtcgatgc
  1444321 tttcgccagc cagtaagcgc gcgcgtcgtc tctcagtggt tgattgatct tctgctggtg
  1444381 cagcaaatac gagcggaaat catagcgggt gtcgatagcc ggcagcgatt ctccggccag
  1444441 cagggcgtta agctcatcga agaaaagcgt aaagctggag gcatccataa tcagcaggtc
  1444501 aatattgaca tggaggcggt ggcgattgtc cggcaagagc gtcagctgaa aatcaaacgt
  1444561 ttcgccgatt tccacgcgta aaagacggtg gctcaggcgc tggcgcagtg cgtccagata
  1444621 ggcctggcgg ctttcagcgt cgttatggcg taaatcatga acggtgacgc cgttccagta
  1444681 aggttgcggt agccagacct gctgcccgtc ggggcgaaag gcgatatgca gcattgggtg
  1444741 gcgttgcagc aaggtcgtga tggcctgctc cagctgcgac gccgtcagac aatggccttc
  1444801 aaactcctga tacaggtggc aacccacgcc gccaagcgtc tgccccggca tgcggcccgt
  1444861 caggtaggcg tgctgtactg gcgtcaatgg gaagggggta ctttcggtca tgttcggcca
  1444921 ggatgattcg tcgggcggcg tttcttcttc cgcgttctca ggcgaccggc tgagcattaa
  1444981 ctggttccat gccgccagcg tgggggcggc atacagctcg cgaagggtaa ggcggtagcc
  1445041 atttttacga aaccagtgta accatctcat caatcttatg gaatccaggc cggcctggat
  1445101 caggttgctc tcttcatgta actgctgcgg cgttaaattc agttcctgta tgagccgctc
  1445161 gcgtaattgt tggtaatcag ccgcgtggcg gttgtccggt aacagcgaat cctgagatgg
  1445221 tgcgccagaa atcattcttc ctcctgatgg cacgtcttac cgaaaagcat tgctcatatg
  1445281 ataataataa ttattaacaa ttggatgcta cccgaaacgg gtttatttat gcccgtttcg
  1445341 ggttggtaac aggcggaaag aacagaggcc cggatggggt atccgggcct ctgtcaggga
  1445401 ggagtttagg ggggcgcgac cccggttaca tcacgcgttt aaaggtcgaa ggggttacgc
  1445461 caaactgttt ctggaaggcg gcagagaaat ggctggcgtt ggcatagccc agatcggccg
  1445521 ccaccgtcat gacggaggta ttgccgttgg ccaggcgtct tctggcttcc tgcattcgtt
  1445581 cagcctgaaa caggccatag acgctgttgt tgaacagaac gcggaagcct cgcttaattt
  1445641 tgagaacgct cagaccggac tctctggcca gctccgcgac gcccggcgct tgcgtcagat
  1445701 cagccagcag cagatccttc gcccgcagca gtttctggcg ttccatcggg ttgaagtggc
  1445761 aggagaggca actggcgtct tcgcgatgtt catccagcac cagactgagc atgaccagac
  1445821 tttgcccctg caaccatagc gtcgacggct tttgttcatg actgaagccg ccgtgcatgc
  1445881 gcatcagcgc gtgacgcaag gcctgagccg ttaagtgggt ttcagcatta caacgctgct
  1445941 gctggcaaca gcagtgggag tcgatcttat tcttaatgac cgcgctaata tccggcaccc
  1446001 acagcgcgag ggtttcaggg ctgaaggaga gggtaatgct ctcgaatcgg ccacaatagg
  1446061 aggcgctgcc gcgacagtct ggcgtatggg taatgtaatg gcgattgcgc gcaagctccc
  1446121 agtcggtgtg gcgccggagt ccctgaatcg caaagcgcga tgtgccttcc aggatgcacg
  1446181 agaagttaat cctgcccaga tcgtcgtgta gctgcaacgt ctcaggccgc gcaaaatggc
  1446241 ccctccagag caaaatatcc ataccttcct gcaacgaaca gcgcagcagt tcacactgag
  1446301 caggaatatt gccatcgttt gcaggtttcc cgaccaccaa ctggtgaata gagatttcag
  1446361 attgcgtttg cggtgactct gtcatgacct ggttatctcc ctgtggctta gaccaatgcg
  1446421 ggtataaata gaaccgaatg gggtagatga gttattgata atggttatta ttcacattaa
  1446481 ttctcagaac gccaccctga attgtcgttt ttggcgtccg taaaaattca tcaggaaatt
  1446541 cagttactcc catgtcatct caatcatcca atactgaatc gctgtcccga tttcctctct
  1446601 ggcaggtgat tacaccggtt cgcaggaagg ttattttagc tatggcgctg gcggggctgg
  1446661 cggcattaac cagcctgggg gcgctccttt ttctggcgtg gagcctgcgt gacattcgcg
  1446721 cgacgcctga cgctattccg gcctggccgc tgggcggcgt gatcggctgc gtggtcttaa
  1446781 cttttgttct gcgcttacag gcgttcaaca cctctcatta cgcggctttt catctggaga
  1446841 acattctgcg cagcaggtta gcccgtaaag cattgcagct tccgcctggc gtgttacagc
  1446901 aaatgggcag cgggtcagtg gcgaaagtga tgctggatga cgtgaagtcg ttacatattt
  1446961 ttgtggccga cagcacgccg ctctatgccc gcgcgatcat catgccgctg gcgacaatcg
  1447021 ttatcttgtt ctggctggac tggcggctgg caatcgcgac gctgggggta ctggcgtttg
  1447081 gatcggttgt tctcgtgctc gcccgccagc gttcggaaga tatggctcag cgttatcata
  1447141 aggcgcgcga gcaggttagc gcggcggtta ttgagttcgt gcaggccatg cccgtggtga
  1447201 gaacgtttga tagcggcagc accagttttt tgcgctatca acgcgccctt gaagagtggg
  1447261 tcgatgtgct caaaacctgg tatcgcaaag ccggtttttc agcgcgtttt tccttctcga
  1447321 ttctgaatcc tctcccgacc ctgtttgtcc tgatctggtc gggatacggc ctgttgcact
  1447381 atggcagttt cgattttatc gcgtgggtgg ccgttttact gctgggcagc ggaatggccg
  1447441 aagccgtaat gccaatgatg atgctcaata acctggtcgc gcaaacgcgt ttaagcattc
  1447501 agcgtattta tcaggttctc gcgatgccgg agttatcgct gccgcagtct gaccagcagc
  1447561 cgcaagaggc gagcattacc tttgagcagg tgagctttca ttatccgcaa gcgcgtactg
  1447621 gcgccgcgtt gcaggaggtg agctttcatg tgcctgccgg gcaaattgtg gcgctggttg
  1447681 ggccaagcgg cgccggaaaa agcaccgtgg cgcgcttgct gctgcgttac gccgacccgg
  1447741 acaaaggcca tatccgtatt ggcggcgtgg atctgcgtga tatgcagacg gacaccctga
  1447801 tgaagcaact ctcgtttgtg tttcaggaca acttcctttt tgccgacacg atagccaata
  1447861 acattcgtct gggcgcgccg gatacgccgc tggaggcggt aatagcggcg gccagagtgg
  1447921 cgcaggccca tgattttatt agcgctctgc cagaaggtta caacacacga gtcggggaac
  1447981 gtggggtatt tctctccggc ggccagcggc agcgcattac tatcgcccgg gcgcttttgc
  1448041 aggatcgccc catcctggtg ctcgatgagg cgacggcgtt tgctgacccg gaaaacgaag
  1448101 cggcgcttat caaggcgctc gcggcggcca tgcgtggccg gacggtcatc atggtcgcgc
  1448161 atcgtctctc aatggtgact caggccgatg tgatattgct gttttccgac ggacagctca
  1448221 gggaaatggg gaaccatacg caactgttgg cgcagggcgg cctgtatcaa cggctctggc
  1448281 aacactatca gcaggcgcag cattgggtgc cgggtggaac acaggaagag gtggtggaaa
  1448341 atgaaagaca ataatcctgc ggataacctg gcctggcgcg tcatctggcg ccagcttatc
  1448401 tccagcgttg gcagtcaggc caggatgctg cgacgcagta tgctggcgct gttgctggcg
  1448461 gcattcatgc aggggatcgc ctttgcctgt ctttatccga tcattgatgc gctgttacgg
  1448521 ggagacgcgc cgcaacttct taactgggct atggccttca gcgtcgccgc aattgtgacg
  1448581 ctggtgctac gctggtatgg cctgggcttt gaataccgtg gtcatctggc gcaggccacc
  1448641 catgagttgc gcctgcgact tggcgagcag ttacgccgcg tgccgctgga gaagctccag
  1448701 cgcggcaggg cgggtgaaat gaacgccttg ctgctgggca gcgtggatga aaacctcaat
  1448761 tatgttattg cgatagccaa tattttgctg ctcaccattg tcacgccgct gacggcgtcg
  1448821 ctggcgacat tgtggataga ctggcggctg gggctggtga tgttgctgat cttccctctg
  1448881 ctggtgccgt tttattactg gcgccgcccg gcgatgcggc gacaaatgca gacgctgggg
  1448941 gaagcgcacc agcgtctgag cggcgatatc gttgaatttg ctcaggggat gatggtattg
  1449001 cgcacctgcg gcagcgatgc cgataaaagc cgggcgctgc tggcgcattt caatgcgctg
  1449061 gaaaacttac agacccgcac tcaccgtcag ggcgctggcg cgacgatgct gatcgccagc
  1449121 gtcgtggagt tgggcctaca ggtggtggtg ttatccggga tcgtctgggt agtgacgggc
  1449181 actctgaacc tcgccttttt gattgccgcc gtcgcgatga ttatgcgctt cgcagaaccg
  1449241 atggcgatgt ttatcagcta cacctcggtt gtggaactga tcgccagcgc cctgcaacgg
  1449301 attgagcggt ttatggcgat agcaccgctt cccgtcgcag agcaaagcga gatgccggaa
  1449361 cgttacgata tccgctttga caacgtcagc tatcgctacg aagaaggcga cggccacgcg
  1449421 cttaatcatg tttctttgac gttcccggca gccagtatga gcgcgctggt gggtgcctcc
  1449481 ggcgcaggca aaactacggt caccaaactg ttaatgcgct atgccgatcc gcagcaaggg
  1449541 cagatttcta ttggcggcgt cgatattcgc cgcctgacgc cggaacagct caatagcctg
  1449601 atttctgttg ttttccagga tgtctggctg tttgatgaca cgctgctggc gaatatccgt
  1449661 atcgcgcgcc cacaggcgac gcggcaggag gtagaagagg ccgcccgcgc ggcgcagtgc
  1449721 cttgagttta tttcccgtct tccgcaaggc tggctgacgc caatgggaga gatgggcggc
  1449781 cagctatcgg gcggcgagcg ccagcggatt tccattgcca gagcgttatt gaaaaacgcg
  1449841 ccggtcgtca ttctcgatga accgactgcc gcgctggata ttgaaagcga gctggcggtg
  1449901 caaaaagcga tcgataacct ggttcacaac cggacggtga ttatcatcgc tcaccgttta
  1449961 tccaccatcg ccggggccgg aaacattctg gtgatggaag agggacaggt ggttgagcag
  1450021 ggtactcatg cgcaattgct ctcacatcat ggacgttatc aggcgctgtg gcaggcgcaa
  1450081 atggccgcgc gcgtgtggcg cgacgacggg gtttccgcgt ctggagagtg ggtgcatgag
  1450141 tgatgttcag tcgaatgtga aaccgctgac gttgacgacc gggcgggtga tttttgctat
  1450201 tgccggcgtc tatgtgacgc agagtctggt atcggcgctg tctatgcagt ccttacccgc
  1450261 gctggtgcgc gctgctggcg gttcgctggc gcttgccggt gcgacaaccc tgtttatgct
  1450321 gccctgggcg ctgaagttta tttgggcgcc gtggatcgag cgctggcggc ttccgcccgg
  1450381 tagccaggaa cgccgttccc gcatgttaat cctgcgtggt caggtcgcgc tagcggcgat
  1450441 cctgactatt gccgcagcga ttggctggtt tgggcgagaa gggggattcc ccgatacgca
  1450501 aatcgtcgcg ttatttgttc tgtttatggt ggcaggcacg gtcgcctcca ccattgatat
  1450561 cgccagcgac ggcttttgcg tcgatcaact gacccgcacg ggttacggct ggggaaacag
  1450621 cgtgcaggtc ggcggcagct atctgggaat gatgtgcggc ggcggggtgt tcctgatgct
  1450681 gtcggcggca tccggctggc ctgtcgccat gctgatgatg gcggtgctga ttatggcgct
  1450741 gtcactcccg ctgtggcgca ttacggagcc gacgcgaaca gcgactatcc cgcatgttcc
  1450801 ggcgttaggt tatgcgctaa ggaggaagca ggcgcgcctg ggcttactgc tggtattgat
  1450861 gctgaattca ggcatgcggt ttgtgctgcc tcttctggca ccgctgttgt tggatcatgg
  1450921 gttgagcatg tccgcattgg gcgcgctgtt cagcggcggc aatattgcag cgggcatagc
  1450981 aggaacgctg gccggcggat tgctgatgaa atacacctca cccggcagag cgctgttgac
  1451041 ggcttatggc gtccagggga tcgcgctgct ggcggtggtg atgacgctca tgatggcgcc
  1451101 gggtcatctg ctgctgccga ttctccagtg tctggtcatt gtccagtcca tttcgctggc
  1451161 ctgcgcgctg gtctgtcttt acgccacgct gatgtcgctt tcatcgcctt tgcaggccgg
  1451221 tgtcgacttc accctctttc aatgtactga cgcggcaatc gccattctgg caggcgttat
  1451281 cggtggcgtt gttgctcaac attttggcta tgcggcctgc ttcctgtttg ccggggcatt
  1451341 cacgttgctg gcggcgtggg ttgcttatat ccggctgcat tcggcaagag aactgatgac
  1451401 aagcgcaatt gattgatccg ggaataacac agagaggtaa gggatgaaaa tcagtgaatt
  1451461 tctacatctg gcgttaccag aggaacaatg gctaccgacg atttctggcg ttttacgcca
  1451521 gttcgcagaa gaagagtgtt atgtctatga gcgtcaaccc tgttggtatt taggcaaagg
  1451581 gtgccaggca cggctgcaca ttaatgccga cggaacgcag gcgacattta ttgatgatgc
  1451641 cggggagcaa aaatgggcgg tggattccat tgccgactgc gcgcgtcgtt ttatggcgca
  1451701 tcctcaggtg aaaggacgtc gggtatatgg acaggttggg ttcaactttg cggcgcatgc
  1451761 gcgggggatt gcctttaacg ccggggagtg gccgctgctg acgttaaccg ttccccgtga
  1451821 agaacttatt tttgaaaagg gaaatgtcac cgtttatgcg gactccgccg acgggtgccg
  1451881 acgtttgtgc gagtgggtaa aagaggccgg tacaacgacg cagaacgcac cactggcggt
  1451941 ggataccgcc ctcaatggtg aggcatataa acaacaggtt gcgcgcgccg ttgcggagat
  1452001 ccgccgtggc gagtatgtca aagtgattgt ctcgcgcgcc attcccctgc catcgcggat
  1452061 tgatatgccc gccacgctgt tatacgggcg gcaggcaaac acacctgtgc gctcgtttat
  1452121 gttccgtcag gaaggacgcg aagcgctggg ctttagcccg gaactggtga tgtcagtgac
  1452181 gggcaataaa gtggtcactg aaccgcttgc gggcacccgc gatcgcatgg gaaacccgga
  1452241 gcataataag gcgaaagagg cagaactgct gcacgacagt aaagaggtgc ttgagcatat
  1452301 cctttctgtc aaagaagcta ttgctgaact ggaggccgtt tgccagccgg gcagcgtggt
  1452361 ggttgaagat ttaatgtcgg ttcgccagcg cggcagcgtt cagcatctgg ggtctggcgt
  1452421 gagcggtcag cttgcggaaa acaaggatgc ctgggatgcg tttaccgtgc tgtttccgtc
  1452481 gattaccgcc tcaggtatcc ctaaaaatgc tgctctgaac gcgattatgc aaattgagaa
  1452541 gacgccgcga gagctttatt ccggcgcaat cctgctgctg gacgatacgc gctttgatgc
  1452601 ggcgctagtt ctgcgttccg tatttcagga tagccagcgc tgctggatac aggcgggggc
  1452661 gggaatcatc gcgcaatcta cgccggaacg cgaactgaca gaaacccggg agaaattagc
  1452721 gagcattgcg ccctatttaa tggtgtagga gtaactgttt tctaacctca caaccagact
  1452781 gtccaaagac aattgagtcg ctctttgatt cctctgtgac tctattgtct tcttttggga
  1452841 taaaataggt gtttttcgtc atgaagttga taaaagtcta tatagaacca cctcctgtgg
  1452901 aggtggtggt aatttgccag agtgtgggat tcgttagtat actatgggat aaacttattt
  1452961 ttaccaattg tataaggcgg tgcataagat tctcggcatg cttccagata atccgaccac
  1453021 cactgcatca tcgctttgcg ggcttctagg tgctctgcct tatgaatata agccatgcgc
  1453081 acggtattgt gctcctgatg actcatctgg cgttctactg cgtcctttgc ccataaaccc
  1453141 gattccatca gcgcactgca tgccattgcc cggaagccgt gaccgcagat atcctttttc
  1453201 gtgtcgtaac ccatcacccg cagtgcctta ttgaccgtgt tttcacacat tggcttatac
  1453261 gggttatggt cgccggggaa gatcagttca ttattaccgg tgatatcctt aatctgtttc
  1453321 agaatggcga tggactgttc tgagaggggg acgatatgcg gcattcgcat ttttgccccg
  1453381 cggccggaat aacgcacgcc aataatgggt tctcgcgtcg cgggtatcgt ccagactcgg
  1453441 tttgtgaaat caatctctga ccagcgggcg aaacgcagtt cactggagcg aatgaacaca
  1453501 tgcagcatca gcagaacggc atgccgggtc agttcacggc cctgatgata tgccccaata
  1453561 cgttcaagca gttcaggcag ccgctccagc ggcagggcag gatagtgccg tctgacagga
  1453621 ggtgtggtca cgccgccaag gtttgctgca gggttcgtat cgattaactc ctgatggacc
  1453681 gcatggcgca ttatgttact caggtgctgc cgtgtgcggg acgcaacctc cagcagacct
  1453741 ttttcctcga tccctttcag caggtcaatg aaatgacggg gtttaagttc tgatacaggt
  1453801 aggttcccga tgaccggaaa gatgtgattg ttcaggctgg caagcagacg gtcggcggtg
  1453861 ttctgcgacc atttcctgtt acttttatgc cacgccagcg ccacgttttt aaaaactttc
  1453921 tccggtgttc gtgagccacg ttcagcagcc cgctgctgta ccgggttgat attcagcgcc
  1453981 agcattttac ggataccttc acgttgctgt cgcgcatcag acagggagat ggctggatag
  1454041 gcacccagcg caatgcggga ttctttaccg ctaatacggt atttgagata ccagtggcgg
  1454101 gagccacccg gcttgaccag cagatacaga ccgtgagaat cggagacttt aaagggttta
  1454161 tcagaaggct tgagggtgcg gatttttgcg tcggtaaggg acatatgggg gtcactccat
  1454221 tatcgaacta acctgacccc agatttgacc accaattttt cccgatgcgt agggtaaaat
  1454281 caaaatgcac cgagaagagt tttcacacta acctgttgaa tcaacatcag ataaagattc
  1454341 gcaaggatgc atgaaaacag aaaattggct cctctgactg gactcgaacc agtgacatac
  1454401 ggattaacag tccgccgttc taccgactga actacagagg aatcgtgtga acgaggcgaa
  1454461 taatagcggg gggcggggtg tttgtcaaag tagaaaaaca cttaataggt tcgtttgctg
  1454521 agagagtgag cttattggct tgtttttcag caaaatgatt gattttattt gcagttgcct
  1454581 cagaaactat gcggttttga gggggacgtg atcggatggc tgccgtttat cagtgaacga
  1454641 atagatacgt tcatatttgt tggggcgagt ggcgaggatt agggtaaggc agtactgtcg
  1454701 ttattgaata cataacgggg aaagggcgaa aaataaaaat ctgttatagc gttaccgtca
  1454761 ctgactggct gtttttaact tggttacccg catcatcaaa ataaatataa ctgacggtaa
  1454821 acttgccttt aagtgaggtg ggaggctgtt caaaataata gggtcgtgtg gagaatgggc
  1454881 cggtcatcat atccatcgac tgtgcgatca ggtagttttt ttgttggctc tgtaactgaa
  1454941 tctggccaaa agagacaaaa taaggcgtgg gattattcgc gattataacg tattgattat
  1455001 caatattttt aagtgaaaac tttatcttac ccatggcatc gatggggggc ggggctaatc
  1455061 cgtttggtcg ataaaaaatc ttcatttgtg tattcattgc catggcaact tgtgcatgaa
  1455121 catcaatgtt actccgttct ctgggcggta tttcatacaa attcaaccaa tagacagact
  1455181 cccggtcact gggaaggttt tcgcctttat tgatgatgcg tagtgcctga accgatcctg
  1455241 cctgcatttt aaacacggca ggcaatacca taaaaggggc cttagcctga tccggcgtac
  1455301 tgtccacatc gccgttatca atccatgtct gcacgacgac gggataatca ttagtattag
  1455361 ccagcataag cgtgcgctca cgtaactcag gctgataaat aatgcgggta gatccggcga
  1455421 tcaaaccggc cagtgcatcg tagctgatcg tgaataacag taaaaacagg ctcagtaatc
  1455481 tcattgtatt ttcaccagaa cgtaagctgt ggcgtcgatc ttccccgcag tagggtgacc
  1455541 attaggcagt ttttttaagg tggcggtgaa gtgatggaca taattgttgt aacctgcaga
  1455601 gtggctgcca ttaccactgg ccccagtgag tatcgggtac cagcccgcat cggcggtagt
  1455661 tagacagtcc tgagtctgtg cacatcctcc ccaaccaaca aaattcatgg tactgccatt
  1455721 gctatcgctt aggctgatac ccacgccagt ggcgatacgg ctatcagtac cgtaactgtc
  1455781 tgagagcaag taactcactc ctcctgccgt attcaccaat cctaatccca gcgctttaag
  1455841 gtagcccggt aatgaggttt ggatcccaat ggcggtttgg ccactggatg tccctgattc
  1455901 ggtacctgac tgacactcga tatctactgt gatttcagca ctgcgtgttt ggttatcatt
  1455961 aagttcattc actgtaatga tcgggaaaac tacataaggc gtcacattgc gtactacaca
  1456021 ggtattttta cgcgtcagga tagtgatggg ggatgtgttc atgccaaatg ccatatagcg
  1456081 gcccgttccc caagtttggt aattcgtcgc tgaatcatat cctgcttctg gcaccgccat
  1456141 gccgggtcct ttgaatacca cataaccatt aggttgatta caggtatagc cgcctgagta
  1456201 gttgtcctcc gccggtccag ggcaacccca actggtcggg ccgggtgagc gatctactga
  1456261 gcctgttttt ttcaactctg cgcggatctg gctgaagtgt ttacctttta tctggatttt
  1456321 attgtcaagg atatcgtact tttttaatgg gatttcttgc cagatacggg tgaattcaac
  1456381 acctgaatcg acatgaatca gtttcagcgc ggtataaggg aaaaacgttt gaaaatagtt
  1456441 atcacccata tgggtgtagc cgccaacatt gctgtcacca ttggtagcaa acacttcaaa
  1456501 taagctgtct ttatcggcga tgtcacattc atagataacg gcttctggat ctggccaccg
  1456561 atgggcgggc actaagctga tgacgttaga ggccaaaatt gaatcgacgg gttgaatata
  1456621 attactggtg atattgatat tgcctaaata cagtgaggca ccgtagttat ccccgccaat
  1456681 atcactccct ttccagacac attgtgcctg actgggtaag gtaaaaccga gcaggcacag
  1456741 tgaagataac acgctcatta aacggcagaa tactggccta ttctggttga atcggtaacg
  1456801 agtggtattt cgcgtgataa taggatgcat gcggttttct ctgatttatt gctgtaccgc
  1456861 gacacacaag gcatcgagtt tatacagctg tttatcgtta tccgtcggct tacccagatc
  1456921 gtaatctaac tgacagcgtt ctttgctact ctctccccac accaatgtga gggtaccact
  1456981 gagctcctcc gcccgtagat aggcttggct cgactgcccg accataccca cgatgtcatt
  1457041 cttatcgtta gtgcccttgc cgttgtaatt ataaacgacg gttcccatag gcaattggct
  1457101 gccatcgggc attttaattg tgattaatgc gggataaccg ttgagggtcc ggaacgtcac
  1457161 tttcaccgta gagccagcat aaggcgcaat ctgtcgctct ccatcctgca actcagtatt
  1457221 gaaatccata ccatcgggat cgagagagag tgtgttgtag cgatacggtg tcaatgtcgg
  1457281 gaccaatgca tagccgaagc ggtcaatacg ggccccttgc ccatacatta ctttggcacc
  1457341 actggcaccc ttcgcttcta tcagggcgaa agtgtcgctt aggtaagggc caagcgtcac
  1457401 gccgccacgg tggaatgcga ccgatccacg ggcgctggca gaaccttgcc agtaaccggg
  1457461 gctgcgtgag gcactgccac tcaaactggt ggtcgggagc tgtttttgca aactgccgct
  1457521 taaggtattt tcgttggttg gctcgttacg ggcaacatcc acactgtagc ctgcggtttg
  1457581 gtcactgccc atggttcccg aaagtgaggt ttgatagctg gctccgctag ttctgctgtt
  1457641 tactgcgcca gccgagacat aaggtgcaga cgagctaccc cctagaggga aggaaattga
  1457701 catttgggcc acagtttcac gggtggctag tgtgttcgca ccatttgagg ctggcatgcc
  1457761 actgcctggg tcaacgaagt aaattttatt tgcgcctccg gttttctgct gtgaaatcgc
  1457821 cagattgaaa ctggtattac gccagaaggt gttggaataa cccagttgta actgtgaatc
  1457881 ccttgaacga tcatctcgat aatcttgtga ggaggcagtt aaatataatg aaccgtagcg
  1457941 gtgaaaattt tggttgaggg atatttcagc ccggctccgt tgccgataag tactggaatt
  1458001 ccagctactg tcattgctgg tcgcccgcac gcccagtaca tcgcttaaat cacggtaacc
  1458061 gtcagttgaa tagcggtaac ctgccacgga taacgtggta ttcgtgggtt gaaaggtacg
  1458121 gctaaaagag gcttttgcca tccagccttg ctgctgttcc ccatcgggta aacgggcatg
  1458181 ggaataggtt gtattcagac ctaacgcacc aatatagtgg gtaaacacac cgcccagcat
  1458241 gatagcctga taacccgaag ccagccggat ccctgtgtta gctgtgatgg cattactgat
  1458301 accctgttgg taggtcaact cgctgaacgt ctcgttattg ccaacatcgc gaacctgccc
  1458361 ggccgcaaag ctataacgtg aatagccggg gcgtagggat tccgggacag aggcgaatgg
  1458421 cacctgaaag gtgcttacac tgccatcagc ttcattgatt tcaaccgtca ggtcaccccc
  1458481 aaaatgggtg accgataaat cattaaattc aaatgcgcct ggtgataccg tggtttgata
  1458541 aatcgaacgg ttgttttgat aaaccatcac tcgcgcgttg gttctggcaa taccacggac
  1458601 aaccggtgca tagccccgtt gcgattcggg taacatgcga tcatctgttg acagcgcgac
  1458661 accgagaaaa ccaagactgg agaaaaactg gccggaactg aaggtttcac ccagcgtaat
  1458721 ttcactgccg atagtcggca gggcgcgctg actgtacaga cgattagatg tccagttagt
  1458781 ccctcggcta gcgtcataac gtagggatcc ttgctgacga aaacgccaca tgccgatatt
  1458841 gataccgctg ttcagactca gataagtaga gtttgtggtg cgcttaatcc cctctttgtt
  1458901 gtaatccacg tgatattgat tcaagttgta attactgaaa ccaatcgtat tgcctgcagt
  1458961 gagatttttc gggtcaacat agccacgggg cacgttttta acaaatttct gagggatgga
  1459021 cagatcaaaa cgcaatttag cgtgatcaaa tcgaaagtca ctggccggaa gtatggattg
  1459081 gaaggccaaa catggcgttt taggatctgc tgttttcagg gcctcttctt ttacacccgc
  1459141 ttgtaataat tgcgcaacag acagacaagg ttcaacactg ttatctttat caacaaacag
  1459201 catttttagg cgatcaacaa atttgttgtt catatacata tcaacttgat actggcccgc
  1459261 gtcgtaactg ttttttttat taaaacgggc aatcgaccct aaaccgagtg atgaaccgcg
  1459321 cactaacgca tcatcaaata tatagtcgtc ttgattgtta ttatccgccg ctgacgaaat
  1459381 atgggtgacc agcaagcttt gtgtcagcaa gcatgagagc caaggagcga ttctcaccag
  1459441 tgttcccagt gtctggtgat agattggatt aacatcagga gcagattaca gataataatt
  1459501 attaggaatg gtggcaccgt aatcattaac tacgttcagt atcagtaatt cccctttctt
  1459561 ggctttaatc ccaatgggca gggccaaatc agtggtagag tcgggcgcga acatttcact
  1459621 agtggcaaac gaaacggttt tgccgttact gacaatttta gcatcgcgca ggctgatata
  1459681 acctgttggg ttatgtactt taattttgtt acctgtcgtt gtatctaggg tgacgcttat
  1459741 tttttcacct agcgtatcgg cttttaatgc ggggatttgt aaaaagttaa gataaaaaac
  1459801 cgattcacga tttttgggta aattacgcgc aatgtaagtc aaacggacaa cttgcccact
  1459861 gttggcttcc atccggaata tttgtggtgt cagtgcgaaa ggaacatcac ttttcgaggg
  1459921 tgaagattga ttatttccat catccatcca cagttggact aaattaggat ggtcatcttt
  1459981 attactcagc tgtaatactt tttcccgcga gccttcagga taaatgatac gcgtccctgt
  1460041 catgacaaca ctggcttgta ccgataagga tacgctggtg agcagcaaca tcgagcaggc
  1460101 gataatttgg cgggcaatca agatcatgtt acttacttat ccttgttttc tctggtccat
  1460161 taaggccccg ttaccggttg gccgacatat tcatgaaaat gctcagttgc catgaacggt
  1460221 taggggtagg tgatcgcata ctgtgcagag gcaataacac tgcctgcggt tgcctggcct
  1460281 tcttccgtta tatattgtgc cgacagatcc tgtgatgctg aggttgcgcc agtcgccaag
  1460341 gtaattcccg gaacttccac actgccacca gacatacgaa tcggggtgcc acggggatca
  1460401 attaattgaa tggcaacatt tcttgctgtg ccaatattgc ccaggtttcc gccagacgtg
  1460461 acattcatcc cctgaaaaac agagctgatt tgggtatctt gaatcgcaat attgcagcct
  1460521 gttagattga tcgtaaagtt ggtctttccc gccaccgagt tgacttgatt aaggttactg
  1460581 gtcgagacag tcggcagcag aaccaccggg gtgttggcgg taccattgat atccaccata
  1460641 caggtctgtt ctgcgacttc tccctggaac tttatggtat tgttcgaggt ttccgcaaaa
  1460701 gctatacccg gcaggataaa tagcatcaac gtcactaaag tttttttcat gttattcccg
  1460761 cttaatatgg atgtgtattt tgataacaac gctattcagc aaaatgaata ttcattgaga
  1460821 ggaataacat gggccattat ctgtatattg ctgattttgt ttctgaccgg aaccagtcta
  1460881 gggggaaata gtgcagagta gaatgagaga cgtccttgtt ttatctgtga aatttcctac
  1460941 aagccctgta ggaacctatc ctggtaaaaa atagcataat taaaaatgta ttctatttca
  1461001 tataattaaa cgcctttgag tgtttgatgg gatgaattag ctttttatat aggcggttat
  1461061 cctcatcgct gaatcaaaaa aaaacgccaa gaagactggc gcttttaata ggggaattac
  1461121 gctataacct ttattgtggc gagtcttcag tagcggcttt aggatattga gaaattaatg
  1461181 tgactaataa ctgattagat tcaataaaca atgccagaca atcagcgcca tgtgtcatcg
  1461241 ctgcttgttt attctgtgca tgttattgag attcaaattt cacgcaactt gcgaccagtt
  1461301 cttgagcatc aatcagttgt acgctgcctt taatgcggtg taccaggctt gccatctgtt
  1461361 tataaatatc tgcgtgaggg atgtggtcac tgcctgccgt gctatgacga cctaccgtgc
  1461421 tacccggtcc tctggtctcc ccatcttcca cagtatccgc agtatctaca gtttccgcag
  1461481 tatctacagt ttccacaacg tcttcgtctt ctacacagag ttggcgataa agttgcgtca
  1461541 atgtgacagc atcctgcaaa ttgctttcca gcaatgattg caataattgc aattctaccg
  1461601 cagggttccc ccccgataat gtccgcagct tattctgtgc cgcagctagc ctattaaccg
  1461661 aagaggtgat ggttgtgctg tggatagctg gagcattttc ttgctgggct gtattttttt
  1461721 cactcaaatt actttggttg ccaccgcggt cattatcttc tgtactttgg ctatgattgg
  1461781 tattcgaaat ctggctcacg atatctttgc gcagtaaggt cgcctgtaaa gtatcgatgg
  1461841 ccacgggttt gatcatgcag gcattcattc ccgcatcaat gcagcgtgct gcactttctt
  1461901 cgcgggcgtc agcagtacac ccaatcacga tgaggtcttt taaggctgga tcctggcgaa
  1461961 tatgtgctgc gagttcatat ccatccatca ccggcatact gcaatcagtt attaccacat
  1462021 caaagttatt gtgctgcaat atttggcagg ctttcgcccc attttcggcg gtgactacct
  1462081 gctcgatccc aataaaggcc aactgttgtt gaagtaactg gcggtttgcg ggtaaatcat
  1462141 caacgaccag aattcgcagg tttctcagtt gattcagccg ttcatcatca acatgtgtta
  1462201 tcgctgcatc ttgggctaaa tcatccgcag tcgcaatatt cagtggtagt gtgataagca
  1462261 ggctggttcc tttgcctaat tggctttcca gcgctatttt accccccatt ttatgaatca
  1462321 attggtggca aatccataaa cctaaaccgg acccaccgaa gcgtggcgat ttaccctcat
  1462381 tggcttggct gaatggctga aataaggtcg cctgtgcggc aggggagata ccaataccgg
  1462441 tatcggtgat atcaatattc atcacaccat gctgttcgtc gcttggttcc caagtaatat
  1462501 caacagaaac actgccttgc tcagtgaact tcaacgcatt accgagcaaa ttgcccatca
  1462561 cctgacgtac tcgcagcata tcggccatca ataacggtgg gatatggtca tccaaccaac
  1462621 cggagaaacg taacccgcgc tcattggcaa taggttgata gagcgtaaac atccgctcca
  1462681 tttcctgatg gaagtcgacc gcagttggat gaatactcag ttgaccagct tcaattttag
  1462741 ccgaatcgat gatgtcatca agcaggagca tcagtgattg agcagattta gacacggtca
  1462801 ctagcgtatc tttttcgaca ggccggttac tgcgaatttc cagttccaat aaccccataa
  1462861 tcgcgtacat cggggtacgc aactcatggc tgatggttgc gaggaaagta ctcttggtcc
  1462921 ggttagcact ttcggcttca acacgggccg cttccaattg ccgttcgaca gttttgcgct
  1462981 gactgatgtc tagccagccg cccaacaccc cctgttccgc attattaaga ggaataatcc
  1463041 acaggaaaat atcccgtata tcacccttta tttctacaga taagtcaacc agttgtggtt
  1463101 ttctattgag taatacactg cggcaatact tatcaatttc acgatcaagc gggctggtca
  1463161 ttggccaatg tgctggctca tgagtttgat tgagcatgtc gtaaagctta tcgctgtgca
  1463221 catcagcaaa gtggctgtta taaacggcta actcaccact tgcggtgcga atgaatacgg
  1463281 caaacggtaa tgcattgata atggactcct gctgcaataa acgggcatgc aacaatttgg
  1463341 cctgacggcg tttattgaag accaaatagc agagatacaa gccgaagacc aagagcagcc
  1463401 ccgaacttat tttcagcgcg atcatcagaa gttcattatc cagtgagctt tcatcaaaac
  1463461 tgataggttt tggtttaaaa gtactccact cactggttag gttatcgaac tcttccggtg
  1463521 ggatagattc aatgacttta tcaataatag tttttaattc tggcaggtca gggcgtatgg
  1463581 caaatgccat cattaatggc tcttcaccgg ctaccgccac ggttttgata tttgggctga
  1463641 aattttgtgc tgacaagtag ttggcggtca tcatgttttt aactacggcg tcaactttcc
  1463701 cttgctgtag ccagcgtact aacgtcatgg tgtctggggc ttcaacaaaa gtaattctct
  1463761 gtgctagcag tgggttacta ataatgctgc tggaggcgct gcccgcctgg atcccaaccc
  1463821 gttttcctgc cagatcaccg acgttattga tatccatgcg gtcttcacgg gtcataatcc
  1463881 cccatagcga ttgggctatt gaggaggagt agagattatt gccatactga ccattgcgca
  1463941 cagcaacaat cggtaataaa tcgaccttgc cagctttaaa actgcgaaca ccttcgccgg
  1464001 tatctttggt atagaccgga tcaaacttaa tcccggtacg acgggcaatg atatcgataa
  1464061 gatcgacaga aaaaccggcc atttctccgg tccggcggtc acggaaaatc aacggtgcca
  1464121 gatcgagtgg ggcaatatag gtcaccaccg gatgatgttg gatccaactg agttcttgtt
  1464181 ctgtcagcag caatttagca tcgatattgt agtgatgctt gctaccaaac cagcgctgtt
  1464241 gaatatcgcc agtagcgcgg gtgggtaata attccagaat ttggttgagg taatcgatca
  1464301 gcttctgatt actttccctg gccaggaatg aataaggggc agggtgataa ggtgcaaaat
  1464361 ttcgaatttg cagcgtcagc aattgtagtt ggtcaattaa ataatttgct gatgttgcat
  1464421 tagccacaaa gacatcagca ttaccatagg caacagcgag caatccttgc aattggttgg
  1464481 ggtaagcaac aatccggtct gcgtgataat taaagagaaa ctcgggagac aatggctcat
  1464541 tattcacaat agccacggtt tctggatgtg tacgtttggt aggatcccaa tttttgctac
  1464601 gaacttcaac atgccggttt gtgaagaaag catgagaagc gattagcccc ggctgggcca
  1464661 acatgggagt gcctgccatt aagtcaattt ggccattctc caacgcattt aataccagcc
  1464721 cgtaatcgca gtaaccaatc atctgaaaag agagctggct ggcatcgctg attatcttca
  1464781 ggtaatcagc aacaattcct tcaatggcat tatcatcgcg gttaaccaca aaaggggtat
  1464841 tcgcgtccat gaccacgccg actttaactg tgcgtcggct tgattggcgg gtatcggtgg
  1464901 caggggtgag caacaaatcg tcattgtagc tgttggcgat actgtggatc gtcaagggct
  1464961 gcccagtatc acatccttga cggcccgtca ttagagacgc atgaagctgc ccgctaatca
  1465021 gtagcaggca gtagagtacg gtacgtaaag aaaacctgcc acgtaaaaga aatgtagtac
  1465081 gcagtgaatt acaccaaatt atgggtgtgt gcataatcag ctaattcaat gacagaactg
  1465141 agtcccaatt tggtcaaaat tcgggtttta taggtactca cagttttatt gctgataaac
  1465201 atttcatcgg caatctgttt atttgacaga ccatttacca gataacgcaa aacgttaatt
  1465261 tcccgctctg acaacaaccg cgccctattg acaggatcat ggctggaagg ttgcccagct
  1465321 aattgggtca acgtttctga tgggaagaaa gagtaaccac gtaatacgtt ttgcgccgca
  1465381 aaaagtattt cactaatatc tttattctta ctgataaatc cattagcgcc agcttgtaat
  1465441 gcccgcactg caaaaacttg ctcattcttg gctgacagga acagtgattt gccggtaaaa
  1465501 ccacgttgct gcaatttttt tagcaacgag aaaccatcaa aattaggaag ctcaatatcg
  1465561 ataataacca gatcaacggg attatttttt agtttttcca atgcttcact gccatcaacg
  1465621 gattcactga tcgtcgaaaa ctctttgctt tgtgatagca atgcatggat agcgacacga
  1465681 atagctgggt ggtcatcaac tatcatcact gattttgtca tgtactctcc gtaaaccgtt
  1465741 atatcttggg attcgcagag tgaacttact gctcctcgcg tgcaccaaga gacgctaaat
  1465801 gtttacccaa ggtgaagtaa acaagaaccc ctactgtcga tgcccaaagt actatttcgg
  1465861 tgattctaat ccctaattat agattatcaa gaaaagattc ttgcttacct atctgcaaca
  1465921 ttcactaaaa gtgactgaaa ggcttctgtt gcttagttag ttgataataa acgggttagg
  1465981 atttttttta gctaaataaa aatagccatt tcagaaaagc cgagaagaaa tagttaactc
  1466041 atcatgctat gagtaaatat acccgatttt tcagcgtttg ttgtaggaaa cttcctcacg
  1466101 ttaacgtggt gaaaacaatt gtatatacat atcatataga tagtaattaa tttattaata
  1466161 tgacaatcga gggcaacgcg atgaaatgga tgatattaca ttgaatcgct tgaggtaatc
  1466221 tgacgatggc gcaacaccaa aacacgtgga gagactttag tcagatagga ttatttgctt
  1466281 ataaatggga aaataacgcc aaaaatggtg atgtttttac gctttgtcat cacggttcag
  1466341 cggctcgctg gccctgatga ccgttgcagc tacttacaat aaagtttgct ggcgctgcat
  1466401 tgccatttgt tgctcgctaa tctggcggcg cccaatcatt tgtttatcac ccgcctgcat
  1466461 gaccgtcagg gggaaacacc gtatagcgct ccccatgccg gagagcgaaa aatactgttt
  1466521 ggcagagtgt tgacagggtg gttatctcag attagatgca tttttttggc agcctgcgtt
  1466581 agctcatccc ggaaatcagg atgtgccagc tcaatgattc tcagcgcccg ttcagttgaa
  1466641 gaaagtcctt tgaggttaac agcaccaaac tcggtaacga tatagtgggt atcgatacgg
  1466701 ggtgtggtta ccggtccgtc aatgcgggga ataatacgtg aaacagtacc tttcgccgca
  1466761 gttgaaggcg tggcgatgat ggagcgccca cctttagagg cgtatgcccc cctgacaaag
  1466821 tccaactgcc cccccgaagc gctgtattgg tgtccaagca tatgttcaga attacaggca
  1466881 cccgtcaggt caatttgcag ggtcgcatta atggatacca cgttgtcatt ttgcgcaatg
  1466941 atgtggggat cgttaacata atcgaccggc cggctgaaaa tcgctgggtg atcgttaagg
  1467001 tattcgtaca tttcttgttg ccccatggca aaagtgaaaa cagacctgcc cctgtccagt
  1467061 gtttttcgct ggttcgtcac tacccccctt cggattaaat cgaccagtcc ggggttcaac
  1467121 acttcagtat ggatccctag gtcattgcga tcttttagca ctccacaaac gaggtttggt
  1467181 agcgcgccca cccccatttg taagcaggca ccatcaggta cgaggtcagc aatgatgtgg
  1467241 ctaatagatg tatattcggg tattgctgaa cgtacgggca tctcaatcaa agggacatga
  1467301 ttttcgacaa tggcatcaac ttcagagatg tgaatcgccg ccgcttcccc ctgaacgcgc
  1467361 ggcatatacc gattcacctc aacgatgaat cgtctggctg aacgtgcaat tcgggatgaa
  1467421 tagtcatttc caacaccgag gctaaagtag ccatggcaat ccatcggaga aacggtgtgc
  1467481 atgaacgtat caataccaat ttcttcggcc agaagacgtg gtgcttgatg aaaattggat
  1467541 gggacataat tgacaacttt acgcccacca tcctctatac ctcggcgaat gagcgcccgc
  1467601 tccacggcag tgacgaacat gctatagggc ttgatgcggt tatttagctc atagcgcaga
  1467661 atagtatcac cggcaatttt ggccgtttca aaatagtaaa cgcgtagatc gccaatatcc
  1467721 ccccttgtcg ccctatctgc cagcgccttc agcagcgcgg gtggttcagc cgcaaacatc
  1467781 cccatagaga ggtgactgcc ggatgcaata gaggaaacgg cctcctcagg cgtggtgagt
  1467841 ttctcgtcat acaatgcacg tatatccatg atataaccct cgctgttttt ctcagtatcc
  1467901 tgccatttct tctggtgagt gaccgcggcg ataaaccagc atcgtgcgtt cgaagctcat
  1467961 cacctctatg ccatcttgat tgatgccacg ggtttgcacc gtgacgatcc cctgacctgg
  1468021 gcggctgttt gacaggcgtt tatgaagtac cgtactttcg gcataaagcg tgtcaccggc
  1468081 gaacaccgga tgggttgctt tcaccttgtc ccagccaaga ttggccacga ctttggcact
  1468141 gaccgtacgc acgctcatgc cggtcaacag cgctaaggtg aatgttgaat caaccagtag
  1468201 tttcttccat tcggttttgc tggcataagc tgcgtcgaaa tgaacctgct gtacattgag
  1468261 tgtcagtagg gtgaaccaca cgttatcggc atctaaaacg gtacgtccgg gtcggtgctc
  1468321 aaaaacatct ccgggggtga agtcctccca gtagaggcct gaaatctcgc ggtagcggca
  1468381 atcaccaact gttttataag cagataataa agaatccata gcactatcct ccatcagcga
  1468441 cagtgaagtg taaaacaccg ttaaatcaat agataaagtg atatcaggca gagatacccg
  1468501 ctcgggtaag tacccggcgg gcctgacgtg caacagcctc atcgatcatc attccgttga
  1468561 cggtcccgac ccctttggta ttctcggcga gcactgcgcg ggcatggcgt atctctgctg
  1468621 cagtgggggt aaataaggta ttgattgtgc tgatttgtgc gggatgaatg gccgcttttg
  1468681 cagaaaagcc gaaatcagat gcgcgaaggg tctcagactg taggcctgaa acatcgtgga
  1468741 catcaaaaaa aggggcatca atagcgggaa tgccattcat cgcacaggcg gagactaacc
  1468801 gggcacgcgc cagcgctagc ggttcccagg tggatgctgc gccaatatcg gcggccatgt
  1468861 ccgcagcacc aaatatcaat ccggccaatt ttggggtggc agcagcaata gactcaacag
  1468921 cgttgaggcc acgtacagat tcaatgatgc cgataaggcg cgtatcagag cctgcgaaca
  1468981 tcattaggcg atccagaatc tgcagatgag ccgctgactc cgttttagga aggactaggt
  1469041 aatcgggaag gctgccacat tcgagtaagg cgtgaatatc ctcaataccg gcacgagtat
  1469101 ccagtccgtt gatccgtagt gccagcggta gtgatgtagc cggacgtgaa gagagataag
  1469161 agatggcttt ttgtcgggcc tgctccttat ccgcttgaga gaccgaatct tcaagatcaa
  1469221 taatggcgac atctgcaccg ttttcagccg ctttagcaaa gcgatccgag cgagtggctg
  1469281 gcgtaaagag ccaactgcgg gtttggtaag tatcaagatt agacatgatg ttcctcctcc
  1469341 aacttcgctt agtctatggt cgccgttatc atttatccaa tatatgatac cggtgtgttt
  1469401 aattgctttt ggatatgaag atggagttac gtcatatacg ctattttctg gctgttgctg
  1469461 aagaacgaca tttcacacgc gctgccgccc ggctaggaat aggacagcct cctctcagtc
  1469521 agcaaattaa ggatctggag agggaactcg gtgcgttgtt gttccggcgg gtttcttatg
  1469581 gcgcagaatt aactgaggca ggtattgcat ttctggatgt tgtcaaagag atacctgtga
  1469641 tggcagaaag agcggcccaa gctgcgcagc gggctgtcag gggagaactc ggcgtactca
  1469701 gagttggctt taccgcgtca tcagcattta acagcgtagt gcctacggcg atccgtgcct
  1469761 ttagacgtgc atatcctgat gtacgattac agctagagga agataacacg actcgactgg
  1469821 ctgatggatt gaatgaaggc tcgctcgatg tcgctttcct gaggccaggc tttgctggca
  1469881 gcgaacgttt ccacctcaga atgctatctg aagagccgat gatgattgtc atggcggaaa
  1469941 atcacccggc ggcatcgtat gaagaaattt cgcttagcgc attcagggat gaaactttcc
  1470001 tgctatttcc acgagagatt ggtctgacgc tttacgattc agtgattgag tcatgccgta
  1470061 ctgcgggttt tgagccgact attggccaac tggcaccaca aatcgcttcg gtcattaatc
  1470121 tcgttgcggc agaaatgggc gtttcaatcg ttccggcttc catgagccaa gtgaaagtta
  1470181 ttggggttgt atatcgacac attgctgacc agacgccgac agcaaagctc gcgttggcgt
  1470241 accggcgagg ggatacctcg ccggtattaa gaaactttgt cctgaccgtg tttccttgaa
  1470301 ttctctccgt aggttaaggc gactctatag gttaaaacga tccaatcggt taaaaaacgc
  1470361 cccaagagca aaattattgg ctatcaatat ccggcctgca tacaggatta ttatccgagt
  1470421 cgccaatatc ttttcttgac agagacacgt cgcaaaccag cgtaatatga tcacgatatg
  1470481 aatacccaga gaaagcacca cccaggtgag aacgcttata tccggtgatc tccaacgggc
  1470541 cttgttcaat aatgattgac cagttattca tgcgatcttg tggaccaatg ggaataaaaa
  1470601 cattccactc gccttgcgga ataaacgaga aatgtccctt ggtatcggtg gtggttgtct
  1470661 gtattttttg atcaaaattc gctaaagaaa ctttcacgcc agccaatgtt tgcccttgat
  1470721 ctgtgataac gccgttaata tgggggctac cataattatg gtatacacac ccgcttaaaa
  1470781 aggcagtgcc agacaaaact aaaaacagtg ataaaatttt cttgcattga atgttttggt
  1470841 taaacattaa ttaataatcc tattttttaa attatttatc actattaggg tgtagtaaag
  1470901 actggatata ttctgctgct tgctgttgat ctaatgcgtc acgttcacag agttcgatat
  1470961 caaatacttt taatgcatcc ttaagctgat taattgactg agggatgtca tgaatacaga
  1471021 aaatataagc attttcaaac ggtgcaaggt caactaacct cagtttgtat tgttgaagat
  1471081 aagaattcat atgctctaag taaggcagtt gatatgggag cataaagtaa tcgacttctg
  1471141 cagtcatagg gtcaatgctg tcccaatcaa tcccatcaac cagagatatg acaaaatccc
  1471201 ccatattttc cggtaaaaag agacagtcaa gggacttcag ctctggcgtg tatccgcaat
  1471261 attctttcca ttcttcataa accatcagct gttgttggct taaatgggta taaagccagt
  1471321 tcagtacgtt tccttgatcc aatttttcga gtttatttgc ctgtaaaggc tcaatatcca
  1471381 gcaagggtat actttgtgct aatgcgctga ttaattggtt tactgcggtc attatgttcg
  1471441 tccttgggcg ctaaatggtt atcatatacc attttaattt gtatggataa atgaagtaac
  1471501 acaattaatt atgagacgac gctattatat gcttggcgag ttagggcgat gatccaaacg
  1471561 gatgcgttgc tttctgttca ctgttgtaca ggcagcttag aagcataaat atcagagaaa
  1471621 cagtctgatg ctcatggcca taaatcgtca cttattctag ctgtttattt ttggtctcgg
  1471681 gcagcaatag gctcattacc aatacgatgc aataggcact gccagcgaag actccaatgg
  1471741 caaatgccag actacttgac tgactcagat agccgaccag ccccggaaag agtgcaccga
  1471801 cggcacgacc aaaactatag gtaaaacctt gtcctgtagc acgtaccgcc gaaggaaaaa
  1471861 gctcagtgag aaaggcaccc atgccgctga agatcccgga tgccgaaaag ccgagtggga
  1471921 atcccagaac gagcatctgc gtgttggtca gcgtaagttg ggtataagca aaaattgtta
  1471981 tacacgacag cagtgagaag ataatcagat ttgcccgtcg cccaagtttg tcggtgagat
  1472041 aagcgccaca aatatagccg acgaaagagc caaatataat caccatgaga tacccaccag
  1472101 taccgatcac cgagagattg cgttcgagtt tgagaaaagt gggcagccaa gttgtgatgg
  1472161 cgtagtagcc gccttgcact ccggtacaga gtaaagaagc cagaacggtg gtcttgagta
  1472221 gcgcggggga gaaaatggcg aaggaagaaa cgcgtcgatc cttggcttgc tgctcgtggc
  1472281 gggatttcag gaataacgcg ggttctggga cgtttttacg tatgtagagt actaaaaggg
  1472341 cgggaagcac accaatccag aataatgcgc gccacgccca ctcctctgat agtaccgaga
  1472401 acattagcgt gtaaagcaag gctgctgcac cccaaccaat cgcccattgt caacgacgga
  1472461 tgaaaagtga tccacttata tctccaccaa cggcccaata ttgatccacc gttttactca
  1472521 ggattagctt ctgctataac cccggccttt cgtttctgtc tgagtcgata gctttctcct
  1472581 ttgatttgaa cgacatgtga gtggtgtaag atacggtcca gcatcgctga ggtcagtgct
  1472641 gcatcaccgg cgaacgtttg atcccactgc ccgaacggca gattggatgt caggatcatt
  1472701 gcgctctttt cgtaacgttt agcgatgacc tggaagaaca gctttgcttc ttcctgactg
  1472761 aacggcagat agcctatttc atcaatgatg agcaggcggg gggccattac tccacgctga
  1472821 agcgtcgttt tataacggcc ctgacgttgt gccgtagata actgaagtaa cagatctgct
  1472881 gctgttgtga agcgaacttt gatacctgca cggactgctt catagcccat cgctattgcc
  1472941 agatgggttt tccccacacc tgatggcccc agtaatacga tattttcatt acgttctatg
  1473001 aagctgagtg agcgtaacga ctggagttgc ttctgcggtg ctccggtggc gaatgtgaag
  1473061 tcatactctt cgacgttttc accgccggga aggctgccat tcgggtatac atcgcctgtt
  1473121 tacgttgatg acgtgccagt ttttcttcat gaagcagatg ctccaggaag tccatataac
  1473181 tccattcctg gtctactgcc tgttgtgaca gcgcaggcgc tgcgcttata aggctttcca
  1473241 gttgcaactg cccggcgagc gccatcagtc gttgatgttg cagttccatc atcacgccac
  1473301 tcctctgcag aatgagtcgt agatggagag tggatgatgc agggggtgtt tgtcgaagtt
  1473361 caccagattt tcatcaagat gcacgtcata ctcttttttc tccggaggca gtgccagcat
  1473421 ggactgctgc tcttcgagcc agcgatcgca gggacgggcc tggattgttt catgctttcg
  1473481 ttggttagcg acatcgtgca gccagcgcag accgtggcgg ttggctgttt caacatcgac
  1473541 agtgatcccc atcgggcgca ggcgagtcat tagtgggatg taaaaactgt tacgggtgta
  1473601 ctgcaccatc cgttccacct tacctttagt ctgtgccctg aaggggcgac acagtcgggg
  1473661 agagaagccc atctccttgc cgaactgcca cagcgaagga tggaaccggt gctgaccggt
  1473721 ctgatatgcg tcacgttgca gaaccacagt tttcatattg tcatacaaca cttcgcgcgg
  1473781 cacaccacca aagaagcgga acgcattacg atggcaggtc tccagcgtgt cataacgcat
  1473841 attgtcagtg aattcgatgt acagcattcg gctgtatccg agaacagcaa cgaacacgtg
  1473901 aagcggtgag cgaccattac gcatagtgcc ccagtcaacc tgcatctgtc gtccgggttc
  1473961 agtttcgaac cgaacggcag gctcctgctc ctgaggaacc gagagagaac gaatgaatgc
  1474021 cctgagaatg gtcattccgc cacgatatcc ctggtctctg atctcgcgag cgattaccgt
  1474081 tgccgggatt ttgtaaggat gagcatcggc gatgcgttga cgaatataat cccggtattc
  1474141 atccaggagt gaagcaacag caggtcgcgg cgtatatttt ggcggctcag attttgcctg
  1474201 caaataacgt ttaacggtat tgcgggagat ccccagttct ctggcaatcg cccggctact
  1474261 cattccctgc ttgtgcagga ttttaatttc cataactgtc tcaaaagtga ccataaactc
  1474321 tcctgaatca ggagagcaga ttaccccctg gatctgattt caggcgttgg gtgtggatca
  1474381 ctattgcacc gttcgttaca cccatccact ttgcacggtg cctacggctt tcccgcgatg
  1474441 ttcggcgcgg acgatttccc ccatcaatac agaacctacg gcccattcac caccaaaacc
  1474501 taaaccttgt agcgcgcgta ggatgaaaac gtgttcgaag ttctgagcaa atccgatgag
  1474561 taccgtacat aaggagaacc ataaaatagt tatttgcagg atacgcaccc tgccataacg
  1474621 atcagcaagg atacccgcac cccagccacc aatagcggag aaaagcaggg tgacggtgct
  1474681 caacattccg gcctggcctg cgtcgatttg ccagagagcc atcagcgtag caatcacgaa
  1474741 tgtaaaaacc atgaaatcta gcgcatccaa tgcccaaccg ccaaaagcag caatgaaagt
  1474801 ttttctttct gtctggttga gatcgctaaa ccaacgcata aatatctcct ttacagactg
  1474861 gctttttaac tcttgtgagc acctcacaag ttattttgtt atttttaaaa atcatataga
  1474921 cgagcagggt tatcgaccaa gatccggttg cgcacctgct catcgggtac ccaagcggcg
  1474981 agcaaattgc gtaatcctcc agtatctggc attcgagata ccgagacatg tggccagtcg
  1475041 cttccccaga ccatgcggtc aggtgcggtt tcgataagct tttgtgcaaa aggcacgaca
  1475101 tcgagatagc cgtcttgcca tgattcactg atacgatagg ctcctgataa ttttacccac
  1475161 catccatatt ctctgaccat atgcaacaat gtctgatagc ctgggtgatt gagtcccaat
  1475221 gacacaggca tatgtcccat gtggtcgatg acgcacggac aaggcagttt tttcattcgt
  1475281 ggtatcagtg ccggaagctg tcgtacatcc atcaggaact gcatgtgcca gcccaggggc
  1475341 gctatttttg atgctaaatt ttccatggca tcgaaaccga ttcctccccc gaacagcacg
  1475401 ttgatgcgta gccctctaac accggccaat gccatgtctt gcaattcttg gtcggtgaca
  1475461 tcttccgtca ctactgccac accgcgtaaa tattccggat gccgtttcag tacctgaagc
  1475521 atgtaacggt tatctgaacc ataaacgctg atctgtacca agacacctcg gctcatacct
  1475581 gttgctgcaa gcatggatag gtatttctct tcaggtgctg gtggcggggt ataactgcgt
  1475641 tccgccacca tggggtagat agcgcgaggg gagataacgt gtgcgtggct atcacatgca
  1475701 tcttcgggta gcgcaaaaat cgaaggttcc ataatatcga atgggactgg gcagttagca
  1475761 gaagagtttt tcattgttaa acacaggtaa aaataaaatt cagattagaa ggcaattatt
  1475821 gatatagaaa gcgaatgttt tgatataaat taattgacaa aaatagaaca aaccagaaca
  1475881 agaatatgac actgaaacag cttgaggcct tttattgggc ggccagatgt tctaattttt
  1475941 ccattgctgc tgagcggctg catatttcta tctcttcctt atccaagcga atagtcgagc
  1476001 tggaaacgtc actggggtgt actctttttg accgctctgg ataccgggcg gtgttaacgg
  1476061 agaccggtca gaacctgcta ccgcgcgcat ttgcattgtt ggagtctgct gctgaaatcc
  1476121 gcaatactct gggcgcaagc gaaggtttgt ctggcatctg taattttggc gttggagagt
  1476181 tgagcgctct gacgtggctg ccgagtttta ttgcttcagc ccgtttgctt tatccgaagt
  1476241 tgcttttagc gccacatgtt gatgttggtg cggctcttga aggacgagtt aataagggcg
  1476301 aaatggattt tgcgatcatt gcggggcgtt cttctcggca gaatattttg tcgttgccca
  1476361 ttgctcaggc gcagtttgtc tggatggcat cgccgacgtt agcaaatact gtcggtaccg
  1476421 ccgacagtgc gttacggcag gcgcttcctc tgattacact cccgccagga gcgggttcta
  1476481 gccggattat cgacgcttgg ctcatggcat atggaattgc ctcggtggcc cgtatcaatt
  1476541 gcaacagttg gggggccatt gtgggtatgc tcattgcgtc agtcggcatc ggcattctgc
  1476601 caacaagttg ggctgaaaag ctttccctac acaatcaact ggaatatctt ccttgctctg
  1476661 aacctttagc agcattgaat tactccttcc aatggcggcg tgatgatcca cgcccactaa
  1476721 tcagaaaaat gcgtgtgttg gttgccgacc tggccgattt ctcgctaaat agcccactgc
  1476781 cactaaataa ttcactgccg ctacatcatt cactaccact acatcattca ctaccacaac
  1476841 gtgattaatt tagtgtgcaa attccgcata catttagcta ttaggtggta agttggtcac
  1476901 cttcaataat cgcaatccaa ggatagacat aaatagtgtc gtcaacgaaa agagggatgt
  1476961 ttcgatattc agcgaagatc acaaacaaat tcagcgaaaa ttacaaacaa gctcaacgaa
  1477021 gatgactaac aaatttgtga taccatttaa gcgctaattc tgatgatgaa caatgattct
  1477081 agtttagaaa gaagaaatga cttctgagcc gcattgtcta tcataaataa ctgaatgtca
  1477141 tccacgtccg cgttagagcc gaatacctga aaatgacata aatcctaagg acatcagccc
  1477201 tgccgtcata aagacgatgc cgagcccttg caaccctttt ggaatgttag agtacttcat
  1477261 tttttctcgt aaacctgcca tggatataat ggccagcatc caacctaaac cacagccagt
  1477321 cccgtaaaca aaagattcgg tgaacgtata ttctcgctga accataaaaa tggttgcacc
  1477381 aaatattgca cagtggatcg tcagtagtgg taaaaaggcc cccagggtgt gatgtaagct
  1477441 tggcaaaaat cgctcaagta ccatttcaag tatttggact aatgccgcaa gcaccccgat
  1477501 gaaggtaatg aaatcaagaa aactaagatc cactccatca atcagagcat tctctctgag
  1477561 tatataggtg taaataagat tattgagagg tgttgctatc gccagcaggg ctgtaactgt
  1477621 caacccaagg ccaaaggctg tttctacttt tttagatatt gccagaaatg tgcacattcc
  1477681 aagaaagaaa tttaatgcca tattttcaac aaaaacagct ctaataaaaa tggtcaaata
  1477741 actctcggtc attacacaca ctcctaaatc gtccatatgg agtcacattg tatcattatg
  1477801 ttactgatta tttcttaata tatttcatcc tggcggcttt tttagaatta tcttgaaagc
  1477861 tacatttggt gagtttaatt cttttctaat tgcggctctg acatcacaac tgagagctag
  1477921 caagaagaat tgatcattat tatgtagcga tagtcttaac tgtgagcaag ggtagatcgg
  1477981 tgtatcaata agaccctgtt agtgttagca atagggtaga aagtgaaatt atgttgacgt
  1478041 aatgagcagc gcattttact ttccataaat gccaaattgg ttgacctttg tggaagaact
  1478101 gcaatgaata aaattataac ggatcagcgt caccaatttt cctcacgagt gaatgacctt
  1478161 cacccgtcgc caattaggga aatactgtct gtcattgatc gtccgggaat gatctcgttt
  1478221 gccggcggat tacccgcagt agaaagtttt cctcatatga gccttgaggg aatgccgcag
  1478281 ccgatgctac aatatggcgc gagtgaaggg gagctggaat tacgtcaaca gattgctcaa
  1478341 aatttgtgtg agcgaggttt atcctgtact gaggaacaag tcctgattat ttcaggctca
  1478401 cagcagggca ttgatctggt cgctaagttg tttattgacg agggaacccc cgtcgccgtt
  1478461 gaatcgccta cctatctggc tgcgttacag gtattccgtt ttttcggtgc tcaatttgtg
  1478521 gcttatgatt caactcagcc tgatatcgac aagcttcgca ccgaaaaacc tgcttttgct
  1478581 tatactattc cgaccttcca gaatccaagc ggtcactgcc ttgatactga acaacgagag
  1478641 ttactggcga agacatgtga tgacattatg ttaccgctct ttgaagatga cccgtaccat
  1478701 gacttggttt atgacccttg tgagcgtaag ccagtgtgtg cttcattaca gcgagcttcg
  1478761 tggatttacc aaggatcttt ttctaaaagt ttatccccgg cgctgcgttt gggctatctt
  1478821 gtcgcatctt cagaattgat tccctatttg acacgtttaa aacaagccgc agatttgcac
  1478881 agcagccgga tcagccaatg gttagtgtta cagcagttgc gtagccctag gcatactgag
  1478941 catatgcatg aactggcagc ctattatcga actcgccgtg atgcgtttga aatctcccta
  1479001 caacgccatt ttggctctct tgcgacgtgg aaaaaaccgg ctggagggct gttcttctgg
  1479061 ttaaccctta atcgctgcat agatactcgt caactcttgc ctaaagcgct ggcaagcaat
  1479121 attgcattta tgcccggaga gtcgttcctc cctcattcat ctgaaggctg cggtcagtta
  1479181 cggcttaatt ttagccatgc gacggaagaa caagcggatg tagggctgaa aatattagcg
  1479241 ggtttagtgc aggaacatgc ataagatggg ctatcggtga atctcattga ctcattaatt
  1479301 gaagacgctg aatgaatcga aataaatttc agatggaccg agtaacgaaa gctgccaacg
  1479361 cacatgcagc ttgaagtata acgagtataa attataaaaa tcaatccagc ctgtaggtgt
  1479421 aataactggc ctacaggctg ctacagcatg acaaccgtat taacctactg atttttgctc
  1479481 atataactct ttaggcgata cattttgagc atcaggttct tcgaacaata tttcttgtga
  1479541 ccagacatct atcggtgcgg ccgctacctc attggcgcgt ttacgcagac tgaaccaccc
  1479601 ggcgatcagt agcagtgtga gcacgggtat gctagcgatg gtccaggtgc catttggata
  1479661 gtcaaaggcc atcatcacca aaacgcccgc caaaaagatc aatgtcagcc aagatgtcac
  1479721 tggcgcaccg ggcattttga aggagacagg ttttgccatt cctcttttta ttgcctgacg
  1479781 taatttcatc tgacaaatga taataaatgc ccatgaacta atgatcccca aggaggctat
  1479841 attcaggaca atttcaaaaa cttgagaggg aacgaggtag ttgagtagta cccccaagac
  1479901 ataaatgccc acagtgacca aaatccctgc atagggcacg gattgcgggc tcatcttgga
  1479961 cataaattta ggtgccgatc cccccattga cagtgaacgg aggattcgcc cggtcgagta
  1480021 aagcccggag ttcaaactgg agagtgcggc ggatagcacc actatattca taatagtgcc
  1480081 aatgtaaggg acccccaagt tactgaagaa tgtcacgaat gggctttgac ccgcttgata
  1480141 agcatgccag ggtagcaagc agaccagtag gacgacggag ccaacgtaaa acaaacctat
  1480201 acgccatatc acgctattaa tggctttggg cagcattttt tcggggtctt tacattcacc
  1480261 agccgcagtg ccaattaatt caataccggc gaaggcgaat ataacgcctt gtaccattat
  1480321 cagggcaggt aagaggccgt gaggaaagaa accgccgttg tcggtaatca aatgaatacc
  1480381 agttgtatga cccgcgacgc tttgacccgt accgaggaag atcacaccga caatcaaaaa
  1480441 cagggcaata gcggcgactt taatcagtgc aaaccaaaac tccatttcgg cgaaccatct
  1480501 tactccaatc atattcatgg tagcgacaat cgagagtgcg cctagggcaa acagccattg
  1480561 cggaacatca gaaaatgtcc cccaataatg catataaagc gccactgcgg tgatatcgac
  1480621 gatgcctgtc atcgcccagt taaggaagta catccagccc gcgacatagg atgctttttc
  1480681 tccgagaaat tcacgggcgt aagaaacaaa gctgccgctg gtagggcgat gtaagaccag
  1480741 ttcccccaag gcccggagaa tgaaaaatga aaaaattcca caaaccagat aaaccagtgc
  1480801 taatgctggc ccagccattt gtaagcgggc acctgtacct aaaaacagtc ctgttccgat
  1480861 ggatccgcca atggctatca tttgtatatg acgtaggccc atacttttgt ggtaacccgt
  1480921 atcatgagaa tctaaccagc gttttttcgc ggcgtgatgg gtctccgcag agtgttttcc
  1480981 tgacatcata aactttccct atattcttgt ctgtcggcaa tcattgtgaa tgtactacag
  1481041 caaatgattg ctaaaggtta atgcataaat agcgtcttag cgccttcagt tattatggtt
  1481101 tttatcaata ccagtggatc tcgggggggc atgctatcgt ttcttctggg atgaggcaaa
  1481161 aaaatattca cttataacat gattaaatga ttaccatcac gggtgtcatg gcgtaaaact
  1481221 attccccata attattcata aaccaacaag aaaactgtaa ccacttgtta aatagagtaa
  1481281 aaataaataa ttagttagcc gtgagtataa attatatttg tacgatttta taattaatat
  1481341 atttaaagat taattttatt attgaaagta tactaatcta ttatattgca ttttatctta
  1481401 tttcatatgt atctaaccca tggaataaga tttatttatt tttataaatt ataatttatt
  1481461 taattaaaca ggcttaatat gtctaaggac atcaatggtg aatggattat tatgaaaagc
  1481521 attaatgatg aataaatagt tgttcgcctt taactattaa ccacaataat ggggtcgctg
  1481581 cataaataaa ggcggaactg cctgaatcat gatcgatttt ttaactacgc tcaatttttt
  1481641 agctaccact ttattttaac tatcaccctc tttttaacta tcaccttctt tttaaccatc
  1481701 atcataagta ctaacgcgga ggagaggcga tgattaactc gagtgctttt tctgccagtt
  1481761 cctcatacac ggtggaggat aaactgttgt cagtgataac cacgtcgaat gccgtgagtg
  1481821 gcaatgccag ataagtcgca accttgccgt attttgatgc atcagccagc aatacacgct
  1481881 tactactggc ctcactgatg gcgcgcttta cggggacttt atcttcatcc ggcgtggata
  1481941 tacctcgaag gccccagcag gacgcggaaa taaaggcaat atcgatggac aggtttctca
  1482001 gggaatgcgc ggcagcctct ccgatacaag agcgattttt acggcacagc gtcccgccgg
  1482061 agtggatcat cctgcattgg gaggattcga tcaaaaagtt agcaataaca aagtcgttgg
  1482121 ttaccactaa cagatcatct ctgtcctcca gttgacgagc caatgccagc gttgtggtgc
  1482181 ctgcatcaag ataaatacag ctattacggg gaatatgcag agcagccgat gtgccaatag
  1482241 cctgtttttg gcgactaaac atcatcgttt tatcctgatg agagggttca attgccagcc
  1482301 gttgtgtcga acgcaccccg cctgaaacgg acaatactgc accttgctct tctaatttct
  1482361 gcacatcgcg gcgtatggtc atatgtgata cccccaaacg ttccgttagt tcagcgatgc
  1482421 tgaccacgcc acgttcagcg accagtgcca atattttttg atgacgttca atcggtatca
  1482481 cgtgtacccc tcactcagtt aatatacgag agaatagatg atgataatta atgtgattat
  1482541 atgccagcaa taaaaatgta cttctcattt tttaacgtta attttcacct gaaaaataag
  1482601 atcatcacca aaattaacat tggagaggtt aggggcgatt gtcgatgacc tcatttgtcc
  1482661 tgatgatctc atttgtacta tagatatcgc cagtttccag cgagtaagcg atagtcaggc
  1482721 agtgttgaga aaaatagttt tggtgtttca ttaactggtc agtctatgtg atgaccggtg
  1482781 ccttcctgcc tgtatacgtc gagaaaattg ccaataaata tttatcaata acgtgctcta
  1482841 tacggcagat atatttgctg aatgtagtat tagcgtcata attacagtat tcagcttgaa
  1482901 aatagagtct aattctcttt ttcctgtcaa tgccacatgt cgaacgggtc aatcttattg
  1482961 ggcgttataa tgtagttgcg caactgaata ccttctatac tcaaataatg gcgagtcagc
  1483021 tgcaaccgtt taattgcatt catggtgcgg cttcataggg actattcaaa ttacatcggc
  1483081 acctgatcac tataaattag atgaagagga gggcaatcat ccgtatttat tgattctgtt
  1483141 tggttgtatt acctgtgctg gctgggctga ttgtgagtat cagccattag tggctgcgac
  1483201 acaagtattg gccttggggg agccccccac ctctctgtag tagacttttg aattattgca
  1483261 aaaaatttca ttgcaaggct attttatgtg aagaattttc actttattgc gttaacaata
  1483321 gaccatttaa agtgtaaggt taaatggcta tgccatgata atttttaggc tttaattaac
  1483381 gtatttcgcg ccacttattt ttcttttatg ccttgtattg ctatggaatg ctaaccgcat
  1483441 cgacacaggc ttatcttttt cgtttggata taatcaaatt gttgataaca agtgatatac
  1483501 agctctctta acctacgtta tcttacgatg agaatttcat gatgaaatta taaaaaacag
  1483561 gatgaaaagt gtagtgattc gttgtcacta ttccatttaa tttaaaacgg aataaatatt
  1483621 cctggcgctc taaataggtt ctagaactaa aaagatagaa aataaacaaa aggcgaatgg
  1483681 agataacaga tatgccgaca gatgatagca ataacggaat tatcgactac gtatcaacag
  1483741 gtcatctacc tgacccggaa acagtcgtta aattagtgca agaagcccat aagcgattta
  1483801 gtacggatac tgctggtgtg gtttctaatg tttatccggc attagagaga attcctgctg
  1483861 atctctttgg catttgcatg gttggcacta acggcaaaat ccactctgct ggcgatgtgg
  1483921 attatgaatt taccattatg agtgtttcca aacccttcgt ttttgcactg gtttgtcagg
  1483981 ctattggggc gaagaccgcc cgtgaaaaac tcggggttaa cagtaccggt atggcgttta
  1484041 actcggtaac ggccattgag cgggcatcgg atggccgtac aaatccaatg gttaactcgg
  1484101 gtgcgattgc gacgaccagt ctggttcctg gcgcgaccag tgatgaacaa tggaaattca
  1484161 tttatgacgg tttgtgccgc tttgctggcc gcgaattaac actgaatgaa gaagtatacc
  1484221 aatcggcttg tgaaaccaat ttccgtaatc gcggtatcgc taatgtgctg caaggttatg
  1484281 ggcgtctggg gtgtgatcct attatcgcca ctgatctcta tacccgccag tgttcactga
  1484341 atgtcagtgc ccgagatctg gctgtgatgg gcgcgacatt agcggacggc ggcgttaacc
  1484401 cactgactcg tgagcgagtg gtggacaatg atatctgcca ttatgcatta gccgtcatgg
  1484461 taacggcagg gctgtatgag acctctggag actggctcta cgatattggc ctgcccggta
  1484521 aaagcggcat tggcggtgga attgtgacag tgtcacctgg caagggaggg ttggggacgt
  1484581 tcgcaccgtt actcgacagt gcgggtaaca gtatcaaagg gcaacttgct gctcggttct
  1484641 tatcacgcag tctcgggatg gatatgttcg tttctgagcc ttacaccgaa aagaattgat
  1484701 ctgtgggata tcgatgttgt tctgaaagcc aggcggtctt ggcaatcagg ttatatcgaa
  1484761 aattaagttg ttctaaaaac aaaaaataga tcaaaaggat agaaaattta tggcaaatca
  1484821 atcagtttct cgtacaggta cggaagttaa ggagtcctgg gtgccgatga ttaccatcgc
  1484881 gctggcccag atcctgatgt cattcaacgt ggcctcccta cctgttgcgt tgggcgggat
  1484941 ggtaaagagc tttaatgtgc caccaaccac tattgccacg gcgatagtca tgtactcatt
  1485001 gtcggttgca ggctttgtga tgttgggtgc caaactcaac caacgctttg ggccattgat
  1485061 agtattccgc tgtacagttc tgttattcgg cctggctcag accatgatga cattcagccc
  1485121 gaatgtcact gtaatgatcg gtgcgcaggc actgagtggt ctggcaggtg cggcattggt
  1485181 accggcactg gtggcgttaa ttgctgaaaa ctaccgtggg cctcaacagg ccaccgcact
  1485241 gggggcatta ggttctgctc gcgcaggggc gggtgttgct gcgttcctga tcggcggtat
  1485301 tttgggaacc catatcggct ggcgtccagc gttcggtatt ttgattgtgt tgtctgttat
  1485361 cgtttttgta ctgagtttcc gtctgaaagc agataaaggc cgcccagaag tgggtattga
  1485421 tgttatcggt gtcgttttag ctgcatctgc gattattttg ttgtcgttcg gctttaataa
  1485481 cctgaaccgt tggggctttg gtctggttcg tgacggcgcg ccgtttgacc tgctcggttt
  1485541 ctcaccagcg ccgtttatga tcgtgttggg tatcgtcttg ggtcaggcat ttgtggtctg
  1485601 gacccgccgc cgtcaggagc aaggtaaaac gccattactg gcgctagacg tgattacatc
  1485661 acccagtgag cgggcggcgg tatttgccat gtttgcggtg gttgcgctgg aagccatgct
  1485721 gaacttttct gttccgctgt atatacaaat cgtgcagggc agttcgccga tggcaacagc
  1485781 tatcgctatg atgccgttta acctatcggt attcttctct gcgatgctga ttgtacgttt
  1485841 ctacaagaaa ctgactccgc gtaaaattgg tcgttacggt ttcatcactt gtactttggc
  1485901 gctgttgtgg ctggcattcg tggtacgtaa taactggagt gagtggtcgg tcttgattgg
  1485961 tttggtggtg ttcggtatcg gacaaggctc actcgtcacc ttgctgttca acgtactggt
  1486021 cagtgcatca ccaaaagaat tggcaggcga tgtgggttct ttacgtggta cgaccaacaa
  1486081 cctggcaagc gccatcggta cagcggttgc aggtgccttg ctggtgggct tgttaagtgc
  1486141 caacgtgatg cgcggtgtcg ctgaaacgcc gattctgacg gatgagatcc aagctcaggt
  1486201 caatatggat agcatcaact tcgtcagtaa tgatcgcctg aacagtgtat tggctcaaac
  1486261 ctccgcgacc ccagaacagg ttgccgaagc ggtgcgggtg aatgaagaag cacggttacg
  1486321 tgcgctgaaa ttcggtttac tggttatggc gctgctatcg ctgttggcta tcttccctgc
  1486381 tggccgctta cctgactatc tgccgggtga actgcctgct gataatctgg ataaaaaagc
  1486441 cagcaagtaa gttgctggag gttattgaca aagtgcccgc gacggagaga acaggcagat
  1486501 cgtaaagacg ccgtaaatac atccatgtag gctcgagccg cgccatcctt ggcgcggacg
  1486561 ctttactcct ctgcctatcc tcaccgttca agatcgcgtc atcggggttt gtcagcagtc
  1486621 tgaagcaagt aagttgctgt taaaatttaa ttttttgaaa tataaaatgt tgaaataaaa
  1486681 gtgactggca gtgtgttgcg aaagcagcca ctgccagttt tttctttctg gctaccgcga
  1486741 cttatcccct ctataaccca aaatccaaaa tctatcttga agggcgacgg gtatataact
  1486801 cgaaaccacg actttgcttt agcgattagc attatcttca atctacataa ttatcttcag
  1486861 tcgatggcgg cactttccct atattggtgg ggtaaattgc gcatcagtac gcattttttg
  1486921 aaaaaaattt cagaaggtta aatgtttctt gatactggtc aagacacatt tcctttgttt
  1486981 agtgttaatg ttaataaatc tcattattaa cttcatgtac attaatcatt atgcgcattt
  1487041 ggcaaaaatt cttgctgctc ttctgctgtt gggtgttatc tggtccgcta gtgtgggctt
  1487101 caacagacta ctcactgtgg gttaatgata ttcaatcccg gttagataaa acggctcagt
  1487161 tgtatcaaca acaaaaaact gatgaagcga gagcaatggt acagatggcg tattttgagg
  1487221 tgtttgaaaa ccttgagggg ccgattcgta tcaacatctc cgcgcaaaaa agcttccaga
  1487281 tggaggcggc ctttggcgaa ataaggcgga tgattggtga aggcaaatca caggctgatg
  1487341 tcgataataa aatcaattgg ttgaaaggcg aactaacggg tgtcttgccc gtgttagttg
  1487401 atggacacaa actcactgct gagcagcaac acgctgctta tgaaaacagc gatattgccg
  1487461 tatattggca acagagcttt agaattattg atgatttatt ggcgcaagct atcagtgaat
  1487521 atcaggacgg caaatatgcc gaagccagta aaagtgtgca gcaggcgcat tatcaggggt
  1487581 ttaaaaactc tgaaatggag atgtcggtgc ggggaaatcg ctcggcacag caagcagcgg
  1487641 agataaatca gcaatttacc gccttgatcg atttggcgcg ccagcccgat aaaatgaccg
  1487701 aagtggccta tcgtgtcacc gggttgctac acaccattga agacatctta ccgggcttac
  1487761 caaccactcg cgaacaacaa caaattactg ttgaccaacc catctcttcc gacgccatcc
  1487821 ccgatacaca agctaatgct gattgggcgc aggtatccag caaaatcaat caagcggtta
  1487881 ctgaggctat cgggcaatac cagcaaggga aaataacacc ggcaatgatg gcggtgcagg
  1487941 atgcctactt tgacttgttc gaagccagtg gcatggaaaa caaggtggga tcgcgtgatg
  1488001 cagcatttaa atcaacgtta gaaggccact tcacccgctt agttggttta atgaaagctg
  1488061 agaaaccggt tgagcaacta caagccgaag cggttgcctt gcaaaaagat ctggtcaatg
  1488121 cagccgagat gctgggtgat ggcggagaga ccgactggag tctgttcgtt tacagtttgt
  1488181 tgatcattgt acgtgaaggg ctggaggcat tactgattgt tgcggccatt gtcgcttatt
  1488241 tggtgaagaa caaccatcag gacaaattgc cgttgattcg tcaatcggtg gtggtggcac
  1488301 tcatcgccag cgtattaacg gcattcatct tccaatggtt gtttgccaac tctggccaaa
  1488361 gccgcgagtt gttggagggg ttcaccatga tgattgcggt ggtgatgctg ttctccatga
  1488421 gttattggtt gttatcgaag gctgaagccc gtaattggaa ggcgtacctc gaaggaaaat
  1488481 tcgctaaatc acttagcagt ggatcaataa taggtttatg gctcactagc ttcctggcgg
  1488541 tataccgaga aggggcggag accgttctgt tctacctcgc attgataggc gatgccaata
  1488601 ccaccagcgg ccacttatcg gttctggccg gttttggcgt tggttgtgtg atcttgctgg
  1488661 tggcttattt ggtgatgcgc tttaccgtgg tcaaactacc acttaaacca ttctttatat
  1488721 ttaccggtgg ctttatgtac ctgatggcat ttgtttttgc cggtaaaagt gttctggaac
  1488781 tgatcgaagg taaattgttt gaacccactt tactgccggg tgtacctgaa attagttggt
  1488841 tgggcatcta tccttatgtg gaaacgctga tcccacaagg cgtgttactg attgcagcat
  1488901 tagttgccct ttgggttatg caatggcgta gtcggacggt tcaccgctaa gggactgttg
  1488961 accacagagg aatcgttggt cacagaaaaa tcgttggcta ttgaagggcg attcatcatt
  1489021 taagggatat tcattattaa agagtatccc ccattaaggg tttgcgacgc gaagccctga
  1489081 atgagcagtt tggcaaaatg ccgctgcgaa taacgacaac gtaattatca tttgatacca
  1489141 gagggtatgt cctatgacca tgaagaaaac aattattgcc agcagtatta ttgccagtat
  1489201 ttttgccgca cctgctgctt tggcgtttaa agaatatcct gcaggcgagc ctatcaaaat
  1489261 taacgatatg gaaattgctg ctgtttattt acaaccgatt gatatggagc cgcgtgggat
  1489321 gggtttacct gcggcaaaag ctgatatcca cctggaagcg gatattcacg ccaccgaagg
  1489381 taataaaaat ggcttcggtg caggtgaatg gataccgtac ctaaccatcg cttatacgtt
  1489441 ggtcaatacc gatactggcg ataaacagga agggacattc atgccgatgg ttgccagtga
  1489501 tggcccgcac tacggcgcaa atattaaaat gatgggggtg ggtaactata aagtcactta
  1489561 tcacatcagc gaaccgtcca aagcgggttt acatcgtcac actgacagtg aaaccggtgt
  1489621 tggtcgttgg tggaaaccat tcgatgtgag ctatgacttt aaatatgtcg gcttgaattg
  1489681 ataaccgtag ccgtgataac tgatacacag cggtcacggc atcgttttga acgttattgt
  1489741 cattgaaaat aaaagtattg ttttgagaaa acattgtttt gagaaaatat tttttgagga
  1489801 aacattgcat ttaggatcaa tgtgttgcct ttaaagctac ggtgctattt tgacaataac
  1489861 ggtatagcct tgacgcgaga cggtcagttt aaccattact ctcaattcca tttaaataat
  1489921 cagtctatgc tatgcagtga taactggcag gtgctgtgac ttcctcgccc aagggatgcc
  1489981 aatgagttat tttttcatat ccgtactaca agccttttta cctgtggctc tgttattggg
  1490041 gctgaactgg gttgttcggc cagcaccagt actgaatcgg atagtgtgga taaccatact
  1490101 gatggccatc gttggcatct ggatgggtaa ttattatcca aaatcgcaac agtggcagtt
  1490161 ggcattggcg gggattcaac tcctttcact actgttattc ttatgtagcc aatttatatg
  1490221 tcgggtgtca ttaggctatt tctggcaagc attattggtc tttggtgcgg cattgaattg
  1490281 gggcaacaac cccaatctag gggcgctcac taatacccat gttattaata ctgatttatt
  1490341 gctcaatctg gctgccaccg tggtggcatt tggctgggtt atattctgcg ccgtattatt
  1490401 attgatgatg gtacgacagt tgccacgttg tcgcggaccc ttgctggtcg cactcaccct
  1490461 gctattgatc ttgcctatta gcggggatgt cttcctgctg cttatgaagt tacacgtggt
  1490521 gccgctaacc aaatcactcc ttagctacgt ggctctggtg accaacgggc atgcatggct
  1490581 taactatatt tgtgccttat tattagcatt cacggtgctg tgctatttgt ggccgtggag
  1490641 ccggtcccgc catgtggtca gccaaacgtc agaagccatt gccaaacgta aagcgctggc
  1490701 agcgtaccgc aatgtccggc gaattttgtt tttatcgttg ctggcattgg tggtggtcgc
  1490761 tgcggctcag ttttattggg ataaagtggc ctcgcaacct cctcagttat cagaagcatt
  1490821 gcccgtgaca ctgtcgtctg atgggttggt ccatatcccg gttgagcaag tccgagatgg
  1490881 caaactacac cgctttgtct ggatcgctga tgacggcaaa gccgttcgct tctttattat
  1490941 caaccgctat ccagaccgac tgcgcctgag tgtggtcttc gacgcttgcc tattgtgcgg
  1491001 cgaccaaggt tatgtcatgg aaggtaatca ggtcatttgt gttgcttgcg cggtacatat
  1491061 cttcattccc tccatcggta aagccggtgg ttgtaacccg atacctctgg aaaattggca
  1491121 gagtgatgat aacgagttga ttattcccag agcgtctttg gcggcgggcg tcaattactt
  1491181 tacgacggtg gtcacactgg atgtcgttga tccggttgat aagagccatc tgaccaatca
  1491241 aaaatccgag tataaataca gctatggcgg gaaaacctat ttcttctcct ccgaggcgaa
  1491301 ttacaaccgt ttccgcgatc acccagaaca gtttgtcacg ccggtagccg gcgaaggtga
  1491361 tgccagcgat gatagacagg agaacccata attatgttat ggctgatgct gaagcaatcg
  1491421 tggtttagaa acgttcggcg taaatcgctg gcggtattta cggtgtttct tgccgccggg
  1491481 cttatctctt cactgctggc tgtctcgatc gatattggcg ataaaatgtc ccgtgagctt
  1491541 aagtcatacg gggccaatat attgatagaa ccggccggtc aggtcgcact gccgtcgctg
  1491601 tttggcgagc gaagcaatcc actggctggg caggattttc ttgaccaagc tgaactcccc
  1491661 aatatcaaag acatcttttg gcgtaacaat attgttggtt ttgccccgtt actcagtggt
  1491721 gaagtcgacg taaatggcca tcttatctca ctgctgggta cctattttaa tcaacctgtt
  1491781 gatgtccccg atgaagagaa ttatcacacg ggtcagcaga taatcagccc atattggcaa
  1491841 gtggcgggtg attggccgca agagccggtt aaggctgggg ccacggaggt tcaggcgctg
  1491901 ttgggtaagc agttggcgca acaaacgggt tggaaggtgg gtgatgtgct gcctcttaaa
  1491961 ggtgcatcag ggccgttgac ggtgaaaatc agtggtgtgt tgagcagtgg cggtgaagaa
  1492021 gaagggcgct tggttctgcc attagccgcc gtgcaatctc tgctcggatt acctggaaag
  1492081 gtccaggcgg tgcgggtgtc ggcactgacg gtgccggaaa atgagctatc acgtaaggcg
  1492141 cgggataatc ttgaagcgct taatgccgaa gaatacgatc tctggtattg cactgcttat
  1492201 gtgtcgtcaa ttgcccatca attagaagag gcgatatccg gctctgtggt gcggcctatc
  1492261 tggcaagtcg ccgcgtcaga aggcgtggtg atcgagaaaa tacaactgtt gctggcggta
  1492321 gtcacgttgg cggctttgat cgccgcggcg atgggtatcg catcattgat gaccagtacc
  1492381 attatggagc gggcaaaaga gattggttta atgaaggcac tgggcgctcg tcagtggcaa
  1492441 attttaatgc tgttttatct tgaagccgct attagtggtc tgatgggggg ggtggccggg
  1492501 tgtctggctg gctgggggtt agccaaaacc attgggctga tgctattcgg tgcgccgatc
  1492561 agtttcgcct ggatggtcgt gccttgtgtg ttggtgctat cggtattgat agccgtgttt
  1492621 ggcacctggt tccccgctcg tcgtattact cgcctctacc cggtggaggt gctatatggc
  1492681 cggtaatcat cataaaggca atgatggcat gaaaggcaat gatagtatgt tttggcggtt
  1492741 ggtgctgcgt gcgcttcgtt tacgtatgca acgtgtcagt gtcgtctttg ccgcactgac
  1492801 cgttggcgcg gcgattgtta ccgcaatgtc ggcagtctat ttcgatatta atgccaaaat
  1492861 gagtcaggaa ttacggacat tcggcgctaa tttttatatt ggcccaggcc agggtagtac
  1492921 ctttgaacag cagacttttc aacccattat tgattccgcg ccgaaaggtc tgattaatgc
  1492981 ttccagtccc tatatttatg gtatggctcg taccgagctg gaaaaagtgg ttttgatggg
  1493041 cgtctggttt gaatccttgc aacagttagt cccctattgg caggtaaccg gcaattggat
  1493101 cggggtcagt tttgatgatc gcaatgcgat gatcggtgcc aaactggcgg aacgtttgca
  1493161 tgtcaatgta ggcgataccc taacattggt gggcgaaggg acccgccaac gcttacaaat
  1493221 aaaaggtatt gttgaagcag gtgacgcgac cgataacatg ttgatcgtca atttggagct
  1493281 ggcgcaaaag tggctcaatc aacctgagcg gatcagtaat gcattactga gtgtcagcaa
  1493341 tgatgttggg caggtagaaa cctttgccag tcatctacgc gaacaatatc cagatctgga
  1493401 aattcgccca attcgcaaag tatctgcctc tgaggggcag gttcttgaca agataaaagg
  1493461 gttgatgggg ctggtctcgg tggtcatcct cattctctcc tctctgtgtg tcaataccac
  1493521 gttgatggcg atagtgggtg aacgttcgaa agagtttgcg ttgcaaaaag cactgggtgc
  1493581 cagtgggcgt gacattatcc gccaaatgtt gactgaaacg atgattattt cgctagccgc
  1493641 cgcggtctgt ggtgctgtgt tagggtattt gctggctcag gtcttggggc aggcggtgtt
  1493701 cagtgcggca attacattgc gtgcaccggt attgccgcta accttggtgc tttcgttgtt
  1493761 tgttgccgct gtggcggcga ttgttcccac ccgacgggct attcatattg aacccgctaa
  1493821 agttcttaaa ggagagtagc gaatgacctc gtcaatcata gggatgaaac ctgaacatct
  1493881 ggctgatgcc gttattgaaa cccgacattt gtataagcgc tttggtcaag ttacggcact
  1493941 ggaagacatc aatattcgta ttaaccgtgg tgagtttgtg gcgattatgg gggcatcagg
  1494001 ctcgggaaaa acgacattaa tgaatatcct gacttgcctg gatacggtaa gtgaaggcca
  1494061 agtattactc gacggaattg atgccgcagg tttggatgaa gagggccgcc gacaatttag
  1494121 agccgataag atagggttgg tcttccagca atttcacctt attccttacc ttactgcctt
  1494181 agaaaatatc atgttggccc agcattatca cagtgtggtc gatgaagagg ccgccagaca
  1494241 agtattggaa caagtgggga tgacaccacg tatgggccat ttacctagcc aactatccgg
  1494301 tggcgaacag caacgggtat gtattgcacg ggcgttggtg aatcaaccgc cgatcatttt
  1494361 tgccgatgaa ccgaccggca acctggatga agagaatgaa cagcgagtct tggaattgct
  1494421 aaaccatatc catcgtcaag gccgtactat tgtcatggtg acccataatc cagatttaag
  1494481 ctgtgttgct gaccgggtta tccggctgca acatggtaaa tatcttgatg aaaagagccg
  1494541 ccatcatgtg gcgtaacttg aagatcattg gattgtgcag tttattattg ctgctcagcg
  1494601 cctgtaagca ggaaaaagtc gcccttggtg aagtggcacc tacgctggcc gcttacgact
  1494661 tacaagggga ggccgtcgcg cttgagcaat gggaaggcaa gctggtctat ctcaactttt
  1494721 ggtcagtaaa ttgtggcggg tgtttagctg aaatggcgac attgaatcaa ttgagtcagg
  1494781 aatatcagga tcaggcagtg gtggtcgcca ttaacactga tcctgagcaa gtggagattg
  1494841 ccccggtatt ggcgcagcac aatattaatt acccggtcat ccgtgatcaa ttgggtatta
  1494901 cacaagaacg ttatcaggtt ataggcaccc caacatcgtt tttgattgac cgcaatggca
  1494961 aggtcattga atggcatcag ggtgtgcgta atgagcagga actgaccgct ttatttaaac
  1495021 agaaggtgtc agagaaacaa tgatgaaaat attgctgtta gtggcgagta tgggagtgtt
  1495081 cagcgtagcc gtacaagctg ctgacggtga acatatctat aagcaaacat gctcaagttg
  1495141 tcacgggcgt tcggcagata ggaaaggcct tgataaagca ccgccattga tttcattatc
  1495201 cagagatgaa attgttgatg gcttgacggc gcggcgtgat ggcaagatta ttggccgagg
  1495261 caataaggcc aaagctcatc ttagtgatga tgatattcaa cagttggctg accacattca
  1495321 gcatctgaaa accgcgaaac ctaaaactcc ctaatacacc tcgttaaagt attatcctca
  1495381 caatacttag tgcagtgaac atcaggggac aggccatcaa cagcacattt tcccttgtat
  1495441 gatttagcga cttcatttga taacgtggat gcggtactat atgttgcata taaaatgcat
  1495501 ctttaagtta tctaaggaaa atcacgatgg aaaacacctc tgcacagcta gcacccacac
  1495561 tgctatgtta caagaaactc cctgtctgga accgtgatgg cgtaccggca atgtttcagg
  1495621 aaaagcacaa tacgaaagcg ggcacgtggg caaaactgac cattttggct ggagagatgg
  1495681 atttcttaat tcttgatgaa gccggtaata ccgtggaaaa gcaccagttc tcctgcgaac
  1495741 agcaaccacc atttatcgag ccacaagtct ggcatcgcat tgctacctgc tcagatgatc
  1495801 tgcaatgtca gctcagtttc tactgccagc cagaagattt ttaccataaa aaatataatt
  1495861 taaccccgac ccattctgaa gtcattgaag cggtaaaaac agttaagccg gggaaggcgc
  1495921 tggacttggg gtgtggctct ggacgcaact cgctgtacct gaacctattg ggtttcgatg
  1495981 ttactgctgt agataaaaat aacgacagca ttggtaattt acagcagatc attgataagg
  1496041 aagccctgaa agggattact gccagcagct ataatattaa tgaggccagt ctggatgagc
  1496101 gctacgattt tattctatca accgtggtct tgatgttcct gcaaccagaa agaatcccac
  1496161 atattatcag taatatgcag gagtgtactt tacccggcgg ctataacctg attatctccg
  1496221 caatgtcgac cgatgacttc ccttgcaccg tacctttctc tttcacattc cagtctggtg
  1496281 agttaaaaga ttattatcag gattgggcga tcctcaagta caacgaggat gtcgggcaac
  1496341 ttcacaagac cgatgcacaa ggtaaccgga taaaactacg ttttgcgact ttattggcaa
  1496401 aaaaaatctc ataagtacat cactcggtgt agacatcgct ggcatcagaa tggctttcag
  1496461 gcggctgaaa atcaacattt atgcaactta atgtcaggca tgtatcaata atagtggtgt
  1496521 tgctacatga tatttaaaaa caaaggataa tcgcgtgggt aaagaaaaaa ttgagcattt
  1496581 agaagcagta agccgtaaag cccgcgtggt catggagcgt gaggggattg atgcgctggt
  1496641 ggtgactgtt tgtgacaatt tctattatct cacgggtttt gccagcttct ttatgtatac
  1496701 cttccggcat accggtgcgg cggttgcgat catgtttcgt gatgcgaata tcccttcaca
  1496761 aatcatcatg aatgaatttg aggctgccag tacgcatttt gatatgccga atagtgtact
  1496821 gaaaacgttt ccggtgtggg ttgatgttga tgacccgcgt aatccgcatc atcattataa
  1496881 aaaacgtgat cggcctattg gcccaccagt ggaagcggtc tttagtttag ttaaaaacgc
  1496941 acttgaagat gcgggagtgc tggataagac gattgccatt gaattacagg cgatgtcaaa
  1497001 cggcggtaaa ggtgtattag ataaagttgc acctgggctg aaattagtcg attcaacggc
  1497061 attgttcaat gaaataagaa tgattaaaag cccgtgggaa attgaacacc tacgaaaaag
  1497121 tgctgaaatc actgaatatg gtattgccag cgcggctaaa aaaatacggg tagggtgtac
  1497181 ggcagctgaa ttgactgctg catttaaagc ggcggtaatg tcgttcccag aaacgaactt
  1497241 ttcacgcttt aatctgatct cggtggggga caatttctca ccaaaaataa tcgcagatac
  1497301 gacaccggca aaagtggggg atttgattaa gtttgactgc gggatcgatg ttgctggcta
  1497361 cggtgctgat ctggcaagaa cgtttgtgct cggtgagccg gataaactga cgcagcagat
  1497421 atatgacacc atcagaacgg gtcatgagca tatgctatca atggtggcac cgggggtgaa
  1497481 attaaaagcg gtttttgact ccacgatggc ggtgattaag acgtcaggtt tacctcatta
  1497541 taaccggggc catcttgggc acggtgatgg tgtgtttctg ggccttgaag aagtgccttt
  1497601 tgttagcaca caggcaactg aaacgttttg tcccggtatg gtcttaagcc ttgaaacgcc
  1497661 ttattacggc attggggttg gctcaattat gttagaagac atgatcttaa ttactgacag
  1497721 tggctttgag tttttaagca aactggatcg tgacttacgt cggtatttct aatttattca
  1497781 ttgtatcgta gcccggataa aacagattca tctaattttc gctggatctg ttttcatcgt
  1497841 gtcgctctgt cagatgctta gattttaaag tggtaataaa tagcgagtta aattacgaaa
  1497901 gttgtttaat gacttatttc gctagattct ttctgtgata attaaaattg taatgattcg
  1497961 atatatgatt ataacgtcat tgataatcta ctttgctgaa gacttgtcac gtttgattca
  1498021 cgataatcat agaaatgcat aaaaaaaatt aataatattc agtgctaaaa tcgataaatg
  1498081 tcccttgaaa tccgttcagt gaacaaatta cgctgctctt ccagcagaac actgtatcgc
  1498141 agcattcact tagtaaaaat atttactctt atttttttgc atatttaagg gatattaatc
  1498201 taggattatt cttaattgca ttttaattaa cgtctttgtt acattttcac ctccattaat
  1498261 cgctgcaata acaatatcct ataatgactt tgcaacaata atccctttca gctaacctat
  1498321 atggcatggt ataatacatt ctaagaattc catttcatca tcattccata atgaaaaatg
  1498381 tacgttcagg aagtcgcttt ccttgatcat caaacaagtt gctggcttaa gggttatata
  1498441 atgtataacg catttacaac actactgcgc ccgttgcact ggcacagaat gactttatta
  1498501 gcgctattta tttctggctt tgtcgttaat cctgctatgg cggatacgca gtatgactca
  1498561 ttaattattc gtgccagagc cggtgatact gcgccagtct tggactattt acaggaagaa
  1498621 tctaaagcgg gtccattgca gagtgggcag gttgatgact ggctgcaaat tgcaggttgg
  1498681 gcagggcgcg atcaagaagt gattgatgtt tatgaacgat atcaatcttc catgaatatc
  1498741 tcttccagag gtttggcttc tgccgctcga gcttaccgca acgaaaagcg ctgggatcag
  1498801 gctttggcct tgtggcaaag cagcttaaag aaagacccca ccaatcctga tcttatcagc
  1498861 ggtatgatca tgactcaggc tgatgctgga cgcggtgggg ttgttttaaa acaggcaaca
  1498921 gagttagccg agcgtgatcc cacggtacaa aattacatga cgctgtctta tttaaaccgg
  1498981 gctactgacc gtaattatga tgctttgcaa gcctccagcg aagcggtgcg attggcacca
  1499041 acatctgaag aagtgctcaa aaatcatctc gaaatattac agagaaaccg tattgttgag
  1499101 ccagcgttac ggcttgctaa agagaaccca aatttggttt ctgctgagca ttatcgccaa
  1499161 cttgagcgcg atgctgctgc ggaacaagtt cggatggcgg tgttgccaac gcgcagcgaa
  1499221 accgagcgtt ttgacatagc ggataaggcg ttagcggatt atcagaattt attgacccgt
  1499281 tggggcaaag atccagaggc acaggctgac taccaacgcg cacgcattga ccgattaggg
  1499341 gcgttattgg tccgtcatca gacggctgat ctgatcaaag agtatgaagc gatggaggct
  1499401 gagggctata aaatgcctga ttatgcccgc cgttgggcgg cttctgccta tattgaccga
  1499461 aggttgccgg aaaaagcagc gcctatcctc tccagcctct attattcaga cggtaaaacc
  1499521 ttccgtaaca gcgacgattt gcttgatgcc gatgatcttt actattcact gaatgaaagc
  1499581 gaacaacttg ataaagccta ccaatttgcg gtcaattata gcgagcaaac gccgtatcag
  1499641 gttggggttt atggcctgcc gggcaaagaa ccgaatgatg attggattga aggccaaacg
  1499701 ctattggttc aatcattggt ggcattgaat gatctgccca ccgcacaaaa aaaattggaa
  1499761 gatttatcca gtactgcacc cgctaatcag aatttaagga tcgcattagc cagtatttat
  1499821 ctggcccggg atttaccgcg taaagcggag caagaattga aggccgtgga atcattagca
  1499881 ccacgcagcc ttattctgga acgtgcgcag gctgaaactg cgatggcgct acaagaatgg
  1499941 catcagatgg agttactgac tgatgatgtg attagccgtt ccccagaaga tatcccctct
  1500001 caagaattag atcgccaacg taaagtccat aacatgtatg aactacgggt gagtggtaac
  1500061 cgcgttatct cctccaacag cccggtgagc ggcaataaag attatggggt cgaaactctc
  1500121 ctttacagcc cacctattgc agagaattgg cgcgtatttg gtggcggcag ttataacaat
  1500181 gggcagtttg aagaggggac ggggattagc cggattctgc gcttaggtgg tgaatggacc
  1500241 tcccgtgacc attgggttga aggggaaatt tccaatcaga attatggcaa tggcaataaa
  1500301 gtcggggccc gtttatcaac ctggtacgac cttaatgacc actggcgtgt aggggggcag
  1500361 gttgaacgtt tagctaaaga cacaccacta cgggcactga agaataaagt gaccgcgaat
  1500421 agcgcgtctg cttatgtttt ctggaaagca gatgataagc gtgatgctga acttagcgtg
  1500481 acgccgtcgc gtttttctga cggtaacaac cgttgggaat atgaatttaa cgggcgtcag
  1500541 cgtatctgga ctgggcctta cctaacggca gattttaatc tggggttggc agccagccaa
  1500601 aacagtaaag aagatgtgat ttactacaac ccgaaacgtg attttgctta cgttccggca
  1500661 gtgactctca atcacattat gtaccggcgg tacaaaacca tctggagcca gcaagtccaa
  1500721 ctgggtgtgg gagggtactg ggagaaaaat tacggtaatg gcttggtgac cacggcgggc
  1500781 tatggccaac gtgttcaatg gaatgatgtt atcgataccg gtgttgctgt ggtttatgac
  1500841 aagcgtcctt acgatggtaa acgtgagcac gatgttacgc tttctttcga tttaaattat
  1500901 cgtttttaag ggaattggac catggcgaag ctattaattt ttatcaaatc gctcattgtt
  1500961 gggatgatga tcgtgtccac tatggggtgt gcggagaagc caacgttcgt tccgcctgca
  1501021 caacgtgcat tgccgcaaag tgaaagaccg tggcaaaaga atacatttgt tgtgattgct
  1501081 tatcatgacg ttgaagacga ttcagccgat caacgctatc tgtcggtaag aagcagcgca
  1501141 ttaaatgagc agttcgtgtg gttgcgtgat aacggttacc acgtggtttc tgttgatcaa
  1501201 attttggcag cccgtaatgg tggccctaca ttgccggata aggcggtgct cctcaccttt
  1501261 gacgatggtt acagcagttt ttatcggcgc gtttatccct tactgaaagc atacaaatgg
  1501321 agtgccgtat tagcgccagt gggcacttgg attgatactg ccaccgataa aaaagtggat
  1501381 tttggtggct tgagcactga tcgggatcgt tttgccacat ggaagcagat tactgaaatg
  1501441 tctaaatcag ggttggttga aatcggggcg catacttacg cttctcacta tggtgtgatt
  1501501 gctaacccac aggggaatac cgaaccggcg gcggccaatc tgcaatatga tcccaaaaca
  1501561 aaacagtatg aaactgttga agcctttaag cagcgaatgg agaaagacgt tgcgttgata
  1501621 actcagcgta ttgtccaggc aacagggaaa caaccacggg tttgggtttg gccatacggt
  1501681 gcgccgaatg gtacggtgct aaatatttta cgccagcatg gttatcaact cgccatgacc
  1501741 ctagatcctg gtgtggctaa tattaatgac ttgatgaata taccgcgcat tttaatcagt
  1501801 aataatccgt cactgaagga ctttgccctc acggttacca gcgtgcagga aaaaaatatc
  1501861 atgcgggtgg cgcatgttga tttggattat ctctacgatc cagacccggc tcaggaaaaa
  1501921 gagaatcttg ataagttggt tcagcgaatt tctgacctac gtgtcactca cgttttcctg
  1501981 caagcatttt ctgatccgaa gggggatggc aacattcgcc aggtttactt cccgaaccgt
  1502041 tggatcccga tgcgtcagga tttgtttaac cgggtggtat ggcaattggc ttcacggcct
  1502101 gatgttgaag tctatgcctg gatgccggta ttggcgtttg atatggaccc gtctttacct
  1502161 cggatcacgc gtattgaccc taaaaccggt aaaacgagta tcgacccaga tcaatatcgc
  1502221 cgtttatcac cttttaaccc tgaagtaaga cagcgcatta ttgatatcta tcgtgatatg
  1502281 gcctatagcg cgccgattga cggaattatc tatcacgatg atgcggtgat gtctgatttt
  1502341 gaagatgctt cccccgatgc tatccgggcc tatgaaaaag cgggcttccc tggttcgatt
  1502401 accacgatac gccaagatcc agagatgatg cagcggtgga ctcgttacaa gagtaagtat
  1502461 ctgattgatt ttactaatga gttgacccgc gaagtccgtg atatccgtgg cccacaggta
  1502521 aaatcggcgc gtaatatttt cgctatgcct attttagaac cagaaagcga agcatggttt
  1502581 gcacagaatc ttgatgattt cctcgctaac tatgattggg tcgcaccaat ggccatgccg
  1502641 ttaatggaga aagtgccgct atctgaatct aatgaatggt tagcggagct agtcaataaa
  1502701 gttgcgcaac gccccggtgc tttggagaaa accgtgtttg aactgcaatc taaggactgg
  1502761 acccaacctg agggcaataa cgccatcagc ggcccaatac tggcgggatg gatgcgccag
  1502821 ttgcagttaa gtggtgcgca aagttttggt tactacccgg ataactttat tactggcgaa
  1502881 ccaccgctaa aagatgtccg ccctgtgctg tcttctgcct ggtacccttt atatgatcga
  1502941 tagaattatt gctttactca tcctatgtct ggtgctgagt atccctgcgg gaatgatttt
  1503001 gctctttacc ggcgatgtac tgttgaactt tgttttcttc tatccacttt ttatgtccgg
  1503061 tatttggata accggggggg gctatttctg gctacgccga gagaggcact ggccgtgggg
  1503121 cgatgatgta cccgcaccag agctgaaagg tcatccgctc gtgtctatct tagtcccttg
  1503181 tttcaatgag gggttgaatg cacgggaaac cattcacgca gcactggcac agacctacac
  1503241 caatattgaa gttattgcta ttaacgatgg ctccagtgac gataccgcac aagtcctaga
  1503301 tgcgctgctt gctgaagatc cacgcttgcg cgtcattcat ctggctcata atcagggtaa
  1503361 agcgattgcc ctgcgtatgg gggccgccgc cgcccgcagt gaatatctgg tctgtatcga
  1503421 tggtgatgcc ttgttggaca agaatgcggt gccttatctg gtcgcgccac tgattgcgaa
  1503481 tccgcgtact ggcgcggtga ccggtaaccc acgtattcgt acccgttcga cattgattgg
  1503541 ccgcgttcag gtcggggagt tctcttcgat cattggtttg attaagcgga cacagcgagt
  1503601 ctacggccaa gtgtttaccg tctccggtgt ggtcgccgct tttcgccgta gagcactggc
  1503661 ggatgttggc tactggagcc cggatatgat cacggaagat attgatatta gttggaaact
  1503721 acagctgaag cactggtcgg tattcttcga accccgtggg ttgtgttgga ttttgatgcc
  1503781 tgaaaccctg cgcggcttgt ggaaacagcg tctccgctgg gcgcaaggcg gtgcggaagt
  1503841 atttttgaaa aatatgttca aactttggcg ctggcgtaac cgccggatgt ggctgctgtt
  1503901 tctggagtat tcgttgtcga tcacttgggc attcacttac ctgtttagca tcacattata
  1503961 cctattgggg ctggttatca ctctgccgcc gggtattcat gttcaaagtg tcttcccgcc
  1504021 agcctttacc gggatggtat tggcactgac atgtctattg caatttgcta ttagtctggt
  1504081 gatcgaacgc cgctatgaac ctaaactggg tcattccctg ttttggatta tctggtatcc
  1504141 catggtttat tggatgctta acttgtttac cacggtggtg tcgttcccga aagtgatgct
  1504201 tatcaccaag cgtaagcgtg cgcgttgggt aagccctgat cgcggcattg ggagggtgaa
  1504261 atcatgagta cgcccctgat ttttacggaa cagcgtctgc taccgcgctg gattgacatt
  1504321 atcattacgg cgttagcctg gtttggtttt gtcttcctgc tggtgcgggg ctttttggaa
  1504381 atgattagcc gagcgccaca tatggggccg ataccgttga ggatttatat tctcagcggt
  1504441 ttgacgacga ttgcattata tctggcgata gcggcattta atgccgtcgt actgattatc
  1504501 tgggccaaat acaatcaggt ccgtttccag gttgaacgcc gtggccaccg acccgatctg
  1504561 gatgatgatg aattggcaag cagcatggcg ctttcacctg agttgatcgc ccaactcaaa
  1504621 agtggctcgt gtctcacgtt atacaatgat gagcacgggc atttattgga tgtgaaagag
  1504681 gggctccaac tgccagaagt tgctccagtg atccatttac gccagggatg aagcgcgcca
  1504741 ctctattatg aatccgtaaa agttctggat acttgagtga gtattatcag gtattcagga
  1504801 cgcattttgg ttgaatgcta tacccagcct gtgccgtcat cagcaaatca attaattatc
  1504861 ttaaaaccgg ttaattatct taaaatcggt taattatcta aaaccacctt caattacaat
  1504921 cacctaaaaa cagacgccat tacctaaaat ctccccatca ccccccccaa attttgaggt
  1504981 attcactcca tcagtgggct tactatcttt agaaggagga agatatttag aaggaggaag
  1505041 aagtcacatg tgctttaaga tttatgtttg gacacgcagc ttattatggc gtattgggtc
  1505101 agatgaatcg gggagcgctt tgggaaggga agtacccaac gtgtgctgtt gtttataata
  1505161 acgtcatata tattgctatg ctttttgcag cgttactgtt atttctcaat aatggatatc
  1505221 acttttcaga tgacataaaa cgggagcata gcgtgaaaca aaacccattt ggacaaacga
  1505281 ttggtgcgga attaccgtat tggcacttgg cccggccccc tcagagggag attatacccg
  1505341 gtcatttttg ttctctggaa cctgtgagcg ctgataagca cgaagcgtca ctgtatcagg
  1505401 cttatcacgc ggtgagtgac gggcaggatt ggacatattt ttattgtgaa cgtcctgaga
  1505461 ataaagatga tttccatcat tatctgcaaa cattgatcca tgcaaatgat gctgttcatt
  1505521 atacggcggt tgaccctcag ttaggccatg cattgggtac cgttggttta caacgcattg
  1505581 atgaaaaaaa cggcgtaatt gaaattggtt cggttaattg gtcaccccgc ttaaaacgta
  1505641 acactgcggg gactgaagca atatatctgc tattacacta tgccttcgat aaattaggtt
  1505701 atcgccgctg tgagtggaaa tgtgattcct taaatgagtc atcgaatgca gcagcagccc
  1505761 gttttggttt tcagtacgaa gggcaatttc ggcaggctat cgtcactaaa ggacgtaata
  1505821 gagacactaa ctggtatgcc attatcgata aagattggcc attaattaag caggcattta
  1505881 aggactggct gatggccgaa aactttgata gccaaggtaa gcaaaaagtg cgcttacaag
  1505941 atctaagagg ccgccactca tgatctggaa tatcattaac agctaatgct atttattttt
  1506001 ttaaaagatt aaaaatattt cgcctttaca gatgaaacca agaaaaaaag taagggcgaa
  1506061 atcattatcg tttttcatgc aaggagaggg tggggcgtta atagcggagc atcatgttaa
  1506121 aaaggaatga gtgtaaaaaa tgagcaagtg aagttattat ttttttacac tcaaaaatcg
  1506181 cgaaattggc cagtgtcatt atactgtaat catctggcgg tatttttcac acggtgcaac
  1506241 gtttaggctg gtatacctta aaatagttcg aattgtagaa aaacggccac ggagtgaatc
  1506301 ctcaggcgct gacataagca agtgaccagg gtgaacgaag agagccaatg cagatgcaat
  1506361 ttggggtata gcggatagag ttatcactgc ggggattgct aatggtagag tccgtgattg
  1506421 ggctgttaaa acaaaatcaa agattgactc aagcgactcg ttgttacgag ggcttcctct
  1506481 ccggcactca atttcctaca gtacgtttat tatctccttt tgatattttg tggttgttct
  1506541 ctgcgttaat ggcgcgtaat actccccttg cgatactgtt ttcatccaag cccatacccg
  1506601 gctttggtgt ttattgctat gcgcattttt cattggctat tattggctgc aaaggaagcc
  1506661 aaaacctcat ccgtatgtga aacataatcg taccagcaac ggctgctacg gtaggtgaaa
  1506721 caaacagtaa ggtgccacaa tgggaagaca gaaagcagtg atcaaagcgc gtcgtgaagc
  1506781 gaaacgcgtg attagacgtg attcacgtag tcatcgtcaa cgtgaggaag aaagtgtgac
  1506841 atcgttagta caaatggggg gtgttgaatc cataggtatg gcgcgggata gccgtgatac
  1506901 ctcggttatt caggcgcgaa cggaagctca gggtcattac ttatcagcca tagaaagtaa
  1506961 acagctcatc ttcgccaccg gtgaagcagg gtgcggtaaa acctatatca gcgctgcaaa
  1507021 agcagcagaa gcgttaattc ataaagaagt tgatcgaatc atcgtcacgc gacctgtgct
  1507081 acaggcagat gaagacctgg gttttctgcc cggtgatatc tctgagaaat ttgcgcctta
  1507141 tttccgcccg gtgtatgaca tcttactgcg tcgcctgggc tcgtcattta tgcaatattg
  1507201 cttgcgacct gaaatcggta aagtggagat tgcgcctttc gcctatatgc gcgggcgtac
  1507261 ctttgaaaat gcggtggtga tcctcgacga ggcacaaaat gtaaccgcca gccaaatgaa
  1507321 gatgtttctg acccgcctcg gtgaaaatgt cacggtcatc gttaatggtg atattaccca
  1507381 atgcgatctg cctagaggcg tgaaatcggg tctcagcgat gcactggagc gttttactga
  1507441 ggatgagatg atcggcatca tccgttttga taaacaggac tgtgttcgtt cggtactctg
  1507501 tcagcgaaca ttaaatgctt attcatagcg tatagagcgt ataggttata agccaactcg
  1507561 cctgtgaatc aagaatacac aaaaaagggc aagcgttaac agcgcttgcc ctttgctatt
  1507621 cagacggttg ctagagcatg atggtcatca tataagcggc aaaaagcgcc agatgggcgg
  1507681 taccgttgag aacattggtt ctgcccgtag agaacgatat tttcgacaaa atcagtacgc
  1507741 taaccatcac cacaatatgg ggtgcttcaa gcccgaaatt cagttcctgg cccgttaaca
  1507801 cggcgatcag tgtaacggcc ggaacggtca gggaaattgt cgctagcact gagccgaaga
  1507861 acaaattcat ggcacgctgt acctgatttg ccagcaccgc tttcaatgcg cccaagcctt
  1507921 ctggagacag gataagcagg gcgatcagga agcccgtaaa tttcgctggg gcatttaatt
  1507981 cagttaatag ggcttccagc gggttggcat caaatttagt cacggcgatc acggcgatca
  1508041 aatgtatcaa taaccagacg gtatgccaca ggctgctatg agaagagggt ttaccgtggt
  1508101 gtgggtcatc gccctcatct tcatgttcgt atacaaataa gctttggtgt gttttagttt
  1508161 gaattgtcag aaatacaccg tacattgctg cggaaatggc tgcgacgact aacgattgtg
  1508221 ccacggtaaa attgccgccg ggcagggtgc tgggtaaaac caacacaatt atcgccaacg
  1508281 ggaagatagc catcagatat tgtttgatac ccacgagatt aacgtgttga gttgcgaatt
  1508341 tacgcccacc cagcagcaat gaaaccccaa ccaaaccgcc aataacaatc ataatgatag
  1508401 agtagagagt atcgcgcatc agtgctggtg ccgcatcgcc cgttgccatc atggctgaga
  1508461 tcagactgac ctcgagtacc accaccgaca gactcagaat caacgaccca tagggttcac
  1508521 ccaagcggtg tgccagcacg tcagcatgac gcacgacact gaaagcactg ctcagaatac
  1508581 caaccaacgc aatcaagtta attataataa tggcagcgaa attgctggta ttgccccaga
  1508641 agttaagaat aactagcgca agaatcggta gaataaggga gtattcttgg tggcgagatt
  1508701 tagatcggcc aggatcatgt tgcgacttca tattgagaag gctcctaaaa agctttactg
  1508761 tattaaacgg gcattaggcc cggttaacga taaataagtg ccatactaca ggctaagtag
  1508821 tcataagagt aacaaataac aggaaattgt cgcagcaaat ttacaagatt ttaactgaaa
  1508881 aagtaaaggg agagagggag agaatggaca ggagacgggg tgcccattga tttaataagg
  1508941 attagcgtat cctcctctat ccaccaaagg gtccatggcc tcatggcatt tttggtaata
  1509001 accctctcca ttaagatttt tcaccagtaa gggcgtcgta tactgttatt ggtgttcact
  1509061 cccttttgct atagcataag tgacggtgtc actacatgac ctttatctgc acctgccagc
  1509121 gtgcccattc acgcgctgta ttttcgagta ttgtatttat tagaaaatta tatttattag
  1509181 atcattgtat ttattgaagt attgtattta agtgacgtgt ctattgaagt cgcgtgtcgt
  1509241 cgagaaatca gtggttttgg cgtgcttcaa gatagattat cagtcaaggt cattattctc
  1509301 gggggtaaat tgcactcgaa cctcagtacc gcctccctct ttctgattga tactacagtg
  1509361 cccatgtaaa ctgttggcgc gatcttgcat gatcatcaga ccataatgat tgggttgttc
  1509421 actggcttgc cctatcccac aaccattatc ggttatggac atcaccacat cgccttgttc
  1509481 taagtggacg ttaaccgtgg cttcgctggc acgggcgtgc ttatagatat tattcagcgc
  1509541 ctcacggaca atatttacca tatgaatggc ttgatggttt ggtacctgat ctggaggtaa
  1509601 ttgatatttg aaggtaatcg atagaccagc tctttcgctg aactcattca ccagagcctg
  1509661 taacgcggcc tccagagtgg cttcatttag tttcagacgg aatgtggtca gtaactcacg
  1509721 taattgacgg taggcgatat tgagttcatc acgcatttgt tttatcaata ggttgctgtt
  1509781 ttccggtaag tccggagttt gcatttgcaa acagctgatc tgtatcttca ggcaggaaag
  1509841 ggattgagcg attgagtcat gcagttcccg cgcaatggcg gaacgctcct ccattaacaa
  1509901 taactgttgc tgatgtttgg cttggctctc taacgccagt gtgctggtca gttgctcaac
  1509961 taacatatcg accagttgct gctggtcaga attgaggggg ttatcgaggg gttgttttgc
  1510021 cagtaataaa ccatattgac cgagtttatc gcttaaactc caactcagtg attgccataa
  1510081 ctcagggtgg ctgatggggc gaacagggcc gctgatcgtt aatgacgccg ggcggttttt
  1510141 aggcatcaga tattctgcat ccgcattgtg attgacatgg tcacgataca gatggttttc
  1510201 atacaaacaa atttgtacat tttctagcgt ggttaacgct tgtagctgtt caatgacagg
  1510261 ggctaaacgc tcacttaatg gctgatgagt atgcagttgg cggctactgt gataaaggaa
  1510321 cgccaaaacc tgatttttct gttgtaaatc agcggtttta tttacgactc gctgctcaag
  1510381 atcgccgtag atcaatgaca attcttgcga cattcgattc aatgccgtac ccagcatccc
  1510441 catttcgtca cgctgatagt ccagcgtata gcgttggcta aaatcacctc ggccaatggc
  1510501 attcgccatt gagattaact tcagccaagg gcgcagtaac cggcggcgca aataatagat
  1510561 cattgccaac aataggctga gtgtcagaag gctgaatacc agcgggatca gggtaacctg
  1510621 taacagccgt tgttcagttt tatggtcaat ggctaatacc aaagcatcaa gttggtgaac
  1510681 aaaatccgcc acactggccg ccacctcatc agggtgtttg gcctgttgta actgaggctt
  1510741 cagcgtgtct tgccagtaac gttcaatttg ctgatattga cccattaacc cttcccgcag
  1510801 tagcgcttgt tgcaggtcgt gactggtttt gtcttgctcc aatgccacca gataagataa
  1510861 ctcattgcta tccaaaggga tcattgaaag taacctgtag ctctgcatac gcaatgagcc
  1510921 tgcttggttg atggcgtggg cattgccctg aatgctttgt gccatccatg atgaaataac
  1510981 catacccgcc agccctagca tgcccagcag tatcatcaac aaagcaatct gattaaccaa
  1511041 tggggtcaga taacgtttca tcgcgtggga gattcctttg accaataagc gccgttacct
  1511101 taccgttttt agcgccgaag tgttagcgct aatggggttt catacccgcg gccgtcatca
  1511161 tcatgcgaaa ccgcctggaa acggccaata atgccaacac gctgccacac cagataacga
  1511221 taaaataaat cacgccgaga taggctatcc ggcagatggc gatgtatcgg gtggtgagta
  1511281 tttcagggga aacttggcag gtagttaacc ataagttaaa gtggctataa tagtgaaaat
  1511341 taattgaatt ttatctataa cagatggctt atgacacgat atgaacagct agcgcagcaa
  1511401 atcagagcac aaatacaatc gaaggtctgg caagcgggcg ataagctccc ttcgctgcga
  1511461 gaaagttgta aacaatcagg gctaagcctg atgaccgtgg tgcaatcgta tcagttgttg
  1511521 gaaagccagg ggtggatcgt tgcccgccca caatcgggct actatgtggc ctcacggccc
  1511581 acgcagttac cgcaaccaca gcggggtaat aagctccatc tggatgaaca ggttgatatc
  1511641 aataccttta tttttaatgt gttacaggca gggaaagatc cggcaatcat gccgttcggt
  1511701 tcagcatttc cagatccgag tttattgtta caaccgcgtt tgtcgcgggc gttggccagc
  1511761 gtcgctcgca agatctcgcc acaaagttct gtaacgaatt tgccaccggg taatgaaagt
  1511821 ttacggcgca atattgcgca acgttatgct gcctgcggga tgaatgtatc acccgaggaa
  1511881 attgtgatta cggcgggggc gatggagtca ctgagcctta gcttacaagc cgtgacacag
  1511941 cccggtgatt gggtcgttat tgaatcgccc gcgttttatg gtgcattaca ggcgattgaa
  1512001 cgcctacgac ttaaggctat tgccattacg acggatcccc agcaaggtgt ggatttggag
  1512061 gcccttgagc aggttatcag ccagtatccg ataaaagcgt gctggttaat gccccatttt
  1512121 caaaacccaa tgggggccac catgccgtgg tcacagaaac agcgactcgt caccctgcta
  1512181 cagcagaagg ctatttcact gattgaagat gatgtatatg gcgaactgta ttttggtgct
  1512241 gaacgcttgc taccggcaaa agcgcttgac cagcatcggc agattttaca ttgctcctct
  1512301 ttttctaaat gcctggcgcc ggggttccgt gtggggtggg tggcagcagg tgaacatgct
  1512361 cagcgtattc aacatttaca gttgatgagc accgtttcgg ccagcgtccc gacccaactg
  1512421 gcgattgcgg attatctgag ccaaggggga tacgatactc acctgcgccg cttgcgtcgg
  1512481 gtaatggaac agcggatgag cacgttgcat caggccgttg ttgaacactt ccccaaaaac
  1512541 atcaaaatca gccaccccgc tggcggctat ttcttatggt tagaattgga gccacctttt
  1512601 aatgccagtg aactgtaccg acgggcactg gagcaggggg ttagcattgc tcctgggaga
  1512661 atgttcacca cagggagtca gtttgatcat tgctttcgcc ttaatgcctc ctttgcctgg
  1512721 tcagaacaaa gcgcaaaagc gattcgtatt ttggcgaagt taatcggcca attgacgaac
  1512781 gaacgtcgat agccgtagag gctattaatg atcattaatc aacatcaaca tcaacatcaa
  1512841 catcaacatc ttcgatctgt tgacccagat ggcctcttag aatcggggct acacccgcat
  1512901 tcctctctgc caatccgtca ttttttctcc ccctccgatg ttattacata aatattatta
  1512961 cataaccgtt attgcataaa tggctaatac ccactctcta ttttcacttt ttaagcagaa
  1513021 gaaatgcact tgattgaggc attctctgta catttgtagt gcaaaaaaaa cggaactcgt
  1513081 tatttttatg ttgcaaaaat gtgatcttgc agagcaaaag tcaaaattat tcttagctgc
  1513141 atattatttc gcaataaata cgttaattcg cgcattttat ctccttaaat acagtgtgaa
  1513201 tgcgaatatt ttgcataatt atgcaattta actgcctgtt ttaatggaaa atatacaatt
  1513261 tattcacatt ctgagcggtg tggcacgaaa gctgctgtac actttatatc aggtgaatat
  1513321 atttcattcg ttatggttaa cagaataagc gatttttgtt ggggggcaga gattcactct
  1513381 gatgatgagt ttctaaacct actatttacg ctgattaaag ggggcaatat ggagcagcca
  1513441 agtcctgtca ctcgtcagtc ttttgatgaa tggatcgtac ccacctatgc gccagcagat
  1513501 tttatcgtgg taagggggga agggtcgaca ttgtgggatc aacaaggtaa atcgtatatc
  1513561 gattttgcgg gtggtattgc ggtaaatgcc ttggggcatg ggcacccggc agtaagggcc
  1513621 gcattgattg agcaggctga taaagtctgg catttgggca atggctacac caatgagccg
  1513681 gtattacgtc tggcgaagca gttgatcgat gcgacctttg cagaaaaagt gtttttctgt
  1513741 aattccggtg cggaggccaa tgaggcggca ctgaagctgg cgcgcaagta tgcgctggat
  1513801 aattttgcca ataaagcggg tcagcaaggt gagaagaacc aaattgtggc gtttagaaat
  1513861 gcgtttcatg gccgcacgct gtttacggtc tcagcgggtg ggcagcctaa atactcgcaa
  1513921 gattttgctc ccctgccagg cggtatccat cacggtattt ttaatgacct tgcttcagcg
  1513981 gaacacctga tcaccgatca aacctgtgcg gttattgtgg aacccattca gggtgagggc
  1514041 ggcgtgctac ctgcggataa agagttcctg cacggtttgc gggcgctgtg cgatcgccat
  1514101 aatgcattgc tgatttttga tgaaatacaa accggggtgg ggcgtaccgg agaactctac
  1514161 gcttatatgc actatggggt gtccccagat gtgctgacca gtgccaaagc gttgggaggc
  1514221 ggttttccca ttggcgcaat gctgactacc acaaaatatg ccagtgcgct cagtgtcggt
  1514281 agccatggca cgaccttcgg ggggaacccg ctggcctgtg ccgtcgcggg caccgttctg
  1514341 tcattgatta atcaacctac gctattagcc ggtgttaaag cacgccacca gtggtttatc
  1514401 gatgaactgg ctgaaatcaa tgcccggcat aacgttttcg ctgaaatccg cgggcgtggt
  1514461 ctgctgatcg ggtgtgtgct caatgcccaa tatgcgggca aatctaaaga gattgttcag
  1514521 gccgcggctc aatacgggct tattgccctg attgctggcc ctgacgttgt acgttttgct
  1514581 ccatcactga ttatttcgcc gaaggagatt aaagaaggct tagctcgact cgccatgggg
  1514641 attgaacagg tttgtcaaaa agttacgtcg taacgtttat gccgtaggca agggactcga
  1514701 atatgatgaa agtgcgcccg gtagagcgcc gcgatctggc tgatatcttt gaactggccg
  1514761 gtaaaacagg cgtaggcatg acctctctac cacaaaatga gcaacatctc gccgctcgga
  1514821 tagaacgggc attaaatacc tggcaaggct ctttggatcc gggcgaacaa ggctatctgt
  1514881 ttgtattgga agatagcgaa cagcagaaag tggttggcgt cagtgccatt gaagttgctg
  1514941 ttggcctgaa cgacccttgg tataacttcc gcgtagggac tctggtgcac gcctccaaag
  1515001 cactcaatgt gtataaatcg gtgccgacac tgtttttgag caatgatcac acggggtata
  1515061 gcgaactgtg cacgctgttt ctcgatcctg attatcgcaa ggataaaaat ggcccttttt
  1515121 tatcaaaagt gcgttttttg tttattgctg cgtttcgcca atatttctcc cgcaaagtga
  1515181 ttgcagagat gcgcggttat accgatgagc aaggccgttc acccttttgg gagagtgtcg
  1515241 gccgtcattt cttttccatt gagtttgcga aagcagatta cctcagtggc acagggcaga
  1515301 aagcctttat tgctgagttg atgcccaaac acccgttgta tgtggatttt ctggcggaag
  1515361 aagcccgggc ggtcatcggt caggttcatc ctcacaccgc gcctgcccgt gctgtgctgg
  1515421 aaaccgaggg gctgcaatat cagggttacg tggatatctt tgatggtggg ccaacattgg
  1515481 aagccaacac ggatgatgtg cgtgtggtac gcgatagcag caagcgtact gtcgttatca
  1515541 aggattatga tatcgaggat tacgatatcg atcccaacgg tcggctttat ctcgtggcta
  1515601 acgaccatta tcaccatttc cgcgccatat taatgaatac tcatctctcc gacgaacggc
  1515661 tgcgtttaac ccccgagagt gccgaggcac tgggggttgc tgccggtgat tcggttcgaa
  1515721 tagtgagcct ctttgccccg gagacaaaac gatgagccag cacgtcatgt ttaacgcggt
  1515781 attgtctagc catccggccc tgtttataca aggtgaatgg cgcatcggta acggtgtgtc
  1515841 tttcgaaaaa caggatccta tgagtcagca gcggctatgg caggcgcgtg cagcagacca
  1515901 tacggatgtg actctggcct gccatgccgc aagagcggct tttccggcat gggcacgagc
  1515961 ttctcttgaa cagcgggcca cggtgataca gcagtttgcg gccttactcg aacagcataa
  1516021 acaatcatta gcgcgaacta tcagtctgga aaccagcaag ccatattggg agacgctaac
  1516081 agaggtgcag gcgatgatcg gcaaggtggc tatctctttg caagcctatc aaacccgcac
  1516141 cggccatagc caaaccccaa tgggggacag catgtcagtg ctacgtcacc ggcctcatgg
  1516201 cgtattagct gtctttggcc cctataattt tccaggccat ttgcccaatg gtcatattgt
  1516261 cccggccttg ctcgcgggga ataccgtggt attcaaaccc agtgaattga ccccatggac
  1516321 cgcagaagaa accgtcaaat tgtggcaaca ggcggggatt cctgacggcg tgcttaattt
  1516381 ggtgcagggc gggcgtgaaa cgggcgaggc attggctgcc cagcctgata ttgatggctt
  1516441 gttgtttact ggcagcgccc ataccggcta ccacttacat cgtcaactgg cgggtcagcc
  1516501 ggaaaaaatg ctggcgctgg aaatgggcgg taacaatgca ctgatcgttg aacaggtgaa
  1516561 agaccgggat gcggttgtca atcttgccat tcaatctgcc tttatttccg ccggtcagcg
  1516621 ctgtacctgt tcacgtcgtt tgctggttaa aaccggggct gagggcgatg cttttttact
  1516681 gcgctttacc gccgttgcgc aagcattgcg aattggccgc tgggatgagc aaccggcccc
  1516741 ctttatgggt gccgtcattt catctcaggc ggcagaacgg atgttggcgg ctcagcaaca
  1516801 tttgctgttg ttaggggggg aatcattatt aaacatgact cggccagata gccaaagtgc
  1516861 gctactgaca ccgggtatca ttgatattac caatatcagc gaggtacctg acgaggagta
  1516921 ttttggccca ctggtcagtg tgatccgcta cacagacttt actgaggcgc tgaaaatagc
  1516981 caatcagacc cgatttggtc tggccgtcgg cttggtttct gaagatcgcc agcaatttga
  1517041 acaattgtta ctggaagcca gagcagggat tgttaactgg aacaaaccat tgacgggggc
  1517101 ttccagtgct gcaccctttg gcggtgtcgg ggcatcgggt aaccatcggc ccagcgcctt
  1517161 ttatgccgca gattattgtg cgtggcccat ggcatcactg gagtgtgagc acttgacgtt
  1517221 acccgcaaca ttatcccccg gtatctcttt tgatttgccc aaggtgtgat tgaaccgtgt
  1517281 gtggagaaaa taatggcagg atatgaagtt aacttcgatg gattggttgg gctaacgcat
  1517341 cattatgcgg ggttatcctt tggcaatgag gcatcaacca cgcatcaaaa tcgtacttcc
  1517401 aaccctcgtt tggcagccaa acaagggtta ttgaagatga aagccttggc ggatttaggc
  1517461 tacaaacaag gggttctccc ccctcaggag cggccggcca taggcgtatt acgcaagcta
  1517521 gggttcagtg gctcagatga acaggtctta agcgatgttg cacgtaacgc gccacgttta
  1517581 ctctcggcgg tgagttcagc atcctccatg tggacggcca atgctgcaac ggtatcaccg
  1517641 tcagctgaca gtgctgatgg gcgggtccat tttaccgttg cgaatttgca taataagttt
  1517701 catcgggcaa ttgaagcaga gacaaccgca gtattgctac ccgcggtgtt caataaccac
  1517761 cgtcattttg ttcatcatga tgctttacct tccgtgacct tattggggga tgaaggggcg
  1517821 gcgaaccata accgtttagg gggcgagtac gatagcccag caatccagat gtttgtttat
  1517881 gggcgtcaag gcatggagag cggggcggtt cctggccgtt atcctgccag acaaacacgt
  1517941 gaagccagcc aggcggtggc acggttgcat cagttggacc ccaaacgcac cgtgtttgtg
  1518001 caacaaaacc cagccgtgat cgatcaaggc gtctttcaca acgatgtgat cgcagtcagt
  1518061 aaccgcaatg tattattcca tcatgagttg gcttttctat cgagcacaca ggtcatggac
  1518121 gatattcgct gcaagatggc aggcttggaa caacaattag tcaatattga agtaccagaa
  1518181 gccgaagttt ccgttgctga tgccgtgtca acctatctgt ttaatagcca attattgcat
  1518241 aaggctaatg gcaaaatgtt gttggttatt ccgcaggagt cacaagataa ccccagtgta
  1518301 tggcggtatt tatctgagtt ggtcagcggc gatgggccga ttgatgaact ccgtgttttc
  1518361 gatctgcgcg agagtatgcg taatggcggt ggcccggctt gcttacggtt gcgggtagtc
  1518421 ttgaatgatg ctgagctaca ggcagttaac agccgagtga tgctgacacc ggcactgttt
  1518481 gtcacattga ataattgggt cgatcaacat tatcgggacc acctgcagtt taaagatttg
  1518541 gcagatccgc acttgttaca agaagggcgg caagcgttgg atgagttaac gcgaatcctc
  1518601 aatctggggc cggtgtaccc gttccagcgc aattagccgg tgtggcttta gcgaataacc
  1518661 gaacggctca atgatagaac caatagagga gcgatgatgc tggatttttt agcgataacc
  1518721 ctatcgggta aacctccaca agtcatacag ggtgaaaccg ttaatctgaa atggcaatgg
  1518781 ctcggtgagg ggatattgac actggttccg caccgcagct acacacaatc ggtggtgatc
  1518841 tctgccggta tccacggcaa tgaaacggca cccattgaaa ttttgaatca attagtcacc
  1518901 gatttattag cgggtcaact gccgctgtcc gtccgtctgt tagtgttatt gggaaatcca
  1518961 ccggcgatcc gcaaagggaa gcggtacctc agcaatgaca ttaaccgtat gtttggtggg
  1519021 cgttatcagc actatacacc cagtgacgag acgcgaaggg cgagtactct ggagcaacgg
  1519081 gtgatggcat ttttccaggc aagtcacaca tcagagcgtt tgcattatga tctacacacc
  1519141 gcaattcggg ggtcctatca tcctcgcttt ggtttgttac cctaccagca gaccccttat
  1519201 tccgctgcta tgtttcgttg gttgcgggac atcgaactgg atgctttggt tatgcacacc
  1519261 tccgcaggag ggacattcgc tcactttagc agtgagcgct gtcaggcagc cagttgtacg
  1519321 ttggagttag gcaaagcatt accttttggt gagaatcaat tatcacaatt cagtgcgatc
  1519381 acccaaggat tacgctcctt agtcagtgat agtgccttgc ctgcacgtaa gacagagaac
  1519441 atgaagtact accgggtcgt taaatcactg cttaggcaac accctgattt taaactacgg
  1519501 gtggctgagg atacggtaaa tttcacacgc ttcgcacaag gcactctact tacagaacaa
  1519561 cccaatgata actatcgtgt tgaacacccc tatgagtgga tcttatttcc aaatccacat
  1519621 gttgcgttgg gattacgggc tgggatgatg ttggtaaaaa tgtgtgaaag tgaattaccg
  1519681 attacatgag cttgttgggg gccaataccg atgtgggcgg ttctctggag ttatacccat
  1519741 acaaatagta ataattaatc taatttcaaa tgaactgtct tgacggttcg aaaataatga
  1519801 attattagat gatgctactt gttttttttt attcatttgg ctaatggttt ttattgttat
  1519861 ttttatctga ttttatgtgg cgcatgcgaa ttccctactg attggataaa atattatcgg
  1519921 tagcggtaat taatatataa aataaattta ttttttgttt ttatattgat gtgaaacata
  1519981 attaaatatt aacattaatc ctctcttgaa atgataacaa taaaatctta atcagcaaaa
  1520041 acaaataatt aggatttatt tttgcttgtt attttaattt aaccatctaa tgtaataatc
  1520101 taaattaata tctttaaatt attgagtaac attaatcgtt ataacattaa aatcccggga
  1520161 ataatcaatt aatcaattaa ataacaatgg cttatgttct ctgaaatttt ttattacaat
  1520221 tgctttattg cgtgagataa cacttatttt cattcggttt ttaattgagc ggcccataat
  1520281 gataatgttt ttttgctttg cagatggttc gctatacaac aagacttaat tctcacagca
  1520341 agacttaatc ctcatcgtaa gattaaacat taacgaattc tgaggttaat gttataaaaa
  1520401 ttaaaaggaa gatattaatg aaaaacatcg cgatggcttt ggcagccaca ctgggtatca
  1520461 ttccagctct ttcaagtgca gcggaaattt ataataaaga tggcaacaag ttggattttt
  1520521 atgggcgggt tgctgcgaaa tacctattta aaaaacagag caatgaagat gcaacttatg
  1520581 tgcgtattgg tttcaagggt gaaacaaaaa taaatagcca gctaactggt ttcggtcagt
  1520641 gggaatataa catcgcagct aacaacacag aatctcaggg tgataagggc aataaaaccc
  1520701 gtttgggctt tgcgggtctg aagttagctg attacgggtc tttcgactat ggccgcaact
  1520761 atggtgttgt ctatgacgtg ctgtcctata ccgatatgtt gcctgaattt ggtggtgatt
  1520821 ccatggcagc gacggataat tacatgacgg cccgctctac tggcctggca acctaccgta
  1520881 acgataattt cttcggactt gtggagggct taaaagttgc cgctcagtat caggggcgta
  1520941 acgaagacgg tgatgttacc cgaaatgaac gttctatcca aaaggccaat ggtgatggtt
  1521001 tcggtttgtc ttttaattat caaaacattc agggcagcgg cgtcagtttt gcaggcgcat
  1521061 actcatcatc taatcgtacc gagggccaga aagaattagt gaacagtgct gcgggtgaca
  1521121 aagctcaagc ttgggctact gggctaaaat acgatgccaa tcaggcctat attgcagcaa
  1521181 tgtatggcga aacactaaac atgacgccgt acaaaagact gatcgcgaac aaaacccaaa
  1521241 acgtagagtt ggtcgctcaa taccagtttg agaatggtat ccgcccgtct cttgtaacga
  1521301 acggtgcaat agtgatccac acccaacgcc tgaaatcaga tccagggggt aatctgctct
  1521361 cctgattcag gagagtttat ggtcactttt gagacagtta tggaaattaa aatcctgcac
  1521421 aagcagggaa tgagtagccg ggcgattgcc agagaactgg ggatctcccg caataccgtt
  1521481 aaacgttatt tgcaggcaaa atctgagccg ccaaaatata cgccgcgacc tgctgttgct
  1521541 tcactcctgg atgaataccg ggattatatt cgtcaacgca tcgccgatgc tcatccttac
  1521601 aaaatcccgg caacggtaat cgctcgcgag atcagagacc agggatatcg tggcggaatg
  1521661 accattctca gggcattcat tcgttctctc tcggttcctc aggagcagga gcctgccgtt
  1521721 cggttcgaaa ctgaacccgg acgacagatg caggttgact ggggcactat gcgtaatggt
  1521781 cgctcaccgc ttcacgtgtt cgttgctgtt ctcggataca gccgaatgct gtacatcgaa
  1521841 ttcactgaca atatgcgtta tgacacgctg gagacctgcc atcgtaatgc gttccgcttc
  1521901 tttggtggtg tgccgcgcga agtgttgtat gacaatatga aaactgtggt tctgcaacgt
  1521961 gacgcatatc agaccggtca gcaccggttc catccttcgc tgtggcagtt cggcaaggag
  1522021 atgggcttct ctccccgact gtgtcgcccc ttcagggcac agactaaagg taaggtggaa
  1522081 cggatggtgc agtacacccg taacagtttt tacatcccac taatgactcg cctgcgcccg
  1522141 atggggatca ctgtcgatgt tgaaacagcc aaccgccacg gtctgcgctg gctgcacgat
  1522201 gtcgctaacc aacgaaagca tgaaacaatc caggcccgtc cctgcgatcg ctggctcgaa
  1522261 gagcagcagt ccatgctggc actgcctccg gagaaaaaag agtatgacgt gcatcttgat
  1522321 gaaaatctgg tgaacttcga caaacacccc ctgcatcatc cactctccat ctacgactca
  1522381 ttctgcagag gagtggcgtg atgatggaac tgcaacatca acgactgatg gcgctcgccg
  1522441 ggcagttgca actggaaagc cttataagcg cagcgcctgc gctgtcacaa caggcagtag
  1522501 accaggaatg gagttatatg gacttcctgg agcatctgct tcatgaagaa aaactggcac
  1522561 gtcatcaacg taaacaggcg atgtataccc gaatggcagc cttcccggcg gtgaaaacgt
  1522621 tcgaagagta tgacttcaca ttcgccaccg gagcaccgca gaagcaactc cagtcgttac
  1522681 gctcactcag cttcatagaa cgtaatgaaa atatcgtatt actggggcca tcaggtgtgg
  1522741 ggaaaaccca tctggcaata gcgatgggct atgaagcagt ccgtgcaggt atcaaagttc
  1522801 gcttcacaac agcagcagat ctgttacttc agttatctac ggcacaacgt cagggccgtt
  1522861 ataaaacgac gcttcagcgt ggagtaatgg ccccccgcct gctcatcatt gatgaaatag
  1522921 gctatctgcc gttcagtcag gaagaagcaa agctgttctt ccaggtcatc gctaaacgtt
  1522981 acgaaaagag cgcaatgatc ctgacatcca atctgccgtt cgggcagtgg gatcaaacgt
  1523041 tcgccggtga tgcagcactg acctcagcga tgctggaccg tatcttacac cactcacatg
  1523101 tcgttcaaat caaaggagaa agctatcgac tcagacagaa acgaaaggcc ggggttatag
  1523161 cagaagctaa tcctgagtaa aacggtggat caatattggg ccgttggtgg agatataagt
  1523221 ggatcacttt tcatccgtcg ttgacagtct cttgcctaca tacaatctaa aggtaaggat
  1523281 ctggcggggg tcggcgatac ggatctggtg aaatatgctg aaatcggtgt gacttaccat
  1523341 ttcaacaaga acatgtacac ctatgttgat tataagatta atttattgga taacgataag
  1523401 aacccattgg gcttgaatac ggatgatgtt gttgcggtaa acttgactta ccgtttttaa
  1523461 gcagtagatc taaagcgtta tgaatattgg tgttattgcc ttttttctgt gtcggaaaca
  1523521 ggtgaataga aagatagaaa gatagaaaga tagaaagata gaaaggcggg ggaaaccccg
  1523581 tctttttact gtgagctgta aaccacttca tccggtactc attgtttgag tggtgttgat
  1523641 cagcatgaga acccgccgct cacacctttg ccaagtcaag gctgtaatat caagtaatca
  1523701 agtaatcaag taataggtgt gctatcaacg gtaagtttgc tcaccccacg tcagcatggt
  1523761 tgtgatgaac tgctggagca attgctgtaa atgaatggct cgatcaggcc gataagcgta
  1523821 aggctcggtc tccgacatat agtttaactg cgctaattct agttgcaccg catggtggtg
  1523881 gttttgtggt aatccatatg tgcgagtgat atacccgcct ttaaaacggc cattgagtac
  1523941 gtggctgaat gccgtttgac gctggcagca cgcaatgagc tgttcagtta acgaaagtag
  1524001 gcaactggca ttgtcgttag tgccgatgtt caaatcagga agttgcccat caaataaccg
  1524061 aggaataacg gacgcaatag agtgtgcgtc tagaaggagt gcatagccaa attgcgcact
  1524121 taatctggca agctcttgct gaagccgctg atgataaggc tgccagatat gcgttaagta
  1524181 ggattgccgc tcatttggtg aaggtgtttt acctgcttca aaacaagcgc gcccatcaaa
  1524241 cagtgtttcg gggaatagcc cggtggtcgc agtagcatag agtggttggt catcttgcgg
  1524301 tcggttaaga tcgaccacca agcgggaata ctggccgatt aaaacactgg cgcccatctc
  1524361 acgggcaaag tcatagagac gatggatatg ccaatctgta tcggataaag gctgtgctgc
  1524421 tgctgtcagg ccagcttcaa ctgcgggagt caggcgtgta cctgcatgtg gaatgctaat
  1524481 gagcaaaggt atttttccgc cctgaaagta gtaagagtca gttaaattca tgggcgtact
  1524541 tctcctcgga atacgacagt ggcaggtaat tgccctccta accaataagc taactcggct
  1524601 gggtgtgata agggccaatg cacccagtta gctaatttcc ctgtctccaa cgtaccttga
  1524661 gtctgttgta caccaagagc ttgagctgcg tggcacgtga caccagccag tgcttcttct
  1524721 ggtgtcatgc ggaataacgt gcaagccata ttgagcatca agcgtagtga aagtaccgga
  1524781 gatgtccctg ggttggcatc actggccagt gccatgggga ccttatactg gcggaacaga
  1524841 tcaattgggg ggcattgtgt ttcccgcaat aagtagtagg cacctggtag taagactgcg
  1524901 acagtacccg catttgccat agcctggaca tcagattcag tcgcgtactc cagatggtct
  1524961 gccgatatcg catggaattt agcggccaga gtcgcgccac ggagagcaga aagttgctct
  1525021 gcgtgcagtt ttacaggtag cccggctttt tgtgcggcta aaaatactcg ctcaacttga
  1525081 gccggtgaaa aagctaaatg ttcgcaaaat gcgtccacgg catcggctaa gttttcaact
  1525141 gccacctgag gaataatgct attacatacg acatcaatat aatcatcagg ctgcccgata
  1525201 aactcgggcg gtagcgcatg ggcggccaaa caagtcgttt tgacgtcaat aggcagtaac
  1525261 tcccccaatc ggcgggccac tcgcaacatt tttatttcac tttcaagatt aaggccatag
  1525321 ccagacttaa tctcaatcgt agtcacccct tcagcaagta agggcttcag acgaaatagg
  1525381 gcttgttcca gtagttgctg ttcgctagct tggcgtgtgg ctctgacggt tgaaataata
  1525441 ccaccgccat tagcagcaat ttcggcatag ctgaccccgt taaggcgttg ctcaaattca
  1525501 ttgctacgat catcgccaaa cacgagatgg gtgtgacagt caatcaatcc aggggtgata
  1525561 agaccacctt catatacgac ctgacgtgcg gcatgaatag gcggtaattc ggcatgtggc
  1525621 ccaatccaga ctatcttatc gccagtgaca gcgattgccc cttgcggaat caactgataa
  1525681 tttcccccgc gcatcgtaat gatatcggcc ccgaaccata agctgtcaca gtgagttact
  1525741 gataccattt ctttcccctt tcccttctca tttgacgttg ctgcggtgtt agctgcactc
  1525801 ggcagatttg tcacccgaat catttactgg atgaacgaaa tcaacttgta tatacaatca
  1525861 tggacaacct agcctataaa ttcactatca gcaagatagc gaattcacaa ttgcgtaaca
  1525921 cttcgcagtt ctcacagaga aacaaaattg ttcaggacgt caccgtacct tgtggggtaa
  1525981 aacgaccata gagctgataa cgagggcctg gatagagcaa ttgtgcggcg gtgacgatgg
  1526041 ctttcccata ccaagttcta cggcggatca acaagcaagg ttcatgttca ctcagttcca
  1526101 gtagttgtcg ctcgattggg cttggcatta cggcttcaac aatgtgttca ccttcggtga
  1526161 gcggggcggc ttgtgtcagg tagctgtacg gggtgatttg gttgaaatcc tgtttcatat
  1526221 aatcgggggc ggtacttggg tttacgcaac ggttttcaac ctgaacgggg aaatcattct
  1526281 catagtgcac tatttgtgaa tagaacagtt gttgacccgg ttgaatgcct agcgcgatgg
  1526341 cttcttcggg gcttgcaggg cgagcctcca gatgcagaac ttgactgcta tggcggtgac
  1526401 cacgggcggc gatttcatcg gcaatattat gaacttcaag tagagcactg tgggctttcg
  1526461 cttcagcaac gaaagtacca acaccttgca tgcggataag gaaaccttca ttggtgagtt
  1526521 cacgtagagc acggttgatc gtcatacggc tgacccctaa ctcggtcacc agttcacttt
  1526581 ctgatggcac gcgttggtgg ggctgccagg ttcctgttct gatctggcga ataatggcca
  1526641 atttaacccg ttggtaaatt ggtgcaggaa tgtcgtccat tgctgcgctc aattgtaaaa
  1526701 ccgttgattg ttctgccacg gcgttaacct cgtcaaatag aatatttata tgctaagtct
  1526761 acggttgaat ttagcgtgtg tatatgtata tacaagtaag cgatttaatt aattgacgca
  1526821 gctgcggggc gcgtttgact ctgaacaaaa atattgggat atcgctatgc cagtttattt
  1526881 taccaagcgt gcttttttac ctgatggatg ggctgcagac gtgcaaattg cggtagatga
  1526941 gctgggggat atacagcgta tcagcactgg cagtagcagc agtggttgtc aggttttatc
  1527001 cgggccagta ttacctggta tgcctaatct gcactctcat gcttttcagc gcatgatgtc
  1527061 ggggctggca gaagttgccg gtgatccaca agatagcttt tggacttggc gggatctcat
  1527121 gtatcggttg gtgcaacaac tgacgccgga acaggttggt gttattgccc ggcaacttta
  1527181 tatcgaaatg ctgaaaggcg gatataccca agttgctgaa tttcactatt tacatcatag
  1527241 ccctgatggt tccccttaca atgacatagg ggaaatgacg gcccaattga gtcaggcggc
  1527301 acaagacgct gggatcggaa tgactttatt gccagtgctg tatagctacg caggatttgg
  1527361 tgctcaaccc gcacagcaag gccagagccg ttttattcag gataccgaga gttatctcag
  1527421 acaacagcag gttatccgtc ggcagttggc taatcagcct ttacaaaatc aggggctatg
  1527481 ttttcactca ttacgtgctg ttgagttaag tcaaatgcag cagattttac acgtatcgga
  1527541 taaacagtta ccggtacata ttcatattgc tgaacagcag aaagaagtta atgactgcct
  1527601 ggcatggtgt ggccagcgcc cagttgcctg gctatatggt cacttaccgg tcgatagccg
  1527661 ctggtgcctt gtccacgcga cacatttgga tacgtcagaa ttggttatgt tagccaatag
  1527721 tcaggctgtt gccgggttgt gtccaacgac agaggccaat ttgggagatg gtattttccc
  1527781 cggtgttgac tatatacatc atcagggccg ttgggggata ggttctgata gccatgtttc
  1527841 gctggatgtt gtggaggagc tacgttggtt ggaatatggg caacgcttgc gtgatcaacg
  1527901 gcgtaaccgt ttgacctgtg agcggcaacc cgccgtggcg gatctattgt acagccaagc
  1527961 attagccgga gggcgtcagg cttgcgggcg tcaaattagc cagctagccg taggctatcg
  1528021 tgccgattgg ttagtactcg atggcgatga tccttatatt gccgggacaa gatcggcatc
  1528081 tttgttgaat agatggttat ttgcgggggg taaatcgcaa attcgagatg tttatgtggc
  1528141 aggcaaggcg gtaatcgtgg atagatatca tccattgcaa cagcaaactg cgcaagcttt
  1528201 tctggctgta ctgaaagcct gccaacagga ggtctgatga gttttaccgt ttttgatttt
  1528261 gccggtctgc ccgtcagccg ctggcgaaat ggtggcggcg aaacccgtga aattgcgtgt
  1528321 tggcctgtcg gcggtgatga ctttgcatgg cgtgccagta tcgcaacgat tgagcaggat
  1528381 ggtccattct cactttaccc tgatattgac cgttccatca ccttacttac cggtgatggc
  1528441 atcgtcttat ctagcccagg gttaggggta cataaactct caaatccttt acagacgttt
  1528501 gctttccctg gagatgttcc cgttaatggc cggttattgg gggggagcag ccagggtttc
  1528561 aatattatga cgcgtcgtgg ctgctggcag gccacggtaa gttccgtaag ttcaggtcag
  1528621 caattacccg cctcctacgg tggattgatt tatatcgtca aaggcgagtg gcttatctgc
  1528681 catacagaaa cacatcagtt gaaggctcaa cagggttgct ggtggctacc aacgataaaa
  1528741 gcagggcaat tacaaccgct tgccgccgat agccacttgc tgtgggtaac gttagtgcct
  1528801 ggccgctaga gtagtcatta tcacaatcgc tatggcaatc tggcatttgt agtcagtcat
  1528861 gtttttacga taaatcatgc tgttatagtt aaccttatgt tcacaaagtg gcattgtgag
  1528921 catcaaccga atatggacct cttgttttat aatggtttgg ttttgtagta atgggcggca
  1528981 gcggggttaa tcggtcattg ctgtttgcaa caccagataa cgggcaatcg cgatcagcgt
  1529041 ctcatgagtc tcttctagct tgagtagggg gtctgcttga tgggtgattt cggttccggc
  1529101 tcgtaatcca aatcttttat tcttacggga aaggctctct gaaattagcg tcgcatccaa
  1529161 tgcaccattg ctgtcaacca ttagcacgct gctgctatag gcctcccatg atcccagttc
  1529221 atgaagagtt gcttgcatca gatgatcttt aggaatatcg gcagctacag gatacaggga
  1529281 ttgcatagct tgccagtggc tgatgccttt ttgtagctgg ccttgcagac aggaggccag
  1529341 attttgcacc ttaccgcaag taagcacctt catatacgga acaatggcaa ctgagcctgg
  1529401 tacacagatt ggtgttagcg ttgcaacaac agagaggatt gagctggtat gttcagtgat
  1529461 atctttagta ttaattcgta attcatgatg aagtggcacc gattgagttt ggtctgacga
  1529521 cagtgcatgt gtatcggtta aaagttgggt gatcagacag ccattggctg agacagtcac
  1529581 ggcagtcttt gagctaaagc ccattaattc aaatccttgc atccggaaag cataggagcg
  1529641 tgccgaggtg ttatttatgc gcccacgttg gtagcttgcg agtaaattaa tattatttgg
  1529701 cagcggtatc tggcgcgata aaatggcttt ctgatattta ccttgcctga tttcattaac
  1529761 ggtttttgct acccgatcac agaaaatagt agggtcagtt tggcgtatct gcatttcgat
  1529821 ggcgcttctt tctacttgtg tctgcaggtg gctgtcttgc ttatgggcac gttgattatt
  1529881 ttcatcatat tcatcgccag gttgttcata aatagatggc tcataaatag atggttcaca
  1529941 actagatgat ttatagatag atgacttgtt gatagagggc gcgttgtcat attggtcact
  1530001 gtcacattgc tgcagcatcg taagcagttg gggtaagtga gagggaagca aactgcgtat
  1530061 tatagcgctg ccgcgattga gtctatattc atgcagcgga aggaaaattt gcagtagtgc
  1530121 ggtaccgggg gccgcgtgag acgccgggtt atggaagaga tgaaccaatt ccaattggct
  1530181 gagaccataa gctcgccact ctttaatcgg gatacttgcc agtgcggatg aaatattacc
  1530241 gacgatgtcg gaggataacc aaacacgctc ttgaaattgt tcgccgctaa agctatcgcc
  1530301 atgagcattt tgctgctggt aacgtatgtg aacataatta ggataggcag ttatcagtgc
  1530361 cgccagccca ataccgaccg agaactcacc gtctttttca tagatagcgt agggttgcca
  1530421 ttcttcattg tcagtgagtg acgaatatcc ttctgagccg cttttactgt gagagatatt
  1530481 gcgggcaccc tcttgataac gctggactaa ttttgtcgcc attgtcagtg ggggagcaca
  1530541 gatcgtttgt tgacactgcg catagtaaag cggttctcca gagcagggca tgggcgatgt
  1530601 tactccctct gggagaggct ctcgggcctg agcagataaa tgttgactat ctatcctacc
  1530661 aaaagggggg agtggccaac ccgtgatgtg tttgagtcgg ttgggcaggg ttccacattg
  1530721 ttgttgatag cggcggatat caggcaatat gagcgctaca tgtaacaacg gccaacggga
  1530781 taaatgattt ttatcccatg gctgaggcct caccatttcg gcagtttcta tagcttgggt
  1530841 aaatgataat gaggaaggta taacctgagg tgtgtaggtg taggtgtagg tgtaggtgta
  1530901 tagggatggt ggtctgtttt ttctgcgggt cagttctagt ggcgtggact taatgaagac
  1530961 catgacatca tccttatgta atagttattt tgattaatta tttttttcta tttattttaa
  1531021 tgataatttc tatcatcact attattatgt taatccagtt agttgtcatt agcacaccct
  1531081 ttaacaatct tattggaata taatttttgg tataaattca ttttataaca atgacatatt
  1531141 aataattaaa tgaatggatg tggggaggac accctgtaat agggtcttat gctggaatct
  1531201 attttgattt aaggcgtgct ctgatttaat gaattgcctg tttcattact gatgtttaac
  1531261 tatttttctt gcgtgatatg attttacact ctctatttct atgctgtatc aatgtttatt
  1531321 gatgccattg agacgtcagg atagtggcgg taggaggagg tgggtgtttg ctgaaggaag
  1531381 ctagatatat tcagatagtt tccatgccaa taatagggga attgtctgaa atagtgtttc
  1531441 ccatctgcac ctttaagcac caaacaggta ttctagtcgc tcactagcag gtttgaccat
  1531501 tttcgttccc caataattag gggccgccaa agggagattt ctccccagcc acatactggc
  1531561 aattcacgtt tcaagcgcta aaaaggtatc tatctttcca tgtcgacatt attaatttca
  1531621 gcacctcatc tggcgttcaa aattatcgcc acaggggtat cgttaccccc tgatagggtg
  1531681 gaatcctcga cgttggatcg taaactcaat aagcctgtcg gttatgtaga acaacgttct
  1531741 ggtgtccggc atcgttatca tgcgacggca gatgctaacc aagctgagtt agcggcggca
  1531801 gcactgcatg atgcccttga gcgccatggg atcaatcctt cctcaatcga tttattaata
  1531861 tcagcctcgg ctattgccta ccaggcccta ccgtgcacgg cggtgcatat tctcaaaata
  1531921 gcgggtctgg cgcctcgcat tgctgggttt gatatcaata gcagttgcgt gagctttatt
  1531981 tccgcattac aggtggctgc ggggctactg aatgccggaa cttatcagcg tatcgctatt
  1532041 gtttcagccg atctggcatc acgaggtatt gactggaatg atgaggagat cttcactgat
  1532101 cttcggtgat ggtgccgcat gtgccattgt ggaacgagga gatggccgca gtggcatatt
  1532161 agccagtctg gttgaaatgt atcctacggg cagtgagtta tgtgagattc gggcgggggg
  1532221 cacacgatgc aaccctcgct caggtatgga taacgacgat ttcttatttc atatgcaggg
  1532281 caagaggctg ttccgacaag cctctggtat cattgaagat tatttccagc gtctattgga
  1532341 aaaaagtggg ctgacattag cggatattgc cacggtaatt ccgcatcagg cgagccattt
  1532401 atcgctggcg catatgcgca aacgcttaca tgtgccaaca gatgtgctgg tggatatcta
  1532461 tcgagatcat ggtaaccagg tggcggcatc gataccaacc gcattgcatg ccgccgtgat
  1532521 gagcgggcgc ttttcgccgg gtaaaccggt gatgcttatt ggtaccgcag cagggttgac
  1532581 gctggcgggg atggttttgc tgccatgaga gccttacgat catgaaagtc ttagtgacag
  1532641 gggcaaccag tggattgggg cgcaacgcag cacaatggct gttggaggca gggcacgagg
  1532701 tctatgctat cgggcgggat caactggcgg gggaagaact gcgcaagttg ggcgccacct
  1532761 ttatcccgct ggatctgacc atgaccacga tggaggtctg ccagcaatgg ctcaaaacgt
  1532821 gcgatgtggt ttggcactgt gccgccaaat cagcgccgtg gggtaaccca caggattttc
  1532881 accagaccaa tgtggtggtg acgcataaac ttgctcaggc cgccggtcgc gagggggtta
  1532941 aacggttcat tcatatctca tcacctgccg tgtatttcga ttttcgccat catcatgatc
  1533001 tgcctgaaac ataccgggcc agccgctttt ccagccacta tgccagcagt aaatatgcgg
  1533061 cggagcaggt gttgcatgaa tgtatcgctc attatccgga caccacgtat gtgatcctgc
  1533121 gcccacgtgg gttatttggt ccccacgata gggtgattgt gccgcgtttg ctgcaacaac
  1533181 tgagcaggga tcgcaatgtg ctgcgtttac cgggaggagg gcaagcgcag cttgatctca
  1533241 cgtttgtgtt gaatgtggta catgccatga tgttagccac tgataacgac gggctacgct
  1533301 ccggtgcgat ttataatatt accaatcagg agccacaacg gctggtgacg atgttggatt
  1533361 ctctgttgaa tcagcagctt cacattaact ataccttgca gccggtgccc tactcgttac
  1533421 tttctgtcgt ggcggcaggg atggaactgg tcgccagtat gacccagaaa gaaccactgt
  1533481 taacccggta cagtgttggc gcagtctatt ttgatatgac ccttaattca gaacgtgcca
  1533541 ttaatgaact gggttaccgg cctcgttact cgatggcgga ggggattgtg ctggctggcg
  1533601 agtggcttag cgcgcagagg agtggccagc atggctaaga tcactacgtt tgaagtgggc
  1533661 tattgcacac accttgcctg catggcgctt aaaggcgccc cttttcgtgt ttgcaagttc
  1533721 ccggcacgcg cctgtttgat tgaggtagac ggccaccgct ggctgtggga taccggctat
  1533781 gcaacttggt ttgagcagta cacgcagtca ggggtttttc gcctctaccg gcaagtgacg
  1533841 ccagtctatt tcgatcccgc gcagtctctg gtgacacaac tgcgcgaaca aggctatgtt
  1533901 aatcgggata tccacgggct gatcttgtct cactttcatg ccgaccatat tgccgggctg
  1533961 cgtgatttta gcgaccttac ttttatttgc tctggtgacg gttggcataa aacccgcgaa
  1534021 ttgcgtggcg ttgcagccct acggcaggcg tttattcctg gcctgatacc ggagagtttt
  1534081 gaatcctccc tccagtttat cgagagtttc ccacagcaga tgctaccgtc tgaacttgcc
  1534141 ccctttgaga gcggtttcgc cttgcccggc agcaaagggc aggtcattct ggtgccgcta
  1534201 ccgggccatg cggtggggca tattggggca tttattctta cggataatgg ctgggtcttg
  1534261 ctggcaagtg acgcggcctg gtcaccgtta agttaccaac aactgcgtgg gccatcacgt
  1534321 atcgcgaact tattgatggc agactcgcgt gcttactacc aaacgttaca gcggcttaat
  1534381 cacttatggc gcacggggaa aacagacatt cggttatgcc atgaggggga tttatgatcc
  1534441 cgtttatgac gctctggcac tattttcgta tccgacgcct gcactttgcc aaccgtaaaa
  1534501 cgcttgaagc ttatcaggtc aaaaaacttc agcaattttc tcaacaggta ttagctaata
  1534561 gcccttggtt cagacgctac gcctcacagc cgatcacggc gtggccactg atggataagc
  1534621 aactgatgat ggaacatttt gatgtgatga acacgcaggg tctacaccgt gacgtgctga
  1534681 tggcatgtgc gcttggcagt gagcaagatc gcgatttttc acgtcaaacc gggaagttca
  1534741 gcgttgggtt atcatctggc acctcgggcc aacgtggtct ctttgtggtc agccctcaag
  1534801 aacagcaact ctgggcgggg ggcattctgg ctaaaatgtt gcccgatggc gtattcgcgg
  1534861 gtgagcgtgt ggcgctattt ctgcgggcgg ataataacct ttaccaaagt gttaacaacc
  1534921 gttggttgag tttggcgttc tacgatcttt ttcagccttt tcagtctcac gcaggtcttc
  1534981 tggaacagca gtcgccgacg attatcgtcg caccggcaca ggtgctacgg gcgttagcgt
  1535041 tggcggtgat gcgcggagaa ctgcacctca cggttaaaaa ggtgatttct gtcgccgagg
  1535101 tgttggatga acaagatcgt caactcctac aacaggtttt tggtcacgtt ggtgaagtct
  1535161 atcaggcgac agaaggcttc ttagctgcca gttgttccca cggcaccttg cacctgaatg
  1535221 aagaatttct acacattgaa ccgcaatgga tcgatgagcg gcgctttacc ccagttatca
  1535281 ccgattttac gcgacaaacc caacctatcg tgcgttacaa actggatgat gtgctggtag
  1535341 tgagcgataa gccctgtcct tgtggcaacc ctgcgcgggc gattagccat attgaagggc
  1535401 gttgggatga ccagttactg cttcctgacc cgcaaggcat attgcaggtg atatttgccg
  1535461 atctctgtag tcgggtattg gccaccgcgt taccgctgac ggcggattac cgtctgattc
  1535521 agcgtggcga ccatcatcta catttgatgg ccgattgcac ggctagcgaa ctggagtgtt
  1535581 gtcggcgtgc gatggtattg atgcttcagc agcagggtat tgagaccgag aggttatgtt
  1535641 ggcagttaga ggcagtggcc gtgatcccac aatttgatcg caaaaggcgg cgtattattc
  1535701 gtcagggcgt cgcagggtga aaacagggct atttctggca cccatcaagg cggttagctg
  1535761 gttggcggta ttgccctggc atggggagcg ggcgttatag cgcagtgggt aaatgggcac
  1535821 caatccacag atgtcgtcag ataaaggtga gcgatgacga atatattgat aacgggcgca
  1535881 tcggggttta ttggcggggc atttatgcgc cgctttgcct gtcatgacgg gattagactc
  1535941 tgtggtattg ggcggcgctc ggtagagggt tttcccacgt cagtgcgtta tcaggcgctg
  1536001 gatttagccc ggcttgcaac actggatttt acgccagatg tggttattca tgccgccggg
  1536061 cgagccgggc catggggaac ccgccgtgag tactaccgtg ataacgtggt cactacagag
  1536121 caggtgatta aattctgtca gtccagagga aacccacggc taatttatct ttcgactgcc
  1536181 gcggtctatt accgttactg ccatcaactg gcactcactg aacagtctga gatcgggcct
  1536241 gaatttgcca atgattatgc tctcacgaaa catcagggtg aggcgctgat cgaggcttat
  1536301 cagggagaga aaaccatttt gcgtccttgt gccgtatttg gccctggaga ccaactgctt
  1536361 ttccctccct tattagacgc ggccagtcgt cacgggcttc ctcttttaat ttctgaggtg
  1536421 cccgcacgcg gggaattaat gcatatcgat gtgctgtgtg attacctgtt aaaagccgcc
  1536481 attaagccgg aactgcgcct gttctataat ttatctaatg cagaacccat tgaaattaat
  1536541 gaatttctta ttgatgtctt gagcaagctt ggcctcccag cacctaaaag agaggttcgc
  1536601 gtagccaccg caatgctaat cgccggaatc attgaaggta catatcggtt attgcgtatt
  1536661 aaaagtgaac cgtctatcac ccggtttggc gttggggttt tgggctattc gaaaacattg
  1536721 gatgtgagtg cggctataca cgattttggt tcgccatccc gttccctttc tcaagggcta
  1536781 gatgccttta ttcgctggta caaggaacag aaataatgat ttacctcgcg gccatctggc
  1536841 tgggcatctt gttgtttaag ctgattttta cgctacgaat gatgaagaga gggacgcagg
  1536901 cagggtgtgg cgtaccacaa gccaccgcca cgatattgca acctgtgttg agcggtgatc
  1536961 cacaattggc aaccgtgctg gaggcaaacg tcgttgcact aaaacaggca cgtttttttt
  1537021 ggcttattga cgatgatgat acggtggcaa gagagatagc catcagtatt cagtcgcgtt
  1537081 atcccgacag ggaaattaag gcaagctatt tccccccagc gcctgaaggg gttaatccta
  1537141 aagttttcaa gctcgaacag gcctggcggg aggtggcgag tgacatctta ttggtattgg
  1537201 acgacgatgc gtttttgtca gcagagtctt tcgggacgct attgaaccag attgaagagg
  1537261 gcgcattagt gaccgcgctt ccttattatt gtgccgatag caatgggtac tcccggctat
  1537321 tggcgcaatt cgttaatgat aattccggtt tcacctacct gcccttgttg ccgttttcac
  1537381 cccccttaac catcaatggg atgtgttatg cgatatccgt caatacgttg gctcaagtgg
  1537441 ggggctttgc cgctattcta cacgacctgg ccgatgatct ggcgttggca accctgctca
  1537501 gacaacatca tattcgtcta atacaatcca ccgccccagt aagggttcaa accagtcttt
  1537561 cttctggcaa aaagtatata caacaaatgc atcgttggtt tttgtttgcc acgctactgt
  1537621 tgcgtgaaaa aacagtgctg ataaaactga ttatatttct gctacagggg ctgcatcctt
  1537681 tactcatgtg ggcgatgtta ctcactgttg gatgggagtg ggtgacggcg gcccacggca
  1537741 tcacagggat taacctgggc attattgcgg cttgtttgct gatacgccat gctgccctcc
  1537801 gtcacgttca gcaggccatt gcccctgata tccgttcaaa tcctattttt tcgctgttat
  1537861 ctgaattaat gcaaccgtta catttattac atgcgttgtg taaccgaacg atttactggc
  1537921 gtacgcggcg ctatcgtgtt ttgagtaata aaaagtttaa ttcactatga ataagataac
  1537981 cttacagata gcttatatta ccggccgtag ctcgccagaa agcggcagtt taagcccggt
  1538041 tcaattagcc tttatcaaaa aattagctca accggggcgc gaattggcta ccttgaattt
  1538101 cccgtatcgt gctggtgaaa atgagaagaa aggctattta gcgccaggtt taattaaagc
  1538161 tagctatcat aattgccgcg aatatctttc ctcccgccac cctgagtttc aaactcacta
  1538221 tcggcccgct ttattggctt tactggcacg agcgccgcat acggtattgc tatctggcag
  1538281 ctgtggtttg gagttattta ataacttaaa tctaccgaag gccatgatga gccatgtcag
  1538341 tatctttgct tatgggccgg tagctcggca gcggcctttg tgccaccaca cgctggttca
  1538401 agggcagcgt gatttgatct ccagattttg gtgtcggcaa gtggatagca aagtcagtgg
  1538461 tggccatttg aattatctct ctaacccagc attactgacg ctttgtgagc gttttattgc
  1538521 ggcagttgaa tcaactcagg gattgcgatg aagacgttag atgatttgat ccccccggct
  1538581 acccgctgta tcgatctgct ggccccgcct ttttctgggc acttacaccc gatactggcg
  1538641 ttgggccgca tgttggctaa aaattacgag gtacgcatca tcagcacgca agatgcgttg
  1538701 gcgcgtatca cggcggcagg gctaaagggc attgctttgc cgggtgaata tgacccgctg
  1538761 ttacaggcaa ttgccaaccc agactatgcg gttaaaagca gtccgctgaa gctttatcgc
  1538821 caatttaaat ctgcggttgg gttactcgtc gagtttgcct cggcactgga aaaactttat
  1538881 caacatgatg gtgcgccaga cctggttatt gctgacttta ctttacccgt ggtagggacg
  1538941 gtgagtaaaa aattgggcat cccttggtgg acgagtttac cctcaccctg tgtgctggaa
  1539001 acgttagacg gcccaccggc ctattgcggt ggcctttatc cagcgaaaac tgctatggat
  1539061 aacgtcagtc agtttatcgc gcggaaaaaa gtccgttggt ttaaaaaaac gcttttttgg
  1539121 ttattccgta gaacaatctc aacaaccggg atcacggcgt tatatcgcgc cgatggtaca
  1539181 gaaagtgctt attcagcaga ctgtattctg gctctgggtg atgtcgcatt tgaatttacc
  1539241 cgaacctggc cggagagcgt ccattttatt gggccagcgc tctatacacc gcctaatttg
  1539301 cagcctgcgc cgcactttga agcaggtcgc cgccatgtgc tggtgacctt agggactcat
  1539361 ctggcctggc ataaagatga agtggtaaag gcggttgaga gacttgcccg aaccatgcca
  1539421 gagtcagttt ttcatttcac agagggggat ccgaacgcgg cttgccatca gcagaccgat
  1539481 aatttcatcc gcttgccatg gatagattat gaaacctgtc ttggtcacta cgatgtggtg
  1539541 attcatcatg gtggtgcagg aattctgtat tactgtctga aacataatat accggcgttg
  1539601 gtctatccgg ttgatttcga tcaatttgac catgctgccc gccttgatgc gtcggggaaa
  1539661 ggtctttggt taaaaggggg gctgagcgcg ttggcgaatg ccaaaactca gattgagcag
  1539721 ttaactgccc gttagggata aaaataacgt aaaggagtag gttgccgaca aagtcaaatg
  1539781 aaggcgaaat agtgtgaggc ggggcgattt aaccaacgtt cggatgatcc acaatacgtg
  1539841 attcactgga tttttagtaa gaaatagcca tgttcggttc cctggctgcg gggttttaaa
  1539901 ggctgctggt aagggtacat tcggaaaaaa gttgaaacag cttactgttc tcttctttat
  1539961 tcatgacgct aaaactaatg ccactatctg atttttcaaa tagattaaac gtcttttcct
  1540021 ccgcgtccat cattacgtag tctaaatctt ttctatcttc atcggtgaat tcaacgcccg
  1540081 cttttctggc aaggttttcc acttctgctt ccgtggcgcg atgtaacaat ggtgagatat
  1540141 aattaccccc gttcatgcca tataccgtaa atcggctacc atcccacttt atttttgccg
  1540201 tttcagtctc ttctgggaaa tgatttccac ccaagctttt ggaggttcta tccaattgct
  1540261 tgctcatatg acaagtatag tattcatcgc tagcattatt tttatctgcc gctgaaactg
  1540321 aaactgcaac catcgcgatg agaataaaat attttttcat ggtttaatcc ttaacttcca
  1540381 ttgttatttg aatgtatttt tatcttttag acaggaatat aacttgttac ctagtgtctc
  1540441 aaaattttca cttgtcatct ttaaaagaaa gcagacaaca tttaattgcc tgctcctcaa
  1540501 tattgccagc tcctcaataa ggttatcttt taggccgccg cattatcata taatttttga
  1540561 atgagaagct gttgttcctc ggtcggcttt atcccaagag agtggtagat gatccccaac
  1540621 tggtagagtt gttgattccc tgatgcatct tctgcggtaa tggattcacg tgttaacatt
  1540681 gatttaagtg tgaacgtgat atgttgcatg cattcaggtg tattggtagc acaaatattt
  1540741 tgcaataacg tcaggttttg tccagaaaga ccggtatctt tcacaacacg cgctctggct
  1540801 tcatcccact gtttattttt tataaacaga tcggtaataa agtaattttg ggcggtggtg
  1540861 acatgcttat taagtattcg ttcagcgctg acgacatcgc ctgcaaaacc atacatttca
  1540921 gcaagatccc tataatttct ttcgacttct ttgggcggag agtcttttag ctgtgagaga
  1540981 taaataacct ctgcatctgc agccaacttc ttagcttcgg cgatacgtcc aatatcaact
  1541041 aattttttaa cgatggattt agttaccgtt tcccatggat tgaatttttg attttgtgat
  1541101 tcttcaataa taatgtttaa atatttatca gctaatgcat cagatttgct taaatataga
  1541161 aaattaagcg aatctatttt atattcatag caatatctat cgtcataaca ggcatattct
  1541221 ggtgagatca tcagcttatc aatacgctct ttaattaggc cggtttcgtt agtggcattc
  1541281 aacaaccgga taagctttat ttcttctata ggcttgggag caaagctaaa ggacttatct
  1541341 gtagtggcaa tgctggttgc aattaatgca ttgtattctt cagtgaaacc attagcatgg
  1541401 taaaatgcca tgatcccgga taatgccaaa tcataatagg tacctttatc tccggccgcc
  1541461 ctgagtagct gttctgataa tattaatgct tgttgcttat tacctgcaaa tgaatataga
  1541521 ttgatcaaat tcaagtaatc tttataaaaa tgaatttcat tgttcttctt ctttttgagc
  1541581 acgtcgataa acattacctg tgctttatcg gtataaataa gggtgttttt gggggcaccg
  1541641 ttgacacgat aattttctgc aatagcaagc agcatcctta attgattggt cggttctatt
  1541701 atgttgtcgc cataaatatc tttataaata gtcaccgctt gatctggcgt atctcgataa
  1541761 gcgtctaaaa cagcgggaag ataatagttc cttgcactgt tatccagcat aagtaacttt
  1541821 aacgcagatt caggctgttt cttttcaatc caggcatcaa cataattctt gtatgctgag
  1541881 aatgagctcg gtttctcgag tccaatctgt gataaaaata ccattgcttt gtctggatta
  1541941 cctgttcccg caatccagtc agcagaaata ttcagtgata acattgcctc tttcgaactg
  1542001 aaatcaagtt tctttaatag cgtattggct cgttctggtg agctaaacat caggatttct
  1542061 cggtgcagtt cgaaataagg ggcctgagca tcataatggg ggtgttccgc cagcggtagg
  1542121 gcattttcca gttttcgttc aaccactgaa tagacatcgg gcaatgtctg tgcatgagcg
  1542181 aagctcaagc cagagcaaaa tgttgcggta tagactaaag ttgaaaaaaa gtttagagac
  1542241 tgtaaacaat attgtgtaat tgcctgtttt tgatatcttc actccaacaa cggagacagg
  1542301 caaattatgg acgaaaagaa acttaaagca cttgcggctg aactggctaa aggtcttaaa
  1542361 accgaagccg accttaatgc attttctcgt atgctaacaa agcttaccgt cgaaacagcg
  1542421 ttaaatgcag agcttaccga acacctcggg cacgagaaaa atacccctaa atcaggctcg
  1542481 aatacccgca acggctattc gtccaaaaca ctgctatgcg acgacggcga aatcgagctg
  1542541 aatacgccac gcgaccgcga aaacaccttt gaaccgcagc tgataaagaa aaatcagacg
  1542601 cgtatcacac agatggacag ccagattttg tccctgtacg ccaaaggcat gaccacccgc
  1542661 gaaatcgtcg ccaccttcaa agagatgtat gacgccgatg tgtctcccac gctgatatct
  1542721 aaagtcaccg atgccgtaaa agagcaggtt gctgaatggc aaaaccgcca actggatgct
  1542781 ctgtatccca ttgtttatat ggactgcatt gtcgtaaaag tccgccagaa cggtagcgtg
  1542841 ataaacaaag cagtgttcct agcgctgggc atcaacactg aaggtcagaa agagctgctg
  1542901 ggcatgtggc tggcagaaaa tgaaggtgcg aagttctggc taagtgtgct gacagagctg
  1542961 aaaaatcgcg gtcttcagga cattctgatt gcctgcgtgg atggcctgaa ggggttcccg
  1543021 gatgcgataa acagtgttta tccgcagact cacatccagc tgtgcatcat ccatatggta
  1543081 cgcaacagcc tgaaatatgt gtcatggaag gactataaag ccgtcaccag cggtttgaaa
  1543141 atggtgtatc aggctccgac agaagaggcg gcgctgatgg cgctggataa gtttgcggag
  1543201 gcctgggacg acaaataccc gcaaattagc aaaagttggc gtacgcactg ggaaaatctc
  1543261 aatacattct tcggctatcc gcccgatatc cgcaaggcta tctacaccac gaatgccatc
  1543321 gaatcggtga acagcgtgat ccgtgcagcc attaaaaagc gcaaagtgtt cccgacagac
  1543381 gactcagtgc ggaaggttgt ttatttggcg atcaaggatg catcaaaaaa atggagtatg
  1543441 ccgatccaga actggcggtt agcgatgagc cgttttatta tcgagttcgg tgaccgcctg
  1543501 agcgatcacc tttaatacgg tggcagttac acagaattat ggacaggctc aaagtttatt
  1543561 ttcagtttca tataatctta tccatgatca attttatgag gtctgattaa tccagacccc
  1543621 attattaaaa ttatttactt gttggattct aattttttta attcttcata ggcttctctc
  1543681 atcccacttt tagctgcaac ggtaaagtgg aattttgcct tatccaaatt tttctcggtg
  1543741 ccgtctccat tttgatatat ccaaccaagg ttataatggg cgtgcacgtt tccttgttcg
  1543801 gcagctttta tgtgccactg ataggcttct ggtaagttct tttctacccc ttcaccgacg
  1543861 agatacagat agccaatttc cacttgagca tcacttagcc ctaactgcgc tgctttgagt
  1543921 aaataggaga aatatttggt ttgatcttct ttaacgccgt caccttcatt atacatttga
  1543981 gctaaaagaa ataacgcctt aatattttta tggtctgctg atttttctag ccacttaaga
  1544041 cctctatcat agtcttgaca agtataatga tacttaccca gttcatactg tgcattatca
  1544101 tcactctgtg aggctttctc gcgtatttca ataggattgt atagcgagtc aatactttta
  1544161 ttattgatat agcagtgaat aatgctaaca ccatcggcat tatatgtttc tccggtgacc
  1544221 tgtatttcat tattcacata aggggtggtt gttaacagtc taccggtacg atcattaaac
  1544281 tcttttttga tgccgcttct tatgccttca acatagggca tttcttcaat taacttccct
  1544341 gtattgatac tccatcgtct atccggacca tcttttttat cgttcttata cattgtggta
  1544401 taaagtagtt ttcctgaatc ataatattta tgttcaccct gaagtttgcc gtctttatac
  1544461 ggtgagagtg atactatttc accctgttcg ttccatttct ggctatcacc atctaagata
  1544521 tcatttttat agctggttga tgtattaagt tgtccattat caaaccactc tcttgatacg
  1544581 ccatttttgc ggccttcgtt atcgtagatt tcttcctgtc gcatttttcc atttttatac
  1544641 caagtctggc tagagagttg ttttccttct ttatacgttg atttagacac taactgccct
  1544701 tcggggctgt attcctcgtt agttccatgg tactgatctt tattgttttt attataaata
  1544761 gctctaattt tacctgattc aaagtagact gtgtatttac caacgacttt gccagcatgg
  1544821 taggttcttt catctttaat tttaccatca ggaaaatact caaagtattt cccttcgagt
  1544881 ttattattca aatagctatg gttctcttta atttttccat tgtcgtaata atgagggcac
  1544941 tctccgtcgg ctattttgct gtcaataaaa tgtcgtttgc tttcaatagc accattttca
  1545001 tggtagataa tatactcacc attgaccaag ccatttttaa ataccaacgt ctcagctaat
  1545061 ttcccttttt catcataata tgagtcgtat ttcccatcct cttttccctc tttattataa
  1545121 gtgagaatat gttgaatatt tccactggag taataggatt tgaaggtaga gacgaatttt
  1545181 tgtgttttga atgtttcatc gtcagtataa ccttcaaagg ccagcagttt gctcggtata
  1545241 agttcctcag tttcttctga tgactcaata aaccacccgg ccactttcca cagttgcttt
  1545301 tctttatcaa aggttaatgg catagggatc accgatgtcg cctggcgttt caccgtggcc
  1545361 tttaagtctt gatttaacca aagataagat tcttttttca tgaattcagc accgcacagt
  1545421 gcttcagtgc aaacttctat attggtgagc atcggtgtgc caccgcggtc acattgatct
  1545481 attgtcagga aaaggtaacg ttcacttaag atctcaacga gcaaactctt gatttttgcc
  1545541 gcgtatactt ctgacgttaa accaaatgat tctggccggc ctgaaagcgt attcttgtta
  1545601 cagggggttt tggttttaaa gtggaaccga tcggccagca gtaatttcat atcactatca
  1545661 atggccgttt tgttaaaatc aatgttatca attttagcaa caaaggtaat gggtttaggt
  1545721 actgccggag ggggttgctt tagatatgca accgacggat aagagagtat taagagtgcc
  1545781 accagttttt ttttcaatgt taatccttaa tttaaacgtt caatccattg ccataatatt
  1545841 ttttatagtc aatttcaggg tgaaatgcca tttttctaac caatagtgct aatatattac
  1545901 aagtaaatta atgagtgtca aaacgtaatt tttcagatgt tgtggtagtg attgataata
  1545961 ttaaaaatat taatctatcg gcggtgatga attcttgagg ttacagtaga aatgacagat
  1546021 ttccaattaa gttacatttc tctctattgt tttttacatt taacttttga gtgcatttta
  1546081 ttatttttaa tttgtgaagt gggtgcaata ttaattaaat ggaattatga atgtacgatg
  1546141 gtaactcgta taatagagac agaaaattga gaaatatctt attttatcct cgtgcttcaa
  1546201 taagaataga tgacgtcgcc ttgccgatat ccaacacgta atcatgagat atatcccaca
  1546261 gcgttaacat cgatttttta gggggatgtt tatctcgaag tatggttaat ctcactgaaa
  1546321 tattgtcacc tgttttttat acctatttcc ctatcactga aaggaaacag aactatgcaa
  1546381 ggacgcgatt acattccctg cgatatcgca gagtaccatc tgcttgacgt tgctgaatta
  1546441 cccccgaagg acaaaaatag ggcgttatgc gacatgcgtt ccttccttcg tgaagggcgt
  1546501 tatggtgagc ttgataaaca actggaaagt gcacttaccg catcattcct tagccgtgat
  1546561 gccgagcagc gttattatcg tggctggatg gatatggaaa atacccccga tttacgtagc
  1546621 gtcatttcaa tggggccgga aggtttggca cagatcaaag cctggcaaca cgactgccct
  1546681 gaatcgaacc atgcctggtt ggctgaaacg ttgtactggc atcattgtgc ctggcggtat
  1546741 cgcagctatg gctgggcgaa gaagaccact gctgcgatgt gggtatgtgc agccgcctgt
  1546801 aatgaaatga tggtgctggc agccctgcaa gcattaacac tggagccacg ccagtggatg
  1546861 gccgctgcgc tgattatccc ggcgattacc gcgtttggcg ttccggcctg gctggctgtc
  1546921 attattgcca atgagaaggc ggattcattg ccggttctgg gcgaattacg tgactatcaa
  1546981 cagtgctatc ctgaagaaat ggccgccttg atgagttatt caggactgaa tgcctatgct
  1547041 cagatattgg ctcccgatgc gttaccgcca ggtttactgc gtaatcaaac agagaaggca
  1547101 cttattggcc cgcattattg gctgtttgcc agcttgcata tccatccaac ccagttctac
  1547161 atcttcaccg attacatccc gttccaaatg ccccgttggc gcggtttacc gcaggacatg
  1547221 ctggacttaa ttgtttcacc ggcttgtgaa catttgagtc ttcaggagaa ggaccattta
  1547281 cgccatctga tctggtggga tgatttttgt gatgatctcg gccataaagt cgccgatctg
  1547341 gttgaacgtg agtggcagtt taccgaggtg aaacgcgaag cggaacaggc gttgaatgca
  1547401 aatgatcgcg ctcaggcatt acgctggctg gccgcgagtt actacgtgat ggaagatgaa
  1547461 ccatccgcct ggcactattt acagcaagcg gttgcacaag agcctagtct tggcgggtat
  1547521 ttacatcatg ccgcgttacg gcttgctgga aagtttgccc ctgaatcacg ctggctgcat
  1547581 aaccagattt gccataatgc gcagcttatg cattctcccc aggcaatggt tttacagggc
  1547641 tactgtttgt tgaccgggct gtttgggttt acacaaaacg aggcgttagg gcgtgaatgg
  1547701 cttgattatg ctttgcagca cgatccaaaa gatgcctggg atcaaaccgg tttcatctta
  1547761 aatgaactta attaccctga cgatgctacg cgtctgttca ctcttggggc tgaatatggt
  1547821 gcgcgtggca cggcgtcaag cctgggtagc ttttatctgt atgcaccatc ggagacacgg
  1547881 gacattctgc gcgcaatcag ctattaccgt caggttgttg agcaaaacag tacgctttta
  1547941 agccaaaaag tcatcgccaa atatccgcta atcgataaca ccgatccatt ctcgtatgaa
  1548001 gatgaactaa aaagagccta ttactcactg gcgcgctgtt accaactgct ttcatacgag
  1548061 gaaactgata cggtaaaaac cgccgaactt gaggggaaat tggttgcatc attaaaagca
  1548121 tcggttgact ggggaaacga tgttgcttta cccgagttgt tagccctgct ttcagaactt
  1548181 cataccttga gtgtgactca tcagtatctt gactttctac tggagcatgg caacaaaggc
  1548241 agtatattgg cgatgacttc actggcaaaa atttacttca atcgaaaaga taaacatatt
  1548301 tataactata agcttagcgc tcgctggatg tatttcgcac tggcgttggc gcctgatgat
  1548361 gaaaaagtta atgaagtctt tttttcccgc catgcgcgca accgttgggt tactcaccgt
  1548421 tatgtctggt cgacatcacg cattgccgta catgaaatcc cagggcagga gcatccaata
  1548481 tgctgaccct aatcagtatc aatcgcgagg ttctgtccgg gtatttttaa tacgtaatcg
  1548541 gcccataaaa tcggtgcgtt ctgtatggat atccacttga gtgaatgctg acccaatcgc
  1548601 gaaatgcgat taaggtaaaa catattttca ttaaaattga aatgatgttc acaaaatgct
  1548661 atgttcagcg cagtcatgtc aaactatcac attcaatggg cgactgctca ttgactaaga
  1548721 ggagataaca aaatgaaaat cgcactgatg atggaaaaca gtcaggcagg taaaaacgcg
  1548781 ataatcctta aagagctgaa tgctgttgcc tcggaaaaag cgtatccggt attcaacgtt
  1548841 gggatgagcg atgagcaaga tcatcatctg acttatatcc acctgggcat catggccagc
  1548901 attttgttga atgctaaagc ggttgatttt gtggtgaccg gttgtggtac agggcagggc
  1548961 gccatgatgt cattgaatat acatccaggc gttgtatgtg gttattgcat cgatccagca
  1549021 gatgctttcc tgtttgcaca aattaacaat ggtaatgcgt tgtcactgcc gtttgctaaa
  1549081 ggctttggct ggggcgcgga acttaacgtg cgctatatct ttgaaaaagc gttcactggt
  1549141 gtgaaaggcg aaggctatcc acttgatcgt aaagagccac aggtacgtaa tgcgggtatc
  1549201 ttgaatcaag tgaaagcggc agtcgtgaaa gaaaattatc tggatacact acgtgctatc
  1549261 gaccctgagt tggtgaaaac cgccgttagc ggtgcacgtt tccagcagtg tttctttgaa
  1549321 aactgtcagg ataaagagat tgaagcgttc gtgaaacaaa tactcgcgta acgatataat
  1549381 cgaacaaaag gtttcttatt gaactgcacc ccaattattg gataacaccc tgatatttgg
  1549441 cagtgcagtt ttttatgctg tgtcacattt actgcatagc taaaattcaa tgcatggtga
  1549501 atatattact cgcggcggcc tgttgcggta aaaagcacga ccatgcctac acgggtaatt
  1549561 gcaacatcac ggaactggga cgatagcatg gcatggagcc catcttccgt atcgtctttg
  1549621 ttagaaaaaa taccttttga gttatacacc ttcatcaatt tcttcccaag acgattatgc
  1549681 cctgcatcat tgcctaatat cgtcgcgcca taaagtgtgc cacccgtttt taaccccata
  1549741 gcggtattgg ctatcacttg cactttatcc tttagcgcac cagggaggca atgcagcaga
  1549801 tagaacattg aaattgagtc aaaatagccg tggtattggg ctgggaacgg ttcaaaaaca
  1549861 tcatgctgga tgcattcctt gacccgtgtt gacccaatgc gattgctggc aacagcaagg
  1549921 ctgttggtat tgatatccat cagagagata tgagtagttt caggcagatg tgtcagataa
  1549981 aagccagtcc ctacgcctat gtccaaatgt tcattaccgg catattcagt gaaatgaggt
  1550041 actaaaacgt cgtgagtagg gcatttccaa gcaaagtgat tggacatttt caatacccac
  1550101 cagtcatata acttcagggt aaatggagta tatatttggg aacctatttt ggttgatttg
  1550161 ttcataataa tattccgtta ttatttcgtt acggtgctta ttaaatcaac ctatggggta
  1550221 gagatcaaat agaaaaaaca cataaccata tggatttcat gggaaatggc tacagcacta
  1550281 cgtcaattga agacgacgtt ttttgtacat atgacaaaac taaaataacc gcattagcga
  1550341 tattttccgg tgctatggtt ctgattgccg tatcagaatg atgggacagt gttttaacct
  1550401 gacaaggcga tatattacag atgtgaattg attttttgcg taattcttcg cggatgctgt
  1550461 ggataaagcc attaagcccc catttagatg ctgcgtagca cgcgccttca ggcaaactgg
  1550521 agaagccagc aattgaggat atattcacga ttattgggca ggcactggtc ttaatataag
  1550581 gtaatacaag atgtgtaaga taaatagggg cgagaaggtt ggtactgatg gtatcggtaa
  1550641 ttctactata ggtcatctct tcgagagcag aaaaattaaa gacgccggca caattgatca
  1550701 atacatccac cccccccatt tgctgaacag catactccac taattcacga caggcttttt
  1550761 cgttggtaag atcgccatac caaaaataag ctctttttga cttatcatcg ctaagatatc
  1550821 tgtcttgtaa tttttgggaa cgtttacaag caagaacaag attcatacct gatttataca
  1550881 gtgcatcagc aatggcagaa ccaattaatc ctgacgcacc ggtgagtatt attttaaaat
  1550941 tacaggacat acttcctcaa ttcatttttg gctattagat aaaagccggg tgtgagaaga
  1551001 ccgccactcc cggcttgagt cactaagtta tgtgaagatt attggaacaa attattccaa
  1551061 tatctacttc taggtcacgt ccagtatatt aaatgcttaa attaagagtg atgacaccca
  1551121 aacccaagca cacggccggc ttcttggcct gataatgttc taggcactgc gcccgccaga
  1551181 gccgtatttt tgccaaaggt tacgagtttg atgcttttta ctttagtcgc agtattttta
  1551241 gtcataatat gactcctatc ttcttgagat aaagtaatcc gctaactata ttagcggggt
  1551301 tttggactca tgcatggcat gcttccaata ctgtgagaaa tcttattttt gatatagagg
  1551361 ctttggtctt taaatgcttg ttcactaatg ctctttatat cactcacatt actttttttt
  1551421 gggcgtgctt aagtaaagct tcataagcga ttaatcgtat ctcttctcga tggttacaaa
  1551481 gagacacttt gtgaaccagt tgacgacttt tttcattttc aagactcagc aggccgttat
  1551541 ataacacatt ttgaaaagcg tagcgctcat atcttccctt tttaattctt gcctctattt
  1551601 ttccttccaa tgcatctgaa tctatctgaa attcgtattg atgcttcgat tttattggtc
  1551661 gcactattaa attgagcgat actgataatt catcaggcgg atattgagta tgaacatcct
  1551721 tactacgaaa ataaaacata actgtattcg gggaaagaat cttatctcca taacaattaa
  1551781 gttctacaac ttcgttattt acgccactaa ctttatcgta atcatagtca tagagccgag
  1551841 ttcgatagcc acctccaaaa aaattcactg tccaaaagtc aaaattatga tcatgtgctt
  1551901 cttcgtagga ataaggtgtc cgatctaatt ttccctgcaa tgggagccac ataacaagac
  1551961 gaatagttat gcgttcatta ctgtaaagaa taaaactcgg tgcctgtatg tcattctcca
  1552021 gctggaattg ataagggttc tccaactcgg taatgatctg cgaaaaaatt tcatctttat
  1552081 tagccgcgta ggctgaaagc catgaaccta cttcaaggat ttcgctttcc acataaatcc
  1552141 catttgccac attggaaatt gccgatgagt gactcaaaat tcctaataaa tcttgtagtg
  1552201 tcagtgattt attcactggc gtaatattat ttaggagcat tgctagtttc tccttgcgcc
  1552261 atgtttatct cggcaagtac acgcctgaca taatgacttt tctctagtgt gagcacatcg
  1552321 cttaatacgg tatcatttgc acgtaacatt gctacccaag acagggcgcg aacttcatca
  1552381 gctttatgat tgtgtgcgat cttttcgata gctttttttg atctcatatt cccatgggtt
  1552441 gatagcgctg aaaaaattga gcgctgggaa gctatttttt caatactgtt aaagtggggt
  1552501 tttccccaac ataaattgct accttcatct gtagattcaa tatcgaaaac agtttgtcgg
  1552561 gcagacgcat ctggtttatt aatgattaaa tttaatgaaa ccgaaagtga ctctggttcg
  1552621 tgttgtatat gcacatcttt attagcaaaa taatagataa cttcattttc tcgcagatac
  1552681 atttcccctt tataactgag ctgggtaagt ccatcagtac gttgaatggg ctcattgtaa
  1552741 tcaaattcgt acagtgatgt gcgataacca gggccgaaga agcctacggt catcaggtca
  1552801 aaagcatggt catgtgcgac cttgtaagaa aagggaatag cgctggcctg atgtccgggt
  1552861 gggatccaca gcattagccg gattgtatac cacggtgttg tataaagaac aaatccttga
  1552921 gcttgcccgt aattttgtga ttgaaagtgg tctgttttct ccaactcttc aatgataata
  1552981 gaaaaaatat gcgccttatt ggccgctaat gcacgcaact gagtggcaac acaactcatt
  1553041 acttcggatg agtagattga atttctaagc ttttcaatag ttccactcgt ttcaagaaat
  1553101 gacacaaatt cattcagtgt gatgagtgta ttttctttca cgtccacttt gacagccata
  1553161 atatttacac ctctgactct tctgctttat ttattgcaag gctctgttct gcggcctcaa
  1553221 ttatttgagc gtcagagtca ttcttcacca aatagtcgag taactctaga gtagattgag
  1553281 gatcaataag tgagaggctt tcgaccgctt cccaacgaac aaagtttgca tatgtagact
  1553341 ttgccagttt ttccaaaaca ggcacagctt gagtcgcgtt catggcaccg agcattctca
  1553401 cgtacatctg tatccttgac gcttggaggc tggtacaaat agattcaata ggttcgagtg
  1553461 agttcttgtc atagacccat gacaaccaac ctttgggctc ggagtgagcg ataaggataa
  1553521 aagcgtcctg tgcggcttca gtatcaaaat cgagaatata tttataggct tcaaagccat
  1553581 agactttacc cggcattaat acggtatctt cgagccttat cagtgccgat ggcctttgag
  1553641 agagatcttc gcaaacttgg cactggtata aaggaatact aactggcgta ttcatggggt
  1553701 tgataaccag aatatcaaat tcgtttgcat acaaagtcgt tgacggactt ctaccaataa
  1553761 gccgcataag tagatgaaaa ttatgttgcc tacttaagta aacatgatct tctgatagca
  1553821 attgataatt tgaagtaatg tcttttcttt ccagtagatc atttaatatt tcaataatat
  1553881 catctttttt caggctttcc agaataggca gaatatcaaa gaactgcgca ttctcttttt
  1553941 ctaatatttc agaggccttt tccttaagca cggacaggct gcgaatgctt tcttcagagt
  1554001 ttggagatgc tgcaataact tccgtatgtt ttattctatt gatagaatca ggactagtaa
  1554061 ctttcgacat gattttctcc ttagcataaa tacattgttt ctgagaaact taacgtatct
  1554121 gctattcata atgtactcag cttattatgt actcagctta tttgtctttt aacagagccc
  1554181 ctttagtgtt gtgatgacat acgtattatg actttactct gggaagcttg acatgacact
  1554241 gtgttataca ttttggtttt tagagtcaat atcaaagcgg ttagtttttt atagctatcg
  1554301 taaaaatatg gatcatttgt taatgagata ttaattcatg cattaaattg tgatatttat
  1554361 tttaatatta tgaatattac aggcgtcgtt gaataaatca gacatcggag tttgagcgag
  1554421 aacgtattct ggaatggccg aatgatggta gcgttgccgc aatggttgca gatgttaggt
  1554481 ttgctatatt accccattca gggataactg ttgcgcttct ctggtcagca gggaggacta
  1554541 gttaaagtgg tagcagagaa agcggaattt ccgtgctacc tattttggct taaagaaggt
  1554601 cccaatatta tcgtctaaaa aaagcggatg agttaaaaat acaatttcct catatttata
  1554661 aatatgagcg tgcacttagg ataaatgccc gatatgctca aaataattgg cgttgtagga
  1554721 aggcggcaac gaagtaagtc cccaggcgct tacataaata agtacctggg gttgttgagc
  1554781 gtagccaaca cagatgcagc ttaaagtatg acgagtatat aagcagtagt ggagccgtca
  1554841 acgaccccac taatttttta ttactgaaga tttttatctt tcaggaattt tgatacctga
  1554901 tcggcgattt caacgttatt cagatcagag aaagggaagt gagtattgcc ttttatacca
  1554961 atttccggca aatggattac tgtcacgtct ccgccatgtt tattcaccac atcccgccat
  1555021 tgacgcgcaa cagccaaccg ggcacgccaa ctatcctgtg caggcaaggc cgttggtttg
  1555081 tcagggatat tgtcgccgta gataatcagg acagggattt tagtcagtgc cataaacttc
  1555141 tccagaggca ccgattcccc ttttacggta tcaaaagcat tctttgttgg gggagggacg
  1555201 tcgccttccg gaaagacaaa gctgctgcca ggttcaaacg cgactatccc ttttacattg
  1555261 gcgttcttca tcgcggtaaa ccagcctggg ccgccaccct gagagtgtgt aaacaaaata
  1555321 gccgggccag atttatccac tacggctgac atggcatctg aaattacatc gatatcaaag
  1555381 ggcccggtgt taggggtcat ctgacggtag tactgattta atgtctcttt atcatgggag
  1555441 aactgtacgc catcaaagaa atcgggccat atacccagac ggaactggtt aaaccataat
  1555501 tgctcatcag caagtggttt gacagttcct tccaccatac tgcgtccggc attaccccga
  1555561 cgcggttgat cgaccagata ggtcgaaaag ccacggcgca agaagatgtt ctgaaaaccc
  1555621 tcgcggccat ccggtgtgct ttcccatgtc cgggaagact gcccggcacc gtgcaacatc
  1555681 acaatgggat atttgtgtgg gttctcaggg atctggtaaa acacagaggc gtgatcacca
  1555741 tgatatgttt gacctgttgg gtccaatggt tttttcggat caaactgccc tggtgtcgta
  1555801 atgacggccc caccggcggc aaaacttcct tgagactgga taaccaaggg ttttgttggt
  1555861 tcagcaaatg tagattggga gattaatcca ccaaccaaca tacaagtggt gaatgttttc
  1555921 agtaaggctt tcaaggtctt ttccttatgt gatagcggac aactgaatca tagcgagatt
  1555981 ttcacgaatg accatgctgc taaaatgaat gcgttaacag gcagaactca tgaacggata
  1556041 tctaatatca ataaaatgtt tgagctcaat gtctttcgct aaaccgccat tcatgaatat
  1556101 ctcggggtag ttctgtttca ggcgggaatg caaaaatggc attttattat tgtgggtact
  1556161 ggccgtctgt gactttttcc atccacgtca cagtgttacc gtccagtgat tctgaaacag
  1556221 caatatgcac cattgactct tttgcggatg cgccatgcca gtgtttaaca cccggtggga
  1556281 tccacacgac atcaccggtt ttgatttgct gagcggcgcc ctcccattcc tgtacccagc
  1556341 cggtaccaga agaaacaata agtgtctgtc caaggggatg cgtgtgccat gctgttcgtg
  1556401 ctccggcttc gaatgagacg gtaccgccgg aaattcgggc tggggcggtg cctttaaacc
  1556461 gtgagtcaac ttttgctgta ccggtaaaag attccggtgc accaatagtc gtaggttgtg
  1556521 aacccgcagg actgacggtc actgccgcct gcgcagcagc aagcgcttgc gtaccgggca
  1556581 gtaaaagcgc agccagtgtg atcaggaaaa ctttcatatc gattcaatcc tttaacgtga
  1556641 gatattctaa ttaacccatt gaagataaaa actatttccc ttctttaaat acctcttttg
  1556701 caatggatat cgccgttact gccgttggcc atccagaata gaaggcaagt tgggttatag
  1556761 cctcaaccaa ctcttcttca gtgacaccgt tctggcgagc caggcgcaga tgagaacgca
  1556821 attggtcagg gcgatccatt gccaccagag cactgaccgt caccaggctc ctgtcacgtt
  1556881 ttgagagttg cggccgttcc cagatatcgg catacaggac atcgtcagtg agttgcgcca
  1556941 tcttgggggc gatatccccc atcaattgtt gcgcccgaga cggttgcttc gtgttatttt
  1557001 tcgccgcatc ctgcgcgtga gcaatgctag ccattgagcc ggcaaatgta agagcagtgc
  1557061 aaagcagata ctgttgaatt ttctttttca tcatccattt cctttgttat cggcacgatt
  1557121 aaagaggggg gattatgtcg gtggcgataa cgtgatttta ccggatgctt catgtcacca
  1557181 ggctgacggt tgcctgacat gtttgtcaga attgcgatga ttgatcagtc gcgtaaagca
  1557241 agaaagaaga agaggaggga gatcctcctc ttaaacctgt atgcaaaaat acactgtcat
  1557301 agacgttacc ctcgctcagc caggccagac ttcacataac gactcatttc tttttcaacg
  1557361 gactcactgt ctatatataa gggtcagtta ttgcaagggt cagaccaaag gtattaatcc
  1557421 cattctggct actggcaaac acatctccac gatgcattat cgccaccgcc ctgacgatgg
  1557481 agagcccgag tccatggtgt gtgtcactgc gtgcacggga agaatcaaca cgataaaaac
  1557541 gctcaaacaa acggtttaga tgttccgccg caatgggagc tccaatgttg gctaccgcga
  1557601 tggatgccag attattttct ctggagatcg tcactttcac ggtagtacca gtaacagcat
  1557661 ggcgggcgct gttttctagc agattcgcca gtgagcggtg gaaaagccgc cgatcaatgc
  1557721 gtgcagtgat atccccctca acatgaatag acaaattttt ttcggcaaat gaaggctcta
  1557781 catactccgt ggtcttatag gtctcttccc gaagagacac gtcggttaac tgggttgcgt
  1557841 gctccccagc ttgagcatgg gagaggaaca gcatatcgtt aacaatagag gtcattctct
  1557901 cgagttcttc cagattggac tccagtaaat cttcgagctc atgcgtttca cgtttacgag
  1557961 atagacctaa ttgcgtttgc cccatcagat tggtcaacgg ggttctcagt tcatgtgcga
  1558021 catcagcatt aaaactttca agttgccgcc aggcgatttc ctgccgttcg agcacgccgt
  1558081 tgaatgcgac ggccagtttt tgcagttcat ccggcagagt taaggtatcc agacgctgcc
  1558141 cgtgatttcc tggcgcaagg tgctgggcct gttcgctgag tttattaaca gggcgcatac
  1558201 ctattctggc aatcacgaac cccagcagtg ccacgaataa gacgccaatc gcagtaatga
  1558261 cgatcagcgt gcgggtaaat tcattcagag tacccatata cggcgtggaa tcgatagcga
  1558321 ccacatagcg cagagcgggg cgctcacctt gggcaggaat ttccgacatc agtagaaata
  1558381 gggagcatga ctcgtctgtc gcaccgggta ctttgctgaa tcctttgctt aacgaagccc
  1558441 aggttacacc acggggtgcc gggccgccca cctgaagctg ggggtcatca ctgaggaccc
  1558501 agtattgtac gcggccgccc tcagcagcgg ccaaatcggt gaatttggtc gccaacgttt
  1558561 gccagccgtc cagcgtggta cgggagagga tccacggtgc catcagcgac tccctgaatt
  1558621 gcaattcgtt atgcatctgc ttttgcaatg agttatgcaa ggagcttcgc agtacaatac
  1558681 cgagagccga aactatcagt atggaggcca aggcaaacat tagcgccagc cgcccagaga
  1558741 tagaacgctt aatcatgatc actctctcta tttagtctgg cgatcggggc gagtttcaag
  1558801 gacatacccc atgcctcgca ctgtatgcag cagtttgacc gggtagggcg tatctatttt
  1558861 cgcccgcagg cgttttatcg ccacctcaac gacattagca tcgctgtcaa aattcatgtc
  1558921 ccagacctgc tctgcaatca tcatttttga cagaatttcc ccctgatgtc tggctaacag
  1558981 gcttaacagg gcgaactctt tggcggtgag ttcaagacgt tcaccggctc gcgtgacacg
  1559041 ccttgccagc aggtcgagat gtagatcatt aatgtgcaat tggctgacat ctacaccatc
  1559101 actgggacgc cgcctcaaca acgcctggat acgcgcaacc agttcaatca gcgaaaaagg
  1559161 cttaggcaaa taatcgtcgg caccgtgacg caggccctta actcgttcat caaccgagcc
  1559221 acgggcggat aacatcagaa ccggagtttg tttgctggcg cgtaggcctt cgagaacgct
  1559281 gtaaccatcc atgccgggca acatgacatc gagcacaatc gtatcgtaat catactcaag
  1559341 agccagatat aatccgtcga tcccggtggc cgctacatcg acggtaaagc ccaactcgct
  1559401 gagggcgcga ttgatatacg aagatgtctt ctcctcatct tctaccaaca atagccgcat
  1559461 gttcgtctct ccctttaccc gtcagggcaa caaaaatcgc atttcaccta tcttagctgt
  1559521 tcatgaccaa caccaggctg acattttcct gacatttttg tcaggaaagt atttctttaa
  1559581 ctgacagaaa tgttatctgg ccgtcatgct gatgtcagcc tgcccgcctt agactcatct
  1559641 acaagccaac tccgcgcaaa ttaagatcaa gagacgtgtc gggggaatcc gtggtttatt
  1559701 ttggatatag ggagaattat ttaaatgaaa cacaatgctt ttaaaatgac atccgttttt
  1559761 aaaacgacat cggtttttaa atccaccttg ttagcggcag tgatcagtct ttcatctggg
  1559821 ggagcaatgt cagccgatta taaattaaat ccatttacac tgacttatga cggcgcgatt
  1559881 accgaaaacg tgaaaggcaa agtcaatatt catcctgtta cttataagct aaatggtttg
  1559941 gaaatttctg ccaacgtata tacccctgcg aattatgatc ccgctaaaaa atacccggcc
  1560001 gtggtggtgg ctcaccccaa tggtggcgtg aaagagcagg tcgctggctt gtatgctcag
  1560061 cgtttggcgg aacaaggcta tatcaccatt actgcggatg ccgcgtatca aggcgcgagt
  1560121 ggcggcttgc cccgcaatgt cgacaaaccc gcttaccgca ttgaagatat tcacggcatg
  1560181 gcagacttta ttacccaata tcctggggtg gacacggtcc gtttaggcct gctgggtatt
  1560241 tgcggcggtg ggggctactc cttgaaagcc gggcaaaccg acaagcgctt cagcgcgatt
  1560301 gccacgttga gcatgtttga ttccggtctg gtaagacgca acggttatca ggactcacaa
  1560361 ctttccacaa tacaagaacg tttaaaacaa gcctctgatg cacgagcaca ggaagctgct
  1560421 ggtggagagg ttacttacgt tggggatgcc aaactgactg atgagcaaat agccaaactg
  1560481 ccgtttgacc tttatcggca gggttttgag tactacggta aaacgcatgc tcaccccaat
  1560541 tcaaccttca gatacaccgc cagcagtctg ctcgacttaa tgagattcga tgcggcaagc
  1560601 aatatggatt taatcgataa gccgctactg atgatggcag gcagtaaagc cgattccctg
  1560661 tatatgagcg aaacagcgtt taaaggtgct agcaacgcaa aagataagga actgttcctg
  1560721 attgatggtg cgacccacat tgaaacctat tggcagccgg aatatgtgaa tcaggctata
  1560781 ggtaaattgg ctcagttcta cgggaaaaat ttataaaaga gaaacggata ctccctctct
  1560841 tttcgtctgt gccaacactg gcggatattg cggatagaga gcgatatttg tcagccatac
  1560901 ctgatgtcac agtcatttct gtggcatctg cacggtacgg tttatggctt aacaatgaag
  1560961 aacgttgtta attacggatg actcacttta ccccttggcg agcgctatga ataaattacg
  1561021 gttcacttca ctgacaaaac atctgatttt atttctggcg gttgctgtca gcagtttgag
  1561081 tttgatagcc gaggcagcag accgcaatgc ccgacgagtc ctgattgtct atttctctca
  1561141 acctgaggat gtaaaattag agggtgttga tggtgtctcg ggtgcgagca tattgcaaaa
  1561201 aaacggtgaa gtgctaggaa gtacccagta tgtagcacag attatccagg aggaaactgg
  1561261 cggcgattta ttccgcattg aaacggttaa accctacccg cgtcaacatg accccttgct
  1561321 gaaatatgca gagcaagaag tgaaagaggg agggcgaccc gaaatgagag agaaaataca
  1561381 aaaccttgcg gattatgacc agatatttat tggctacccc atctggtggt acaaaatgcc
  1561441 gatggtgatg tatagcttct ttgaacagca tgattttagt ggaaaaaccc ttattccttt
  1561501 taccactcat ggcggtagtc gtttctctga ctctctgcgt gaaatcaaac gccttcaacc
  1561561 caacgcacaa ctggtcactc aaggccttgc tatctcaaga aatgatgtga cggatgacga
  1561621 tacgccaaag gaaattatca actggttaaa cacattaccg aacatgccgt gatggcaggc
  1561681 tactgaatga aagcaaaata tatatttcag gttgtacagg atatggtgat gatgattatt
  1561741 ctgttatcac tgatggggtt tcatctgtgg ggagaaagta tccatgagtg gctgggtatc
  1561801 gctttcttat tgattgtctt gctccataac ggcctgaaca ttcactggat tagaaaactg
  1561861 gctcagggag aatattctgc tttccgcatt gtgcaagtca ccgtaaatat catactggca
  1561921 ctgttatttt tgtttgccat tatcagcggg ttgatgcttt caaagcacgt attacccgat
  1561981 ctgccgattc accgttcttc tgattttgtc agaaagatcc atatgaccag tgttcattgg
  1562041 gggcaaattt tcattgccgt acatttgggc atgcactgga aaatgctggc caattttttc
  1562101 tgtaaaatct ggcgtatttc gccattttct cttctggcga cacggctgat gcccgctatt
  1562161 ttcttcagta ttgtggtata cggagtgtct gtttttatgg gtcgtgactt gctgccctat
  1562221 ttgcttattc aggtagattt tgcatttttt gattttgaag aatccacggc ttttttctat
  1562281 tttgatttct tcgctatcac aattttcttc gcttatctga cacgcgttct gttgtggtta
  1562341 ttcctgttgt ggggtgagaa aggcaaactg cgggcgtgtt agctgccctt gctcacccca
  1562401 gtcactgagt tatctaattg actggggatt ggatacctca gctctatttc aggcgcatca
  1562461 gttaattgcc tgcctgaccg ggccattaga cactaagttt tttactcatg ccgcgtggcg
  1562521 attcgcttac cacctaagat gttatgaaaa caaaaaaaaa ctttcacggc ttattattgc
  1562581 agtataaaca ttatttttcg gtaaatttaa cagactgaac aatcatgttg atgacatcaa
  1562641 aattctggta aaaaccaacc gtatcaaaca ataattgtgt tttagcatca taaacaattg
  1562701 ccataaaaca ggtgccaccc gcggcatgaa aaccagtttc ttcatcactg acgccacacg
  1562761 tctgcgtagt ctgcatccct ttccagcctg gccctttaat tatatcgaca gggctagggg
  1562821 catccattcc cgcttcccgc atccagacac cgttatcgtt ataaaaaatc atactgtctg
  1562881 tcgcctgttc cagagtgcca tgctgaacac aaatatttaa cgtgtattct tcctcagtca
  1562941 cccgttctgg ctgattgaga ctgacgcatt gcttttcttt tttgactgac caagtgcttg
  1563001 gataactgaa gctgaaacca ttgccctgat ataaggctat ctgtcgcatc tctgctaacg
  1563061 gattttctgg ttctttgagt gatttatctg tacggcaggc acttagagga cgagccgttg
  1563121 ctttagtcag attattcatg cgctgtgtcg tggggtctgt atccgcagtg atgcaggcac
  1563181 agccataacc atagtttcca ttcccggtac gaacccattg ggcaggacta aatccaggcc
  1563241 agtcaccttt cgcctgatag ccgccttgag taccgatttc ccacatgcca tcacgatcag
  1563301 tcagcgtagc attagctgga gtcgggtttt caaaccagcc acagcgacgt tcggcactat
  1563361 tggctgcgtg tgaattcgtt acagcactaa cagaaatcac tccagccagt gtaaacagaa
  1563421 aaaagaaacg catgaaatat ccttatatga aaacaaaaaa tccacgcaag cacgtggatt
  1563481 ttatcggttt tttcgatttt tatgaaattc agtgaaactt catgagacag cagaagctat
  1563541 tttagacgtt aaaccgttat taattataat attgatattt aatgtttttg tatttatttg
  1563601 atatttttat actcactatc gtactcactt tggttgatgc tgttaactga ggttagtttt
  1563661 cacaacttct gtttatccat tcttcttact aagagaatat cttttatcgc tgacattcat
  1563721 aagctacttt agcttaactt attgttttat tagtgcgaat gtatcgtttg tagtgcggtt
  1563781 acatgctcaa aaatcatacc atgtacaaac actgaagcta gtaactagct gtataggaca
  1563841 aagattctag catagggtga ctaacgctat tcactgtcag aaggagctat caattgagta
  1563901 aagctggtat tcagtctaat aggggggatg gatatcaaac gttggtagcg tttgactggg
  1563961 ctttgaccgt gttatccgat cctgactatc aatggttaga gacagattca gtgaaatggc
  1564021 tggtcgatga ggttgtgata gggcggactg acggtacaag aatgtgttgg cggcaaccgc
  1564081 gaaacatctg accacgtatc ctaccacctg gcgtttatgt gataacgatg aggattatgt
  1564141 catatggtta ttaccgctac taacgtctca tgggcaggat gccgtggcca ttgagcatga
  1564201 ttgctcggta cacggtaaaa gcgtggcgca ccagctgagt gcctcgataa aaccggcaga
  1564261 agaccctcaa caagctgcga ctaccttttt tgccggtagt ttctcgtatg cgctggagcg
  1564321 ggcagccaac tgggcacacg actctcctgg aggtgctcgt ctgatcttgg cggatgatgc
  1564381 gttttctgca gaactggtgc ccgcactgct ggccagaggt atcgacttag gttcaagaca
  1564441 gatttatgta gcggcgatag ccccgcaacc cataggcgaa aaagcttcca cgctggcttc
  1564501 tgcttggcac caacgctggg ggggaacgcc tggaggctat ttttgggaaa cgatggcggc
  1564561 cttgcaggtt gccagccagt atcctgattt tcctgcacaa accctgctgg gagcgctgaa
  1564621 ttttgacgca cagcatgaga gtcatcctgc cagtttttca ctctggctgg ctacgcatcg
  1564681 tggactgcag attgtcctga ctccagaggt aagcatatga atattaatac agttccgctg
  1564741 gcaacggatt ttgccaatct gctggctgcc cggcgactat ttttcggtaa gggagcacaa
  1564801 catgaaaccg attatggtcg tcagcgtgtg gcgcgctgga tagcgaacgt atcggccccg
  1564861 ctgagtggga aaatagaggt aaccggccat gtgcgccgct ttatccctga aaaattgcgc
  1564921 agtgctgagc cgatttttta tctgcatggt ggtggactgg tttattactc taccgaggta
  1564981 ttcagcgcct ttttaagcac cctggcgcat atcagtggac gggagatccg cgcatttgat
  1565041 tatccaaaag cgccggaaac gccaatggcc gagctcgtcg gccatctgga acagcagcta
  1565101 tctaccgagc ttaaccatgt tgacgccgct ccctgtctga tgggagatag cgtaggcggc
  1565161 ctattaacgc tctggtttgc tggttcagcg ttcagtcagg ctttttccca gattcatctg
  1565221 ttggatgccg ccatactacg ttggtttgcc gaacactggt ttccctggtg tcgtcagcag
  1565281 cagtttgacc cgctagcatc agattatgct ttcagcaagc tgccacccgt ggtgttgcac
  1565341 accaccgaat atgatgtgct gactgatgaa ggactcgctt ttgccgcgct tgcccgccaa
  1565401 gctggagcat cattgcaaca tcatcatcat ccggcattgc cccatgactt ttgtctgtat
  1565461 gccggcaaac tcgccagttc ccgccaagcc gttgaacaga ttgctgcagc gttggatatt
  1565521 gagcacaaat ttccctgtaa aaaatgaggt tattatgtca gcgattgaac agttatctta
  1565581 ttatcaaaaa aaattggctt atgaaacaga ctcatgggat ctgtatctgg cattaaagaa
  1565641 cagcgaaaat gtcgttgtgg tcgatggacg cagtaaagag gtgtaccaga gggaacatat
  1565701 tccgggagct atcaaccagc ctcacaaaga aatctgtttt aataacactg aaaagttaga
  1565761 taaaacaaaa atatatatct gctactgtga tggtattggt tgtaatgctt ctaccaaaac
  1565821 cgcgatgaaa ttgatgacgc tgggctttca ggtaaaagaa ttgttgggag gtctggactg
  1565881 gtggaaacgc gatggttatt ccactgaggg tatcgagggg aaagaaggta caccgatttc
  1565941 ctgcggttgc tgaggatccg gatatagacc tgtcctgata taggttgaca cttttttgcc
  1566001 ttaaaacgcc tgatgaactt catcgggcgt tttgtatttt aacgacagat gaggacgccg
  1566061 ggtgttgtag atctccaccg actccctgac catctgtctt gcctgaacaa tatcttccgg
  1566121 tttaacaagc agatactcca tttttaatat cccgtttacc tgttccgcca gcgcattctg
  1566181 ataacagtca tatccgtccg tcatcgagca cgtgacacca taccgttgat acaacgcctg
  1566241 atattcctgc gagcagtact ggatacccca gtcggagtga tgtatcaacg cagaggtcgt
  1566301 gcgtctgctc accagcgcca ttttaagcgc ggcggccaca tgccgggtat gcaggctttc
  1566361 atgcacatga tatcccacta tttttctcga ccaggcgtcg gtcaccagac ttacatacgc
  1566421 cgttccctgt tcaacgatac tttgggcctg tatttctctt ccgcgttccc gctgcaaaga
  1566481 ctgataccac gcctgtcggc taatccccat gaaccggcac gcgcgcgtta ctgtgagtcc
  1566541 ttgcgtttgt gcttgcgtga taatgtggcc aactgctttt ttgttagtgt ggctccgaac
  1566601 tccgtgttca ttaccttcac aacagcttca aaaaaatgag ctttgacttc tgattcagcg
  1566661 agttgctgtt caagttcttt aattcgctgt tcgggagtaa gaggcatttt aggcatgtta
  1566721 gctctgcacg ttcttgtaga agagggggaa gaccagtcga gttgaccgta cttgcgtagc
  1566781 cacttcaaga cggtagagca gccttgaata ccgtaacggt cttgcgcctg gcggtaagtc
  1566841 atttcacctt tttagacctg ttggacaacg gtcaatttaa aggatagagg gtaatcgcgt
  1566901 tgcgtgcgtt taacatattg gttcatcaca ttttcctcag tatgcgagtg aaatgtgtca
  1566961 acgctattta ggacgggtca aaactgattg tactcatacc tgtactcatt tttagctgcg
  1567021 ctgtagcaag attacatgag acgctatgaa aacaaaaatc cacgcaattg cgtggatttt
  1567081 atagcatttt tcaattctca tgagattcag cgaaacccca tgagacaaca aattttattt
  1567141 agacgttaaa taggaagttc atcacatcac catctttaac aatgtattct ttaccttctg
  1567201 aacgcatctt tccggcttct ttcgcgcctt gttcaccttt gtaggtgata aagtcatcaa
  1567261 acgcgatagt ttgtgcacgg ataaagcctt tctcgaagtc ggtatgaatc ttacctgcgg
  1567321 cctgtggtgc agtggcaccc acggggatgg tccaggcacg gacttctttg acacccgcgg
  1567381 tgaagtaggt ttgtagattc agtaattcat aaccagcacg gataacacgg ttcagccccg
  1567441 gctcttcaat gcccagttcg gccataaatt cagcacgatc ttcatcttcc atttctgcaa
  1567501 tatcagactc aaccgcagca caaaccgcaa cgacaaccga accttccgcc gccgcaatag
  1567561 cgcgcacctg atccagatac gggttgtttt cgaaaccatc ttcattgacg ttggcaatgt
  1567621 acatagtagg tttcagcgtc agaaaactca ggtagcggat agcggcttta tcttcagccg
  1567681 tcagatccaa ggcgcgcaac atgcctgcat tctctaaatg tggcaggcat ttctccagtg
  1567741 cttccagttc agctttagcg tctttatcac cgcctttggc ttttttctgg acacgatgaa
  1567801 tggcacgttc gcaggtttct aaatcggaga gggcaagttc ggtattgatt gtttcgatgt
  1567861 catccgctgg atcaactttc ccggcgacat ggatgatgtt gtcattttca aaacaacgca
  1567921 ccacgtgacc aattgcttcg gtttcacgga tattggtcag gaactggtta cccaagcctt
  1567981 cgcctttgga agcccctttt accagccctg cgatatccac gaattccatg gttgttggca
  1568041 agatacgttg cggcttaaca atctcagcca attggtccag acgcgggtcc ggcattggca
  1568101 cgacaccggt gttgggctcg atggtgcaga acgggaagtt agctgcttca atacccgctt
  1568161 gtgtcaacgc gttgaacagg gtggatttac cgacgttagg caggcccaca ataccgcatt
  1568221 tgaatcccat gtttatatca ccttaaataa cttaaaaatc aacccgttaa gtttagcgaa
  1568281 ttgatgtaat caaaatttat gccgccatta tacacataat gatgatttat cacgatcatg
  1568341 ctctttcgcc gtgtgcgtaa tggcagcctc agaggatgac tcgataaatg atgctatgcg
  1568401 ctggccttaa aagcgtgcag gcggttcatt gctttggtca tgccttcatt gagtagcact
  1568461 tcagtgcagc ggatagactc gtcaatggca tcgtctatca acgtttgttc gctagcgggg
  1568521 ggtttaccca aaacaaagcc agtgactttg cttttatcac caggatgacc aataccgatg
  1568581 cgtaagcggt aaaaattagg gttattacct aatttgttct gaatgtcttt cagaccatta
  1568641 tggccgccgt tgcctcctcc cagttttaat tttgccatcc ccggtaaaat atccagctca
  1568701 tcgtgggcga ctagaatctc ttccggcaga atgcggtaaa aactggccat cgccgcgacg
  1568761 gctttaccac tgagattcat aaacgtggcg ggtaccaata aacggatatc ttggcctgcc
  1568821 agatttaacc gtgcggtata accaaagaat ttactctctt ctttcaggga ctgattgtgg
  1568881 cgttcagcca ataaatctac ataccaggct cccgcattat ggcgggtttg ggcatattct
  1568941 gcgcccggat ttgccagccc aacgattaat ttaatgctac tcacgttgtc tttcgctatg
  1569001 actaaaggaa tcaaagtgcc acagtttacc tgtcatggtg cctaataaca aaactcgagt
  1569061 acattttgtt catactggaa tacaggagaa ggggggattg tagaaaaata attgtatagt
  1569121 tgaatgattt cccttcggaa tcattcaact tcttggctaa atatctggat aatgtcagtt
  1569181 tttgtcaaaa tacatttgcc agttgtgatc gctaccgcaa caccatgagt accaggctga
  1569241 ctatactgaa tcattaagtg cacacgaata atcgtattat gcaagcagtt taaaacagcg
  1569301 agtttagtag ggttattgac tggcggcttg aagtggaggt gacatatgaa acgtaagagc
  1569361 gcaacagtac tgggtaatat gctgatgggg ttgggtttag ccacaatggt tgttggagta
  1569421 ggttattcaa tattaaccga aatctccgaa cttggtttac ctcaattctt tgcccacggt
  1569481 gccatcatga gtatctttgt cggtgcattg ctgtggttag ccggtgcgcg tatcggtggt
  1569541 cgagaagccg ttgctgatcg ctattggtgg gttaagcact ttgataagcg ttgtaccaag
  1569601 aatcaacgtc actcataggg atggataatt ggttgaatct tcaaaaacag aaaacccgtt
  1569661 gtcgcacagg cttcaacggg tttttcttta tctgcttcaa ttaagccact gatcaatctc
  1569721 atttggctaa ggataccgca gggataccag caaaaagcac cgccgtgttt agctgcaacc
  1569781 taattgcgtc gcagccgtgt atccataacc cgatactgat taatgttcaa acattgcaga
  1569841 gatcgactct tcattgctga tacggcggat ggcttcagcc aacatgccgg atagcgtcag
  1569901 agtacgcacg tttttcaatg ctttgatttc agcggacaac ggaatggtgt cgcaaacaat
  1569961 cacttcatcg ataacagaat ttctaatgtt atcaacagca tttcccgaga agattgggtg
  1570021 agttgcgtac gcaaagacac gcttggcacc acgctctttc aaggcttcag ctgctttaca
  1570081 caaggtacca ccggtatcga tcatatcgtc aactaacacg cagtcacggc cagcaacgtc
  1570141 cccgatgata tgcatcacct gagaaacgtt agcgcgtggg cggcgtttgt cgataatcgc
  1570201 catatcggta tcgttcagta gcttggcaat ggctctggca cggacgacgc caccaatatc
  1570261 tggtgaaaca acaattgggt tttccagatt ctgctgcaac atatcttcca gcaggattgg
  1570321 gctaccaaaa acgttatcta ccggaacgtc aaagaagcct tggatctgtt cagcgtgaag
  1570381 atccactgtc aatacacggt caaccccaac acttgagaga aaatcggcaa caactttggc
  1570441 agtgataggc acacgggcag aacgcacacg gcgatcctga cgagcgtagc cgaagtaagg
  1570501 aattacagct gtaatacgtc ctgcggaggc gcgacgcagg gcatcaacca tgacaaccag
  1570561 ttccatcagg ttatcgttcg tgggtgcgca ggtggactgg atgatgaaaa tatcaccacc
  1570621 gcgtacattt tcgttgattt gcacgctcac ttcgccgtcg ctaaaacgac ctactgcggc
  1570681 gtcaccaagg ctggtgtaca aacggttggc aatacgttgt gctagttccg gggtggcgtt
  1570741 accagcaaaa agcttcatat caggcacgag aagaacctca ggcatgcgtc cagagaagat
  1570801 attgtcatat cagtaatcag gggcgattaa tcatactgat tgcaatatac atacgggtat
  1570861 ttaaagccaa aacacagtga taaccacgat ctttcaagtt gcaggcgtgc aggatggtct
  1570921 cgttcatctg aatcacttaa cggatgtaag ctcatcggga ctccctcgtt taccgccttc
  1570981 ctgcatcttg aaatatatta ggtacaaaac agcattatga accggctttc aatcaagtga
  1571041 gacaggtatt ttcagaaccc aaggtcagtg aggccattac ttcgacctta cataacgctg
  1571101 taaatcgtta tctgcgctca ctgctttcaa ttttccctga gcgtacacga tgcaatggtg
  1571161 aaacatttac accacgggcg acaaaaccat gtaaccactc aggggcaata cttaacacct
  1571221 gccgggccga tgactccgtg tcgaattctg caaacacaca agcgccggta ccggtaaggc
  1571281 gtgacggggc gtattctaac agccatgaaa gagcctgttc aacctcgcga aaacgttttc
  1571341 ttgcgatcgg ttcgcaatca tttgcgtatg gagtgcttaa aagcgccgcc agtgggcgga
  1571401 ttggcgtatt tctttttaat tcaggatcag aaaaaataat cggtgttggg atgtttacac
  1571461 cggggtgtat gaccaaatac cacttctcta caggctctgc tggctgtaat ttttcaccaa
  1571521 taccctctgc gaaggcggca tggccccgaa caaataccgg gacatcagcc cctaatgtta
  1571581 gtccgagatc ggctaattgt tcatcagtta aaccacattg ccacagtagg ttgagtgcca
  1571641 ccaagactgt ggctgcatta gacgaaccgc cccccaatcc accgcccatc ggtaaacatt
  1571701 tatcaatgct gatatcagca ccgcgtggca cgggggtatt gccagggtgt ttttgcagca
  1571761 tttttgccgc gcggacgatc aggttttgct cattttccac ccctgctatg ggggttaata
  1571821 agcgaatttg gttgtcatcg cgcggttcaa tcgtcagttg atcaccataa tcaagaaatt
  1571881 gaaacagcgt ttgtaactga tgatagccgt cggcgcgttg cccggtgata taaagaaaca
  1571941 aattcaattt tgccggtgac ggccattttg ctggtgacgg acatataggt tgattcgcgg
  1572001 tagtcatgtt atttgatcgt ccagctatcc attttcagtt taatccgttg cccatcttga
  1572061 ttcagctcca ggcggctggg taaggagggc gtgacctgcg tgttgtattc ttgataatca
  1572121 acaacccatg tcaccccatt ttgttggtaa gtcagtttct tcaggcgata tttatcgtca
  1572181 agggtaaaat cagaggtatc gcccggtaag ccaaggatcc attggcgcag gctttccagt
  1572241 gggatggaca tgcctgtcaa cttttgaatc atctcttgcg gatcatcact gacgtagcgc
  1572301 ttaccttgat tatccgtcag ttgtgtcaca cccggttgta caactaactc caactcagtg
  1572361 ctgcctaacg ggttagtcag taataaacga taacgctcgg gagaggtctg ttgccaaaag
  1572421 aatctggcat aaactttctg tttatcagac aggtaagcaa atgcgccacg agtttcaaat
  1572481 tggccaagtt gctgcaactg ttgttcatgc tgacgccact gtggcgacgt agggctagtc
  1572541 gctggtccct ttgatactgg gattgtacaa gcagccagca gcagagaggc taaaggcagc
  1572601 aggcgataaa aatgtctttt acgcatgggc atatgggtac aaatcctatc agccgtctgg
  1572661 ttttcacctg cggcaggttt ctgatgaggc aacatttaag gcaaaacaac acgttttgat
  1572721 tcgttgcaaa tagacatcta aggtgctcac gctaacgggc tgaaggcaga gcgtcaatat
  1572781 cttgttctat attgaacagc agataatcaa ttattgtgca taatttggga taatactcag
  1572841 gatgatgccg tgcgactttt attgatctcg cgcatcaagt agaatgcgct tcagacgaga
  1572901 atccatacta acaccagtat tactcgaagc cgttcccatg actctgcttg cattaggcat
  1572961 taatcacaaa accgcacctg tatcgttacg tgaacgagtg acgttttcac cggaatcgat
  1573021 ggatcaggcg ctgaatagct tgctccaaca gccgttggta cagggcggtg tcgtgttgtc
  1573081 cacgtgcaac cggactgaac tgtatctcag tgtggaacag caagaaaacc tacacgaaca
  1573141 attaaccgcc tggctgtgta actatcataa actcagcccg gatgacgtga gacaaagcct
  1573201 gtactggcat catggtaatg acgctgtccg ccatttgatg cgggtcgcca gtggtttgga
  1573261 ttcccaagtt ttgggtgaac cacaaatatt aggccaggtg aaaaaagcgt ttgctgaatc
  1573321 tcagcgcggg caatctctgt cgagtgaact ggaacggtta ttccagaaat ctttttctgt
  1573381 cgccaaacgt gtacgcacag aaactgaaat tggagccagt gcggtttcgg tcgcttttgc
  1573441 tgcctgttct ctggctcggc aaattttcga atcattatca gaactgcatg tattattggt
  1573501 cggggccggt gagacgattg aattggtggc gcgccacctg cgtgaacatc aggtcaaaca
  1573561 tatgattatt gccaaccgca cccgtgaacg tgcgcaatct ctggcaagcg aggtcggtgc
  1573621 cgaagtgata acgttgccag aaattgatgc tcgtctggcg gatgctgata ttattatcag
  1573681 ttctaccgcc agcccgttac ctattattgg taagggaatg gtcgagcggg cattgaaaac
  1573741 ccgtcgtaat cagccaatgt tatttattga tattgccgta ccccgtgata tcgaaccgga
  1573801 ggtcggtaag ttgtcgaacg cctatttata cagtgttgat gatttgcagg cgatcattca
  1573861 gcacaacatg gctcagcggc aggctgcggc tgttcaggct gaatcgatag tacaacagga
  1573921 aagcatgaac tttatgacct ggctgcgggc tcagggagcg gtagaaacga tccgtgacta
  1573981 tcgctctcaa gctgagcagg tccgcagtga aatgaccgct aaagccttgg tagccattga
  1574041 gcagggcgct aacgtggaac aggtcattaa tgagttggcc tataagctga ccaaccgcct
  1574101 tattcatgcg cctaccaaat ccctccagca agccgccagc gatggcgata tggagcggtt
  1574161 gcaattatta cgcgacagcc ttgggctgga tcagcattag tttcctctaa ttaatagggt
  1574221 ttaaaaccac ggatgaagtc ttctattgtt gccaaactgg aagcgttaca agagcgccat
  1574281 gaagaagttc tggcatatct tggcgatgcc agcgttattg ccgatcaaga ccgtttccgc
  1574341 gcgctatcac gtgaatatgc gcaattgacg gatgtcactc gctgttttaa agagtggcgc
  1574401 agcgctcagg atgatatcga agccgcagaa atgatgctgg acgatctcga aatgcgtgaa
  1574461 atggcacagg aagaattaaa aattgccaaa gcgcggagcg aagagctcga gcagcagcta
  1574521 caagtgttgt tgttgccaaa agatcctgat gatgaacgtg actgcttcct ggaaatccgc
  1574581 gcggggactg gcggcgatga agccgctatt tttgccggtg atatgttccg tatgtacagc
  1574641 cgttatgccg aaacccgccg ctggaaagtt gaaatcatga gcgccagcga gggtgagcat
  1574701 ggcggttata aagaaattat tgccaaaata tctggcgatg gcgtcttcgg ccagttgaag
  1574761 tttgaatccg gtggtcaccg ggttcagcgt gtacccgaaa ccgagtctca aggccgcatc
  1574821 cacacttccg cctgtaccgt tgctgtgatg cccgccatcc cagaggctga actgccagaa
  1574881 atcaacgccg gtgacttgcg tatagatacg ttccgctcgt caggtgcggg tggtcagcat
  1574941 gttaacacca ccgattcagc catccgtatt acacatattc ctaccggtat cgtggtggag
  1575001 tgtcaggacg agcgttcgca gcacaaaaac aaagctaagg caatgtcagt gttaggcgcg
  1575061 cgtattcgtg ctgctgaaat gcaaaaacgg caattggcag aggcatcaga gcgccgtaac
  1575121 ttgttaggga ccggtgatcg ttctgaccgt aaccgtactt acaacttccc gcaggggcgc
  1575181 gttactgacc atcgtatcaa cctgacgctg tatcggcttg atgaagtgat ggaaggtaaa
  1575241 ctggatatgc tcatccagcc cattgtgcag gaatatcaag ctgaccaact gtctgcattg
  1575301 tcagagcaag actaatgaat tatcagcatt ggctgtcgtt ggcggcagcc cgttttaccc
  1575361 acagtgacag ccctaagcgt gatgctgaaa tcctactgag ttttgtgaca ggtaaggccc
  1575421 ggacctatct gttggctttt ggtgaaacgg aaataacggc agaacaacta ctgtggctcg
  1575481 aaacactggc gaaccgtcgg gagcaaggtg aacccattgc ttatctggtt ggggagcgcg
  1575541 agttctggtc tttaccgctg agtgtttcct ctgcaacgct tatcccacgg cctgacaccg
  1575601 aatgtctggt ggagcaggcg ctggcacgtt tacccgcaat gccttgtcgt attttggacc
  1575661 tggggacggg taccggtgca atcgcgttgg cactggccac tgaacggcgt gattgcgcgg
  1575721 tcatcgccgt agatatcaac gctgatgctg tcgctttggc ccgccataat gcagaaaaac
  1575781 tcacgataga taatgtgtgt tttttgcaag gcagttggtt tgagccagtg agcgggcgtt
  1575841 ttgcgcttat cgccagtaat cccccttata ttgatgccaa tgaccctcat cttaatgaag
  1575901 gcgatgtgcg ctatgaaccg catagtgcat tggttgcggc ggctgagggg atggccgatc
  1575961 tggccgcgat tgtcagccag gcaccgggct acttggatcc cggcggttgg ctcatgctag
  1576021 agcatggctg gcagcaggcc aatgcagtgc aagaactgct taaaaactcg ggatttagtg
  1576081 cggtaatgac ctgtaaagat tatggcaata atgaccgggt gacattgggg caatgggccg
  1576141 tgtaaccacg cgcagctaat agcgctgcaa catcaagtaa aaagagataa aacaaggaat
  1576201 cgatagtcat gtgggttgat tacatcgcca tgaaatattt gcatttactc accgtggtga
  1576261 tcagcattac tctgtttgta ctacgtttct tctggaaatg tcgcggctca gcgatgcttg
  1576321 aaaagcgttg ggtaaagata acgccgcaca tcaatgatac gctgctgttt atcagtggta
  1576381 ttgtgctgat attgattact ggattctatc cattcagtcc gcagggaaca tggctgactg
  1576441 agaagctgtt tggcgttatt atctacatcc tgcttggcta tgttgcatta ggtaagcgaa
  1576501 ctcgcagcca gaatattcgc tggtttgcct ttatactcgc actgggttgc ctgtatctaa
  1576561 ttgtaaaact ggcaacaact aaattaccac tgctgatggg atatctatga gtagcattgc
  1576621 tgatttcgaa tttaataacg cgtccctgtg tgatggggtg ttactggtta cccaagagat
  1576681 tcgacagact tttccgctgg ctgatgtccg taacaaactg cagcagcttg ttgatgatgc
  1576741 gcgggccgct atgcctgccg aactcaatca agatcagcaa ttagaagtgc ttatcgatct
  1576801 gttttaccgt caatggaaat ttggcggtgc aagcggtgtc tatcgcctgt cagacgccat
  1576861 ctggttagat aaagtgttag ataaacgcca ggggacaccg gtttctttgg gggttatttt
  1576921 tctgtatatc gcgcatcaac tgggtttgcc gctgatgccg gttatcttcc caacccagtt
  1576981 aattcttcgt gccgattggc tagatgaaga gatgtggctg attaatccgt tgaacggtga
  1577041 aacgctgaac gagcatgtgc ttgaagtgtg gatcaagggc aatctggggt tgagcgccga
  1577101 gctggaagat gaagatctgg aagaggcaga gaataccctt attgtacgta aaatgctcga
  1577161 tacgctgaaa gcggcattaa tggaagagaa gcagatggaa ctggcattac gtgccagcga
  1577221 agcggttttg gctttcgacc ccgatgaccc gtatgaaatc cgcgaccggg gcctgattta
  1577281 tgcgcaattg gattgcaacc acattgccat ctctgattta agctactttg tcgagcagtg
  1577341 cccggaagat ccgattgctg aaatgataaa aatgcagatc cactcaattg agcaacagcg
  1577401 agtgacattg cactgatctt ttttatgcgc agcggtttta tagggcaata gccctcgtat
  1577461 accataatgc gctgtaatta atctcgattt accctttata aaggtataag tatgaaacag
  1577521 aaagtggtta gcattggcga tatcaacgta gcgaacgacc tgcctttcgt gctgtttggt
  1577581 ggtatgaatg tgcttgagtc acgcgatctg gcgatgcgca tctgcgagca ttacgtgacg
  1577641 gtgactcaaa agctcggcat cccttacgta tttaaagcct cgttcgacaa agccaaccgt
  1577701 tcttcaattc attcttaccg cggcccaggc ctggaagaag ggatgaaaat ctttcaagag
  1577761 ctgaagcaac agtttggcgt taaagtgatc accgatgtgc atgaagccag ccaggcacag
  1577821 ccagtatctg aagtggttga tgttatccag ttgcctgcat tcttggcgcg tcaaacagat
  1577881 ttggtcgagg cgatggcccg taccggtgct gtcatcaacg tgaaaaaacc tcagttcgtt
  1577941 agccccggtc agatgggcaa tatcgttgag aaatttaaag aagcgggtaa cgaccaggtg
  1578001 atcctctgtg atcgcggcag taactttggt tatgacaatc tggtggttga tatgttgggt
  1578061 atcaatgtaa tggtacaagc aacaggcggt cacccggtta ttttcgatgt gactcatgcg
  1578121 ttacaatgcc gtgacccgtt tggcgcggca tctggtggcc gtcgtgctca ggtcgctgaa
  1578181 ctggcccgcg caggtatggc ggttggtttg gcagggctat ttatcgaagc acatccagag
  1578241 ccgaatagcg cgaaatgtga tggtccatca gcactaccac tggataagtt ggagccattc
  1578301 ttagtgcaga tgaaggctat cgatgatttg gtgaagagtt tccctgcgct ggataccagt
  1578361 aagtaacccc cccctgcgtc cttggcgcta cagcgttgtt agcggcactc gctcacccga
  1578421 atcactgacc tgacgttctt gtaaccaccg aatggttttt cagttgggtt agggcaataa
  1578481 aaaaggcagc gtaggcaact aagctgcctc agactgctga caaaccccga tgacgcgatc
  1578541 tgaaacggtg aggataggca gaggagtaaa gcgtccgcgc caaggatggc gcggctcgag
  1578601 cctacatgga tgtatttacg gcgtctttac gatctgcctg ttctctccgt cgcgggcact
  1578661 ttgtcaataa cctcacgcag cgtaggtaac taagctgcct tttttgataa tcaaaacacc
  1578721 tagttattct gtagtgccgc cagtgcttcc ggtaaagaag catagaaatt caacttgcct
  1578781 gaaattggct tcaccctggc tctggccagc gtcttcagtg gctggaaagg aatatctgtg
  1578841 ataaccagca gttgctgctc tgtcaacgct tcagtaaagc gcaggaaagc attcaagcca
  1578901 ccggcatcga gaacgggcac agcatcccat tgcaggataa tagtgtcata attatcgcaa
  1578961 cgggtgagca actcactgaa tatccgttca gcggcagctg tcaacgacgg atgaaaagtg
  1579021 atccacttat atctccacca acggcccaat attgatccac cgttttactc aggattagct
  1579081 tctgctataa ccccggcctt tcgtttctgt ctgagtcgat agctttctcc tttgatttga
  1579141 acgacatgtg agtggtgtaa gatacggtcc agcatcgctg aggtcagtgc tgcatcaccg
  1579201 gcgaacgttt gatcccactg cccgaacggc agattggatg tcaggatcat tgcgctcttt
  1579261 tcgtaacgtt tagcgatgac ctggaagaac agctttgctt cttcctgact gaacggcaga
  1579321 tagcctattt catcaatgat gagcaggcgg ggggccatta ctccacgctg aagcgtcgtt
  1579381 ttataacggc cctgacgttg tgccgtagat aactgaagta acagatctgc tgctgttgtg
  1579441 aagcgaactt tgatacctgc acggactgct tcatagccca tcgctattgc cagatgggtt
  1579501 ttccccacac ctgatggccc cagtaatacg atattttcat tacgttctat gaagctgagt
  1579561 gagcgtaacg actggagttg cttctgcggt gctccggtgg cgaatgtgaa gtcatactct
  1579621 tcgaacgttt tcaccgccgg gaaggctgcc attcgggtat acatcgcctg tttacgttga
  1579681 tgacgtgcca gtttttcttc atgaagcaga tgctccagga agtccatata actccattcc
  1579741 tggtctactg cctgttgtga cagcgcaggc gctgcgctta taaggctttc cagttgcaac
  1579801 tgcccggcga gcgccatcag tcgttgatgt tgcagttcca tcatcacgcc actcctctgc
  1579861 agaatgagtc gtagatggag agtggatgat gcagggggtg tttgtcgaag ttcaccagat
  1579921 tttcatcaag atgcacgtca tactcttttt tctccggagg cagtgccagc atggactgct
  1579981 gctcttcgag ccagcgatcg cagggacggg cctggattgt ttcatgcttt cgttggttag
  1580041 cgacatcgtg cagccagcgc agaccgtggc ggttggctgt ttcaacatcg acagtgatcc
  1580101 ccatcgggcg caggcgagtc attagtggga tgtaaaaact gttacgggtg tactgcacca
  1580161 tccgttccac cttaccttta gtctgtgccc tgaaggggcg acacagtcgg ggagagaagc
  1580221 ccatctcctt gccgaactgc cacagcgaag gatggaaccg gtgctgaccg gtctgatatg
  1580281 cgtcacgttg cagaaccaca gttttcatat tgtcatacaa cacttcgcgc ggcacaccac
  1580341 caaagaagcg gaacgcatta cgatggcagg tctccagcgt gtcataacgc atattgtcag
  1580401 tgaattcgat gtacagcatt cggctgtatc cgagaacagc aacgaacacg tgaagcggtg
  1580461 agcgaccatt acgcatagtg ccccagtcaa cctgcatctg tcgtccgggt tcagtttcga
  1580521 accgaacggc aggctcctgc tcctgaggaa ccgagagaga acgaatgaat gccctgagaa
  1580581 tggtcattcc gccacgatat ccctggtctc tgatctcgcg agcgattacc gttgccggga
  1580641 ttttgtaagg atgagcatcg gcgatgcgtt gacgaatata atcccggtat tcatccagga
  1580701 gtgaagcaac agcaggtcgc ggcgtatatt ttggcggctc agattttgcc tgcaaataac
  1580761 gtttaacggt attgcgggag atccccagtt ctctggcaat cgcccggcta ctcattccct
  1580821 gcttgtgcag gattttaatt tccataactg tctcaaaagt gaccataaac tctcctgaat
  1580881 caggagagca gattaccccc tggatctgat ttcaggcgtt gggtgtggat cactattgca
  1580941 ccgttcgtta cagcagcgaa gaacaacggg ccgtttactc gcaataccaa tgtcttatca
  1581001 ttaaccgccg caggtatctc actcaggcgt gtcatttgcg caatacgtcg cataaacaac
  1581061 aatgatgcca acacaatccc aaccgttatc gcgatcacca tgtcgaacaa tacggtgagg
  1581121 ctcatacaca gcagcataat gatgatgtcg tccttaggcg cacggcgcag caggtcaata
  1581181 accttatggg cttcactcat gttccaggcg acaatcaaca gcagggaagc cattgcggct
  1581241 aatggcaggt acgacagcat cggtgccagt accagtaacg ccagtagcac cagcaccgcg
  1581301 tggataatcg cggataccgg cgaggtggca cccgcgcgga cgttagcagc agaacgggcg
  1581361 atggctgccg ttgcggtaat cccaccaaag aagggggcga caatgttgcc tagcccttga
  1581421 ccgaccaatt cactgtttga atgatgcttc tgcccagtca taccatcaag gacgactgcg
  1581481 cacagcaagg actctatcgc ccctaacatc gccattgaaa aggcggcggg cagcagtgca
  1581541 gaaagtgtcg cccagttcag cacaaactct tgaccatttg cggcaggtaa ctgccagggc
  1581601 agcacaaact gcggcagaat aggcggaata ccttggccct gagtcccatc agccaagaga
  1581661 taaccaaagc gtgagccgat agtcgcaacc tgttgatcaa acagtgagag cacccccatg
  1581721 actgcagtac ccgcgactaa tgcaggtaag tgacccggta actttagttt cagccgtggc
  1581781 caaaggatta ataccagcaa ggtaaccgtc gcaattaacg tatcactcac attaatcgtt
  1581841 ggcatggcct gtgcgagggc ggtgactttt ccaacataat tttctggcac ggcgaccagg
  1581901 tgtaacccga agaaatcttt cacctgcatg gttgcaatgg tgatggcaat tcctgaagtg
  1581961 aagccgaggg tcactgataa cggtatatat tcgatcaacc gcccaagccg ggcaaacccc
  1582021 atacagagca gaaatagacc ggataatatt gtcgccaaga gtaagccggc tagaccaaac
  1582081 tgttgtgaca ccggatacaa aatgaccaca aaggctgcgg tagggccgga tacgctgtag
  1582141 cgggaaccac cgctgaccgc gatcacgatc ccggcgatag ccgaagtata caagccgtat
  1582201 tgcggtggca caccactggc aatcgccaat gccatagcca acgggatggc aataataccg
  1582261 acggtgacac cggcaattat gtctttgaaa agtcgttgaa gtgtataagt ttctcgccag
  1582321 caagcgtcaa taattgcgct gaacggccta atgccgttaa ttccgtgcgt tttcatctaa
  1582381 ggttcaaacc aaataaggaa aagacaaaat aaatggcggg ccaatagagg tccgtctcga
  1582441 gtagcatata acaacgatac gccaatttaa caatgaagat ctagatgtat atcaaactat
  1582501 gctggaaact gagataactc cgatttttcg acgcgatata tatggccagt gctatagctg
  1582561 gcaatgaaat tcttgatgcc aagaaatgga aagttattat tattgccatc acggctattt
  1582621 tttcggacta aatgcgagaa accctataaa tagtccggat gaacataaag actcggaatg
  1582681 aagataaata gtcggaatga ggataaatag tctgaaggaa gagctaacta agtctttgat
  1582741 ggaatgtgga gtgaatagac cgttttttat gacatggttg ggaagagatg tctgataata
  1582801 agattgctca gaagcacgtc ttattttatt gggaagggat aagttatata cccaaaataa
  1582861 ttcgagtggc aggaaggcag taagggagat acacattagc cgggaaccca tttgaacagt
  1582921 attgatgcta gcccgcaggg tgaacctcag taatgagact cattaatcct caggcgctta
  1582981 tttattttaa ggttaatgac gcgtcagtga ctggagtgaa cgacagcagc caacacatgc
  1583041 agcttgaagt atgacgagtc tagcgaaggg gtaaagtgaa agaagagcag gttaactccg
  1583101 tcggcttagc cgattagccg cttagcccca taggggacaa ccttgataaa gaagggggcg
  1583161 gtgtaaccaa aaaaaaggcc ccgactttcg tcagaacctt atttttgaat ttggcggtga
  1583221 gagaggggtt cgaaccctcg atacgcttac gcgtatacac actttccagg cgtgctcctt
  1583281 cagccactca gacacctcac cgtttcgttg cgccgttata gtggtgcaac ggggcggtac
  1583341 tatagggggc gacggcctca tggtcaagca gtatttagcc gtttcaattc atctggttat
  1583401 tcctcatgca tatagcgtaa gtcacagcca aattaggtga atttaacgcc aatttttggc
  1583461 ggtggcgggg gagtcagtca tcacataatc cgctcctaga tccttggcga gctgataatc
  1583521 ctcagcagaa tttataccaa tgagcagaat cttgctgtta ctatttttct taaaacagtc
  1583581 catggcttgc tgattccaga cgagttgtgc gcgcgaagcc cctttgccga gggtgaattt
  1583641 ttcaacgact ttcacctcac gccttaattc aaatgcatga tattgcgttt tatctcgttt
  1583701 agcggagatt ttacagtcgt ttgccatgac cgcgttggtc agtatttttc gtgtcacatg
  1583761 acggttttca aatttattaa tgctatcagg taaagcatcc aaatactttc tgtccgtgga
  1583821 atagagagtg accttatcaa gcaggttatt actggtgatc agcgttgata atatatttgc
  1583881 catgatgacg ggatcggcgt cgggtgattt gatgtcgagg atgaagtggt ttttggggaa
  1583941 tcgggtgaag acatcttgca acgaaggaat tttcatccct cgcccacggt aaaaatactg
  1584001 gccttcggtc ttaaaaaaat gagcagcatc tagcattttt atttccaata aagagtgttc
  1584061 tgaaataagg ccctcactat tagtaaggct tttaagatca ctcgggcggt acagcaccgg
  1584121 aataccgtcg cgagtgagtt ggatggaaag ccaaataaca tccgcctgat tctttattgc
  1584181 catactaatg gcatgcaccg tattttctgg ataatctgca gtgccagctc tgtgtgccac
  1584241 aatcagtggg gaggcagtgg ctgaggtgaa gtaaacagtg aataatagag aaataagata
  1584301 atttttttta tttttcatcc catgctcctt attaatatat ccaactttaa atatatttaa
  1584361 tgttgtagca tggaaatagg gcacgggctg ccatcaaata aataggaggg tattcaagag
  1584421 ttaatagcgt gatgttcaca cctgatataa gcaacaccag tgcctatgcg ttcgacgacg
  1584481 agcctggtca ttcgctgata cagtcgccgt ttcgtcgaac aatacagcga ctgtacccgc
  1584541 caaggaaaca gaacaaaaaa tatcagcaaa tttcctaacc atgaaccttc tgcgttctgc
  1584601 ctttttgtgt cgccagattt atcgtgtcat tacctgacga gcaaactctt ttttcatctg
  1584661 catactgtac gccttaccgt aaaactgaac gggtgtgtca ggctgtttta catcagcatt
  1584721 cagttgcttg ttcattgggg tggaaccgaa cgcctcgttc agcgctttct gggtatctgc
  1584781 ctgaatcagc cagtttagga acactctgga ggccgccggg tgcgggctgt tggctgcgat
  1584841 actggcaata ttgccaccgc cgggcatacc aaactcaggc acatagaatt tcaacctgga
  1584901 ggtgattgcg ccggtctttt gtaagccgga aaggtggtct tcccaggcag gtgtcagcat
  1584961 cagttcgcca tcgttgaggc gtgtcaggct atcggcaccg gacgccgtgc gggtaatatt
  1585021 gttattattg gacgcaaacc actgccaacc tttctgccag ttttttatta ccgttgggtc
  1585081 aacagtgtca gactcgctgc taaagtcgcc gctcagcgtg gtgacgatgc gttggataaa
  1585141 ggcttccccc gcccccccgt tgttcggatc gttataaccg aaccgcttcg gattggcgtc
  1585201 gataaaacgt tggagttcct ccatggtctg tggcaatggt cgatcaccca tctgttgggg
  1585261 atcgtaggca aaaccggtct ggttgcccca gaatgctacg gcgtaacctt gggtatcgac
  1585321 gttctgtaac tggtgatacg catcctgata acccggtaaa tcatccactt tagccagtga
  1585381 tttcgcgccc atcgtgatcg gtaattgtgc gatagagagg gcaatgacat cgatcttccc
  1585441 ttgctcccgg cgtgtctctg ccagcaattt gttcatattg ccgtcaatgc tgccttctgg
  1585501 aatacgcacc ttgatgtcgt acttttgttc aaaatttttc acaaaactgc gccactgtgg
  1585561 ttgtagatac caaacgttaa aagtcacgct gccttctttt tttgcctgcg caaccacaga
  1585621 gtcccagtcg ctggtctggg ctgcgagtgt tagcgaactg aataacagcc cgctcattag
  1585681 cgttatcagt gtttttttca tgtgattatc tcctgtaaaa tcaggctttc ccggtggact
  1585741 gtgacagata attacccttc aaaagcttct caatgatgat catcaaaatg acattgggga
  1585801 tcaccagaat cattgatacc accgctgcat ctgggcggac aaaggagtag ccgaggaagg
  1585861 aataaagaat ggtcggaacg gtaataaaat ctggtgcgcc aaggacataa gcgatgctga
  1585921 attcttctag acttttcacc aagcagaaaa tcagcgccgc caaaaaactc ggttttagca
  1585981 gcggcaggta ggcgttgcag aaggtgcccc atatgccagc acccagatcg cggctggcat
  1586041 cgatcagatc ctgcggtacc gccttaaacc ccgcggacat aatgcggatg gagtagggta
  1586101 gcgtcagcac ggtatggccc aacacgatgc tgaaaaacgg gttgctgata ttgaggttca
  1586161 ttagcatggc gctgaagaag ataccgataa tcattcccgg catcactagc gggatcaggg
  1586221 ttagcatctc cgccactgcc ttgccgcgaa atctcatgcg cccgaaggca tacgcggtag
  1586281 gtagcgatag cagtaggctg gtggctgcca ccacgggcgc gatggtgtaa ctgttaatca
  1586341 gtgcttcgga aagtgaggtt ttttcccaga ccagcagcca gcggttaaat gatagcacct
  1586401 gtgggaaaat atctggatag ctccagggat actgagggtc aaccagtgac cagaggatcg
  1586461 ccataccgaa cggtaacccc agccacagta gattggcaat ggcgaaaaaa accagcgaaa
  1586521 tcgtgaccac caggcggcca ttggtggtgc ggctcatttg acgtctcctt tacgggtggc
  1586581 gaacggtgtg attaaagtgg caatcagcag cgtaaaaata gccgcggtgg tcataataat
  1586641 gacggcgatc acggcagcgt tattccactc accgtattcc atagcggtgg cttgcatcag
  1586701 gcgtgccaga gaatatgtgt tgcgcggccc ggcgaccgag aaaaaggcga aatcgcccag
  1586761 tgcaccgata aagaccagaa tgagcgtcac ctgcacggca ggtaatgtga gtggtaccac
  1586821 gataccggta aagctccgta ggcggttggc cccgaggttg ctggcggcgt ccagcacatc
  1586881 gttgcggatg gcattgaccg caccgcccac cagaatcagg gcaaacggca ggttcttcca
  1586941 gacttgcaga ataacaacgc cccaaccgaa gtcatcgttt tgcattcgca gcggttcgtt
  1587001 gataaccccc agtgccatta acaactcgtt aatcacaccg tggtaggcga tgatattgac
  1587061 gaacaaaaat gcggctacca taccgggaat aaacatcggt gcgcgtagca cggcgataat
  1587121 accttcttta gcgatcagcg gcttgcgcag ccataacgcc agcggatacg cgaagattac
  1587181 cgaaccaaac gcgcccagca ccgaaacttt taccgagtag aatagggcgc tatgcagcac
  1587241 ctcgtcctgc aacatgttac gccagaactc cagcgaaaaa tggctttccc cttcaaggtt
  1587301 gaagtaaccg aggctctgca ccaccacgac ataaaaggtg gaacccatca ataacagaat
  1587361 ggtgcccagg ccactcaaca tcagcgacca ggcaagcagg tcgttgcgcc agcttttcat
  1587421 gataccggct ccaaaaagtg aatagcgttc tccggcaggc ggaaacacgc ccgcccgcca
  1587481 agtaccaccg gaggtttttt aatcagttgc agacgtaccg acagccccgc atcattatgg
  1587541 ccccaggcct cagtgagatt gcccataaac gccatttttt cgagtgtcag ggtaaagtgg
  1587601 ttgtcgccgc tctgatgagg gccgacaaat tgcacatctt ccggccgcca gcagatatag
  1587661 cagtgctctg cacgcggcgg agtggttgaa tggacgtaaa attcgcccat ggcgcagcgt
  1587721 actcgccaag agccgggttg ctctgcagca gtaatatgag ctgtgtcgat attggccgcg
  1587781 ccgatgaaat ccgccacaaa gcggctggtc gggcggtagt aaatctcctc aggtgccccg
  1587841 atttgctcca cattacctgc gttgagtacc acgattttgt ccgacatcgc cagcgcttct
  1587901 gcctgatcat gggtgacgta aatagaggtg agatggtact gacgttgcag ttctttaatc
  1587961 tcaaaacgca cgctttcgcg cagtttagca tcaagattag agagcggttc atcaaacagg
  1588021 atcacgtctg ggcgggtgat catcgctcgg gccagtgcca cgcgctgctg ctggccgccg
  1588081 gagagttggg cgggcatttt caggcgttgg ctttctagcc ccacctgctt cagtgcctct
  1588141 gccagtcgcg ccaattgctc attgatagcg acttttttgt gcccagaaaa cccccagcta
  1588201 ggctgggggt tcagtaaagc tttcagcttt gggtcagtta taaaaacccc ttttgatttg
  1588261 ttaaaacagt ttgcggtctg gcaactgcaa atgttcaaca agaaatcaaa agggggtccc
  1588321 aatgagggat gaaaagagct tagcgcacac ccgatggaac tgtaaatatc atatagtttt
  1588381 tgcgccgaag taccgaaggc aggtgttcta cagggaaaaa cgcagagcga ttggcagtat
  1588441 tttaagaaaa ctgtgcgaat ggaaaaacgt gaatatcctg gaagcagaat actgtgtgga
  1588501 tcacatccat atgcttctgg agatcccgcc caagatgagt gtctcgggat ttatggggta
  1588561 cctgaaggga aagagcagtc tgatgcttta tgagcagttt ggcgatttga agttcaaata
  1588621 ccgtaacagg gagttttggt gtcgagggta ttacgttgat acggtaggga aaaacacggc
  1588681 caggatacaa gaatacataa agcaccaatt ggaagaggat aaaatgggtg agcaactctc
  1588741 gatcccgtat cccggtagcc cgtttacggg ccgtaagtaa tccatagatg caaatgtcag
  1588801 atcgcgatgc gcctgttagg gcgcggctgg taacagagcc ttataggcgc atatgaaaaa
  1588861 cctccggcta tgccggagga tatttattct gcttcagccc gaaacagatg ttatgcgaca
  1588921 cgttgagatg cgggaacaag gcgtaggact ggaagcacat ggcggtatta cgtttatctg
  1588981 gcggtaggct gttgaccgat ttccccccaa tcaggatctg cccgctatcc ggctggtgaa
  1589041 agccaccgat catcttcagc agtgtcgttt tgccgcagcc acttggccct agcaacgtca
  1589101 cgaactcgcc ttcttcagcg cagaaagata tttccctggc ggcgtagaaa tcgccaaatg
  1589161 ttttggtcac ctgctccagt accagtttcg acatatgctt tttttccatc gtaggaagat
  1589221 gaatattaaa tttacatact aaacattaaa ctaatgtgac agagatcatc aaagtcaaaa
  1589281 ctgaggtgaa aaataaaaat aatatgataa aaaacaatta attgactttt tttgtgtaaa
  1589341 aatcgcttta tcatttaaat ttaaatagta aatttaataa tcatgatatc aataaggggc
  1589401 attacataat ggcgtttaat tttcaccaag cggaaaaggg gatcgtgcta gccaatagtc
  1589461 accggggtta ttccagttgc cgaccggaga acaccttccc tgcttttgaa gcagcccggc
  1589521 tggcggggac acactgtatt gaaatcgata ttcatctcac tgcggataac cagttggtgg
  1589581 tgacacatga ccaccgcgtc gatcgcgtct ccaccgggca gggtttcgtt gagcaattga
  1589641 cctatccgca actgctggaa ttcgattttg gcatgaaata tcatccggat ttcgccggga
  1589701 cgcgcatacc actgctggcc gatgtgctgc gatgggcggt gaaaaacggg atggggctga
  1589761 ttgttgaggc caagcagcgc cgccgccacg atgagtttgt tgcagcaatg gtcgcgatgc
  1589821 tgcgtgagct gccggaagcg atttcccata tccagatgct gggatttaac catgctctga
  1589881 tcaaccgggt gaaggcacac attccagagt tggcgctaca ggtagtcacg ttggaacgct
  1589941 acaataacca actggcggtg gtacaacagt cgaacgcaag ctgtgtgtgc tttgagtatg
  1590001 aatttgccca tatagacgat cttcgcgctt acaaaaaggc gggtctaggg gtgcggatgt
  1590061 acttgcatga agtgaaaaat ggtctggatc cgctgacgca ataccagtac aaattcgggt
  1590121 atgatagtcg cccggagatc ctaagctggc tgcgtgaagg gctgatcgac atgcttagcc
  1590181 acgatgatat tccatatctt caggcgctaa ttgaagaagc gggtctgcgc tgggattaat
  1590241 attaaggaca ccatgaatat ccgacctgaa cggcttgaac tgcgcggatc acagcgctta
  1590301 ctgctggaac tgatccgccg tcatgcgccc gtcacacgtg cggagttagc gcgcttgtcg
  1590361 aacctgaccg cgggcgcgat cacccaacag tgccgggaat taatctttgc cggtttggtg
  1590421 gtggaagggg aacgcaatac cgggcagcgt ggtcagccat cgctgccgtt gcgtctcaac
  1590481 cctggtggtg gttgcgctat tggtttgtcg ttcagccccg gttttatcga tatgaccgtg
  1590541 gtcgatctca gtggccgcca gttattatcg gttgccgagc ctcatcagga aaatcagccg
  1590601 ctgactgcga cgctttgcca aatcaaaacg ctggtcgaac agacgctgaa gaaacgccag
  1590661 ctacagcacg cacgtattat cggcattggc tatgcggtac caggttttct taaggctgat
  1590721 gggcacaaac gccattgtgt gccgtggctg catacttggc gagaagcgga cctccagcag
  1590781 gtgtttgccg ataatctgcc gtggcctacc cgggtggaga acaatgccaa tgcttcagct
  1590841 atcggcgaac tgtacagcgg cgagtggaac aactacagcg atctgacttt tatcgacctt
  1590901 ggctatggca tcggcgcggg tgtgatctct gggcataagt tgttgcgcgg tggttttttc
  1590961 aatgctgggg aagtcggcat ggcgttccct tcaggtacac cgcgtccgtc atataaagat
  1591021 ttactggcta cgctggagcg tgagggattt agcgaaacgc aactgccagt gctgagcgct
  1591081 gggcggcatc cggtgttgga aaagtggttt gaacgctgct gtgatcaagt gcaacaaacg
  1591141 gtgtttggtt gtgtgcaatg ggttgaccca caactgattg tactgggggg ggctatgccg
  1591201 aagcccatca tcagccgcct tgtgcaggaa ataagccaac gcctgaatac ctgcctggat
  1591261 cctgagcgtc caaaagtaac cttagccgct tcgtcaatgg gggcggaaag cgcttcacgt
  1591321 ggcgcggcga tgatccctct gtatcaggtg attaatgagg attaaggggg agatatacgg
  1591381 ccctaaaaat tctgtgaagc tgaaggattg gacacaatac gattagagcc tgtaagtgac
  1591441 tgatgcaagc aacctactgg tataaaaaat ttattgatat aaaacagtga ttgatacaaa
  1591501 ctagttttga tacgaactag tttttgatat aaaccagttt ttgatataaa taagtgacta
  1591561 acgcaaataa ttcattgatg caaaagaaaa aacccaacca taaaggtcgg ggtttattat
  1591621 ttggcggtga gggaggggtt cgaaccctcg atacgcttac gcgtatacac actttccagg
  1591681 cgtgctcctt cagccactca gacacctcac cgtgtttact gctgtcaacc cgattaaacg
  1591741 ttgtcgaccg gcgtaatgta ggcaaaagtc tctccagcgt caaccctctt ctgaatgctt
  1591801 tatcactgtt tagctaaagt tatagcaatt tgctgatttc atcggcattt attgagggat
  1591861 acataggctg tcgggcaagg catggctttt ggcactgctg atgagaagaa ttcctgctat
  1591921 cattagcgga ctatatttta tctgccagaa accaacctgc aaaaagccat ttcgccttga
  1591981 aagatgttgt ggagtagtta tgtatcctgt tgatttacat atgcataccg ttgccagtac
  1592041 ccatgcttac agtaccctac acgattatat cgccgaagct aaactgaaga atatcaaact
  1592101 gttcgcgatt acggaccatg gccctgatat ggctgatgcg cctcattact ggcattttat
  1592161 gaatatgcgc gtatggccac ggttggttga tggtgttggt attttgcggg gtattgaagc
  1592221 caatattaag aatctggacg gagatatcga ttgtactggc ccgatgcttg atgcagtcga
  1592281 tttgctgatt gcgggtttcc atgaacccgt gtttccgccg caagataaag ccgccaacac
  1592341 gcaggcgatg atcgccacga tggctcaggg gaatgtgcat attattagcc accctggtaa
  1592401 tcctaagtac cccgttgata tcccggcgat tgcacaagcg gcggcaaaat ataatgtcgc
  1592461 gttggaatta aataactcat cgtttgcgca ttcacgcaag gggagtgagg cgaattgccg
  1592521 tgctattgcc gccgccgttc gtgatgccgg aggctggttg gcattgggtt cagactcgca
  1592581 tattgcctac gctctgggaa ttttcgagca ctgtgagcgt attattgccg aagtgaattt
  1592641 tccacaagag cgcattctga atgtcagccc gcgccgctta ctggattatc tggagcagcg
  1592701 tggtcgccca gcgatccccg agctagcaga gctgtaagtc atattaaaac accgaagaaa
  1592761 taggatgatg taaatgaatg atttttcgct gatgtgtcgg atcctcggat cactgtttta
  1592821 tcgtcagccg caagacccgc tgttagcgcc actgtttacc ctgatcgaac aaggtaaatt
  1592881 ggaacagcat tggccgctag agcaagggga gctactggcc cgtttacagc aagattatca
  1592941 accagatgcg ttggttgcgg attataccgc gctgttcgtt gggccagagt gcagtgtttc
  1593001 accttatgcc tctgattatg atgatgccat gccggaagcg gagctcaggg ctttcctgca
  1593061 acagcgcggt atgccattag gtgatggccc agcagaccat tttggcgggt tattgctggc
  1593121 agcgtcatgg ttagaagatc aggccgcaga agatgaaatt gccgcgcaaa tcaccttgtt
  1593181 taccgactat ttattgccat ggtgtgggcg ttttctaggg aaagtagaag cccatgcgac
  1593241 gaccggtttt tatcgcacgc tagcacagtt gagtcgcgaa gctctacagg ctatgtggga
  1593301 tgaattatct gaagaaaatc cccttcgtcc ttgacgccgt agcagcgtta gcggcactca
  1593361 cttacccgaa tcactgacta atgtcagttc atcgggatgc tttcgtttgc tgccttgcta
  1593421 caacgccaat gactttgggg attcctcttt tggcgtgacg ccgcagcgct ggttgcttca
  1593481 atttgcggta gcggcattca cttacccgaa tcactgactg gtttttggtc ataaaatgaa
  1593541 tagattcatc gggatgcttt cgtttgctgc cttgctacaa cgccaatgac tttggggatt
  1593601 cctcttttgg cgtgacgccg cagcgctggt tgcttcaatt tgcgttagcg gtactcactt
  1593661 acccgaatca ctgactggtt tttagtcata aaatgaatag attcatcggg atgctttcgc
  1593721 ttgctgtttt gttgcaagcg aatgattttg ggtagatggg cctgtagcgt gaaatgacct
  1593781 gtgccggtta gtcagtcaat gggatgacta attggcccgg tttaacttct aaccctttcg
  1593841 ccagtttttt cgccatggct tccgccttac tcttttcgcc atccagcaca taagccggtt
  1593901 gctgattaaa atacgatttc agcgattggt tcaggtaagg tgtcaacgcc ttcatcacgg
  1593961 agtccatctt ctctggcttg acagtataat cagttaactc catatctttc aggtaaatag
  1594021 cccctttctc acgatcaaag gttggctgtg cttttaatgt cagcgtcata tcggctgttt
  1594081 gtggaccaag aatggaggag atatcaactt tagcgttacc ggttaatgtc actttaccag
  1594141 gttcggcccg accaatttgg ctctgtaact gtgtcagggt gatattggca tcaaccagac
  1594201 ccggaatacc gatctgtttt tcataattat tatgtttttg caggtattcg ttaagttcct
  1594261 gctcgctgag tgtgtactga gtcagttggt tacagccaac cagtgtggcg gtaaccacaa
  1594321 gggcagcagc gccccacatt aattttttca tcaaagcctc atcgcaatat gcacaattca
  1594381 taattcacta caatatgatg gtctatccaa cacaataggg tctatccaac ataatacgca
  1594441 cgattcaata gagggctatt caacacaata tggatctact taagccaccc tatgcaggga
  1594501 ctgcccgcaa actggcccaa tagtaaccgg ttaaccggtg gttttgcatt attaaccgtg
  1594561 ttcgttcagc aaccgtttgg ggcgggtacg ttgacgtaag tactggttta ggtgtcggag
  1594621 tgcatatagt gtagcagtgt atgccatctg ccaatcagat aaccctgaag accgcgccgt
  1594681 atgcgcgagg aatgtgctta tcaaccggaa aggcaaaacg tctccggttg ataagggaca
  1594741 taacgttagc tgctgctcaa catggcagat tcaatccgcc gtcgattgaa ttgccagtaa
  1594801 agccctgcca atgtaatgag tccaataata cccagcaaga accagggtag ctcaggcata
  1594861 tcaagggttt tgccggtatc gtacatccag ccaccgccgg tataacctaa tgcccccccc
  1594921 agcgctaatc caaggcgact aaagcccata tagctaccac gggcgcggga gtcagccagc
  1594981 gatgctccca gtgtttcacg ggcgggttca gcgaggattg atcccatata gaagaaacag
  1595041 ataaacatga acagtgtttg tagatgagtg atcatcccga tggggaacaa actgagcgtc
  1595101 atgatcagta agccggccat taagcgttgc tcaaggctaa aacgcttttc actccaacgg
  1595161 gccagcggat aaagcagcgt cagagaaagt gcggcttcaa tggcatacat ccattttact
  1595221 gcggccggtg agccagcaag ttcattcacc acgatcggca gcatcagcat gacctgtacg
  1595281 gcgagcatat aatagccagt aagcgtcagc acataggtca caaaacggcg atcacgcaac
  1595341 actcgcatca ggccctcttt catcggggcg cgaacggtcg agatacggta agcggggagt
  1595401 aaccaggcgt tccaaccggc tgccagcaca aaaatagccg caccggtcca acagacgaag
  1595461 tggaagtcat attgcagcag ccaactgcca atcaacgcac caattaccgc tccggcgcta
  1595521 tcctgcatca ttagcagcga ataaaaacgg cctcgttcat gggggcgggt caacttgatg
  1595581 accaacgctg tgcgtggtgg atcaaacagg gtgccgccca gccctgacag cgcacaggcc
  1595641 agccaaagta tccaaggttc atccgccatg gccatcaagg caaaacccgc ggctcgcatt
  1595701 agcatcccgg tgacaatcat cggtttggca ccgaaccggt cggcaatggc cccgccaaag
  1595761 atccccaatc cctgttgaac caattgcctt aggcctaaag caaggcccac gaccaacgca
  1595821 gcccaaccta attgatcgac aaatcggata gaaatgagcg ggaatacgac aaaaaatccc
  1595881 aacacaacta ataaattatc aaacaataaa aaatacttac ccaagcttcg agcttgcgat
  1595941 accaaagcca tgcttcaccg tcagaactta aaaataggag ggaataaaat aaataggctt
  1596001 atagtttgta cccaaattga tataaacgat aggggttacc gggataatat ttttatcgtc
  1596061 aatacattac ctcaacgaga gtttcataat aaaatgctta ttcagcagtt tggttgcgta
  1596121 ataatgcggc ttggtgtcac gaaaaggcgg ccaaggtgct tttacgcgat gtccctataa
  1596181 caggtatatt gaaccatata gattgtgatt caattgagta cactgtctag tctaagggga
  1596241 gcagatgttc ggttatcata cagcaacacc caaagtacac ctgacgactg accgtatgtc
  1596301 attgaggctg gtccatgaac gtgatgctta tcgcttggcg gagtattacg ctgaaaatca
  1596361 ggtgtttctt aaaccgtggg aacccgtacg agatcaaagt cattgtatgc cgtcggggtg
  1596421 gcaggcgaga ctgggaatga tcatggaact gcaaaagcag ggcagcgctt attactttat
  1596481 tctgttagat ccggaagaaa aagaagtacg tggtgtggct aattttagca atgtgttacg
  1596541 cggatcattt catgcttgtt tcctcggcta ctctctaggg gagcgctggc aaggccaagg
  1596601 gttaatgttt gaagcattgc agccactgat tcgttatatg cagcggcaag agcggatgca
  1596661 ccgtatcatg gcgaattaca tgccgcataa tcatcgcagt ggcaatttgt tagcgcggct
  1596721 tggttttgag cgcgaaggct atgcgaaaga ttatttaatg attgatgggc agtggcgcga
  1596781 tcatgtgctg acggccttaa ctaacaaaga gtgggcgtct actcgctgag gttagaatga
  1596841 aacacaactt aaatgcacat gaagcccgtg ttatcggctg tttattggaa aaacaagtga
  1596901 caacaccgga acaatatccg atgtcactca atggactcac tctcgcttgt aatcaaaaaa
  1596961 ccagccgtga tcctgtaatg gaattatccg aatcacaagt acaacaaacg ttagattttc
  1597021 tccttaaaaa acaccttatc cgcagccaaa gtggtaatcg ggtaatgaag tacgaacatc
  1597081 gtttttgcaa ttctgaattt ggcgacctga aattttcacc cgccgaggtc gcggtgatta
  1597141 ccctgctatt attacgtggc gcacaaacac cgggggagct acgcacccga actaaccgga
  1597201 tgtatgaatt tgctgatgtt gcagaaaccg aagaaacctt gaagacgctc tctctacgtg
  1597261 aagacgggcc atttgtggtg cgtttggcac gggaaccggg taaacgcgaa agtcgcttta
  1597321 tgcctctgtt tagtggggac gttgcttcgt cattattggc agcgggagag gctgaagaga
  1597381 ataaccacac ccttgaagcc aacccccgtg aaacgcattc ctttgaaaat atagcccttg
  1597441 aaaaaacagc ccttgaagct agggttgccc agcttgaaca gcaggttatc cagttgtcac
  1597501 gccgtttgga cgacgtgttg attcaactgg acgatatgaa aaaactacgc gtgggtatcg
  1597561 tggggctggg gggcattgcg caaaaggctt atttgcctat tttaactcag gcgcagggtt
  1597621 ggcaactggt tggcgcattt tcacccaatc aagctaaagc tcaaccgcta tgtgatagct
  1597681 atcgtatgcg ttatttttca cgcttggata cgctcgctgc ggcaagtgat gccgtttttg
  1597741 tccatagtag taccgccagc cattttcagg tcgtgcatga tttattgcag gccggagtcc
  1597801 atgtctatgt ggataaaccc ctggctgaaa cacgagagca atcagagcaa ttgatcgaac
  1597861 tggcagataa acagcattta gcgctgatgg tgggttttaa tcgccgtttt gccccgttat
  1597921 atcagcagtt gaaacaacag gcgagcagcc cggtctcact gcggatggag aagcaccggc
  1597981 taagtagcat cgggccacac gacttaggtt ttaccttgct cgatgactat ctgcatgtcg
  1598041 tggatacggc gctgtggcta ggcggtgagg gggcaagatt gacgggtggg gcagttcaga
  1598101 ccaatgctca ggggcagatg ctgtatgcgg agcaccattt ccagcaaggt ggttgtttga
  1598161 tcaccaccag tatgcaccgt caggccggaa ctcagcggga aagcgtacaa gttatcagtg
  1598221 acggtgcctg ttatcacatt accgatatgc gccaatggca gcaggcgtca gcggggcagg
  1598281 tgataagcca acctgctccc ggctggcaaa cgacattgga acaacgtggt tttaccgggg
  1598341 ctgtgcatca tttcattgag gcggtcagta atcaaacgag gccgcaagtc tcaggtgaag
  1598401 atgcgattgt tgcacaacgt atgattgagc gtattttgca gcagtagatg atgtttacag
  1598461 taatagacga tgagatcatc ggttggcatg acatcacatc aagatcacgt ggtgagagtg
  1598521 aaaatcgatt ggcttcagta attggttaca ccttgcagtg gctattcatg attcgatacg
  1598581 tagactgttg ccagttttgc tatcgtcttt agggccgtgt tgataacggc gaatccccca
  1598641 ttgggtagag caacgcctgc agaccgtagg cgttggtatt tacagcacat tagaaaacag
  1598701 atcaaaagaa cctatgaatc tattgaaatc actggccgcc gtcagttcca tgacgatgtt
  1598761 ttcccgcgtg ctgggctttg cccgcgatgc catcgtggca cgggtatttg gtgcaggtat
  1598821 ggcgacggac gccttttttg tggcatttaa attgcctaac ttgctgcggc gaatatttgc
  1598881 tgaaggcgca ttttcccaag cttttgtgcc tattctggct gaatacaaaa gccagcaagg
  1598941 ggaagaggcg acgcgaacat tagtggctta tgtctctggc ctgttaacct tgatattggc
  1599001 ggtcgtcacc gtcgcgggga tgctggccgc gccttgggtg atcttcattt ccgcccccgg
  1599061 ctttactgat acaccggata aatttgctct gacctcggcg ctgttacggg tgactttccc
  1599121 gtatattttg ctgatctcat tggcctcgct agtcggagcg atccttaata cctggaaccg
  1599181 tttttctatt ccggcttttg cgccaaccct cctcaatgtc agcatgatag gttttgcgct
  1599241 gtttgctgcg cctcatttca acccgccggt gatggcattg gcttgggctg tggtggtggg
  1599301 gggagtgtta caattaggct atcaactccc gcacctaaaa aaaatcggca tgttggtatt
  1599361 acctcggctg tcgctacgtg ataccggtgt ttggcgggtg atgcgccaga tggggccagc
  1599421 gatcctcggg gtatcagtca gtcagatttc cctgattatc aatacgattt ttgcatcatt
  1599481 tttggtatct ggttcggtct cctggatgta ctacgctgac cgtctgatgg agttcccctc
  1599541 cggggtgtta gggggcgcgt taggtactat cctgctgcca tcactggcaa agagtttttc
  1599601 cagtgctaat catgatgaat attccagatt gatggattgg gggctgcgtc tttgcttctt
  1599661 actggccttg ccaagcgcgg tggcattagg aattttagct aaaccgctaa tcgtctcgtt
  1599721 attccaatac gggaaattta gcgcgtttga caccctgatg acacaacggg cgctggtggc
  1599781 ctattcggtg ggcttgatgg ggttgatcgt ggtgaaggtt ctggctccgg ggttttattc
  1599841 tcgtcagaat attaaaacgc cggtaaaaat cgcgattatt accttgatac tcacgcaagt
  1599901 catgaacttg atcttcattg ggccgtttaa acacgcgggc ttatcactgt ctatcggcct
  1599961 gggggcatgt ctgaatgcca gtttgctcta ttggcagcta cgtaaacaga aaattttcca
  1600021 gccacagccg gggtgggcca tattcctgac taaattggtc atcggtgtta tcgcgatgtc
  1600081 tgcggtgctg ctagggttac tgtgggtcat gcctgattgg gatgttggcg ggatggcgta
  1600141 tcggttgcta cggttatctg cggttgttgt tgcaggtgct tttgcctact ttgctatgtt
  1600201 ggcattattg ggctttaaag tgcgtgattt tgcccgtaga acgggctgac cttactaatc
  1600261 aactaatcaa ctaatcaact aatcaactaa tcaactaatc aactaatcaa ctaatcaact
  1600321 aatcaactaa tcaatcagta ttagtaatcc aaataaataa tgtattatat agcccgataa
  1600381 tttcgggctt ttttacatat tgacaataca tatttacaac acatgctcac aatctaagtc
  1600441 cataatccac aacaaaaacc tgcaaaccac aatctatatc tgcaacaaaa aaaccatcaa
  1600501 taatatataa aacctggtta gtttctaatt gaatatgttt gaattgactt tattgcgtta
  1600561 tcaatcatta aattcaattt aataatctta ccatgaattt ttttgttcgt tttaactgtg
  1600621 tattttcaat gcatgatttt tttaagaact aaattttggt ttaacccaca catctagtgt
  1600681 gttgttaatc ctctgttttt taaattctat cgcacattgg attcattcac gggtgttatg
  1600741 gcaaatgaat atttttttta gaaaaaaata tatgattatt ttgttgctta gtaatgctgt
  1600801 tttagcaaca gagaataata aaaatagatt aaatgataat gtggtatcac acgctgacat
  1600861 agatgtgcgt aatgaatata acgaggaagg caatagagta ggaaaacgtt ttttttctac
  1600921 aaaccatcat agtgttgcat cacagaaaaa aatctcccca gagaaaatat gcctgccaat
  1600981 tactggggta tttttgcaag ggaatacatt actgtcgtcg caagacttaa atcagattga
  1601041 tcatattctt ggtgaatgca ttagtgaaga tgatattaat atcttagcca aggaagtgac
  1601101 tcgattatat ttgtctaaag gttatctggc ggccagagtc aatttcattc cattaaataa
  1601161 tgcgggggag ttgggactga atgtgactga gggtattgtt gaaaaaattg aaggtggagg
  1601221 acgaagagtc aacccttatt ttatattccc taactttatt gataaacccc ttcggttatc
  1601281 cgagcttgat caggccatcg atcaggctaa cagactacga tcaaataaag taaacgtcga
  1601341 tatcttacca ggaagtcagg cgggcaaatc aattattaga attaataatg tcaataataa
  1601401 accttggagc ttatcgaccg tcattgataa ttatggatat aaaaattctg atgagtggca
  1601461 agcaagagtg tcactggctt tagatagccc attcggacta tctgattcta ttaattttaa
  1601521 tgctaatcgc acgctagaga atgcaaagaa tcgctataag aatgatttta ctgtttctta
  1601581 ttcggtacct tatggtgcat taactttcag tgctcttgct aattatctgg aataccggcg
  1601641 ctatgagaaa ttaaaaaatg ggacagtgaa ttttaatggt aactcacagc agtataactt
  1601701 ccgtactgat tatatgttcc atcgtacaca aaagcagata aacagtttaa gtatgcaagt
  1601761 agagcacaaa cagattaata actatgtcga tgaggcaaaa gtaggtgtct acagttatcg
  1601821 atttactaat cttgaattag gtgtcaatca atttcgtatt cttcctcatg gttcagtgaa
  1601881 tgttaatgcg gcaataaaaa gaggtgtgcc atggtttggt actcatcaga aaaataaaat
  1601941 aaatgcagta caatttacca caggaaaatt gatggttaat tttaatcaca atttctctct
  1602001 attaaattct ccgtaccaat ttgatcatgc tttagttggg caatacagta agaattatgc
  1602061 gccttctcct gagtggataa gtttgactga acgtaatgcc attagaggat ttagtcgtag
  1602121 ttcacaatcg gcagatcatg gttggtatat gaaaaatacg ttatccaagc acttttttat
  1602181 ggggaatata ctttttaccc ctcgaatggg tgttgatggc ggacgtgctt taaagcatgg
  1602241 aagtcagcaa gggtggcaaa gtaatgcggg tgtgagtgct ggtatatcca tgcgctatca
  1602301 ccaagcatta tttgatgtgg aagccagccg tggttggtgg ctttccgata gtaataaaca
  1602361 gaacgaacct gtacaggtat tgggccgtat agcttatacc ttctaactca acgtaattta
  1602421 aataaggtta ttttaatgaa aataaataaa tttaaacttt ccccagcagg aaagttgacg
  1602481 gttatcttat ctttaattct tactccaatc acaaatagct attctgctga aatagaagca
  1602541 gcgggaaata cgtacatgag gggtaatgaa catatcccaa gtgtttataa taatcctgat
  1602601 ggtgtgagtg tgataaatat cgctcctccg tcagagcatg gtctctcgca taatcaatat
  1602661 atggaatttc atgttaatga acatggggta gtgtttaata attcacttga gcgagttgta
  1602721 aaaaatggat tgacttatga tgctaacctt aatttacgtg gctcaccagc acgtgtgatt
  1602781 ttaaatgaag tggtggggcc aaatgcttca gtattggctg ggcaccagga tatcgtaggc
  1602841 atacctgcag actatattct ggcaaatgct aatgggatta gctgtcaggg atgtagtttt
  1602901 gcgccagagt ttaaaaatgt cacgttagcc gtagggaaag tcgttacggt tcgtggtgat
  1602961 ctacgcagta tagacaccat agggaatgct aatttattga atgtgtcaaa tgatcgcgat
  1603021 gataataata tggctgatgc attgacactc attgcaccag ttattagcac taatggccac
  1603081 attaaagtca aaggcgatgc ggattttgtt gtgggccaaa atatgtacca ttttatgaaa
  1603141 gataaaactc cagaggtaga agcaggtaat agtaaaataa aaacaattga tggctactat
  1603201 cttggcagta tttccgctaa ccgtattaat ttagttgaca caagggaaga taataacatt
  1603261 aatttatttg gtgatgtgac cgcagaggaa accaaggtgg tcacctctgg cacgttgcga
  1603321 ttaagagcgg cagaagacgg caggcaggat ataaccataa aaaatggaat gaatatatcg
  1603381 gcgaacaaga ttgatactac acgggaattt actgctgatg aagtgaagtt atttgacata
  1603441 aaagaaaata aagtcaacaa aaccattatt aatgctggcc gtattgattt tgttgctgtc
  1603501 gaagatgtta aattggcagg tactacaatt ttaagtaatg atgatctctc aattacggca
  1603561 aagagtttac atgttgactc acatttaatt aagcattcac aggatacagg agtggtagtt
  1603621 actcatgtga atattcttga tgcgccaact aagaaagtag aaattaaaaa caatgatcat
  1603681 gtttcgcaag ccagtgcaat tatgagtcgg aagaatgtta aattacatgg gcaggatggt
  1603741 ttagaactga aaaatgccaa tatccaagcc tatggtaata ttaaattgtc ttctgaaggt
  1603801 gatattcatt taaatggttc aactgaaact aatactacaa taaataatat tacctatatt
  1603861 aattatgatg aggacttgaa aagaggtcat aataatgtag aaaccgtcac tgaaaggttc
  1603921 gcccctcttg atatgaaggc gagggggaat attgatatac agagcaaaaa cacgcatatc
  1603981 catggtgcca aaatagcttc agagggtgag ttatcaatag atgctaaggg tgacgtctat
  1604041 attgggctgg caagtatgtt aacttcagag tttaaagata ttgactacaa tatgtggggg
  1604101 ggggctcatg gttcggaaaa agacaagata gaagagtatg tttataccgg caataagtca
  1604161 gatttagtcg gagggcgggt aaaaatcact gcgggtaatg atgccagaat actcggtgga
  1604221 aaaataaatg gagtagatag tggagagatc tcggctcaaa attatctgag tattgatggt
  1604281 gtgttgggga cacgcagctt taaaagggat caaaaaactg gtggtataat gcataccaac
  1604341 gagagtgctt ctacttccca aaatcactat gaaaaattta tcgacagcga aattagttct
  1604401 gatggcgatt tccgcatatt cagtcaaaaa gacctttata ttgatggtag tcgaattaat
  1604461 gtaaacggaa agctagatat taatgctaat gagaagttga ccgtacaggc tgctcgtcag
  1604521 caacaaaaaa tagatgagga aaaaacccgc ctcagcatag agtggtttgc taaagaaagc
  1604581 agtgataaac agtatcgtgc gggtattctc attaatcatc aaaaagacac tgaaaataca
  1604641 ctgagagatg aacaccaaat tgcaacatta agtgcagaac agattaatat cactgccgga
  1604701 gacgatatta aattctttgg cactggtatc agtacttcta agggtgacgt gataataaaa
  1604761 acacccaaaa atgttggatt tttcaccgca aaaaaccgtg cactaatcaa taaaaatcag
  1604821 gttaataata gtgggggttt ttatttcacg tcagggatgg ataaaacagg taatggctta
  1604881 caatataccc atattgacaa agaaagttac agcgacattg agaataatct ggtcgttaaa
  1604941 acgcatatta agggtgattt aaatattaat gcaggaggcg atcttaatca gcaagggacg
  1605001 cagcatgatg tggctaaaaa ctattcagtt gaagcctcga atattaataa tatggcgagc
  1605061 aataatcttg ctttctccaa aacagataca ttacaggttg atgtcagcat cggtaataat
  1605121 attgatcaca gcgggatgac ccgtccaata gaaaaagtca ttaaagatcc ggctaatacg
  1605181 cttgattata tcggtggcag aggaagccag aaaggtgttt cagacccaac gattggtctg
  1605241 gatgtggatg tatcaggcag tcgaaccaaa acgtcagaca atgacgcgtt agcgttggtt
  1605301 acctcgatta aagcccaaga cattaagcag gtggcgaaaa aagatgtgct ggatgaaggg
  1605361 acccaatatc acgctaccga gggcggtatg agtttacagg gggcacgtca tttcagccgt
  1605421 gccgcagtaa acagtaaagc aaatacaacg gagcaagaaa aaggtgaagt aagtcttcgg
  1605481 gggggcatga cggccactca ggagataaaa ggccatctgg gggttaaggc ggagaccagc
  1605541 cagggtgaca gctatgctga agagatgttg gtcgggaata ttaatgccaa gtcgggggtt
  1605601 tctatcaaaa cgaccgggga tgcctattat tatgcgacga atattgaggg gggaaatggg
  1605661 gatataacca ttgatgcggg caataatctt tattttgacc aggtacagga tagccaacgc
  1605721 agcagtaata taaaattttc gggtcatggc aaattgagtc tcggtggctc ttctggcagc
  1605781 aaggagtttc gccttgaagg gggcgggggc taccaacaag gtcgaagcca gcgcactgac
  1605841 gctattgtaa gtaaaatcaa tacacagggt aatgtaacgc tcaaagcggg cgcggatctt
  1605901 actacaaaag gtatgcagat cggcaagcaa ggaacccggg caagcgatgt ctctttgttg
  1605961 gcggctggag aggtcaaact gttggccgcg gtgtctggca gtgccgatat taatgatagt
  1606021 gcgctggctg acttccgtct gggggggaaa cgagcaacag gcggtgcttc aaaagaaggt
  1606081 tttgtgggag caggcgttca ggctgataaa gtcaatcaat cggtttctga ccgtcagggc
  1606141 ggccatattt atagtaagaa tacggtgtct ataaaatcag acagtgacag caatcaagcc
  1606201 atccatttag aagggttaaa aattgatgca ccaaaagtcg atttgagtgc gcaacagggt
  1606261 ggggtattta tcgagtctgc attaagtgaa ttgccaaagg ataattggaa ttttgggttt
  1606321 aacctggata tggtcctgaa aaacacatcg cctaaaaaag aagatggaac aattgacaag
  1606381 gataaagcca gtgaaagtca ttataaaggt gctggcatta aagtaatggt ggataaacaa
  1606441 gatatgttta aacatcagaa tgcgcatatc aacactgcat atttttcttt gaataccaaa
  1606501 aaagatgcag taatgaaagg ggcacgaatt gagagcacgc gggctgatgt taacgtgggc
  1606561 cgggacctga cgatcgaaag cctcaagagt aaggaagaca gtgtcaaggt ggatgttgag
  1606621 ttatcgctaa gccataccaa tgataaaagc agtagcgtta catctaaact ctcgaaggtc
  1606681 acgctcaaga agttcgagaa acggactcaa gaaaagttag actcaggtat taaagacatt
  1606741 gggttaatgt ataacaacaa agtaaaacca aaagatacga tgggcggggt cggtttcagt
  1606801 aaagaatctc aaggagtata tcttccaaca ttatcttctg agacaaaatc ccgtaatttt
  1606861 gctgataaaa cggcacgcta tctgggcggt caattgaagg ggatcgccag cggcccagaa
  1606921 ggccttgatg ggcgtgcgaa gttggatgta caaatagtaa acaatgatgc ggttgctgaa
  1606981 caatccggta ttttcggtat tgatgagacg aatatttcgg taaaagggac caccaaacta
  1607041 cacggcgcgg aaataagtag tggatcaggg cagctcacct tggaaacaga gaacagggaa
  1607101 ctgagcaata taaaaaatag tactcataag ggggggggtg ggtttaatgt ttctcctagt
  1607161 gtattaggga atttaaccgg ggctggtaaa gatgtctctg aggggaaaac cccctttatt
  1607221 catcaccctc acaatagttc agatgagagt gagtctgttg gtaaaatcaa gggtgaaaaa
  1607281 gccaccggtc ttgcttttga tgaactccct tttagcccaa aacctcgcta atcaagatga
  1607341 aatgtaagca cacaagctaa tcgtttttta aggccccgag gggccttttt tgacgattta
  1607401 catccgctca acggtttgaa tacccaaggt gtccagacct tgtttcagcg ttttagcggt
  1607461 taacattgcc aatttcaagc ggctttggcg gatctcttcg ctctctgcat tcaggatctg
  1607521 gcaatgctcg tagaagctgg agaacaagcc tgctaaatca tagagataag aacacatgac
  1607581 atgcggtgta ccttcgcgtg ccaccgtggt gatgatctct tcaaactgca acaggcgggt
  1607641 cgccaaggtg gcttcgcgat cttctgtaac cactaatggc agcgtcaggc tggtttcatc
  1607701 aacacccgca cgtctaaata ctgaaaccac gcgagtataa gcatattgca tataaggcgc
  1607761 ggtattgcca tccaacgcca gcatattatc ccaatcgaaa atatagtctg tggttcggct
  1607821 cttggacaaa tcggcatatt tcaccgcgcc aatccccacc gcattgatca cttgcttcaa
  1607881 ttcatcggca ggcatatccg ggtttttctc ggcaatcaac ttgccagcac gttcaaccgc
  1607941 ctcgtccagt aaatcggata atttgacggt accaccagag cgggttttaa acggtttgcc
  1608001 atctttgccc agcatcatgc cgaacatgtg gtgttccagt ggcacggatt ctggcacata
  1608061 accggcttta cgcacgatgg tccaggcttg catcaaatgc tgatgctggc ggctatcgat
  1608121 gtaatagagt atccggtctg cgcccagcgt ttcgtaacgg tatttggcac aggcaatgtc
  1608181 ggtggtagtg tagaggtagc cgccatcttt tttctggatg atgacgccca ttggctcacc
  1608241 gtctttattc ttatattcat ccagatagac aacggtcgca ccttcgctct cgacggccaa
  1608301 ccctttggct ttcaaatccg cgacaatctc tggcagcatc gcattgtaca ggctttcacc
  1608361 cattacgtcg tctttggtca aggtgacatt caggcggtca taggcaacct ggttttgtgc
  1608421 catggtgata tccaccaatt tacgccacat ttgacggcag tattcgtccc cactttgcag
  1608481 ttttacgaca taggcacggg cacgcagagc aaactcttcg tcttcgtcgt aggttttctt
  1608541 cgcttgttga tagaaaagct ccagatccga tagccccata tcactggcat tttcgttctg
  1608601 cattttctcc aggtaggcga tcaacatgcc aaactgagta ccccagtcac cgacgtggtt
  1608661 ggcacggata acgttatggc ccaaaaacgc caatgtccgt actgcagcat caccaataat
  1608721 ggtggatcgc aggtgaccaa cgtgcatctg tttagccacg ttaggtgctg aataatcgac
  1608781 tacgatagtt tgcggttcga caggcgcgac gcccaattta ggcgcagtca gagcatattc
  1608841 gactttctcg gccacccact gacgatccag aaaaatattg ataaaaccgg ggcctgcaat
  1608901 ttcaatctta ctggcgatac ctgtaaggtc gagcagttca acgactcttt ctgccagttg
  1608961 tcggggttgc atgccaagtt ttttggcaac ggccatcaca ccgttagctt gataatcgcc
  1609021 aaattgagct ttggcagatt ggcgaacttg agcttcgcaa tctgcgggag cacctgctgc
  1609081 aatcagcgcc tggctgactt tatctgagag aagagcctga atattcaccg ggttacctta
  1609141 attacatacg aaagacagat taattatgca caaaaaattc tggatcagtc acatttctgt
  1609201 gccagtgact catttctgtg tcagttacat attcttgtat caactatata ttcttgtgtc
  1609261 agttacatat tcttgtgtca actagatgct tttgtatcaa ctatatatat tgtgctgtgt
  1609321 cagctaaaca ggaacgcagt ctggtggcct cactcgtcga gtgttgacag caaggtagcc
  1609381 agacggagtg tgagtcataa gctggcagga tttatatcat atttggctat cggcgtcagt
  1609441 accaggcccg tggttgcggc gaatctcatc gccaaagagg ctaagtggca attttattcg
  1609501 cctccccttc gaacttgaag ccataagagc taacggtgtt cactcactcg aatcatatct
  1609561 ttaatgtcaa ttcggtgaga tttgtttgtt tgtttgtttg tttgtttgtt tgtttgtttg
  1609621 tttgtttgtt ggcctggcgg caacgccagt gacgttgggt ataaaaagag ggggagatta
  1609681 tatctggctg acgagcataa ataacggtaa attgttgccg cttcaacacc ctacctaacc
  1609741 catcagacgg agaaccacat gcacggcctg gaagagatca ttgaattaca ggacttgtta
  1609801 gcagacctac cgcgctttga gcaacagtta gtcgcttttg ctactcaatt gaatttggat
  1609861 ttaacgcaat tttgcgctga tcatatctca ttacgttgtc atcaagctga aaccgcagag
  1609921 cgctggcgtc tcgggttaca acaatgtggc catttgatgt ctgagacatt gattaacgga
  1609981 cggccaattt gcctgtttga tatgacacaa ccgctgaatg ttgggccatg gttgatagat
  1610041 tgtattgagt taccgtatcc cggtaaaaaa cattacccac acgaggggtg ggaacatatt
  1610101 gaacttgttt taccgggtga cccacagacg ttaatgcacc gcgcccgaac actattaccg
  1610161 gcggtgttgc cagcaggggt gagcgtgaaa tgcagttcgc cacacgggga acacgagcgt
  1610221 ctatctaacc cgacactggc agtgagtgat ggggagataa cgattaagtt tcatccatat
  1610281 actttgcgcc aaattatttt acgccaaatt gttgatagcg agcacggtcg ctaacgtata
  1610341 tgggttattt atttcaataa cgactatcac ttatggttat cactgtgact gacatctact
  1610401 catcaattta aaatgagtgc catagtcaat agttcagcat ggttaatcgt attctgtttt
  1610461 ggttcgagag agatattcgg cattttgtta atttgccagt gaatcattaa ttttcaggtg
  1610521 gtttacactc actgtcgcag tgaaatctgt caaacggggg agataatgac taaattggaa
  1610581 gtttgttgct atagcgttga ttgtgcacaa atagcagaaa aggcaggagc cgaccgggtt
  1610641 gaattgtgct gtggtcagtc tgaagggggg gtgacgccga gtgtcggcgc attaatgcag
  1610701 gccagagaaa ccgtgactat cccggttcat ccgatagttc ggccacgtgg tggtgatttt
  1610761 tgttacagca gcaatgattt tactattatg aaaaatgata ttgcgcggat ccgtgacttg
  1610821 ggctttgctg gcgtcgtcgt tggcgtactg gatacggatg ggcatatcga tatgccacgg
  1610881 atgcgggaga ttatgtcagt aagtggttca ctggcggtaa ccttccatcg cgcatttgat
  1610941 atgtgccaaa atccgatgat tgccttaaag caattggctg aacttaatgt ggcgcgtatt
  1611001 ttaacctcag ggcagcagca aaatgctgaa ttgggtttag ctctgttgaa agatttggtt
  1611061 gcagcaacca aggatcaagg cccgattatt atggcagggg ccggggtgcg gttgacgaat
  1611121 atgcagaagt ttattgatgc agggattcgt gaattacaca gttctgccgg gcggacggtg
  1611181 ccatcaacca tgcgataccg taaagccggg gtgacgatgt gcgccgacag tgatgtcgat
  1611241 gagttttctc actattgtgt tgatggtgag gtcgttgaag ctatgaagag tttattggtt
  1611301 atggggtcgc ctcttgccaa gcacacctag tgcgcctaat tcagtacaca atatattgat
  1611361 atatatccct cttacgtgaa gttgcagggt ggttagctgc tctcaattat ctgagttacg
  1611421 ggtgtgtcaa ttcggggatt cgcgcgtttt gccctgtagt aacaccactt gtttggaata
  1611481 taacgaacgg tatcccccat ctgggtgagt tgggggattt tcttatggct tacgggcgat
  1611541 taacaccgct cttagtggtg ccggatagcc ttctaccgtt ttactgtgat cgtgcgggtc
  1611601 aaggaactcg gctaatgatt cactggtcat ccaatcagta cgacgctgct cttcagtcgt
  1611661 agtcacggcc atatccgcta ttctgacatc aacgaaacca cacttctcca gccaggcttt
  1611721 tagggcgggt gccgaaggaa taaagtacac attgcgcatt tgcgcgtaac gatcacctgg
  1611781 caccaacact tgttggctgt ccccttcgac gaccagtgtc tctagcacca gttctccgtc
  1611841 agtaactaac tggtttttaa gttgatagag gtgatccagt ggcgaacggc ggtgatacag
  1611901 cacccccatg gaaaacacgg tatcaaaagc agccagttcc ggcagttgtt caatgccaag
  1611961 aggcaggaca tgcgcccgct gatcgccacc caaaagctta cggatcgctt caaactgaca
  1612021 taaaaatagc tgcattggat caatgccgac cgccagatga gcaccttcac caatcatgcg
  1612081 ccacaggtga taaccgctgc cgcagccgac atccagaata gtacggcctg ccagtgggct
  1612141 gatatggggc aagacccgtt gccacttcca atctgaacgc cattcggtat cgatatccaa
  1612201 cccatatagc gagaaggggc ctttgcgcca aggcatcagg gcgcgcagca tattctccat
  1612261 tccttcacgt tgcccagccg aaatgggcgg ggacatttcg gcccttacgc ctgagtgtag
  1612321 atccagtgtg gtgggcgtca gttgaggcaa atgttccacg gcgttaaacc aggttttaaa
  1612381 tttaccgtgt aacgattcgc gctgccaggc gctgagctgt gcgggcagag tatctaacca
  1612441 tgggcttaat gggcctttgg caatcagccg ataaaaatcg ccaaattcaa tcattgagcc
  1612501 tctcctgctt tcagggcaat cagtgaacca aaattaaagc attggaacca gacttccgcg
  1612561 tgttcaaacc ccgcctgatg cagacgattt ttgtgggttt ccacggaatc ggtcagcatg
  1612621 acattttcca acatgctgcg tttttggctg atttccagct cactgtaacc attggcgcgt
  1612681 ttaaaatcgt ggtgcatatt gaacaataat tcgcctacgt tatgatcggc aaaactgaat
  1612741 ttttctgaca atacgagtgc gccacctgga cgcagccctt gatatacctg attgagtagg
  1612801 cgctggcgat tggcaggttc gagaaattgc aaggtgaagt tcaacaccac catcgatgcg
  1612861 ttttccagtt tgatatccaa aatatcggct tcaaccacgt ctaccggcgt ctctgcccgg
  1612921 aaagcatcaa tatggcgacg gcaacgttca accatcgcgg gtgagttatc cactgcgata
  1612981 attttgcagc cttcggcctt aatattacgg cgcattgaca gcgtggcggc acccagcgaa
  1613041 caaccaaggt cataaatttg gctgttcggt tgcacaaaac gctctgccag catgcctatc
  1613101 atcgaaataa tatttgaata gccgggaacc gagcgctgga tcatatcggg gaacacttca
  1613161 gcgactttct cgtcaaaggt ccagtcacct aatttagcaa taggcgcagc aaacaggcta
  1613221 tcgcgctggg gttctgccgc ctctggagaa tgacgtggcg tatcgttttg agattgagta
  1613281 tcgcggtttg gcatggcgtc tgagattctg agataaacaa agcaagaaat taaaggcgca
  1613341 tattataaca gaaaacttgg ccgataagcg tgataaagcg aggggcgcga gaggggaata
  1613401 aacataaagg cggcgatatg ccgcccagac taacggttgc tccggttatc ttactgtcgg
  1613461 aacagggact gccttaatgc agaatcaggt aaaactgaaa atctgatccc acggtaaata
  1613521 gtaaatattc gcaataatca ttaatacgag tgaaacatag gtggcactca tcccggagcg
  1613581 acgccagcga atttcgcgat gacgtaaccc ataataatgt agcaggcgac cgacgattag
  1613641 cattaatcca caaatatgga tcatccacgt cagcgcgccg ttcatttcca tcataatgag
  1613701 taaaatgaca gcgatgggta tgtattctac ggcgttgccg tgtacacgga tggcggtctg
  1613761 taattcataa aaaccaccgt caccataagc tacccggtac tggtttctca atttaaccac
  1613821 atcgaatgac agcttgatta ataacagtgc gcccaacacc acataaagag agctaaccat
  1613881 tttcaactcc attgcccaac catagactgg ctgaataatg ataaccgtct actgggtggc
  1613941 tgtcgctaga aaaatggcga acttatcatt tattgactct taatttgcag cgcgaaaaga
  1614001 taaggctgag agcacgatta tgcgcactcc tcactgatgt gactaacacg ctgaagtgac
  1614061 taaaagagtg tctcttgctc tggccaatcg ggtgcggtgg gcaatgtcgg gatggcttct
  1614121 gccaactttt gccaaatttt ttgagcttgc tgcggtgagt cgccgttatc gggcgtgtga
  1614181 ataaaaacgt agggttgatg gtgctgttcc cataaaggca gtttttgtag ccagggtgca
  1614241 aacagggcca agttgtcatc caattggtcg ccaccaataa agcgcactaa aggttggccg
  1614301 ccagtgacga cagcatgtac tggcaaacgg ggtttcttac tttgagcatc acgaacggcg
  1614361 gcggttaaag gcttggcggc gtgaataggg cggctatcga gcatcacccg attaattgaa
  1614421 cgctgatgta acccttgatt aagggctaat tctgcggcac ctttggcaaa aaactctggg
  1614481 tgtcggactt ccacgccata ctgaaaacca gcgggtaact tatcgataaa ctgccacaaa
  1614541 cggtccaatt catttggccc aaaggcggca ggcagttgta accacagttg accaatgcga
  1614601 tcattcagcg gagccaggca atgataaaaa gcctgtagtt ctttatcaca gtcacgcaga
  1614661 gccgcctgat ggctgattgt ggcggggaat ttaaagcaga aacggaaact gtccggtgtc
  1614721 atatcacgcc agcgcagcac aatttctggc cgtggcaatg cataaaaggt ggtattaccc
  1614781 tcaacgcaat taaaatagcg gctatagtcc gccaagtctc gaagacccag tcggccccag
  1614841 gccgggtgtt gccattgcgg cagtccgata tacatctttt acccttctta cttgacgcta
  1614901 cagcgttgtt agctgctctc tctcacccga atcacttact gatgtaagct catcgggacg
  1614961 cgttcgtttg ctgcctagct gtaacgccaa ttaatttggg tcattccctt cttacttgac
  1615021 gttacggtgt tgttagctgc tctctctcac ccgaatcact tactgatgta agctcatcgg
  1615081 gacgcgttcg tttgctgcct agctgtaacg ccaattaatt tgggtcattc ccttcttact
  1615141 tgacgttacg gtgttgttag ctgctctctc tcacccgaat cacttactga tgtaagctca
  1615201 tcgggacgcg ttcgtttgct gcctagctgt aacgccaatt aatttgggtc attcccttct
  1615261 tacttgacgt tacggtgttg ttagctgttc tctctcaccc gaatcactta ctgatgtaag
  1615321 ctcatcggga cgcgttcgtt tgctgccccg gcagatttgt cgcccgaaat aggtaatctg
  1615381 ctgaccaaat aatattaaca taggttatca gctagcctat gtcagggggt gattttgtta
  1615441 aatgatgcgt taaaatctca ctgaaaggaa ttttgtcgtg cctgagctgt gtgttcgctc
  1615501 ttatctatgc catgaatttc ctttataatg accccctttt ttcaacgctc tttaacccaa
  1615561 aacacctctg cctatatacg gtttcttttg gataaaatag ggcgtgtagc gcttgcaacc
  1615621 atcgattagc ctgtattttt gaaaaaatct ctgtgccagc ttccaacgaa aaggcacgcg
  1615681 acagatttaa aaccgggcgt taagcagaga gcagtcactg aggttgaaac aatgctgagg
  1615741 ttgaaacaat aacgcgttaa taaaacaata aagtgttaat aaatagaaca cagcggttta
  1615801 ccaaagcgta aagttgacca aaacgtaaga tttaccaaaa cattaggttt accagaatac
  1615861 agggttcacc agaaaatcgc cgcacggaga gtgcataacg cgtgcggcat cggctgagta
  1615921 aaaggatatt gtatgcgtac tgaatattgc gggcagttga atctgtccca cgtgggccaa
  1615981 agcgttacac tttgtggttg ggttaaccgt cgtcgtgatc tgggtggcct gatttttatt
  1616041 gatatgcgcg atcgcgaagg catcgttcag gtattcttcg atccagacca taaagccgct
  1616101 tttgaacaag cttctgagtt gcgtaatgag ttctgtattc agattaccgg tactgtgcgt
  1616161 gcacgtcctg acagtcaaat caataaagat atgtccaccg gtgaagtgga aatctttgct
  1616221 aacacgctga atatcattaa tcgctccgag ccattgccgt tagattccaa tcaaatcaac
  1616281 agtgaagagc agcggttgaa atatcgctat ctggatctgc gccgcccgga aatggctgat
  1616341 cgcttgaagt cccgtgccaa aatcaccagt tttgtacgcc gcttcatgga cgatcatggc
  1616401 ttcctggata tcgaaacccc gatgttgacc aaagcgacac cggaaggcgc ccgtgactat
  1616461 ctggtgccaa gccgtgtgca taaaggcaag ttttacgctt tgccacagtc tcctcagctt
  1616521 ttcaaacagt tgctgatgat gtctggcttt gaccgttact atcagatcgt aaaatgcttc
  1616581 cgtgacgaag atttacgtgc tgaccgccag cctgaattta cccagatcga tgttgaaact
  1616641 tcgttcatga gcgcagatca agtgcgtgaa gtgatggaaa aattggtccg tgaattgtgg
  1616701 caggaaacca aaggcgttga tctgggtgat ttcccggtaa tgacctttgc tgaagcgatg
  1616761 cgtcgttatg gttccgataa gccagacctg cgtaacccac tggaattagt ggatgtcgcc
  1616821 tctctggtta aagatgttga atttaaagtg ttctccggtc cggccaatga tgccaaaggg
  1616881 cgagtggctg cgctacgtgt accgggtggc gcgcaactta gccgcaaaca aattgatgag
  1616941 tatggtcagt ttgtcggtat ttatggtgcg aaaggcttgg catggctgaa ggtcaatgac
  1617001 cgtgctgcag gtcttgaagg ggtacaaagc ccgatagcca aattcctcag tgctgaagtg
  1617061 ttggacgcca ttttggtggc cactcaggcg gaaagtggcg atatcctgtt cttcggcgcg
  1617121 gacagttaca agattgtgac cgatgcgatg ggggcgttgc gtctgaaagt agggcgtgat
  1617181 ctcgagttga cgcgtctggg gacatgggca ccgttatggg tggttgattt cccaatgttt
  1617241 gaagatgata gcgaaggcgg cctgacggcc atgcatcatc cattcaccgc cccaaaagat
  1617301 atgagcccgg aacaactggc cgcagcacca accaccgcta tcgccaatgc ttacgacatg
  1617361 gtgatcaacg gctatgaagt gggcgggggt tctgtgcgta ttcatcgcac tgaaatgcag
  1617421 caaacggtct ttggtattct gggcatcact gaggatgaac agcgtgagaa gtttggcttc
  1617481 ttgctggatg cgctgaaatt tggcaccccg ccacatgcgg gcttggcgtt tggtctggat
  1617541 cgtctggtca tgttgttgac cggtaccgat aacatccgtg acgtcattgc cttccctaaa
  1617601 acgactgcgg cggcttgtct catgaccgat gcgccaagtt ttgccaaccc ggcctcgttg
  1617661 caagagttgt ccattagcgt ggtggcgaag aaaggcacta cagatgctgg ggcagaagag
  1617721 aatcagtaat gaattataaa cgccccgagt cggttctggt cgtcatctat gccaaatcca
  1617781 gcgggcgagt gttgatgttg caacggcgcg atgatcctga tttttggcag tcggtgaccg
  1617841 gcagtctgga agagggggag gctccgttgc aaaccgcaca gcgcgaagta aaggaagaag
  1617901 tcggcattga cattctgggt gaaaatctgg tgttgctcga ctgtcagcgc tgtgtggagt
  1617961 ttgaactctt tgcgcatttg cgccgtcgct atgctccggg aattacgcgt aacaaagaac
  1618021 attggttctg tttggcgttg ccggaggagc gggatatcgt gattactgag catctcgcct
  1618081 accagtggtt ggatgcggca gaggctgccg tattgaccaa gtcctggagt aatcaacaag
  1618141 cgattgaaga gtatgttctt tattccgtct agacccaacg ctgtcacgtc aggtgtgaag
  1618201 ggtatcatta ggctattttg gagattctta tggcaggtca tagtaaatgg gccaacacaa
  1618261 aacaccgcaa agcggcacag gatgccaaac gcggtaagat tttcactaaa atcattcgtg
  1618321 aactcgtcac tgcagcccgt ctgggcggtg gtgaccccgg tgctaaccca cgtctccgtg
  1618381 cggctatcga caaagcgttg tcaaacaata tgacacgcga caccctaaac cgggcgattg
  1618441 cccgtggcgt gggtggtgat gaagataaca acatggaaac catcatttac gaaggttatg
  1618501 gcccaggtgg cacagccgta atggttgaat gcttgagtga caatcgtaac cgtaccgtat
  1618561 ctgaagttcg ccatgcattc accaaaacag gggggaatct gggcactgat ggttctgttt
  1618621 cttatctgtt taccaaaaaa ggcgttattt cttatgcgcc gggtttggaa gaagatacgg
  1618681 tgatggatgc agcgttagaa gcgggtgcag atgatatcgt ggtttacgat gatggtgcga
  1618741 tcgatgtgtt tactgcatgg gaatctctgg gcgcggtaaa agatgcgttg gatgctaccg
  1618801 gtttggtggc tgaaggtgca gaagtgtcat taatcccatc aaccaaagcg gaattggatg
  1618861 ctgaaactgc ccccaaactg ctgcgtttga ttgatatgct ggaagattct gatgatgtgc
  1618921 aagaggttta ccataatggt gaaatctctg atgaagtagc agcaaccctg taagcgttat
  1618981 cgcatcgcaa tttgcagaat gcaggcacca cacttattta tactctaaat aattcgagtt
  1619041 gcagtggcct ccatggatgg agtgagtaac gaacgtagcc aacgcacagg caacttgaag
  1619101 taggacgggg atatcgggtg aggtgctttc cccatcaata cggctgctca atcaggtggc
  1619161 gaataaggta aataaacgag tatggcgatc gtattaggta tcgaccccgg ttctcgtgtt
  1619221 accggctatg gtgttatccg ccagcaaggt cgtcaactta cgtatctggg cagtggctgt
  1619281 atccgcactg tggttgacga tatgcctact cgcttgaagt tgatatacgc aggtgtgacc
  1619341 gaaatcatta cgcagtttca gccagatttt tttgctatcg aacaagtctt tatggcaaaa
  1619401 aatccggact cggcattaaa actggggcaa gcgcgtggcg cggccattgt ggcggcagta
  1619461 aacctcaatt tacctgtctc tgaatacgcc gcacgtcagg taaaacagac ggttgtaggg
  1619521 accggcgcgg cagaaaaaag ccaggtccag cacatggtgc gctccctgct taaattaccg
  1619581 gcgaatccac aagcggatgc ggcggatgca ttagctatcg ccattacaca ttgtcatctg
  1619641 agccaaaata cgttgcgttt gggtaatgac caaatgacat tatcacgtgg ccggatacgc
  1619701 tgaccgatca ggtttatgcg aacaggttaa ctgttatcac aggctggata tccatccagc
  1619761 cttttttgtg cccagaaaac ccccagctag gctgggggtt cagtaaagct ttcagctttg
  1619821 ggtcagttat aaaaacccct tttgatttgt taaaacagtt tgcggtctgg caactgcaaa
  1619881 tgttcaacaa gaaatcaaaa gggggtccca atgagggatg aaaagagctt agcgcacacc
  1619941 cgatggaact gtaaatatca tatagttttt gcgccgaagt accgaaggca ggtgttctac
  1620001 agggaaaaac gcagagcgat tggcagtatt ttaagaaaac tgtgcgaatg gaaaaacgtg
  1620061 aatatcctgg aagcagaata ctgtgtggat cacatccata tgcttctgga gatcccgccc
  1620121 aagatgagtg tctcgggatt tatggggtac ctgaagggaa agagcagtct gatgctttat
  1620181 gagcagtttg gcgatttgaa gttcaaatac cgtaacaggg agttttggtg tcgagggtat
  1620241 tacgttgata cggtagggaa aaacacggcc aggatacaag aatacataaa gcaccaattg
  1620301 gaagaggata aaatgggtga gcaactctcg atcccgtatc ccggtagccc gtttacgggc
  1620361 cgtaagtaat ccatagatgc aaatgtcaga tcgcgatgcg cctgttaggg cgcggctggt
  1620421 aacagagcct tataggcgca tatgaaaaac ctccggctat gccggaggat atttatttat
  1620481 gctataaaca gtgctgtttg agtgataaac acaatgctga acttaatgtt tatccccaaa
  1620541 ataattggcg tttcgagccg gtaggcagca aacaaatccc gatgaatcta tttattttaa
  1620601 ggtcaaacga ccagtaagtg attcgggtga atgaatgccg ctaaccacgc agtagcgtca
  1620661 attctgaagg ggatagtggg caaggagaga atcaacgtga taggccgtct cagaggtatc
  1620721 attctggaaa aacagccacc gctggtgctg ctggaaacaa acggtgttgg ctatgaagtc
  1620781 caattaccaa tgacctgctt ctatgagtta cccgagttgg ggcaggaagc cattatcttc
  1620841 acccagtttg tggtacgcga agatgcgcag ttactgtatg gtttcaataa taagcaggag
  1620901 cgggcgctgt tccgtgaatt gatcaaagtt aacggcgtcg ggccaaaact ggctttagcc
  1620961 attctctccg ggatgtctgc acagcaattt gttggcgcag tcgaacgtga agatattaca
  1621021 acgctggtaa aactgccggg tgtcggtaaa aagaccgccg agcggttagt ggtcgaaatg
  1621081 aaagatcgct ttaaaggcct taacggcgat ctgtttaata ataccggtga tatctcgtta
  1621141 ccaacggctt cgccacaaac ctcggatgct gatatcgaag cggaagccgc ttctgcactg
  1621201 gtcgcgctgg gttataaacc acaagaggcc agccgtttag tgagtaaaat tgccaagccg
  1621261 ggtgccgatt gtgaaacact gatccgtgat gctctccgtg cggcgttata atgccgccga
  1621321 tttatagaat gaattgtgtt atatacccaa cgttattgac gttgtagaga gctggcaaac
  1621381 gaatccgatg aatttaaaaa aattagtcat tcgggtgagg ggcgtagtta gcctctgcgg
  1621441 cttcaaattc aaagggtatg aaggggtaag ggatgattga agcagaccgt ctaatatcgg
  1621501 ccgcagttat caatgatgaa gagagcattg accgggccat ccgccctaag ctactgactg
  1621561 aatatgttgg gcaacctcat gtccgtgaac agatggaaat cttcattcag gcagcaaaac
  1621621 aacgcggtga tgcactcgat cacgtgctga tatttggccc tccgggtttg ggtaaaacca
  1621681 cgttggcgaa cattattgcc aacgagatgg gggtcaatct gcgcacaacg tccggtccgg
  1621741 tattggaaaa agccggtgat ttagccgcca tgttgaccaa cctggagccg catgatgtgc
  1621801 tatttattga tgagatccac cgtttgtcac cggtagtaga agagattctt tacccggcaa
  1621861 tggaagatta tcaattggac atcatgattg gcgaaggccc cgcggctcgc tcaatcaaac
  1621921 ttgatttacc gccgtttacc ctgattggtg cgaccacccg agcgggttca ctgacatcac
  1621981 ctttgcgaga tcggtttggt atcgtgcagc ggctggagtt ttatcaggtg gctgatctgg
  1622041 agcatatcgt ttcacgcagt gctaagtgtt tggggctgga actcacgccg gagggggcac
  1622101 accagttggc acgtcgctca agaggaacgc cgcgtattac caaccgccta ttgcgccgtg
  1622161 tacgtgattt cgccgaagtt agagccgatg gtgccattaa cggtgaggtc gcaatgaaag
  1622221 cgttggatat gcttaatgtc gatgctgaag ggttcgattt tatggaccgt aaattgttgt
  1622281 tagcggttat cgataaattt atgggcgggc cagtagggct ggataatctg gcggcagcga
  1622341 ttggtgaaga gcgggaaacc atcgaagatg ttctggagcc gtatctgatt caacaaggct
  1622401 ttattcagcg tactcctcgt gggcgaattg ccacaaatca cgcgtataaa cattttggta
  1622461 ttactcggga agaataatac gtttcacgct gtgggggtta taggcctaaa ccccacagcg
  1622521 tgaagtgatg actatcctcg tgctttttgc gacaggctca gcacaaacat ggcggcagca
  1622581 cagagcacaa cggaaggccc agccggggta tcatagaagg cggagaatgt taaaccccct
  1622641 gtaaccgcaa ggataccaat ccctacggca atcccggcca tttgctctgg cgtgcgggca
  1622701 aaacgacggg ctgctgcagc cgggatgatc aacagtgagg tgataattaa tgcacctaca
  1622761 aatttcatcg ataaccctat cgtcagtgcg gtaaccagca tcagtagcat ccgtacccgc
  1622821 tctaagttaa caccatcaac atgggcaagc tctgggctga tggtcatgga gagcagggcc
  1622881 cgccattgcc agaacaagac tgctaatacc accaccacac cggctgcaat aagccagata
  1622941 tcactcagcg tcacggaaag caggtcgcca aacaagtagg ccatcaaatc aacccgcaca
  1623001 tttgacatca aactgaccac caccaaaccc agtgataatg cgctgtgggc cataataccc
  1623061 aatagggtat caaccgccag ttgtgggcga cgctcaagcc aaaccagaat caaagccaat
  1623121 accatagtca tcgcgatgac agcataaaac gggttaacat ttagcagcaa accaaacgca
  1623181 acaccaagca atgaggcatg agctaatgta tcaccaaagt aggacatgcg acgccaaacg
  1623241 acaaaagacc ccagcgggcc agcggctgtt gccagtaata caccagccaa ccaaccgggt
  1623301 aacagtaatt caatcatgcg ccacggctcc cgctgttttt caaaataatt tttccatgca
  1623361 agtcgtgacg atgattatgg ttatgacgat aaacggctaa ctgctcggca ccacgattac
  1623421 caaacatggc aataaactcg gggtgggttg aaaccacctc tggtgcgcct gaacaacaga
  1623481 tatgttgatt aaggcacaat acttcatcag ttttggccat caccaaatgc aaatcatggg
  1623541 aaaccattaa cacagcacaa cctaactctt ttcgtagttg ttcgattaaa tcatatagcg
  1623601 ctaactggcc attgacatcg accccttgcg ttggttcatc caacaccagc aactgtgggc
  1623661 ggttcagtaa ggctcgggcg aggagcacac gctgattttc accgcccgaa agcttttgca
  1623721 tgggttgatc cagcaaatga gcggcctgca cccgtgtgag tgcaggcaga atgtcggctt
  1623781 ttttcacccc cggctttagc cgcataaagc ggctgacagt taggggcaat gtggcatcta
  1623841 aatgcaattt ttgcggaaca taaccgatgc gtaagccagg ctcacgaacc agagatccac
  1623901 tacttggggg aataaggcca agaaccaccc gtaccagtgt ggattttcct gcgccatttg
  1623961 gcccaagcag cgtaaggatt ttccctgggc gcagagaaag ggaaatatcg ttcagtaccc
  1624021 ggcgagagcc aaaagtgacg gatatcttat taagcgttac caatatgggc atcatgatta
  1624081 tatttgcaga atctagtgaa tgttataata ttacgcttta cccatcaaaa cgtcgagaat
  1624141 tcgtattatg ttacataaaa ataaatggct aaaacaggca atgctcgcca gcgcactttt
  1624201 actggcaaat ccctttaatc tggcttcggc ggccgttgtt acatcaatac gcccgctagg
  1624261 ttttattgct gccgccattg cagatggggt gctgccaacc gaggttttat tacctgatgg
  1624321 cgcatctccc cacgattatg cgcttcgtcc atcggatgtc cagcggttac gtagcgccga
  1624381 attggttatt tgggtcgggc cggaaatgga agcatttcta tcaaaaccat taacgcaagt
  1624441 cgctgaaaat aaacagatcg ctttatcaca gttaccttct gttacaccat tgttgatgaa
  1624501 gagtgatgaa catgatgagg ctgaagaggg cgagagtgga catcatcatg atcatgctaa
  1624561 agataatccg actgatgacc accatcacgg tgagtataac atgcatattt ggctgtcacc
  1624621 ggccatcgct aaacaggctg caattgctat acacgacaga ttattggaac ttacgccaca
  1624681 aaataaggac aaattagatg cgaacctgcg tcgattcgag tatcaactag cgcaaaatga
  1624741 aaaaaatatt gttactatgc ttaagcctgt ccaaggtaag ggatattttg tttttcatga
  1624801 cgcctatggc tactttgaaa atcactttgg cttgagtcca ttagggcatt ttacagtcaa
  1624861 tcctgaaata caacctggtg cgcagcgttt acatcaaatt cgaacacagt tggttgagca
  1624921 taaggcggta tgcgtttttg ctgaaccaca attcaggcca gcggtcatta atgctgttgc
  1624981 caagggaact aacgtgcgtt ctggcacact ggatccttta gggagcggta tagtattgga
  1625041 caaggacagc tatgtgaact ttttgtctca gttgtcgaac caatatgtga gctgcctgaa
  1625101 gtaagattaa aaggatactc ataagtgcag cagatagtca gaactatcac tttagcatat
  1625161 aacaatcttc ctcgacccca tcgcatcatg ttggggtcgt tgactgtaat gacactggcc
  1625221 gtcgctgttt ggcggccttt tatctatcac ccagagcatg aacctgttgc caagagcgtg
  1625281 gtgctagata ccagtcaatc ccgcatttta ttgccagaag ccagtgaacc tctcgatcag
  1625341 ccaacgcctg acgatgcaat cccacaagat gaattagaca ccaaagatgc caatgacact
  1625401 ggtgtccatg agtatgttgt gtcaacgggt gatacgttga gcagcattct tacccagtat
  1625461 gggattgata tctctgatgt ttctttatta gcgaaccaaa accgtgactt acgtaatctg
  1625521 aagatcgggc agcaaatctc ctggacagtg aatgacaccg gtgatttaca aagcctgact
  1625581 tgggaagtgt cgcgtcgcga aactcggacg tataaccgtg ttgggaacaa tttcaaagag
  1625641 actaaagagc tgcagaaagg cgagtggaag aacagtgttc tgacgggccg tcttgatggt
  1625701 agttttgtcg gcagtgcgaa gaaagcaggg ctgacagccg ctgaaattcg tgccgtgacc
  1625761 aaggcactac agtggcaatt agatttcagt aagctgcgta aaggcgatca gtttgcggtc
  1625821 ttaatgtcac gggaaatgct ggatggtcgc agtgagcaaa gccagctcgt tggggtacgc
  1625881 atgcggtctg gaggtaaaga ttattatgct atccgggctg aagatggcaa attctatgat
  1625941 cggcagggct ctggccttgc acgtggtttc ctacgtttcc ctacactgaa acaattccgt
  1626001 gtctcatcca attttaaccc tcgtcggtta aatccggtga ctgggcgtat tgcgccgcat
  1626061 aaaggcgtgg atttcgcgat gcctgtcggg acaccggtat tagccgtggg cgatggcgaa
  1626121 gtcttaatct caaaattcag tggtgctgcc ggtaactatg tggttatccg ccatggtcgc
  1626181 caatacacca cgcattacat gcatttgaaa aaattgctgg ttaaacccgg gcagaaagta
  1626241 aaacgtggtg accgtatcgc gttgtcgggt aataccggcc gttcgactgg gccacatctg
  1626301 cattatgaat tttggatgaa ccagcaagcg gttaatccac tgacagctaa attgccacgt
  1626361 tcagaagggt tgagtggtaa agatcgcagt gagtatttgg ccattgttaa gcaagttatt
  1626421 ccgcagttac aactggatta gcagtgatac cgtcaggtta gcctgtcggt gtgtttatcc
  1626481 ctaagctgcc agtgagttga gcactggcag tttagtttca gtctgtcagc ccatcgtaga
  1626541 tggctgatat cagttttttg ctattgggct ttaattgcga agcggttatc tgcaaacact
  1626601 gaattaaacg ttgtcgcctg gaaagatgaa ggttgccaaa aagagtgtct gtataacgtg
  1626661 tcttctgtaa tgatgattag cccaccgcca attctaagag tttccccatg cacaaagaaa
  1626721 aaaatgacgc aactggtttt attccggtat ttcagaaaac cttcctccat ccgcgtttct
  1626781 ggggggtttg gttaggtgct ggagcgattg cggcgctcgc ttatattcca cccaaattcc
  1626841 gtgatccttt attagctggc atagggcgtc tcgctgggaa atttgctaaa agcgcccgtc
  1626901 gtcgcgctcg tattaatctt ctttattgta tgcctgagtt acccgagtct gaacgcgaac
  1626961 acattattga ccagatgttt gctaccgcag ctcaaccgtt aatgatgatg gcagaacttt
  1627021 gttttcgtga tccgaaaaaa gtgctgactc gcgtgcactg gcatggacag gaaatactgg
  1627081 atgagctgca acaacaagag cgtaatgtta ttttgttggt cccccatgcc tggtccattg
  1627141 atattccggc tatgctgcta gcggagcagg gcaagccagt tgcaggtatg ttccatcatc
  1627201 aacgtaatcc attggtggac tatctatgga acagtgcgcg tttacatttc ggtggtcgga
  1627261 tccatgcccg cgaaagtggc atcaaacctt ttatcagttc agtacgccaa ggattctggg
  1627321 gttactactt acctgatgaa gattatggtc ctgagcaaag tgaatttgtt gatttcttcg
  1627381 cgacctataa ggcgacatta ccggcaatag gccgtttaat gaaagtctgc cgtgcggcca
  1627441 ttgtaccgat gttccctgtt tataattata gagagcatcg tcttgatatc tatatccgtc
  1627501 cgccaatgga tgatttggcg gatgctgatg acgcctatat tgcccgccgg atgaatgagg
  1627561 aagtggagtt gttggttaag ccgaatccag agcaatatac atggatctta aagctgttaa
  1627621 aaacccggaa agagggtgaa accgagccct atgtgcgcaa agatctttag ggtgtgataa
  1627681 ccgttcaaga gggcggttaa atacagcacc attcaatgta aaacgagtaa atacaaatac
  1627741 ggcgaaatat aaaacagtta aaggtaaaag gcccgctagt gatagcgggc ctgaggttat
  1627801 tgacaaagtg cccgcgacgg agagaacagg cagatcgtaa agacgccgta aatacatcca
  1627861 tgtaggctcg agccgcgcca tccttgcctt ggcgcggacg ctttactcct ctgcctatcc
  1627921 tcaccgttca agatcgagtc atcggggttt gtcagcagtc tgaggcccgc tagtgatagc
  1627981 gggcctttgc ttttctgcct atcttaaaaa taacttattc gacgcggatg atacgactgg
  1628041 tattggtcgt accaatggtg cccatcacat cgccctgagt aacgataacc aaatcacctg
  1628101 acaccaagaa ccctttatct tgcaagcgtt ttactgcttc tgtggcggca agaacaccgt
  1628161 cagtatgggg atcacaatag accggcgtca cgccacgata gatggcggtt aggtttaaag
  1628221 tatgatcatg gcgcgacatg gcgaaaatag gtaaaccgga actgatacgc gacatcatca
  1628281 aagccgtgcg gcctgattca gtcatggcga taatcgcggt gatacctttg aggtggtttg
  1628341 ccgcatacat ggtcgacatc gcgatagctt cttcgacgtt atcgaattgc acatctagac
  1628401 ggtgttttga cacattgatg cttgggattt tttccgcgcc tagacagaca cgcgccattg
  1628461 ccgctacggt ttctgccggg tactggcctg ctgctgtttc tgctgacaac atgaccgcat
  1628521 cggtaccatc cagcactgcg ttggcaacat ccatcacctc tgctcgggtt ggcatcgggt
  1628581 tggtgatcat tgactccatc atctgagtcg ccgtgatcac ggcacggttt agctggcggg
  1628641 cacggcggat cagtttcttt tggataccaa caagttctgg gtcgccaatt tcaacaccca
  1628701 aatcaccacg agcgaccatg acgacgtcag aggccagaat gatatcatcc atcgcctcat
  1628761 cagtggcgac cgcttcagcg cgctcaacct ttgcgacgat ctgtgcattg cagccagcat
  1628821 cacgggccag gcggcgtgca taatgcaaat cttcaccagt acgtgggaaa gagaccgcca
  1628881 ggaagtccac accaattttt gcagcggtaa caatatcggc tttatctttt tcggttaggg
  1628941 cttcggctga taacccgcca cctaacttgt tgatgccttt attgttagag agcgggccac
  1629001 cgacggtcac ttcggtgaag actttcatgc cctgaacttc aaccactttt aactgcacgc
  1629061 ggccatcatc aagcaataaa atatcaccgg gaaccacatc agctggcagg cctttgtaat
  1629121 cgatacccac tttgttttta tcaccttcgc cttttgccat attggcatcc agcaggaatt
  1629181 tatcgtttat attaaggaaa actttacctt ctttaaacgt cgatacccgg attttaggac
  1629241 cttgcaaatc accaagaata gctacatgac gccccagtct ggcagcgatt tcacggactt
  1629301 tattggcccg taattcatga tcttcagcgc taccatggga aaaattcagg cggactacgt
  1629361 tcgcacctgc agcaataatc ttttccagat tattgtcgcg gtcagtagcc ggccccagtg
  1629421 tagtaacaat cttggtcctt ctgagccgtc tggacatctc ttactccgtt gactggtgaa
  1629481 gcatggtgtt gttaaaacag cggataatgg atccgatggt aaaatgtcat taatctacaa
  1629541 attttacgat aaaatcgtgt caagcatgtt atctgcttgc ggatgtaaaa acgacctatt
  1629601 gcacaaaccg atttattatg ggaagccggc tgcacaaaaa catgagtgac aaagcaaact
  1629661 cttgctctca attattggcc tgatgaccct ctccgggcca tgacgacgat tatctctcaa
  1629721 taatacgtca agttattacg acaaaagatg cgctaacaca aggcaacgtg acttccgctc
  1629781 atgatgttaa tcaccgttgt ttactggcaa agaatcctta tcaaaacgag attctttcaa
  1629841 tgcctcttta acccgcttca aattatccct aaattttgct ccgcgccgta gggtgaagcc
  1629901 cgttgccagc acatcaatca acgtgagctg ggcgatgcgt gacaccattg gcatatacat
  1629961 atcggtatct tccggcacat ccagcaacag cgataaggtt gcttcgttgg ccagtggcgt
  1630021 atcacatgaa gttatggcaa tcacggcagc atcattttca cgagccaact gcgccagctc
  1630081 caccaggctt ttggttcgcc ctgtgtggga gatcaacact accacatcgc cttcgcttga
  1630141 gttcatacaa ctcatgcgtt gcataacgat gtcatcgaaa taaattactg ggatattaaa
  1630201 gcggaaaaac ttattcatcg catcatgagc aacggcagcg gaggaaccca ggccaaagaa
  1630261 cgagattttt ttcgcttgag tcaataaatc gacagcccgg ttaatggcgg cgatatccag
  1630321 attgtttttt acgcggtcca agctggccat cgtcgattca aaaatttttc cggtgtacgc
  1630381 agctacacta tcatcttctt cgacgttacg attcacatag ggtgtaccgt tcgccagact
  1630441 ttgcgccaaa tgcagtttaa aatcagggaa acctttggtc tccagacgac ggcaaaaacg
  1630501 gttgactgtc ggttcgctga cattcgccat tttggcaagt gtagcgatac tagaatggat
  1630561 ggccgtttgc ggggaggcaa ggattacctc ggcgactttc ctttctgatt tgctcagaag
  1630621 gtccatacta ttttggatat tttccagcgt attcatataa cgagagccac ccatgggttt
  1630681 taccgatttc atataaagga gaaatctatg ccggtttaat gaaaatatac tacgagctgg
  1630741 tacccgttgg cagtggcata gggtgagaag taagcctttt tcaccataat atgacctgtg
  1630801 tctaattttc ataatggtaa atggttatca aaaacgtcat aaaattacat tttaacgtcg
  1630861 cttggcctga tttggcgcgg cctcacgctc ggatggatgt tttttgacct tttttgacgc
  1630921 atttttatct gggtttactg gctatagtca aagagagtac attagtaatg taagaaaatt
  1630981 acaaatatcc tgcaacgagg agaatagcat ggcagtaatg aatacagtcc aggtagccca
  1631041 ggcgtgtgac ctggtgattt tcggcgctaa aggtgatttg gctcgccgga aactgctgcc
  1631101 ttctctttac caattagaaa aagcgggtca tatccaccca gatactcgga taatcggtgt
  1631161 tggccgtgct gagtgggata aagatgcgta caccgctgtg gtaaaggaag ccctcgatac
  1631221 ctttatgaaa gagccgctgg atgacgagct atggcaaaaa ctcagctcgc gcctcgactt
  1631281 ctgcaatctg gatgtgaatg acagtaagca tttcaccaaa ttaggtaaaa tgctcgatca
  1631341 aaaacatcgc accacgatta actactttgc tatgccgccg agtacatttg gtgcgatttg
  1631401 taaaggcctg ggagaagccg ggttaaacaa agagcctagc cgagtggtaa tggaaaaacc
  1631461 attgggaacc gatttagcgc cctcaagggt aattaacgat caggtagccg agtatttcaa
  1631521 cgaatgtcag gtttaccgta ttgaccacta tttagggaaa gaaacggtat taaacctgtt
  1631581 ggcgcttcgc ttcgctaact cgttgttcgc ctcaaactgg gacaaccgca ctatcgatca
  1631641 tgtgcaaatt accgtcgcag aagaggtcgg aattgaaggg cgttggggct attttgatca
  1631701 ggccggtcag atgcgtgaca tgatccaaaa ccatctgttg caaatcctga cgatgatcgc
  1631761 catgtcaccc cccgcagatc tcagtacgga tcgcatccgt gatgaaaaag taaaagtact
  1631821 gcgttcgctg cgccgtattg atcacaccaa tgtgcgcgaa actacagttc gtgggcaata
  1631881 tactgccggc tttgtacagg gcaataaagt gccgggttat ctggaagagg aaggcgcgaa
  1631941 taagaatagc aataccgaaa catttgtgtc tattcgggtg gatatcgatg actggcgttg
  1632001 ggctggggta cctttctacc tgagaaccgg taagcgccta cccagcaaat gctctgaagt
  1632061 tgtggtttac tttaagaacc ccgcactgaa tctcttccgc gaatcttatc aacaactgcc
  1632121 acaaaacaaa ctgacaattc gtttgcaacc ggacgaaggg atcgaaattg aagtgctgaa
  1632181 taaagtcccc ggattggaac ataagcatcg tttacaaacc actaagcttg atctcagttt
  1632241 ctccaaaacc ttcaatgagc agcatattgc tgatgcctat gaacgtctgc tactggagac
  1632301 catgcggggt attcaagcgc tgtttgtgcg ccgtgatgag gtcgaagagg cgtggaaatg
  1632361 ggtcgattct attatgaatg cgtgggcggc agataatgaa gcaccaaaac cataccagtc
  1632421 cggtacatgg gggcctgtgg catccgttgc tatgatcacc cgtgatggcc ggtcatggaa
  1632481 tgagttcgag taatcgctaa ccgcacgata atagcgcgcc accagaggcg aatctgatgg
  1632541 cgcgtgactg ccagggagag cagggggcag cctgcgtaat aataaagagc gagcagttgg
  1632601 ctcataccct attgattctt tatggcaaac gggatcgcag ttgttccatc gggagcggcg
  1632661 atcagagtgc catatttcaa ctaacacctt cgggtgagta caatgccagt cggcataagt
  1632721 ggagataaca actaatgaaa agctggaaaa cgagcgcaga acagattatg accgcaggtc
  1632781 ctgttgtccc ggtgatcgtg atcaataagc tcgagcaagc agtaccgttg gcaaaagctc
  1632841 tggtggcagg cggtgttcgc gtactggaag tgacgttgcg taccccttgt gctgtggagg
  1632901 ccatccgcgc gattgccaaa gaagttcctg aggcaattat tggtgctgga accgtgctta
  1632961 acccacaaca actggctgaa gtggttgaag ctggcgctca gtttgccatt agccctggtt
  1633021 tgactgatga actgcttaaa gcggcctgcg aagggtctat cccattgatt ccaggtatca
  1633081 gcaccgtttc agaactgatg ctggggatga gctatggttt gcgtgagttt aaattcttcc
  1633141 cggctgaagc taacggtggt gtcaaagcgt tgcaagccat tggcggccca ttctcgcaag
  1633201 tccgtttctg cccaactggc ggtatcacac caaataacta ccgtgattat ttagcactga
  1633261 agagtgtatt gtgcattggt ggctcatggt tggttcctgc tgacgcgttg gagagtggtg
  1633321 actacgcgcg cattactgaa ttagcgaagc aagcggttga aggtgcggca gcataagccg
  1633381 ctctaactcc ctgacataac gggagaatcc gtatattttc accaaagaca gagcctctgc
  1633441 attgcagggg ttttgttttt tcagaatcac taacttatta ttttttaatc tcttttattt
  1633501 aactatttat aaaactgatg gtttgcttta taaaattgac tgtggtaaaa atataacagt
  1633561 taattattct aacttcatga gggttttagg cgtatcacac tgggtttggc gagtgagtct
  1633621 gtcgctaaaa cacgtgtagc caaaaaaaag agatatatta tgatgaaaat taatggaatt
  1633681 actctcaaaa cttctatatg ccaactcttc ctgtcagcca tcctggccag tgagcatcac
  1633741 tggtgcagcg agctatagcg tctctctcct aaaatccggt gcgttaacaa gttagcctat
  1633801 tgccacggtt tggtttattg ggtctattgc catggcttgg cttattggca tcctcgttaa
  1633861 tgtgattttc cgtgaagaat gttttggtca gtacaaataa ttgtcatcaa tgttattggg
  1633921 tcacctgagt cctgataaaa gcaagtctcc cggaaagctg ttttatacgc caagtgagta
  1633981 tctatttctt acggactgcg caggtttatt ccttgtgaat aaggcactga agcaggatag
  1634041 ccgtaacaaa tagaccttag cgtgcgttta tgcgtgttag gagaagaaaa gtgatttatt
  1634101 ggatattttt aggtctggca attattgctg aaattattgg caccctatca atgaaatatg
  1634161 ccagtgttag cggcgagatg accgggcata tcgtgatgta ttttatgata acgggctcct
  1634221 atgtcatgct ctcgttagcg gttaagaaag tagcattggg tgtggcttat gcgctgtggg
  1634281 aggggatcgg catccttatt attactattt tcagtgtgat gtggtttggc gagacgttat
  1634341 cgccactgaa aatagccggt ttagtgacac tgattggtgg gatcctcttg gtgaaatcgg
  1634401 gtacgcggaa accaaaacaa ccgaactgcc atcgcggtaa tcgaccccct tcggtacagg
  1634461 aattaaaaac acagactacc ggccatcata agggtgttgc tgttgagtca ggtgagcatc
  1634521 atgcagcagc ttgagtttta ccctatagct ttcttgatct tggccgttat gctggaaatc
  1634581 gtcgctaata tcttgctgaa aatgtcagat ggctttcgcc gaaaatggtt ggggatattg
  1634641 tccctgttgt cagtattagg cgcattcagt gcattggcgc aagcagtgaa ggggattgag
  1634701 ctgtcggtag cttatgcctt gtggggcggt tttggtattg cggccactgt tgcggcgggc
  1634761 tggattctgt ttaatcaacg gttgaactac aaaggttgga ttggtttgat cttactgctg
  1634821 gcgggcatgg tgatgattaa gttgtcatag cggggccaga ggcagtaagc ggagggtagc
  1634881 ctggcggcta ctctcctttg tttttgtggc ttagtgacat ttatcgttta gcaacatcta
  1634941 tcactcaact acatctatca ctagctacat ttatgaacga atcatattgc agcaatgatt
  1635001 ttgatttcga ctttatagtc cggattcatc agtttggctt cgaccgtaca gcgaacgggc
  1635061 gcgttgccgt caacaaccca ggcatcccaa gcggcattca tacccgcaaa gtcagcttta
  1635121 tcggccaaga aaatggtggc atccagaacc cggcttttat ccgagcctaa ttggtgcagc
  1635181 atcatatcaa tggccgccag ggtattggcg gtctgggcgg tgatatcggc atccagattt
  1635241 tcaggtacgc tggtgtaata gatagtgtcg ttgtgtatca cagcatctga ccaacgtttc
  1635301 tccggattaa ttctctcaat actcattttt actccatttt gtgagggtca atgtcagtta
  1635361 tgtacgaagg gtatcatagc aaggaaagag aatgtgtggt cgtagagcca ttggcttggc
  1635421 ataatcagcg ctgatttcgc ccggcagaga gacagagtga tagacgattt tgcaacagac
  1635481 ggcgcattag cgcaggctat taaaggtttt aatccccgtg agtctcagcg ccagatggct
  1635541 gcggcaatca gtgaagccat tgatgccaaa cagcaattgg tggtagaagc gggtaccggt
  1635601 accggtaaga cgtttgccta tttagctccg gcgttgcggg ctgattgcaa agtgatcatc
  1635661 tccaccggct ccaaggcatt gcaggatcag ctctattccc gtgatcttcc tatgatggtg
  1635721 accgcgctaa aatacaaagg caaattggct ttattgaaag gccgttcaaa ctatctttgc
  1635781 ctggagcgcc ttgaacagca gtcattggca ggcggggatt tagccagtga gacattggtc
  1635841 gatttggttc ggttacgtgg ttggtcagca gagacggttg atggtgatat cagcacctgt
  1635901 ggtcaggttg cggaagacag ttttgtctgg ccactggtta ccagtaccaa tgataattgt
  1635961 ctgggtagcg attgcccgct gtataaagat tgttttgtgg tgaaagcccg tcgtcgggcg
  1636021 atggatgctg atgtggtggt ggtaaaccac catctttttc tggcggacat ggtggtgaaa
  1636081 gagagtgggt ttgccgaact tattccaacc gctgatgtga tgatttttga tgaggcgcat
  1636141 caaatccccg atattgccag ccagtatttt ggtcaacagc tcaccagccg gcaactgatg
  1636201 gatttagcaa aagatattat tattgcctat cgcaccgagg tgcgtgactc cgcccaatta
  1636261 caaaaaagtg cggaccgtct gacgcaaagt acacaggatt ttcgtttagt gctgggcgat
  1636321 cccggttacc gtggcaactt gcgcgatgtg atggaacaac ctacggttca acgagcgtta
  1636381 ttgttacttg atgatgctct ggaactttgc tacgacgtaa tgaaactctc gcttggtcgc
  1636441 tcggcaatgc tggatgccgc cttagaacgc gctaccgttt atcgtaaccg cctcaagcga
  1636501 ttaaaagatg tcagaacccc cggttacagc tattggtatg agtgtaattc acgccatttc
  1636561 gtattggcgc tgaccccgtt gtctgtttct gatcgcttcc gggagttgat tgaggaaaaa
  1636621 ccaggcacct ggattttcac ctcagcgaca ctctcggtga acgatcaatt gtcgcatttc
  1636681 acgttgcgct tagggctaac tcacgccaaa accttgttat tacccagtcc gtttgattat
  1636741 gccaatcagg cgttgctctg tgtgccgcgc aatttaccct ccgcaaatga gccgggggcg
  1636801 gctcgcaaat tagcggtgct attaaagccg ctgattgatg caaaccaagg gcgctgtttc
  1636861 ttcctgtgta cttctcatca gatgatgcgt ggattagctg aggagtttcg cgctagcatg
  1636921 acattgcctg ttttggttca aggggagacc agtaaagggc agctcttggc gcaatttgtc
  1636981 gctgcgggta atgcgctact tgtggcaacc agcagttttt gggagggggt tgatgtgcgt
  1637041 ggcgatgcct tgtcatgcgt gattatcgat aagctgccat ttacctcgcc ggacgatccg
  1637101 ttgttaaaag cccgcattga ggattgccgc ttacgcggtg gtgacccgtt taatgatgtg
  1637161 caattaccgg atgcggttat caccctcaag caaggggtgg ggcgtttgat tcgtgatatt
  1637221 gatgatcgcg gtgtgttggt gatttgcgat aaccgtttgg ttatgcgtcc ttatggcgcg
  1637281 atgttcttaa atagcttacc cccggcaccc cggacacggg atctggcgaa agccatcgcc
  1637341 tttctcaagc agcgcgatta aaagtaaaga agagtggggt gtgctactat gcgcgccctg
  1637401 taaatacata tttatttcct gccgaggttg gcatgtctac gcgaatttta gcgatcgata
  1637461 ctgcgacaga agcctgttct gttgcacttt ggaacaatgg cgaagttcag gctctgtttg
  1637521 aactttgccc ccgagaacat acccagcgta ttttaccgat ggtacagcag attctggcat
  1637581 catcaggctt gtcgcttcag caattggatg cgctggcttt tggccgcggc cccggcagtt
  1637641 ttaccggcgt gcgtatcggc attggtattg ggcaggggct tgcattaggt gccaatttac
  1637701 caatgattgg tgtttctacg ttgcaaacca tggcgcaggg ggcgtttcgt ctgactggtg
  1637761 ccacacgggt cttggcggcg atagatgccc gcatgggcga ggtctattgg ggggagtttg
  1637821 agcgtaatgc ggaagggcat tggctgggtg agcataccga agccgtgatg acacccgccc
  1637881 agacgttggt acgcgctgag gcgcttagtg gtcactgggc cacggtggga acgggctggc
  1637941 agacttatcc tgatctggtt agtggcagtg atatcgcact ggttgatggg caaatgtcac
  1638001 tgccacaggc ggaagatatg ctcccactgg ctttgtcatc atgggctcgg ggtgacgcgg
  1638061 tcaaagttga acaggctgaa ccggtctacc tgcgtaatga agttacctgg aaaaaactgc
  1638121 caggtcgcta aaactgagcg acatgctacg gtgtctagag cctgaaatta ttatcttaga
  1638181 actgaaactt attatattag aaccgaaaaa gattgtgttt aaggtctaaa attattaata
  1638241 cagctaaatg ataaggggta gaaagctatg gcgatgaata cgtcaatgac tcagtctaag
  1638301 aaatttagaa atcataaatg gatgtatggt tggctaggtt tgggggcttt gctactttca
  1638361 ggttgtgtga cgataccgcc tgccattcag ggaacgacgg cgacaccgtt gcaagatctt
  1638421 aatctgatca gatcagctcc aaagctattt attggtcagg aagcgcgctt tggcggtacg
  1638481 gttgtcaacg ttaaaaatga accgaatcgt acccgcttgg aaattgctag cgtaccgctg
  1638541 gattcaggtg ccagacctat cttaggcgaa ccttcacaag ggcgagtgat tgcttatgtt
  1638601 gatggttttc tggaaccggt tgatttccgt ggacatttag tgacagttgt tgggccgatt
  1638661 gtcggggttg aagccggcaa aataggcatg acgccttata atttcgtggt aatcaaggcg
  1638721 accggttaca aacgctggca tattgctcag caagtgataa taccgccaac atttgggcca
  1638781 tggggctacc gacctgcgga tatgtggggg ccaggatggc cgggttggta caatccaggc
  1638841 ccagcagaga tacaaactat tgtcactgac tagctaattt tgggccacaa aaaggcgcgg
  1638901 agtccagcgc ctgaggttat tgacaaagtg cccgcgacgg agagaacagg cagatcgtaa
  1638961 agacgccgta aatacatcca tgtaggctcg agccgcgcca tccttggcgc ggacgcttta
  1639021 ctcctaccgt tcaagagtga gtcatcgggg tttgtcagca gtcagaggcg ctgagtccag
  1639081 cgccttttct atatctacat cctataccta atatctgcat ctatatctta taggtatgct
  1639141 gccttcgttg attaaataca ccattattgc gcgattaaat gaatcgcatc gtgctggtta
  1639201 acagagcgcc gcttggtagt ggctagccaa tcaggtattt tggcacggag ttcgatttaa
  1639261 aagagagtat aatcaatcgg ttatattatc taatattaaa tattttacct aattatttga
  1639321 ttttatttat ttttattgat tatttgggcc attttttttt attttgagaa actcagcgcc
  1639381 aaaaaatagt gatgtatatc tcaacctcaa aattgtttaa aaacaaactg gtaagctgag
  1639441 ttaaaatatt gttaatgttc tgatgtgaat ttgcgtttta ccatggcgac caataataat
  1639501 tttaggagtg ttaccttgga aaaagtatgg ctaaagcgct atccggcaga tgtccccgca
  1639561 gagattgatc cggaccgcta ttcatctttg atagaaatgt ttgagaacgc ggcgttgcgt
  1639621 tatgcggacc aacccgcatt tattaatatg ggcgaggtca tgacttttcg taagctggaa
  1639681 gagcgcagcc gtgcttttgc tgcctatcta cagcaaggtc tggggttaca gaaaggtgac
  1639741 cgtgttgcac tgatgatgcc aaatttactg caatatccta tcgctttgtt tggtgttctg
  1639801 cgggcaggta tgattgtcgt gaatgttaat ccgctgtata ccccgcgtga acttgagcat
  1639861 caacttagtg atagcggagc cgtggccatc gttattgttt ccaacttcgc ccacacactg
  1639921 gaaaaagttg tctttaaaac ccaggtccgg catgtgattt tgacccgaat gggtgatcaa
  1639981 ctctcggcag caaaagggac gttggttaac ttcgtggtga aatacattaa gcgtctggtg
  1640041 ccgaagtact atctgcccga tgccatttca tttcgtaccg tattgcaaaa agggcgtcga
  1640101 atgcaatacg tcaaaccgga tgttatcaac acggatacgg cattcttgca atataccggc
  1640161 gggactacgg gtgtcgcgaa aggtgccata ttgacacacc gcaacatgca atcaaatctg
  1640221 gaacaggcaa aagcggccta tgcaccgttg cttcaacctg gccgtgattt ggtggtcacg
  1640281 gctctgcctc tctaccatat ctttgcattg acggtaaatt gcctgctatt tatcgagttg
  1640341 ggggggcgca gtttattgat aaccaaccca cgagatatcc ccggtatggt taaagaactg
  1640401 agtcgttatc catttaccgc gataacaggg gtcaatacgt tatttaatgc attattgaat
  1640461 aatgaagagt ttacccattt ggatttctcc accttgcgcc tttcggtggg cggcggtatg
  1640521 ccagtgcaga aagccgtggc cgaaaagtgg gaaacgctga cgggtaagca tctactggag
  1640581 ggttacggtt tgactgaatg ctcaccttta gttaccggta acccttatga tctgaaacat
  1640641 tacagcggca gtattggttt accggtacct tcgacagatg ttcggctgcg cgatgatgat
  1640701 ggcaatgacg tagaattagg caagccgggt gaactatggg tgcgtgggcc acaagttatg
  1640761 ttaggctatt ggcagcggcc agatgccacg gatgacgtcc tgaaagacgg ctggctggcg
  1640821 acaggtgata ttgcgacgat ggatgaggac ggtttcttgc gcatcgttga ccgtaagaag
  1640881 gacatgattc tggtttctgg ttttaacgtc taccccaatg agattgaaga ggtggtagcg
  1640941 ttacatgcga aagtgctgga gtctgctgtg attggcgtgc ctaatgaggt ctccggcgag
  1641001 gcagtaaaag tctttgttgt taaaaaagat gcatcactga cacctgaaga attactaacg
  1641061 cattgccgtc gctaccttac cgggtataaa gtaccgaaaa ttgtagagtt ccgtgacgaa
  1641121 ttgccgaagt cgaatgtggg taaaatattg cgcagggaac tacgtgacga agaagttaag
  1641181 gtgggtacga cagacgcagc ttaacttgac ggagtcacta aatcatcaac aacgccggtt
  1641241 atcaccggcg ttgttgtgtt tgttatcgaa ctatagccaa tagattttaa gaaacaggaa
  1641301 ggcggtagct aatagacctg ccacttgaaa gataacggat ataacgacca agagaatgac
  1641361 gttttgaatt atcagttgat cacgaccaat aacgcattgc aacaggtctg cgaacaagcc
  1641421 cggacacatg ctcacatcgc gttggataca gagtttgtca gaacgcgcac ttactaccct
  1641481 cagttgggtt tgattcaact gtatgatggt gaacaactct cacttataga tccattacct
  1641541 atcacggaat ggcagccttt tcgcgcgtta ctgcaagatc tgaatgtggt gaaatattta
  1641601 cacgcaggca gtgaagatct cgaagtgttt ttaaacgctt ttgaccagat gccaaccccg
  1641661 atgattgata ctcaggtatt agcggcattt tctggccgta gcctatcctg cggctttgcc
  1641721 atgctggtgg ctgagtttga aggtgttgag ttagataaaa gtgaatcacg tacagactgg
  1641781 attgcccggc cgttgagtga aaaacagtgc gattatgcgg cggctgatgt gttttatctt
  1641841 ttacctctgg cggctaaatt agtcgaagcc actgaggcgg cagggcggat ggacgcggcg
  1641901 aaagacgaat gtctattgct gtgccgccgt cggagtgaga cgctcgatcc tgaactggct
  1641961 taccgtgaga ttaccaatgc ctggcaactc cgtggccatc aactggcatg tttgcagaaa
  1642021 ttagccgaat ggcgtttacg tcaggcacgg gagcgggatt tggcggttaa ctttgtggtt
  1642081 agggaagagc acctgtggca agttgcccgc tatcaaccaa catcactcgg tgagttagat
  1642141 tctcttggct tgagtgggca ggagatccgc tatcacgggc gaacattgct ggcactggtc
  1642201 gccgaaggga atgccgtccc tgaagatcag cttcctcccc cgattgctaa cttgattgac
  1642261 caaccggggt acaaaaaagt ctttaaagat attaaagcct tgattcaatc ggtcagtgaa
  1642321 cgtagcggat taagcagtga attactggca tcacgtcgcc aaattaatca gttactcaat
  1642381 tggcactgga agttgaagct ttcagatgct caacctgaat tattaacagg ctggcgtggc
  1642441 gatttattgt cttctgaatt gcttgaaatc ttacaacact attaatcagt tttgatatta
  1642501 atcagccttc agggtgggat attaattcca cgctgaaact tttcagtttt aatttatgaa
  1642561 cactcttttt aatttataaa caatctgatg aattaaagat taagactttc tcgttaggga
  1642621 ttcgtgtcaa tattctgtta gtcttatgat gctgggtata tatacagtca attgagaata
  1642681 acgcccctgt aaataaatac aggggcgtta ttgagaagaa atcatttagg cgtttcttcc
  1642741 gtttccggta atgtcacgtt aagttcaaga accgaaatat catccccttt ctgctcaaat
  1642801 tgcacatgca gcatttcagg atcgatctgg atatatttac aaataaccgc caaaatatcg
  1642861 cgcttcaggt caggtagata atggggttcg ctatccccac ggcgacgttc agcgacgata
  1642921 atttgcagcc gttccttggc tatattggct gtcggttttt tgcgggacag aaagaagtct
  1642981 aacaaagcca tggtttatcc cccaaaaagg cgtttcagga agcccttctt ctcttcttct
  1643041 acgaagcgga aggggcgttc ttctcctagc aagcggtcaa cggtatcttc ataagcttta
  1643101 ccggcatctg actctttgtc cagaatcaca ggctcacctt ggttagaggc gcgtaatacc
  1643161 gattgatctt ctggtatcac accgaccaga gggatcctca aaatatccaa aacatcttcc
  1643221 atgctaagca tatcgccgcg attaacgcgc ccaggattat aacgggtcaa cagcagatgt
  1643281 tctttaattg gttcttggct attttcggcc cggcgagatt ttgatgacaa tatgccaaga
  1643341 atacggtctg agtcacgaac agaggagacc tcagggtttg tggtgataac cgcttcatca
  1643401 gcaaaataca gtgccatcag agcgccactt tcaatacccg cgggagagtc acacaccaca
  1643461 aactcaaaat tcatttcacc aagatcgttt aacactttct caacaccctc tttggtcagg
  1643521 gcgtctttat ctcgggtctg agatgcgggc aggatataca gattatcggt acgtttatct
  1643581 ttgattaatg cctgattcaa agtggcatca ccttgaataa cattaacaaa atcataaacg
  1643641 acccggcgct cacatcccat aatcaaatca aggttccgca ggccgatatc gaaatcgata
  1643701 accacggttt ttttaccttt ctgggccaag ccggtagcaa tagccgcgct tgatgtggtc
  1643761 ttgccaacgc cccctttacc cgatgtaaca acaataatgc gtgccatgaa atggattcct
  1643821 tgtcaaaggg cttaatttaa aggttgtata gttaatgtat tatcctgcag atacagacgt
  1643881 gcagcttgac caaaatactc aagcggtatc tgatcactca accagtactg cccggcgata
  1643941 gagacaagtt cagcacccag atgtgtacaa aaaatctggc acttagcatc accggatgct
  1644001 cctgctagtg ctcggcctcg catcattcca taaatatgga tattaccatc ggcaattaat
  1644061 tcagcaccgg cactgacact gctaataaca atcaaatcgc aattacgggc ataaatctgt
  1644121 tggcctgagc ggaccggggt gttgatgata cgcgtttggg tgggaacgtt ttccggcgga
  1644181 ctgatgaccg gctctggagc cagtttttgg cctttaccct cactcaataa tggcaaccct
  1644241 gcacgtgcaa ttgctcgttt ctgacgctca tcctgacaac cgctaatgcc gacaatacgc
  1644301 agacctgctg aagtgacagc ctgttgaaga tctttccagt tagcaccgtt aggtaacgtt
  1644361 gcaacgttaa tcacaacagg ggcgtttttc agaaatgcgg gggcttgatc caccttttcc
  1644421 tgcaatgcct gacggattac ctctggccgc gaatcatgta aatgaacgac cgatagggta
  1644481 aaactactgc cttttaactc gattggcgat tgtgacatct atcctgactc agtttcagct
  1644541 acgtttaatc cccagaatac catgcgggga accatattcg gatgttccta agcatgttat
  1644601 agggaatata aaaagaaatc tatccgtatc aatatattga aatcttaaag tcacaattat
  1644661 tccaaactga taggaaatta cagcataact ttgggttatt cgctagtctt gaccccctat
  1644721 atttagcgac tcagccgcta ttttatgatt gcatattttt tcaacacttg gttttacttt
  1644781 acaaagggtt gtctttgtct agggaatggg gtgtttttta tcaaatgggg cgatgatatt
  1644841 tgattgttat cattcttaag atggcgaaat agcgatattg acagccgtct tatcggctta
  1644901 gtcaaatacc tcaccatatt tatttgagag aaatctcatt cattcatcgg tgatccaaac
  1644961 tacgctgaca ttgtggtgtt tgaatggtgg caatcatcaa tccataagca tctcttgacc
  1645021 cgactaagcg tgttatagtt gccagtgtgc ctgtcttatc agacattgca gtggtatgaa
  1645081 cggtactcac tacccgaatc gctgatatga gttggctcgg aggaggggca gccaccttgc
  1645141 aatgtgcgtc attttgggtg tcactacaca gacttgtatc gaacttatca aacattgaat
  1645201 ttatcaaata ttgaatttat caaataaaga gtccaaacat gctttgtgcg atttacagaa
  1645261 gccctaaacg agatcaaacc tacctttata ttgagaagaa agatgatttt tcacgggttc
  1645321 ccgctgaatt attagccagt tttggcaagc cacagtttgc gatgcttctt gcgttaaatg
  1645381 aacgcaagac cttggcgacc gctgatgtgg agaaggtgaa aaatgcgctt attgagcaag
  1645441 gtttttacct gcaagttcct ccaccgccgg aaagtttact gaaaatgcac ttgggtgaaa
  1645501 ccaaagcata acgttaactt tcgagtatca accacgttta aattcagcat cactacattg
  1645561 accgcagagg atgtaaatgt cgtgatgtga aattcattgg ctttggtttt tcagttccca
  1645621 gcgggtacgg cttgaataaa ggaatatatt gatgaaaggg tcagttacgg cagtcatatt
  1645681 ggcgacagcc atctcctttg gttgcgtcag taaaaacgct aaggctctcg tggcgggggg
  1645741 tacctcgcca cggtcaacat caaaatctat gttaacccca ggggctacgg ctagcagtac
  1645801 ccccacgatg ttatctcagc aagggcgtga tccgtctcag tttccagctt atgttgagca
  1645861 gttaaaagcg caagccaggg ctaaaggcta tacaaccgag accttggata cggcttttgc
  1645921 taatattcat tttgtcgatc gagtcatcaa atcagaccgt aatcaattag aaaagaaaat
  1645981 cacgctggat gattatctaa ccagagtact tccgcgaaag agaattgagc agggtagagc
  1646041 actttatcaa cgttaccagc cgcagttatc tcaggtgaac gcacaatatg gtgtccctgg
  1646101 gcggtatatt gtcgcgctct ggggtatgga aagtgctttt ggtcaaattc aaggtaaaga
  1646161 agatgtgatt tccgctttat ctaccttggc ttttgaaggg cgtagggaag ctttttttac
  1646221 caaagaactg atggctgcgt tggaaattat tcatcaaggg aaggttgacg acccccaatt
  1646281 gagaggatct tgggcggggg cgatggggca aagtcagttt atgcccagct ctttcctgac
  1646341 gtatggtgct gacggtgata gtgatggaaa aattgatatt tggaataata ttgatgatgt
  1646401 atttgcttct actgctaatt atctgtctac tcaaggttgg aaatctgaac agggatgggg
  1646461 ccaggaagtc acgttaccgc aagattttaa tgtgaaattg gcggggttgg atgatgggca
  1646521 agccaagagc attgcccaat ggcagaaact gggtatcacg ccggtacaaa acgcgcactt
  1646581 tgctgaatct gctgcgcgtg tctgggtgat cattcctgat gatctaaagg ggcgtgcttt
  1646641 tctggtttat gacaatttcc ggacgatcat gcattggaat cgctcttact atttcgctat
  1646701 tagcattggt atgatggccg atagtatcgg tcaatagtct gtgtttgcca cggttgtaag
  1646761 accgttgctc agtgtgtcta ttagggtata aattcaagag aggcagtatg tatcaacata
  1646821 gagactggca aggggctttg ctggatttcc ccgtaaataa agtggtttgc gtcggcagta
  1646881 actatgccga acatatcaaa gagatgggga gtactgcctc tgtggagcct gtactgttta
  1646941 tcaaacctga aaccgcatta tgcgatatcc gccaaccggt atcgataccg aaagattttg
  1647001 gctcagtgca tcatgaaatt gaattagccg tgttgatcgg aacgccgtta aagcaagcca
  1647061 gcgaagatag agtcgcacgg gcgattgccg gttacggtgt ggcattggac ttaacgctac
  1647121 gtgagctgca ggcaggtttt aaaaaagcgg ggcaaccatg ggaaaaagcc aaggcgtttg
  1647181 atggttcttg cccgatatcc ggttttattc ccgttgctga gtttggtgat gcacagcagg
  1647241 cagatttatc gctaacgatt aatggggaaa tccgtcaaca gggaaatacc cgtgacatga
  1647301 ttacaccaat tattccgtta atcagttaca tgagccgttt ctttacctta cgtgctggcg
  1647361 atatcgtgct gaccggtacg ccgcaaggcg tagggccgat gcagtcaggt gatatgctta
  1647421 aaattatgct caatggcaaa acagtgaata cccgcataat ataaagagaa acgtgccgtc
  1647481 cgactctact gtcgggcggc aaaacttgca tctgtaagct aaagcgtcta taacggcccg
  1647541 cttatttatt tacaccggat acctatatgt cacaacctcc tttttggcaa caaaaaacat
  1647601 tggctgaaat gtcagatagt gaatgggaat cattgtgtga cggatgcggt caatgctgtt
  1647661 tgaataaact gattgatgaa gatactgacg aaatttactt caccaatgtc gcctgtgatc
  1647721 agctcaatat taaaacctgc caatgcagta actatgagcg tcgctttgaa ttagaagaag
  1647781 attgcatcaa gttaacgcgg gaaaatttgg tgacgtttgc ctggttgcca ccaacgtgtg
  1647841 cctatcgcct gattggagag ggccatgatt taccccgttg gcatccgctt ttaacgggtt
  1647901 ctaaagctgc gatgcatggt gaacggatct ctgtacgtca tatcgcagta cgtgagagcg
  1647961 aagtggttga ttggcaagac cacatattga ataagccgag ttgggctaaa taactgtttg
  1648021 aagttaataa agaatctcat cactgtgata tggcgcgggg catatacggg gcatcacccg
  1648081 taaatcttgc gtttaaaatg tccatctgat tactattgtt ttcactcatc cacttcccgt
  1648141 aaacgctgta caccatctgt gaagatgtgt gccccatctg gttggcgaca aaattcggat
  1648201 tggctcctgc actcagcgcc caacatgcaa aagtgtgccg ggtctcgtat gccttccgat
  1648261 ggcggatacc tgctttcttc aatgcaaagt tccacgttcc gctaaagaca ccaggagagt
  1648321 accagtctcc tcctttccca ttgcgagctg aaaggcgagg ggagaacacg aaggtacaat
  1648381 catctttgcg gattttgcca aattcgcgaa ggtggacatc tacctttatt tttttcccca
  1648441 tcttcgtaag tgccatttgc tccttcagtg cttcgattgc ggaattcgtc agcttaatag
  1648501 tgcgatttcc gctctcagtt ttcggcgggg tgaagtggtg aacaacggcc atgttcctgc
  1648561 tgatcgtaat tgtccattcc ttcagatcaa tatcctccca tgccagcgcg caaatttctc
  1648621 cgtgccgcat ccctgtgctt accgccagct tccagatatt tttcacctga agtgacggtg
  1648681 caacttccat aagtcttgca tactcatctc gcgttaacgg gtcaggctca gatttgctct
  1648741 ttttcaacgg tgaaataccg acgaaaggcg atcgctctat gtacccattc gcaacagcga
  1648801 actccatcat cgcggcaaaa caagaaaggt agacgtttac cgttctgaca gaccgacctt
  1648861 ttttcagttg ccgagttttc tggtggacac ctgcaatctg aaacccagta agcaactcct
  1648921 tccgcaggct gagaaccatt tcattggtaa tagatgaaac aagcctttcc tccccaatga
  1648981 tccctgcaca gattttgatg tatgaccgat atcggctaat gccatttttg gttatttcca
  1649041 tcaccttcaa tgcgagccac ttctcagcga gttgggaaac cgtaacgttg agttgagcca
  1649101 ccccgaactt gtgcaactgc tttgagtttg ggaattgtgc cgcataattg aagttgccta
  1649161 tcttgatggt gtagcgaaca gactccctca actcgccagc catcctcctg tttttcgccg
  1649221 tgtccggaac gccgaggttt tccctaaccc tttgcccctg gtgtaacgaa cggtgcaata
  1649281 gtgatccaca cccaacgcct gaaatcagat ccagggggta atctgctctc ctgattcagg
  1649341 agagtttatg gtcacttttg agacagttat ggaaattaaa atcctgcaca agcagggaat
  1649401 gagtagccgg gcgattgcca gagaactggg gatctcccgc aataccgtta aacgttattt
  1649461 gcaggcaaaa tctgagccgc caaaatatac gccgcgacct gctgttgctt cactcctgga
  1649521 tgaataccgg gattatattc gtcaacgcat cgccgatgct catccttaca aaatcccggc
  1649581 aacggtaatc gctcgcgaga tcagagacca gggatatcgt ggcggaatga ccattctcag
  1649641 ggcattcatt cgttctctct cggttcctca ggagcaggag cctgccgttc ggttcgaaac
  1649701 tgaacccgga cgacagatgc aggttgactg gggcactatg cgtaatggtc gctcaccgct
  1649761 tcacgtgttc gttgctgttc tcggatacag ccgaatgctg tacatcgaat tcactgacaa
  1649821 tatgcgttat gacacgctgg agacctgcca tcgtaatgcg ttccgcttct ttggtggtgt
  1649881 gccgcgcgaa gtgttgtatg acaatatgaa aactgtggtt ctgcaacgtg acgcatatca
  1649941 gaccggtcag caccggttcc atccttcgct gtggcagttc ggcaaggaga tgggcttctc
  1650001 tccccgactg tgtcgcccct tcagggcaca gactaaaggt aaggtggaac ggatggtgca
  1650061 gtacacccgt aacagttttt acatcccact aatgactcgc ctgcgcccga tggggatcac
  1650121 tgtcgatgtt gaaacagcca accgccacgg tctgcgctgg ctgcacgatg tcgctaacca
  1650181 acgaaagcat gaaacaatcc aggcccgtcc ctgcgatcgc tggctcgaag agcagcagtc
  1650241 catgctggca ctgcctccgg agaaaaaaga gtatgacgtg catcttgatg aaaatctggt
  1650301 gaacttcgac aaacaccccc tgcatcatcc actctccatc tacgactcat tctgcagagg
  1650361 agtggcgtga tgatggaact gcaacatcaa cgactgatgg cgctcgccgg gcagttgcaa
  1650421 ctggaaagcc ttataagcgc agcgcctgcg ctgtcacaac aggcagtaga ccaggaatgg
  1650481 agttatatgg acttcctgga gcatctgctt catgaagaaa aactggcacg tcatcaacgt
  1650541 aaacaggcga tgtatacccg aatggcagcc ttcccggcgg tgaaaacgtt cgaagagtat
  1650601 gacttcacat tcgccaccgg agcaccgcag aagcaactcc agtcgttacg ctcactcagc
  1650661 ttcatagaac gtaatgaaaa tatcgtatta ctggggccat caggtgtggg gaaaacccat
  1650721 ctggcaatag cgatgggcta tgaagcagtc cgtgcaggta tcaaagttcg cttcacaaca
  1650781 gcagcagatc tgttacttca gttatctacg gcacaacgtc agggccgtta taaaacgacg
  1650841 cttcagcgtg gagtaatggc cccccgcctg ctcatcattg atgaaatagg ctatctgccg
  1650901 ttcagtcagg aagaagcaaa gctgttcttc caggtcatcg ctaaacgtta cgaaaagagc
  1650961 gcaatgatcc tgacatccaa tctgccgttc gggcagtggg atcaaacgtt cgccggtgat
  1651021 gcagcactga cctcagcgat gctggaccgt atcttacacc actcacatgt cgttcaaatc
  1651081 aaaggagaaa gctatcgact cagacagaaa cgaaaggccg gggttatagc agaagctaat
  1651141 cctgagtaaa acggtggatc aatattgggc cgttggtgga gatataagtg gatcactttt
  1651201 catccgtcgt tgacagttct ggacgaattg aaaaatcaga gtcccagcct gacaggtggc
  1651261 taaatggcaa cgattaacga aaggctgcgt gatgaagtaa tagcacatag cctgtttcag
  1651321 tcccgttatg gtgctggtgt tgcccgtaaa atggttaaag tgctcaatga gagtgacgca
  1651381 gagctatcgg ctcgtctcat tgtggcactt gatgagttaa atccaaacag tgtcacagtg
  1651441 aagcgcttag agagcttgct agcgagtgtt cgccaagtga acaagcaagc tgttgatgcg
  1651501 atgtacacct ctttgtctga tgaactgttg gacttcgcaa agcatgaggt aagttatcag
  1651561 cttagtttgt ttgattcttt attgccgggg ccagttttaa atcacttccc attagcatca
  1651621 atcaccaaag agcaggttta cgccgctgca atggctcaac cgttccaagg gcgattgctg
  1651681 cgagactggg ctgagaatat cgaagccgat cggatgacgc gcattatcaa tactgtgaaa
  1651741 aacggctatc tggctggcga tacagttgaa cagatggcgc ggaaagtacg cggcaccaga
  1651801 gcaagaaact atcaagatgg cgcaatcgag gcgggccgga agaatgtcac ggcggtggtg
  1651861 aaaacggctg tcactcatat ggctgccgta gcgcgggata agtttgctga taacaacagt
  1651921 aacattatcg acgccaagca atggctcagt acattggaca ataaaacctc tcacgattgc
  1651981 attatccgtg accgactcaa atacacgctg gaaggtaaac ccattggtca caagattcca
  1652041 taccttcagg ggccggggcg cattcatttc tgttgtcgct caatggaaac attaatcact
  1652101 aagtcatggc gtgagttggg gattgatatt gatgaaatgg acgaaggtac tcgcgccagt
  1652161 atggatggac aagttccagc gggaactaca tatagcgaat ggttgcaacg gcaatcttac
  1652221 cgccgtcagg ttcaggtgtt gggcgagacc cgcgcaagac tgatgcaaga tggcggtatg
  1652281 cgtacagatg aattcttcac tgataaaggg gagtggataa cgttgcagca gcttcgcgat
  1652341 attgacggcc gggcattctc tgatgcaggc ctgtagaaaa ttacgcttta acaattaccg
  1652401 ccaacggtaa caaactgagt tatccaaaat ctgagcctcg ccatcgtgcg gggtttttta
  1652461 atgggccagg cccagcaata aatcccaagg ggacagcatg ctattccgaa atatcgcacg
  1652521 taaatattat gccgaggcag gtgaaggtgg cgaaggtgga ggcggggcag ccgcagctat
  1652581 cacgccagag attcaggcat tgattgatgc aagagttaat gaatctgtta ccggccttaa
  1652641 aaccaaaaat agcgaattac tcggcaagct caaagagcaa ggcgagaacc tgaaacgcta
  1652701 tgacggcatc gacccggacg cggtgaaaac tatcctgcaa cgattctctg acgacgaaga
  1652761 agccaagctg atcgccgctg gaaagattga tgaggtactg gataaacgca ctgagcgatt
  1652821 acgggctgat gtcgataaaa aactcaaagt tgccaatgaa cgcgctgaga aagccgaaaa
  1652881 tttcagcaaa aaattcagtg atcgggtgct tggtgatgca attcgctccg ccgcattgaa
  1652941 aaccggcgca ttgccgggcg ctgctgacga catcattctg cgcgcaaaag gcgtatttac
  1653001 tctcaacgat gaaggtgagg ccgtcgccgt tgataaagat ggttcagctc tactgggaaa
  1653061 ggatggaaaa acaccactta ccccgcacga atgggccgaa tcactgaagg atgttgcacc
  1653121 gcatctctgg ccgcaggctg aaggcactaa cgctggcggc cataagccga atagcggcgc
  1653181 actcaagcga tcaacgatga cctcagccca aaaggcggat tttattcgcg caaacgggtc
  1653241 gcaggcattt ttaaaacttc cgaaagaata aggatttata atttatgacc acaaccgtta
  1653301 actctgacct gatcatctat aacgatctgg ctcagacatc atatcttgag cgccgacagg
  1653361 acaacctcga tgtgttcaac gcctcatcta atggcgctat tgtgctggat aatgccttga
  1653421 ttgaaggaga tttccgtaaa cgtgctttct atcagctcgg cggcagtatc gaacaccgtg
  1653481 atgttgattc taccgggaaa gttaccggca agaaaattgg tgctggtgaa tcagtgggtg
  1653541 tgaaggctcc gtggaaatac ggcccttacc agacgactga agaagcgttt aagcgtcgtg
  1653601 gccgtgatgt gtctgaattc tccgaaattg tgggtgtaga tgttgcagac gcctcactgg
  1653661 agggattcat caagtacggt attcaggcgt tgagtgcttc catcggtgcc aaccctgata
  1653721 tggttgtaac tgccaatatt gaagttgatg gcaagaaaac cctgaccaaa ggtatgcgca
  1653781 agtacggtga tcgctttggc cgtattgcgc tgtttgttat gcactcgtct acctattttg
  1653841 acatcattga tcaggcgatt gcagccaaga tttatgaaga ggcaggtgtt gtagtgtatg
  1653901 gcggtcagcc tggtacgctg ggtaaaccgg ttctggttac tgatactgcg ccaatcgacg
  1653961 ccatctttgg tttactgccc aacgcagtcg tgattacaga gtcacaggcc cccggcttcc
  1654021 gctcatatcc aatcaatgat gaggaaaacc tcggcgttgg ctaccgcgca gaggggacta
  1654081 tcaacatcga cttgcttggt tatagctggg acgaaaccaa cggcggcaag aatccaagcc
  1654141 tgacagaaat tggcgcgacc aatagctgga aaaaacatgc aactagcaac aaagttactg
  1654201 ccggtgtgat gattaaattg gttgctgaag atgtagtggc ggccggtgtc attctgaaca
  1654261 aatcgacgac ttcattggtt gttggtgcag aggaaacgct tgttgctacc gtggcaccat
  1654321 ctgatgccgc taataaagcc gttacctggg cttcatctgc tgcggcaaaa gcaacagttg
  1654381 atgccaatgg taaggtgact gctgtcgcag ccggaagtgc aactattact gccaagtgcg
  1654441 tggatggtaa ctttacagca acttgtgtag tgactgtcac tgctgcgtaa tggtgatgac
  1654501 tatgggggct gtggcccctt ttctattgga ggaaaggatg ttagtaaccg atccaacctc
  1654561 accagatttt aacagctatg cgtcagctga aaatttaacg gcgtttgctt tagcgcgcgc
  1654621 aatgcattta cccactgaaa cagagccgtt actgattaag gcaatggact acctgaatgg
  1654681 acttaattgg tatggaagcc gagcaaaact aactcagcca ttaccctggc cgagatcaga
  1654741 tatcattttc gatgggttta gttacccatc taccaatatc cctcctcaat tgattacggc
  1654801 acagtgcatg ctggccgtgg aagctattga tggtgagttg cttggttcaa atagagaagc
  1654861 agcaataaag tctgaggctg tatcaggggc tgtgtctatc acttacgctg tatctgatac
  1654921 cgagtcattc actccaaatt atccggcggt gatggcaatt ctacgtgggt tcgttgcggg
  1654981 tagcggtttt gctattaacg caatagcgag gcgtgaatga ctgcaaaact taatattatt
  1655041 cagtttgccg gatacgacaa agctgaccac aataaagcca atgtgatccg gttactaaaa
  1655101 gaagcgctag agtttgctga aaatggtaat cctcagagca tagcgataat catgatcagc
  1655161 aatggcgatg taatggattg ttatcaccat ggtggcgctc catacgtaat ggttggcgcg
  1655221 attgagtcac ttaaaactga ctatattcac tctcagatag aaaggcggtg atatggccat
  1655281 caattatcca cgaatgcgag cgacagcaac acgattgttt accgaaaatg gagcgaccta
  1655341 ccagctcact cgaggcggtg gtgtcgagtt cgtcggcggt gttgaagttg atatcccgct
  1655401 tgagtcattc ccggttattg gtgttatttc cagctattcc cctggtgaga ttgacggtac
  1655461 cttaatccag aacggtgatg tgaaaatgtc ggcaaccgcc gatgtggaaa ttcgcattgg
  1655521 tgatctaatt atggttgatg gcaaaaaaca ccgagtcatt aaacctaatc ccgttaagcc
  1655581 agcggcatta ctgatttgct acaaaccaca actgagggcg tgatatggct gacaattcca
  1655641 gtttcatggc ttcaattaat gcgtttattg aaaagggtaa gcgtaatcag gaattagtag
  1655701 ttcaaaaagg ggctatcaaa attcttaatc ggttagttac gatgtcgccg gttggtaacc
  1655761 ctgacttatg ggcaatcaac aatacagccg tttcatataa cgatgctgtt ttcgagcata
  1655821 acgaagaact gaagaaagac tcggccaacc taaccaaaac gggacgactg aaaaaacgag
  1655881 ccagggtaac cgatagcatg gacgtcaagg cacctgctgg ctataccggt gggcgctttc
  1655941 gtggcaactg gcaggttagc ttggatgttc agcaagaggg tgaaaccggc aggaaagacc
  1656001 cgaacggcaa tataacaata gccgtcggta actacatgat tgagcagttc aaggttggca
  1656061 ccaaggccat ctacttcacc aataacgtcc catacgcgta tccacttgaa tttggtcatt
  1656121 catcacaagc cccaagcggg atgatccgca taaccgccga ggacgctgtt aaatacttta
  1656181 ctgaagcagc taatgaggtg aataagtgag tactcagcga atcactgcat tgttggaaaa
  1656241 acggctggga gaatgggctg caattaaagg tattccgttg gctgctgaga acgttagctt
  1656301 tgatgatact ggtactatgt atctgcaatc acacgtaatg ccagccacaa cagacgctat
  1656361 tgatttagcg caagtttccc gcgtattcag aggcgtgtat cagattaata tcaacgttaa
  1656421 ggcagggggt ggaaagtcga aatctcatat tattgctgct gaattgatag agttgttcaa
  1656481 cctcaatact gagcttacag acggagtggt aacctgctac ataaacagcg tacctagcca
  1656541 gttcccaagc ataaccaacg gcatttcata cacaacaccg atcagtatga gttatcgcgc
  1656601 tgacgttatc taaacatcaa tcaatccaac accaccggcc tatgccggtt tttttatatc
  1656661 caaaatcgga gaattactat gggctttgca cttccaaacg gggcaggtat ttacctggct
  1656721 aaaacatatg aaacagaagt ggcggtaacg gcagtttcca atgctgttga cgcagttctg
  1656781 actgtagcta cagggcatga catcgcagaa ggcgatattg tgcaacttac gtccagttgg
  1656841 ggcgctctga atgatctggc tgccaaagtg acggcatcaa caacgacttc gctaaccctc
  1656901 ggttcaattg atacatccaa tactgaccgt tttgctgtag gtggcggtgt agggacggtt
  1656961 aagaagatcg caagttggat tgaaatcccg caaatcaccg aagtggctaa cagcggcggc
  1657021 gatcaacaga tgattcagat tcaatttctg agcgataccc gtcagcgcaa cctcaacacg
  1657081 tttaaagctg cacagtctca aaccctgacg ctggcgcatg attacagtca gccggtttat
  1657141 ccggtattgc gtgcggctga tgagtcagag caaacactgg caacctacat gtatgtgcct
  1657201 aaagccaaag aaaatcgcta ctcaacggtt aaagtgtcat ttaacgatat cccgaccacg
  1657261 gcaatcaatg ccatcgaaac agtggcggtg gtattcaacc tgcaatctca agccatgacc
  1657321 ttctataagg ctgggatagc agtgcctgtt actggtgtca cgttgaataa aactacgact
  1657381 attcttgccg tggctgccac tgaaaccttg acggcaaccg tagcgccagc taatgcgact
  1657441 aacaaatcag gtgcctggtc atcctccgca ccaaccaaag ctactgttga cccagtaact
  1657501 ggcgttgtaa ccggcgttgc cgcaggcagt gtcaatatca tttacaccac ggcagatggc
  1657561 gcgaaaaccg ctacttgcgc cgtcacagta accgcataag gaacatgact catggcagta
  1657621 aaatttacgc tggtaccgtc gccaacattt aaagttgacg tcactatccc tcgcgctggt
  1657681 ctggatgacg gtattttaac attcacgttt cgacacatgc cggtgaatga agtcatcaat
  1657741 atggagaaag tggaggggca gtccgggctg gattttgcag aaaaattcat tgagggatgg
  1657801 gcgctccctg aggtgtttag cagggaaaat ctggaggtgc ttgcgaataa ctacccgaaa
  1657861 gctatcgaag caattgtcgg tgctttctac cgtgaattac tcggtaatcg cgaaaaaaac
  1657921 taacctcggt tgccacagcc ctctacaccc ctgaacccac ccgcgaagaa ctggcaggca
  1657981 atggcctgac gcctgatgat ttcgatgatg tgattatcga gatatggccg gatgtctggc
  1658041 ctgctttcag agtgattaga gcgatgtcca cccagtggcg taccggcatg tctgggccta
  1658101 ctgggttgga ctacggctgc ttgtcacaag ttatggactg gtctggagtc gagagtaaag
  1658161 caaccgtgtt tgaagatgtc cgacacatgg agagcgttgc gctgtccgtt attcacaagc
  1658221 ggagcaagta aatggcagat atcgcaacaa tctcgttaaa agtgaatact tctgaagttg
  1658281 agcgaggaag taatgagtta gataaatttc aggttgctgc tgctggtgca gctaaaagtg
  1658341 ctgatggttt tggtgatagc ggcaaggatg tatcaaagat aacagccgaa gttgcgaaag
  1658401 aagtcgaaga gactcatcgg cgagttgcag aatacactga agcgcttaac aaaaaccaag
  1658461 ttaatacgag agcggcaaca caggcaacgt cagagcaaca gcaacagttg cgcactttac
  1658521 tgactcaaat caatccagtc actgccgcat ttgaaaagct tgatgacatg gaacagcggc
  1658581 ttcgtgactt taacgctaag ggcatgattg accctgaatc atttcatgct gctgctgatg
  1658641 caatccaaag aactcgtgat gaactgggga gggttgcgga agccagaact gaggaagggg
  1658701 ccgctgctgc ttctgctgct gccgcagata aaaaagcaac agatgcaaaa gaggcttttt
  1658761 taacaaaact tcgtgatcaa agtgcgcttt ataaggcttc agcatcagat tcagcggctt
  1658821 acagagcggc gcaacttggt attacaactg aagccgctcc attgattgct gcaattaagc
  1658881 agcaggagga ggcaacacgg cgcgatgcag aacagaagcg gttagcagca atttccgctc
  1658941 gcggtttgaa agatgctatc aagcaacttg gggctgaaga acgcgcagcg gcgcaggcaa
  1659001 ctaaagcgca ggaaaacgct gacttatctg cggctacagc aaaagaaaat ttcattcaac
  1659061 gcttaaaggc tcaagcggat ctgcagggga aaactgcttc agagatccag gcgtataaag
  1659121 cggcgcagtt gggtgtgacg gagcaagcag cgccgtttat tgcaaaactg aaagaacaag
  1659181 aaagcgcatg gcagaatggc gctctttctg caaaacaata cagactagca cttcgacaac
  1659241 tcccctctca atttactaat atcgctacgt ctatagcagg tggcatgccg ctatggatgg
  1659301 ttgttacaca gcagggtggg cggataaccg attcgttcgg tgggctacct gggatctttg
  1659361 cggcgataaa aaaagaacta tttggagtta gtgagtcagc tgatgaatca agcgactcac
  1659421 tttcagaaaa tgccaacaat ttggcagaga atgcagataa tgcaaagaaa cttattggcc
  1659481 ccttgggatt cgttaagttt ggcattattg gggttgtcgc ggcacttggc gcatcttcaa
  1659541 ttgcgtacta caaggcatat caagaacagg agaaactcaa taaatcagtc atcatgacgg
  1659601 gtgagtactc cggacttact gctcgccagt tgtcaggcat ggcttatgaa gtatcaaaaa
  1659661 gctcagggac aataagtcag gcttctgctg tattgagcca actggctggg gcggggttaa
  1659721 gttctgctgt tgattttaaa agtgcaactc aagccattgt tgattttagt gatgcatccg
  1659781 gagagtcgat tgacaatctt gttaagcaat tcagtcaact atctgatgac ccggctggcg
  1659841 gttcacttgc attgacgaaa aacatgcatt atctgactgc ggctcagtat gaaaatattg
  1659901 ccgctttgca ggcgcaaggc gataaagctg gggctattac tgcagctacg gacgcattga
  1659961 gcggagccat gactcgccgc agccaagaga ttaaagaatc aatgggcacg cttccaaagt
  1660021 tctttgatga tgttgctgat tccgcgaaaa aaatgtggga tggcattatg gggcttggcc
  1660081 gtgaaacatc ggacgctgaa actagagcaa aactagtcac gcagattaaa tcagctgaag
  1660141 aatatcaaag gcgtttggca ttgcagggga aagtcgctgt aatgccaaaa aattatgatg
  1660201 aatggaaaaa acaaattgcg gcgattgact cggaaaatat aaagaaagtt aatggggcaa
  1660261 agctagatca ggatgcgatt gatgctcaag ttggaattaa taacttggct cagaaaggac
  1660321 taactcaagc agaaaaaaga gttaaggcag agcaggagct aaatcgttgg atagagtcta
  1660381 acaaaaaagc ggcagcagca gggaaagcta cattattcac agctcaagac attgaaaacg
  1660441 cacgatctgg tattgacaat gaatacaaag atcgttcaac gccaaaaata aaagcttatc
  1660501 aagacgatat agcaacaagg gagttactcg atagccaggc tcgtgtcgct gcgctaaaag
  1660561 aacaatcaaa tttaatagac acaatgactg atcaggaaaa tcgactttta aagttcacgc
  1660621 aaaagattgc agacttgaaa agtaaaacaa tcctcaccgc tgatcagaaa tcactactgt
  1660681 cccgttctag tgaaattatc gcaagtatta agcttgaggc ccaactatcg cgtgaaaacg
  1660741 ttgaaagaaa gaaagccact gaagccctga aaaagatgga ggagtacacg gcctcaatcg
  1660801 ttgctaagaa caagcagaat caagatcgct tcggactgac ttctaagcaa gcaggaaggg
  1660861 tagatcagga gacccagctt gataacactt tccgcaagga tacaaagggc atcaacgacg
  1660921 ctgagcaact ggcgaaaatc acagcagaat acaacaaggc aaaagctgag ttacatgctg
  1660981 gatttgagca agaagattta aacgagggga actggctggc aggcatgact cagggactag
  1661041 agcagtacgg agaaacagct aacaacgttt tctccgctac agctcaacta gctcaaacca
  1661101 ccatgggcag catgacatct atggctaatc agatgatgac aaccggatca gctaatgtga
  1661161 agcaattcgc tactaacttc atgtccagca ttgtcgatat catcaacaag ctgttattgg
  1661221 ctcagatgat acagactgcg atggggtgga ttggtggggc ggtgagtgga ggaaatgacc
  1661281 cgggcgctgt accaatgggg ctttacaatg ggggttatgt tcctgagttt gcaggcggcg
  1661341 gctacacggg tgaaggtgga aagttcgaac cgaaaggcgt ggtgcatggc ggggagtttg
  1661401 tctttaccaa agaggccaca aatcgaattg gtattgataa tctctacaag atgatgcggg
  1661461 gttatgccga cggaggggtg gttagtaatg cggtaactgc cacagcgcca atgctcggca
  1661521 tgcagggcgg agagacggcc atatcagtcg atttgagtgg catgacaata accacccagg
  1661581 ggaaccaaca acaggatact ggtgcaaata acggagagtt ggttagcaag gcggcgagaa
  1661641 atgaagtcat agctattgtt acccaacaac tcgatcgcgc tatggggcaa agtgggcgca
  1661701 tcaccaattt tgtcactaac agagcggggc gttaagaatg gcaattgaaa catttctttg
  1661761 gcgaactcag ggcgttcctg aggggagctt taaccagcgg gtcaggactg ctcagttcgg
  1661821 cgatggctac aagcaggtca ctggtgacgg catcaaccct gaaacgcagt cttggccgct
  1661881 gacattccag ggcttagaaa aagagatgat gcccattctg gcatttgttc gcagacatac
  1661941 caccaagtcc tgccaatgga cggcccctta tggtgttgtg ggcctgtggc gtgtatccgt
  1662001 tgactccatc aaggccgtac ccgttggtgg taacgttatg tccgtctcat ttactttcga
  1662061 gcaggctttt gctccgtaat tgaagtaatg atgctacaat aaatgcgtgg gattctggag
  1662121 agatactggt gccactcttt agcgagagtg tgaaagaaag cggaggatag cgaccttccc
  1662181 ggcttcgaaa tcaccaggaa ccacgccctt tctaaaggct gccttatggc ggcctttttt
  1662241 tgtgcccaga aaacccccag ctaggctggg ggttcagtaa agctttcagc tttgggtcag
  1662301 ttataaaaac cccttttgat ttgttaaaac agtttgcggt ctggcaactg caaatgttca
  1662361 acaagaaatc aaaagggggt cccaatgagg gatgaaaaga gcttagcgca cacccgatgg
  1662421 aactgtaaat atcatatagt ttttgcgccg aagtaccgaa ggcaggtgtt ctacagggaa
  1662481 aaacgcagag cgattggcag tattttaaga aaactgtgcg aatggaaaaa cgtgaatatc
  1662541 ctggaagcag aatactgtgt ggatcacatc catatgcttc tggagatccc gcccaagatg
  1662601 agtgtctcgg gatttatggg gtacctgaag ggaaagagca gtctgatgct ttatgagcag
  1662661 tttggcgatt tgaagttcaa ataccgtaac agggagtttt ggtgtcgagg gtattacgtt
  1662721 gatacggtag ggaaaaacac ggccaggata caagaataca taaagcacca attggaagag
  1662781 gataaaatgg gtgagcaact ctcgatcccg tatcccggta gcccgtttac gggccgtaag
  1662841 taatccatag atgcaaatgt cagatcgcga tgcgcctgtt agggcgcggc tggtaacaga
  1662901 gccttatagg cgcatatgaa aaacctccgg ctatgccgga ggatatttat ttatgggtga
  1662961 aatatgacaa ttaatactga cttgcaacga ctggagccgg gtaaccgcgt tcgcctgtat
  1663021 gaagtggacg gctctaaatt tgatggcccg ttattgcgat ttcacgctga cacattaccc
  1663081 cataccccag aagaaattgc agccgccaat ggtgatgaat ccaaactacc agccaagtct
  1663141 atctggtggc agggggaaga gtattcggcg tggccggtac aggttgaagg tattgagatg
  1663201 tccagcgatg gacaaagtgc gcagccaaag ttatcggtcg caaaccttga tggaactatc
  1663261 accgcgctgt gtctggcctt tgacgatatg gtgcaggcta aagttattgt tcacgacacg
  1663321 ttcaaacatt acctggatgc cgtgaacttc cccgaaggca attcggatgc agacccagaa
  1663381 caagagaaag tgcaggttta ctatatcgac agtaaatcga cagaaaccaa tgagattgtt
  1663441 gaattcacac tttccagccc agcagatttg caggggctgc ttattcctac ccggcaaatt
  1663501 cactccctct gcacctggtg catgcgcgga gactaccgtt caggtaatgg ctgcgattat
  1663561 gccggtacgc tgtacttcga cgagaaaggc aatccgacag atgacccaag caaggataaa
  1663621 tgctctgggc tgttggtcga ttgcaaaaaa cgatttggag ccgataaccc attgccgttt
  1663681 ggtgggttcc ccggcgcggc cctgatcaag aggtagagat gagagataaa acgcttaaag
  1663741 cgatattggc ccatgccgag gctgaacacc ccaaagagtg ctgtggggtt gttgctcaga
  1663801 agtcgcgagt agagaaatac tttccgtgcg agaacctggc gacaaacccg actgaacagt
  1663861 ttcaccttga ccccacaggc tatgtagagg cagaagattg gggaaccatc acggcgattg
  1663921 ttcacagcca ccccgacgct accactcagc cgtccgaatt ggacatggcc caatgcgata
  1663981 ataacgaact accctggcac attgttagct ggccagaagg ggatttacgg actatccagc
  1664041 cgcgcggcga cctcccgcta gtcggccggg agttcgtatt aggtcatacc gattgctggg
  1664101 gcttgataat gtcctacttc aggcaaacac atgacattga gttgaaagac tatcgcgttg
  1664161 accggcattg gtgggagtcc ggcacggaaa acttctatat ggataactgg tatgaatgcg
  1664221 gtttccgtga gttcagtggc ccagcgcagc cgggcgacct gatcatcatg caagtatccg
  1664281 cgccagtggc taaccatggg gggattctgc tggaagatgg catgctgctt caccacccat
  1664341 atgggcaact tagccagcga gtgccttacg gtggttattg gcaggaaagg actatgaagg
  1664401 tggtgaggta tgaaatttca caattataaa tagctgagcg aataaatggc taaatgcgca
  1664461 attcttgcat attatttatt ttatcgggtt tatagttacc cacaagggaa cccacagcag
  1664521 ataagggcta cataggggtg tggacgcttt tgtggataag tcttgaaagc gcaacctttg
  1664581 tcaagtagac ttctttttag atcataactg cgataacggt tatgccgtta caccgaagac
  1664641 gaaatttcgg tttttgtcat aagtactccg gtagtatcgg gaggaaataa tgaacaaata
  1664701 tatagcgaac gagaaaatgc cattacttat ccccgcggct ggctttgatg ccaaactaag
  1664761 catgacagag aaaaacatag agcatactga agcctttatg gcatcaggcg tgaaagaatt
  1664821 ctctttgcct ggatttgtaa ctcctcacgg gtatcgtcta cttgtttctg taaacgggga
  1664881 gcattaccgc cttgttacag acgcagctat accggaaaca gtatatgcgg tgaaactggc
  1664941 tttccttgag catatcgttc ctacacgtaa aacatgtact cagattttag tctggcgtac
  1665001 tgttcaacca cagcatgata gtgcagtcca tggtttgcct caggagtttt ttcgccactt
  1665061 cctgactcag tactcaatcg ttgtttctga tagcgaacag actaatgaag gtcgtcgttt
  1665121 ctgggagcga atgattgcat gggctattca ggctgaaggg cattatgtat atgtgtcgaa
  1665181 tggctcagag gaagatcgcc cactgacttt tatgactaac tgggatgatt tttatgggac
  1665241 atgggctgat ttttgttggg gtgatgacag agattgccat tgccatagac tattcgtgat
  1665301 cagtacagaa caattgcact aagttgctcc gaataaaaac taaacccgct ccggcgggtt
  1665361 tttgcattct agcccactct ggtgggtttt ttattggcat ctactcaggg atctcaatca
  1665421 tgaacccgcc actatctaat gatttctcgg agagaatata gccaagttcg gtcaatcgtg
  1665481 aaaaagttcg tttaagaacg tagttgaaat catcatcgct aagaacctca agttctaagt
  1665541 catcaagatc aatgcaaaaa cttttgtgtc ctatccttac tttcttgcta atttcggcaa
  1665601 acgttctcgt gaatatgagg ttggataggc tttctttggc attatttgcg atctgaagtg
  1665661 cgtctttagc cgaaagaacg ccatcttctg gaaattcact aagatagctc gcgtctaatc
  1665721 tctgaactat ttcggcattc atagagcgat tattttcttt tgccgaccct tctatttttt
  1665781 cttttaattc aacaggaagc cggattcgta attgcgggtc ttctctactc atggcgattc
  1665841 caattttgat gatagtaatg acacttgaaa ttatgcccca ccgtggggtt gacttcaatg
  1665901 acgcacggtg tgacaataaa tttacctcac cgtgaggcat tcaaggagaa tccaaatgca
  1665961 aaaagcaaaa gacatgtatc agcgcaaaat ccgtttccct gaggaaatct gtctggcaat
  1666021 acaaaacaat ggtgaaaatc agagtcggca atttaatact gaggtgattt atcagttgag
  1666081 aaaagtgtat ggattgatag agaagagaaa tgatgaagcc taataatggc gaagccccga
  1666141 agtgcgcgaa cacgaacgag gcttctagtt tgtcagtatc taccaaggaa ctaacaatga
  1666201 atagtttagc aaagtcaaat gcaaataaca cgcaaacttc cgcaatatca cagttccatt
  1666261 ttgatactca tgctgttcgg gtgttaagta tccataatga gccatggttc gttgctgctg
  1666321 atttatgccg tgtgctcgaa ctatcgaacc caaccaagtc catcatgaat ttagatgatg
  1666381 atgagaaagc cctaacttca attcagggct taagtcgtgg taatgaagag gccaatatcg
  1666441 taagcgagtc aggaatgtat acactgatac tccgctgccg tgatgctgta aagccgggaa
  1666501 ccatacctca ccgagtgcgc aagtgggtta ctgccgaagt tcttcccgca attcgtaaaa
  1666561 caggaagcta tgacagtcca cgcaaagcca ccaagaaagc attgcccggt aaaatcacca
  1666621 tcgagcaaca ggaagcggtc aaacagttag taatgaatcg cggcaaggct ctaccaaaag
  1666681 agaaccaagc caaggccatg atcactatgt ggtcagcact aaagactcac tttggttgca
  1666741 gctacaaaga aatcagcgaa gaccagttca cggaggcgtt atcgttggcg gcgcgggtga
  1666801 ctatagaggg tgagttcctc ggcaagcagg aagcgttacc agtgccgaag ttggaagtta
  1666861 gtctacctat ccagtggtgg ttcgataaca acccagcggt taaatacggt aaccgagaga
  1666921 acatcaccaa aatgaaacag aaccattttt gtttcacccc atccctcaac gtgactattg
  1666981 atatgttgtg cggtgatagc gatacatctg ctgcgataca gcttattaat atcatggaga
  1667041 tggctggtta tgatgtttca gcacctaagg ctgagattgt tgcgatgcgc aaacatatcg
  1667101 caaatgttga atatgggatg aaagcaatat ccgacgcctg tattcgggcc aaaaataaaa
  1667161 aggttatttt ccgtggtaaa aaagctgata taaccattaa ctaacaatta attcagcatc
  1667221 acacaaaacc caacccactt aactgtgggt ttttgcgtta ttttgcagcg atcccctgct
  1667281 atgatgtaac gaactgttac tcatggaggg tgaacgattg gaaattatca tagcggcgat
  1667341 ttttcttggg ttaataccag ctattatagc aaatagtaag gggcgatcat ttggcctatg
  1667401 gtggctatac ggggctttgc tgtttattgt ggcactggtt cactcaatag ttatgagttc
  1667461 agacaataag acaatagaac agaaacaaat agacaacgga atgaggaagt gtcctttttg
  1667521 cgctgaacta atcaaacctg aagccattaa atgcaaacac tgcgggagtg atgttaagcc
  1667581 agcagatgaa gttatttctt caaatttaga atacggattt aacccctctg atttaccttt
  1667641 tgattccttc ttcatacgca ggaaagttgg gtttgatatt aatgatcatg cagttatgga
  1667701 aatggttaat aaactaaaaa gaataaatcc cggtatgcac cctatgaata ttcaaactcg
  1667761 ctatgctaat gattttgata aattaaaaaa caaattaccg agcagcatca gagatgagtt
  1667821 tgacgctaga tacaaatact ggatggataa gtgagcaata aatgaaacag ataatcataa
  1667881 gtttggtagt tttggtgctg gctggatgct ccagcataag tgaaatgaga gagcgtggcc
  1667941 cacattcaga atttaagagt aaaaaagaag ctcaagttct tgctacttgc atcaccatgg
  1668001 aatggcagaa atttaaagtt gttggtgggg gcgctactga tgtcagcatg agcttgttac
  1668061 caaatgggtt ctcagtattt accccaaatc aaacagaagt cgcagatgta cataatatag
  1668121 ataatggttc tacagttaat ttttttgttc aaacaggatt atttgactgg agaattaatc
  1668181 agagagttga tggcattaaa aaatgcatct aacaactatg taaaacaaat cgaggtcgct
  1668241 taggcggcct tttttattgg agataatatg actttatttg cgcaagaagt aatgacacca
  1668301 atcaaactaa gcggttcatt agctaagatg ttcggtcgcg accatcaacg attagttggt
  1668361 agctctggcg aagttattaa ggctttatgc gtaactattc ctggctttga gcaatacctg
  1668421 atgacggcta agcagcgtgg actcacgttt gctgtattca aaaataagag aaatgtcggc
  1668481 aaggatgagt tggagcttgc aagtggtgga caagaaattc gtattgttcc tgtaattata
  1668541 gggagcaaac gcggtgggct gttccagacc atactcggcg tagctttaat cggtatggca
  1668601 acatttatga gtggaggctt ggcggtggcg tttggcgcgg gtggagtatg gggtggtgca
  1668661 atggcaatga tgggcgcatc catggccctt ggcggcgtta tccaaatgct atcaccgcag
  1668721 cagagtgggt tagccatgag gcaatcacca gacaacaagc caagctatgc attcggcggc
  1668781 ccggttaact ctacggctca gggtaacccg gtgggcgtac tctacggcaa gcgtcgaatt
  1668841 ggcggggcgg ttatctcggc gggtatttat gctgaagatc aaatgtaaga gcggttattt
  1668901 taattaacgc cgaaaggcag gagtgagtta tgacgcaaga acaacgaatt gaagcgctag
  1668961 agcagcaggt gtcagacatg caacagcaga tcactagcat ccaagaggca gtgatctgct
  1669021 atcaagattt aaaccagctt aactttaatg agttaagagc cgctatttgt tgtttgcaga
  1669081 aagccgatca ataaatattt tgtacgcagc ctccccgatt tcactgactg tcatattcat
  1669141 tatgtccatt ccatgagggt caaaactaac agctgtttga ccagccgcag ttctaagatt
  1669201 aacggtaatg tttgtgtgga acggtggttt caagtcttgt agttgagaca gctcagtaat
  1669261 actacttatt gtatatttcg acatttctat ttccttatcc cagagtaaat cagccattcc
  1669321 tccgatagat aacaccctag ccatgcgcgg cttgggtggg ctgaccttac acaatagaag
  1669381 atcagccggt aatcgccatt gagttgatca ataaacacgc caatgcccac actttgtggg
  1669441 ctttttttat gggtgaaata tggcacgtaa accaattaaa ggccgcaaag gtgggggcag
  1669501 caatgccaca acgccagttg agtcaccgga cagtattcaa tcgacggcaa gagctaaaat
  1669561 actcattgct ttgggtgagg gggagttcgc cggaggtttg gatggaacca atatctatct
  1669621 ggacggcaca cctataaaga actctgacgg tactagtaat ttcactgggg ttacttggga
  1669681 gtatcgtccc ggcacgcagg ctcaggacta cattcaagga atgccaaatg tcgagaatga
  1669741 gataacggtt aacacagagc ttaaatcaga tacgccatgg gtgcgctcca tcacaaatac
  1669801 ccaactctcg gctacacgtg ttcgtcttgg atggccctca ttacagcgtc aggcggacaa
  1669861 tggtgatgtt ggcggttatc gcattgagta cgccgtcgat gtggcaacgg atggtggcgc
  1669921 atatcaaaca ctgcttgata cagccattga tgggaaaaca acaactttat atgaacgctc
  1669981 gcacagaata aacctaccca aggccacagc tggttggcag gttcgtacaa ggcgaaaaac
  1670041 agccaatgcc aactctggcc gcattgccga caagatgaat gtcgaagcta tttctgaagt
  1670101 catcgatgcc aagttacgtt acccaaatac cgcgcttctc tatatagaat tcgacgcaac
  1670161 tcaatttcag aatatcccta ttatctcatg tgagcctaaa ggccggatta tccgcgtacc
  1670221 tactacatat gatccagtaa cgcgtaccta ctctggtgtg tgggatggtt catttaaatg
  1670281 ggctcatacc aacaacccag cctgggtatt ctacaacatt gtattagcag atcgctttgg
  1670341 ccttggtcat cggattgagg tcagccaggt agataagtgg gagctgtacc gaattggtca
  1670401 atactgcgat cagcttattc ctgatggtcg gggcggtagt ggtactgagc ctcgttttac
  1670461 ctgcgatgtg tatattcagt ctcaggccga ggcatttact gtattgcgtg atttggccgc
  1670521 catttttcgg ggcatgacct attggggaaa taatcagctt tgcaccctgg cagatatgcc
  1670581 acgagatgtg gactatatat ttacccgtgc cagtgtgatt gacggacgat tcacttacgg
  1670641 tggtggttcc gagaaaaagc gctatacaac cgcaatggtg agctggagtg accccgcaaa
  1670701 taactgtcag gatgcaatcg aggcagtgtc agataacgac ttggttcgtc gctacggtgt
  1670761 caatcagctt gatatgacgg ctatcggctg tatccggcaa actgaggcga ataggcgtgg
  1670821 acgttgggcg ctactgacaa acagtaaaga ccggactgtt aattttaatg tagggttaga
  1670881 cggggccatt ccgttgcccg gtcatatcat tggtgttgcg gatgatatgc tctctggtcg
  1670941 gaagatgggc ggtcgcatta gctcagtatc gggccggaat atcactcttg accgtgttgc
  1671001 tgatgtgaaa gcaggtgacc ggctacttgt taacttacca aacggtgtag ctcagggcag
  1671061 aacggtgcaa gtggtcaacg ggaaagtaat cactgtcaca acggcttaca gtgaagtgcc
  1671121 agcagcggaa agcggttggt ctgttgatgc ggatgattta gctatccagc aatatcgggt
  1671181 tactggtatt tctgacaatg acgacaatac atacagtatc tcatctgttc agcatgatcc
  1671241 ggacaaatat gagcgaattg atacgggcgc tcggattgat gaaagaccca tcagcgtaat
  1671301 cccgcccggc gtccagccac ctccgacaaa tgttgttatt gatagcttct cagcactttc
  1671361 acaagggctc gcaataacca ccctacgtgt tacgtgggaa ccagcagcca gcgcgatagc
  1671421 atacgaggct gaatggcgac gtgataacgg aaactggata tcagcaccgc gcacatctgc
  1671481 tcagggattt caggttgaag gtatttatgc tggacaatat caggctcgcg ttcgtgctat
  1671541 taacccctca gaaatatcca gtatttgggc taatgctcag gaaaccacat taaacggtaa
  1671601 agagggaaat cctccaatgc cagttggatt tacagctaca ggcattctct ttggcatcac
  1671661 tctcaattgg ggataccctg aaggagccga agatgcgtta aaaacagaga ttgaatatag
  1671721 cctgtctgct gacggcaccg atgccatgct gttgagtgat gtgccgcatc cgcaacggaa
  1671781 ctacactatg caggggttga gagcagggca ggtgttctgg ttccgtgctc ggatagttga
  1671841 taaatccggt aatcagtcgc catggattga ttgggttcgt ggcatgtcca gcacagacac
  1671901 aagcgctatt ctcgaagcga ttggcgacga ctttatcaat aacacagttg cgggtcagca
  1671961 actgattaat gatgacttca tgaatgcaga gggcattctc gaaacagcga aggccaataa
  1672021 cgccagcatc tggcagcaat gggctcaaca cggagagaat aaagccggtg ttatccactt
  1672081 aacgaccact gttgccgatg ctgaaagagc atttgctgag tttgaaaccc ttgttacagc
  1672141 aacatttgaa gaccagacag cagcgataga ccaaaaaatg acagcagttg ttgatgccaa
  1672201 cggggctagt gctacttata gtttaagggc cggactgaat tataacggcc agtttgtcag
  1672261 cgcaggcatg gtaattggtg cagagtttat taatggtgta gctaaatcct caattggttt
  1672321 tactgccgat caatttatat tgctctccgg tccaactggt aatttatttt cgccttttgc
  1672381 agtggtaaat ggtcaagtgt ttatgaatga tgcatttatt gcaaaggcat caattgggcg
  1672441 aggaaaaata acagataccc ttgactcaga taattacgtg caaggaatat ccggtctaaa
  1672501 actggatttt aaaaatggta atgctgaatt taacaatgta aatctcaggg ggaatataac
  1672561 tatggataac acgattaatg gtattcgcac catagtagat tatcgtgggc agaggacata
  1672621 tcacgcaaat ggtcagccag cgataatatg cgggtacttc taatggctga acctattcta
  1672681 tatatctccc ccagtgatgg ggggaaaggc attaatatga cgtctggcac tcggctatta
  1672741 aagtttttgg gatactatga tactaacggt acggggaatc cgccctctgc tgtattgaat
  1672801 ggatataccg ggggggcatt atatctcgtg ccgtccgatt ttggcggggt gatacaacct
  1672861 ctgggctcct ctgcggtgtg ggcgtggtgg gttactgggt attcaatgtc tggaaatcgc
  1672921 ataacattca ctacatcaga gagcaataaa ggatgggtaa gattttcagc atttgaaata
  1672981 ccacaatcac ccgcagttgg tacatacgga cttttattgc aagattcagc aaatttcatg
  1673041 gcaataactg agtctagtga gcttggcttt tgcacgtggc gcggtaatgt aaatatatct
  1673101 ggcgtttggt cgattcctgc cggaatacaa aatagagata atgcaattgt gtttgcaaac
  1673161 tgggataacc ctaatgtttc tctttattac gactcagcaa ataaaacaat aaactgctat
  1673221 caaataaatt caacgggtag cacaagctca ggctctgtaa acgccaatat ttgcgtattc
  1673281 acaacagggt tctttcctga gccgccaagc ccaggaactg ccgggttggc gatattcaac
  1673341 acaagcggtc aatgtacgta ttcatcaaga tatgcaccgt taattattgg cggaaatatg
  1673401 gcgctaagca accagccaaa cgtatgggtt aataccggaa ttacaaggcc aatgatacca
  1673461 ctaccgagcg ccggggggct gccagccggt aatataaata atggaaacta taggggctgg
  1673521 tataagtcag caatgagaat gtctggttca agtataacag ccgggcaagg tgcgtatgtt
  1673581 aatagttcaa atacactcga ttatccatac ggcatttctc ccatctctat tcctgtactt
  1673641 aacgcggaca tttattttta aaattaagga ttaatatatg gcttggtacc ggtcaggcac
  1673701 agtcacgtca gaagcagcac aaaatatagt cacaggaaca ggaacgcagt gggccaataa
  1673761 tgtgatgggc gtagcgcccg gcatggcttt atttatccct gattctgctg gaaatacttt
  1673821 gatttatgaa atattagcag tagatagcaa tactcaaatt cgcataaatg gcaatataaa
  1673881 agaatccgtg gccgattcct cttatgcaat tatgactact gtatctaatt catattcagc
  1673941 gctagcgcgt gagacatcag cacaattagc gatgtatcag caactactga aaaactggca
  1674001 acaaataaca acgggtaccg gcgatgtgaa tattatcgct cctgacggtt cggttgtcat
  1674061 aattccatct cttaatagtt taatgccaaa atccggcggc gcattcactg gcccggtatc
  1674121 aatgtttcac gatgcaacgg atccgttaga gccagttaca tttcaacagt ttaaacaaac
  1674181 tggaggggaa ttagcaacgc agatgacaca acttgcatcg cgcactacga ctttagaagc
  1674241 agatgcgttc actgctagta ggatagcaaa tacgccatgg atcccgttga cacttcaaaa
  1674301 cggctggtta ccacttcagg gttatcacaa tgcaatctat cgaaaaataa atggagttgt
  1674361 atacatggag ggggtaatta ctggcggaac tcacgctgac ggtactgtta tcgcaattct
  1674421 tcccgatggt tatagacccg ctttagatca agttagcgtc cagccaattt caggtagcac
  1674481 gctcggtggc attacagcgc aatcgagaat tgcattgtgg acggatgggg cgttaagaat
  1674541 ttacggaata actgggaatg gtgacatcgg aataaaatca tcttgggtta tttgaagagg
  1674601 gcattatgaa aaagttaaat aaactggata gcgacgggtt ctatattgaa gattatatcg
  1674661 atggatattt gccaaagaat tggacagctg atttagttgg ggatggctat tacaaagcgc
  1674721 aatatcaaaa cgcggatata gacccggata caggggaatg gactggtggc gtgtgggcag
  1674781 aaactagcgg gccttcaact atagatattt cagctcaaaa agcggaattt gttactcaag
  1674841 cgaaactcaa aaaatcaaag ctgataagtg atgcaagcga tagaatagag attctaaaag
  1674901 acagaattga gttggggcaa gatagagcag cagagctgaa attatggaag tcatatcgta
  1674961 tagcgcttga tgatattgat gtaagtgcgg caccggatat cgagtggcca ctaaagcctg
  1675021 agtgatttgg aatatttggc aggggcgccg aggtggtacg gatttaggtt ttgctgtcgt
  1675081 gcattgcggt gaatcgggac tggatagatc cgggcaggag aaggacatca tgaagtttga
  1675141 tgacagcctg gatgatttca ggttgaaggg ggagtgaaaa gttggcgggg catatacggg
  1675201 gcaaaaaatt gagcctgtcc ataattctgt gtaactgcca ccgtattaaa ggtgatcgct
  1675261 caggcggtca ccgaactcga taataaaacg gctcatcgct aaccgccagt tctggatcgg
  1675321 catactccat ttttttgatg catccttgat cgccaaataa acaaccttcc gcactgagtc
  1675381 gtctgtcggg aacactttgc gctttttaat ggctgcacgg atcacgctgt tcaccgattc
  1675441 gatggcattc gtggtgtaga tagccttgcg gatatcgggc ggatagccga agaatgtatt
  1675501 gagattttcc cagtgcgtac gccaactttt gctaatttgc gggtatttgt cgtcccaggc
  1675561 ctccgcaaac ttatccagcg ccatcagcgc cgcctcttct gtcggagcct gatacaccat
  1675621 tttcaaaccg ctggtgacgg ctttatagtc cttccatgac acatatttca ggctgttgcg
  1675681 taccatatgg atgatgcaca gctggatgtg agtctgcgga taaacactgt ttatcgcatc
  1675741 cgggaacccc ttcaggccat ccacgcaggc aatcagaatg tcctgaagac cgcgattttt
  1675801 tagctctgtc agcacactta gccagaactt cgcaccttca ttttctgcca gccacatgcc
  1675861 cagcagctct ttctgacctt cagtgttgat gcccagcgct aggaacactg ctttgtttat
  1675921 cacgctaccg ttctggcgga cttttacgac aatgcagtcc atataaacaa tgggatacag
  1675981 agcatccagt tggcggtttt gccattcagc aacctgctct tttacggcat cggtgacttt
  1676041 agatatcagc gtgggagaca catcggcgtc atacatctct ttgaaggtgg cgacgatttc
  1676101 gcgggtggtc atgcctttgg cgtacaggga caaaatctgg ctgtccatct gtgtgatacg
  1676161 cgtctgattt ttctttatca gctgcggttc aaaggtgttt tcgcggtcgc gtggcgtatt
  1676221 cagctcgatt tcgccgtcgt cgcatagcag tgttttggac gaatagccgt tgcgggtatt
  1676281 cgagcctgat ttaggggtat ttttctcgtg cccgaggtgt tcggtaagct ctgcatttaa
  1676341 cgctgtttcg acggtaagct ttgttagcat acgagaaaat gcattaaggt cggcttcggt
  1676401 tttaagacct ttagccagtt cagccgcaag tgctttaagt ttcttttcgt ccataatttg
  1676461 cctgtctccg ttgttggagt gaagatatca aaaacaggca attacacaat attgtttaca
  1676521 gtctcaaaaa attaccgcaa accgatgtta ctacgtgtca agtagcgagt cattttgcgg
  1676581 taatactctg tttaaaccgt gattaaatct tacttcatgt cacttcgctt tcagacatcc
  1676641 gcctatattg aataagccga gttgggctaa ataacgctta aggcagcatg tctaaattgc
  1676701 tttagccgat gacagcctaa gctgccatct ttaccttcat tgttatgatg atagattgct
  1676761 atgatgatag cgggcggtga gtggtttgcg gccacttcac tatcgctgtc actaactcta
  1676821 atgtggccaa cgtagccagc acccagataa accaaacctt gcctactgtc accagtaccc
  1676881 agcccccaaa aggcggaaaa ccaaaaatac ccacgaagta ggcaacgaca aaccaagtca
  1676941 gagcggcgtg acggttttca ggggctgatt cattgaccgc ccaagtttga atcacggggt
  1677001 ataacagacc gtagccagcg ccggttagca tggcggcagc gatctggaaa ctcacatgcg
  1677061 tcggtattcc taacaggcac acaaggccga tcattaggca acacaagagt accgctacga
  1677121 gtggggtacg gggccagctt gatagtttgt gtgcaagtaa caggcgtgaa accacggcgg
  1677181 tagtgcgcat gcacggcaaa aaaagtactg gcgatggcca atgaaccgtc ggtgagcgag
  1677241 tcctgaaacg acatcattcc agaaaaaacg gcccccccta aacagaccat cacgatgggt
  1677301 ctgatgactc cgcttttggc gagtacggta atttttttta cccaaggccg cagtgaattc
  1677361 tcatgccgga taagtggctc tcgggtgcca aaaatcatca acaggataga ggcgaagact
  1677421 cccatcacgc ccaccaacag aaatgcggcc tggatgggga tccctccttg taccaccgcg
  1677481 atagtcagca ggatagggct accacaaatt ccggtcatct ggaatgcact gaagcgtgta
  1677541 aaaccagggc ctcgttcggt atcggtgagg cgttcagaca gcgccattgg ccccccgata
  1677601 tagaacatgc cccagcccag gccaatcaac agtgccgcta catggggcag atagccggat
  1677661 ccgccactga ggctccccag tagaaagtag ccacaggact ggatcagtgc tgccagcgcc
  1677721 gccagacgtg aggcgtccaa ttttccagca aaccagccaa ccaaaggcac accgatgagt
  1677781 gtcccgaaca gagccatacc gagggttgcc ccagcgtcaa tgtcgttgcc cccctgcgag
  1677841 tgaaaccaag cagaaatgag aaatgtggca ccatagcctc ctgcgctgaa caacgtgcca
  1677901 aacaggagaa acagtgatga agtttttcgc atgattcaga ctcctgtctc gtttgtggtt
  1677961 gtagcagatg agagcggagc cattgatctc agcgttttca ccgtattttc cagacgctgg
  1678021 cagacataat ctatttcact ttcgttatta aaccgtccga gtccaaagcg cacactcccc
  1678081 cggatctgct catcactcgc ccctagagcc tgtaacacgt gtgatggtat ctgttgatcg
  1678141 gaggtgcagg cggatcctga ggacaaggca acgtcagaga gttcgagcaa cagcgagtcg
  1678201 gcatcgatac cctcaaagga cacgtttaac acgccgggca ggcattcagt aaggtggccg
  1678261 ttgacctgca cattcggtac ggtatcgaga atgtgctgcc gtagcctgtt tcgtaaatca
  1678321 catagcctgg ccgattctac tgacatgttt tccatcgcca gttcggcggc gcgtccaaag
  1678381 ccgacaatgc ccggtacatt gagtgtgccg gagcgtaaac ctcgctcatg ccctccgcca
  1678441 acgatgagtg gtgaaagcat aagatgcgga tcggcggtat tgacataaag tgccccgacc
  1678501 cccatggggc cgtaaacttt atgtgcggaa aaagtggcca tactgatatt catccgttgc
  1678561 atatctaaag cgattttccc gaacgcctgt gtggcatcgg tatgaaataa aatgccctta
  1678621 tcccggcaga gtgcgccaat ttctgccact ttttgcaagg tacctgtctc gttgttggca
  1678681 gtcatgattg agaccagacg cgtatcgggc cggatagctt ggaagagggt atcaagggaa
  1678741 acaataccgt cacgctgtgg ctgcagataa gtcacactaa ccccactgtc ggcaagtttg
  1678801 gcacagcagt ccagaactga cttgtgttca atcatggagg tgatgatatg cccccaattc
  1678861 ccctgatact gaaggcctaa gatggcaaga ttgatggatt ctgtcgcgcc agaggtgaag
  1678921 atgatatcgg cgggactgac tgcattgata gcggttgcga ttaatgttct ggcccgttga
  1678981 acagcctggc tcgcttccca gccaaagggg tggctcttac tggcggcatt gccataagcg
  1679041 tgggttaggt atggcatcat cgcctgcagg acggcagggt ctagtgccgt tgtcgcgtta
  1679101 ttatcgagat atatcggtgg gttctgactg tacataatga tttttcctta atcatgagcg
  1679161 agacgacaac ggcttttttg gggcagaggt gaattgagcg attatcttct ccccccgact
  1679221 gacttcaccg gcctcattga ccagattaag gcgaatggcg gctgggacac ctagcaagtg
  1679281 gctgagctgg agcccgcgaa cataggccag gcttctggac caagggctat tttcaaagaa
  1679341 cacttccaga accgcttgcg gatcctgatg gtcgctcgct gcccgttcaa aatactcttt
  1679401 ggtgatagcc gcacaggtga gcttttgtgt tggcgtctca ttatgcgtat caccgtttgg
  1679461 tcgtgaggct gctccggtta gcatcctgcg ggtgagcctt tcaggaatat cttgggtcgc
  1679521 gaggatatgg acaaggtgct gtcgggctga atcttcgtgg atcgcgcgga tatcactgag
  1679581 atctatctga tacttttccg caataggcag aaaaacctgc tggattaacg gatggagatg
  1679641 gcttaggcgc gggcggcgtt tttgggcgtt agaaaggttt tctgtcagaa actgaaggcg
  1679701 aaaaataccg aggtgatcga acgctacgga caacttcggc agcaaatttc cactatccag
  1679761 ggattgtcgg gcgagccgca gtgctgcatc aaaggcattt aattgagcct caatggcaac
  1679821 catgccgtta ttatcaagat aaacacggga gttcccggca agtatgccaa tgtgagtgtt
  1679881 ttgttggtcc atgtttctca gtttcctttg agtgatgacg tatttttctt tatacaaaaa
  1679941 tgagaatttc gtcttgttta tacgaattga aaatatttac tttcctttca gccttgtgca
  1680001 ataaaataac gactctaaat ccggtgtaag atatacccgt atgcttaatc gccttctgat
  1680061 aatcgctaat ctataaaaat ctgatgtgta agaaatgact tataaagaag ttactaattc
  1680121 ggataacact ttcaactaac tgaacgtcac tgatttttct attatacgca tggaaattat
  1680181 ttcctcatta aaaaagctac ttatatagat aagtggggtg cctcctcggt aagaaatgaa
  1680241 ataataattt cagggtgtat tgtaacattt tgacttgtaa gtaaaataaa ttaaaaaata
  1680301 cactttaccg aaactgatgt gcgtatctta agaggttttg gcaaactcat cgcaccaaga
  1680361 ttcggctctc ttagccaata ggcttttttc gagacttaac aggcagccta tttatatcgt
  1680421 gtttaaggtc cctatcggat tctgcagtga aaaataaggc attataagag ttgtggcaag
  1680481 atctttagtg aagcctggaa aataatttaa taaatttgca gtaataggtc atcagtctga
  1680541 atactttctt ttagtggttg tagtaaatcg tcttctctgc ttaaaaaaag gctattcccg
  1680601 caaaggtgaa ttaattatta accacatagt gatctttatg atttgttaaa ctgagtctgt
  1680661 tttcttggct cggtaacccg ttgcattcaa cccaaaattt tattggatgt gattggctag
  1680721 ggtattttct ttaatagatt cactattcct gcgcaggaat aatgattatt aacatagcca
  1680781 acgcacatgc agcttgaagt atgacgggta gatattattg gcaaggagag cgaggtaggg
  1680841 cgaaaattgg gcattgaggc cttcggtgtt aagggtcatg catggagaaa aaggtgagga
  1680901 tatgtcctta cccatggcgg tttttacctg acgggccaga tatggcatac taacgccgaa
  1680961 atttaactaa gaaactgtat aaaatgaaat attcaacgtt agccgctgtt atctttggca
  1681021 tctcagcgac tctaagtagc gccacaaatc cggtacaggc tgccgaggct tccttaatta
  1681081 atcttgtttg ccaattgaaa gatggtaatg accttttagc catattagat ggcccgaatc
  1681141 agcaattgat cattgataag tcagtgtttc agtttataaa agtgaatcca gaaggccaag
  1681201 gggaagcatt aatatttcag aaagcaaaca gtgaggagca agtgatcgcc tctctgaata
  1681261 tttctgcgtt accaatacgt ttggccgtcg ttgatgaggt gcaggctagc cagtatacct
  1681321 gtacgcacac ccaggcctag attatccgcc tttctctctg ttcttaccca gagaacattg
  1681381 actaatgaaa ctcagatcaa caggggatgg aaaatctgtt gatctgattt caatccaatc
  1681441 tgccgattga attaattatc tttaggatga aaaaagttgc cgcatctagg gcaaacaagt
  1681501 gtgatgtttt ttcgaacctt ggcactgtct tgttctgaga ccaaggcaca ctcagggcaa
  1681561 gtgacattta ttcttttact ggagaaagat ttaaacacat ctaataggga catgatttat
  1681621 taccgccagg atatggaggt aaattctacc atattttgca tggaattaag tgttcattag
  1681681 gattaacaga ccgtttgaat ctgatataaa aatggcgcca gagaggcgcc attgataata
  1681741 aagatatgta taaaaattat cggccgaaca gatcgcgtct tttaggttta acaaattggc
  1681801 tgatcagaac gagtacggcg ataaccagat atgcagcaaa aataccgact aaccattgtg
  1681861 gcatttctaa tgacataaac tgccattgtc tttccgagca atcgccactg gcggcgaaca
  1681921 cggcgggtaa ccatttatcc aagggtagcc atgaagggaa gttgacgaag aaatcgcagg
  1681981 tgttaaatgg ggatggattc aactgcagca tagtgtgtgc ccaagctagc tggacccctt
  1682041 tccacgcgct gtagatccaa actgcaatag ctaaatagcg tagtggtgat ctcggggcta
  1682101 ttgcacccaa tagtgatgca ccgagaatac cgaataatgc gacacgttca taaatacaca
  1682161 ttacacacgg ttgtagcaac ataatgtgtt gaaaatagag cgcagttaac tctaatagaa
  1682221 atgcagtcag ggccattaat agccaagcac cgcgtcctcg ggaacagcgg ttaaggaatt
  1682281 gcaacatatc tttattttcc atgcagtaag caattgtacc ggcagtgtaa accaattcat
  1682341 cttttctgcc agctacccaa aagcaaaatt aggtaaaaat cagttttttc ccgcacaaga
  1682401 caggctatca caagtacaaa ttttactttg ggtgagatgt tggttggttt tgccagcccc
  1682461 cattcgtgcc accttgagtt gtcgcactta tccccaaggc tggccaacca taatgcaagt
  1682521 gatcagtgtg ggatggcaac cccgtttgtg atgtgtggca aactgatcca tccagcctga
  1682581 gtcagccact ctgtcatcgg taccaataaa aactcgacac ccagcaggcc aacaatcgtc
  1682641 atcactagag tataaggcaa agccatatat accattcgcc cataggaaag gcgaattagt
  1682701 ggtgccaatg ccgaagtcag caggaacaag aaagcggcct ggccgtttgg tgtcgccacg
  1682761 gaggggaggt tggtccctgt attgatggcg accgccaaca attcaaattg ttgtaacgag
  1682821 acaataccat gctcaaacgc agaacgggcc tcattgatat acacggtacc gacaaaaaca
  1682881 ttgtctgaca ccgatgagag caagccatta aacagataaa acagcgatag ctgagcggaa
  1682941 ggcgaggctt gtaaaacaaa ctgaataatg ggggtaaaga ggctttgttc aataataacc
  1683001 gcgaccacgg caaaaaatac ggttagcagc gcggtaaacg gcaaggcttc ctgaaaggct
  1683061 ttgcccaatg aatgctcatt tgtgatacca caaaatgagg tggcgagaat aataacggat
  1683121 agcccgacca aaccgacttc agctaaatgg agtgccagtg ccaataccaa ccagacacca
  1683181 ataatggctt gtactattaa cttcatcttc tcttgcttgg tccgtttcgc attggcttgc
  1683241 tgatcgtatt cggtcagaac ctgacgcaca cgttctggca actgggcacc ataaccaaac
  1683301 agtttaaatt tttcgaccag caagcagacc aataacccga aaataaagac gggtaaggtg
  1683361 acgggtaaca tgcgaataaa gaagtcagca aaattccaac ccgcgctttt ggcaataatc
  1683421 aaattctgag gctcaccaac cattgtcatg acgcccccca gagcggtacc cacgccagca
  1683481 tgcatcatca gactgcgtaa aaatgcccgg aattgctcta atgtttcatg gctgtcctga
  1683541 ttatcgattc cgctgtcatc agtaatatct ttgtcactgt gatttgaagt aacgttatga
  1683601 taaatagtat aaaaaccaac ggatacgctg ataactaccg cgattacggt taaggcatcc
  1683661 aaaaatgctg ataggaaggc tgacgccaga caaaaggcca gggaaaggat agtttttgac
  1683721 cgaatattca acagcaattt cgtaaataca aacagcagca gctgtttcat aaagtagatg
  1683781 ccggccacca taaatactaa aagcaagagg acttccaggt tattggcgat ctcttctgca
  1683841 acttgatgcg ggctggtcat gccgatggca acggcttgaa tagcgagcaa accccccggt
  1683901 tgcagcgggt aacatttcag cgccatggct aaggtaaaga taaactcgat aaccagcatc
  1683961 cagcccgcga caaaggggct gacaaagaag aagactagag ggttaatgat caagaacccc
  1684021 ataattgcta gtttgtacca atccggagag ttaccaagaa aattcttgag tacagcttgt
  1684081 ctgttggtaa tgtccattgt gaatgatttt tcccttaata aattattatg atgcgattac
  1684141 gacgaaaggt tacattttag tttacgtaat ccagctaaaa gcaatacgta ttctctggct
  1684201 agcattacat ttgcgcaatt tttgcgactt tatgactgct ttcaccattt gttcggctct
  1684261 ggcgctatat tggattacac tcgtctggta tgatgagcgg actaaattgc tgatatttat
  1684321 cgctacggaa cgtcaaaaac atggttataa aggcgcaaag tcctgccggt ttcgcggaag
  1684381 agtatattat tgagagtatt tggaataatc gctttcctcc aggatctatt ttgcccgcgg
  1684441 agcgtgaact ttctgagctg attggtgtga ctcgcacaac attgcgcgaa gtactacaac
  1684501 ggctagcccg cgatggctgg ctcactattc agcacggtaa gccaacgaaa gtaaacaatt
  1684561 tttgggagac atctggtcta aatattttgg aaacactggc gcggcttgac catgacagcg
  1684621 ttccacaatt gatagataac ttactggctg ttcgaaccaa tattgccact atttttgtgc
  1684681 ggacagctat ccgtcatcat ccagaaaaag cgcaagaaat tttggcgcga gcgaaaacag
  1684741 tggatgataa cgcagaagcc tttactgctc ttgattatgg tattttccgt ggtttggcat
  1684801 ttgcctcagg caatccgatt tatggtttga ttcttaacgg tttgaaaggg ctttacaccc
  1684861 gagtagggcg ttattacttt tctaatccag aagcgcgcaa gctggcactg actttttaca
  1684921 ataaactgtc gacgttatgt gatacagaat cttatgatca ggtactagag tgcctgcgca
  1684981 catacggcaa agagagcggg gctatctggc atagcatgca gggcaccatg ccaagtgatt
  1685041 tggccgaagc gcgtcgttag gcgataaagc agaaaagcga aggggcgttt aatgcccctg
  1685101 aggttattga caacgttatt tttagcctcg tgagtgaagg ggtgaccgca cctcggggca
  1685161 ctccggtggc ttacgccact acgaccccaa cggcacgttt ccccttcatt tgactttgtc
  1685221 agcagtctga ggggcgttta atgccccttt tttaccgatg tcatatgcgg taatgactta
  1685281 aatcttactg gttttctgcg gaatgctgtc gagcaaatcg atactgccat catcattcaa
  1685341 ttgttccata tgaacatcaa acccccacag ccgatgaata tgcttcatca cttgctggcg
  1685401 gcttttatct aatggcgctc ggtcatgcgg gatataacgc agtgttagag agcggtctcc
  1685461 acgtagatca acattccata cctgaatgtt tggctcatgg ttgctcaagt tatactgtgc
  1685521 ggacaattga ttgcggatag tacgataacc ttcttcatta tgaatagccg aaatctccag
  1685581 gtagttattc ttgtcgtcgt ccaacacggt aaacaggcgg aaatcgcgca ttatttttgg
  1685641 cgataagaac tggctgatga aactttcatc tttaaaatca cgcatagcaa aatgtagggt
  1685701 atctaaccaa tctttcccgg caatatctgg gaaccaataa tagtcttcct cggtcgggga
  1685761 ctgacagatc tgtttaatat cctgaaacat agcgaagcca agagcataag ggttaatgcc
  1685821 gttgtaataa gggctgttat acggtggctg atacacgacg ttggtatggc tgtgcagaaa
  1685881 ctccatcata aagcggtcgg tgacccggcc ttcatcgtat aaatggttaa gaatggtgta
  1685941 gtgccagaat gttgcccagc cttcattcat cacttgagtt tgtttttggg gataaaaata
  1686001 ctggctgact ttgcggacaa ttcgcaatat ttcacgttgc catgattcca acaacggtgc
  1686061 atttttctcc ataaagtaga ggatattttc ttgcggttcg ttggggtagc gctgtgcctg
  1686121 aacaggagct tcttctcgat ctttacgtgg caacgttttc cacagggaat tcacttggct
  1686181 ttgcagatac tcttcacggc ttttctggcg tgcggtctcc tcgaccagcg aaattttttg
  1686241 cggacgctta tagcgatcaa cgccataatt cattaacgca tgacaagaat cgagcaaccg
  1686301 ttcaacctct tcaacgccat agcgctcttc acactcatta atatagtggc gggcaaagag
  1686361 taggtagtcc acgatggagc tggcgtcagt ccacgcgcgg aataaatagt tattcttaaa
  1686421 gaaggagtta tgtccgtaac aggcatgggc cataaccagt gcttgcatcg tgatggtatt
  1686481 ctcttccatc aagtaggcga tacaaggatt cgagttaata acaatctcgt aggctaatcc
  1686541 ctgttgaccg tacttatatt tttgttcagt ttcgataaat tttttaccga aagaccaatg
  1686601 ggtatagtta atgggcatgc caatacttga ataggcatcc atcatttgtt ctgaggtgat
  1686661 cacttctatc tgatggggat aagtatcaag ccggtaatgt ttcgccaccc gatctatttg
  1686721 gtcgagatac acttgcagta gctcaaatgt ccagtcaggg ccgtcagtca ggcgcttatc
  1686781 ttgcgtggtc tgtttcgatg ttgaagttgt cattagcgca tcctcacgtt tttatcgccc
  1686841 aactcaaata ctcgtcactt tactaatcct agctcaatat caacaaactg aggcatggca
  1686901 agaccttatg tcaatataga ttatttcttc ctggcataat ggctaaactt actaaggtca
  1686961 tttatggttt attattctgt taaatggttt ttttatggaa tataaaacta ataaaaaaga
  1687021 cttttgcaat atgcgattca ttcgtgctga cgttcgtaat aataatagcc tttttcagta
  1687081 ttcatcccga attacggctt ggagtagggt gtttgttgct gcctggctaa actcattgaa
  1687141 ctgaaaagaa attacagcgt aaattaattg agagacaagt cacaatctat aattaatatg
  1687201 ttggctagtt ttttccactg ggttaatttt ctgtcaacag aatattatgc tttgtacatg
  1687261 ttttaggtga gggtgatatg cgcgttgtca ttttaggaag tggtgtggtg ggtgtcacca
  1687321 gtgcctggta tttggcgaaa gaggggcatg atgtcacggt tattgatcgt caggatggcc
  1687381 ccgcccagga aaccagtgcc ggtaacgcag gtcaaatctc accggggtat gccgcacctt
  1687441 gggcggcccc aggcgttcct ctgaaagcga tcaaatggat gtttcagcgc catgcgccct
  1687501 tggctatccg tttggatggt agcagcctcc agttacgttg gatgtggcaa atgctgagga
  1687561 attgcgatac ctctcactat atggtcaaca aaagccgtat ggtccgtctg gcggagtaca
  1687621 gccgtgattg tctgaaagac ttacgcgcag cgacaggtat tcaatatgaa ggtcgccaag
  1687681 gggggacgct gcagcttttc cgtaccgaac agcagtttga taacgcggcg aaagatatcg
  1687741 ccgtattgga tgatgccggt gtcccttatt cactgctgac ggcagaacaa ttagccacgg
  1687801 tggaacccgc cttggcgaag gttgcacata aacttactgg cggtttgcgc ttacccaatg
  1687861 atgaaacggg cgactgtaaa ttatttactg agcggttggc aaaaatggcc gagcaggctg
  1687921 gggtgaaatt tatcttcaat cgctcggtcg ataaactgtt ggtagagggg gaccaaatag
  1687981 ccggtgtact gtgtggtgat gacattatca aagccgatgc ctatgtggtg gctttcggcg
  1688041 cttattctac cgcgctactg gccgggctgg tgtctatccc ggtttatcca ttgaagggtt
  1688101 actcgttgac catcccaatt acggatccgg cctcggcacc tttttcaacg gttctggatg
  1688161 aaacttacaa gattgctatt acgcgctttg atgatcgtat ccgggtgggg gggatggctg
  1688221 aaattgttgg ttttaacacg caactggcac ctgcccggcg tgaaacgttg gaaatggtcg
  1688281 tccgtgatct gtatccccat ggtggtgata tcagccaggc ggtattctgg tccggtctgc
  1688341 gaccaatgac acccgatggc actccaatcg ttggccggac accgctgaaa aacctctatc
  1688401 ttaatacggg tcacggcaca ttggggtgga cgatggcatg cggctcgggt caattattgg
  1688461 ctgatataat acaaggtcgt cgcccagcca ttgtggctga tgatttatcg gtagcgcgtt
  1688521 accgcgcagg ttttcagcca ctgaatattg ccccgttaca cgatattcac cccatccgtt
  1688581 aatatcgtgt aacgcgatta tttgccgttg ttagtgtatt tcttccaact tgccgcggac
  1688641 atgtttactg gctcggcgcg cttgccacgc cagtaaacag ccagcatcac gatagccagt
  1688701 gacaacttag gttcaatcgg cagtgccatc gccaacaggc ctaatgccgc gcccccagcc
  1688761 atttgaacaa accccactaa cgctgaggcg acacccgctt cattcgcata gggttctaga
  1688821 gcataactgg tggcaggccc catcataaag gctaaaccgg cacaggcgct ggcaaccggt
  1688881 aacatataaa ccagccagtg atgctgcaca tcaacggaca gttgtgtcag accaaatagc
  1688941 aagccaaaac agcctaaggc catcaataaa ctaccgatca tcaggcaggt agggcggccc
  1689001 actttttgaa taatccggtt agcaaaaaaa ctgactgcca taatccagaa gccattagcc
  1689061 ccaaatgcca gcgaaaattg taacgggctg aggcctgcat caaccatcaa tacattcggt
  1689121 gccaatgata cataggttaa tgccatgccc atggctcctg cattgaccag agcaaatacc
  1689181 aaaaagcggc tatcacgcaa aatacgcagg tagtttttta ttggcaggcc atttattggt
  1689241 tgagtattcg ccgggcgggt ttcgggtaag aacataatga ttaagactaa aaccagtaat
  1689301 ccgtataatg ccaggaacca gaacggtgcc cgccagccaa aggcttcggc cagtaaacca
  1689361 cctaatagcg gggccaatgc ggggacaata ttcaacgtgc cattaaggaa gccaaaagca
  1689421 cgtgcggctt cattgccgct aaggcggtca cggacgccac tgaaggccac cacggctgtg
  1689481 cagcataccg agacaccttg taacaagcgg gagctgacga acatgactgg atccacggcc
  1689541 agagcggcca tcgcggcacc cagcatgtaa agaacaatac cgataatagc gattggctta
  1689601 cggccatatt tatcaaccaa tggcccagca atcagttgcc cgatacccag cacgagaata
  1689661 aacagcgcaa tagttgattg aatcagagac tcactactat tcagcccttt tgcaatggct
  1689721 ggaatggtcg gtagatagag atcgatcccc aaagggccaa gtaaaatcaa gcttaatagc
  1689781 aggaaaagga atttttgcat gaaaaagaaa tcgcatccaa attacaaagg cgacaagaat
  1689841 aagggcttta cccgtaaata ggaaacccat aagtgctaag cgtgattttg tgacactgtc
  1689901 acataatggt gaatggattt ttatggtatg ccaattgtgg gaagttcact tatcactgac
  1689961 ggcaatagtc gctagcaaga gttggctctc atcaataaaa aatgctatta cctgcccaga
  1690021 gggtagacag gtaatagcag acaggtaatg gcggatagat gccgttatgc aacatccata
  1690081 ttcccaaagc ggccaccatt aaaatcagcg atagcttcgg ctatttgtgc ctgagtattc
  1690141 atcacaaatg ggccataacc gacaataggc tcgtcgattg gctcaccgct taacagcagt
  1690201 aacacggtgt cattattggc ctcaatactc agatgagtgc ccgtgggatc cagtagtacc
  1690261 atttccgctt cgcgggcaat ggcatcacca ttcactaaga gggttccgtg taacacaatc
  1690321 agtgcggtgt tccagcctgc gggtagtgaa aactcacaac tctttccttg agttaaccga
  1690381 atatcccaga cattcagtgg tgaaaatgtc tttgctggcc caatgtttcc ggcatattca
  1690441 cctgcaataa cccgcagatt ccctgcatcg tcaggtaaat taacctgtgg aatagcctca
  1690501 cgacgaatcg cctgatagcc gggtgcggtc attttatctt tagcaggtaa attgacccat
  1690561 agctgtacca tctcaaaagg gccgcctttt tgcgcaaaag catctgagtg gaactcctca
  1690621 tgcagaatac ctgcacctgc agtcatccat tgcacatcac ccggaccaat gataccgccg
  1690681 ttaccagttg aatcgcggtg ttcgacttca ccgtgataaa cgatggtgac cgtttcaaaa
  1690741 ccacgatgtg gatgttgccc aaccccacgg cgttgcgtcg tcggggtaaa atccatgggg
  1690801 ccagcatagt ccagtagcaa gaacggactc agttgtttac cgtgactttg ataagaaaac
  1690861 attgaacgta ctgggaagcc atcgcctacc caatgttgac gaggtgcacg gtaaatacct
  1690921 tgaacttttt tcattatctt ctcctgatgc catcattaat caattgcagt acaggggacg
  1690981 cgatcaatca gggttcgcga tagccctgca gccaagttgg ataaagtata gttttaggat
  1691041 aatgtgagcg gtagtcggca aaattaactc tcactgttcc acaaatagaa caatacttgt
  1691101 cgaattgctt attataaaga gagaggcgga tatgcacgat ctcaatgatc tctattacta
  1691161 cgcagaagtt gtagaacatg gcgggttcag cgccgctgca cgggtgttgg gcttgcctaa
  1691221 gtccaagcta agccgccgat tggctctgct tgaggaacgt ctgggggtgc ggctcattca
  1691281 acgctcaacc cggcgctttg ctgtcactga tgttggccgt acctattacg agcattgtaa
  1691341 agcgatgatc gaagaggcaa gagcggcgca ggagtctatt gatttaacac gtgcggaacc
  1691401 acgcggtgtg gtgcgaatca cctgcccggt ggcgctgttg caggcgacgg tcagtaccat
  1691461 gctggcggat tttatggcca gttgtcctct ggtgacgatt catctggaag cgactaaccg
  1691521 gcaggttgat cccgttgctg aggccattga tattgcgatt cgcgtgcggc caccgccatt
  1691581 acaaaatagc gatttagtgc tgcgggttct gggtaatcgc tgccagtgtt tggtcgctag
  1691641 ccctgagttg atagggcgac agggtgaagt aaatactcca gttgatctaa ccggttggcc
  1691701 aagccttggg ttagggcaac ctcagcaaac gtttatttgg aacttagaag ggccggagaa
  1691761 ggctcatgca gcggtgtatc atcagccgcg gttggtgaca gcagatatga ataccttacg
  1691821 cagtgcggca ttggccggtg taggggtagt acaattgcca ctgatgatgg tgacggaaca
  1691881 actggccgaa ggcacattag ttcgcctatt gcctgattgg tcagtccgcc atgagattat
  1691941 tcatgctgtc tatccttcaa ggcgcgggtt gctaccttcg gtacgcagcg tattggatta
  1692001 tcttgttcag cgcttcagcc aattggatga acggtgagag tttggtgttt ataccgctaa
  1692061 cgtttgcacc gctagtgctt atgttgatga tacttatgtt gattatgctt atgtcgagga
  1692121 tgtttatgct gatggtgtga atcaggaaaa tgcgaatgag agtgtgccat cggtaggtgc
  1692181 tgatgacgat gcttatgcgc ggtacccgcg tctaccggaa agtcatggcg atgttgatga
  1692241 tgttcgtcat gaatatgttc atgctcatgt atcatttcat catgggtatg ttgatgttca
  1692301 tgctgctccg taagatgtaa cccgatccct atcgccatca aaagacccgc gatgagcaac
  1692361 ggaatggtga cagtgtcacc taaggcgaca gccaacactg cgcctaagaa cggagcaata
  1692421 gaaaaatagg caccggtgcg ggcagtaccg aggtgacgta atccaatgac aaatagcgcc
  1692481 aaactgacac cataagccaa aaatccaacc aacaatgcgc cagcgagatt tgccaaaggg
  1692541 ggcaatgttg ctccgagggc gaaggccagc gccagattaa ccactccggc aacgccccct
  1692601 ttgacggcgg caatccaggt tgcatcgttc agcgagactt tacgggtcag attgttatca
  1692661 attccccagg caaagcaggc acctaaaatg gccagcgtcg gccataatcc ggcaaattga
  1692721 gcctcttttg gccaccagtt aagtacttct tctggccagc taagcacaac tgcgccagcg
  1692781 atgataatca ccatccccag agcaatacga cggtcaacat tctctttgaa ggcaaaccag
  1692841 gctaaaaggg cggtgaatac cccttcagca ttgagtaaca gtgatgcgcc agaggcgggc
  1692901 atacccgtga ggccgaccat tagcagcacg ggtgcgatga tccccccgga gaggatggca
  1692961 ccaataaacc acaataattc attacggggc aggctcaccg ccgccgggcg agtgatcaaa
  1693021 cggtagagtg ttaagccaat acccgagcca aggtaaagta aaccggccaa taaccagggg
  1693081 ctaacggtat tcagtaattg ttttgccaga ggggtaccgg caccaaacag tattgcagca
  1693141 gacaatgccg ccaatacacc cggatgccgt agtccatcat accatttcat caattcagct
  1693201 cgtgatccac aaatagcggg aagtgataat tttagcccat agaaaaagcc ggaaaatgct
  1693261 ttctgaacaa gaaaaaatta accggctgat attgctgcta attatctacg gtctgtttgt
  1693321 ggaacaactc acggaagacg ggataaatat cttcgggttc acgaatatgt tgtatggcaa
  1693381 agttgtcgaa tttctcttcc agatcttcat actcgcgcca taacgtttga tgagcgcggc
  1693441 gggttatctc gatataactg tagtaacgca ccaccggtag aatctttttg gccagtaatt
  1693501 catggcacaa cggtgagtca tctgcccagt tatcaccatc agaagcctga gcggcataaa
  1693561 tgttccactg cgccgggtta taacgctctt gaaccacttc atccatcaat ttcagtgcac
  1693621 tggagacgat ggttccgccg gtttcttgcg agtagaaaaa ctcctgttca tccacttctt
  1693681 tggcttgcgt atggtggcgg atatacacca catcgacgtt tttataggtc cggctcagga
  1693741 agagatagag cagaatataa aaccgcttag ccatatcttt cgtggcttgg tccatggatc
  1693801 ccgagacatc catcaagcag aacatgacgg cttgactgga gggttcaggg cgacgctcgt
  1693861 aatttttata gcgtaaatca aaggtatcaa taaacggaac ccgagcaatt ttttgcttta
  1693921 actcggtaat cgccttgcgt aagcgttctt cttctaacaa ttgcgctggc tcagaattct
  1693981 ccagcacagt aagcgccgcc tccagttcac gcaactcgcg ccgtttgctg gcggtcatcg
  1694041 cagtccggcg agccagtgaa ttctgcagtg aacgtaccac actgatattg gctggcacgc
  1694101 cattagaggt atatcccgct cggtgtgtct taaattctgc cagctgttta tactggtttc
  1694161 ttttcagatt gggcagggcg agatcttcaa acagtaagtc caggtattca tctttagaga
  1694221 tctgaaagac aaactcatcc tcaccttcac catctttacc ggcattacct tgaccgctac
  1694281 cgccgccacc gccgccttga gggcggtcta cccggtcatt ggtgataaag tggtcattgc
  1694341 cagggtgcac tcgatggcgc aacccaccat tgccttgatg aaacattggc tcattgatgt
  1694401 cgtcgatagg tattgaaact gactcgccac tttctatatc ggttaccgac cgtttgttga
  1694461 tggcatcggc aatcgattgt ttaatttgcg acttatagcg gcgtaaaaag cgctggcgat
  1694521 tcaccatgct tttattcttg ccgttaagtc gtctgtcaat gaaatagccc atatatcccc
  1694581 caaacgactt tgccaagctt gcatccaccg gcctcacact gtccctttgt ccttggcgtt
  1694641 acagcatggt tagcggcaac gccaaggacg tagtgcatag ttttgccttc ctgtgcctga
  1694701 actctatttt cgatagaaaa attatgaaga ctttcttacc cgcagatacc attcacatag
  1694761 caaacgaact tgcttacggg tataaccttt ctccatcatc ctatcgacaa aatcatcatg
  1694821 ctttttctgt tcatccgttg acgttttggc attaaaggag ataaccggca gtaactcttc
  1694881 ggtattggag aacattttct tctcgatcac cgtgcgcaac ttttcataac tggtccagtt
  1694941 tggattacgg ccattgttat ttgctctggc gcgtaacaca aagttgacaa tttcattacg
  1695001 aaaatctttt ggattactga tacctgcggg tttttcaatt ttctccaatt ctgcattcag
  1695061 tgattcacgg tcaaacagct gaccggtatc aggatctcgg tactcttgat cctgaatcca
  1695121 aaaatcagca tagataacat aacggtcaaa tatgttctgg ccgtattcag agtaagattc
  1695181 cagataggcg gtttggatct ctttcccgat aaattcggca tattttggga tcagataacc
  1695241 ttttaagtgc tcaaggtatt tctctgcaat atcttgttgg aactgttcac gctcaatttg
  1695301 ttgttctaac acataaaaca gatgaactgg gttggctgcc acttcagcat ggtcaaagtt
  1695361 aaatacccgc gacagaattt taaaggcgaa acgggtggat aggccgctca tcccttcatc
  1695421 aacccccgcg taatcccgat actcctgata agatttggct tttggatcgg tatctttcaa
  1695481 actttcaccg tcatacaccc gcattttgga gtaaatgctg gaattcgctg gctctttcat
  1695541 tcgcgaaaga atcgagaacc gtgccagcgt ttccaacgtc cccggagcac aaggtgcatg
  1695601 ggtcagttca ctgttctgga gcaacttgtc ataaattttg atctcttccg agacccgtag
  1695661 gcagtaaggc actttgacga tataaacacg gtcaaggaag gcctcattgt ttttattatt
  1695721 acggaatgtc acccattcag attcgtttga gtgcgcgaga ataattccac taaatggaag
  1695781 ggcggatatt ccctccgttc cgttatagtt tccttcctgc gttgcggtca ataatggatg
  1695841 cagcacttta ataggtgctt taaacatctc aacgaattcc attatccctt ggtttgcgcg
  1695901 gcacaatgca ccggaataac cataggcgtc aggatcgttc tgggcgtgat gctccagctt
  1695961 acggatatcc acttttccca ccaatgcgga aatatcctga ttattctcat caccgggttc
  1696021 agtttttgct atcgcaatct gttcaaggat agaaggccag actttgataa ccttgaattt
  1696081 agtgatgtca ccgccaaact catgtagccg ttttgccgcc catggcgaca tgatagtacc
  1696141 gagatagcgg tttggaatgt tgtactcttt ggccaaaatt gccgcatctt cctgcgggtt
  1696201 aaataggcac agaggatggt cattcacggg gctacgttcg ccattagcac ttaatatata
  1696261 gataggcaca cgttgcatca gcgcttttaa gcgctccgcc agtgatgatt tacccccgcc
  1696321 gaccgggccg agcaaataaa ggatttgttt cttctcttcc agtccttgag cggcatgttt
  1696381 gagataagaa acaatctgtt ctatggcttc ctccatgcca tagaactctt caaacgcagg
  1696441 ataacgcgcg ataactcgat tagaaaatag ccgagacatg cgggattcta gtgcggtatc
  1696501 gaccatgact ggctcaccaa tagccatcag cagacgttca gccgcattgg catacgcact
  1696561 acgatcttgc tgacagatag cgaggaattc ctgcagagtg aactcttcgt ccttggccgc
  1696621 ttcatagcgc tggcgataat gatcaaatat gttcatagcg atgcccgtcc tgtttgaatg
  1696681 gttgggaaca taaaagagta gcagtgcttt attgggttaa aattttgaaa ctactacctt
  1696741 attgttatgg tcgcgtctcc tctaaaggtc aagttagccc tgaccataga tttgccaccc
  1696801 ttagaacaat aaataaccat tatttagtaa ttaaatctat tttttatttc attgtcagta
  1696861 tgttgtatat gattaattgg acttatctgt ttgaatatct cgttatttta ttgtaattaa
  1696921 atagacgtaa atttgggatt gccagtgagt ccatgattgg tagtaagtga agcagagggc
  1696981 acttacatca atttttcata tgtaaagatt tcgctactgg caaccaattg atttacacta
  1697041 agttagctga ttattttgtt actaagggaa tttacttcgt gaaaaaagat cgtaaagaaa
  1697101 tgaaccaaat aaaaacgctg gcggctttaa cggttgcatt ggctgtttgc atgccaaccg
  1697161 ccaatgcggg aaattggtct ctgggggctt ctgcattagt cagcccggac ccttaccgtg
  1697221 gcaagaatga tcgtgtctat cccgtacctg ttgtctctta tgagagcgat aatttttact
  1697281 tccgaacgct ggcagcaggt tattacctgt ggaacgatag cagtaatcgt ttatccatcg
  1697341 atgctttcta ctcaccactg cacttcaaac ccggtgacag tgacgatcag cagatgaagc
  1697401 aactcaatag acgtcgtagc accatgatgg cagggatgtc ttattctcac attgaggatt
  1697461 gggggactct gcgtgcgatg tttgctggtg atatattgga taacagtgat ggttttgtcg
  1697521 gtgacttagc gtatttgtac cgctttagca ttgatagctg gacgttaacg ccgggtgtcg
  1697581 gtgtgagttg gagcagcaaa gatcagaata gctattatta tggtgtgagc cgtggtgagt
  1697641 ctgcgcgcag tggtttggct gaatataacc caagcgatag ctggtcaccg tatttggagc
  1697701 tgtctgctaa ttacaacatc aatccaaatt ggaatgcttt ctttactggc cgttatatcc
  1697761 gtctggctaa tgaagttaaa aacagcccaa tggtggatca atcatacact ggcgtgttgt
  1697821 ggacaggcgt tacctataca ttccgctaat cagcgttgag ttgctatgag caagaccatg
  1697881 gggccaaagg ccccattttt atattgaccg gactgccggg attaggtgtt tttacgacta
  1697941 cggatggtca tcgccaaacg tgctggtgca tcaggcgcag ccaccaatgg cttgttgact
  1698001 cgtgcggttt ctacgcaaac catcgtttta tagccatcat ttggcatatc taccatgctg
  1698061 caggacaatt cagcgccggg gttccaggca accacatcac tttggtgatg gtgatggacc
  1698121 tcaatagttc gtttcagcgc ggcatctttt atcagactat aggcttcagg ttgggtatag
  1698181 acacggtcag tttggccgtt aaagactaaa tcgccttgtt gagtgacatc ggcaactttc
  1698241 agcactttat ctaaatattt ctcacccagc ccgctgactt taatttggct tatatcgcca
  1698301 atctggaagt aggtatgtaa tgccgcagca gcctgataat caccgtgtga ttccagttca
  1698361 acttcacatt catctcccaa cttgaaacgg gcgatcaggg tgaaggcatg tggccagtat
  1698421 tggcgggtca tgtcgttgtc ttcaagggtg aaagtcagaa tgacgccgtt ttcattttca
  1698481 tcatgagcac tgagcgtcca tggcaagatg cgggcaaaac catgggcagg ttgtgcggtt
  1698541 gggccaaacc aaggccaaca aattggaacc cctccacgaa tcgcaatacc ttctttaaaa
  1698601 ggcgtgttat tgctcagcca gataatgggt tgctcaccac tgggttgata ggccagtaag
  1698661 tgggccccct gcaaacttat tgccgcacgc accttaggat gagaaacaac cactaccggc
  1698721 aattcatcca gttgacgctg gctgatataa ggagaaattt gttcaacaac agggagagta
  1698781 aatactttct cgttcattcg tttggcctta tactggattc agttgagctt cagtctttcg
  1698841 ataatatcac aggcattgaa tcttgcagca agcgtgcgat gcaggtgtgg cgaatcattg
  1698901 atatggcgca agattatcct tcatgctgag atggctgaga tgttagcagt gcgtacttag
  1698961 ccgaatcagt tactcatcag aatgacttac tggagtagaa cgtagaggga gaggatgggg
  1699021 ttgggaatag ggcggcaaat cttattcggc gctataaaca agaaaagcca ctcgcgtgag
  1699081 tggctttagg tagaaatcta catcaatcga ttacttggag atgtgagaga tcagatccag
  1699141 aactttgttt gagtaaccag tttcgttatc gtaccaagaa accagtttca caaagttgtc
  1699201 attcagcgcg atacccgctt tagcatcaaa tactgaagtc agtttttcgc cgttgaaatc
  1699261 ggtagaaaca acgtcatctt cggtatagcc cagaacgcct ttcagctcgc cttctgaagc
  1699321 cgctttgatc gcagcacaga tttctttata agaagctggt ttctccagac gtgcggtcag
  1699381 gtcaacaaca gaaacgttag gagtagggac gcggaacgcc atacccgtca gtttaccgtt
  1699441 cagttctgga ataactttac ctactgcttt agccgcaccg gtagaagaag ggatgatgtt
  1699501 ctgggatgcg ccgcggccgc cgcgccagtc tttatgagac gggccatcaa cagttttttg
  1699561 agttgcggta gtcgcatgta cagtggtcat cagcgcttca acgataccaa atttgtcgtt
  1699621 gattacttta gccagtggag ccaggcagtt agtggtacaa gaagcgttag aaacgatttc
  1699681 ttggcctgcg taagctttgt ggttaacgcc cataacgaac ataggggtgt catctttaga
  1699741 tggaccagtc agaacaactt tcttagcgcc agcagcgatg tgcttacgtg cagtttcgtc
  1699801 agtcaggaac aggccagttg cttcagcaac aacatcaacg ttaacttcgt tccacttcag
  1699861 gttagccgga tctctctctg cggtaacacg gatggtttta ccgttaacaa ccagatggcc
  1699921 gtcttttact tctacagtac cgtcgaaacg accgtgggta gagtcgtatt tcagcatgta
  1699981 tgccatgtaa tcagcgtcca acagatcgtt gattgcaacg atttcgatgt cagaacgttc
  1700041 ctgagcagca cggaaaacaa tgcgaccgat acggccaaaa ccgttgatac ctactttgat
  1700101 agtcatatat tccaccagct atttgttagt gaataaaagg ttggttgtaa aattacaaaa
  1700161 accttgccga gcgtcaagcg gaatcgtgtc aattattgct acaaatcaaa ccaagggcgg
  1700221 tagttcgaac attaattaca cgtttccaga tacgataagc ctcgttacta tgttggggca
  1700281 caatattcag tttaaagtga taatcgataa tatttgcgat ttttatcaca tttacgccgt
  1700341 tgccacctcg atggcataca gtttaggaca attttaactg ctttgttgtt aattttttgt
  1700401 tattattaga cgttgttttc gttgacttta ttccctgcca gagaaccgca aaaatggcca
  1700461 aagaactgaa ccctacagaa aatattgaga aactgtccga tattcagcgg tatgtcaccc
  1700521 aagaacgtgg aacggaagcc cccttcacgg gcaaattgtt gcacaataag cgtgatgggg
  1700581 tgtaccaatg tctgtgttgt caccagccgc tctttatctc tgaatcaaag tttgattctg
  1700641 gctgtggttg gccaagcttc tatcaaccca ttgacgctga ttcaatacgc tatattgatg
  1700701 attattctca taatatgcat cgtatcgaaa ttcgttgtgg taattgtgat gcccatttgg
  1700761 ggcatgtatt ccccgacgga ccgcagccta cgggtgaacg ttattgcata aattcggcgt
  1700821 cactgaattt cgttgatgac caaaatggtg agcaaactgc aggctgaaga gaaacatcgt
  1700881 aattacatct atgaagaatc gattcagctt attattcgtt tatccgagga tgctctgatg
  1700941 gagcttgaag acctgatttc agtaatgacc cccgaaatat accagcgttt agtgcaagcc
  1701001 gttgaactgg ggaagtggcc agatggtgtg gcgctgacat ctgagcagaa ggaaaatagt
  1701061 ctgcaaatgg ttatgctgtg gcaggcccgc cataaccgtg atgctcaaca tatgagtatt
  1701121 ggcacagatg gtcagatagt gatgaaaacc aaacaagagc tgaaacagca gttcagtcag
  1701181 tcaacgttgg ttaagttgaa accagaataa tcgctaaggt acgcaaaatt gagttgcgta
  1701241 tcctcacata atcaatatcc tccggcattg ctgcctggca gagggttttc tgaatacaaa
  1701301 aaatgggcgc cgaggcaggc gcccattttt gcgcagaaag cgatcagtcg gctgaaacga
  1701361 cttcagccag gcattgttca agagccagta agttggcgcc tgcatcgctc attgcatcga
  1701421 aagccagttg gctgtcttgt ggttgcaagt ttaccccacg acacccatca ctgataaccg
  1701481 tggtttgata acccaaagcg agtgcatcca gtacgctata tttcacacag taatctgtgg
  1701541 ccagccccat aacatacagg tggtcaatgc tatgctgttg tagccagcta tctaatgctg
  1701601 ttttagctcg ccggccattg tcgaagaaag tgctgtaact gtcgatatca gggttttgcc
  1701661 ctttgcgaaa aatagctgta atagcgcctt gtttcagctg tgggtgcaat gctgcccctg
  1701721 gttgttcctg aacacaatgt accggccacc atacttgtac taacccttct agttccccaa
  1701781 ctgtgcccgg ctccgccttg gcgttcaccg caaagctacg gtgctcaatt gggtgccaat
  1701841 cttggctggc aatcaccggt atgttttttg cgagacaggc ttcaatcatg cggttagcca
  1701901 cgctaatgac ctcatcacct tcactaacag ccaacgctcc accaggacaa aagtcgtttt
  1701961 gtaaatcgat taagagcaag gctgctttca ttaaaacccc aaaagttatt gagtatcggt
  1702021 taattcacca cgtaaatttt gctgcatcag ttggcgaatc tcgttaggag ataaagattg
  1702081 gctcaacaaa taatgcagtt ttgtcaacgc cgcttcgact gtcatgtcaa atccactgat
  1702141 caccccagct tgggctaagg cattacccgt tgcatagccc cccatattga cactgccgga
  1702201 aatacactgc gtcaaattca cgacgacaat accacggtca ctggcgtttt ttagttcatc
  1702261 cagcagttct gctttctgcg gtgcgttgcc taccccatag gagcgtaaaa ttaaggcttt
  1702321 cacgggttgc agtagaaagt tccgcactac ggcaccggat atccctgggt agatagtgac
  1702381 caccccaatc ggctgtggcg taatgcgatg gacaatcagt ggaccattac tggtgggtga
  1702441 cacgaccgat gattggcggc gaatatggat ccctgcctcc agtaatacgg aaagattagg
  1702501 cgaggcgaaa gcatcaaagc catcggcatg ggccttggtg gtgcggttgc cacggaacag
  1702561 ttggttattg aagaataagc tgacttcatt caccggatgg ttggctgcca gatagagggc
  1702621 attcaacaaa ttggtttgcc catcagagcg tagctcggcc aatggaattt gtgagccggt
  1702681 aataatcaca ggtttggcca gattttccaa catgaaggac agggcggaag cagtaaatgc
  1702741 catggtatcg gtaccatgta aaatgacgaa gccatcatat aggtcataat tttgctgaat
  1702801 atcattggca atatgctgcc aatcctccgg ggtcatatcc gaagaatcaa ttaatggtgc
  1702861 atattcatgg atagtaaaat caggcatctc cggacgatgg aactcaggca ttaaagccag
  1702921 ttggcgttgc aaatgaccgg atacgggaat gtacccatta tctgaacgtt gcataccaat
  1702981 ggtgccaccc gtgtaagcga cgtaaataga tttcttctgc atgggggata cctgaaaagt
  1703041 aatgctggga ttggatgatt gaattataag gagctcagcg aggaaaaaca gcccgatggg
  1703101 tatcgggctg aatatctatc tgtattttag gacgattatt agcggacatc accacaggtt
  1703161 aggcacagag cataacgatt ctgcggatca ttcagggtat tgaataaacc atgttgatct
  1703221 ttaaccgcaa gcgccatagc agataaaggc gcgggtaacc acgtctgaat agccgctggc
  1703281 aacatagcgt gcaccgacgc gctcatttga cccaaaataa ggtcgcttaa gcttggctca
  1703341 tcaacaaacc aattcaattg ccaagtcttc agtttggcca gttctgccgc ctttttcacg
  1703401 gcatcatcaa aatcgccgag ttgatcgact aaaccgttac ttttagcatc gaggccaatc
  1703461 cacacatggc cttgtgcaat ttgatccact tgctcagggg tcttgtggcg agaagttgca
  1703521 accaaatcaa taaaggtttt atacccattt tcgatattga tttgcatcat ctgagagaac
  1703581 tcaggcggca atgctttggt cagtgacacg tcagctaatg gtgatgtcgc gacaccgtct
  1703641 gtatggacac caatacttgc cagtgaattt tggaaggtgt taatcacacc gaaaatacca
  1703701 atggagccgg tcagagtgct tgggctggca acgatatagt tcgctggtgt tgagatccaa
  1703761 tatccaccag aagccgccat tccacccatt gataccacca atggcttatg ggcagcacgt
  1703821 aatgcagcca attcggcgcg gatcagttca gaagcgctca cactgccgcc agggctgttt
  1703881 acacgcaaga taaccgcttt aatctttgga tctaaacggg cctggcgaat ttgtgctgcc
  1703941 agcgtatctc cccccacgtt cccagggggt tgcgggccgt caataattgc tccgttagcg
  1704001 aagagaaccg ctatctgttc cccttgctgt ggtgcgggtg ttggctgata gtcataaata
  1704061 ctgatgtagt tgaagtcatt agtcttttta ttccagccaa aggcttcaac cagtgcactt
  1704121 tctacttctg gtcgggctgc taattggtct accagtttgc tatccagtgc gtatttagct
  1704181 tgtgagccac ccgctacctg taagccactg atcacccctg cggccccagg gaacagttgt
  1704241 tctggggtga gtcggcggtt agcggagacc gtggtgaggt agttttgcca caagccaccc
  1704301 acccagcggc tatcggcttc acgggcagcg gcggacatat cattacggat catcggttca
  1704361 actgctgatt tataagtccc tacgcggaag atattggtcg tgactttaag attttccagc
  1704421 agtgacttgt aataaaggtt attgctggca aaaccgtgta ggtcaacagc cccttgtggc
  1704481 gagagataaa tcttattagc aaaactggct aaatagtatt gggtttgatt gtagctgtcg
  1704541 ccgacggcat aaattttctt gccggtgtcg cgaaattccc gtagagcctt accaatatat
  1704601 tgcagcgagg attgatctgc ccccgttaag tcactcagag acagaaccag gccgttaata
  1704661 ttgtcatcgt cttttgccag tcgaatggtt tctacaatat caaacaggga gttttcctgt
  1704721 aggcggttac tggatgcccc taatagctca cgtccccatt ggcgtagttt attattgata
  1704781 gcaggttgat ctacgatcac accgcttaaa tttaccagca gggcaccttt aactggctcc
  1704841 acaggcttac tttgaaattg aaaataaata ccgacaccga tcaaaataag cagtgccaaa
  1704901 aaaagattaa ggataagctc tctggtgaaa ttcagtagac gccaggtcca cttgaaaaaa
  1704961 ccagcaataa ttcgccacaa agtgcgcata tgatctccaa caaaaccggg aaagtagggt
  1705021 tatcctaatg acctgatgaa aaaaagtcag ctttaaatca tcgataagcc tagctgatag
  1705081 gtcaacgctg gcaacaaaac gtaaacttat gctaccgtgc tgaaaatgaa aatcgttatc
  1705141 aggagataat aatggatgcg ttggaactct tacttaaccg ccgctcggcg tcccgtttaa
  1705201 ccgctccggc cccagccggt gaggtcttgg accatattat tcacgcaggt atgcgagctc
  1705261 cggaccatgg tgccttgcag ccatggcgct ttgttctgat tgaaaacgaa gggttagtgc
  1705321 gttttagtca attgttacaa aaagcggttc agcaagatgg tgctgatgag acggtcttag
  1705381 agaaagcgaa gcaggcacct tttcgtgctc cgctgattat tacggtgatc gcccatgtaa
  1705441 ctgagaatgc caaagtgcct aattgggaac aggttgtttc tgccggttgt gcggtgcaag
  1705501 ccatgcaaat ggctgctttg gcacaggggt ttaatggtat ttggcgcacc ggttcttgga
  1705561 cccaccaccc agttgttcgt caggggtttg cgtgtcgtga acaagacgaa atagtcggct
  1705621 ttttgtatct cgggacaccg caattaaaat ctgcaactaa aatcatgcct ccagaccaca
  1705681 gcgcttttgt ccgctatttc taagtcttgc gcgttttgtc ttcactcatg ttatgcagct
  1705741 tatgttcttt acggggaata agctgcgttt tagcctgctt tgtgaccaac ctatctgccc
  1705801 gacaggggca ccgcacttac caagccacgt cttaagcgct accataggca atctggggat
  1705861 tattttattg aatcaatcga cgacttacta aactgcttat caccgaatga cctaacggga
  1705921 gagttctatg gcatcgccag cgatacgtct tactcaatac agccacggag cgggctgtgg
  1705981 ttgcaagatt tcaccaaaag ttttggataa aattttgcat actgagcaac aaaagttttt
  1706041 tgatccccgg ttgctggtgg gcaatgaaac gcgtgatgat gcagcggttt atgatattgg
  1706101 taacggtgtt ggcattatca gcacgactga tttttttatg ccgatcgttg atgatccttt
  1706161 tgattttggg cgtattgccg ccacaaacgc gatcagcgat gtatatgcta tgggcggtaa
  1706221 acccataatg gctattgcta ttttggggtg gcccattgac aaactggcac ccgaaatcgc
  1706281 acagcaagtg atcgagggtg ggcgatatgt ttgccagcaa gcggggattt ctttggcagg
  1706341 cgggcactct attgatgccc ctgaacccat tttgggtttg gctgttaccg gaattgtcag
  1706401 cactgaacag gttaagaaaa acagtgctgc aaagccagga tgcaaactgt ttttgaccaa
  1706461 gccattgggc attggcatct taacgacagc cgaaaagaaa agtaaattac ggccagaaca
  1706521 tcggggattg gcaacggaaa ccatgtgtca gttgaataag cccggcgctg attttgcgca
  1706581 tattcccggt gttaccgcca tgaccgatgt cacggggttt ggtctgttgg ggcatttgag
  1706641 tgaaatttgt cagggttctg gtgtccaggc cattctgcat tactctgcga tcccacgttt
  1706701 acctgccgtt gaagactata ttgctgaagg ttgtgttcca ggggggactg ggcgtaattt
  1706761 cgacagttat ggtcacctga tcggtaatat gtctgattta caaaaacaat tactttgtga
  1706821 tcctcaaacc tctggcggat tactgttggc ggtcttacct gatgctgaag ccgatgtaca
  1706881 ggccattgcc gctcagcacg gaatgaccct cagcccaatt ggtgaattaa cctcggcgga
  1706941 tagtcgccgg gcgctgattg agattgtagt gtgatggatt gtagtgtgat ggattgtagc
  1707001 gtgatgtttt ctttgacgta tttatgcggt gaatgatgcg actgtttatt gccgaaaaac
  1707061 ccagtttagc gcgagcgatt gcagatattt tgccaaaacc gcatcgtcga ggtgatggat
  1707121 tcatcgcctg tggtaatgat caaatggtga cctggtgtgt tggtcattta ctcgaacaag
  1707181 cccagccgga tgcttatgac agccgttatg cacgttggtc attagcggac ttaccgatca
  1707241 ttcctgaaaa atggcagcta caacctcgtc cttccgtcag caaacaactc aatgtgatta
  1707301 agcaactgtt acagcaagcc gatgaagtgg tccatgctgg cgacccggat agagaagggc
  1707361 aactgttagt tgatgaggtg ctggattatt tgggattggc cgcagagaaa cggcaaaatg
  1707421 ttcgtcgttg cttgattaac gatttaaacc cacaggcggt tgagcgtgca gtggagcgct
  1707481 tgcgttataa ccgcgagttt atcccgctgt gtgtttctgc gttggctcga gccagagccg
  1707541 attggctcta tggcatcaat atgactcgcg cctataccat tcttgggcgc aatgcgggct
  1707601 atgacggtgt tttatccgtc gggcgggtac aaacgcccgt attggggctg gttgttcgcc
  1707661 gtgatgaaga gattgaaagc ttcattccca aagatttttt tgaagttaaa gcccacatag
  1707721 tgacgcctgc agacgaacgt tttattgctc tctggcagcc gagtgactcc tgcgaatctt
  1707781 atcaggacga agaagggcgc ttgttgcatc ggccgcttgc agaacatgtt gtcaatcgca
  1707841 taaccggcca gcccgcgctg gtgacatcct ataatgataa acgggaatcg gaaacggcac
  1707901 cgttgccatt ctccttgtct acattacaaa tcgaagctgc aaaacgtttc ggcctcagtg
  1707961 ctcagcaagt attggatatt tgccaacggt tgtatgaaac gcacaaattg attacgtatc
  1708021 cccgttcgga ttgccgatat ctacctgaag agcattttgc cgggcgtcat tcggtgctta
  1708081 atgccattag tcttcatcag tcagaccttt tgccgcttga ggtcatggat agtgatcggc
  1708141 gcaaccgctg ctgggatgat aaaaaagtcg atgcgcacca cgctattatc ccaaccgcac
  1708201 gtgccagcaa agtgaatttg acgacggatg aaggcaaagt ataccggttg gtggcacagc
  1708261 aatatctgat gcaattctgt ccagatgcac agttccgtaa gtgtgtgatt gaattggata
  1708321 tcgctggcgg gaaatttatt gccaaggcac gctttttggc cgaggcggga tggcggacct
  1708381 tactgggcag taaagagcgt gatgaagaga acgaaggagc gccattgccg gtggtagcca
  1708441 aaggggctga attattatgc gaacgcggtg aggttgttga acgacaaact cagccacccc
  1708501 ggcctttcac cgacgccagt ttattatcgg cgatgacagg aattgcgcgt ttcgtacagg
  1708561 ataaagaact gaaaaaagtt ttgcgagcca ccgatggctt gggtacggaa gccactcgag
  1708621 caggtattat cgaactgctc ttcaagcgca cttttctctt taagaaaggg cgttatatac
  1708681 atgccagccc tgcgggacgc gcgttgattc atgcattacc ggatattgcg gcacggccag
  1708741 atatgacagc acattgggaa tcaacgttga cacaaatcag tgaaaaaaac tgccgctatc
  1708801 aagattttat gcaaccactg gtgatgacat tgcaggattt aattagtcag gcgaaacaaa
  1708861 atcgttctcc acaggttttc cgtgggttac ccgtcggccc ttcaggggca cccaagaaac
  1708921 gtaaaaaaat atcgtctaag gccaaggaga gtaaatcatg aaaacacggt tgctattgag
  1708981 ttgcattggc tttgccacac ttatttctgg tgcggcatta gcgaatcgta gcaatgttga
  1709041 tgtgattgtt cctttgccac cggaggtatg gaataactca tcaaaccgta acacgaacaa
  1709101 caacccgtgc acgcgttgct gtgtttatca aaatcagaat tattcagaag gcgcggtatt
  1709161 acggattgaa ggtgagattt tacaatgtgt gcgtgatgcc ggtgttattg gcaccaatcc
  1709221 actgatttgg aaaagactaa ccagatagtt ctctgtaggt ttattgtctc tgtgcgataa
  1709281 acgcgtctag cagcggaata tctgcgggcg ccagagagta gcggtacgcc tccagcggcg
  1709341 tcagccagat aaacgccgca tggcaatgcc ttactggctc tccgctaaaa tggttaacat
  1709401 accaggcatg taagcggata cggttattgg ctgctaccca ttggttggtt gcgatatacc
  1709461 cagcgacagt ggcctcgata cctaactctt cggcaagctc acggatcagc gcctgaggct
  1709521 gagtttctcc agcctcaact ttgcctccag gaaattccca cagccctgct tgatcgcttt
  1709581 gcccatcccg ctgggccagt aatatcttcc catcccgttc tataatggcg gcgacgacat
  1709641 caatcatttc gtgtttacct gattatggat aaatttacct aatgacggat aaatgtgctt
  1709701 aatacgcttg agaggtggcc ctgtatttaa acagggcgca gacattaaag tgagaattcg
  1709761 gaccaaaccg gcgcgtggtc tgatggtttt tccatcccac ggattgcata atcaatacct
  1709821 gtagcaatac aacgagccgc cagtggttga ctggccagca ataaatcgat gcgaaggcct
  1709881 ctgttttcat caaaaccacg ggaacggtaa tcaaaccatg aaaaatggtc attacaatca
  1709941 ggattagccg cgcggaaagt atcaaccaac ccccagtttt gcagacgttc cagccactct
  1710001 cgttcttctg gtaagaacga gcatttgcct gtgcgcagcc agcgtttacg gttatcttca
  1710061 ccaataccga tatctaaatc ggttggactg atattcaagt cccccatgat aagtacctgg
  1710121 gcctcagggg agagttgctc ctcaagatag cgttgcaggt cagcataaaa gcgcgcttta
  1710181 gcggggaact ttattggatg gtcacgactt tctccctgag gaaaataacc attgattacc
  1710241 gttaaggtgc cttgcggggt ggctaagtcg gccatgataa tacggcgctg tgcatcttct
  1710301 tcatcgcttg ggaaacctcg gcgcacagcc agtggctgtt ctttcgtcaa tagtgcaaca
  1710361 ccgtaatgac ctttttgccc atggtaaaaa acgtggtaac catgctggct gacgtcttca
  1710421 agaggaaaca tatcatcatg taccttagtt tcttgtaggc cgatcacatc cggttgatgc
  1710481 tgctcaatta ttgcggctaa ttgatgagga cgagcacgta ggccattgat attaaaagaa
  1710541 acgaacttca tggtcagcac cgtttttggc taaaaaatgt gagtggatat tagcagaata
  1710601 agaagaagaa tgtaatgttc tggctgagta taaaataatc tgatgtattt cctatttatt
  1710661 gaactgatta tataaatgct tatttattga tctataatca agagaaaata ttaataattt
  1710721 cttaaaaaga ataatttaat tacttggtga ttttttaaga tcattaaact attattttaa
  1710781 tgactaattt taataaaggt gatttgtcta aggtgattat ttaattaccc aaagaaatta
  1710841 aactatttgc tacgatattt atgagtaaat ttagggcgtt attaatttat aattttaaaa
  1710901 tttataataa aattaatcac ttttctgaca gttttaaact tgaagatatt gatatagatg
  1710961 cgactagttt cccttatttt aaaacgtaaa tcatagattt ttattacgtc tcataccttt
  1711021 atatacctga atccgttaat tgattttgta atagggaggt taaaaattag ttattaaaaa
  1711081 tcatggatct acagtgttat gtctgttaga aatgtttgtg atactacagt gggaatacat
  1711141 aacaaacact caacattgat ctagaaacat gagaatttac gttgttagaa tctatacagt
  1711201 agtcattttt ataatttata actcagccat gataagttta atttagcgta tttagataat
  1711261 aaatgaatta aacacatcta taacaagcga ctaaagcata gacgtcttta tgacttgtgg
  1711321 ttttttctga tgaacttttg acacaaagga ttggtgaatt atgtttctat ctcgaaagtt
  1711381 agaagccttt atggcagtag ttgagaatgg ttcgctaagt aaagccgcaa gagtgatgaa
  1711441 tagaacaaca cctcctgttg caaaatcgat aaaagacttt gaaagcataa tagggaaaaa
  1711501 actctttaaa agagagaaat ttggcatgag cctcacacgt gatggtgagg ttctatacaa
  1711561 tgatctaaaa gatttgtatc aacaagaaaa agaaataact aaaaagcatc tcacgggtca
  1711621 tgtgtcaaat gttattaata tttattacga ctggggtaaa agtgagaatt taactcaact
  1711681 ttataaaatc gcagaaaaaa acaatattca agcaaatata attaagtttt attatgaaaa
  1711741 tattgatgaa attggagatt atgatgggaa ttcacttata ttatcatctg agaaaatagc
  1711801 cagtgaaaga tttatgcttt tgaacgaagt acaagatatt ggttttggta tatatgggag
  1711861 aaaggatata attaatgaaa gtgaagatat tataaatatt cttcacagta atgtttggtt
  1711921 atgtaatccg acattataca aaagtaaatt tgttaagtca cttgaagaat ctgttaaaaa
  1711981 acaatatgat aaggttagtg ttaggcaggt tgataatttg gcctgttgtt tgaattttat
  1712041 ctattcagga cgttacattt gtattaccga ttcaataatg gatgatttta atggtgattc
  1712101 aaagttggat tttgtaaatt taacgaattt taaagatgaa aataaattat atttttacaa
  1712161 atcaagatca cactctagcg tattaaatcg tcttattgat tatatacata cattggagta
  1712221 atcgttaatt taagttagag aaaaaatgaa gcagtggtga ggaaaggact cgtcactgca
  1712281 ttctacgctc ggcgcgaacc ttgtcgaagg ttcttacctt tcccagatat gagaactatt
  1712341 ttattgctta gtgtatttgg gagagggaga tatttattag aaatggtggt gggggaagga
  1712401 ttattcgtca ctgcgttcct cacccttcgg gccgccgctt tgcgtcgttg tctcgctacg
  1712461 ctcggcgcga accttgtcga aggttcttac cttccccaga tatgagaact attttattgc
  1712521 ttagtgtatt tgggagaggg agatatttat tagaaatagt ggtgggggaa ggattattcg
  1712581 tcactgcgtt cctcaccctt cgggccgccg ctttgcgtcg ttgtctcgct acgctcggca
  1712641 cgaaccttgt cgaaggttct taccttcccc agatatgaga actattttat tgcttagtgt
  1712701 atttgggaga gagagatatt attagaaatg gtggtggggg aaggattcga accttcgaag
  1712761 tcgatgacgg cagatttaca gtctgctccc tttggccgct cgggaacccc accactggcc
  1712821 ttgctgctta tcaatactgt cttggtaagc ggggcgcatc atatcaaatg aagcgcccct
  1712881 gtaaagactt gaaatgaaaa aaataattcg ttcggtgctt ttttgtccgt gaagatggat
  1712941 atctagacaa aaaacatcac tttataggat aacagtgcgg ttaccgtaaa caaaaacacg
  1713001 ttgagcgaga acacggtata ggagactgta aacaatattg tgtaattgcc tgtttttgat
  1713061 atcttcactc caacaacgga gacaggcaaa ttatggacga aaagaaactt aaagcacttg
  1713121 cggctgaact ggctaaaggt cttaaaaccg aagccgacct taatgcattt tctcgtatgc
  1713181 taacaaagct taccgtcgaa acagcgttaa atgcagagct taccgaacac ctcgggcacg
  1713241 agaaaaatac ccctaaatca ggctcgaata cccgcaacgg ctattcgtcc aaaacactgc
  1713301 tatgcgacga cggcgaaatc gagctgaata cgccacgcga ccgcgaaaac acctttgaac
  1713361 cgcagctgat aaagaaaaat cagacgcgta tcacacagat ggacagccag attttgtccc
  1713421 tgtacgccaa aggcatgacc acccgcgaaa tcgtcgccac cttcaaagag atgtatgacg
  1713481 ccgatgtgtc tcccacgctg atatctaaag tcaccgatgc cgtaaaagag caggttgctg
  1713541 aatggcaaaa ccgccaactg gatgctctgt atcccattgt ttatatggac tgcattgtcg
  1713601 taaaagtccg ccagaacggt agcgtgataa acaaagcagt gttcctagcg ctgggcatca
  1713661 acactgaagg tcagaaagag ctgctgggca tgtggctggc agaaaatgaa ggtgcgaagt
  1713721 tctggctaag tgtgctgaca gagctaaaaa atcgcggtct tcaggacatt ctgattgcct
  1713781 gcgtggatgg cctgaagggg ttcccggatg cgataaacag tgtttatccg cagactcaca
  1713841 tccagctgtg catcatccat atggtacgca acagcctgaa atatgtgtca tggaaggact
  1713901 ataaagccgt caccagcggt ttgaaaatgg tgtatcaggc tccgacagaa gaggcggcgc
  1713961 tgatggcgct ggataagttt gcggaggcct gggacgacaa atacccgcaa attagcaaaa
  1714021 gttggcgtac gcactgggaa aatctcaata cattcttcgg ctatccgccc gatatccgca
  1714081 aggctatcta caccacgaat gccatcgaat cggtgaacag cgtgatccgt gcagccatta
  1714141 aaaagcgcaa agtgttcccg acagacgact cagtgcggaa ggttgtttat ttggcgatca
  1714201 aggatgcatc aaaaaaatgg agtatgccga tccagaactg gcggttagcg atgagccgtt
  1714261 ttattatcga gttcggtgac cgcctgagcg atcaccttta atacggtggc agttacacag
  1714321 aattatggac aggctccggt atagcgcact actgagaaca ttcttttcta catcacgacc
  1714381 agcacgcatc atatcttcag cagtataaga atgatccaca ttgatcacgt cctgcatgat
  1714441 gattgggcct tcatccaagc tatcatttac gtaatgagca gtagcgccaa taatcttcac
  1714501 tccgcgttca tacgcttggt ggtatggccg agcaccgata aatgcaggca aaaatgaatg
  1714561 atgaatatta ataatttgat aagggaaacg ttgcacaaag gccggtgtta gcacccgcat
  1714621 atatttagcc agaacaacat aatctggttg atattgttca attttctcaa tcaactgttg
  1714681 atcatgctgc tcacgggtga ggccttcatg gctgaccaga tggaatggga tatcaaaacg
  1714741 ctcgactaaa ttttgcaatg catcatggtt accaatgact gccgcaattt ctacatctaa
  1714801 gccaccataa gcactcttca ttaataagtc gccaaggcaa tgtgcttctt tcgttaccat
  1714861 aatgatgatg cggcggcgcc cagcaacgtg taactcgcga ttagtgcctt caggtaatgc
  1714921 atcgtcaaga tctgccagta atgtcgtatc gttaaaaatc ccctcaagct cggtgcgcat
  1714981 aaagaagcga ccagtcaggt gatcaacaaa ttcattattt tgtacgatat tcaattggtg
  1715041 cttgtagcag atattagtga tctttgcgat caaaccttta gcgtcagggc aaatagtgcg
  1715101 caatactttc ttttgtacat tctggtgtgg cataaggtgg taaatcctgt cttaacatta
  1715161 tttcatgttg tgtaagtgtc tgatatttta ggagtaacaa taaagaaata gtttaattaa
  1715221 cggccacagc atttcttgtg ttttttcccc gaaccgcaaa gacatgtatc gtttctaccc
  1715281 aaagaggggc ggataccgtc aatatagtac cagtgttctt ttatacgtag gaagcgagaa
  1715341 cgttcgtgca ttgccgttat ctgtgcatta tctgcatcgg tgaaacgggc aataaactcc
  1715401 acaaaagctt catcaggatg gcgaccggga gtctcagcaa taactgttag cccatgccac
  1715461 accgtcttgg taaagccttg aatgatactt tctcgccact cctgtgcatg acagtctgga
  1715521 tgccaggtag caatcagata atccacattt ttttctacat aagcacaata gcgcgagcgc
  1715581 atcaatattg ccggttttgc tgcaacctga gtgccgagga tgtaggggcc gcagcattcg
  1715641 tggtaattaa ggatgctgcc acaaggacac agttctgaca aaatttctcc agaataatca
  1715701 gcaaggccac tcgctcttat cgtatcacta cagagtaggg ctatatagga tggtggtact
  1715761 caatgtacgc ctatcttacc taatcactga ttgaggttca aagttgttcg tcttggtaag
  1715821 aatatttcgg catgaaagtt ttgtgatgga tatcacaaaa aaacttgacc gtcgttccat
  1715881 tatggcgtaa cttagtaact gtgatgtgcg tcacataaaa taatgatatt tacaggagca
  1715941 acccatgaaa ttcatcaata aaattatcgc aatgtttgaa aaaatgaacg tctcattcgg
  1716001 cactatcaac ggttaattat tatttctaat catccgtcag tcttcataat attctgaatt
  1716061 aaattcgaca tgtaggcaat gatacagtag ccattgtgag ttatctgtga aatgaaagca
  1716121 taatatgcaa ttacctatgt gtggaatatt ttattattag gtgccgttta acctttttat
  1716181 ttaacttaat tccgaatgtt tacgctgaat agccaccttt atggtggtta ttttgtttgc
  1716241 gtactcaggt caatcaaaca ttatctttat acccgtcgcc cttcaagata caggggtgac
  1716301 aactgttatt gacacttagc gtcaggagca gatttgaacg ctgcttgctg cggtctcgag
  1716361 taacgagcgc acatgcagct tgaagtaggg tgggtatatt tatacctaga taaatatctt
  1716421 taaatttagg atgttagatt ggctgaaaag catttttatg agtaatagag tgttcccgtg
  1716481 agccatggtg cttttgcata aaaaattgtt taacttcagg gataaacgtt ccatcagaaa
  1716541 gaaggtgtta catccagcaa tgctttctcc aatcttagcg atataacaca aatattcttc
  1716601 ctaccacatg cttctgcaag tagagtgcta gttggtacgc atctaattaa gtaatcaatg
  1716661 taataagaac atgatcaaat agatcggttt ggcatatttc agtcttcgct atgtaccctc
  1716721 cagtcatatc gttatatttt agttattaaa tgtaaaccat atgtatgtgt tcaacctgaa
  1716781 agataaatgt tcactgtggc gtcataggca ccaaacaata aatcggggag ataatatccc
  1716841 cttacttatg ttaaagaatg gagccatatg ccaataaatt gagcaatgag caacttgatc
  1716901 agatgtgtcc attcacatag gcataaaaaa gcagaattgg atgacaattt ctgacaagca
  1716961 caaacaacta ttttgagcca ctattaaact caaggtgagc aagagaagca gtgcatggaa
  1717021 aaaccactag caggtaaaaa tattttagtt gtcgaggatg aagtcgtatt ccgtaccgtc
  1717081 ttggcggaat acctcggctc acttggcgcg acaatccatc aggccgaaaa tgggctggcg
  1717141 gctttatatc agctaaaagg tcactctcct gacttgatcc tttgcgatct ggctatgccg
  1717201 aagatggggg ggattgagtt tgttgagcag ttactactga aagggataaa gatccctgta
  1717261 ttagtgatct ctgcaactga caagatggcg gatattgctc aggtattacg cttaggcgta
  1717321 aaagatgtgc tattgaaacc tatcgtggat ttgaatcgtt tacgtgaagc tgtattggcc
  1717381 tgcttgtatc ccacattatt tacttcccat gctattgagg aaacagagct cattcaggat
  1717441 tgggaggctt tacgcaaaaa tccaagtggt gccctacaat tgttaaaaca gttacagcct
  1717501 ccagcgcaac aaacccttgc tcattgtcgg ataaattatc gccagcttac catggtagaa
  1717561 aaaccagggt tggtactcga tattgcagcg ttatccgata aggatttagc tttctattgt
  1717621 ttggatgtca cccgtgcggg tgataatggg gttttagccg cattattatt acgtgtacta
  1717681 tttaatggca tcttacaaga gcatttaaca caccaacagc aacgtttacc acagatgtca
  1717741 tctttactta agcaggtcaa tctactatta agacgtacgc accttgatgg acagtttcct
  1717801 ttattagttg gttattacca tgttgagtat cagaatttaa ttttggtttc agccggtttg
  1717861 catgcaaata tcagcgcggg taaaaaccag attcagctta acaatggtgt ccctttaggg
  1717921 accttaaaaa cagcacactt aaaccaggtc agtcagcgct gtgaagcatg gcagtgtcag
  1717981 gtatggggcg gagggagccg tttaaggctg atgcttgctg ctgaagaata gtcatctcaa
  1718041 taatagtttt ttgcttcact tccttttttt ccccaatgag ttaaaccttc ccttgtttat
  1718101 aaatggtttt ataacaaacc agtaaaatca gcctaactga cgtcaattga agtgtatggt
  1718161 cgtatcgcga gaaatatcga tagatatacg ttcgcgacga cttgagtcta aaaatttaca
  1718221 ttcagacata ttattaattt tcgataacag tttgtcacct caggataaat taaggttaat
  1718281 ttccgataat cactgggagt aagtctggta ttgaatttca actcggagat cgagcgaatg
  1718341 aaggttacgg tttttggtat tggttatgtg ggacttgttc aagctacagt gcttgccgag
  1718401 gtggggcatg atgtcctttg tatcgatatt gatgctaata aagttgccga tttgaaaaaa
  1718461 ggccgtattg ctatttttga gccgggcttg gctccgttgg tcaaagaaaa ctatgaggca
  1718521 ggcagattac agttttcaac agatgcgcaa gctggtgtgg cacatggcgt cattcaattt
  1718581 attgctgtgg gtacacctcc tgatgaagac ggtgctgccg atcttaaata tgtccttgat
  1718641 gtggccagta ccattggcac gtatatggac tcacctaagg tcattatcga taaatctaca
  1718701 gtgcccgtgg ggacagcgga taaagtacat caagttatac aagctatttt ggagcagcgc
  1718761 ggtgagaaga tagattttag tgtggtatca aatcctgagt ttttaaaaga gggggccgca
  1718821 gttgctgatt gtaaacggcc tgaacgtatt gttattggta ttgatacgga tgacagtggt
  1718881 gctctagagt taatcagtga attatacgaa ccttttaatc gaaatcatga tcgtatgcta
  1718941 gtaatggata tccgtagtgc agaactgaca aagtatgctg caaacggcat gctggcaacg
  1719001 aaaataagtt tcatgaatga gattgctaat attgctgagc gattaggggc tgatatcgaa
  1719061 aaagttcgac agggcatcgg ttccgattca cgtattggat accatttcat ttattctggt
  1719121 tgtggttatg gggggtcttg tttcccaaaa gacatccaag cattaattcg tactgcagaa
  1719181 gataagggtt ataagcccca gctattgcag gctgtcgagc aaatcaataa tcagcagaag
  1719241 tataagttaa ctgaattcat taaaagtcat tttaattcgc agttagctgg aaaaacattt
  1719301 gctgtctggg gattggcctt taagcccaac accgatgata tgcgtgaggc accgagccgt
  1719361 gtggtaatgg aatcattgtg ggaagccggg gctacaattc aagcatacga tcccgaagca
  1719421 atggatgaga cgcaacgcat ttatggtgca agagatgatt tgagattaat ggggactaaa
  1719481 gagtctgcat tacagggagc tgatgccttg attatttgta ctgaatggca aagttttcgt
  1719541 gctccagatt ttgatatgat caagtcaagg ttaaagcacc ctgttatttt tgatgggcgt
  1719601 aatttgtacg atccagaacg cctaaatagt cgtgggttca cttattatgg aattgggcgt
  1719661 ggtgtttcga ttaatctatc atagtaagtg agaatgctga ttttatgtgt tgattacaaa
  1719721 acgttagtta aattttcgca cttgattttc atgtgtatga ccgaaaatca gtcgctaaca
  1719781 gaacaagcac ctaatagcgt aaagcgatac ccttgcttcg aattgggcag ttatatagat
  1719841 tattatattg ctataggtta gcaaagtatt cgcatgaaat tgcaaccgaa tcgatagatg
  1719901 agagttattc gtacaaaata atacattttg aattatgtta ctcatcataa ctatgttgct
  1719961 ggctaaaagt atggtgttca gtggttgtat gttaattcag cggctgtaca gtggacattt
  1720021 caacggtgat gacatcggtc agttaaatga aagacaaaaa aacaccctcc tattaatagg
  1720081 agggtgtttc gatagtaata gctaaagaaa taaaactatt acaacaggaa gtcatccagt
  1720141 gatttgcctt gctcttcaat ggccttctta atcactgcag gagtacggcc ttggcctgtc
  1720201 caagttttca gttcgccatt ctcatcttta tactgatatt tagcaggacg ttttgcttta
  1720261 ccagcagctt tagcagcagc tgaagcttgt agcagttcat ttggatcaat accgtcagca
  1720321 ataagcattt cacggtattg ttgcaattta cgtgcacgct cttcaatttc tgcttgtgat
  1720381 tgagattctt cttcgcggcg ttcattaacg accacttcaa gcttctcaag catttcttct
  1720441 agtgtttcaa gagtgcattc gcgcgcttga gcacgtagag tacggatgtt gttaagaatt
  1720501 tttaacgctt cgctcattgt cctagtctca aattataatt ggtggggggg cgtctggata
  1720561 ataatagagt gctattttaa tttctgcaat agccaatttg attagcatac tagaatttac
  1720621 gtattttatt actgaaaagt agccagtcac tacaaataaa cgagaaagag ttgttattct
  1720681 ctgacctatt tttaacacaa attttcgttt tgctgccaaa tgcccctaca tgtaaacatg
  1720741 acttttttac tggcttataa gtttacttta tatcaataaa gcaagaaata ggctgtttct
  1720801 gtatcgttat gtacaataac cggtagcgtc aggaaagtga gatatagttg taaagaaaag
  1720861 tagagtaagt caaaaaacgt gttgtattga gtattagtgc tatctgccaa tatttgttat
  1720921 cactatttct caaattaatc gtgaaaacac attacctgta tcattattga accaatgaag
  1720981 ctgtctgcat acccagcacc atttatggtg ctcatctatc gtttggttaa tgttcaatcg
  1721041 gagaatgtat catctgatta ttgtgagatt gctcatataa agtacttaat aattgaagat
  1721101 atgtttcaac tgaaatccat aatttgcttc attagtgata cctgtactta atagagaaaa
  1721161 cagcaatata gcagagtaat gggttcaacg cagagtctga gtttatgata aactgaatac
  1721221 atattgtcaa tatgattatt tattatacca ttggagtgac gggcccatgg ctcaacttta
  1721281 cttttattac tctgcaatga acgcggggaa atccacagca cttctacagt cctcatataa
  1721341 ctaccaagaa cgaggtatgc gcaccttggt gtttacggct gagatagata accgctttgg
  1721401 tgtcggaacg gtaagttcac gcattggcct ctcttctcag gcccagctct ataatagcgg
  1721461 gacatcattg ttatctatta tcgccgctga gcaccaggac acacctattc attgtattct
  1721521 attggatgaa tgtcaatttc tgactaaaga gcaggtccag gaactctgtc aggttgttga
  1721581 tgaattacat cttcctgttc tttgctacgg cctgcggact gattttctcg gcgaattatt
  1721641 tcccggtagt aaatatttac tggcgtgggc ggacaaatta gtggagttga aaaccatttg
  1721701 tcattgcggt cgtaaagcaa acatggttct tcgcctggat gagcagggga gagcggtaca
  1721761 caatggtgaa caggtcgtta ttggtggcaa tgaaagctat gtttctgtct gccgccgcca
  1721821 ttataaagaa gcaattaaag ccgcctgctg ttcgtagtat ccctaatcac taattagtga
  1721881 cagtagaata cctcactggc tttattatat gatcagtggg gtattgggct cttcgccagt
  1721941 tcattgcctt acaaagcatt tcacggtgct ctgatagtat tagatgtgtt tgggtaacgg
  1722001 tatctctcta atcgcgcatt tcttctctca ctttttgtca ataaaatggg cctgagtggg
  1722061 ggcgattaat tattgggggg accgagttca atcctacaat atcttccctg tccagcccat
  1722121 tcagcaatat tgtcttatga tatagctgtt tgaccctact gtcaacgacg gatgaaaagt
  1722181 gatccactta tatctccacc aacggcccaa tattgatcca ccgttttact caggattagc
  1722241 ttctgctata accccggcct ttcgtttctg tctgagtcga tagctttctc ctttgatttg
  1722301 aacgacatgt gagtggtgta agatacggtc cagcatcgct gaggtcagtg ctgcatcacc
  1722361 ggcgaacgtt tgatcccact gcccgaacgg cagattggat gtcaggatca ttgcgctctt
  1722421 ttcgtaacgt ttagcgatga cctggaagaa cagctttgct tcttcctgac tgaacggcag
  1722481 atagcctatt tcatcaatga tgagcaggcg gggggccatt actccacgct gaagcgtcgt
  1722541 tttataacgg ccctgacgtt gtgccgtaga taactgaagt aacagatctg ctgctgttgt
  1722601 gaagcgaact ttgatacctg cacggactgc ttcatagccc atcgctattg ccagatgggt
  1722661 tttccccaca cctgatggcc ccagtaatac gatattttca ttacgttcta tgaagctgag
  1722721 tgagcgtaac gactggagtt gcttctgcgg tgctccggtg gcgaatgtga agtcatactc
  1722781 ttcgaacgtt ttcaccgccg ggaaggctgc cattcgggta tacatcgcct gtttacgttg
  1722841 atgacgtgcc agtttttctt catgaagcag atgctccagg aagtccatat aactccattc
  1722901 ctggtctact gcctgttgtg acagcgcagg cgctgcgctt ataaggcttt ccagttgcaa
  1722961 ctgcccggcg agcgccatca gtcgttgatg ttgcagttcc atcatcacgc cactcctctg
  1723021 cagaatgagt cgtagatgga gagtggatga tgcagggggt gtttgtcgaa gttcaccaga
  1723081 ttttcatcaa gatgcacgtc atactctttt ttctccggag gcagtgccag catggactgc
  1723141 tgctcttcga gccagcgatc gcagggacgg gcctggattg tttcatgctt tcgttggtta
  1723201 gcgacatcgt gcagccagcg cagaccgtgg cggttggctg tttcaacatc gacagtgatc
  1723261 cccatcgggc gcaggcgagt cattagtggg atgtaaaaac tgttacgggt gtactgcacc
  1723321 atccgttcca ccttaccttt agtctgtgcc ctgaaggggc gacacagtcg gggagagaag
  1723381 cccatctcct tgccgaactg ccacagcgaa ggatggaacc ggtgctgacc ggtctgatat
  1723441 gcgtcacgtt gcagaaccac agttttcata ttgtcataca acacttcgcg cggcacacca
  1723501 ccaaagaagc ggaacgcatt acgatggcag gtctccagcg tgtcataacg catattgtca
  1723561 gtgaattcga tgtacagcat tcggctgtat ccgagaacag caacgaacac gtgaagcggt
  1723621 gagcgaccat tacgcatagt gccccagtca acctgcatct gtcgtccggg ttcagtttcg
  1723681 aaccgaacgg caggctcctg ctcctgagga accgagagag aacgaatgaa tgccctgaga
  1723741 atggtcattc cgccacgata tccctggtct ctgatctcgc gagcgattac cgttgccggg
  1723801 attttgtaag gatgagcatc ggcgatgcgt tgacgaatat aatcccggta ttcatccagg
  1723861 agtgaagcaa cagcaggtcg cggcgtatat tttggcggct cagattttgc ctgcaaataa
  1723921 cgtttaacgg tattgcggga gatccccagt tctctggcaa tcgcccggct actcattccc
  1723981 tgcttgtgca ggattttaat ttccataact gtctcaaaag tgaccataaa ctctcctgaa
  1724041 tcaggagagc agattacccc ctggatctga tttcaggcgt tgggtgtgga tcactattgc
  1724101 accgttcgtt acacctacaa atagttctgt gtattcagtt gcacaaggta attatcgtaa
  1724161 tgcctctgcc ctaaataatt cgcgttacaa gaaggtggaa agcgagagac aaattgtctg
  1724221 gaacccattt gaaccgcatt tatgctgtcc gcagggtaag ccgcaaggat gaggcgcatt
  1724281 aatcccgatg agctgagtga cttttttaag gtcaataccc gtaagtgatt cgggtgattg
  1724341 aatgtagcca acacacatgt agcttgaagt atgacgggta tataggcaat taaagagtga
  1724401 aaaggcggat agggtgttga acaacgcgga actgtaactc gctgaaagta tcattttgtt
  1724461 taattggtct gtaaaagaaa acccccgatc agcggctgct catcgggggt tatatcattt
  1724521 tttgcttacc ctatccgaaa atgcgggtaa gaccttcagg caacaattac tttttggtct
  1724581 ttttctcagc tttaggcgca gtagctgccg cgacttcttc ttcgcggtca aactcttcaa
  1724641 catattcgcg accgtaataa gtatccataa ggatctgttt cagctctgag atcagtgggt
  1724701 agcgtgggtt agcacctgtg cactggtcat caaatgcatc ttcagacaat ttgtctactt
  1724761 tagctaagaa gtcagcttcc tgaacacccg cttcgcgaat cgatgccggg atacccagtt
  1724821 cagctttgat ttcatctaac caagccagca gtttctggat tttttgtgca gtacggtcgc
  1724881 ccggtgcact cagccccaaa tgatctgcaa tttctgcata acgacgacgc gcttgtgggc
  1724941 ggtcatattg gctgaaggca gtctgttttg ttgggttgtc attcgcgttg tagcgaataa
  1725001 cgttagaaat caacatagca tttgccaagc cgtgtgggat atggaactca gaacccagtt
  1725061 tgtgggccat agagtgacag acacccaaga aggcgttagc aaaggcgata ccggcaattg
  1725121 ttgctgcatt atgtacacgt tcgcgagcaa ctgggttttt agccccttcg ttgtagctgg
  1725181 ctggcaagaa ttctttcaac agcttcagtg cttgcagcgc ctggccgtca gagtattcat
  1725241 tagccagtac agacacatag gcttccagtg cgtgcgttac tgcatccaga ccaccgaagg
  1725301 cacacagaga cttaggcata ttcataacaa ggttggcatc aacaatggcc atatctggtg
  1725361 tcaatgcata gtctgccaat ggatatttct ggcctgttgc gtcatcagta accacagcaa
  1725421 acggggtgac ttctgaaccg gtacctgatg tggttgtaat agcgaccaat ttcgctttta
  1725481 cacccatttt cgggaactta taaatgcgtt tacggatatc cataaaacgc aatgccagtt
  1725541 cttcgaaatg cgtttcagga tgttcgtaca ttacccacat gatttttgca gcatccatcg
  1725601 gtgaaccacc acccagagca ataataacgt ctggcttgaa ggagttcatc tgctctgcac
  1725661 ctttacgcac gatactcagg gtagggtcag cttctacttc gaagaaaact tcagtttcaa
  1725721 taccgtgaga tttcagtacg ctggtgactt ggtctgcata accgttgttg aacaagtagc
  1725781 ggtcagtcac gatgaaggca cgttttgcac cgtcagttgc cacttcttcc aacgctatag
  1725841 gcagagagcc gcgacggaag taaatagatt tcggtagttt atgccacaac atgttttctg
  1725901 ctcgcttagc cacagttttc ttgttgatca agtgtttcgg accgacgttt tcagagatgg
  1725961 agttaccacc ccaagaacca caacccagcg tcagagacgg tgccagcttg aagttataca
  1726021 agtcaccgat accaccttga gaggcagggg tgttgattag aattcgggcg gtcttcattt
  1726081 tatcgccgaa atatttaacg cgtgcagtct ggttatcttg gtcggtgtac agacaagagg
  1726141 tatgaccgat accgcccatc tccaccagtt tctctgcttt ttcaaccgct tcttcaaagt
  1726201 ttttagcacg atacattgcc agtgtaggcg acagtttttc atgagcaaat ggctctgatt
  1726261 catcgacaac tttgacttca ccgataagta tcttggtatt acttggcact ttaatgccag
  1726321 ccatctcagc gatcttagtt gctggctggc ccacgatggc tgcgtttaga ccgccatttt
  1726381 tcaggataat atcctgaacg gctttcaatt ctttaccttg taacaggtag ccaccatgag
  1726441 aagcaaaacg ctcgcgaacc gcatcgtaaa ccgagtcaac aacgatgatg gactgctctg
  1726501 acgcgcagat aacaccgtta tcaaaggttt tagacatcag aatagatgcg acaacacgtt
  1726561 taatatctgc agtttcgtca acgacgactg gcgtattacc cgcacctacg ccgatggctg
  1726621 gtttaccaga gctataggcc gctttaacca tacctggccc accggttgcc agaataagat
  1726681 taatgtctgg gtgatgcatc agttgattag ataattcaac tgttggagca tcaatccaac
  1726741 caataatatc cgctggcgca cctgctgcga tagcggcttg aagcacgata tccgcagctt
  1726801 tattggttgc gtctttagcg cgtggatgtg gggagaagat aataccgtta cgtgtcttca
  1726861 agctaatcag tgctttaaaa atagcggtag acgtagggtt agtggttggt acgataccgc
  1726921 agattagacc aataggttct gcgatagtga tcgtcccgaa ggtcttatct tcacacaaaa
  1726981 taccacaggt tttttcatct ttataagcat tgtaaatata ttcagaagca aagtggtttt
  1727041 tgatcacttt gtcttcaaca atacccatgc cagactctgt tacagccagt ttggctagtg
  1727101 gaatacgggc atccgcagcg gctaatgctg cagcacggaa gattttatca acttgctctt
  1727161 gcgaaaagtt ggcatactcg cgctgggctt tcttgacgcg tgctactagc tcgttaagtt
  1727221 cagcgacatt cgttacagcc ataatgctct cctgataatg ttaaactctt ttaataaatg
  1727281 agccgttgaa gcaactagta tagacaggct atagcgtgct gtatggtcga atagagatag
  1727341 tttttataac ttattttctc attcttacgg ccgatttact gaaagagctc ttagtctgct
  1727401 tagggtaaaa taaggaggga aacacttatt tcaacctcaa tctctcactt ttttagtggt
  1727461 tctatgtttt atcacggctc tgagcttaac tattcttagg tatgattttc gtgatttaaa
  1727521 tcacaaaaac atcaagctga caccattcag cattcatttt ttgagaatga ttgtcattat
  1727581 cgccatttgg gtggtgttta atgacgttaa aataactctg tcattactat tgattaacaa
  1727641 aaaacatttt aacgggatag gataaattga ttataaatgc tggcttattc aatagattcc
  1727701 tatgactaat tctattacat taacgcgcga ccttgctggg catcgtcaat gcggcggttt
  1727761 ttagtggaaa aagctgtagg gatgaggtgg tgagtcgcag gattaactgt ttcttactta
  1727821 tttttactta atagctgttc tctatttaat ttaaagcaat ttttatggtg acaggtgaca
  1727881 gttatggccc gcagtaacgg tatggtttga cgacgaaatc tggcttaact aaacgttcgg
  1727941 gttcaaccag agatattcgg gtttaaccaa agagagagtg tgcgggtaca ttagttataa
  1728001 tgcactgtta tcggtgatat ttttattagc aattctgtgg agtgacgtgt gagtcaatca
  1728061 ctgttggacc tttcaggtta catcaagttt tttgttggct tatttgcact ggttaaccca
  1728121 gtaggcatat tgccggtctt tattagtatg acaagctatc aggctgctgc tgggcgagat
  1728181 aaaacgaatc taacggcgaa cttatcagta gccataattt tgtggatctc cttgttcctt
  1728241 ggggatgcca ttctgacaat ttttggtatt tctattgatt cattccggat tgctggcgga
  1728301 attctggtcg tcagtattgc gatgtcgatg atcagcggta agcttggcga ggataagcaa
  1728361 aacaagcagg aaaaaactga aacagcggtt cgggagagta ttggtgttgt cccattggca
  1728421 ctgcctttaa tggctggacc aggagcaatc agctctacca tagtctggag ctcccgttac
  1728481 catagctggc agaatttatt ggggctgact gtggctatag cactgtttgc tttctgttgt
  1728541 tggttgctgt ttcgtgccgc tccattgctt gttcgtctgc tggggcagac aggtattaac
  1728601 gtcataacac gaattatggg gttattgctg atggcattgg gcattgagtt tattgtcacc
  1728661 ggtatcaaag ctattttccc cggattactt taaatcacac cattcagaat tttcgagagg
  1728721 ccactgaact attcttggtg gccttctcct ttttttccgc tttgtatttc tacatttaag
  1728781 cattaatttg gtgcaaataa tgcatttaaa ttagcctatt gcactttaat aatgcattaa
  1728841 tctttatctt gtacgattaa tatatctgac tctctgtttc tcctcattta ataacgaaaa
  1728901 tttccttgcc cgattaaatt tagtacgtaa gttgttgtta aaatgttcac atcattctat
  1728961 gaggctgtta ggaatctatt tagatgttac tagtgactat catttaatga gtggattttt
  1729021 gttctgcata tgagggggat gttaacgtta tgtttctttc ggtccctgtt gggtttttta
  1729081 ccgtttattt attctgcata aaaaatattt tagtaaataa attcaatatg ttatatggat
  1729141 ttattttaat ttttcacgtt aggtaatatt gctgccattt actcgaaaaa gagaattgcg
  1729201 taacattttt gtaaaaacca ttggcgccag atttcagctt ctgctaattt tcgggcaact
  1729261 ttttgaaaaa agttcgctta tatttttatg aaatttagct gtagtgatta ttttggaata
  1729321 gttaatttat tttgggatgg ttgatgcatt ttggaatagt tgatgcatgt cgttgatagc
  1729381 taattgacca tcgccataga caaaatatca ccacatgtga ggtttacgtt accgggttcg
  1729441 ttccccaggt aacgcaaatt tagaataccg tttaaaggtg agtttgcctg ttcactgggc
  1729501 aatacataat aaaatggagt acatataaac atgaccaaca tcacaaagaa gaatctcatt
  1729561 acagctgctg tagccgttgc aatgagcatg atggctgcgg gaaatacgtt tgctgccaat
  1729621 gttcccacag gcgtacaact ggctgagaag caagtgttag ttcgtaataa tggctccgag
  1729681 cctcaatcgt tggatccaca taaaattgaa ggggtacctg aatccaatat ttcacgtgat
  1729741 ctacttgaag ggctggtgat taatgaccct aatggcaata ttgtaccggg agccgcagag
  1729801 agttgggata ataaagactt taaagtctgg acgtttaata ttcgtaaaga tgccaaatgg
  1729861 tcaaatggtg accctgtaac ggcacaggat tttgtttaca gttggcaacg tctggctgat
  1729921 cctaaaacag tctctcctta tgcaagctat ttgcaatacg ctcatctcac taatatcgat
  1729981 gacattatta ccggtaaagc cgcgcctgac acgttgggtg taaaagcgtt ggatgatcat
  1730041 acgctggaag tgacattgtc tgagcctgtt ccttatttgg ataagctgtt agctcacccg
  1730101 tcaatgtcac cggtgaataa aaccgtggtc gagaaatttg gtgaaaaatg gacccaacca
  1730161 caaaattttg tggggaatgg tgcttataaa ctaaaagatt ggattgttaa cgaacgtatc
  1730221 gtattagaac gcagtcctac gtattgggat aatgcgaaaa cagtcatcaa tcaggtgact
  1730281 tatttgccaa tttcttctga agtgacggat gttaaccgct atcgcagcgg cgaaattgat
  1730341 atgacgtata acaacatgcc aattgaatta ttccaaaaac tgaaaaaaga aattccagat
  1730401 caagtccatg ttgatcccta tctgtgtact tattactacg aaattaacaa tcaaaaagcc
  1730461 ccttttacgg atgctcgtgt acgtgaagcg ctgaaattgg gtatggaccg cgatatcatc
  1730521 gtcaataaag ttaaaaatca gggagattta cccgcttatg gtttcacccc accctatacc
  1730581 agtggcgcgg agctgacgcc gccagagtgg tttagctgga cacaagaaaa acgtaatgaa
  1730641 gtagcgaaaa aactattggc tgaagccggg tacactaaag acaatccact gaagtttagc
  1730701 ttgttatata acacctccga tttacataaa aaattagcca ttgctgccgc ctctatttgg
  1730761 aagaaaaatc tgggtgtaga cgttaaactg gaaaaccaag agtggaaaac gttcctggat
  1730821 acccgtcacc aggggactta tgatgttgcc cgtgccgctt ggtgtgccga ttacaatgag
  1730881 ccatcctcct tcctaaatat gatgttatct aacagtagca acaacaccac ccattataaa
  1730941 agttcggtat ttgacaagct gatagaagac acgttgaaag tgaaatcgga aaaagagcgt
  1731001 gctgacttgt atcaacaagc ggaaatccag ttggataaag attctgccat tgtgcccgtg
  1731061 ttctattacg tgagtgcgcg tttagtgaaa ccttatgttg gcggctacac gggtaaggat
  1731121 ccactggaca atatgcacgt taaagatctt tatattatca agcagtaatg tatgaagggc
  1731181 aggcaactga gttggtggct gcccttattg cactaatgat ataaagtcgt cgttaaaggc
  1731241 taaaggtata ggcaatgtta aagtttattc tacgtcgttg tctggaagcg attccgacgc
  1731301 tatttatctt gattaccatc tcattcttta tgatgcgcct cgctcccgga agcccattta
  1731361 ctggtgagcg taaccttcct ccagaagtta tggctaatat tgaggcgaag tatcacctca
  1731421 atgatcctat ttataaacag tatttcaatt acttggggca acttgcaaaa ggtgaccttg
  1731481 gcccgtcgtt taaatataaa gattacaccg tgaacgattt agtttcatcg tcgtttcccg
  1731541 tctcagcaaa actggggttt gccgcattta tgttagcggt aatattaggt gtcagtgctg
  1731601 gagtgatcgc ggcgctgaac caaaatacga agtgggacta tacggtgatg ggttttgcga
  1731661 tgactggggt cgtcataccc agttttgtgg ttgctccttt attagtgctg gttttcgcca
  1731721 ttatattgaa atggctccct ggtggtggct ggaatggtgg tgcaccaaaa tatatcattt
  1731781 tacctatggt tgcgctgtca ttggcctata tcgccagtat tgcgcgtatt acccgcgggt
  1731841 caatgattga agttctgcac tccaatttta ttcgaactgc acgtgcgaag gggttaccac
  1731901 tacgtacaat tgtattgcgc catgcattaa agccagcgtt actaccggtt ctttcctata
  1731961 tggggccagc ttttgttggc attattacgg gatcgatggt tattgaaact atttttggct
  1732021 taccgggtat tggccaatta tttgtcaacg gggcgttaaa ccgcgattac tcattggtct
  1732081 tgagtctgac tattttggtc ggcgctttaa ctattttatt taatgcgatt gttgacgtgt
  1732141 tgtatgccgt tatcgatcca aaaatccgtt actagtactg gagcacgtca attatgttga
  1732201 gcaagaaaaa tagcgaagct ctggacgttt tcagtgaaaa actggaagtg gaaggacgca
  1732261 gtctttggca ggatgcccgc cgtcgctttg tgcataaccg tgcggcgatc accagtttgg
  1732321 tgatcctgat gttaattacc ttatttgtta ttttggctcc aatgctcgcg cagtttacct
  1732381 atgaggatac ggattggggg atgatgtcag ccgctcctga tattgagtct ggtcactatt
  1732441 ttggcaccga ttcatctggc cgtgatttac tggtacgggt tgccattggg gggcgtattt
  1732501 cattgatggt tggcgtcgct gccgcgttgg ttgccgtggt tgtcggtacc ttatacggct
  1732561 ctttgtccgg ttatcttggc ggaaaaatag attcgctaat gatgcgtttg cttgagattc
  1732621 ttaactcctt tccttttatg ttcttcgtta ttttactggt taccttcttc ggccagaata
  1732681 ttttattgat ctttgtcgct atcggtatgg tctcgtggct ggatatggca cgtattgttc
  1732741 gtgggcaaac attaagcttg aaacggaaag aatttattga agccgccctg gttggcgggg
  1732801 tttcaacccg caatattgtc ttgcgccata ttgtgccgaa tgtccttggg gtcgttgtgg
  1732861 tatacgcctc tttattggta ccaagtatga tcctattcga gtcttttttg agtttccttg
  1732921 gattagggac acaagaacca ctgagtagtt ggggggcact gttgagtgat ggtgccaatt
  1732981 caatggaagt ctcaccgtgg ctgctgatgt tccctgccgg tttcctggta gtgacattgt
  1733041 tttgttttaa ctttatcggc gatggcttac gtgatgccct tgatccgaaa gatcgctgag
  1733101 gagtagcgct atgacgacta tcaataatca ctctactgtt cagtcctctg tattgttgga
  1733161 ggttaaagat ctgacggtga ccttcggtac atcagatggt gatgtgactg cggttaacgc
  1733221 acttaatttt gccctgcgag cgggtgagac acttggcatt gtaggcgaat ctggctcagg
  1733281 aaaatcgcag actgccttcg ctttgatggg gctgttggcc agtaatggtc ggataggcgg
  1733341 ctctgcgaaa tttaatggcc gtgaaattct taatctgcca gaaaaacaat tgaatcgttt
  1733401 gcgggccgaa gagatcgcta tgattttcca agacccaatg acgtcgctga acccttatat
  1733461 gcgagtgggt gagcagttaa tggaagtact gcaattacat aagaaaatga gtaaaagcga
  1733521 agcatttgaa gagtctatcc gtatgcttga tgcagtaaaa atgcccgaag cacgtaaacg
  1733581 tatgcgcatg tatccacatg aattttctgg gggtatgcgt cagcgggtca tgattgcgat
  1733641 ggcactactg tgccgcccta agttattgat tgctgacgaa ccgacaacgg cattagatgt
  1733701 tactgttcag gctcaaatca tgacgttgct aaatgaactt aaaagagagt tcaacaccgc
  1733761 aattatcatg atcacccatg acttgggggt cgttgcaggg atttgtgaca aagtcttagt
  1733821 aatgtatgcg ggccgaacaa tggaatacgg ccaagcacgc gatatttttt atcatccaag
  1733881 ccacccctat tcgataggtt tattgaatgc cgttcctcgc cttgatgctg aaggtgaatc
  1733941 tctgataacc ataccgggta atccacccaa tttacttcgc ttgcccaaag ggtgtccatt
  1734001 ccagccccgt tgccaatatg ccatggatcg ttgttcaacg gcacctgtgt tggaacattt
  1734061 tggtgaaggc cgcttacgcg cctgttataa gccggtaggg gaattagtat gaatgccatg
  1734121 acagagaaga aagtattatt agaagtggct gatttgaagg tgtattttaa cattcaagat
  1734181 ggaaaacaat ggttttggca gccatcaaag acactaaaag ctgtcgatgg tgtcacattg
  1734241 cgtttatatg agggtgaaac gctgggggtg gttggggagt caggttgtgg caaatcaaca
  1734301 tttgcccgag ctatcattgg tttggtgaaa gccaccggag ggagcgttgc ctggttaggg
  1734361 aaagacttgc tcaatatgag tgatgcagac tggcgtgcga cccgtagcga tatccaaatg
  1734421 atatttcagg atccattagc gtcattaaac ccacgaatga ccatcggtga aatcattgct
  1734481 gaaccattac gcacttatca tccaaaaatt tcacgccagg aagtaaaaga taaagttaaa
  1734541 gcaatgatgc ttaaagtcgg gctactgcct aacttaatca accgctaccc tcatgaattt
  1734601 tcaggagggc agtgccagcg tattggtatt gcccgcgcat tgatcctcga acctaaactg
  1734661 gtgatctgtg atgagccagt ctctgccctt gacgtatcaa ttcaagctca agtcgtgaat
  1734721 ttattgcagc aattgcagcg tgagatgggg ttgtcactta tttttattgc tcatgattta
  1734781 gcggtggtaa aacatatttc tgatcgggta ttggtgatgt atctaggcca cgcggtggag
  1734841 ttggggacct atgatgaggt ttaccataac ccgcaacatc cctatacaaa agcattgatg
  1734901 tctgcggttc caattccaga tccagataaa gaaagagtaa aagtcattca gttgcttgaa
  1734961 ggagaattgc cttcaccgat tgatcccccc tcaggctgtg tattccgcac ccgttgccca
  1735021 attgccggta cggaatgtgc gaaaacacgt cctttattag aagggagttt ccgccacgcg
  1735081 gtttcgtgcc ttaaagttga cccactgtaa cttggtgatt ttctgtgatt acgtctgcat
  1735141 cgttcacggc agacgtggtc aagaatataa tacgaaatac ttatctgttt tccagggtcc
  1735201 aacatgttga aatctattgt atatacctgt catacttcga gctaagtatg tgctggttat
  1735261 tggcccatct atggacctca cctctgcgaa gccgctgcaa gcaatgttca aatctgctcc
  1735321 atcaataacg cttgtcaccc cagtcactga cttgttgttg acctcaaaat acataagctc
  1735381 ctgagactta ctcagttgcc gccttcctgc aactcgaatt atttggggta tatattttta
  1735441 atttagccat tcaaaaatta aattaatatt taaagcctct tgtgtaatta tatttaattt
  1735501 aaataaaata aattggccga tagattttat gaattaattt attttcatta gtcccattga
  1735561 cgaattaaaa catattaagt taatgtgttt ttgtcattta attaaatgac tctttaaatt
  1735621 ctgatgtaat taacttatac atttttaatg ttttattaaa ggaataggat atgaaaaaat
  1735681 taattttact ttcatcattg tttttacttt catcttctgc ttttgcaatt aatgagagag
  1735741 gtgaatatga ggaagaagac tttaaaaaac actgtgataa aacagccgcg acgatagtga
  1735801 agtacgcgac tccagggttt aatatcttct caatttttaa agacttaatc gagcacggtg
  1735861 agttgaaaga tggttgcgga aactaaaaat atgttcccag atatcctaaa taagagcgtc
  1735921 taatatcgta tatacctatc gcccttcaat atctaggggg gggagctgct cttgctcacc
  1735981 tcagtcactt agttatctaa gtgactgagg atttactcga ttgctgccta cctgtatctt
  1736041 gaagtaactt gagtatatat ctgcactgtt aaagatatag agcgatcctg tattttagtc
  1736101 gtgctcttgc taaggataat taagatacat tgccccgggg ttgaactatg gggcaatgat
  1736161 taactcttta tttttttgat aactttattc tttccataat atgtggcaaa gcttgtgatc
  1736221 tttctctcgg cacagcagta ctcgggcaaa aatatcgtta atttcctcac catcactgtc
  1736281 ggctaaaccg ataacaactt cagcgaaaaa gtcaggattt atgtcaaaat cgacatgctc
  1736341 ctgccaatct tccgccggat caaacaactc agcaccaccg cgctcttcaa actgaagatt
  1736401 aaacaataga atatcggctg gatcgaggtt atcccccgcg agttccagaa aaatatcgta
  1736461 tgcctgttcc agtgtttcat cttcagtgag gcgattattg agatccatcg agcttggctc
  1736521 ttgtgtgttc tggtccatgt gcagattccc atttatcatt tgcggattgt gctaattaaa
  1736581 acattctcgc taggtttttt acaattttta tcctgcccaa taccgctcat tcagataatc
  1736641 tgcaatttcg tggtcatgaa ttcttcggtt ttttacaata atgggctgaa aaaatagaat
  1736701 aaacgctcag ttactcggtg ccaaagaggg cgcttgttcc accgttcacc atccaataag
  1736761 gcagagcggg cgatataatc atcctgaact tgtgctaaat cagccccaaa gccatcatca
  1736821 tcaatcacca gtgtgatttc aaaattcagc cacaaactgc gcatatccag attaacagtg
  1736881 ccgactaaac ttagctgtcc atcgaccaga acacttttac tgtgtaatag gccgccttca
  1736941 aactgataaa ttttaacgcc tgcattcagc aattcggtga agaatgctcg gctggcccag
  1737001 cgaaccatca tcgaatcatt ctcacgcggg acaataatac tgacatcaac cccgcgttgt
  1737061 gccgcggtac agatggcatg taataagtca tcactgggga caaaatatgg cgtagtcata
  1737121 attaactgtt cacgtgcggc atacacagct gttaataatg cctggtggat catttcttct
  1737181 gggaaaccag ggccagaagc gatgacttga atcgtatgac cagtctcttc ttcgaatggc
  1737241 ataatattcg cgtcgggggg cgggggtaaa atacgtttgc ctgtttcaat ttcccagtca
  1737301 caggcataaa caatacctag ggttgtggct accgggcctt ccatgcgcgc catcatatca
  1737361 atccactgac caaccccggc atcttgtttg aagaaccggg gatctaccat gttcatactg
  1737421 ccggtataag caacatagtt gtcgattaac acaattttcc gatgttggcg cagatccatt
  1737481 cggcgcaaga acatacgaaa tacattaact ttaagtgcct caaccacctc aatacctgca
  1737541 ttacgcatca ttgcgggata agggctgcgg aaaaattgct tgctacccgc tgaatcgagt
  1737601 aacagccggc aatgaacgcc gcgtcgagcc gcagccatca acgattcagc cacctgatcg
  1737661 accagaccac caggttgcca aatataaaac accatttcta tattgtggcg ggcgagttca
  1737721 atatctcgta ctagcgcttt tagtgtgtca tcggttgttg ttaatagttg tagttgattt
  1737781 cctttaacac cgtttattcc ttgacgccgt tcacataatt gaaacagtgg gctggcaact
  1737841 tcgctattag agttagcaaa gatatgttgg cattccttga gttcactcag ccagcgagcg
  1737901 gtcgatggcc acatggcttt agctcgttca gcacgccgct tacccaaatg caattcaccg
  1737961 aatgaaaggt aagcaattat ccccaccaat ggcagaatgt agataatcag taaccaagcc
  1738021 atagcagaag gaacggccct gcgtttcatc agaatacgca atgttacccc ggcaatgagt
  1738081 aaccagtagc caaaaacgga aagccaactg attacggtat aaaatgtcgt cataagggcg
  1738141 taaatcctgt tcacaaacgg tcactaaaga gtgtacgcac agtatcgaga aggtgaaacc
  1738201 tttaatcggt tatattgatg tataaaatct tttcatctaa aaggacttgc aactctcgat
  1738261 aaaatgataa ataggaggtt attgacaaag tgcccgcgac ggagagaaca ggcagatcgt
  1738321 aaagacgccg taaatacatc catgtaggct cgagccgcgc catccttggc gcggacgctt
  1738381 tactcctctg cctatcctca ccgttcaaga tcgcgtcatc ggggtttgtc agcagtctga
  1738441 aatagatcat tatttatagt tttgagggca tgtcgggggc ttttaatctg ggccgctatt
  1738501 ttaccactta cggcttggcg ctgaggttga aaagcttata atggatgggt tttcggcttt
  1738561 ggaagaatag tttcatgaga cggagtagaa atgaagttgg tcgctggcgt atgctgcgac
  1738621 aaaatcaacg gcgtaaaacc cgctggcttg aaggccaatc acggcgttac cggcatatct
  1738681 attgtgttag gcaactccac gagcatcagc atcgtagggc gttgttattc accgtagctt
  1738741 atgagtggta agaccctatt atggtaataa ggcagtctct atgaggctgt ttttgttttg
  1738801 aatctttccc tgaaaataga caaaatagtt ttgcatttaa atatttcatg agagatattt
  1738861 atcatggtta attttatgcg gatagcggat agtttgattt tatttttata agtcagccat
  1738921 ctaaatataa gactgttttt atttaaaata agaataaatc atttattaaa ggatctattt
  1738981 acacaagttg ctaattgacg atctaaaaaa tgacgtttat tattcttgca actctctttg
  1739041 ttggttttat tctgattgtc tttttttgaa taactctaat catgagagtt aataattatc
  1739101 tgaataattg gatttgcaat aaaataaact ataagtttcc tgccttatca aaaattaact
  1739161 tttaataaat ggaatcatta tgaaatggat tacgacatta gcgcctcttt cactcgcatt
  1739221 atctttgggt atctcggtgg cgaatgctgc cagtgatgct agcaacacgg tatctttcgg
  1739281 ttacgctcag agtacgctaa aaattgatgg ggagaaaatt ggaaaagata ataaaggttt
  1739341 taatctaaag tatcgccatg agttagattc agtacttggc attgtcgcct cttttaccca
  1739401 taccaagcaa aactacggta tgcctggaga tagcgatggg aagagaaagg ttgagtatta
  1739461 ttctttgatg gtgggtccta gttggcgctt taatgaattc gtcagtgcct acgcattaat
  1739521 aggtgcaacc caaggtaaga gtacacacac taagccgcgt atggtaagca acactgttag
  1739581 caaaacaagc atggggtatg gtgctggctt gcagttcaat ccggtaaaac acgttgctat
  1739641 tgatacagct tatgaatacg ccaaaataga ggatgtaaaa ataggaactt ggattgtggg
  1739701 ggttggttac cgcttctaat attctgttga ttaacgcaga taaccagaat gacttactgg
  1739761 ttattattac ttttatgcca ccttataaac tcggtggctt ttacattcgg ataacaaaat
  1739821 agacatagat aaaagttaga tttttgtatg tcgggtatat taatttgcag tgaatatcac
  1739881 agttatataa ttctgattag cagatgatgt gataccgatt acagcaaagg ctatggttta
  1739941 tgtctcagta taaattagct aaaacagtat tctttgggga cttgaaagtc agcgccgctc
  1740001 tctataagta tgaaatttat tgtgaagagt cagagttgat ttaccacgcg gccatttatt
  1740061 ctgaacaagt tattgctgct ggtaaacaca cctatccagt ttgggtcaga aaagatcata
  1740121 tgatattaaa atcaccagca catatcttgg agaaggccgt tgaggcttgc gaagagcatt
  1740181 ggctgaaaca ctacaaaggg tagcgttatg ctgaggtttt ctatcgtggt taattaacaa
  1740241 aaaaaactta taataatacg cctagcttta ggcgtattat tatatctagt gtctacaacc
  1740301 gtgggctgtt taataagact aatcaaaaaa acgagataag aacccttttt ttctgtagtg
  1740361 cttggatttt gagtatccgt gattaccatg ctctctctca tcagagaatg aggttgctgg
  1740421 tgagttttct accgattttt caatgagttt gtctaatttt ccgcgatcca accaaacacc
  1740481 acggcaattt ggacaatagt ctatctcaat acttttgcgt tcagtcatca ctaactgggt
  1740541 attattgcac accggacatt ccatagcttt catctccgca ttaaatcaac gtgacctgag
  1740601 tttgtgcgat atagaaactg tccttaatta gacaatgatt ccaggtaatt atgtgtaagt
  1740661 gtggttaaat taatgcggtg aatatgtaaa attcatgatt gtagggagga tgattgtaga
  1740721 gagcaacgcg tatatctcgg agttgatacc cgctggctac acgcgtaggg agaatgactt
  1740781 ttagattcaa aacacccgtt taaagggttt aataattacc gactggtaaa cacctgcggc
  1740841 aacataagga tcttgttcag cccatatctc agcttcttgc aatgaggaaa agtcagcaat
  1740901 cactgtcgag ccagtaaagc cggcattacc gggatcggca ctgtcgatgg ctgggttagg
  1740961 tccagcggtc agtaaacggc cttgatcctg taaagcctgt aagcgagcca aatgcgcagg
  1741021 acgcacagac attcgcttct ccaatgagtt aggtacatct gtagcaaata tgacgtaaaa
  1741081 catttttcac ctttaaaatc ataataatga tagttatcaa tggtgttcaa taacagcatg
  1741141 ttacactcac gaatacaacc atgggaaagc taacaatggg tgttaccact taatggttgt
  1741201 tatcacttag ctacccatca tggaataaaa tgatctctaa gagtaaagat aaagtgctgc
  1741261 cacggcgaga ttgtggatta aaacgtcatt tagcgctaat taacgagaat gtttgtcgtt
  1741321 ccttattgaa catgattgct atttgcattt aaacttggct gcatcagagg acattgaatc
  1741381 attatgcagc taataaaatt tttctcagat cgacggttaa catggtcact cattttttca
  1741441 atagggttgc acgggagtgt tgttgcggca ctgctgtacg tttccgtaga gcaaatgaaa
  1741501 attcaacctg aaattgagga tacgcctctt gctgtaacga tggtcaatat agcggaattt
  1741561 gctgcaccac aaccggctgc cgccgcgcca gagccagttc aagaaacacc agccgtgccc
  1741621 gaagagacac cgcctgtgct tgaagagaca ccaccggaac ctgaagagct gcctgagcct
  1741681 gttccggtgc ctgttcctga acccgtgaaa cccaagccga agcctgttaa gaaagaagtt
  1741741 aagaagccgg aagtgaagaa gacgcaagca ccgccggatg acaaaccgtt taaatctgat
  1741801 gaggccgcgc tggttgcgaa caatgcaccg gtaaaatcgg caccagttgc ctcaacacct
  1741861 ggcttatcaa catccgctgg gccaaaggca ctgagtaagg ctaaaccctc ttatccggct
  1741921 cgagcattgg ctttagggat tgaagggcag gttaaagtac agtacgacat tgatgagagt
  1741981 gggcgagtga cgaatgtcag agtgttagaa gcaacaccac gtaatacttt tgagcgtgaa
  1742041 gtgaagcagg tcatgcgtaa atggcgtttt gaagcggtcg ctgctaaaaa ctatgtgact
  1742101 accattgtgt tcaagctcga tggcaaaatg gaaatgaatt aagagcctgt ccataattct
  1742161 gtgtaactgc caccgtatta aaggtgatcg ctcaggcggt caccgaactc gataataaaa
  1742221 cggctcatcg ctaaccgcca gttctggatc ggcatactcc atttttttga tgcatccttg
  1742281 atcgccaaat aaacaacctt ccgcactgag tcgtctgtcg ggaacacttt gcgcttttta
  1742341 atggctgcac ggatcacgct gttcaccgat tcgatggcat tcgtggtgta gatagccttg
  1742401 cggatatcgg gcggatagcc gaagaatgta ttgagatttt cccagtgcgt acgccaactt
  1742461 ttgctaattt gcgggtattt gtcgtcccag gcctccgcaa acttatccag cgccatcagc
  1742521 gccgcctctt ctgtcggagc ctgatacacc attttcaaac cgctggtgac ggctttatag
  1742581 tccttccatg acacatattt caggctgttg cgtaccatat ggatgatgca cagctggatg
  1742641 tgagtctgcg gataaacact gtttatcgca tccgggaacc ccttcaggcc atccacgcag
  1742701 gcaatcagaa tgtcctgaag accgcgattt tttagctctg tcagcacact tagccagaac
  1742761 ttcgcacctt cattttctgc cagccacatg cccagcagct ctttctgacc ttcagtgttg
  1742821 atgcccagcg ctaggaacac tgctttgttt atcacgctac cgttctggcg gacttttacg
  1742881 acaatgcagt ccatataaac aatgggatac agagcatcca gttggcggtt ttgccattca
  1742941 gcaacctgct cttttacggc atcggtgact ttagatatca gcgtgggaga cacatcggcg
  1743001 tcatacatct ctttgaaggt ggcgacgatt tcgcgggtgg tcatgccttt ggcgtacagg
  1743061 gacaaaatct ggctgtccat ctgtgtgata cgcgtctgat ttttctttat cagctgcggt
  1743121 tcaaaggtgt tttcgcggtc gcgtggcgta ttcagctcga tttcgccgtc gtcgcatagc
  1743181 agtgttttgg acgaatagcc gttgcgggta ttcgagcctg atttaggggt atttttctcg
  1743241 tgcccgaggt gttcggtaag ctctgcattt aacgctgttt cgacggtaag ctttgttagc
  1743301 atacgagaaa atgcattaag gtcggcttcg gttttaagac ctttagccag ttcagccgca
  1743361 agtgctttaa gtttcttttc gtccataatt tgcctgtctc cgttgttgga gtgaagatat
  1743421 caaaaacagg caattacaca atattgttta cagtctctga attaaataag actgtcacca
  1743481 acctcagggc cgcttttgcg gcccttcttg tttgatcaat actctcacat tcattattga
  1743541 gtcgcaccta cttcgaaatt acctttaccg ctcggtaatc cacggggttt acccgcatca
  1743601 tcaaccgcga cataggtgaa taccgcttca gtagcacgat aacgctgccc tattggctca
  1743661 gaagaaacct tttttaccca tacttcaatg ttaatggtga tagagctgtg cccggtttta
  1743721 atacagcgtg catagcagca aacaacgtca ccaacagcca caggcttaag aaacgtcatg
  1743781 ccatcaacac gaaccgtcac aacgcgaccc tgtgcaattt ctttagcttg gatagcgcca
  1743841 ccaatatcca tttgagacat caaccaaccg ccaaatatat ccccgttggc gttggtgtct
  1743901 gctggcattg ccagagtgcg aagcactaac tcaccgttag gtaatgaaag ttcaccgcca
  1743961 gatagttgtt gttcctgagt catttctgtc tgcttttaaa agttaatcca ctgactaagg
  1744021 gcggcccact gagcgttcag tgagcatcaa aataacgttt atttaagact tcttctgctc
  1744081 ttccggcata tggcgataaa tataaacgcc actgatcaac gtaaatatca gtgtcagagc
  1744141 ggttaagccg aaaactttaa agttgaccca aatatcctga ggcaaccaaa acgcgacata
  1744201 aatattcagt agcccacaga ccagaaagaa aatggcccac gacaggttca atgttgacca
  1744261 aaccttgtca ggtaaggtta actctttacc caacatccgt tgaatcaacg gcttcttcat
  1744321 cacccattga ctgactaata aagccaaagc gaacagcaca tataaaacag tcactttcca
  1744381 tttaataaac aagtcactgt ggaatgcgag tgttaatgta ccgaacacca gtaccatcgc
  1744441 tgcagtaacc aatgtcattt tttcgacttt gcgatatttc agccaggtaa aggccagagc
  1744501 taccaaggtg gcaacaatga gtgccccgga agcgacaaaa atgtcgtaca tcttataaaa
  1744561 aataaagaac acgactaatg ggagaaaatc taaaagttgc ttcatgaatc aatccatcat
  1744621 ttgtataccg cccgaatata ccggattcag cagggggagg gtatccgtag taaaagccta
  1744681 ttatcgttaa taatcaatct gaatgctcgc cttgtcggca gaatttgcag aaacttacga
  1744741 aaaatcagta aggaacacgg tttgcatatt gccagtgatg agctaaccca gcatgatgaa
  1744801 agataaatgt tgggttgagg cttggtggaa tatatatgca gaaaaaatcc cttcggtatt
  1744861 ggatgccggg tttgacccaa ttaatggcct atgagcgtga ttggataaag cctgacctcc
  1744921 gagcggggtt atcggtagcc gcagtcgcat tacctattgc cattgcttat gccgagttga
  1744981 cgggcgttag cgccgcagtc gggttgtact cctgtatttt gccgatgata gcctatgcgt
  1745041 tttttggttc atcgcggcaa ttaattgttg ggccagatgc cgcaacctgt gcagtgattg
  1745101 cggctgtggt agccccgttg gctgcaggga atagtgaggt tcattggcaa ttaaccatca
  1745161 tgatgacgtt gatgatgggg tcatggtgtc tggtcgccag ccgctttaag ctgggagcgt
  1745221 tggcggattt attatcgcgg cccatactaa ccggtttact gaatggtgtg gcgatcacga
  1745281 ttattgtcga tcaattaggt aaggtttttg gctttatgac tcgcccgcca cagctcattg
  1745341 aacgagtctt ggcgctcccc tataacatgt ttaacagcca tttacctacg gttgccatct
  1745401 ccttactgac ctttgtggtg ctatatgggg tcaaatggtt gagacccaat tggcccgcac
  1745461 ccttgctggc gattgtcatc gcaacctttg tgtcttgggc cgctaatatg cagcaatttg
  1745521 gtgttgatgt ggttggcggt tttgaggggg ggttacccat agtacattgg cctgattttc
  1745581 aacccggcct gttacgcgat atggtcatcc cagcccttaa cctcgctgtg gtcagttttg
  1745641 tcagtatgat gctcaccgct cgcagttttg cagcgaaaaa tggttatgac gttgatgttg
  1745701 aacttcgtgc attgggtatt acgaatattg tttcagcttt atcacaaggt tttgctatta
  1745761 gtggtgccag tacgcgcacg gcggtgaatg atgctaacaa tggtaaaagc cagttggttt
  1745821 ctatcattgc ggctctggtg atcgcgatgg tcctgttgtt cttaacccgc ccactgcaat
  1745881 ttattcccat tgcggcatta ggtgtcgtgt tgatttaacg ctgcctggtc gttactgagc
  1745941 tttaaaagtt tgtggcaact gcgtaaacgc aatactcaag ctttctatct ggctattttt
  1746001 acatttgtta gtgtggtttt agttggtgtt atcagcggga tcggcctggc ggtattgtta
  1746061 gggctgttgc aatttttgcg gaccgtattc cggccgacag agcaactgtt gggtgttaac
  1746121 gctgatggca tgatccattc aatgggtaac ggtaatggta ttaaagccgt tcctggggta
  1746181 atgatttacc gttttaactc accactgacc tattttaatg tcgcttattt taagcggcgt
  1746241 atcctgaatt tggtggatag cacaccacat cctgctgact gggtcgttat tgatgctgtt
  1746301 gccagtttca cctatgctga tatcagtgta ttggccgcca ttgatgaact taaacgtgac
  1746361 cttaagcagc ggaatattaa actgatatta gcggggcgac ggacagaatt aacccgctgg
  1746421 ttccgtatta atcgcctgaa aagccatgat gacgatttgg tcttggtccc ggatttatat
  1746481 ctggcgctta agttgattca gagtaaacgg cgggtagcag agaaacagga acacgagtca
  1746541 gaaacgggat tggaacctga gataggctga cagatatcgt tctatgagta tcgatttcac
  1746601 tgtctacagt ttgaacgcct gatgtaatac atcaggcgtt tttgaatgat acaacgtcaa
  1746661 actatggcaa aaattatcat ttatctctga ttactgttta tccagtgaaa ctgggcgtaa
  1746721 cagcatatac aggcggaata aatagaccag cagcaatgca gaagccaaat tacttaacgt
  1746781 acttaaaacg atggtagcta tcgtaggggg gagtacagta aagcggctaa ttaagaataa
  1746841 tagaagaagt ttaacggcta tccataacat catggctggc acaatcaacc gcacattggc
  1746901 aaatgccaac tgagcactgg ctttcattgc agcaaaaatt cccattctct cattggtgac
  1746961 gataatgggt gacaatgaaa gtgcgatcgc gatggctacg cctggcacga tgaagaatgt
  1747021 taacccgagt tgaatgacca aggtactgat aaacatcaat accagtaagc ggggtaagat
  1747081 gggcagagag agacctatcg cctgtaacgc actgaccctg cggccctgag aaaccattgc
  1747141 aatcagagtt aacaacccac cgactaataa tacattaccc accaatgctg agaacgtggc
  1747201 caccgcagag acccgcaata gcaccatctg ctgctcaggt gtcatctgtg acactatctc
  1747261 actgatgcta agatttcccg atgacgtaat atcattctcc ggaatactta aaatactcag
  1747321 ttgttctgaa gcgggcataa atgtctgatt cagcatgacg gtaataaacg cagtcagtag
  1747381 ggccaacagc aggatcgctg ctatctgatt acgtaaaaag ttaaaactgt cacggtataa
  1747441 agtgttagcc gtgataggca tgaaagctcc ttgggatcga aagaatagcg cttagtgggt
  1747501 gattatacct tgttatgggc gttgtgggat cctgtcatta gcctgtagcg ggtttcttct
  1747561 aattttattt ccccgaagtt atgtcgacat agcggtatcc atccccatga attgattaac
  1747621 aaatgcacat gttgatttta ctgtttattt ctaatcgacc ggttgcccgg caaagtaaac
  1747681 cgccagttta tcgcacgatg tctcaaacac ccgtcttgat gttgatgggc gttgtccagt
  1747741 gttcagacaa tggcagcata ggtatgataa atggcaattt ggcttttatg atccagatca
  1747801 atttcaatat tattaataaa ttaaataacc atacataaaa taggatttat ttaaaaagat
  1747861 acgaaagatg tgatctcgat tagatcacaa atactcattt gtaggtatat tcacccccgt
  1747921 aaatatacct acaaatggaa tggataatga aaaaaatcac tttggcactg ctcgccgtgg
  1747981 cctcgttagt acctacagca gcaagtgcac atgaagctgg cgattatatt ttccgagcag
  1748041 ggacggcaac cgtcagacct aatgccgggt ctgatgatgt gttaggtaac ggttccttca
  1748101 aagtcgataa caatacccag ttggggctga ccttcagtta cctgatcacc gacaatatcg
  1748161 gtgttgaatt gctggcagca acgccattca accataaagt ggggctggca ggggtaggga
  1748221 cgattgcgga tgttaaacaa ctgccgccaa cattaatggc gcaatactat ttccgtgata
  1748281 aacaagacaa attgcgacca tacctgggta ttggtctgaa ctacaccaaa ttctttgacg
  1748341 aaaaattcaa cgcgacaggc tcagatatcg gtctgacgaa tttaagtgtt aaagattcat
  1748401 ggggtgttgc agggcaagct ggcatggatt atatggtcag tgaaaactgg atgctgaaca
  1748461 tgtcagtctg gtggatgaac attgaatccg acgtgaaatt taatttggca ggcgaagagc
  1748521 acagcatcaa tacccgtttg gccccatggg tatttatgtt tggcgcaggt tatcgttttt
  1748581 aatgaccctt cgggcttaaa gctgtagcga gttagcgaca ctcactgaca ggaataagct
  1748641 cattgggatt gccgacctgc agcgctaatg agtttacatc agttaggcgg gcagtaagga
  1748701 ggtgcggtta tgcgcctcct cctgtttttt acttaatcag catttgatta ctgactgact
  1748761 ttacacccgg taccgagcgg gtgacttgta cggcccgatt cgcatcctgg cttgaactca
  1748821 cgaagccact tagctgaaca cggcctttaa atgtttcaac attaatttct gtcgatttta
  1748881 gattcttctc gcccaataat gcggccttca ctttcgtcgt cactaccgta tcgtccagat
  1748941 aaccccctgt gccttctgat ttcgcggttg gcgcacaagc tgataccgcc atagccataa
  1749001 tgatggcgat acacaaagct gaaaaggtct taaaaaactt cataaatgac tctccatgtt
  1749061 tacctatagg ttaaaggagc ttagaggacg ttgcgggata gctgaaggat atatcgacta
  1749121 acacgctaag cgctatcacg gttccctcat gacatatcaa acgtaaaaaa tgcttagcgt
  1749181 attagctaat tattggttat gaattgcctt tattcaaatt tgctacaaat ttataacgga
  1749241 aatagcccaa gaaatggctg aaaatagcgc ctgtttcatg taaacaaaca ggcgctgaag
  1749301 ggcggtaatg acagcagtta acggtaaata gtaattaatt ctaaacggta actcactctc
  1749361 aatagtaacc aattgtaaat aataactagc tgcgggttgc cgctttcatc tctgtgacga
  1749421 agcgggttag ctgaactaac atttcaacgg gttgtgcaac atttttttca atgattttga
  1749481 cgattgctga gcctgaaata gcacccgccg cgcccgccgc caggctggct tttacttgcg
  1749541 cgggttctga aataccaaag ccctgcaatg cgggcgctgc attatattca cgcagtttat
  1749601 ctaccagatg gtttaacggt aactggccgt gattttctgc accggtgact ccggcacgtg
  1749661 ataacaggta agtataacca cgaccatgag aagcgatttc tcgcagtaag tcatcgtcgg
  1749721 cattaggcgg gcagatgaaa atgggtgcaa tcccgtgacg taaggccgct gcccggaaag
  1749781 gggcagactc ttcaaatggc acatcagcaa ttagcaccga atcgacaccc acctcagcac
  1749841 agcgctggta gaagtgatca ataccattgt ggaataccag atttgcatac atcaacaggc
  1749901 caataggtat tgtggggtgt ttttggcgga tttcggccag tatttcaaaa caaatacccg
  1749961 gagtgacacc cgcagcaaag gcacgcagcg ccgcattttg tatggtaggg ccatcagcca
  1750021 acggatcaga gaacggaatc cctaactcta atgcatctgc acctgccgca attaacgtat
  1750081 caataatatt gagtgacatc gccggagagg gatcgccaag ctggacgaaa ggaacaaagg
  1750141 caccttcttt tttggcggct aactgcttaa aaagttgctg ataacgctcc attaaatctc
  1750201 tccccgtgct ttcagaatat cgtgaacggt gaaaatatct ttgtcacccc ggccggagag
  1750261 attcaccacc agtatttgtt ctttatccgg atccgcttta atcattttca acgcatgtgc
  1750321 cagagcatga gaggactcta gcgctggaat aatcccttct ttacatgaca atgtcttaaa
  1750381 tgcgtctaaa gcctcatcat cggtaatgga gacataatca gcccgcccaa tactgttcaa
  1750441 ataagcatgt tgcggcccca cagaggggaa gtccagaccg gcagaaatag agtaagattc
  1750501 ttcaatttgc ccatcgctgg tctgcatcat cggtgatttc ataccgaagt agataccgac
  1750561 cttaccgtgt tttagggggg caccatgttg cccggtttcg atccccaagc cggcaggctc
  1750621 tacgccaatc agacccacat caggctcatc aataaaatca gcaaacatac cgatagcatt
  1750681 agaaccgcca ccaacacagg ccaatactgc atcgggcagg cggccttctt tttccagtat
  1750741 ctgagccttg gtttcttcac cgatcatgcg ttggaattcg cgcacaattg tcgggtaagg
  1750801 gtgagggcca gcggcggtac ccagcatata gtgagcggtt tcataagtac ctgaccagtc
  1750861 acgtagcgct tcattacagg catctttcag cgtcgatgaa ccactatgca ctggaataac
  1750921 ctcggctccc atcaggcgca tacggaaaac gttaggcgac tgacgttcaa tatctttcgc
  1750981 ccccatataa atgcggcatt ttaaacccag caatgcacaa gccagtgcgg aggcaacccc
  1751041 gtgctggccg gcaccggttt cggcaataat ttcagtttta cccatgcgtt tagctaataa
  1751101 agcctgacct aaaacctggt tggttttgtg tgcaccgccg tgcagcagat cttcacgttt
  1751161 cagatatagc ttggtctttg tccctttggt cagattttga cacaaggtca gggcggtagg
  1751221 gcgaccggca tagtttttta acaaatcttg aaatgcggcc tgaaattcag gatccagttg
  1751281 agcactgacg aatgcgtctt ccagttgctt cagggctggc actaaaattt ggggcacata
  1751341 cataccgcca aattcgccaa aatagggatt aagtgtcgtc atttttctgt ccgttatgcg
  1751401 ttggtttatc gggttaacca aagtaagttc atatcccctt ggtatttgaa gccgcagtgg
  1751461 tgttagctgc gacgccaact atttttggga taaagtaaat cttgtttggg gataaagtaa
  1751521 atcttgaaat agagtcaatc agtacacgcg taatgcctgg aatacagcgg cgatccgttg
  1751581 ggggtctttg atgccagggg cgctttctac gccggaattg acatccagcc cggcacagcc
  1751641 tagttgggct gccacatcac agttatctgg ccccaagccg cctgccagca agacattatc
  1751701 tagtgcttga tctgccaata atgaccagtc gaaacgttgc cctgtgccac ccgtaccgtg
  1751761 atccaatacg tagcgttcaa cttgctgtaa gttgcgttcc ggcatcgtgt caccgacact
  1751821 cagtgccttc caaatctggc aatccgcagg taatactttg cgcagttgat tgatatactg
  1751881 ttgatcttca tgcccatgca attgcactgc tgccagtgag agttgttcag ccgtttgccg
  1751941 tacagtttct atttcagcat gacgaaaaac accgacatac tttagcggcg caccactgat
  1752001 aaccgtacgg gcgctggcga tatccacata ccggggtgaa ctgtcgacaa aaatcaaccc
  1752061 gccgtacacc gcacctgcgt ggtaagccgt ggcggcatct tgtgcgcgtg tcaggccgca
  1752121 aactttattt tcgcccagta acacccggcg gacggccgcg ttgagatcgg gttcggacat
  1752181 cagggcactg ccaatcagga aaccgttggc aaattggctc aattcacgga cctgacgata
  1752241 atgactaatg ccagattcac tgattattgt gacaccttct ggtaggcgtg gtgccaattc
  1752301 acgggtgcga ttcagatcga tagacaggtc acgcaggtcg cggttattga tgccaacaac
  1752361 tttggcaccc aaggtaatag cacgctccaa ttcttcggcg ttactggctt cggtcaacac
  1752421 ccccatgttc aggctgtgtg cgacggcggc caattggcgg taagcctcat cgtccaagac
  1752481 cgacagcatc agtaaaatgg cgtcagcgtg gtaaaaccgc gctagctgaa tctgataagc
  1752541 atcaataata aaatctttac acaataccgg ctgagtgacg gcggcactga cttgtggcaa
  1752601 gaaatcaaaa ctgccctgga aatatttctc atccgttaat actgagatag ccgacgcata
  1752661 gtgcttataa acaccggcaa tctccgccgg gttaaagttg tcacggataa cccctttaga
  1752721 aggtgaggct tttttgcatt ccaaaataaa gaccgtttta tcgccttgta gcgcgtgata
  1752781 aaaatcgcgc tgactctggg tgatttcgtt ttggaagcgg gttagaggct gttgcagttt
  1752841 ccgcgcggca acccaaattt ctttatcgtg tacgatttgg tggagcacgg ttttggtttt
  1752901 atcactgtca actttgtcac tgccaacgtt ataaccctcg gttttgtaac ccccagtttc
  1752961 ctgcatgatt tatcctctcg ctgccagagc agtaacacga tcaaaagcct gaccgctgtg
  1753021 aatcatttcc aatgcctgtt gcgcattatg gcgcaggttt tcttggccgt ataacttcag
  1753081 cagcaaggcg acgtttgcag caacggcggc cgcatgtgct gtttcacctt taccttgtaa
  1753141 caaccgtgct aaaatgtcac ggttttcttc cggcataccg ccttgtagag cggcaagcgg
  1753201 gtagcgattc aaaccaaaat cttctggcgt caattgatag ctttcaatac tgccattatt
  1753261 cagttcagcc acctgcgtcg gggcatgaat agccacttca tccattccac cgccatgtac
  1753321 cactgccgca cgttgataac ccagtacttt cagcgtttga gcgatcggta acactaactc
  1753381 agggctatag acgccaatga gcgccagcgg cgggcgggcg gggttgatca acggccccaa
  1753441 cacattaaac agggtgcggg tctttaactg ctggcgtact ggcatcgcat gacgaaaacc
  1753501 cgtgtgatat tgcggcgcaa acaggaagca gaccccgaga tcgtccaacg ccaaccgtga
  1753561 ttgctcggca ctcatgtcca aacggatacc aaatgccgcc agcagatcgg atgaaccgga
  1753621 acggctagaa acactgcggt taccatgttt agccactttt acgccacagc tagccgcgac
  1753681 aaaggcactg gcggtggaga tattaatact gttggtgcca tcaccgccgg tcccgacaat
  1753741 atcggcaaac aggtagtctg ggcgtggaaa gtgttgcgca tctgccagta aagcttgagc
  1753801 tgccccggca atctccgctg gggtctcccc gcgtactttc atgctgatta gcactgcggc
  1753861 cagttggctt ggctcgagtt caccacgtac aatcgccgca aacagttgct ggctttcttc
  1753921 ttggctcatt gactcagccc ggaacagttt ttcgaataaa tgttgcatca taaactcctt
  1753981 aattacgcta acgcccaggc cagtgtttgt tcaagtaaac gcgcaccgtg ggtggttaaa
  1754041 atcgattccg ggtggaattg gtagccacaa acgcggtgag catcatgacg aaccgccatg
  1754101 accatctcgc caaaacgggc gttaacggtt aattctgcgg ggagattact gccgactaag
  1754161 gagtggtagc gggcgaccgg taatgggttt ggcataccgg caaacatacc ttgcccatca
  1754221 tgttcaatcg ccgaggcctt accatgcaat atctcacccg cttgaccaac atggccgcca
  1754281 taggcttcga taatggcttg atggcccaga caaataccaa tcatcggtaa ctggccctgc
  1754341 aagcgttgca atagctcagg catacagcct gcctgtgctg gtgttccagg gccaggtgac
  1754401 aacatcagca ccggttgttc gagttgttgc aagcgttcaa taatgttatc ggcggcaatg
  1754461 tggttacggt aaataacgac gcgatgacca ctggaacgaa gttggtccac caggttgtag
  1754521 gtaaaggagt cgatattatc gagcagtaag atatcggcca ttagaaaatc tccttggcat
  1754581 gatgggcagt ggcaatggcg cgcagtacgg ctctggcttt attccgagtt tcatcagctt
  1754641 ctgcttgtgg aactgagtcc aaaaccaccc ctgcacccgc ttgtacggtg gcgatgccgt
  1754701 cctctacgta ggcagaacga atcacaatgc aggtatccaa atcaccgtga gcagtgaagt
  1754761 agcccactgc accgccgtag ctgccacggc gtgagccttc attactggca atcaattgca
  1754821 tggcccgtac tttgggcgca ccgcttagcg tacccatgtt catacacgct tgataagcat
  1754881 gcagcacatc taaatcttga cgcagagtgc caatcacgcg ggacaccaga tgcatgacaa
  1754941 aggagtaacg gtcaactttg gttaaatctg caacatagcg gctaccgggt tcgcaaatac
  1755001 gcgctagatc gttacgagcc agatccacca acattaaatg ttctgccatc tctttatggt
  1755061 cagtacgcat ttccaactcg atacggctgt ctaaatcacg atcgagttct ccattaggac
  1755121 gacgaccgcg tggacgagta cccgcaatcg ggtaaatctc aatttgacgg ttgctggcat
  1755181 cgtatttcag tgcgctctca ggtgatgcac caaacagaga aaaatcattg tcttgcatga
  1755241 aaaacatgta ggggctggga ttatggtctt tcagtgtctg ataggccgcc agcggtgatg
  1755301 ggcagggcag cgtaaaacgg cgggatggga ccacctggaa aatctcacct tcacggattg
  1755361 ctacctgcaa ttcactgaca acgttgcaat actcttcatc tgattggtta cactgtaacg
  1755421 ccatctctgg cacggaggtg gcaggaatgg ggtgtggcgc ttgttgtaac tggtggctga
  1755481 gttgctctaa acgggtcgcc aggcgctgat actctgaact gtctggcgtg aacaggctgg
  1755541 cctgcaagcg agttgaacga tgctgatgat ccaaaaccag caatgtctcg gctaaataga
  1755601 aacagaagtc agggcagcgt tgatcctgac gcaacggagg caaattttca aaaccagcga
  1755661 ctaaatcgta agcgaacaaa ccgcccaaaa acagggcctc acgctcggca agtggggtat
  1755721 taaccagtgt taataattga cgtaaagcat caaaaacaga taaggactgt aagcgtgaat
  1755781 cctcatcctg gacttcattt attaacggga aagttaactc tcggccattc ggacgaacct
  1755841 gaatatcgac ttcagtgggc agactggcat ccagcagtgg taataaagaa gccccattac
  1755901 gggtcaatgc ttcgagagtg acggtttgcc ctaatgccgt gatacgcaag gcactgtcga
  1755961 tgaccaacag gcttttcaga ttctgtttgt tgtcaacttc tgcagactca agcaacaggg
  1756021 tcgcggggcg ggcaccacat aattgatgaa acagcgctgt cgggtcatcg cggtaacagg
  1756081 cgctagcggt gagtaactgt aaagtaggac gtgatgtttg catcattgag tgatcctaaa
  1756141 aaagaggccc tgaaaaatta ttacgctgga atctatccat aaaaaaaccc gctattagcg
  1756201 ggctgaagca atctgcactg tctgatgacg gatatgcgtg attacatcgc ccgagagagg
  1756261 gagatatgcc accaacgcag taaggaaatc agggaagtct tcattatcag tcacaactct
  1756321 ctttgattgc attcagttta atggcgacgc tcggtttata ggagcatcac cggatgtctc
  1756381 gcgaacttgt gtactagtta actggttcgt gaggtaaatg tcaaccccga ttgattgttt
  1756441 tttaacgaac tcttttttca taatcccatg gaagtcagat gtaagattga ttaacgttcg
  1756501 cgtcttgtaa gcgggtatga tagccaaccc tattttactg gatgattgtt ttgagtgctg
  1756561 agccagcgtt accggatatg aaagaactca ctgacgccac gacgttatct actgctttta
  1756621 cgctttatga tctacatagc catacaacgg cttccgatgg cacgttgacg ccatcagagc
  1756681 tggtgatcag agcggcacag atgcgtgttg gggttctggc tatcactgat cacgatacca
  1756741 ctgctggttt ggcagaagcg gcggcggcga ttgaacagca tcaattagcg ctacgattga
  1756801 tccccggtgt tgagatttcc accctatggg aaaatcatga gatccacatt gtgggcctgg
  1756861 gtattgatgt tcagcatgtg agtctccgta cgttacttga ggcacagtct gagcaccgtt
  1756921 atcagcgggc ccaagagatc agcacccgtc tggagaaagc acgtattgtg ggcgcatggg
  1756981 aaggggctaa ccggttggca aacggtgggc aggtgacccg tgggcatttt gcgcgttatc
  1757041 tggttgagtt agggctggcc agcaatgttg gtcaggtgtt taaaaagtat ttagctaaag
  1757101 gcaagaccgg ttatgttcct gctcagtggt gtacaataga acaagctatt gatgcgatta
  1757161 agcaatcagg tggacaagcg gtattggccc atcctggccg ttatgattta acggcaaaat
  1757221 ggttaaagcg tttattggcc cattttgctg aacatggcgg ggacgcgatg gaagttgccc
  1757281 agtgccaaca agcccctcac gagcgggcgc tactgggtca atacgcacgc gattatcatt
  1757341 tactggcatc ccaggggtct gatttccatc aaccttgttc ttggattgaa ttgggtcgca
  1757401 aattgtggct gcccgctggg gtggaaccgg tatggcgaga ttggcctaca gagccagcca
  1757461 tgccgctcgt acgttgaata atgaggtaga atcatgagtc aattttttta tatccacccg
  1757521 gacaatccac agccccgcct gatcaaccaa tgtgttgatg ttttacgtaa gggcggagtg
  1757581 gttgtgtacc cgacagattc tggttatgcc cttggctgtc gtttagaaga taaaacggca
  1757641 atggaacgta tctgtcgtat tcgtcaattg gatggcaatc ataacttcac gttggtatgt
  1757701 cgcgatctgt ctgaattatc cacgtatgcg tatgtcgata actccgcttt tcgtctgatt
  1757761 aaaaataaca caccgggtaa ttacaccttt attttaaaag ccaccaaaga agttcctcgg
  1757821 cggttaatga atgataagcg taaaaccatt gggttacgtg tgccttctaa tcctatcgcg
  1757881 ttggcgttac tggatgcatt aggtgagccg ttgatgtcaa ccacattgat gctgccaggt
  1757941 aatgatttcg ctgaatcgga tcccgaagag atcaaagaga atctagggaa acaggtggat
  1758001 ttaatcattc acggcggttc tttggggcag cagcccacca cggttattga cctgactgat
  1758061 tctgctcctg aagtgatccg cgaaggggct ggggacgtaa cgccattccg gtaacgcaag
  1758121 ccccttccga taagagtctg cgagcctttt ggtcccgact taatctattg gcttgttaaa
  1758181 tctatcggtt tgttaaatct gttggttcaa atagacgggt attgcaaaaa caacatatct
  1758241 atttattaga atcattgatc ctaatattag tgtaaaatgt ccggccacgg acaagtgtgt
  1758301 gtgccagttt tattgatacg cgatgtgaca tactgttttc taaaatgtat tacaatcagt
  1758361 gggttatact ttaatttggt ccttaacgta ttgattacaa tatataacac gacgcctgtg
  1758421 aaggcgacat tagaggttgc tcaatgagcg agaagtcaga aaagcaaaag ttaccaaccc
  1758481 caaatccaca cacccctgct aagccacagg gcgctaaaat tgtgggtgaa aaattacaga
  1758541 aaatcctggc gcgcgctggc catggttctc gtcgtgaaat tgaagccatt atccagcaag
  1758601 gccgcgtcag tgttgacggt aaagtgtcaa agctaggtga tcgtgtagaa gtgacccagt
  1758661 ccactaaaat tcgtctggat ggtcatcttc tttcaattaa agaatctgaa gaaaatgtgt
  1758721 gccgcgttct ggcgtattac aagccagaag gtgagctttg tacgcgtaat gatccggaag
  1758781 gtcgtccaac ggtatttgac cgtttaccta aactgcgtgg ttcacgttgg gttgcggttg
  1758841 gtcgtttgga tgtgaacacc tctggtttat tactgttcac taccgatggc gaattggcta
  1758901 accgcctgat gcacccaagc cgtgaagttg agcgtgaata tgcggtgcgg gtatttggtc
  1758961 aaatcgatga tgataaaatc aaacagttga gccgtggtgt acaactggaa gatggccctg
  1759021 cggcatttcg tactatcagc taccagggtg gtgaagggat aaaccagtgg tataacgtta
  1759081 cgttgaccga agggcgtaat cgcgaagttc gccgtctatg ggaagccgta ggcgtgcagg
  1759141 ttagccgcct gattcgtgtg cgttatggcg acattaattt gccgaaaggc ctgccacggg
  1759201 gtggctggac tgaactggat cttaaagcca ctaactacct gcgtgaattg gtcgaactgg
  1759261 atgttgaaac cgtcagtaaa ttacccgttg agaaagatcg tcgccgggtt aaagccaacc
  1759321 aaatccgtcg tgcagttaag cgccataccg aagtctcggg ccgccaggtt gctggccgtc
  1759381 agggttcagc ccgtaaaggc tctacgcgtc aaaacgtggg taatgcggca cccgcagcca
  1759441 cggcaagtcg ccgtagtggc ccgaaaaaac gcggttaatc tcaggcggat taatgcgtcg
  1759501 ttaaccgcgt ctgtcattag acatcaatag cgacgtgaat aatgcttatt gccgcagttt
  1759561 tttggactgc ggcaatatta tttttaacgc ttataaaata ttaccaatca ataccttgct
  1759621 gcgcttttat tcctgcatcg aaagcatgtt tgacgggacg taactcactg acggtatccg
  1759681 ccatctccag tagatcccgg tggcacccac ggcctgtaat aatcaccgtt tgatgagcag
  1759741 ggcgctgatt gagtgcgtta atcacctcat ccaatggcaa gtagtcgtaa gcgatcatat
  1759801 aggtcagctc atccaatacc actaaatcca atgttgggtc tgctaacatg cgtaaagcat
  1759861 gttgccaaac ccccagacag gctaccgtat ccgtctccct gtcttgtgta ttccaggtaa
  1759921 aaccggtcgc catcacctga aattcaacgc catgttgttg cagcaggttc ttttcaccgt
  1759981 ttggccactc ccccttgata aactgtatga ctcccgcttt aaggccatgg cccaccgcgc
  1760041 gggtgactgt tccgaaagct gctgtggttt tacctttccc gttaccggta aacacgatca
  1760101 aaataccgcg aacttcctgt gctgcagcaa tccgtgaatc taccttttct tttaatcgtt
  1760161 gttggcgctg ctggtggcga tcttcagaca taatgattac gttcctttta ttcagctgga
  1760221 ccaggtttac ggccgggctg tgcatcgaag ctgatccccg tttttctacg gctgtcatcg
  1760281 cccatcaaat agaggtacaa cggcataata tctgctggcg ttttcaactt gctcgcatct
  1760341 tcatcgggga atgcggtcgc ccgcatttgt gttcgggttc ctccaggatt gatgcagtta
  1760401 acccgcaggt tgctctgttt atactcctcg gccagtactt gcatcatgcc ttccgtggca
  1760461 aattttgaga ccgaataagc tccccagcct gcacgtccct gacggccaac gctggaactg
  1760521 gtgaacacca gagaggcgct aggggatttc agtaataatg gcagtaatgc ttgagttagc
  1760581 ataaatgttg cattgacatt cacttgcatg acgtcttgcc agacggcgat gctttgctcg
  1760641 gacatggggg caacttcacc caataaaccg gcgttatgta agacgccatc cagcctaggg
  1760701 acctgtgcac ttacggtgtc agcaagttgc tgacaatccg cggcggtggc atgcaataga
  1760761 tccagtgaca gcactaacgc tggcaaaccg cccgcatcag ctatctgctt ttttaccgcg
  1760821 agcaatttac tttcggtgcg gcccactaat atcaggcgag caccaaaccg agcgtaagtc
  1760881 agggccgctt cacgaccaat accatcacct gcgccagtca cgagaataat gcgctgattg
  1760941 agcaggtcat gtttaggttg ataatgcata attattcctc ttgctggcgg agtgaactct
  1761001 tcccgtccat accgtgtgat ctttctcatt cttatattta agtgaaacca atgcaatttt
  1761061 tcatttacgg gagacgccag ctcagtggtt cgctagaatg caggtatctc tctaaaaaca
  1761121 catgaagaaa ggcggtattt gtggagttaa tttctttgta cgggctgttt ctggctaaag
  1761181 tggtgaccat cgtggttgcg attggtgcag tagtgttatt ggtggtcagc cagggaatga
  1761241 gaagacaagg gcaacggggg gaattgaacc tggttgatct gggggaacaa tataaagaaa
  1761301 ctcagcgaga aatgcggctg gcacgcatga gccatgcaga acaaaaagcc tgggttaaag
  1761361 aatttaaaaa gcaggaaaaa gcggatcaaa aactgaagaa acaacgcgca aaatcgggtg
  1761421 cggtggcggc agtaaaacca tgtttatatg tcattgattt taaagggagc attggggcgc
  1761481 aggaggtctc ttcattacgt gaagagatct ctgctatttt ggccgttgca accgcgcaag
  1761541 atgaagtgtt gctacggctg gaaagtccgg gcggtgtggt gcatggctat gggttggcgg
  1761601 cttctcaatt agcgcgcctg cgtcagcgtg ggatccgcct gacggttgcg gttgataaag
  1761661 ttgccgccag tggcggttat atgatggcct gtgttgctga ccgcattatc tgtgcgcctt
  1761721 tcgccattat tggctccatt ggcgtggtcg ctcaaattcc gaatttccat cgcttactga
  1761781 aaaagaacga cattgacgta gaactgcata ccgcaggtga atttaaacgc acactgacgt
  1761841 tgtttggtga gaatacggag caggggcgtg aaaaattccg tgaagattta aatgaaactc
  1761901 acctgttatt taaacaattc gtgcagcagc aacgtccttc tttagatatt gatgctgtcg
  1761961 cgacgggcga gcattggttt ggtacgcaag ccaaagagaa aggtttggtt gatgctatcg
  1762021 gcaccagtga tgatttactg atcgctgaaa tggataatca cgaagtcatt ggcgtgcgtt
  1762081 attctcatcg taaacgccta atagagcgtt ttatggggag tgcaaccgaa agtgttgaca
  1762141 gcctattatt acgttggtgg cagcggggtg agaagccgct gctataaccc atagtagctt
  1762201 cttagtgatg gcaataaatg cagggggtaa tctgaacggt accccctgct atttgctacc
  1762261 aacccagccg ttaactggct gtgataacaa gaaaatattc tgatactaat caattaaatg
  1762321 gtacttggcg gataatacat gagccagatg tttgaacata ttaaatacgg cggttgtttt
  1762381 cgctgttggt aagccctcag catcaaggaa atattccccg cgaaatacta atacagggcc
  1762441 tttctgttca acgtctgttg cgtgcatacc gtgcagataa tcctcatgtt gacgaataat
  1762501 ttcattggcc tctgctaata atttactacg ttcaataggg gttgtgttta cgtgcattac
  1762561 ttttcctcac tacagtgcaa ttttgccgtc tattgtactt cgggttagca tttgtccgca
  1762621 aaccgactaa ggtttattcg agtatttgga tgctctataa cgactattgg ataaattcat
  1762681 attccgagct aattaggttg cgtggcgtat tttatcaggt acagtgtggg attttatact
  1762741 atcaagtgga aggttttgtt gacgccatta ggcaaaatca cagcttaaac tttgagcaca
  1762801 gacaagaagt tgcgggtttt tcaagcaaga ctcgaaatgt acagttttgt gttccgatca
  1762861 aaaaacaggt tgatatccta aaaaagtacc gcaatataaa aaagagattc agaatgctgc
  1762921 ggcacagcaa gataaaaacc ttcttttaga agaaataatt taggtaaagg taattatggg
  1762981 taaagctctc gtaatagttg agtccccggc aaaagccaaa actattaata aatacttagg
  1763041 gaatgattac gtggttaagt ccagcgtcgg tcacattcgt gatttgccga ccagtggctc
  1763101 agccagtaaa aagagcgcta actcagctga agaaaaagcc aaaaaagacg ataaacccaa
  1763161 aaagaaagtg aagaaagacg aaaaggttgc cttagtcaac cgtatggggg tcgatcctta
  1763221 tcatggctgg aaagcgcagt atgaaatttt gtctggcaaa gagaaagtgg ttgccgagct
  1763281 gaaagcatta gcagaaaacg cggatcatat ctatctcgca accgaccttg atcgcgaagg
  1763341 tgaggctatt gcctggcatt tgcgggaagt gatcggtggg gacgataaac gttttagccg
  1763401 cgttgtcttt aacgaaatca ccaagaatgc gattcagcag gcgtttaatc agcctggtga
  1763461 actgaacatc agccgtgtaa atgcacaaca agcccggcgt tttatggatc gggttgttgg
  1763521 ctatatggtc tctccactgt tgtggaagaa aattgcccgt ggcctgtcag ctggccgtgt
  1763581 acagtcagtt gctgtgcgcc ttgtggttga acgtgaaaaa gagattaaag cattcgttcc
  1763641 tgaagaatat tgggagctac atgcagattt agtggctaaa ggtgacattc cgattcaaat
  1763701 ggaagtcact catgcccatg gcaagccatt taaaccggta aatcgtgagc aaacacatgc
  1763761 agcgctgacg ttactggaaa atgcccgtta taaggtgttg gatcgtgaag ataaaccgac
  1763821 cagcagtaag cccagcgcac ccttcattac ctccacctta cagcaggcgg caagtacccg
  1763881 tctgagtttt ggtgtgaaaa aaaccatgat gatggcacag cgcctgtatg aagcgggtca
  1763941 tatcacctac atgcgtaccg actcgactaa tttgagtcag gatgcattga cgatggtacg
  1764001 tggttatatc ggcgataatt ttggtgataa gtatctgcct gcaacgccta accaatacag
  1764061 cagcaaagag aattcgcagg aagcgcatga ggccatccgc ccttcagatg tcaatgtgtt
  1764121 agctgagcag ttgaaagata tggaagcgga tgcccagagg ttgtaccaat tgatttggcg
  1764181 tcagtttgtg gcgtgccaga tgcctccggc caagtatgac tcgaccacac tgacagtgca
  1764241 ggcgggggat ttccaactgc gcgccaaagg ccgcacattg cgctttgatg gttggaccaa
  1764301 ggttatgcct gcgctgcgta aaggtgatga agatcgcacc ttgccggtga ttgaagtggg
  1764361 cagtgattta gacttacaaa aactgattcc gagccagcat tttaccaagc caccggctcg
  1764421 ttatagtgaa gcatcattag tgaaagagct ggaaaaacgg ggtattggcc gtccatcgac
  1764481 ttatgcctct attatttcga ccattcaaga tcgtggctat gtgcgggtag aaaaccgtcg
  1764541 cttctacgca gagaaaatgg gtgaaattgt gacagaccgc ttggaagaaa acttccgcga
  1764601 gctgatgaat tacgatttca cggcacgaat ggaaagcggt ttggatcaag tcgccaatga
  1764661 tcaggccgaa tggaaagcgg tgctggatgg cttctttgct gaattcagcg agcagcttga
  1764721 aaaggcagaa aaagatcctg aagaaggagg aatgcgcccg aatcagatgg tgatgaccag
  1764781 cattgattgc ccaacctgtg gccgtcagat ggggatccgt actgcgagta ctggggtgtt
  1764841 ccttggctgt tccggttatg cattgccgcc taaagagcgc tgtaaaacca ccattaactt
  1764901 ggtgccggac gctgagattt tgaatattct ggagggtgat gatgcggaga ctaacgcatt
  1764961 acgtgcccgc cgccgttgcc agaaatgtgg tactgcgatg gatagctacc ttatcgataa
  1765021 tcaacgcaag ttacatgttt gcgggaataa cccagcgtgt gatggctatg aaatcgaagc
  1765081 aggtgagttc cggataaaag gctatgaagg cccaattgtt gagtgcgaga aatgtggttc
  1765141 tgaaatgcac ctgaaaatgg ggcgcttcgg taagtacatg ggctgcacca atgacgagtg
  1765201 taagaatacc cgcaagattc tgcgtagcgg tgaagttgca ccaccgaaag aagatccggt
  1765261 accattgtta gagttgcctt gcgagaaatc agatgcttat ttcgtcctac gagatggcgc
  1765321 agctggcgtg ttcttggcag ccaatacatt ccctaaatcg cgtgaaaccc gtgcaccgct
  1765381 ggtagaagaa ttggttcgct ttaaagaccg tttgcctgag aagttgcgtt atctggctga
  1765441 tgcccctgtg gttgataaag agggtaataa aaccctggtc cgtttcagcc gtaaaacgaa
  1765501 gcaacagtat gtttcatcag agaaagatgg caaagcaaca ggctggtctg ctttctatat
  1765561 tgatggtaaa tgggttgagg caaagaaata aattcaacct aaagcgaata cttaggctcg
  1765621 ttgtagtcta ttgcttctga cctcggtaaa gccagccttc gcggctggtt ttttattggg
  1765681 ctaatttatc caagtgcttt atagtcttag gtaatttctc tagattatca ctctcgagtc
  1765741 gttacctgca tttgttaaaa cccgctatta ttttttgtgt atatgttcta tacagtcgct
  1765801 gatgaaatga tataatcgtt atataagata tttttttata acctggcgtt attataaggt
  1765861 catgctgacc aacctggcat catgcagttt atagggttca ggtaataact tttcggcata
  1765921 ccggtgcgat accgatatac caaactgtgg atttccccgc agttattcaa cctaggatgg
  1765981 tatagatatg aaattgcagc agcttcgcta tattgttgag gttgttaacc ataaccttaa
  1766041 tgtgtcctct acggcagaag gcctgtacac ctcgcaaccg gggatcagca aacaggtaag
  1766101 aatgctggaa gatgagttag gtatccagat ttttgcccgt agcggtaaac atctcacgca
  1766161 ggtaaccccc gcagggctgg aaatcatccg tattgcccgt gaagtcttgt cgaaagtgga
  1766221 tgccattaaa gctgttgctg gtgaacatac ctatccggat aaaggttcat tgtatgtagc
  1766281 gaccacccat acacaggcac gttacgcttt acctaatgtt attaaaggtt ttattgagcg
  1766341 ttatcctcga gtgtctctgc atatgcatca aggatctccc acgcaaattg ccgaggcagt
  1766401 ctctaagggg aatgccgatt tcgctatcgc caccgaagca ttacatcttt atgacgacct
  1766461 tatcatgttg ccgtgctatc actggaaccg ggcagtagtt gtaaaacctg atcatccgtt
  1766521 agccggtaaa acgcatgtca gtattgaaga gctggcagcc tatcctatcg tcacttatac
  1766581 ctttggtttt acggggcgtt cagagctaga taccgctttc aatcgcgcag gccttacgcc
  1766641 gcgtattgtg tttactgcga ccgatgcaga tgtgattaaa acttatgtac ggttaggttt
  1766701 aggggtaggg gttatcgcca gtatggcggt tgatccggtt caagatcctg atttggtgac
  1766761 agttgatgcc agagatatct ttacctacag cacgaccaag attggtttcc gtcgtagtac
  1766821 gttcctgcgg agttatatgt atgactttat cctgcgtttt gccccacatt taactcgtga
  1766881 tgtggtcgat aaggcggttg ccttgcgctc taatgaggat atagaggcca tgtttaatga
  1766941 tattaaattg ccagtgaaat gatttagtag caatttatta ttgttagctg aagaggccga
  1767001 gtgctcacga gtgtataaat tgcgtgtgag ttataaataa cccacgcttc accgtgagct
  1767061 taaagctcga tagcagagaa ggtgcatctt gaatcctctg ctttatattg atattacggt
  1767121 attctcccct atcttatttt tcgtaaatct atcttatgat gatcggtgcc tgctagttta
  1767181 aggtgtgatc agttttattt actgattaat cggtaaaaat tgaaagttat tacaattttt
  1767241 taggtctatt atttcactcc gcattaaata gaagtattaa ttataaatgg agctgatatg
  1767301 tttcctcacc tcactgattt tgtatcactc agtatcctta caccgattaa aaatgatgct
  1767361 aaagaaactc ctgttgaacc aaatgatata attattattg ttaataatgc cgataaggag
  1767421 gaaaacaatc cacaatatgt ggtactggat aatggaatta gacaagcaat gatagataaa
  1767481 accacaaatc actatgataa agagtcactt actcacttgg ctagtaccta tccacttgtt
  1767541 gaaatcggtg tgcgtgatag gttacaggaa ataaaatcac cactgcagtt tccctattct
  1767601 gtggatatta atgtagaaga taaatcagaa aatggggtag tgattcatca acatattgtt
  1767661 tatgcatata gttctggagg ccatggtagt acaagcagtc cagctcagaa ttgtactcaa
  1767721 gtgaataaac cactcattga catttattgc cagattgatg tgccagggga taataattta
  1767781 ttacacaatc tggatatcaa gttgtctata aaactcaatg aagaaattgg cttctcttta
  1767841 aataaaatat ttaaccctta tgatattcta cgcaatatat gggggaatgt cataaaacta
  1767901 tatgaagaga ataaaattga taataacatt accgattcag atatgaattt tgatgatgac
  1767961 gaatgggtaa gtgatgaaga tattgccctg ttggaggagt tttctaagca aaaaaataat
  1768021 attgaagagc cacataaaaa actagagttg gtatatccag agaatcaaga gcttgagtgg
  1768081 gatgatgatt ttgacctgct ccccattgat tatttcaaat cagatgccga ggagtatgat
  1768141 ctctccttac attaacaata taagtataaa aatattccaa gggtgctaaa catagcctca
  1768201 ttataattac cgtagcttat cgtcatctta ggtgatacct atcactatga acgctcatca
  1768261 ttgttattaa aatgttaaca tttctttgtg ttatatttaa gctagacctc ataacattag
  1768321 ggttatagac cctaaataat tcgagtttca ggaaggcggc aactgagtaa gtcccaggag
  1768381 cttacaccag taagtgattg ggctgaacga agacagccaa catacatgca acttgaaata
  1768441 taacgggtat aaaccttgca gagagatagc cagataatac attgaattaa aacacttata
  1768501 agaaacaatg gaggcactat gtcgttggat ctatgtaaaa cgagcatggc caagttggtc
  1768561 gcccttaacc acgaatatta ctactacagc ctgccgcaat tggcggcagt gttgggtgat
  1768621 atcaaccggt tacctaaatc gttgaaagtg ctgcttgaga acttactacg ccacttggat
  1768681 ggggtgcaag ttcaggaagc ggatttaaaa gccattgtcg cctggcagca aaccgggcat
  1768741 gccgatagag aaattgccta ccgtcctgcc agggtattaa tgcaagattt tacgggtgtg
  1768801 cccgcagtgg tggatctggc tgccatgcgt gaggcagtcc aacggctagg cggtgatgtg
  1768861 gcacaagtta acccgttgtc acctgtggat ttggttatcg accattccgt gacggtggat
  1768921 gagtttggcg ataaatcagc gtttggtgaa aacgtacgct tagagatgga acgtaaccac
  1768981 gaacgttata tctttttacg ctgggggcaa aaagcattta gccgttttcg cgtagtccca
  1769041 ccaggaacgg gtatttgtca tcaggttaat cttgaatatc tgggacaaac cgtttggcat
  1769101 gaacagcaag gtgataagca ggttgcctat ccggatacgt tggttggcac ggactcccat
  1769161 accaccatga tcaatggctt ggggatactc ggctggggcg ttggtggtat cgaagctgag
  1769221 gctgccatgt taggtcagcc catatcaatg cttatccctg atgtcgtcgg gtttaaaatg
  1769281 accggtaaaa tgcgcgaggg gatcacggcg actgacctgg tattgacggt cacacaaatg
  1769341 ctacgtaagc acggagtcgt tggtaagttt gtcgagttct acggtgatgg gttagctgat
  1769401 ttaccattgg ccgatcgcgc gaccattgcc aacatgtctc ctgagtttgg tgcgacctgc
  1769461 ggtttcttcc ccgtagatga ggtgaccctg aattatatgc gccttagtgg ccgcagcaat
  1769521 gagcaaatag cgctagttga aacctacagt aaagcacagg ggttatggcg ttatcccggt
  1769581 gatgagccgg tctttaccag tcaattatct ctggacctaa gttcggtaga acccagtctg
  1769641 gcagggccaa aacgcccaca agacagggtc gcattaccta aagtgccatc ggcatttaaa
  1769701 gcgtttgagg aactggagtt caacaataag agagataaag ctgacctcgt tgctttctct
  1769761 cttaatggca aaacccacga actggcatct ggcgcggtgg tgattgcagc cattacatct
  1769821 tgtacaaaca cgtcaaaccc cagtgtatta atggcggctg gattattggc aaaaaaagcg
  1769881 actgaaaaag ggttgaaaac caagccatgg gtaaaaacct cgttggcgcc aggttctaaa
  1769941 gtggtgaccg agtatcttaa ttcggccggt ctaacccgct atctggataa tctgggtttc
  1770001 aatttagtcg gctatggttg tacgacttgt attggtaact cggggccatt gcctgagcca
  1770061 atagaaaacg ccatcaaagc aggggattta acagtcagtg cggtgctctc cggtaaccgt
  1770121 aattttgaag gtcgcatcca tccgctggtc aaaaccaact ggttggcatc tccgccactg
  1770181 gtggtcgctt atgcgctggc ggggaatatg aatatcgatt taactcagga tgcgctgggt
  1770241 catgaccctt caggtaagcc ggttttcctg aaagacatct ggcctaccgg gcttgagatc
  1770301 gccaaagctg tcgaggaagt taaaacggag atgtttcgca aggagtatgc tgaagtcttt
  1770361 aatggcgatg aaaactggca agccattcaa atagaaagta ctcctactta cgcgtggcag
  1770421 aaagattcca cttatattcg ccttcctcct ttcttcacgg atatgaaggc agtgccggat
  1770481 cctgtgcaag atattcatga tgcgcgcatt ctggcaattt tggctgactc ggtgacgact
  1770541 gaccatattt cgccagcggg caacatcaag ctcgacagcc ctgcgggccg ttatcttcgt
  1770601 gatcacggtg tggaaattaa agagttcaac tcttatggtt cccgtagggg taaccataaa
  1770661 gtgatgatgc gcggaacgtt tgctaatatt cgtattcgaa atgaaatggt ccccggtatt
  1770721 gaagggggca taacgcgtca tattccatcg caaaatgaga tgcctatcta tgatgcagct
  1770781 atgcgttatc aacaagaaaa cgtgcctctg gcggtgatcg ccggtaaaga gtatggctca
  1770841 ggatccagcc gtgattgggc tgcgaaaggg ccacgtttac tcggtgttag ggttgttatc
  1770901 actgaatcat ttgaacgtat tcaccgctca aatctaattg gaatggggat tttaccctta
  1770961 gagtttccac agggggttga tcgtaaaaca ttaaggctga ctggtgatga atctatcagt
  1771021 gtcagtgggc tacaaaatct tgctccaggg caaatggtgc cagtgacgat aacttatgcg
  1771081 gatgggcatc agcaagtggt caatacccgg tgccgtatcg atacagggaa cgaactgatt
  1771141 tattttgaga atggtggaat tttgcactat gtgatccgca aaatgctgta gtgactgggg
  1771201 ggaatccttg ctagttatat aaggtcactg ttagctagag gcttgagcga caaaagtgtc
  1771261 atttggattg agccaccgag gttatcagcc tctaaagggt aggtataatt attgaaccta
  1771321 cccttattct tatttcgcga ctcacccgta ctgattattt ggtgagtaaa tgccccattt
  1771381 tggccgcttt ggttgccaga taatgttcgt tttttgggtt ttcgcccacg atcagtggca
  1771441 cacgttcgac gatattgatc cccgcttggg tgaggatctc gaccttttta gggttgttgg
  1771501 tcagcagacg aaccgctttg atgcctaata atttatacat atcagaacag agtgtgaaat
  1771561 cacgttcatc cgcagcaaaa ccaagctgat gattggcttc taccgtatca gcccctaaat
  1771621 cctgcaatgc ataagcacga attttattca gcaagccaat attacggccc tcctgacgat
  1771681 gataaatcag cacaccacgg ccttcttccg cgatacgcgt cagtgcaacc tctaactgaa
  1771741 aaccacagtc acaacgcagg ctaaataaag catcaccagt caggcattca gaatgtacac
  1771801 gggacagaac cggtttatca ccggagatat caccgaatat caaggccagg tggtcatgcc
  1771861 cggtggccaa ctcttcaaaa ccgaccatta aaaagtcacc ccaaggagtg ggtaactttg
  1771921 cttctgctac acgttttagc tgcatatcat tgttcatatt atgacttagg ctcttagagt
  1771981 atgttgtggc gcatcctact gccggatgtc cgttttaacc agatatagac ctttctactt
  1772041 ggagagttgc agtgcagtga gtggcgatac cactgacgta aatcagcgca tagtggctcg
  1772101 ctcaaatact gtctaatggc cactgcaatt acttaggtat atagggttaa ataaaaaaat
  1772161 ttccgtgata actattagct atattgccat aagttttagt cggctgctgt tcaacaaagc
  1772221 agcgatagat aaagagggaa atacattgta tgcctatatt ttgttaacca gaaaaattta
  1772281 tgtatcttat caattgacta gcattactta tattatttag ctattacatc aaggtaatct
  1772341 gtaatggcaa gcgaagtagt atagatttgt ctggtgtgat aaacaaatgc tgacttaatg
  1772401 tgagtttatt attttctcaa tagcacgaaa aagaaagaaa agggcccctg atgtataaca
  1772461 tggcaaaacg agtcactatc ggaacggtta ttttattatt gccaacgtta gcgatatggc
  1772521 tttccgattg gcagtggcaa ccagggggaa ataacacgtg gttaaaaggt tttttttggg
  1772581 tgacagaaac ggtaactgca ccttggggca tactgaccag tgtgttgctt tgtagttggt
  1772641 tcttgtggtg cttgcgggtt cgctttaagc ctgccgttgg gctgtttgtg gtattaggcg
  1772701 cggtgattgt tctcgggcaa ggtgtaaaat cgttgattaa agagcaggta caggaacctc
  1772761 ggccatttgt tgcctggctt gaagccgagc atcatattaa taatcgcctt ttctattctt
  1772821 taccgcgtgc cgaacgcagt gagttagtca ggcagcagtt acaagaccaa ttgattattc
  1772881 ctgtgtggtt gagccgtcac tggcagtttg agaccgggtt ctctttcccg tcaggacata
  1772941 ctgtatttgc cgccacttgg gcattattag ccgttgggct gctatggcca cggcgacatt
  1773001 ataaaacggt cgttttactg atgttatggg cacaaggtgt gatggcgagc cgcttatttt
  1773061 taggtatgca ctggccgcag gacctgattg ccgcgacgct catcagtggc gtcttggccg
  1773121 ctgtggcgtg tggactcctc cagcatgggt tcggccttct ggatatcccg caatcagaac
  1773181 aaaaagagag cgaaaaacgg gggcatgagt aaagcgaagc aatagggtat tatgcagggt
  1773241 cagtgacgta aaatagtgct gatcaaggaa gagcttggtg ctttatctta gtgcagggtt
  1773301 tctttgcagg gtaaggaagt gctaatttat tgggtaagga cgccacattt ttggcataat
  1773361 tcatcaggtt gagaaaaaac gtgaaatatt tgctgatttt tttattagta ctggtggttt
  1773421 tcgtgatttc agtcacgtta ggggccaata acgaccaact cgtcgccttt aactatttac
  1773481 tcgctcaagg tgaatatcag ctgtctacgc tattggcaac gctttttgcg gccgggctgg
  1773541 tgctaggctg ggtcatttgt gggctttttt atctgcgggt acggatctct ttgggccgcg
  1773601 cagagcggaa aattaaacgt attgaaactc agcttgaaca gcctgttgag caaagcacgc
  1773661 ttgtgtccac agctgctgtc aacaaggaat aattttctat gttagaaatg ctgtttctgc
  1773721 tgttgcccgt tgctgccgcc tatggttggt atatggggcg cagaagcgct cagcaggata
  1773781 agcaacagga tgctaaccgc ttgtcacgtg aatacgtggc tggggttaac ttccttctct
  1773841 cgaaccagca agataaagca gtcgatctct tcctcgaaat gttgaaagaa gacagttcta
  1773901 cggtcgaggc tcatcttact ctgggtaatc tgttccgctc acgcggcgaa gttgatcgcg
  1773961 ccattcgcat ccatcaagcc ttgatggaga gtgcatccct gacatttgaa caacggctat
  1774021 tggctgttca gcaactcggt cgagattaca tggccgcagg tttatatgat cgggcagaag
  1774081 atatgttcaa ccaattggtt gaagagcaag attttcggct cggcgcatta caacaattac
  1774141 tgataattca tcaggcaacc agtgattggc ataatgctat tgaagttgcg gaaaaattgg
  1774201 tcaagatggg caaagataat cagcgtctgg aaattgcgca cttctattgt gaacttgcgt
  1774261 tgcaagcaat gggcagtgac gatctggata aggccatggg gttactgaaa aaagcggcaa
  1774321 cggcggataa acaatgtgcc cgagtttcta ttatgcgtgg ccgtgtgcat ctcgctaaag
  1774381 gtgagtatgc caaaggcgtt gaagcgttgg agcgagtact ggagcaagat aaagaagtcg
  1774441 tcagtgaagc attaccgatg ctcagtgaat gctaccaaca cctgcaacag ccccaggctt
  1774501 gggctaattt ccttaaacgt tgtgtggaag ataataccgg tgcggcggct gaactgatgt
  1774561 tggcggaggt ccttgaacag caggagggcc atgatgtcgc gcaaacgtat attaaccgcc
  1774621 aattacagcg ccacccaacg atgcgcggtt tttatcgtct aatggattac cacttagcag
  1774681 atgcagaaga agggagtgca aaagagagtt tattgctatt acgggacatg gttggtgagc
  1774741 aaattcggac caaaccacgt taccgttgtc ataagtgtgg tttcaccgcc cactcactct
  1774801 attggcattg cccgtcttgc cgtgcctggg catcagttaa gccgatcaga ggattagatg
  1774861 ggcagtaggg gggaatagtc agattaaagg ggagtgatgt tctttgctaa taaggatgtt
  1774921 ctttgctaat aagatcgggt gaacgggtcc acccggttgt tagctgttgt gatgaagcac
  1774981 tttggcagtt tattttttct tttgagcggt tttcgcactg tctttcagca gttgacgcag
  1775041 tttttttaat tctttctggc ttagcggctg ttctgaaatc tcttctacac cttgattgtc
  1775101 gatttcatcg tgatgcaact tggcattctt actactgctt atactcccct taatatcagc
  1775161 ctcaaagctt tgcgctaatc tttcgcagac ttcagtgctg agagaaaact gcttttctaa
  1775221 tgctgcagct ttgatttttt cttttaattc cagaggaatt ttaatggtta aggtagatat
  1775281 ctcactcatc atataacctt caatttaggg aaaataccaa gctaagcgag gaaagggcaa
  1775341 ctgtccaggg aataacataa acatcacaaa aaattcataa tgaggcatga aaaaacgcgc
  1775401 taaaagttgg cggtatgacg taaataggac cggtacagcg tcatcattta tgttatggaa
  1775461 acagaattaa ttttgctttg attaattttt ttggcatttt ttgaattttt agataacgct
  1775521 taggagaaaa gaaataagtt ggaagattag atgaaactat ttgcgtgggt taaaaaatgg
  1775581 caacggctta ttgtcttaat aataggaaat agggggggga cgataaggtg ggatagatgc
  1775641 tacctgccgc agcatgacaa atggagaatc aacacccgcc ggatcactgt aatttcagtg
  1775701 atacaccctg tagaatatga gcgttatcat caattattga ctgaagaagg ctgaagaatg
  1775761 acgtccgcaa ctaaaactaa taacagtggc tcaatatcct ccccaattgt tgttgcgttg
  1775821 gattatgcca ataaagacgc tgcgttagcc tttgctgatc aggttagtcc acaggattgc
  1775881 cggttaaaag tgggcaaaga gatgtttacg ttgtacggcc ccgagcttat ccgtgactta
  1775941 catcagcgcg gctttgacgt atttcttgat ttgaaattcc atgacatccc taatactacc
  1776001 gcgcgtgccg tggctgcggc agcagagttg ggggtctgga tggtcaatgt tcatgccagt
  1776061 ggcggtgccc gcatgatgtc ggcggcgaaa gaagccttgt tgccttatgg tgcacaagcc
  1776121 cccttactga ttgccgttac tgtactgacc agcatggatg gcgaagatct gcgggatatc
  1776181 ggtattacta tcagtccggc tgagcaggcc gagcggttag cgaaactgac ctgggattgc
  1776241 ggtttggatg gcgtggtgtg ctcggctcat gaagcggtgc gtttgaagca agtttgtggc
  1776301 gaagacttct cgctcgttac cccaggtatt cgcccacaag gcagtgaagc cggtgaccag
  1776361 cggcggatca tgacacctga acaggcggta gctgtaggtg ttgattacat ggtaatcggt
  1776421 cgcccaatta cacaatctcc tgatccggaa aaaacgctgc gcgaaatatt ggcatcactg
  1776481 acgaaggtgg cataatgagc aatgataata gtcggttagt ttattcgact gacagtggcc
  1776541 ggatcagcga accagagagc aaagttgagc ggccaaaggg ggatggcatt gtccgtatac
  1776601 agcgtcaaac tagcggccgt aaaggtaaag gtgttagcct tataacaggc attgacggca
  1776661 gtgatgagga tctggataag ctagccgctg agttgaaaaa gaaatgcggc tgcggtggtt
  1776721 cggtcaaaga cggtgttatt gaaattcagg gcgacaagcg ggatttattg aaacaactgt
  1776781 tagacgctaa agggatgaaa gttaaattgg caggggggtg atttaataaa atcctttttt
  1776841 ccgcgcagat ataaaatacg gcgttgatat tgtcaaacgc cgtattttat ttagaacttc
  1776901 taatgccgtg gcaatataaa ctcgaaaggg ttaatcaaca tcattaacac ggcaacaagg
  1776961 cagtaaacga acgattactg ctaatcacgc tgcagcgtca agtaccattc tcaacgttaa
  1777021 gtagcatttg caacgttaag tacaaatagg ggggggcgtt atttaccaac ctgatggccg
  1777081 ataaccccac cgattgccgc accgcccaag gtgcccaatg tactgcctgt caataccgca
  1777141 ccacctaccg cgcctgcgcc agcaccaatt gctgtattcc gatcccgctt ggacatattg
  1777201 gaacaagcgg agagtgacaa ggctagcgtt aacgccaatg cggcggtagc aaatcgttta
  1777261 ttgataatca tcataatagt tctcctgacg ttagctcaga acggatagtg caggcgatag
  1777321 caagagaaaa tcatgctata tgtcctgata tatccgtgcc acgttgaaat tataacccta
  1777381 agtataggca ttatttcaat gttagctgct gcgtcgctca ttttgttaat ggtttgaata
  1777441 aaaaatcgtc atttatattt tagattaata ctgggaacgg ttttttcacg gataaaatca
  1777501 gtataaatat ctacaaatta tttagtatgt gaataatcct aatttggcgc taaaaagtaa
  1777561 aacactgcca ttttcaggga ctaatagcac gattgattca ttatcaggtt aaataaacgg
  1777621 cacccactaa tatccggatc tctcagtgca ggatttccag ccgatttgta cgcagttttt
  1777681 agctatttac cccataccgg ttatttcctg cggcgctgaa aatggaacaa attcagttat
  1777741 tcaggatacg acgatgctca acgaactgaa gcagcaagtt cttgccgcta atcttgctct
  1777801 accgcgccat aatctggtga cattcacttg gggtaatgtt agtgctatcg atcgccaaaa
  1777861 gggtttactg gtgattaagc cttcaggtgt ggaatatgcg tccatgacac tggatgatat
  1777921 ggtggtcgtg gagttggaga gcggcaacgt cgttgagggc agcaaaaaac catcatcaga
  1777981 cacggatact caccgcgtgc tgtatcttaa tttcccccaa attgggggca tagtgcatac
  1778041 ccactcccgt catgcaacta tttgggcgca ggcggggcta gacttgcctg cttgggggac
  1778101 aacccatgct gattacttct atggatccat cccctgtacc cgtttgatga cacatgaaga
  1778161 aattgcgggt cgttatgaat gggaaaccgg taatgtcatc gttgatactt tccatgaaag
  1778221 gggcatcacc ccagatgctg tacctgcggt gttggtgaac tctcatgggc catttgcctg
  1778281 gggtagcagt gcggagaatg cagtacacaa tgcggtagtc ttggaagagt tagcgtatat
  1778341 gggcattttc tcgcgtcaat tgaacccgca gttgggcgat atgcaaccgc aactgctgga
  1778401 taagcattac ttacgtaaac atggcaagga tgcgtactac ggccaataaa ggcaaaacat
  1778461 aaataatgag cccgtgttca gtcttgcacg ggtttttcca gccagagcag cgaatcggta
  1778521 acatcaagca ttttggcttc aatctgtgca atagcgtcat tgatgccttg gttatagtaa
  1778581 tgcgcaccta actcacggct aataaattcc acgaaaaatt ccgcatcaaa atcctctaat
  1778641 tcaatattgt gttcttgctc cagatagcgc tgaattttat ggaccattcg ttgagtctgt
  1778701 tcacgagtga acgtgatatc tgccatgttt attgctccga tatgtttatt gaactgagga
  1778761 tcgcttgcgc atggggtccg ggttaattac tgagtcaatt tttacgcata atacgctaaa
  1778821 taaagaagat aacagcctgt atttataaga taaaaatgac ggcgagtaca caacctcttt
  1778881 tactgctctc atgatttgag ccgagtagaa aataaaaaaa ctttcgtgtg aagcctatgt
  1778941 tattttcgaa taagaatatt ttgataagaa taacgttatc gattctttat tcgtctatga
  1779001 ttgcggctta tggtttttca tcaatacgtt cacttaacta tcctgaccca gaggctttta
  1779061 tggaacttta tctcgacacg gcagatgttg cggcggtaaa acgattagcg cgggtgctgc
  1779121 ctttgcaggg tgtaaccact aacccaagta ttttggcaaa agcgggcaaa tccctatggg
  1779181 aggttttgcc tgcgctacgt gacgcactgg gagggacggg gaagttattt gcccaagtgc
  1779241 tggccagtga tagcgaacgt atggtctctg aggcggtaca gctgtcagag cagatccctg
  1779301 gattagtgat taaaatccct gtcacggccg aagggttggc ggcgatcaaa aaattgaaga
  1779361 cgatgtcaat tccaaccttg ggtaccgcgg tatacggcgc agggcaaggg ctattatccg
  1779421 tgttggcggg agcggaatat gtcgcaccgt atgtcaatcg actggatgcg caagggagtg
  1779481 atgggattgc tatggtacgt gagttgcagc agttactcac gttacatgcc ccaaacgcta
  1779541 aagtgttggc ggccagtttt cgtacacctc gccaagtact ggattgtttg ctggccggtt
  1779601 gccaatcggt cactatcccg gtcgatgtgg cagagcagtt tatcagtacg cctgcggtaa
  1779661 aagcggcgat agaacaattt gagcaagatt ggcagggggc atttgggacg acgatgttga
  1779721 gttagcttaa ggtgataaaa gataagaagt tacagacagt aacaatgagc ggtaaaagaa
  1779781 taacgcccta taaaatcact atagggcgtt acggtgtcac taatttatgt ctattgccac
  1779841 tctagcacgg gcatttcccc agttttcccc cttcgctggg gaagcgggca tccaggcaat
  1779901 aacgatggaa ctcccgctca gtcattgggg gggtgtcagg atgcttatgg cgcatatgat
  1779961 tgacataatt actgtaatcc tgcaccccaa ccatcagcct gaagctttgc gccagccgat
  1780021 gtgtaatcag ccgtacccat gcccacagcg tggttggggc tgcttcgacc tgagtaagtg
  1780081 gcacgcagcg agtaatcttc cccccggtta ttggccggga gcggtacgga ataccagagt
  1780141 taaccacggg cgacctcctc acggtataca atttcagttt catgggttgt tggtttgctg
  1780201 gatttcagtg cgcgacgaat cacaaagaag gcagaaacta gcatcgtcac cgccaccagc
  1780261 ataaagaatg cacatagcgc ggcgttgatc tggttgctaa acacgatagt ttccatgtct
  1780321 ttaaagctct tcgcgggtgc gattaacacc ccttgttcaa tgccgttaga gaattttttt
  1780381 gcttgagcaa ggaagccaat acttggtttt tcatggaata tcttctgcca acctgcggtc
  1780441 attgaggtga taaataacca aattgttggc aagatggtaa cccaggcgta gcgttgtttc
  1780501 ttcattttaa acagtacgac ggtacctaga atcagtgcca ttgatgccag catttggtta
  1780561 ccaataccga acagcggcca caaggtgttt attcccccca gtgggtcgat aacaccttgg
  1780621 taaacgaaga atccccaacc ggctaccgcg actgtcgttc cggaaaggtt accaaaccat
  1780681 gaacggttat tggccagacg aggtacgacc accccaacca gatcctgaac cataaagcgg
  1780741 caggcacggg taccagcatc gaccgcagtc agaataaaca tggcttcaaa caagatggca
  1780801 aagtgatacc agaaagccat catattacgg ctattgaata tttcactgat gatatgcgcc
  1780861 atgcccacag cgaaggtcgg tgcaccacca gcccgtgaca gaatcgagtt ttcaccaaca
  1780921 tctttggcga ccatcgccag tgtttctggc gtaacgacaa acccccagct actaatggcc
  1780981 agcgaggcac tttctacggt ggtaccaatc agagccgcgg gtgagttcat ggcgaaataa
  1781041 acaccagggt cgataaccga ggcacagatt agcgccatga tggcaacgaa tgactccatc
  1781101 aacattgcgc cgtagccgat aaagcgggta tggctttcgc gttcaatcag tttcggtgtg
  1781161 gtgccactgg ataccagagc atggaagcca gagatagcac cacaagcgat agtaataaac
  1781221 aggaacggga acaggctgcc ggagaagacc gggccgctgc catcaataaa gcgtgagacc
  1781281 gcgggcatct tcatttctgg catggcgaat acaataccaa ccgctaaacc aatgatgacc
  1781341 ccaattttca ggaaggttga taagtaatct cgtggtgcta gcagcaacca cactggcagt
  1781401 acagaggcga tgaaaccata gataaccaat atccaggtta gcgtggtgcc atgtaacgta
  1781461 aagaaaggcc cccagtaagg gtgtaccgcg atgttcccac cgtaaatgat tgcagacatc
  1781521 atcagtacga aaccgatcaa tgacacttca gcaattttac cagggcggat aaaccgcata
  1781581 taaacgccca taaagagggc aatggggatc gttgcggcaa tggtaaacag gccccacggg
  1781641 ctatcagcta atgcttttac caccaccagt gcgagtgcgg acaaaatgat aatcattacg
  1781701 cccaatgcac ccagcatagt tatcacacca gcaaatgccc ccaactcttg ctttgccatt
  1781761 tcacccagtg agcggccatc gcggcgagtg gagataaaca ggattaagaa gtcctgtacg
  1781821 gcaccggcca tcattacacc gaccaggatc cagatagtcc ccggcagaaa acccatctgt
  1781881 gcggccagga ttggcccgac cagtggccca gcacccgcga tggcagcaaa gtggtgacca
  1781941 aacaacaccc atttgttggt aggaacataa tccagaccgt cattgcgtcg ttctgctggc
  1782001 gtcagacgac ggtcatccag ttcaaagaca ttcttggcaa taaaccgact gtagaagcga
  1782061 taagcgatgc tgtaacaagc cacggatgca atcactaacc agatggcatt gacatgttca
  1782121 ccccggctaa gggccaacat ggcaaaggca aatgcaccga ttagcgccac tgtcagccat
  1782181 atgacaacgg tcctgatgtt attcatgggt aacgactcct tcgcaatgta tgaggtttta
  1782241 ctgttatcaa cgccgttcag gggtaagaga gcgcgtaacg gttacttaac ataggagctt
  1782301 tgatgtgaaa gaaaagtagc gaaagtgaga agtgtgatga gttaattgtt tttaagtcac
  1782361 ttttcgtatt atttgcttac atgttgtgat gagggataca aatggcgagt attgatgggt
  1782421 aagctcggtc aatgagtagg gcaataggta ccgctaacac agcagcgacg ttaagcaaga
  1782481 agggcggcaa acataacatt aaaaaagccg tcgggggaat tcctccgacg gctatcatgt
  1782541 taaaacataa gaaaattaag ctactgggcg agcaatgaca ttacgggttt ccatgcgaac
  1782601 ttccgcaata cgtacctcga ttttgtcact ttggctataa actgtttcgc ctttgatctg
  1782661 cacagtaccg gtttcctggc tgcagaccac ttcatcacgc accgcgtgaa taaacggcgc
  1782721 aggaataaag gcaacggcac cgttatccag taaacgcaca cgcaagccac cgcgggtgat
  1782781 atcaataatc tctgccgtga aacgagtgtc agttcctgct tgtggttgca gataacgggc
  1782841 atacaaccaa tcaccgacat cacgttcagc catgcgattc aggcggcgac gttcagccaa
  1782901 ttggaccgtg atctcttctt gtggtttttc tgcttgttga ccagtaatca tcgctttcag
  1782961 caggcgatga ttgaccatgt cgccgtattt acggattgga gatgtccagg tggcataggc
  1783021 ttcaagcccc aagccaaaat gcggaccggg gacagtacta atttcagcaa atgtctggaa
  1783081 acggcgaata cggctgtcga ggaactgtgt tggcagggca tcaaggtgac ggcgtaactc
  1783141 acagaaaccg ggtaacgtca gcagggcttg aggatcggca ccaacaccat tggctttcaa
  1783201 tacgctagcc gcttgttcga ctaatgccgg gtcaaaaccg gtatgcacgt tataaatacc
  1783261 aaaaccgagg tgttcccgta acgccaatgc cgcacagacg ttcgccgcaa tcatacactc
  1783321 ttctacaatg cggttggcga tacgacgatg ctcaacaatg atatccagca cttcgccttt
  1783381 ttcacccaac aggaagcgat agtctgggcg gtctttaaag accagcgcat gttgttgacg
  1783441 ccagttgcta cgggcgtcac agatacgttt cagtaacgta atctgctctg caatagcggt
  1783501 atcttgtggc tgccagcgat tatttccttc caaccagtca gagacatcgt cgtaaaccag
  1783561 tttggctttt gattcaaccc aagcagcgga gaaacgaata tcgttactta gcgtcccttc
  1783621 ttctgtgatc gtcacacggc aaaccaatac tgggcgacgt tcatttgggc gcagtgaaca
  1783681 gaggttgtcg gacaaatcac gcggaagcat cgggatgtta aaacccggca gataattggt
  1783741 aaaagcacgc ttacgggcgg ttaaatccaa ttcactgttt tcgacgacgt aagctgttgg
  1783801 gtctgcaatg gcaatggtca ataaccatga accgtcgcca ttgtcttgga caaacagcgc
  1783861 atcatccatg tcttcagtgc tggcgctgtc gatagtgaca aaattaagtg cggttaagtc
  1783921 ttcacgctca agctcggcgt catttaaggc cgattcgacc atagcagggg cttcacgctc
  1783981 aaggttatgg cgagccagtg ttacccacca aggaacgaag tggtcttcac cattggtaat
  1784041 aaacgcggtt aggtcagcct gaaaggcgcg gtcgcctttt aatgggtggc ggcacatctc
  1784101 agccactgcc caatcaccgt tttggaagct atgcgtcagt tcacgtactg ggcggcattg
  1784161 aatagcatca cgtaataaag ggtggtcggg cacgatagac agacgatcat cttttcgttg
  1784221 cacccggcca acaaagcggg ataaaaatgg ctcaaccaat gtttcaggtt cagcaatttc
  1784281 acgatcctta tccgtatgca gggtggcaat aatgcgatcg ccgtgcatga ccttcttcat
  1784341 ctgcggaggc ggaataaagt aacttttctg cccatctacc tcaagaaagc caaagccttt
  1784401 ctcagtacct ttaacgacgc cttcaacgcg tggggtctga gtgtgaagtt gctgttttag
  1784461 ctgcgccagc agcgggttat cttgaaacat atcgtccagt gaatggtgta gtgagagggt
  1784521 ttaatccggc tgacagtttt acgcgaatca gccccgtcgg gcaagtggat atgatccgga
  1784581 atggcaattc cttatcaagg ttatgggaat gttttttacc tatagcggtg atgatatcgg
  1784641 cagatagacg gtaagtggtg aataatgctg tcagatgtga cattgacgtt tgtcgaagcc
  1784701 attaggctgc taagcggaac catgccacta atccgtttaa ttttgccaag ttacggatgc
  1784761 tgccggcatt tcatcgttct tgtttgcttg cgcctgtcag accccccgtt attttactca
  1784821 catcatctca cgtctactgc cgtcattctc ttacttagca ctctttataa ctagcctaaa
  1784881 aaaatagatt gaaatcagcc cgctgagtta ggtcacatta tcgcttgtta ataaatgtga
  1784941 gtttaatcgc atttagttgc cgaacgatcc cttgctttta actttataaa acattaaata
  1785001 actaaaatta acatttattg gttttactta acgtcttcgt tttgcttaac gccagccttc
  1785061 gcagtgccag gcagtgccag gcagtgtcgc caaaccttgt tccctacagt ttgttcccta
  1785121 caaaaatagt taacaatgag gttttattat gtctgaatca tccactgaat ctttgtcgca
  1785181 accgacgcag ttacaagaag aaaataatgc ctaccgtaaa acggtatggc atctcttgcc
  1785241 gctactgatg ttgtgttacg ttctcaacta cttagatcgg gttaatgttg gttttgccaa
  1785301 gctccaaatg gccgatgact tgcaattctc ggatacggtt tatggcttgg gggccggtat
  1785361 gttctttatc ggctactttt tcctggaaat tcccagcaac ctgatactgc atcgagttgg
  1785421 cgcaaggttg tggattgcgc ggatcatgat cacttggggg attatctctg cctgtatggc
  1785481 atttgtgacg acgccgatgt cattttatgt gatgcgattc ttactcgggg ttgctgaagc
  1785541 aggttttttc ccagggatta ttctttatat ttcatattgg tttccgtctc accgccgtgg
  1785601 ccgcgtgtat ggattattcg tcatctcggt accgttatcc ggcatcatag gggcaccact
  1785661 gtccggctgg atcatgcagt attttaatgg tttccaaggt tatgctggct ggcaatggat
  1785721 gtttattctg gaaggtattc cttccgtatt ggtgggtatt ttaatcattt ataaactgaa
  1785781 agatcgaatc acacatgcca cctggctgac cgacaaagag aaagatatct tacagaccaa
  1785841 tatagagaac gaagctgcgc attatgcaca tagccgcctg agagatgcct ttttgcaacc
  1785901 gcgagtctgg ctattaaccc ttatttattt ctgtctgatc agcggctttt atactatcgg
  1785961 tttctggcta ccgacgttga ttagagacag tggggtaaag gatattttaa gtattggttt
  1786021 cttaaccgcc attccttctg cagcggcagc ggtgaccatg atcgtcgtct cgcgcagtgc
  1786081 tgaccgtttg cgggagcgac gctggcatct ggcactaacc gcggtattgg gtgcagtggg
  1786141 tattattctc tcaacctatt ttagcgacaa tatcgttgtt gcgatggtgt gcttaaccat
  1786201 tggtgctatg ggggcgctga gtacgatacc gctgttctgg agcttgccca ccgctttcct
  1786261 tggcggaagt gcggctgcag caggtatcgc ctttattaac tcttggggca atctgggcgg
  1786321 atttgttgcg ccttatatga tgggatacct gaaagacttg acccagagta ccacgaccgg
  1786381 aatgttgatc atttctacca cgctatttat tggtgccgcg ctggtgtttt tgatcccggc
  1786441 caaggcagtt aatcattaac gactaacgac gaaccaatag acaggaggag tcagtgatga
  1786501 acattatgat aacgggggct gccggttttc tggggcgtcg attgattgac ggcttactgc
  1786561 aacaggatta tctgactgat cagcaggggg agccgcgcaa tatcaataaa atcattgcct
  1786621 atgatgtgct tcccttgatg gaagtagagg atccacgggt tcaggttgtt tgtggtgaca
  1786681 ttgccgatca gaacggacta tcggcggtct gggatcgcca aattgacact attttccatt
  1786741 tggcagcggt tgtttccagc caggccgaag acgattttga tttaggtatg cgcattaacg
  1786801 ttgatgccac tcgcagccta ttagaattgg ctcgtcagtc cggccaatgc cctaaagtga
  1786861 ttattaccag ttctgtggcg gtattcggcg gtgcattgcc gaaagttgtt cctgataatc
  1786921 aggtgtggtc accacagagt tcctatggta cgcaaaaagc attaaacgat ttattgctgt
  1786981 ctgattacag ccgccgtggg tttattgatg ggcgcagcct gcgtatgcca accatcgtgg
  1787041 tgagacccgg taaaccgaac cgcgctgcct ccagttttgc cagtggcatt atccgggaac
  1787101 ctctgcaagg gcatgatgct atttgccccg tcagtatgca aacgccgtta tggttactct
  1787161 cacccaaaat ggcgatcgat aatttgattc atggccatga actggatgct agccaactcc
  1787221 gcttagggcg ggtgatcaac ttgccggggc tatccgttag tgtacagcag atgattgatg
  1787281 ctttgcgccg tctcgcgggt gatgaggtcg ttgaacgtat ccaagtgcag cgggaccctt
  1787341 cgatcgagag aattgttaat tcctggccag gtgattttga agccagctat gggaaagtat
  1787401 taggttttcg tcgcgatccg gattttgaca gtattattca ggattttatc attgagaatt
  1787461 tgcctgaatt agcggcagag aagcacttta tttagccgaa tggattcaaa tttggggtca
  1787521 gcataatcgt cgcccccaaa tttgagccag gtagaattta atccggatag aatttaaacc
  1787581 agatagaatt taaaccaagt agtttgttat ctattatctc tgctagccgc cggacgagcc
  1787641 tcaccaatca aacgccataa gctagatgaa tagggcacta atgctctgga tagactttct
  1787701 ctttaaactc gcataagtct tcaataatgc atgaaccgca acggggtttt cgggcaatac
  1787761 aggtatagcg cccatgaaga atcagccagt ggtgacaatc tagtttaaat tcggccggga
  1787821 ccactttgag tagtttttcc tcaacctgat caacattgct accaggagca aacccggtgc
  1787881 ggttacacac acgaaatata tgcgtatcaa cggcaattgt gggccagcca aatgccgtat
  1787941 ttaacaccac attggcggtc ttacgaccga caccgggtaa cgcttccaag gccgcccgat
  1788001 cctctggcac ctctccctga tgcttttcca gtaaaatgcg gcaggttttg atgacatttt
  1788061 cagctttggt attatacagg ccaatggttt tgatatattc ctttaagcca tcaaccccca
  1788121 gatccaagat ggcttggggg gtattggcca cagggtacag ccgggctgtc gctttgttga
  1788181 cactgacatc tgttgcttga gccgatagca gcacagaaat aagcagttca aagggcgtcg
  1788241 agtaaactaa ttcagtcgtt ggatgtgggt tgttatcccg cagacgggtc aaaatagtga
  1788301 cacgtttttc tttattcata aggctttctc ggcatctcca tcctgaagtt gcggtacgct
  1788361 aacccgtgta ttggctttgc gcgctttcat tttctcgtca atgacatatt taccggccag
  1788421 cagtaaaccc aggccgataa acgcacctgg tggcaacatc gccagcagga aaggggtatc
  1788481 taaatgcaag atgtcaatgc gcagtactgt agcccaactg cctagcaaca tgtctgcgcc
  1788541 gtcaaataag gtaccgttac ccaaaatttc gcgcagtgcc cctaaaacaa ataaggcaca
  1788601 ggttgctccc atccccatgg caaaaccatc caatgcggat agccccaccg gattcttcgc
  1788661 tgcataggcc tctgcccggc caatcacgat acagttggtc acaatcaatg ggataaatat
  1788721 ccccaatgat tgatataaac caaaggcata agcgttgatc agcatttgca cggtactgac
  1788781 gaccgacgca ataatcatga cataaatagg aatacggatt tcagacggta cccaacggcg
  1788841 caatgcggaa actgcggtat tggtacacac aaggactagc gtggtcgcta accccagccc
  1788901 caatgcgttg gttgccgtgg aagagactgc caataatgga cagagcccca acagttgcac
  1788961 cagcgcagag ttatttttcc acaacccttg tgctaacagg tttttcgctt cactcattga
  1789021 tcttctccac aggagggcag gcgactaagc tgtggtggca gtgtttgcaa atacagtgcc
  1789081 gcatttttta ctgcccgcac gacagcccgt ggtgtgatgg tagcaccagt aaactgatca
  1789141 aacgacccgc catctttttt caccgcccaa cgcttatcgt catcacctgt tacgtgttga
  1789201 ccgctgaaat ggttgatcca atcagagata cggatatcaa ttttatcccc taaacctggg
  1789261 gtttcatgat gctcaatcac ccggctgcca agaacattac cgtgaaaatc tgcaccgacc
  1789321 aacagttgaa tcgcaccgga atagccatct ggtgctgtgg tttcgattgc ggcagctacc
  1789381 ggttggttac ctttacgcgc aaggtacagg cgatggggag ccatattacc caaggctgaa
  1789441 tcagtgacaa cgtaacattc tgcttgcatg tcattatcat aattttctgc cgggacgact
  1789501 tggtccagca atgctttttg ctgtaatgct gcttggtgag caatcgtgtt ttcagtcagt
  1789561 gagttaacaa ccgcagttaa ccctgtggca ccggcagcaa acagcgcgag agtgatgccg
  1789621 tgacgcctca ttgtttttag cataacggct ccttatttgt gcccgctttt atggccatag
  1789681 acccgaggtt gggtatagtg gtcaatcaac ggaactgtaa tattggcgag caacacggca
  1789741 aaagcaacac tatccggata gccgccatat acccggatta gccacaccag aataccaatg
  1789801 agggcaccaa atatcaggcg gccacggggt gttgtagagg cactgacagg atcggtagca
  1789861 atgaaaaatg cacctaacat ggtggcaccg gagaacaaat gtagcattgg tgaggcaaag
  1789921 ctttgtggag caatcatcca gctcactgcg gcacaacctc ctaaggcgag caggaagctc
  1789981 acgggaatat gccagtgaat agctttacgc cacagtagca ataagccgcc aaccagaaag
  1790041 ccggtattaa cccattgcca gcctaaaccc gccagcacac cgccaaatat gggctgttgc
  1790101 agaatttgat ctgctggctg tgaacgtagc gaggtcttaa acgtatccag tggcgtcgct
  1790161 tggctgatgc cgtcatagcc aacttggagc tgatgaatat tctcaccact gtgggtataa
  1790221 ccggtgaaaa tggttaagag actgtcatag aatcccaccg acgttccttg caacggtagc
  1790281 ggtggcagcc aactggtcat ttgtaccgga aatgaaataa ggagcacaac ataaccgacc
  1790341 attgccgggt taaacgggtt ctgccctagg ccaccataga gttgtttggc aatgacaata
  1790401 gcaaatagcg tgcccagcac gatcatccac cagggggcca atggggggag gcttatcccc
  1790461 aacaataagg cagtcagtag ggctgagtta tcttgtaacc gcgccatgac gggttgttta
  1790521 cgtaactgca atacggcacc ttcggccaac agtgcagtga tcatagccag catgacttga
  1790581 atcaggctgc cataaccgaa gaagtaagtc tgggcgataa tccccggaat acaggccaga
  1790641 ataaccagca gcataatacg acgggtactg cgttgattgt gggtaaaagg ggaactggca
  1790701 atctgcaacc ctttgttctg ggtcggtgtt acaggcctga atttcatgaa attgcaacca
  1790761 tatgtcagaa tacttatcag ggctttcaaa cgtagggatc gcgtgggcaa gtcatccttg
  1790821 ctggcgtcaa tacacgtagc cgttaggggt gatattttgt tgcattctac cctatccaga
  1790881 cagagtgtaa tacgtcttaa ttatagggtt attaaccatg ggggtgtaga ggttattaat
  1790941 taaacgaaag agaacaataa cgattgctta cataaaatat cacttgcaat ttatatcgtc
  1791001 ttgattacaa ggaaataggc ataaatgata tattaaataa taaaactgac gaggtaaata
  1791061 tattgtaaac gtgtttgaca acggtatttc cctatggcta tttgcggatg aaacttaagt
  1791121 aactaactgt aaaataaatg attaatttat atgaagcatg agaaaaagaa aagcattgga
  1791181 ataatgagaa attaatgtag tataaattgt aagtatatat ataaagaata ataaaatgat
  1791241 gagtgaagac atattgttta tagaagaatt aatcgagtgg attgaaataa atttagaaaa
  1791301 aaggccgaca ttagacgatg tggcaaagat ctccggatat tcaaaatggc atttacaacg
  1791361 gaagtttaag agtatcgtcg ggctacaact ggcatcctat atccgtgggc gagtgttgac
  1791421 ccgagctgcg gttgcgttgc gtatatcaag aaagcctatt attactatct ctgatgaatt
  1791481 gggatttgac tcgcaacaga cctttacacg tacctttaaa aaacggtttg gcgtgacacc
  1791541 aaacagcttc cgccagatga accattggga tgttcagggg atgatccctc gcttcggatt
  1791601 ctacgaaaat tatacgccgg aaatcaagca ggtaacgtta cctggaaagg aattagtcgg
  1791661 tttcacccgg cgtctggatt tcgaagagta taatggttgt gctgtgcagc gctcttcctg
  1791721 tatggcgatg aaagacgaga tcctgcttga tttctttaaa gaggtcaact ttgcctgtca
  1791781 gcggatctac tctttgtttt ctgttaagga tgttgatggt caacaggggc agaagagcgt
  1791841 ttattactca acggcgatag acaaagagag aaagcatgag attcaaggga gccgagagat
  1791901 cgatcacatc gcgattcctg aaggtgaatt tttgtctatc tcccatcagg ggagcgctaa
  1791961 agagtgtgta aaattcgcaa cttacttgtt taacaacgtg ttaccaaagt tacgtgatga
  1792021 agttggtcgt gggattgaga tggaagtcat tgagatagac cattgtcatg cagaatcgaa
  1792081 actgcgtgat atttccgtag tctatcgtta tctgatggca gtgaattaac gcccgattag
  1792141 catcatttag ccattatggt tatttagcca gaatgagtat ccagccagaa tgataggtaa
  1792201 ttgtggccga gcgttttccc aaactgagat gttttagtca ggatttatcg cttgagcggc
  1792261 tttctttgct ttgactctgg cgatagcggc ggccacagcg gctttccgtg ggtcttctgc
  1792321 catggcctct gatcccgcct ccgccacgtc agtggtaacg tgttgtgcct gaacggcttt
  1792381 cttagctttg actctggcga tagcggcggc tactgcggct tgacgaggat caacaacgtc
  1792441 ggttgtttct tccgttgatc gtgcctgctg tttctctgcc tgccgtgctc tggcctgtgc
  1792501 ttttcgggct tcacgggcgg caataactgc actgttatcc ggcatttgcc ctgcggggat
  1792561 attgataaca gactctgagc catcagattg gcgggtcaaa cgactgacag cagcgtcaac
  1792621 tgtttgttga tcagcatcgg tcaatttgac agcggcttgc ttatgccgta attctctggc
  1792681 caacttctcc cgcgccagac gggcttgctt cgcttcaaat cgtgctttag cttcggctgc
  1792741 acgagcgctc tcctgatcga gggcgcgtat ttctgctttt tcttgccggt aatattgcac
  1792801 tagaggaata ttactggggc aaacataggc gcaggcaccg cattctatac aatcgaacaa
  1792861 attatgattg cgggcctttt cgtgttcttc accacggcta aaccagtaga gttgttgagg
  1792921 caataatcct gcaggacagg cgtcaacaca taaaccgcaa cggatacagg attgctctgg
  1792981 ttcagatagg cccatttccg tttcagcggg cgctaaaatg cagttactga ttttaacgat
  1793041 ggggacatcc aaactgggca aagtaaagcc catcaatggc ccccccataa tcaccattgg
  1793101 cgggttttga ggcttgaaac cggccaattt aagtaaatac agtactggtg tgccgattct
  1793161 ggcccaaaag tttccaggcg atgacagggc atcaccggtt aatgtcacca cccgctcaat
  1793221 cagtggttca tcgtcgataa ctgcccgttt gatagccacg acagtaccga cgttttgcat
  1793281 taatacacca atggatgacg aatgcttgcc aaaggggact tctttgcccg tcagaatctt
  1793341 ggttaattgc ttggctcccc ctgatgggta cttggtgggg acaacacgta agtgaatgtc
  1793401 gtcttgccca cgtaatgccc gttgcagtgc cgcaatcgcc tctggcttat tatcttctat
  1793461 cccaatcagt acctgctgag gctgcaacaa atgccgtaaa atatggatgc ccgttatgac
  1793521 ttcatcagca tgctcttgca tcaaacgatc atcagcagtg atatagggtt cgcattccgc
  1793581 cgcgttgatg attaacgtga taatcccatt caacccccct tgcaacttgc tggcagttgg
  1793641 gaaacctgcg ccccccaaac cggcaatgcc tgcttggtga atacggtcaa gcagggccat
  1793701 tttatcgcgc tggcgatagt cagcccacgg ctgttgttca cgccagcgat cttcaccatc
  1793761 aggggtaata tggacgcaaa gttcagctaa gccggatggg tgggcggtgg tatgtggagc
  1793821 aatcgcagtg atcatccctg aagtaggggc atgaactgga actgtacggc cacggccaac
  1793881 ggtcagtggc tgccccttca atacttgctc acccgcccgt acccgcagtt caccctccgg
  1793941 ccccaagtgc tgttgcaaag ggataattaa ttgatctggc aaaggcgcga tacgcatggg
  1794001 gaccgtgctt gattgcagtt tcatttctgg tgggtggata ccgccatcga aatcccagat
  1794061 cttgtcatgt tggcgggcag taaacagctt aaacatgttg ctccacgtct atcattttta
  1794121 ccggaatcat ttgtgaggcg accaactaat taggcagatt cttgaccgga atagtattca
  1794181 aatcccattt ccagttggcg gtggtggtag caaccgggat catttcaata caatcggttg
  1794241 ggcagggggc aacacacagg tcgcagccag tgcagagatc agataatacg gtgtgcatag
  1794301 cccgtgtcgc cccgatgatg gcatcaaccg gacaggcctg aatacattta gtacaaccga
  1794361 tgcagtttgc ttcatcgata aacgccactt tacgttgtgg atgggctgca ctttcatcac
  1794421 catccaacgg ttgtggctcg accgccaata attcggccag tttcagcatc acctgctcgc
  1794481 cacccggcgc gcatttgttg attttttcac caccagtaga gaccgcctcg gcataggggc
  1794541 ggcaaccagg gtaaccacat tgcccacatt ggctctgtgg caaaatggca tccacttgct
  1794601 cgacgaccgg atcttcatca acctggaagc gacgggcggc gaagccgagc accacgccgg
  1794661 agaccagcgc caatgtactg agtgcgccta tggcgatcca taaagacatc attagaactt
  1794721 caccaaaccg gtaaagccca taaaggccag agacatcagc ccggcagtga ttaaggcgat
  1794781 agaagaccca cggaagggcg cagggacatc cgccacagcc aggcgctcac gaatagcggc
  1794841 aaataacacc atgaccaaag agaaacccgc agcagcacta aaaccataga ccgcggattg
  1794901 catgaaatta tgcgattgat tcacattgag tagtgcgacc cctaaaacgg cacaattggt
  1794961 ggtgatcagg gggagaaaga tacccagcaa gcggtaaagt gtcgggctgg ttttgcggac
  1795021 caccaactcg gtgaattgca ccacgacagc gataactaaa atgaaggcca gtgttcgcaa
  1795081 atagatcagg ccgagtggca gcaaaataaa gctattgacc atccaggcgc aaaccgatgc
  1795141 caatgtcagc acgaaagtgg tcgccagacc cataccaatg gcggtttcca gttttttaga
  1795201 gacgcccata aacgggcaca ggccaagaaa cttgaccaga acaaagttat ttaccaaaac
  1795261 tgtgccgaca aataggagca ggtattcagt cattgcattg cgggacctaa aaaaataaaa
  1795321 gccgcctatt atccaaaatt gacggcccga cgacaacaga tgaaatgcag ggttattgcg
  1795381 attttccctt tattttaggg ggaaatcgtg cgcaatcact tcaacgctcg gtaaaagtgt
  1795441 gttttacacg ctgtgaacgt ttgatgtaag gaacaaaaat agctgcagct agcagcggcc
  1795501 acccgagtgt ttttaatgca atttcatcag agattggtga aaaagcaaat gccttcaacg
  1795561 ccagtaacac cgtaagcagt aaccacagaa tgaacagctt aggaaaacga cgggaacggc
  1795621 tacaaaatag ccaaataatc cacagcgtgt aaagccacat gaccagcgtt gttactacgg
  1795681 agaagtacca ttgtaacgta aaagcttgcg tgttggtcac caaatactct ctggatgccg
  1795741 gtgtcgtgat cgccatggcg tacaagacga gcatcaggct ggcgctgagc agtgttacga
  1795801 taagataggc cagtggggct aataaccagc cgccaatgcg ttgatattct tgaggttgag
  1795861 acataataaa ccttttaatc tgctcattag aggtattcag taataagata tcataccctc
  1795921 tttctattct cctggcttaa cccgcgaatg cgctcttggt catttatatc aatatggcca
  1795981 taggcagcgt tggctcggcc atggtgttgc cagtgtcaat acggacaaat ccggtaacag
  1796041 caaagagacg accaccagag aataaaactc aaacgactga ccgccccaat ggttcgctct
  1796101 taaacggtaa tctttgaaca tttctttttt tagctaaagt gcgttgaaat ttaatagagg
  1796161 ggtaatgcga taataaatat tataaagcct tagtggtgag ccatattgat attttatacg
  1796221 gtaatatgcg catcacattt actctgatta atgtgcagaa aattgcttct acagtaatag
  1796281 acacctcaat aacagagtac ccaataatag aatgtcccaa tagcagggag tctactccat
  1796341 ggaaaatcat gttcattccg cgctgatatg tgcatccaga ctgattcggt tggccgggtt
  1796401 aaatccaatg gatatcgaga catttagcca aaaggtcgcc atagacacct cagtaaaaac
  1796461 aacgctagcg tctcttcagc gttatatcgt tcaattttca caaacagctt ctgtccgttt
  1796521 taaaatacgt aagcaagcat tggaaaaaat aaggcaggag cagttaccgc tggcatttcg
  1796581 tgaccgtcag gggaatttta tcttgctggc gcggatgaat gaacaacaag tgttattaca
  1796641 gtacgctgat gataaaaaac cacaaatgtt aagttatcaa tcacttgctg acatgtgggg
  1796701 tggaatgatc ttatgctgta gtcattcgcg ctttgatatt cgctggttta tcccgccact
  1796761 acgtcgccat cgtaagccat taatgcaagt cctattgtta tcattattgc tgcaattcct
  1796821 agcgttgatc tcccctctct tttttcaagt tatcatggac aaagtactcg ttcatcatgc
  1796881 attaaccaca ctggaagtgc taatcttcat cttagtcatt gtcggtgtgt atgaggttat
  1796941 attaaaaggc ttgcgagaat atattttcac gcatacgaca acacgagtgg atatattatt
  1797001 aggcgggaag ttgtttcaac atttaatcag gttgccgtta agttacttta aacaacgtca
  1797061 tgtcggtaat attgttgcca gagtccgtga gttagataat atccgtgatt tcatcacggg
  1797121 ttcggccctg acattatgtg ttgatgtggt ttttaccctc gtgttgttta ttgttatgtg
  1797181 gtgtatatcc ccgttattaa ccttaataat actgagcacg ttgccttttt atctgttatt
  1797241 ggccgtgatg accactcggc cgttgcaaaa aaaagtagaa gctctctgtg gttttgccgc
  1797301 gcaaaacggc gcgtttttga ctgaaacggt gtctggggtg gaaaccgtaa aaagtttggc
  1797361 gctggagcca cggatgcgcc agcgctggga aagccaaact cgtgattttg ctcaggctaa
  1797421 ttttcaggta caaaatttgc aaaatctcag tagccaagcg gctcaactct tgcaaaaggt
  1797481 ggctggcgca ctggtgatcg tgataggtgc gtatcacgtt atgtctgtac agctcagtat
  1797541 tggtcagttg attgcattta atatgttggc actacaggca ttaatgccga tgagtaaact
  1797601 ggttgattta tggcagcaga gcatccgtgc tcaggttggg ctgaaattaa tatcagatat
  1797661 tctaagcttg ccggttgaac cggaggcaga tccggcggcc ccgcaccctg cgattagcgg
  1797721 caatatccta ctaaaaaatg tggccttccg ttatcgcccc gatcttgatc ctgtcttaca
  1797781 tgatttaaac ttatctatcc gcgcgggtga acatatcggg ttggtggggc cgtcaggatc
  1797841 ggggaaaagc accgtggccc ggttattaca acggctctat aacaccgaac aaggggtcat
  1797901 tacgatagat ggttatccga tcaaccattt atcaccagaa tatttacggc gacaagtggg
  1797961 ggtggtgatg caggaaagct atctgtttaa ccgcaccgtg cgagaaaata ttgcccattc
  1798021 acggccaaca gccaccttga ccgaggtggt caatgccgcc agtttagcgg gtgctaacgc
  1798081 ctttattttg gcgctacgcg aatccccgga tcttaatttt tgatgaagcg accagcgcac
  1798141 tggatgatga gtctcagtcg gagattcaga aaaacatggc ccgcattatc gccaatcgca
  1798201 cggttattac gattgcccat cgcctatcga ccgttcgtca ctgccaccgt attgccgtga
  1798261 taacacaagg ccgagtcacc gaacttgcca gccatgacga attactgcaa ttaaacggca
  1798321 gttacgctcg gctttggcaa caacaagttc attttaacca aaacaagtcc accttaacta
  1798381 aaacaagccc actttaacca cggggaaata aaataaatat tatgtctgcg tttattcagc
  1798441 acataaaaaa ccgctggacg cgttgtttta cccccgcgcg tacccgtgat gaatatgatt
  1798501 ttttgcctgc ttatttggaa attgtcgagc gcccgattgc cccattagcc cgtcgtacag
  1798561 cgtggttact catactgaca ttattgctgg tattgatatg ggcgattatt ggaaaacttg
  1798621 atatccatgc ctcagccagc ggcaaagtga ttgttgcgga acattccaaa attatccaac
  1798681 ccgcagaacc tggagtggtg acggaaatta atgtccgaga tggggatacc gttgatgccg
  1798741 ggcaggtgct tattgcatta aaccctattg gcattgatgc cgaagtacgc aatatcaatc
  1798801 agcaactaca gtatcgtcag ttagaagccg ctcggttagt ggctctcctg gctgatgaac
  1798861 cgctaaaaaa tttcaagccg ccttataaca gccctgaatc tctggtggtg gcatccagag
  1798921 cactgttaac aaaagaatat gccgaagtga cagctgaatt gtcacgtcag gatagcgaac
  1798981 tggcggtgaa tcaggcgcat cttcaggccg gaattgagca caactctcat caaaaagcat
  1799041 tgctgaaaaa tattcatcgg cggctacaag cgtcgcgtac gctggctaaa tctaagtcaa
  1799101 ttgccgaggt cgagcttctg gtacaggagc gggaatggtt aacggcaacg gctgaagcca
  1799161 accgtttgca gagtgaacaa gatattttac gggccaaagc acacagtttg gcgcaaaccc
  1799221 gtatgcacta tctggcgaaa atagaccgtg ataatcggga gcgattgaat aaaacccacg
  1799281 aaattattca tcagcttcag caagagcaaa tcaaaatgat ggataaacaa cgccagcaaa
  1799341 ccctaagagc tccggtggct ggcgttatcc agcaattagc ggttcatacc ttaggggggt
  1799401 ggttaccacg gcgcaaccgt taatggttct ggttccggag gattatcagt tggaacttga
  1799461 tgtcatgatc ctcaataaag atgtggggtt cgtcctgcca ggccaagcgg tagaagtcaa
  1799521 agttgacagt ttcccttata cccgcttcgg tacgttatcc ggggaagtaa aacatgtttc
  1799581 ccgtgatgca atggaagatc aacaacgggg actggtattt ccagcgcgta tccgtttact
  1799641 cagcgatacc ctgatggtgg agggtaaacc ggtgcggttg tctgcgggga tggccatcaa
  1799701 tgcggaaatt aaaacaggtc gccgtcgggt cattgattat ctgctgagtc cattgcagca
  1799761 atatcaatct gaagccatga gggagcgcta acatgacgga gtcttattca actctggccg
  1799821 ccgagggcac caaggttatt cagccactgg aggcgttggc gtgtgctgct acctgttttg
  1799881 atttaaccat cgaagcttcg caattggcac accaactagg cttagctccc gatgagatag
  1799941 acagtattgc cttgtgccgt tgtgctgctt ggatagggtt acgagcgcgg aaagttaatc
  1800001 agtcttttga acgtgtggga aagctggtat tacccgtttt attcagtgat ggtgctcagt
  1800061 ggtatgtttt gctgtcgctg accgcgcagg aggccactgt ctattttgca ggcagcgacc
  1800121 agacgcggaa aataagtcca gaagtccttg cgaaattgtg gcgcaatgag gtgattttgc
  1800181 tggcgaaagc ggaaccgata acggccaaaa agcagttttt cggttttagc tggtttattc
  1800241 cggtggtgat gaagtcccgg catcagctac gtaacattat tcttatctca ttactgctac
  1800301 aagccatttt actcgtcacg ccaatgctat ttgaaaccgt tatcgataaa gtgttggtaa
  1800361 gccgcggggt cgatagtttg gtggttctag gtggagccat ggtggcactg gcgattactg
  1800421 aaccggggta taccttatta cgtagctggc tgtttgcgca tttgtccagc agggtggggg
  1800481 ctgaactcaa tacacagtta tatcggcatc ttctggggct gccactgggg tattttaccg
  1800541 gccaacagac agggcaaact atcgccaaga tgcgagaaat ggagcaaatt cgcagcttcc
  1800601 ttacgggctc agccctgact atggtgttgg atctgttttt tgtcgtcacc tttattgcag
  1800661 tgatgtttcg ctacagtggt caattgacgg ggatcgtatt gatttccctg ctttgttatc
  1800721 tgctattttg gtcggcagtt ggggggcggt tacgcaagcg agtggcgcag caatacgaaa
  1800781 ccagtgcgca agcaacctcg ttcctgaccg aggcggtcag cgggggggaa accatcaaaa
  1800841 cctcggcaac cgaaagtcag tttaaccggc gttggcgtca agtattagca cgctatgtcc
  1800901 gggcctcttt tggcagttcg caggcaggga acttggcagg ccaagggatc tcgctcatta
  1800961 ataaaataac gtcagcaatt ctgttgtggt ttggcgtgac cctcgtattg gctggaaaac
  1801021 tcagcccagg tgaactggtg gcgtttaata tgtttgccgg ttacgttacc caacctatat
  1801081 tacgattggc tcaggcatgg caagacttcc aacatacgca gattgcgctg gagcggattg
  1801141 gcaccattct ggatagcccc accgaacccg gaagtgccgg gctggttgcc aactgtaaac
  1801201 gggcagggag cttaagtttt aagcaagtgc gcttccgtta tcgccctgat accgcagaag
  1801261 ttttacaaaa tctcaatctg gagattgccg gtggagaatt tatcggcatt accgggccat
  1801321 cggggtgcgg taaatcgaca ctgaccaagc taatgcaacg cttatatacg ccacaacatg
  1801381 ggcagattct ggtcgatggg caggatttgg cgattactga ccccaccacg ctgcgccgtc
  1801441 aaatgagtgt ggtattgcag gagagcgttc tattttcggg cagcattcgg gacaatattt
  1801501 gtcaatgtcg gcccaatgca gatgaggctc atgtgataca tattgcccgg ttggccgggg
  1801561 cgcatgattt tattatagcg ttgccgcagg gttatcaaac tcaggtcggt gaaaaggggg
  1801621 ggctgctttc tggcgggcaa tgtcagcgga ttgcactggc aagggcgctg atggctgatc
  1801681 ccaagattct tatccttgat gaagcaacca gtgcgttgga ctatgaatcg gaggcggcga
  1801741 ttatgcgcca attaccggaa atcacccgta accgcacggt tatctgcatt gcacaccgtt
  1801801 tgaatacact acgtcagtgc caccgcattt tgttactaaa agatgggcaa attgcggagc
  1801861 aaggtagtca tgaagtcttg gtagcaagtg gtgggaatta cgctcgtctg tggcaacagc
  1801921 agacagagta gaagtaatgg taatcgtgct caccggcatt cattgaaggg ggcaatgaga
  1801981 atatagttat aacgcattgt catcatggtt ataacgcatt gtcatcaccc tcaggagcca
  1802041 acaggcctct gagggtgtcg ctatcatagc gaattttata atactgattt ttccaatact
  1802101 aaaaatcata cccaacaaca ttagcgattg agctgatagt acacctcgtt ccaacggatt
  1802161 tcgtttttga acgccggtaa cgtcgtgtca ttgtcgatca acaagaattc aataccgtgc
  1802221 atttcggcat ataaacgcag ttcatcgaca cccaccgctt gtgagaatac cgtatggtgt
  1802281 gcgccaccgg cgatgatcca agcttcagca gccgttgcca gtgaaggttg tgcttgccag
  1802341 atagcccggg caaccggtaa ttttggcaat ggatgaggtt gttcaacggt atcaaccaca
  1802401 ttaaccagca agcggaaacg gttccccata tcgatcaaac tggcattcag cgccgggcct
  1802461 gcgggggtag agaaaatcaa acgggcaggg tcagctttcc ctccaatgcc aaggtgttgc
  1802521 acatctagca ggggcttctc ttctttggcg atcgacgggc agacttccag catatgtgag
  1802581 ccaacaacta agtcattacc tggctggaag ttataagtgt aatcctccat aaaggaagtg
  1802641 ccgcctttca ggccggttcc catcactttt aagatgcgca gtaatgcggc ggttttccag
  1802701 tcgccttcgc caccaaaacc gtaaccctgt tgcatgagtc gctggactgc caggccaggt
  1802761 aactgcttca aaccataaag attttcaaag ttagtggtga aggctttaaa accaccttgc
  1802821 tccagaaaac gcgtcatacc tagctcaata cgtgctgcat ccagtaagtt ttcgcgctta
  1802881 tcaccattga gtttcaccgc atcggtaaag cgataggtgg cctcatattc ttcaaccagc
  1802941 gtatcgatat cacctttact gacggcatcg accacggcga ctaaatcccc aatgccataa
  1803001 gcattaacgg aatagccaaa ttggatctgg gcagcgactt tgtccccttc agttacggcg
  1803061 acttcacgca tgttatcgcc aaagcgcgcc actttcagtt gttgactttc ttgttttgcg
  1803121 gcggcgacgc gcatccactg accaatgcgc tggtgggctt ctttatcctg ccagtgaccg
  1803181 gttatcacac tgtgttgctg gcgcatacgg gcaccaatga aaccaaattc acggccaccg
  1803241 tgtgcggtct ggtttaggtt cataaagtcc atatccatcg ttttccacgg gatttgggca
  1803301 ttaaactggg tatggaactg taacagcggt ttattcagaa tgctcaggcc gccaatccac
  1803361 attttggccg gagagaaggt gtgcagccag gtcatgatac cgatacaggc cgtgtcgtag
  1803421 ttagcttcac gacataatgc ggtgatttca tccggtgttg taaccaacgg ttttaatacc
  1803481 agttttacgg gtaaacccgc ttcgttgttc aggctattga ccacctgatg tgcattatcc
  1803541 ataacttgtt gcagggtttt agggccatac agattctggc taccaatgac aaaccacact
  1803601 tctgattgct tgaatacgtc catctatcac tccatttaat aaatgattac tcgatataaa
  1803661 acattcagtt atcgtgaatg tcgttaaagt agactgcttg tcaatatcag tgaattacct
  1803721 tggtaactgg cgcataatgc ggctctgccg tatgacacca ctgctgatag cgttgataaa
  1803781 gttgctggta acgcacgacc tggacgggat ccggaatcag agtgcgctca atattgcatg
  1803841 ccatgtggcg ttgggcggtg ggaacatcat cgtgtgcccc tgcggcaacg gctgcaaaaa
  1803901 tcgccgcccc cagcgcacaa cattgatcag atgccacaat ctgtagtgga cgattcatga
  1803961 catctgcaca aacctgcatg atcaccggcg atttacgtgc aatccctccc aatgccagca
  1804021 cgttgtcaat cgggatatct tgctgttcaa aacattccat aatggcgcgg gcaccaaagg
  1804081 cggtcgcagc gataaaacca ccaaacaggg ttggtgcatc ggtacccaga ttcagatcgg
  1804141 taatcacccc ttttaaacgc tgattagcat tcggggttcg gcggccgtta aaccaatcca
  1804201 ataccacggg cagatgatcg agagacgggt tttgtgccca tgcgcgggtc aatgaggcga
  1804261 gtaggttgga ttcgatctgt tttagctgcg gctgccattc gggttgggtc aatgccgctt
  1804321 gatgcagtgg ccaactcaac aaattgctga accatgcata catatcaccg aatgcagatt
  1804381 gacccgcttc catgccaatc caacccggca atacactgcc ttcaacctga ccacaaatcc
  1804441 ccgcgatagc ccgatcaccc acccgttggt catcggcaat caagatatcg caggtggacg
  1804501 tgccaatgac tttgaccaag gtataaggtt gagcaccggc tcccaccgcc cccatatggc
  1804561 aatcaaatgc tccaccagaa aggatcaccg tcgttggtaa gcccagacgc tcagcccact
  1804621 cggcggtgat ctggcctacc ggtcgttcgg cggtgtaggt gtcagtaaac atgggataat
  1804681 cgagatcatt aaccaggctg gtatctaatg ccgcgaggaa cgctcgtggg ggtaatccgc
  1804741 cccatgaagg gtgccataaa cttttatgtc cggcgctgca acggccacgc tggatatcct
  1804801 gcggtgcggt ggtaccagac aagagggccg gtacccagtc acacagctca atccatgaca
  1804861 ctgccgcctc acgaacagcc acatcagcac gggtgacatg tagaattttt gcccagaacc
  1804921 actcagagga ataaacccca ccgatatagc gcgaatagtc cgcaaactca ccgctacggc
  1804981 ataaacggtt aatttcttcg gcctcctcaa ttgcagtgtg atctttccac aacacaaaca
  1805041 tggcattggg gttatctgca aaatccgggc gcagagctaa tacctggcct tgctcatcaa
  1805101 tcggcgctgg cgtcgatcca gtagagtcga caccaatacc cacaatatgt tgacgttgtt
  1805161 cttctgacag gcgcttgacc atctgccgga tggcctgttc catcgcttca atatagtcga
  1805221 gaggatggtg gcggaactgg ttttgtgcgg cctgacaata gaggcctttc ttccaacgtg
  1805281 ggtagtaaac cacttccgta tcgatctcag tgccatgttg acaatctacc gccaatacac
  1805341 gaacggaatc gctaccgaaa tccaacccga gagctatagc accgtctgcc gatatcacgt
  1805401 tgcctgtcat ggtggttgct cctaatcata caaaaaaaac agaaattcat tggtaataac
  1805461 cataagagtg agccgagggg aaacgtgagg agccaatagc tggaagtatg cacttttctg
  1805521 cttgttggtc tgtttttgtg atgtcagtca aaagttagcg cgaggttaaa tttgctgaat
  1805581 atatggataa ataaactgta atctctggat gtgatagcgc tctacattct gaagtctatt
  1805641 taacgctaaa actgtcttcg tcttacacga tgtggtgtgg tgatgcggcc ttaaataaag
  1805701 cacacggcca tactgaactg aaaaaactct actgataacg tttccactca tttatttcaa
  1805761 tatgcgtgac tagcgattaa ataaacaaga atcataaaaa cagtctggag aatactatgc
  1805821 ataaattaac taaggcgctg gcagtagtcg ggttagcggc ggttatgtca cattcagcta
  1805881 ttgccgaaag tatgaaactg gggtttctgg ttaagcaacc ggaagaacct tggttccaga
  1805941 ctgaatggaa gttcgctgat aaggcgggta aggatttagg ctttgaagtg atcaaaattg
  1806001 ccgtacccga tggtgagaaa accctgaacg ccatcgacag cctggcggcc agtggtgccc
  1806061 aaggttttgt tatttgtaca ccagatccaa aactggggcc tgccattgaa gccaaagcgc
  1806121 gcagttataa cctgaaagtg attgctgttg atgaccaatt tgtgaatgcc aaaggcaaac
  1806181 cgatggagag tgttccgctg gtgatgatgg cagccactaa aattggtgaa cgtcaggggc
  1806241 aggagttgtg gaaagagatg aacaaacggg gttggcaacc cgctgaaaca gcagtaatgg
  1806301 cgatcacttc tgatgaatta gataccgcgc gtcgtcgtac cggcggttca atggcggctc
  1806361 tgcaagcttc tggcttcccg gaaaagcaaa tctataaagt tccgactaaa tctaatgata
  1806421 tccccggcgc atttgatgcc gctaactcca tgttagtaca gcatccagaa gtgaagaatt
  1806481 ggctgattgt cggcatgaac gataacaccg tattaggtgg cgtgcgtgca accgaaggcc
  1806541 aaggttttaa agcaccgaat gttattggca ttggtatcaa cggagttgat gccgtgagcg
  1806601 agctgtccaa aggccaggcg acgggtttct atggctcttt attacctagc ccggatatcc
  1806661 atggctataa aagtattcag atgctgcatg actgggtcac taaagatgtc gaacctgcaa
  1806721 aatttactga agtcaccgat gtggtgttga tcactcggga taacttcaaa gccgagttag
  1806781 agaagaaagg cttattgtaa tcccgataca cgctatggcg cactgggggc aggctacggc
  1806841 ttgccccaat agcctacggg tggttcggtg caacccaaac tttataagga agccatcatg
  1806901 tcagcacccc attctgcgtt acaagccgag ttggacgccg cacagtcacc ttatctggct
  1806961 tttcgtggca tcggaaaaag tttccccggt gttctggcgc tggatgatat cagtttcacc
  1807021 tgtcaggcgg gccagatcca tgcgctgatg ggcgagaatg gcgcggggaa atcaacccta
  1807081 ttaaagatcc tcagtggtaa ctacaccccg acacagggtg aaatccacat taaagggaaa
  1807141 gccgttaact ttaccaatac tacggatgcg ttggatgctg gtgtggcgat catttatcag
  1807201 gaactgcatt tggtgcctga aatgacagtg gcagaaaaca tctatctggg ccaattaccc
  1807261 accaagatgg gtatggttga tcgaaaattg ctgcgttatg aatctcgcat acagctatca
  1807321 catctggggt tggacattga tcccgatacc ccactgaaat atctctccat cggccaatgg
  1807381 cagatggtgg aaattgccaa agcattagcc cgcaatgcaa aaataatcgc ctttgatgaa
  1807441 cccaccagtt cgctctctgc ccgagaaatt gagcaactgt tccgcgtgat ccgcgagtta
  1807501 cgggccgaag ggcgggtcat cttgtatgtc tcccatcgaa tggaagaaat ttttgccctg
  1807561 agtgatgcca ttacggtgtt taaagatggc cgctatgttc gtacgtttga tgatatgacc
  1807621 caagtgaata atgcgtcact ggtgcaagct atggtagggc gtaatttagg ggatatctat
  1807681 ggttatcagc cccgagagat aggttctgaa cgcttaacgc tacaagcggt gaaggccatc
  1807741 ggtgtggcct cgccgatcag cttgactgta caccaagggg aaattgtggg gctgtttggg
  1807801 ttagtggggg ccgggcgtag tgaactgctc aaggggctgt ttggtgacac caaactgacc
  1807861 agtgggaaac tcttgcttga tggccaacca ctgactatcc gttcgccgat tgacgctatt
  1807921 tctgctggga tcatgttgtg tccagaagat cgaaaagcgg atggcatcat tcctgttcac
  1807981 tcggtacagg acaatatcaa tatcagtgcc cgccgcaaaa cattaaccgc aggctgtctg
  1808041 attaacaacc gctgggaagc ggataatgcg ttgctgcgta ttcagtctct gaatattaaa
  1808101 acgccaggcc cccaacaact cattatgaat ctatccgggg ggaatcagca gaaagccatt
  1808161 ttaggacgct ggttgtccga ggacatgaaa gtgatcctgt tggatgaacc gacccgtggt
  1808221 attgacgtcg gggccaaaca tgaaatctat aacgtgattt atcaactggc gaaacagggc
  1808281 attgcggtgc tgtttgcttc cagtgatttg ccggaagtgc ttgggctggc agatcgtatt
  1808341 gtggtgatgc gtgagggcgc tatctctggt gagctagacc atgaatatgc cactgaagag
  1808401 caagccttaa gtctggcaat gttacgcacc ccgaatattg ccaccaatac cgcgtctgcg
  1808461 gttgcctgac tgtgaaggag ttaatcatgt ctagcgttac tttgagttcg gataaaaaga
  1808521 acccggtatc aactgaatca aacggtggga tcccacaacc tcagcaacca cagaatgcgc
  1808581 cgactaaaag tggcttagga ttatcccgta tctgggacag ctacggcatg ctggtggtct
  1808641 tcgccgtggt ctttattggt tgcgtgattt ttgtgcctaa ttttggctcc tttatcaata
  1808701 tgaaagggtt ggggctggct atctcaatgt ctgggatggt ggcgtgcggt atgctttttt
  1808761 gtttggcatc cggcgatttt gacctctctg tggcctcggt cattgcctgc gcgggtgtta
  1808821 ccaccgcggt ggtgatcaat atgacagaga gcctatggat aggggtgggc gcaggtttgt
  1808881 tattaggggc ggcatgtggg ctaattaatg gttttgtgat tgcccggcta aaaatcaatg
  1808941 cgctgatcac cacattggcg acgatgcaaa ttgttcgtgg cctggcgtat atcatttctg
  1809001 atggtaaagc cgtgggtatc gaagatgagc gcttcttcgc cttgggttat accaactggt
  1809061 ttggtctgcc agcacccatc tggatcaccg ttgcctgttt ggtgctgttt ggtttcttac
  1809121 tgaataaaac cacctttggc cgtaacacgt tggcgattgg ggggaatgaa gatgctgcgc
  1809181 gtctggccgg tgtgccggtc gtgcggacca aaatcattat ttttgtgctg tcaggtttgg
  1809241 tgtctgccgc cgcagggatt attttggctt cacgcatgac gagcggccag ccaatgacct
  1809301 cgattggtta tgagctcatt gttatctctg cttgcatatt aggcggggta tcactaaaag
  1809361 gcggcattgg taaaatttct tacgtcattg cggggatctt gattctggga acagtagaaa
  1809421 atgccatgaa cctattaaat atctccccgt tctcacaata tgtggttcgt ggtttgatcc
  1809481 tgctggcggc ggttatcttc gaccgttaca aacagttagc taaacggacg atataaggtt
  1809541 acggtgactg aaacgtccat aaaaatctct ctagttcaca gttttagcat cacgctcggg
  1809601 cagcataaca cctgcccgat aaactgaaag aagttaatgg ataacgcagt gagtggcttt
  1809661 tactcatccg agctcactga cgtgagcctg attgtataaa actgactgca taaaactgat
  1809721 catataaaac cgattatatg aaaccgagga gccaaaatgt atcaacgcat ggttcaggaa
  1809781 ccgcaaccca atcctttgct gccaggctac acgttcaatg cttatctggt cgcaggatta
  1809841 accccgattc tggctgacgg cccactcgat ttcttcattg atcggcctgg cggcatgaag
  1809901 ggctatattc tgaatttgac cattaagggg caggggaaga ttttcgatgg tgaaaatacc
  1809961 atctacagta atcctggtga tttactgttg ttctcaccta agtcgcctca ccattatggt
  1810021 cgttcaccga atagtgattg ttggtatcac cgctgggtct atttccgacc acgggcttat
  1810081 tgggccgatt ggttggaatg gcacagtaaa acccatgagg tagggcgttt atctttacct
  1810141 aacaataact taatgctgga gtttgaccgc ttatttgcca atattgagca gacacagaaa
  1810201 tcggggcggc gcttcggtga agaactgggt atgaatttgc tcgagcggtt actgctacga
  1810261 gcaatggaag aagacccact tagtccacaa cgtattatgg acccacgtat tattgaggcc
  1810321 tgtcaattta ttaccggaaa tctggcaggg gaattacgta ttgacgaagt tgcccgccat
  1810381 gtttgcctat caccatcacg cttagcgcat ttattccgtg aacaggttgg cattaatata
  1810441 ttacgttggc gtgaggatca gcgggtgatc cgggcgaaat tattactgca aacgacccaa
  1810501 gagccaattg cgaccattgg ccgggtggta ggctatgatg accaactcta tttttcccgt
  1810561 gttttccgta aacgagtggg ggtcagcccc agcgatttca ggcggcgcag tatcgaaact
  1810621 aactatccac aacgtacttt tcgtccagcg gactggcagg ataatcaggg ggcattggtg
  1810681 cgggtttaat cccgcccgtt acggttaagc agaaattacc ccttgtccct ggatgcatca
  1810741 tagtgtcaaa tcgattaatc gtgtgatatc taattgcgat atcaaatagc gggtattctg
  1810801 ggtaagagga aaggtaatgg ctgataagat aaaagtaggt ttactgggct acggttatgc
  1810861 cagtaaaacg tttcatgcgc cgttaattat gggcacaccg ggcttagaac tggctggagt
  1810921 ttccagcagt gatgccagta aagtgcatgc cgattggcct gcaataccgg tagtatctga
  1810981 ccctcagatg ttattcaatg atccctctat cgatctcatt gttattccca cgcccaatga
  1811041 tacccacttc ccattagcgc agagcgcact ggctgccggt aaacatgtgg tagttgataa
  1811101 gccctttacc gtgacgttgt cacaagcaaa cgcgttaaaa gagcacgctg atgatgcagg
  1811161 tttactgtta tcagtattcc acaatcgccg ttgggacagt gacttcctga cgttaaaaac
  1811221 gttactggcc gaaggctcgc tggggaacgt tgtctatttc gaatctcact ttgatcgcta
  1811281 ccgcccggaa atccgtcaac gctggcgtga acaagccggt gcgggagggg gcatctggta
  1811341 tgatttaggg ccacatttac tggaccaagc gttacaactg tttggtctgc cagaaacgtt
  1811401 gaatgtcgat ctgggcatgt tgcgcccagg ctctcaatct gttgactatt tccacgcggt
  1811461 tctcagctat ccggggcaac gcgttgtact gcatagcacg gtattggctg cggcagaaac
  1811521 ggcgcgttat attgtgcacg gtacgcaggg cagctatatc aagtttggtg tggatccaca
  1811581 ggaagaccgt ttgaaagccg gtgagcgttt accacaggct gactggggct acgatatgcg
  1811641 tgatggaatc gtgacactgt cacatgataa tgtgcttacc gagaaaccgc tactgacgct
  1811701 gccggggaat tatcctgcgt actatgccgg tatccgtgat gctatttggg gcactgcgcc
  1811761 taatccggtt ccagccactg aagcgattaa agtcatggag ttgattgagt tgggtattgc
  1811821 ttcagatcaa cagaaaaaag cactgccgat cattgctaaa aattgatgtt tatcccgctc
  1811881 taatggggcg gagtaagggt ggaaatatct ctctgggcac aatctccgtg gcccagagtt
  1811941 tttttatttt tttaaagaca aaccattggt ttaaagcaga gctattggtc taaataagta
  1812001 cttttgatta aaaaacacta ttgattaaat aaatacattg ggttgaagga atacagtgga
  1812061 tgtcatggtt acaacgctta cagatagata agtttttgtt agtgctgata ctggtggtga
  1812121 ttatcgcctc tatcttccct tgtgaagggg aaaccaaagt gtggtttgaa aggctgacga
  1812181 ccgccgccat tgctttgttg ttctttatgc acggtgccaa gttatcacgt gcggcaataa
  1812241 tgacagggat ggggcattgg aagctgcatt tggtggtttt tctcagtacg tttgcactat
  1812301 ttcccctatt aggggtgggg atgaatgtac tggtgcccaa tgtgttaaca cccacgctat
  1812361 atttagggtt tctctatctt tgtgctttac cggcaacggt tcagtcggcg attgcgtata
  1812421 cctcagtcgc cggggggaat gttgcggcgg ctatctgtag cgcatcggca tccagtatcc
  1812481 tcggggtttt cctgtcaccc attttagttg gcatgttgat gcagacacag ggcggtgata
  1812541 ccgacacctt acatgctatc ggctccatca ttatgcaatt aatggtaccg tttgttgtgg
  1812601 ggcatctatc gcggccactg atagctaaat gggttgaacg gcacaaaaaa ctggtcaata
  1812661 tcactgaccg gtcatctatt ttgttggtgg tttatgtggc gttcagcgaa gcggtcgttc
  1812721 aagggatttg gagtcaaatc gacggctggt cacttttggc catatcagtt tgttcaatgg
  1812781 tattactaac ggtggtattg gtggttaata ccctggccgc tcgttggctg ggctttaata
  1812841 ctgctgatga gattaccatc gtgttctgcg gttcgaagaa aagtttggcg aacggtattc
  1812901 cgatggctaa cgtgttgttt cctgcctcag tcgtgggggt tatggtattg ccgctaatga
  1812961 tattccatca gattcaattg atggtctgtg cggtactggc acaacactac gcgaagcgaa
  1813021 tggcgagaga acaagctgaa aaaggactgg acgtaatgcc gacagtaaat gacagtaaaa
  1813081 ctcagtgagc cgatgctaac ggtagattgg cggcagactg tgtccagcgt ggtgaaccca
  1813141 tcacggtggg ccagtaaatc atcagatttc ttgtccgttt ttaatatcta taagttattt
  1813201 tttgatagaa aacgccatcc tttttaagga ttattcttgt gcatcccatt ttgggatgaa
  1813261 tagcttccta cctttaaaag gagaaaacac ataatgatgg agataggtac tttttcatta
  1813321 tctaacgtag atactgatca tttgattgct gacccaactg ggattaaatc gattaaaacg
  1813381 gtatgcgatc ttcatatcgt cgaactggct caagtcgata atgaaaaaaa actgcatata
  1813441 gcagaaatag ataaaggtat tagtgctgta ctgccgggca ttgattcgtg cattgggata
  1813501 attataaaaa cagacttagg gaaaattatc gcctcccatg ttgggatata tgattgcggt
  1813561 gtggataaag gatttgatgc caacaaattt gatgagagcg tttacgcaaa cattgagtca
  1813621 gaaaacatgc gcagttcgat agcgcttatt actgatgatc taaaaaagat gataggtaaa
  1813681 aataaaatat ctgaaatcat gatcatcgga caagatgcgg gtagtgaatg gcctcatcaa
  1813741 cagttaaatg atttggcgaa agaactgggc ttttctggcg agttaataat ttgtgggcat
  1813801 aaagaagggg taaatacaac atgctctgtg attatagaca gcgctgggga tatatctata
  1813861 ttgaatcgag atggaaagag aatagagatt taaaacggag ccaatgggct ccgtttttat
  1813921 caaacaaata taatgaatag tttattgtgc aggagcaggc tctgcgggta cgactaagtc
  1813981 aaattctggt gtttcttgtg actcagggcc gctatcaata tcttcctcct cttctccctg
  1814041 tgcaccaagc agattaaaca ggccagcaaa ttcttctggt gacattttct gaccattcaa
  1814101 ttcgacttgg ttgtcagcaa actggagttt actgctgatt acatcatctt tagtggtggt
  1814161 cagcctaaac atctggccca ttgcagcgag actctggact tgttgctgtg ctgaactttt
  1814221 cgcttcttcc tcgctgtaac cttgcaggcg ggcggcctga gtgaccaatt ctgtagccat
  1814281 cgccattgga atgctcaggt tggcgtccaa ttttttcacc gcgggtgcta ttagtggttt
  1814341 ttctgttgat ttagcttgtg tcggatcggt cagttcgata ttcagggtaa aggtactttc
  1814401 ccctttagta tttttccagc tcagtggggc aatgctcact gcagggttac ctttcagcag
  1814461 cgcaggaagg tttgccatga caacttctct catttgctgc tgagaggcaa gttgatcaac
  1814521 actttcagct agctgtactc gcttattata agcactgatg aactgcttca gaccctcacc
  1814581 gttgaaacgg tcaaaagcaa tagtcaattg cgctgaacca aagttattat cctgaatttt
  1814641 taaagcatca agggtatagc tcagtttgcc atttaaatct ttatcagttt cgctcaattg
  1814701 ggtcttcaga ttaaagccaa gcaatgtcgc catgttcttg ccttcatggc tgatatctat
  1814761 ttgcttaaca ccaatctgtt ggtcgccgat gctgatatcg aacttacccg ctttactgtc
  1814821 acttttcagc gttagccctt gcacactgac ttgttctgtt tgatccaaat aattcttttt
  1814881 ggaataaata aaactatcgc tgctgccgct catacttaca ttgtgcatat cacgagagac
  1814941 atcggcattg atagtggcac cggagaactt cacgttagtg ctattttgct tatagttgat
  1815001 tggaatgaaa gtaatagcag aagaggtatc gccaccgtaa gaaatacgcg aatcagcagt
  1815061 aaaaggcgac tggccgttgg tcacatcaaa caatttcttc agcactggcg tgttagccaa
  1815121 ctcagtatgc actgacgcca tgctaggaat taggtttaat ttcttcaact gagctaatgg
  1815181 gaacgggcca tgatcaatga cttcaataaa ggcgatttca tcaccatcgc tcaatacttt
  1815241 ttcgccagta aaagtattat ctgattgtaa aatataacgg accttactgg agaacagacc
  1815301 gcgttggtaa tctttataag caaatttgac acccacgttt ggaaacgctg tcttgatctg
  1815361 tccgttggca ttatcaacca gctcggtcat gcgttgttca atcagtttac cggtatacca
  1815421 agaggctcca gtccatgctg cgccgagtac gacaatgacg ctgacagcca ctaacgattt
  1815481 tttcattgtg ttgttcatcc ttttccaatg taccaaattc actatattga acgcggtaat
  1815541 gagtgattta agaagcccca cctaaagaag gaaatcccca aaaaagaaga tatatctccc
  1815601 aaataatata ggcctagagt acctatacac aaatattatt gcgaccgtaa caaagactta
  1815661 atcgcgacag agccttcaat ttatggtgag aagctattta ttggcaacaa attcattaag
  1815721 ttagttcaca ccgcgttata aacacgagca attgaaccca ccccttgcac ggttacaggt
  1815781 gattccttag ccgatatgaa gcaagactca ccagggtgca gcgtaatttc ttgctcttgt
  1815841 tttttcagca ccgcacagcc ttcaacacaa aaaataattg ccgcactgtg ttgtgccaga
  1815901 acgtgtggtt caaccaccaa ggtatgcagt gagaaagcga agtcctcgac aggaataggg
  1815961 aatatcagtt cattaccctg ttgctttggt gttgtgagta gggcattagc cggtttaggg
  1816021 ataaattgca gattggacat taactctgga atatcaataa acttcggcgt tagcccagct
  1816081 ctcaacacat tatccgagtt tgccatgacc tctaatgcaa ccccattgag gtaagcgtgt
  1816141 ggtgtttcgg cataaaggaa catggcctca cccggttgca atgtcacggc attaagcagt
  1816201 agtggggaga acaacccgct gtcatcggga taaaaacacg aaatgctgcg gatcgtatcc
  1816261 caaggctctc cgagttggct attcaatgcc gctttcagaa taccgagtgc ccgcgttttt
  1816321 gtctcaccgc tcatactgag taagctggca aataaactgg ctaaatgctc agtatcgggt
  1816381 tggcgcaaga acgcggcaat atcagggtgt gccgctgcta gtggttgtaa cagcgcctgg
  1816441 atatcttcta gtgtgcgaaa accattcatt gcctgaaaag gggtgagggc ataaaccagc
  1816501 tcaggcttat ggttcgcatc tttataattg cgctcagccg catccagtgg gatacctgcc
  1816561 tggttttctt tagcaaaacc gacctctgct gccgctttgc tcgggtgaac ctgaatcgat
  1816621 agaggttgag ctgcacaaag tactttgaac aggaatggca gttcaccaaa gcgcttgaaa
  1816681 atatcactcc ccagcgtgtt atctggatct tgatcaatca catcacgtaa tgaatgccac
  1816741 tggccatttg cgtcaagaac ctgggaactg cttttcgggt gcgcacccat ccacagttca
  1816801 gccattggca ttccttgtgg gttaggtatg ccataaagct gggtcagggc atcagtactg
  1816861 ccccaagcat agttttgaac tgcgttattc atttttagca tgtttatgat ctgccgtttg
  1816921 caaaggacta aaataaggct gcgcgttagc cagtgattaa ccggttctgg atagcaaacc
  1816981 ctgaaaaaat aagccattag tagacaatga ggctaaaggt gttgcaagtg gtaatacgat
  1817041 catcaccaaa gtagccatca caaaattcca gaaatgcgaa tcaatcgcat aagcgcaata
  1817101 ctatctgtgt cattataacc gctatgtcgt aagcctatgc tagctcaaca tcaatctttt
  1817161 gttctaaatg ctaaggaggc agtgatggca actacccgca gtgaaaagga ttctatgggg
  1817221 tctatcgatg tacctgcaaa ccaattatgg ggggcgcaaa ctcaacgttc attggcgcat
  1817281 tttcgaattt cacaagaaaa aatgccaaca gagctaattc atgcattggc tctgaccaaa
  1817341 cgagcggcag ctcaagtgaa tatggaccta ggcttgctgc cagccgagcg tgcaaaagcg
  1817401 attatgcggg ccgcagatga agttctggat ggcgctcatc caaccgagtt ccctctcgcc
  1817461 atctggcaaa ccgggtcggg tactcagacg aatatgaata tgaatgaggt actggcaaac
  1817521 cgtgcgagtg agttgctcgg gggggcgcgg gggaataacc gtttggttca tcccaatgat
  1817581 gatgtcaata aaagccaaag ttcaaatgat gtcttcccaa cggcgatgca tgtcgctgca
  1817641 gtgatggggg tgagtgaaca tcttcttcct gaactgaagg tgttacagaa aaccttggcc
  1817701 gacaaagcag aagcttatcg cgatattgta aaaattggcc gtacacattt acaagatgcg
  1817761 acccctttaa cgttggggca ggaaatttcc gggtgggcgg caatgttatc tcacagtgtg
  1817821 cggcatattg aggcgaccct tcctcacctg tgtgaattag cgcttggggg aacagcggtg
  1817881 gggactggcc tcaatacgca tcctgaatat gctgtacgag tagctaatga aatagccaca
  1817941 ctgacacgcc aaccgtttat cactgccccg aataaatttg aatcattggg aacctgcgat
  1818001 gcattggttc atggtcacgg tgcgctaaaa ggcttagcgg catccctgat gaaaattgcc
  1818061 aatgatgtcc gttggttatc atcaggccct cgctgtggta ttggcgaaat atctattccg
  1818121 gaaaatgagc caggcagttc tatcatgcca ggcaaagtga atccaacaca gtgtgaagcg
  1818181 atgaccatgc tatgtgctca agttatgggt aatgatgtgg ctatcaatat cggtggggcg
  1818241 tccggcaact ttgaattaaa cgtgttccgt ccattggtca tccataactt cctgcaatct
  1818301 gttcgtttgt tggctgatgg aatgcgtggt tttaatgagc actgcgcttt gggaattgaa
  1818361 cccaaccgcg accgtattac gcaattgctc aatgaatcgc tgatgttagt taccgcgctc
  1818421 aatacccata ttggctacga taaagcagct gaaatcgcca aaaaggcgca taaagagggg
  1818481 ctaacactga aagcagcagc tatggcattg ggttatctta ccgatgcaga gtttgatgaa
  1818541 tgggttcgac cggaagatat ggtcggcagt atgaagaaat agcggataaa cattgttata
  1818601 ttaacgccgg ggtggattac cggcgttttt acagtggcta agccgcaata aatggcattt
  1818661 tttacggttc cagttcgaca taaagatgca agcgcggtac cagcaaacgt agcggtttcg
  1818721 catcaggctt atatttatgc ttgatatgct tcacatcata atcggtcaac tcgcctaatt
  1818781 tcggtagctc ggcccctaac tgatgctgac agaacgcaat caggggcatg gggcaggggt
  1818841 gttgtacctg tttttgttgt tcttgatacc atactcttgc gatgggctgc acttttacgg
  1818901 gccttttaat tttcagccgt gtcttttctg gcaaacgctg cacatcattt atttccaagc
  1818961 taatcagttc cctccattgc tcacgcgtaa atggaggaac agctcggcca gcattcaggc
  1819021 ttttttctag ctgtagcaat atatcttcgc gagtcacatt tttaataatg tgtttgttgg
  1819081 cccagccaaa gcgcactgaa ctggggttga ttaatggggt aatggtgcgg taggtattca
  1819141 gggttatcag gccatgtaag tgtgtgtgaa caaattcaaa gcgttgttcg ctgggtaagc
  1819201 ctgattccac agtaataata tgttctaact cagcttttaa ctgattggtt ttttttatta
  1819261 tatcttggca ttcaatgagt tctttgtcgg tcacggagaa gcagagcacg ccaggtaagc
  1819321 gtagtgctgc tttactgcta acatgctgcc cttggtgatg aagaaacaat cgttggaaat
  1819381 gttgtaaccc caactttttg gcgtgttcac cctcggttat attgacggta atttgctcaa
  1819441 tgggttgatg ctcagtgcct ttttctattt cagggagaga aaatactctg gcagcaatta
  1819501 gaggtaaatc gtccaattgc tggtggagtt gatgaagtgt tacttctaac tcagcaaagc
  1819561 gagtattcat tcgttctatc aaatcatact tgttcatatt cttttctaaa taaggcggct
  1819621 tagttacaac atacattatc ttgttctcct aaagatagcc acatgtagat acataaatgt
  1819681 cattagattc aaaaggacat ataaaacaga aaagggcgct taaaacgtga gaattcgcga
  1819741 ctcaccctca tatgtttacc gagctcattt ttcggtagca agacacatag agagtggagt
  1819801 ctcaacgctt ggctgttcct accaactttc gtaatcgctg agcgataaac aacgcgataa
  1819861 ctaaaagggc ggtaataaaa acaacaacac ctgtccagcc taaatgtaac caaaaaacgc
  1819921 cacctaacgt accggctacg ctggaaccgg catagtaaca aaacagataa agtgacgaag
  1819981 cttatgcctt agcacgacgt gctctgcaac caacccagct actgacaacg gagtgagcgg
  1820041 caaagaatcc tgctgcaacg aacatcatac caataaaaat catgatcact gacggaaaac
  1820101 tggtgatcac aacaccaacc aacatcatac cgatagaggc caataaaatt aggcctcgcc
  1820161 cgtagcgatt actgagtgaa cccgctttag gtgaactata agaacccgtt aaataaacaa
  1820221 tggataatag ccctacgatg gtcgggctga gataataagg cccatccagt aaccgatagc
  1820281 cgatataatt aaataaggtg acgacccccc ccataatgag aaaaccttca gcaaatagta
  1820341 ggggtaagcc ggagtcacgc cagtgcagtt taaaattgat taacaacgtt ctggggcgca
  1820401 atgaacttgc acgaaagtgt ttagacgctg ggaggataaa ccaaaacaag caagcagcag
  1820461 ctaaagcaaa taatccgagt actagcagtg atacgcgcca ggaaaagaga tcgcttaata
  1820521 ccccagccac caaacgccca ctcatgccac caatagaact accgctgata tacaacccca
  1820581 ttgatagcgc aataaaatta ggatggatct cttcactcaa ataggtcatt gccaccgcgg
  1820641 caactccgct taaggataga ccggtcaatg cgcgcattag caaaatccca tgccaactgg
  1820701 tcataaaaga gcaaactatt gtgcaaaccg cggccaatag caacgccacg accatgactg
  1820761 attttcggcc tatcgcatca gaaagggggc cggtaaacat caaacccaac gccagcatcc
  1820821 cggtggctat cgaaagtgac aaactgctgg acgcaggaga ggtactaaag tcctgcgaca
  1820881 acatgggcaa aataggttgt acgcagtaaa gcagggcgaa agttgctaac cccgccgaaa
  1820941 ataaagccag agcaacgcgg atgaattctg gcgtaccttg ttgtatataa ggacgcttat
  1821001 ttaggggagg cagtttaggg atcgtagtga aaacagtgtc atcatcattt tttgttgatg
  1821061 ctggcgccac agtgtttgta gtgtgtaatg aagtagtcac ggtatagcct tattaataca
  1821121 tagccaaatt agtacacagt taaattaata tacagttaaa ttagtacacg gttaaattag
  1821181 tacgcaagca agttaactca cggaaaaatt aatacacaat aaatcattat cgacagaaca
  1821241 ttttaatcat agaaatagtt tgtttttttg tctaatatat taatcattgc aaataatacg
  1821301 tttaaaatat caatgagtat tgaactaaga catttgcggt attttattgc tgtcgcggaa
  1821361 gagctgcact ttggccgggc agctgaacgc ttgcatattt ctcaaccccc cctgagccag
  1821421 caaatccaaa tccttgaaga acagattggg gcccgcttat tggcacgaaa taagcgtaat
  1821481 atcagtctca cccaagcggg aaagctcttt ttaaaagagt cctaccaaat tttggcacag
  1821541 gtcaactctg caactgagaa agcagcctgt ctacatcgtg gggagtcggg agtgctgacg
  1821601 atcggtttca cttcatcggc accattgatc aatgtcgttt ctaagaattt gcgtactttt
  1821661 cggcaaatat atccacaagt acatataaaa atgcaggagg taagtaccaa acagcaaatt
  1821721 gaagcattac tcgacgggcg gttagatcta ggtattatgc gtaatactcg gctgcctgag
  1821781 gcattacaat atcgattgct attacgtgaa cctctggtcg ctgtcgtcca tgaagatcat
  1821841 ccattagcct ccctaccaaa tggcagtgtc aaatttagct cactggacaa acaacctttt
  1821901 gtcttctttt cacgtgaagt ggggactgca ctttatgacg aattctttac cttattaacc
  1821961 cgcgcgggga tcacacctta tattacgcag gaggtcggcg aggcgatgac catcataggc
  1822021 ttggtatcat ctggtctggg ggtttcaatc ctgcccgcct cgtttaggcg agtaaacgtt
  1822081 gatggtgtca aatacttatc actggacgaa gctgatgcga cgacagaaat gtggttggtt
  1822141 aatcataagc atcgtccgat gccccccctg cagaagcatt gctccgtttg atgatggctg
  1822201 atattcaagc tgctccgtat aaatagtcac catattaagg aaaaaagaaa acacatgatt
  1822261 atgtgcagca aatcacataa ctaatcaaat agttgacgtc atataccaaa agccccaaca
  1822321 taacgataat ctttatttag aagcgcgaaa aatactcttt tacaagagtt aaagagtcat
  1822381 ttaggcaaaa aaggagccgg tttagtgata atggatggac agcctggaca tattgatcag
  1822441 atcaaacaaa ccaatgtagg ggccgtttat cggctaattg atcttttggg gccgatatcc
  1822501 cgtattgaac tctccaagcg ggcccaatta gcgcccgcca gcatcactaa aattgtgcga
  1822561 gaattggtcg aagttcatct ggtaaaagag actgaatatc aagatgtagg aagccgaggt
  1822621 agacctgcta ttgggttagt cttggatacc gaggcttggc actatgtttc cgggcgtatc
  1822681 agccgtggaa cgataacact ggcactgcgc gaccttagca gcaaactggt ggttgaagaa
  1822741 caaattccgc tgccagaccg ccaccccgag ccactgctga gccgtatcct taacgaggtt
  1822801 gaccagtttt ttattcgcca tcagaaaaaa ctcgaacggc tcaccgcgat tgctattacg
  1822861 atgccaggca tcatcgatgc acctgcgggt attgtgcata aaatgccatt ttatgatgtt
  1822921 aatgaaatgt cacttgggcc agcgttggag caacgcaccg gtttacctgt ctatctgcag
  1822981 catgatattt gcgcatggac catggcagag tcgctatatg gtgcctcacg cggttgccag
  1823041 aatatcattc aagtcgttat tgaccataat gtcggggccg gtgttatcac ctctgggcgg
  1823101 gtattacatg ctgggagtcg cagtgtcgtt aatattggcc atactcaggt tgacccctat
  1823161 ggtaaacgct gctattgcgg caatcatggc tgtttggaaa ccgttgccag tatcgataat
  1823221 atgttggcga ttgctcaaca acgattaaac agttcaatga gttcgctgtt gcaccataca
  1823281 cctctcagtg ttgagtcgct ttgtgatgcg gcgttagccg gtgaccaatt agccaaagat
  1823341 attattctgg gcgtaggtca tagtgtcggg cgaattattg ccattatggt caatttattt
  1823401 aatccagaga aaattctggt cgggtcgcca ttgaataaag catcatctat tttgcacccg
  1823461 gcaattgcct cttgtattcg tcaacaagca ttgcccgcat atagcgagaa tattcttgtt
  1823521 gaatcaaccg aattttttaa tcaaggtaca atgcctggcg cagcattagt caaagaggca
  1823581 ttatacaatg gctcattatt agtgaagttg cttcaaggct agtgtattaa atctaataat
  1823641 taagagttaa ttattagtgg gtaccttcgg tctattccgc ctattatttg gcattttctg
  1823701 ttaaaaacac gctcagttcg gcaaaacatt gcgctaacgc aagctgtctg ttgctgtcat
  1823761 cgcctagact tttattcata ttgccaattc cgccaacttc ggtggaaaaa cttgagttaa
  1823821 agtggtcaga ttgcggagtg ttgttatgtt aacgcgttta tttgtgacag gtaccgacac
  1823881 tgctgttggt aaaaccgtcg tgtcacgggc tttacttcaa gccttaagcc aaaatggcag
  1823941 aaccgcagta ggctataaac ctgttgcgac agaaagcaaa gagacatcgg aagggttgcg
  1824001 taatcaagat gcgttgatct tgcaggcgtc atcatccatt gagttaaatt atcaggaggt
  1824061 aaatccatat ccattacaag gtgatgttat tcatgcctgt acagataccc tgattaatta
  1824121 tgaaaagatg accgaaggat tgcagtgttt atcggctaaa gcagataccg taatcgttga
  1824181 aggctgcggt gggtggaagg ttatgatgaa tgaccaacgc ttttactctg actgggtggt
  1824241 acaagaacaa ttacccgtta ttttagtcgt cggaattaaa ttaggctgta tcaatcacgc
  1824301 cttattaaca gcacaggcaa ttattaatga tgggttgccc ttattgggtt gggttgccaa
  1824361 tcgcattaat cctggcttgg cccattatgc tgaaacaatc gcaatgctac gggatcggtt
  1824421 agccgcgcca caattagggc aactgcctta tttgccgcga ccagaagaaa aaccattagc
  1824481 aaaatattta gatcttacag ctatttcagg ataacccgat ttatatccat cctatttcaa
  1824541 gctgaatgtg tgtttcaagc tggaatgtgt gtttcaagct gaatgtatgt ttcaagctga
  1824601 atgtatgttg gctgctttcg ttactcggcc catcatttag tgagaccgat ataccgatat
  1824661 tgggcgcaac cagcgggcta tttttataaa acttatcctc gggggattgg ttgtggaaat
  1824721 aatggctcag ttgcattagc gtaggtaagt cagcaaaagt tgaagcgcag ccaacagata
  1824781 aaacaggacc agttcatcgg cgttgtcatg accacaaagc cccagattcc gcctatcgtt
  1824841 accttggtgc acataatgta tattatgtta aattgaattc atggcgctaa aaactcagcc
  1824901 gatatatgtc gtgaagctaa ctacgatacg gcctgtatcg gtatcctctc atcaagcctc
  1824961 aaaaatcaat atgtaagaga tggatatgca gatgcaggat taatcccctt ccctcatttg
  1825021 agcccggtga cgctatgtga aatcgctagg ggtatcaatc gccatttcca tgccattaga
  1825081 actaccgatc atgaacgtta ggaatggatc aatatcggag cccaaggttc tgggcccctc
  1825141 catgatattt agatattgga gactgtaaac gagattgtgt aatttccctg gtgtggcatt
  1825201 taatataacg taaggttccg atttatattg gtgatgatag tcacgttttt agctattgat
  1825261 tgccctattt ccccctattc ttccctacct gtgcaactga atccctgata accaggtcag
  1825321 cggagaacat attgatttga ggagagactt ccccctgagc atgtaacagc aaagcgatgt
  1825381 ttgcagccct tctggccatt cgctcaatcg ggtaatggac ggtagttaat gatggataga
  1825441 gatagcgggc caatacgaca tcatcaaaac caacaattga aagttgttct ggcaggctga
  1825501 tgtttctttg atgtaatgac cgcatcatcc cggcagccat cacatcgtta aatgtcacca
  1825561 ctgcggtaaa gttctgatca ctggctaata gtttctctgc cgctaattcg cccccctcct
  1825621 catcaaacgg aacactaata atccaatcag caggcaccgt gatccccgcg ctggccatgg
  1825681 cggctcggta cccttccaag cgctgttttt tgtcatcaat cgataacttg gctgtgacac
  1825741 aggcaattcg ggtatgacca ttctgaagta gataatgggt ggaggcttct gcggcacggg
  1825801 tattgtctaa ccagacacac cggttagcga tagcgggtaa ataacgatta atgagtacca
  1825861 gcccaggagt gtgagcagca tagcgcaaga tttcagcctc gctcattcgt gtgatgtgcg
  1825921 caacgatggc ttcgcatcct tgattgatca aaaaatcgag ccctgctttt tccagttctt
  1825981 cctgatggcc cccactgcag accatcaatt ttgctccttt tttacgagca acctcttcaa
  1826041 cccctcgggc taaacgagag aagaatggag cagtattaaa tccgttgctg attttaaagg
  1826101 taaaaaagtg ggggttgccc gtggtggtgc tcaggaactt cttcttctgg cagagttgga
  1826161 taaatatggg ctgacatggt ctgatcggcc aggaaaagat gttcagatta tttatatggc
  1826221 ttatgccgat cttaatcagg ctcttcagtc tggtaatctg gatgctatta gccaatctga
  1826281 accgcatgcc agccaggtgt caacgacgga tgaaaagtga tccacttata tctccaccaa
  1826341 cggcccaata ttgatccacc gttttactca ggattagctt ctgctataac cccggccttt
  1826401 cgtttctgtc tgagtcgata gctttctcct ttgatttgaa cgacatgtga gtggtgtaag
  1826461 atacggtcca gcatcgctga ggtcagtgct gcatcaccgg cgaacgtttg atcccactgc
  1826521 ccgaacggca gattggatgt caggatcatt gcgctctttt cgtaacgttt agcgatgacc
  1826581 tggaagaaca gctttgcttc ttcctgactg aacggcagat agcctatttc atcaatgatg
  1826641 agcaggcggg gggccattac tccacgctga agcgtcgttt tataacggcc ctgacgttgt
  1826701 gccgtagata actgaagtaa cagatctgct gctgttgtga agcgaacttt gatacctgca
  1826761 cggactgctt catagcccat cgctattgcc agatgggttt tccccacacc tgatggcccc
  1826821 agtaatacga tattttcatt acgttctatg aagctgagtg agcgtaacga ctggagttgc
  1826881 ttctgcggtg ctccggtggc gaatgtgaag tcatactctt cgaacgtttt caccgccggg
  1826941 aaggctgcca ttcgggtata catcgcctgt ttacgttgat gacgtgccag tttttcttca
  1827001 tgaagcagat gctccaggaa gtccatataa ctccattcct ggtctactgc ctgttgtgac
  1827061 agcgcaggcg ctgcgcttat aaggctttcc agttgcaact gcccggcgag cgccatcagt
  1827121 cgttgatgtt gcagttccat catcacgcca ctcctctgca gaatgagtcg tagatggaga
  1827181 gtggatgatg cagggggtgt ttgtcgaagt tcaccagatt ttcatcaaga tgcacgtcat
  1827241 actctttttt ctccggaggc agtgccagca tggactgctg ctcttcgagc cagcgatcgc
  1827301 agggacgggc ctggattgtt tcatgctttc gttggttagc gacatcgtgc agccagcgca
  1827361 gaccgtggcg gttggctgtt tcaacatcga cagtgatccc catcgggcgc aggcgagtca
  1827421 ttagtgggat gtaaaaactg ttacgggtgt actgcaccat ccgttccacc ttacctttag
  1827481 tctgtgccct gaaggggcga cacagtcggg gagagaagcc catctccttg ccgaactgcc
  1827541 acagcgaagg atggaaccgg tgctgaccgg tctgatatgc gtcacgttgc agaaccacag
  1827601 ttttcatatt gtcatacaac acttcgcgcg gcacaccacc aaagaagcgg aacgcattac
  1827661 gatggcaggt ctccagcgtg tcataacgca tattgtcagt gaattcgatg tacagcattc
  1827721 ggctgtatcc gagaacagca acgaacacgt gaagcggtga gcgaccatta cgcatagtgc
  1827781 cccagtcaac ctgcatctgt cgtccgggtt cagtttcgaa ccgaacggca ggctcctgct
  1827841 cctgaggaac cgagagagaa cgaatgaatg ccctgagaat ggtcattccg ccacgatatc
  1827901 cctggtctct gatctcgcga gcgattaccg ttgccgggat tttgtaagga tgagcatcgg
  1827961 cgatgcgttg acgaatataa tcccggtatt catccaggag tgaagcaaca gcaggtcgcg
  1828021 gcgtatattt tggcggctca gattttgcct gcaaataacg tttaacggta ttgcgggaga
  1828081 tccccagttc tctggcaatc gcccggctac tcattccctg cttgtgcagg attttaattt
  1828141 ccataactgt ctcaaaagtg accataaact ctcctgaatc aggagagcag attaccccct
  1828201 ggatctgatt tcaggcgttg ggtgtggatc actattgcac cgttcgttac accaggcaat
  1828261 taatataggg tatggtgtcg agttgttgaa gccctacgat acccccgtag gcgttccaat
  1828321 tcgcgcgttg atcatgacgg aagccatgta taaagagaag ccagaggtgg ctgctcgcgt
  1828381 acttaaactg tttgttgacg cgaccaatac ctttattcaa caacctgaaa tagcggaaga
  1828441 atatgtccgt aaagagatgt tcaagaacca aattacctcg caagattatc aagatgctat
  1828501 tggtaattcc ccattcagtt acgacatcac ggtggaacat gttcaggtga cgactgactt
  1828561 aatgcggaaa tatggcatcg gccgaatgaa taatcccccc gttgccgctg attgggtaaa
  1828621 gaatgatctt cttgaggctg caaagaaaag cattggggtt aatgggtcat aactgatgaa
  1828681 gaatattaag gtttatcaat atatcaagtg ggtcattatg ccaactattg tgctgttaat
  1828741 gtggcaaatg ctcgccatat cgggctggat acaacccaca atacttccat caccagtagc
  1828801 cgttgtggtg cgctggttcg attatttctt accctatgaa gcctataacc cagaaacatc
  1828861 aaactggctg atgtggagtc tttcagggga gttactgcat gatgcctggg cgagtatcta
  1828921 ccgcgtaatt attggttttc taatcggtgc tcttcttgct ctaccattag gattatgggt
  1828981 gggttccagt aaaattggca atgacctaat gaacccttta attcagtttc ttcgccccat
  1829041 tccgccaatt gcatatattc cattagcgat gctgtggttc ggcctgggga atccgccggc
  1829101 attttttttg ataagtatag gggctttttt cccaatactg attaatacca tcgcgggggt
  1829161 ccgtaatgtg gatggcatat atatcctggc tgcacgcaat ctaggcgcag gtcaagccac
  1829221 gatgtttcgc cgaattattc ttccggcggc cactccttat attcttacag ggatgcgagt
  1829281 tggtataggg accgcgttta tttgcgtgat tgtggcagaa atgatcgccg ttaatagcgg
  1829341 tgttggctac cgaattctgg aagcgcgcga atatatgtgg tccgataaag taatagcagg
  1829401 catgttcaca attggttttc ttggcctggt cattgattta tgcatggatc gcctgaatcg
  1829461 gcgtctttta cgctggcaca gaggaatagg caactgagat acccatatga aaatatcaga
  1829521 taatattatt gaacaagtag agacgtgtga aattagtatt aatcatgttg ataagtcatt
  1829581 tggctctggg gagagtcttg tcatcgcact aaaagaaata aatcttcata tttcacatgg
  1829641 tgaatttgtc tgtttactgg ggccatcagg atgcggtaaa tcaacgttac tcaatgctat
  1829701 cgccggtttt tctctgccaa cgcaggggga aattatcgtt aaaggtcacg tcgttactga
  1829761 acccggtacc gatagaggaa tggtgtttca agaatatgcg ctgtttccat ggatgaatgt
  1829821 ggagaaaaat atagcattcg gcatggacat taaaggagag tcaaaagaaa aatgccagtc
  1829881 tgtcgttgaa gatttactga atacactggg tttaagtgag tttcgcacac ggtacccaaa
  1829941 agatttgtcg ggggggatgc gacaacgtgt tgccatagcg cggattttag cgctcgatcc
  1830001 ccctatcaaa tcgattgccc gaataccaat ctgcaaatgc tcagaaatag ccccctcata
  1830061 aaaatggttg gcctgccccg gcagtttaat ttcgccatgt aatggcttgt cggaaacaca
  1830121 aagcaaggtc ccgtaaggca cccggaagcg atagccttga gcggcgatag tggcgctttc
  1830181 catatcaaca gccaccgcgc gacttaaact aaaacgtagc gatgaggcgg agaaacgtaa
  1830241 ttcccagtta cgatcatcag aggtaacgac agtcccggtg cgcagacgtt gttttacctc
  1830301 aacgcctggc ataccactaa cggctttggt cgcgtcgtac aaggcgcgtt gtatctcggc
  1830361 aatgctaggg atcggaatat cgggcggtaa taccgcatcc agaacatggt catcacgcaa
  1830421 gtacgcatgt gccagcacat aatcaccaat ggattggctt tctcgcaggc caccacagtg
  1830481 gccaatcatc aaccaaacat gtggcctcaa taccgccaag tggtcacaaa ttgttttggc
  1830541 attggagggg ccgacaccaa tattaaccaa tgtgatgccc tgcccatttt tggctatcag
  1830601 gtgataggct ggcatctgat gttttttcca cgccaggtca gaaagggttt tttccggatc
  1830661 ggcattctct gccgtgatgt aactaccgcc tgcgcaggag agtgctttat aggggctgtt
  1830721 tggatccaaa atttgctcac ccgcccaacg gacaaattca tcaacataac ggctgtaatt
  1830781 ggtaaaaaga atatacggtt gaatgtcttc ggctggcgta ccggtatagt gttttaaccg
  1830841 tgcgagggaa aaatcagtgc gcagcgcatc aaagtgagac aacggtagat cacttactgc
  1830901 gctgccaagt gatgccgtgc caagcgctat cgtttcaatt ccgtcggtga tgccatcacc
  1830961 gattttagcc agatctgtcg tcgggaagtg ctgggcaagg cctgcggtca ttgaccgatc
  1831021 aaggatcagg tctgaaccat cgataacaaa cggataaggc atctcttgtt gtgacggtgt
  1831081 cacttcaaat accgcgccat actcactttc aagcagcgtc atttgctcgg tcagatattc
  1831141 cctgaacagt gcgggtcgag tgattgtggt gctgtattgc cctgcccggg aaaagcgccc
  1831201 gtatgcacgc gtgcggtgat gatcgctaaa tttaccatcc catcggacac taagctgtgg
  1831261 gtagctaaat aaccccttgg atctttccgc tgcattaggc aaagaaccat cacgaataaa
  1831321 tgcgctgatc gcatcccgta aagcggctaa cgctgcatca tagagcattt ccagcttatc
  1831381 aatggcctca acaactgcga gagagcctgt atcttgtaat ttattcaaag tacctccttt
  1831441 aaacacaaga gcagcgatta ttgaccaaca cagtgctatt tattgcgcag caaatccagc
  1831501 cttttcctga aaacaggagg accttttgcc gcttattcaa acgtttgatt cccctttatc
  1831561 aacactaaaa tagtcgctgt cgcagataac acattatttt ctgccttgag catcactaaa
  1831621 aggtcttttt tgcgtggcaa aatcattttt acgcagtgga agtttggacg atattctggc
  1831681 gttaggtgag aacgggcaac cgatttatac ctctgcactt cagatcagag aagctttacg
  1831741 ccttaaaaaa cagcaacata ttgttgattg cttggcgatc ccccagatca acgaacaagg
  1831801 taatcgcatt gattggtatg ctcccttcga ggggaaagtc acctcatgga ttgccgcctc
  1831861 gagtacagaa cgcaaagccg cggtgaaaca attagccatc tgtctggcca gtgctagcga
  1831921 tatcagcttg cgggctaaaa aatcggaaaa agccgcacaa cagttgttcg gggcattact
  1831981 cgcgaaagca ttgcaattcc ctgatcaaaa ccatgtttat ctggtttctg gaaagccggt
  1832041 cattacgttc tggggatttg tcagccaaga taaaaaaatg cgtagcgatc cactcgattg
  1832101 cttacggcag tccactgacg tcgttgagtc ggctatcaaa gttgaatcta tcgtcaaagc
  1832161 tgaatctacc gtcgtaccgc cagaaatacg ggcaaaaacg gttgtcacac ccgcagcggt
  1832221 tgagttatca ccacaagccg acattatccc caccccgcaa ttggtggcag agccggaggt
  1832281 cacagtaggg tctgagccga taaaaacgcc agttcgctgg ttgcgtatcg gtggagtgct
  1832341 ttctatcgcc gccttgattg gggcactcgt cgcacagttc agtggcaacc tacccggcag
  1832401 taccgcgcct acggctgaaa ctcagtcttc tacggcagag cacatgacag agcaactcga
  1832461 gccatcggca tcacataagc cccaagtgac agcggatgcc ctcgcgccag tagagccaat
  1832521 aaccgcatcg gttcccccac caatcatgca gccactatta ccgttggatc acgccccggt
  1832581 cccgcccgac gccaaagtag ctgcagagtc gatagttgca gaaccgatgg ctgtagaacc
  1832641 gatagctgca gagcctgtga ctcccccggt gacacgggct aacaataacg cgctgatatt
  1832701 accggctaat gcggtgaaaa ttggctccac ggcctttctc aacggtaatt ggcgtgccat
  1832761 ccctgagatt aaaagctcac tcacgggtaa accaccgagc ctgagatatc aaattaaaca
  1832821 aggcaagggc agcgtaaaaa tcacccatgg ggataatgta acgtgtcgtg ccaatgtcac
  1832881 cgccgggctg atgaaatcag gcaacttggt gatcaacagc cgctatcgag cacaatgcag
  1832941 tgatggctca aaatatcaaa tacctgaaat cgtctgtaaa caaggcacca cagatattgc
  1833001 cgattgcaaa ggccgctatg atgccaatac gaccctttca atgacgatga cgcgtgagag
  1833061 taaataatat tatgttggcg acgatcactg attataaaca gaaaattaca ctcattcagg
  1833121 atagtgggat ccagttcctg gattttgctt taacgccaga atcagacact gagctaccca
  1833181 ataaatttgt ccgtaaaagt gccaatggcc cgttgttacg cctgaattac catgaacaca
  1833241 atggtaaata ttcactgatg ctcccagggg cagcccctga gattgtgaaa cctgaattta
  1833301 gtattccact agagcaatca ctgaagttat tgaaccagat ttggctacct ttgccgtttt
  1833361 tgcgatttac cccaccccac acctttattc gtgggccaga taattgggcc cgagtacaaa
  1833421 tattaacgct ggacacgcca gatcaagatg gcaatacgtt acgtgtcacg ttggcttttg
  1833481 atactaaagt gtatcctgaa agccacgata acgactattt ggcccccact gaaaacgata
  1833541 tcaaaaccgg cctgagtttc gcactggctt accataatga agatctggcc gagtttctgg
  1833601 atttgacgtg ggtcgatggc tggctgcggg acgtgtttac ccaacaagct gccgagcaag
  1833661 aagaacgaac cgccagacat attagcgcct cgctcagaga gtttgaatat caagcacatt
  1833721 atctgaatgt gctggcgtta cttggcagtc agctccgtat accggaaatc aaaatcacca
  1833781 cgaatacgct gcaagaacct gcggttaacg tggatttaat ccttgatgtg ggtaactcac
  1833841 atacctgcgg cattttggtt gaagaccatg ccgatgaaag ttatgggcta aaccagactt
  1833901 atgagctgca attgcgcgat ctgagtaaac ctcactacct gtataacgcg ttatttgaaa
  1833961 gccgggtgga gttcgcgcaa gcaaaatttg gtcagcagag tttttcagtt gaaagtggcc
  1834021 gtgaagatgc ttttatctgg ccttcgatta cccgtgttgg ccacgaagcc tgccgtatgg
  1834081 cattacagcg cttgggcacc gaaggttcga ccggtatttc cagcccacga cgttatttgt
  1834141 gggatgaaga gagttatgct gctggttggc gatttagcgg cacaccgacc gccccccatg
  1834201 aagagttggc aaccgcgctt cccttaaccc ttttactgaa tgatgatggc gagccgctgt
  1834261 atcgtttacc ggctgaagaa cgactaccgg ttttttcccc ccactatagc cgcagttcat
  1834321 taatgacctt tatgttgtct gagctattag cgcaagcact gatgcaaatc aacagtgcgg
  1834381 ctcagcgctt gaaaatgatc catgtcaccg ctccccgtca attgcgatcg attatcctga
  1834441 cgctgccctc cgcgatgcct aaacctgaac gtgaaatttt tcggcaaagg atgaatgagg
  1834501 cgattgccct ggtttggaaa tcgatgggct ggcatcccgc tgatgacgat tttgtgacgc
  1834561 cagccgatca cgcaaaaagt aaagtgcccg taccggacgt ccaaatggaa tgggatgaag
  1834621 ccacctgtgg gcagatggtt tatctgtata acgaaacaca agttaacttt ggtggccgta
  1834681 ccgcagcctt ctttgccagt atggcgcgcc ctgataaaca actcgacgcg ggcgaaacgg
  1834741 caggtaaaac cttacggatc gcctcaattg atattggtgg cggcaccact gatttggcca
  1834801 tcactcaata cgggctggat gagggtattg gcaataatgt caaaatcagc ccacgtttat
  1834861 tgttccgtga agggtttaaa gtcgcgggtg acgatatcct actggatatc attcaactct
  1834921 atattttacc cgcgttgcag gcgacgctga aaaagatggc ggtggtcaac agcgatggcg
  1834981 tcatggataa attgttcggc aatgatggcc gcatggatgg gcaatccgtc ctacggcaac
  1835041 aagcaacctt acaaattttc atgcccgttg gccgcgcgat actcgaagcg tatgaaaacg
  1835101 tcgatccctt ggatacccga gcagagatcg aagccagttt tggggaatta ctgacgttac
  1835161 agtcatcaca gcgacaacga tcaccacaac gacaatcgtc atcacaacca caatcgttat
  1835221 cacaacgaca accctcatca caaccacagc agccgacact gaaagtactg gaatatatca
  1835281 acagtgaaat tcaacgcgag ctacctcccg atgccggtgt atttgatatt ttgcaggtac
  1835341 cactggtctt aaaattaagt caattacacg gcgaattttt atctaaccgg atgagcatca
  1835401 cacaaaatct gcgagcatta tctgaagtgg tgtctctcta tgcctgtgat gtcttgctac
  1835461 tgactggacg cccttcgcgc tttcccggta ttcaagcgtt attccgccat ctacaaccgt
  1835521 tgccgaataa tcgtattttg tctcttgatg gataccatac caatgattgg tatcctttta
  1835581 acaaactggg tcggattgat aaccctaaat cgactgccgc agtcggcgct atgctctgtc
  1835641 tgttagcact gaatctgcga ctggcgggct tctactttaa agcgggcgat ttccagcctt
  1835701 actcaacgat ctgctatctc ggtatgttga gcagtagcca caccttgacc accgaaaatg
  1835761 tttactaccg cgatatcgat ctggacagtg ccgactataa actgccctct gatgtccatt
  1835821 tccagctcag gggttctctc tcccttgggt tccgtcagtt ggataatgac cgctggccag
  1835881 cgtcaccgct ctacacgtta tcgattgtcg aacaagagct ggctcgcaaa attgccggta
  1835941 atagtgtgtt gagcgtcaaa ctgaaattgg caaaaagcga caaacaaaca ggtctggaac
  1836001 gttttgaact cgcagaggcg aagctgcaag acggtagccg tgtgcccttg catcatctgc
  1836061 gacttaaatt gaacacatta gccagcaatg gctcaggatc cccccattat tggatcgaca
  1836121 gcgggagcgt atttagaaaa tgaaatcatt aaccccgcag ttacttaatg gccaacaact
  1836181 tcatgaccag ttacagcagg taacacaagg tatcgaccaa gcgattgatt gggttaagag
  1836241 tacccgccaa catgctgttc gtttggatag agaagccgaa cacttaacca ttaagttacg
  1836301 ccgtatgcgt aataaagcgc accctctatc tgagaccgcg ctaaccgcga tgactattgg
  1836361 ttttgtgggg caatcacagg cggggaaaaa acaccttatc tcggcactgg cggccaatga
  1836421 acatggccga ttggaaaaca cgctcggggg gaaaaaactc gacttttggc aacaaattag
  1836481 gccggaatat caaacaacgg gcttggttac tcgctttagc tatcagacag aaggtcatca
  1836541 aacgcacggt catgaaagca gagcaacaaa tgaagcctat ccggttcagc tcaccttact
  1836601 cagcgaagta gatatcgcca aaatcatcgc ccgtgctttc ttgctggatt gccctcagga
  1836661 aaatccagct tattcgttgg atgagcaaca gattaccgaa catctacggc agttgatgat
  1836721 gcataggcgg ccaatcatta acgctgggat caatagcgat gatgtgattg cactttggga
  1836781 ctcccttgcc caccacgaca cacaacgcca gaaagaactg gcgactcact tctggcctac
  1836841 cgcgattgaa ctggcaccgt atctgagtat tgatgaccgg gccaaattat tttcgttatt
  1836901 gtggggagaa aacgatccac tcactgacgc ttatcgccat ttttcctata ttttacagca
  1836961 ccttagcggc acacagaaat tattagcacc gctaagtgtt ttggttgacg ataccctgtt
  1837021 acctgccaat ggtgtcatga atattgccac gcttggtgac ttgaatacac ctgcagataa
  1837081 ccctatccaa gtgcttccct tgatcaacgg tcataccgcg aaatgcgtga cactgtcaca
  1837141 agcggaattg acgctgttag cggtggaact gaagatccca ctcgataaac ccgcgcgtga
  1837201 aagtgcattt gaatccgttg aattgcttaa ttttcctgat gctcgcggtt cacaaactat
  1837261 cccggcatta atggaaaacg ccgcttatcc gctggcctcg ctactgtcac aggctaaaaa
  1837321 tgcctattta ctcgaacgtt ataccaacca acagcaaatc aacctgttat tggtgtgtac
  1837381 cgccaccgat cagcgttcag agataaaaag taccagcaag gcattggatt attgggttaa
  1837441 acagactcag ggagagagcg ttcagatacg ctcgcgtcgt aatccgggtt taatctgggc
  1837501 cttaacgccc catgatcagc gcattaccgc gaatctacct ctctccaccc cgacagacgc
  1837561 ccaaacgcat gacgcgaata tcaaaaatta cgatgaagcg gtacaacgct atgttggtaa
  1837621 tcccggtgac agttggggaa ccctattggc attggatgca cgtggggttg aacggatgat
  1837681 ctcgtaccta tcgaaagaaa tccttcggga tatcaaatca gaacgtctaa ccgaacaact
  1837741 tcacgagtta caacgggaac tgaccaataa tctgttcacg ggttggtatc aaccttcggt
  1837801 tacggacgaa cgacagcaaa aacaacgtat tgtagaaata ttacttaaag cgttgcaaac
  1837861 ccgtactggg gtacatggtg aattgttgga gcaattactt ccttcccgcg atgaactacg
  1837921 ccgcctttat ctgcaacagc acctttatct atcaccccgc ctttatcaac aagagaaaaa
  1837981 aggggttgcg gattttttca taccactcgc cagcactgaa cctttcagta tcggtatcga
  1838041 tatcgatctg tttagtgacc ttcccactcc cactgagcca tcgctgacac cacaagccag
  1838101 acatgataac gatgaagcgg agtatgccgc tcatgtgcat tattattgga taaatcatct
  1838161 acgccaactg cccgataata ctgcgctact tgaattactg ggcgtcacta aacccacgat
  1838221 agaactgctg gtcgcggaat tcatcactgc cagtattcgg ctggatattg ctaggaattt
  1838281 acgacaggca ctggctgata acgaaccggc ggatctgcat cgtgcagcca aagcggaccg
  1838341 tcaggtttct cgtgcgctca ctgtactcgg tgatttcatt gcctggttag gttttttgca
  1838401 aatcagcgaa gataagcgcc cggatagccg catcaaccga gggtataaaa tttttgccca
  1838461 gccccctaaa tcagtatcaa ctttaggggt ctctcaccgg ttaacgcaac tggcattaac
  1838521 cccaaccaac agtaccgcat tttatatcta tgattggtta gtgggtttgg gtgaaatgat
  1838581 tattcaaaac gtgggatatt cagccagtaa tgagataagc ccggcacagc ggcaacaact
  1838641 ggcggcaata ttatcggtga taaaacccgc aaatgattaa atagacggct gataacgtta
  1838701 aataaagggg aacgtgccac aaaaatgcgc aactccccga cggagaagcg cattttttaa
  1838761 acagcagaac tcaagtgaca tcagtaagta aaattatttt ttgggctggc gttatactcg
  1838821 tgcgcgttgc atttgccaac ggctaacctc atagcgcccg tagaacaata attcccggtg
  1838881 tcttcttcac atactcaatg aaaggtgaat cgacgacttt ttcattcact ttcagcgaag
  1838941 acgcattacg caataccggc ccattttttg tcataataaa aatacccgta tgagtgacat
  1839001 ccagccccgc aatatgggta taaatgccga tataatcacc tgttctcagt ttatcaataa
  1839061 cagagtcgtt gataaactca gcaggaatat agctaacatc gcgcttgaac acacccagcg
  1839121 ttgggataaa ttccccgcca tcacttttct gattgagata ttttgtaaca gttaacgtat
  1839181 gagcactaat ttcagcggta atatccttgg catttaaagg agggcgagat gaccaatcgg
  1839241 taaagaaatg tttccgatgt tggtaactaa tatcaccatc aatatatcta acccctacca
  1839301 actgtttgat aaagtcattt ttatttttag atttacgcaa agattcgaca taatccagat
  1839361 aggtaaagca gtctaaccct ctgaaatcta ttactagttt ttctggttct gttgatgagc
  1839421 caatcaacat attcgctttg taaggtgtcc ctaaaaattc ggctgaaacc ttcgcgatga
  1839481 tttctcccgt attagattga tcggctgttt ttacttgcgt ttctataatg ctattgattc
  1839541 gatttgatgt gtaaatgtca atatcaacgg ggttgtgcgt atttttctta gcaccacacc
  1839601 cggctaagat agccattaaa attaagggta aagatttatt cataaaatcc ctctatgcct
  1839661 tgttaacctg ttatttccat ataatatttt catcgttact ctactattta aattttaaac
  1839721 taaacatcaa caataataca ttaaatgact taccactacg gacaagtggc tgccttttgc
  1839781 tactatatcc agccccagaa aaaatcataa cgtgaggttt tgttatcacc tgtcacctgt
  1839841 cacctgtcac ctgtcacctg tcacctatca cctatcacct atcacctatc acctatcacc
  1839901 tatcacctat cacctatcac cgcagagtga taagtgagaa atcagagcga tgccctctca
  1839961 gacaactttg tgaccaatct cgtgtttttg cgctctgttc gtttcagcct cttgtgcctt
  1840021 tttaaaaatc gtgtttatct cttaaagctt attacatttt gatgagagta caccgtgaac
  1840081 tattccactg ccaatttcgc cctactaaac accgcgcatg ttgccgcggt cgtcgtcgtg
  1840141 cgcgtggtgg tagtcggcag cgcgccgtaa cgggtaccga atccagaaag attcccaaac
  1840201 cccgccggcg ccagccgagc ggggtttctt tttatcgccc ctctcagtta ccgcaccggc
  1840261 cctgatgaag gatataacta tgcgttatac aggcgcccaa ttgatagttc ggttactgga
  1840321 acaacaaggc attactcttg taagcggtat tcccggcggt gcagccttac cgctgtatga
  1840381 tgccctaggg caaagccgta ttattcgtca tgtattggca cgacatgagc aaggtgcggg
  1840441 ttttatggct cagggaatgg cccgagcaac cggtgaaacg gcagtttgtt tagcctccag
  1840501 tgggccaggt gcaaccaatt tagtgaccgc gattgccgat gccaaacttg attcaatccc
  1840561 attagtttgt atcactggcc aagtcccatc ttctatgatc ggtaccgatg cgtttcaaga
  1840621 agttgatact tacggcatct caatacccat cactaaacac aactacctcg tccgcgatat
  1840681 cagcgagttg gcgcaggtta ttccacaagc gttccggatt gctcaatcag ggcggcccgg
  1840741 cccggtatgg atcgatattc ccaaagatgt acaaacggcg gaaattgact tagctaccct
  1840801 gccaccaccg ggaattgccg atactcctgg cccagtagac ctctctgcta tcgcgcaagt
  1840861 cgccaagatg attaaccaat ctgtacggcc agtgctctat ttaggtgggg gaattgtcag
  1840921 ttcaggggcg catcagcaag caatacaatt ggcggaactg gcaagtctgc cgacgacaat
  1840981 gacgttaatg gcattaggca caatgcccgt tgaccaccca ttatcactgg gcatgttggg
  1841041 tatgcatgcg gctcgctcga ccaacctgat tatgcaacaa gcggatttat tgattgttct
  1841101 cggcgcacgg tttgatgatc gggccatcgg aaaggcagaa caattctgcc ctcatgccaa
  1841161 tattattcat attgatattg acccggcaga gttggggaaa atccgttgcc cacatttggc
  1841221 aatgaatgcc gatattgcgc aggtattgac acatttattg ccaatgatcg acgctcagct
  1841281 acgcagcgat tggcgttcaa ctgttgccga tatgcagcgt gaatttccat tcaaccaacc
  1841341 caatagcgaa aatccactgt gccattatgg gttgattcgt gctgctgccg aagcactgga
  1841401 tgacgagacc attattacca ccgatgtcgg gcagcatcag atgtgggtgg cacaggctta
  1841461 tccactgcat cgcccacgcc aatggttaac ctccggcggg ctaggaacca tgggctttgg
  1841521 cttacccgcc gcgattggtg ccgctctggc aaaaccagaa agtaaagtgg tctgcttctc
  1841581 tggtgacgga agcctaatga tgaatattca ggagatggcg accgcggctg aagagcaact
  1841641 gaatataaaa attattttga tgaataacca atcgctggga ttagtccatc aacaacagga
  1841701 ccttttcttc ggcaaacgta tttttgctgc tgattacgct tatcgcacta acttcattca
  1841761 tatcgccgag ggattcggtt tctctacctg cgaccttaat actgccagcg atccttatac
  1841821 tgcactgcat gaagccttaa atcgccccgg tccggtgctt atccacgcac tgatcaatgt
  1841881 ggatgagaaa gtttacccaa tggtgccacc cggcgcggca aatatcgata tgattggagg
  1841941 ggaatagtat gataaatcaa ccaataccca ctcgggtcac tctgctcctg acggtgcgta
  1842001 accatccagg tgtgatgtca catatctgtg gcttatttgc ccgccgcgct tttaacgttg
  1842061 aaggtattct gtgtatgccg ctgccaagtg gtgaagagag ccgtatttgg ctgcaggttt
  1842121 tggatgatca acgcctgcta cagatgataa gccagctaga gaaactggtg gatgtgcttc
  1842181 aagtgcgccg tttcgggcca gaaatgccga tttttgatca agtagaagac ttggttgcca
  1842241 atcaaaggtg acgttgtcac acgttaaacc ctgtcgttac tgccgacagg gtttaacggg
  1842301 cttattcgag tagggattta tgcaaataat aacgcctgca attcggctaa tgagctcact
  1842361 tgatagcgtg gcgcaatatt atcatccccg gcaacaccct gtgtatttaa ccaacacgta
  1842421 tcgatgcccg cattaattcc gccctgaata tcggagtgta aattatcgcc taccatcaaa
  1842481 atatgttctt taggtgggtt atccattacg ttaaacgcat actcaaaaat ggcaacatca
  1842541 ggcttagcga cacccacttg ttcagagata atcagaggtg aaaaaatatc tttaaacccc
  1842601 gtgcgctcta aacgaatggt ctgcaactca gtgaaaccat tggtaataat gcccatgttt
  1842661 actttaccgc ttaaggcatc aaccagttcg cgtgcgcccg gtaataatga acaaatatcg
  1842721 gccatcgcca gtaaaaactc actgttcaga cgtgttgcgg tgacgcccaa tttttcggcc
  1842781 cacatttcaa accgtgtatt ttgcaactgg gtagcggata ttttaccgtc ttgataatcg
  1842841 acccacagtg gcttgttaac taattggtaa tggtcaaaat cttgcgcaga aaattcaaca
  1842901 ttaaagcgtg agaacatcag ctttaaccct tgataagcgt caaagtgaaa tagtgtttca
  1842961 tccgcatcga acaatatcca ttggtatttc attactattg tttctctgac gttattaggc
  1843021 gcgttatggt agcgattatt gcgtttgagc tcaagttacg ctgccgatgt ttattaagac
  1843081 tatgtttatt gagcctatat ttattaatca actgtctgct tatcaggcca ataatgcagc
  1843141 cgagacatca cgattaattg aaataaccgc atcgccagta atcagcggta cgtcaaaaac
  1843201 agccaatatc ttgcgattaa tctcaatcag tatatcgtcc agtctgattt ccatgtccag
  1843261 cgcgatatcg gttaatttat cacgctccca tgcattgcgt gaaatcagta atcgtaggag
  1843321 cgtcacggtt ccttcctgca tatcagccat tattgccgcc attgattgtg gatcaatctc
  1843381 ttctttatcc tctgtcgcca ccactttggt tagaaataaa ttctccaaca gcgccaccaa
  1843441 ttcctgactt tcatttttca gtagcgtaat gcgatcaaca ctatttagtg ctacggaacc
  1843501 tggtggcggc aaacttaatg tcatcggggt cgcacggcta tcaagatcgg tataaaccag
  1843561 tttgctgtct agggcaaaac gcttatatac ccgctcaaga aatttcacat cttgtggggt
  1843621 aatggtccct tcgacctgaa tcaggtgtgc caggaaacgg gcaatagcac ggcgatgttc
  1843681 aagcgatagc ggctcaaggt tatttttcaa ggccaacaac gtattattct tcctgacccc
  1843741 cggttgaaga taggctttca gacgcatacg ttgaccaggg ctaaggtagc tccaggcatc
  1843801 aatatgccgc gtcaaaatca tcgattcggg ttccccaact cggccatcaa ccatcactgc
  1843861 ggcacaagcc aactcgacgg ctaacatcgt gatacggtag acagcaaagg ttgccgactc
  1843921 cgccgtcgcg gactcaatag gaaacagagc aactgtatct tgcaaggttg gtgtacgatt
  1843981 atctgcccga acatcaggct ctataccaac ctgcaaggat gccaacgcct gagtcagcgc
  1844041 aatgaccaca ttgcgggata aacgttctgg tgggtttgat gcgcaggcat ggctgagttg
  1844101 ggcaaaaagt tcatccaatg ttatcaacag taagccatag cccactcggc ttttaatact
  1844161 ttccagctca gcgtttaatg cctctggcca caacggcatc gggagaagta acagcccttc
  1844221 taatgctgct tttttcttag gattcaaact cacaaagcgg ttataagcct cgagatcgtt
  1844281 ctgacatgct tcaattaatg gccgcagctt atctctattg gctttacata ctgccacgtt
  1844341 gggtaactca cccatctgct ggatgaactc ttgccccatt aatcctgcgg aagcaggacg
  1844401 gtagaaaaca tgtagtttgg ttttattgac gggcaggata aagccatcgc cgtatttatc
  1844461 ccgatagcgc tgctggaaaa gttgggagaa ggcatcagga caatgcatca atgatctgtt
  1844521 ttggttaatg gctggatccg ccccccccac gcacaggccc actctgcagg taatggccgt
  1844581 tggtccacag ccaattgccc taagccaacc aacaaagcaa gtggcagttc ggttgaggca
  1844641 tttcggctta atggcggtgg caataaatag agcgtctcct ctatatcgac tctggcgata
  1844701 taaactaata aattctgagc ataatgatta aaagtgttat tttttccata aatattcagc
  1844761 aatcggttaa tttccgcctc aataatgggc agctctcgtt ttgcgattgg atcaatactc
  1844821 gcatcaatca gtacgcggtg ctctaatcca taaaaaaata agaaaacata actaatatga
  1844881 gcaattggag atttacgacc ttccgataac cattgcaaat acgcttttct cgcctccggg
  1844941 gaacatgtcg agtaatcggg ggcgttatcg atcagcgcca atgaaatgtc tacctcttct
  1845001 tcggcgacct gcattgatgg attgataaag gccggctctg ctccggtgcg attgctctta
  1845061 tgtttattac caatgtagat catgccatcg gctaaggtta tcccggcaac cacggctaat
  1845121 tcgccggggc gaagccagga cgcacgggcc agagagcctc ttgaaatttc tgactgttta
  1845181 gtactcgcag agggtttatc accagaagag ggtttagcac tagcagattg atcaaggtga
  1845241 tcggtaagct catcatcaat gacgagttca ggatgaaggg ccagagagtc tagctgataa
  1845301 ccgcccagat cgggtatcgc tgaggcttcc ggtacgtctg aattgatgga cggtccagaa
  1845361 ccaatcttag cccaacggat atttttccaa acaaaaaaca ggcataaaat agcaaaactc
  1845421 agtgcaaccc atgcttctct tgggatatct gtcatcagcc ctaaagcgac tatcagtagg
  1845481 ataacccagc cggtaccggt agattttctc ttcgccacga tggtttatct gcccctatct
  1845541 taaaatagta atttttattc tgcctttact ggcaattttt aataaatagt tcttttaaac
  1845601 aaaacttttt taaaacagac tgccgtaaca cagcagaaaa acccattaat tgcacttaag
  1845661 tgcagaaaat taggttaaat aataagtcag ttttacttat tcaatgtgaa aaataatcca
  1845721 atgtgaaaag tggatatatt tctttcgcat aacgccacgc cagtagcggc gctcaataca
  1845781 tcgattatgc cagttgatta tacattcagc tagcaaagac tctgtattca gttagctgaa
  1845841 atgatgcagt ctgcgggatg cattttctat acccaaattc attgaaaccc aaagtcattg
  1845901 gagtatggga cgcaggtaaa gacaaaatgg atagcattgg cttagggaaa ttcgccaaat
  1845961 agaaacagaa ttttccagat ataagcagga ttaccgtgac gggacataag caaaaatccc
  1846021 ggccattact gcgccgggac gttccagtga gataacaggc gacttattta agtgccatcg
  1846081 catcccgcat ggtgaagaac aaatcagttt ggtcagttaa acctacgacg ttagccgcgt
  1846141 gaggaccata agccgctatc cgcaattgtg acccagtatg gccttgagaa tcgtcttcag
  1846201 agttaccgta gctgatcgcc atgaccgcgc catctttggt cgttaatgcc tgagtcaggc
  1846261 ccggagcctt cgcttcaggc tcgataattt ggctggagtg agcatggtca gccgtcacaa
  1846321 tcaccaaagt gttgccatca gcacgggcga attccagcgc tttttgtacc gcttcatcca
  1846381 gatcaaccgt ttcaccaaac tgaccacatg ggttagcgga gtgatcctgt ttatcaatcg
  1846441 acgccccttc aacttgcaag aagaagccat tctcattggt tttcagcagg tcaatggctt
  1846501 tttctgtcat gacagccaac gttggaatgt cgctggtccg ctcagcattg ttttcacaca
  1846561 ccactggcgg tttatccaga ttgccatgat aagaggcttt tggcccctgc caacgcactg
  1846621 gcatattacc tggcgagaat aagcccaata gaggtttctg ttgattagcg tgttttattg
  1846681 cgttcaggtc atcaaggttc tcaacaatga cgtagccgcg ggccaacgcc tgatcacgca
  1846741 acgactggtc tttccactca ccggctttag cgacctggct gaatgatgct gcaccaccgc
  1846801 caagcgtgac atcagcgcgc ccttcaatca tttgctcagt aatagagcca cggccccctt
  1846861 tttccaatgc attggtactg catttctcac tggtttcttc cgggccatag cacttacgcc
  1846921 cggtcacgtg ggcaaactgc gcagcaggag tggcatcttg tagttcagcg gtagagacat
  1846981 tacccgtcgc tttgcctgct tttttggcca gttccagcaa cgtaacatgg tctttaccaa
  1847041 aaacatcaac ccccaacgca ccattatacg tttttacgcc agatgaccag gccgtcgctg
  1847101 atgcagcaga atcagtcaca taatttggtt tttgtgtttt tttatcgagt gcatagtgcg
  1847161 tgtattgccc ggtcagcggc agcgcatcaa tgcctttaaa gaaaccaccg gcccccatcg
  1847221 catagttacg ggcagacgtg atttcagaat cgcccatccc atctccaatc aacaaaatga
  1847281 cattttttac tgttttattg gataacgagt cacgcagagc ctgggtttgg tcttcagtca
  1847341 aacgacgtgc gccgccaaat tgagtcacat caccatgcgc agcacggtca tataagcccg
  1847401 tagcagccgc aatcgcatta ggcgttaata gcgcactgga cagtaacaga gtcgataatg
  1847461 ctatgccgga tgataatgct atgccggata aagtaggtac acggttcatc gatataattc
  1847521 cttgttgtaa aacagtcata caatttgtat tgattggtta caacggatac tagaacagcc
  1847581 gggtgacgct tttatgacag ataccactaa ttatcattca aacgtttgcc ctctcatttt
  1847641 cataccccat accatacgag cggcccatta agtgacctaa tgactcgatg ttttatgcaa
  1847701 taataattat ggaaaaaatt taatccgtga atagcaacta tggagagtta tgaaaacgtt
  1847761 ctttattgat cggatggcga ccccacaggg cgaactattg cttattgcag acgaagaaaa
  1847821 ccagttgcgt gccattgatt ggactgatca tcacgaccgc ctgatgaaat tactacgtaa
  1847881 ccattacggt gcggatacgt tcactttggt tgaaaaacgc aaccccggtg gattgagcga
  1847941 gagtatgcag cgctattttg cgggtgaatt aagcattatt gatacccttc ccgtcaaaac
  1848001 agcgggtacc gactttcagc gccaagtctg gcaagaacta cgcaaaatac cttgtgggga
  1848061 aactatttcc tatggggaac tggcaaaacg cattaatcgc cccacggctt ctcgggcagt
  1848121 tggcatggcc aatgggctga atcctatttc tattgttgtt ccttgccatc gggtgattgg
  1848181 ctcacaaggg gcattgactg gttatgcggg tggagtggac cgaaaacgtt ggttattagt
  1848241 acatgagggt tatcttttag gttgctaatc attgttgctc ttatcagaaa cactaaaaga
  1848301 tgttaaaatt gacgcatatc aatattaatg ggaataccct atgatccctg aaaaacgcgt
  1848361 tatccgacga attcagtctg gtgggtatgc aattcactgt caggattgca gcatcagtca
  1848421 gctctgtatt ccgtttacct taaatgagca tgagcttgat cagctcgaca atatcattga
  1848481 aaggaaaaaa cctattcaaa aaggacaggc gctgtttaaa gcaggtgatg aacttaaatc
  1848541 actgtatgct atccgttctg ggaccattaa aagctacacc attaccgaag aaggcgatga
  1848601 acaaattacc ggtttccatc tggcgggtga tttagtcggt ttcgatgcga tcagtaatct
  1848661 gcaacaccca agttttgccc aagcgttaga aacatcaatg gtgtgtgaaa tcccatttga
  1848721 taccttggat gatctttccg gtaaaatgcc caatctgcgc caacagataa tgcgtttgat
  1848781 gagcggtgaa atcaaaggcg atcaagacat gatcttgctg ctctctaaaa agaatgcgga
  1848841 agagcgcctg gccgccttta tctacaatct atcccatcgt tttgctcagc gcggtttctc
  1848901 accacgtgaa tttcgcttga ccatgacccg tggtgatatt ggtaactatt taggcctgac
  1848961 agtggaaacg attagccgct tactggggcg tttccagaaa agcaatattc tcagcgtgaa
  1849021 aggaaaatac atcacgattg agaataacga agcactggct cagttggcag gtaacccaaa
  1849081 acctcggcta tagttagatt gttagagacc agatcaataa aatgcctact tattggtctg
  1849141 gttatccctc tctcacctat cctgtttctc tatcatggtt tactctttaa ctaacagact
  1849201 gttaattcac ggttgtaagg agacgctatg ggaaagtatc agaatattct ggttgctatc
  1849261 gaccccaatc aggatgatca acctgcatta agacgcgcgg tttatcttgt gcaacgcaat
  1849321 ggtggcacaa tcaaagcatt tttagctatc tatgacctgt catatgatat gaccaccttg
  1849381 ctatcaccgg atgaacgcac agcgatgcgt aaaggggtta tcagccagcg ttcagcttgg
  1849441 atcagtgaac agtgccgttt ttatatcgac tcgggtatcc ccattgatat aaaagtggtg
  1849501 tggcataatc ggccatacga agccattatt caggaagttc tgaaggcgaa gcacgattta
  1849561 ttgctaaaaa tggcacatca acacgatcgc ctagaatcaa ttatctttac gccaactgat
  1849621 tggcatttat tacgtaaatg tccatgcccg gtgtggatgg taaaagatca gccatggcca
  1849681 gaagaaggta ccgcgctggt ggcggtgaat ctctcaagtg aagatccact acatgacccg
  1849741 cttaatttac gcttagtcaa agaaaccctt gagctggcag aacatgtcaa ccaaacgccc
  1849801 gttcatctga ttagcgccta cccagtgacc ccaataaata tcgccattga attacctgat
  1849861 tttgacccga gtgtctataa cgatgctatt cgcggtcagc atttggtggc gatgaaagca
  1849921 ttgcgccaac agtttggtat tgatgaaaaa ttcactcatg tggagaaagg cttacctgaa
  1849981 gaggtgatcc ctgacttggc tgaacacctg aatgctgggg tggtggtttt ggggacattg
  1850041 ggccgtaccg gtttatctgc ggcctttatc ggtaatacaa ctgagcatgt gatcgataat
  1850101 ttgaaatgtg atttgctggc gattaagcca gaaggattta cctgcccgat agaaggcaat
  1850161 gaagatcagg aggatgctga gtaactccct tccaaaggcc gccctacgta aaatcctaaa
  1850221 ataagggcca ccgaagtggc cctcagactg ctgacaaacc ccgatgacgc gatcttgaac
  1850281 ggtgaggata ggcagaggag taaagcgtcc gcgccaagga tggcgcggct cgagcctaca
  1850341 tggatgtatt tacggcgtct ttacgatctg cctgttctct cgtcgcgggc actttgtcaa
  1850401 taacctcagg gccaccgaag tggccctgag caatacaatg gatgttaatc aacacatttt
  1850461 aattattcag tgcacgtaaa atagcttcta cgctgtcttt ggcatcacca aacaacattt
  1850521 gagtattttc tttaaagaac aatgggttct ggacacccgc ataaccggta ttcattgaac
  1850581 gtttaaaggc gatgacactg tgtgctttcc acacctcgag tacaggcata cccgcaatcg
  1850641 ggctacgtgg atcttcgaga gctgcggggt taacggtatc gttggcacca atcaccagga
  1850701 caacatccgt acttgagaaa tcatcgttga tctcatccat ttccagtacg acgtcataag
  1850761 gtactttagc ttcagccaat aatacgttca tgtgaccagg taaacgcccg gcaaccggat
  1850821 ggataccaaa acgcactttg atcccacggg cttgcagttt tgcggtaatt tcagcaaccg
  1850881 gatactgtgc ctgcgctacc gccatcccat atcctggtgt gataataact gaactggcat
  1850941 ttctcagttg ttctgccacg tcttccgctg tggcttcacg atattcgccc atttcttcag
  1851001 cattgccggt agaagaacca tcagtaccga aaccaccggc aatgacactg ataaatgaac
  1851061 ggttcatcgc tttacacatg atgtaagaca ggatcgcacc agaagaaccg accaatgcac
  1851121 ccgtcacaat caacaggtca ttactcagca taaagcctgc tgctgctgct gcccaaccag
  1851181 aataagagtt cagcattgaa acaacaacgg gcatgtctgc accgccaatt gaagccacca
  1851241 gatgccaacc aaagcccagc gcaattaggg tcatcaatag cagcgcaacc acttgcaggg
  1851301 taatactctc cgttctaacg aacgtaacca tcaagaggaa ggaaacaacc aacgccacca
  1851361 gattcagctt atggcgttgc ggtaacatca atggcttgga tgagataacc ccacgtaact
  1851421 taccgaaggc gacaatagaa ccggtaaatg tcaccgcacc gataaagata ccgaggaaga
  1851481 cttcggtcag atggatgttc tccatcaccg catccatcat cgaaccatga tccagatagc
  1851541 tgttaaaacc aaccagaacc gcggccagac caacgaagct atgcagaatc gctaccagtt
  1851601 ctggcatttc agtcatttcg actttcttcg ccagatagat accgatcgca ccaccgatga
  1851661 ccatcgcaat gattatccaa gcgacattac ttgaatctgg ccccagaata gtcgcaatta
  1851721 acgcgatggc cataccggcc acaccgaaag aattgccttg tctggatgtt tcatggcgcg
  1851781 acagcccagc caaactgaag ataaataaga tcgcagcaac tatgtacgca gctgtaacga
  1851841 gaccactaga catcagttac ccctttgttt ttatatgaca tttttatacc agctaatttc
  1851901 tatgtagctt ggtttttacg gaacattagt ttttacggaa cattttcagc atgcgctggg
  1851961 tgacagtgaa gccaccaaaa atgttgatgc tagcaatcag tacggcaata aaggagaaga
  1852021 aacttaccca gccaccatga ccaatctgca acaacgcgcc aaccacaata atgcccgaaa
  1852081 tcgcgttagt gactgacatc agcggtgtat gcagcgcatg actgacattc cataccacgt
  1852141 agtaaccgac tacacacgcc agtgcaaaga ccgtaaagtg agataagaat tctggtggtg
  1852201 ccacattcgc caaccaacca aacaacacaa tagcaactgc cataatgatg tatttggtcc
  1852261 acggtgatga gggcttcgtt tcttccttcg ctattggggc cgctttggca gcctgcggct
  1852321 gagctgaaac ctgaataggt ggtgccggcc aagtcacttc gccagtttta accacagtaa
  1852381 caccgcgaat cacggtatcg tcgaaatcaa tatcgatctc gccgtttttc tctttgcaaa
  1852441 gtaacttcaa taagttaacg aggttagtac catagagctg tgaagactgc gtcggtaagc
  1852501 ggcttggcag atctgtatag ccaatgattt ttacgccatt ttccgtgatg gtgacttcat
  1852561 cagctaccgt caactcacag ttaccgcctg tctgagccgc cagatcgaca atcacgctgc
  1852621 ccgacttcat cgacgccacc atctctttgg tgatcaggcg cggtgctggt ctaccaggga
  1852681 tcagcgcggt agtgacgata atgtctactt ctgcggcttg cgcagcaaac agttccatct
  1852741 cagctttgat aaaggcctcg gacatcactt tggcgtaacc atcgccactg cccgcttcct
  1852801 cttcaaaatc caactcaagg aattcagcgc ccatactctg gacttgttct tttacttcag
  1852861 gacgggtgtc aaaagcacgc acgatagccc cgaggctccc cgccgcaccg atagccgcca
  1852921 gaccagcgac tccggcacca ataaccatca ccttcgcagg tggaacttta cccgccgcgg
  1852981 tgatctgccc ggtgaagaaa cggccaaatt catgagccgc ttcaacaatg gcacggtaac
  1853041 cggcaatatt tgccatggag ctgagggcat ccatggattg cgcacgggag atacgcggca
  1853101 ctgaatccat cgctaatgca gtaacttgac gctctgccag tttttgcagc aactcagggt
  1853161 tctgagcggg ccaaataaaa ctgaccaacg tgctcccctc acgcatcagc gcaatttcat
  1853221 cctcaaaggg agcattcacc ttcaggataa gatcggattg ccacacatca gtggtatccg
  1853281 taatgatggc acccgcttct tggtacgccg catcgtcaaa gctggctaaa tgccccgctc
  1853341 cactttcaat tgccacggtg aagcctaatt tcagcaattg ttccaccgtt ttcggcgttg
  1853401 ctgcaaccct ggcttcattg gccaaccgct ctcttggtac accaatacgc ataatgtccc
  1853461 ctttttacct gtttttgatg atgagtattg tcatcctgct tatcgttcgg ttctgtttgt
  1853521 tcaccgacaa aacctgctga gttacgctcc ctataaccta ctgaaaatgt gactaatgat
  1853581 ccatatctgt gtgagcttct ggtgcagatt ttgcagtaaa actggcaggc ggaaagaact
  1853641 ctgtataatt aactataaaa ataatattta ctagcggctt gtcctgtaac tttgcaccca
  1853701 aataacccgc gcagtgaaaa taagacaacc cagtgatggc gcggcgcgac gttgcaaaaa
  1853761 tgtaaataaa tagcacttgt gtggttaaag cgacggcttg taaagtttct ccgtattctt
  1853821 aagataaaga acaatccgcc taaaccccac gattgatata ccaagccgta taaattgctg
  1853881 agacacttgc cattattaca tgcaataatc atctgctatt ctgttacaca tcaattgttc
  1853941 cgcacgtatc aacgttaatg cgcaaggcga aaggattttt tatgaagctg aaatacacga
  1854001 tcatcgcatc ggcattgcta tcactcactg cgttctctgc tgcacatgca gcaaaagaac
  1854061 tcgcaccaga gcaagcagca gccattaagc cgtttgatcg cattactatt acaggcagat
  1854121 ttaatgcaat caatgaagca gctgatgcgg tatcccgccg tgctgataaa ttgggcgcca
  1854181 attccttcta catccaggat attaacagta gcaataatgg tggtaactgg cgtgtaacgg
  1854241 ccgatcttta ccataatgat gccgaggaag tgagcaaaga aactcagtat cgcgtcttta
  1854301 atggtgtgag agaattacca aaaacagaag cgtataccct tcagccttat gataccgttt
  1854361 ctgtgagtgg tttcttccgt agccaacctg acattaacga tgcgatctct aaagcggcaa
  1854421 aagaaaaagg ggcatattcc ttctttattg tgcgccaggt tgatgctaat cagggtggaa
  1854481 accagtttat cactgcttat gtctataaag ccgatgcagc aaaacgtctc gtacaaagcc
  1854541 cggatgttat ccctgcggat tccgatgctg gccgtgcagc gctggctgcg ggtggtgctg
  1854601 cagccgcaaa tgttgaaatt ccaggtgttg cctcatccgg tacaccaagc agtgatgtag
  1854661 gccgtttctt tgagactcag tcatcaacag gaaaacgtta cactgtcacc ctgcctgatg
  1854721 gtacccaaat tcaagagttg aacaacacaa ccgcagctca gatggtgccg tttgattctg
  1854781 tcagctttac tggtcacttc aacagtatga cggatgtctc gcatgaagtg gctaaacgtg
  1854841 ccgcagcaaa aggcgctaag tactaccatg tgactcgcca atggcagaac aaaagtggtg
  1854901 gtaatctgag cgtcagtgcc gatttattca aataattatc ttaagggcgg ccaagtgctg
  1854961 cccttctttt atccgtgttg cgttcatttt ttatcccccc actcatactg aataattttt
  1855021 tgttaaaatc gcatatccaa tcattgcatc atcaccaatc actccgtaaa atccctcaaa
  1855081 atttctgggc tattatctgt tagatattga taaatttgcc tcatataatg ctatttacaa
  1855141 gccagtaatc attcattaat actttaaaat caagtcatta atattttaaa atcaggatcc
  1855201 ataattggaa aagaaactcg gtctgactgc gctaacggcg ctggttctta gctcaatgct
  1855261 gggagcgggt gtctttagcc tgccgcaaaa catggctgaa gtcgccagcc ctgctgctct
  1855321 gctcattggc tggagtatta ctggcatcgg gatcattttc ctggccttcg ccatgttgct
  1855381 actgactcgc ctacgccctg atctcgatgg cgggatattt acctatgcta aagaaggttt
  1855441 tggcgacctc atcggttttt tctctgcgtg gggttattgg ctatgtgcgg tgatcgctaa
  1855501 cgtatcttac ttggtgattg tttttgcagc actgagcttt tttaccgata aatccggcag
  1855561 catcattttt ggtgaaggta acacctggca ggcattgttg ggggcatcat tcctgttatg
  1855621 gctggttcac gctttggtac tacgaggggt acagactgcg gccagtatca acttggcggc
  1855681 aacactggca aaactgttac ctattggcgg ctttattatt ctggccggca tcgcatttag
  1855741 cctcgatact tttagtatcg atttcactgg cttagcacta cacacgccgg tttggcagca
  1855801 agtaaaagat accatgctga ttaccttatg ggtctttatc ggtgtcgaag gtgcagtggt
  1855861 tgtctctgcc cgtgcacgca acaagaaaga tgtgggccgt gccacgatgc tagccgtaat
  1855921 ttcagccctt agcgtctacc tgttgattac cttattgtca ctcggcgtgg tgcctcgggc
  1855981 ggaattagcg ggtatgcgta atccgtcaat ggcaggcatt atggtcgaaa tgattggccc
  1856041 atggggagaa atcattatcg ccaccgggct gattatttct gtctgtggtg cttatcttag
  1856101 ctggacaatt atggccgctg aagtaccgat ggtggcagct aaacatggcg ctttccctaa
  1856161 aatattccgt caccaaaata aaaacaacgc gccagctcaa tccttatggt taaccaacag
  1856221 cgcggtacaa gttgcgctgg ttttgatttg gctgacaggc agcaattaca ataccttact
  1856281 gacaattgcc tcggaaatga ttctggtgcc ctattttctc gtcggtgcat tcttatttaa
  1856341 agtggcatta aagcggcaag attggcgttt gattgttgct gccagcgggg cttgtttgta
  1856401 cggtttatgg ctgatttatg ctgctggttt agtgtattta ctgttgtctg tacttttgta
  1856461 tgccccagga ttattggtgt ttatttatgc tcgtaagggg catgaagggc tgagattgct
  1856521 gaatacggtt gagcgggcgg cgattttcct cgtgttactc gccactatcc cagcgacatg
  1856581 gttgatgatg cactaggtta gtgaccggtt cttcaaaaac taatcatttg gcatttggga
  1856641 taaattcaca gatagacatt catctttctg actcaatgcc atttcagcgg ggaatttctg
  1856701 cttgattgtt ctaagttgag ccgcttccaa tgggtaaggc aattggatgt ccaatacggt
  1856761 gatgccacgc tgttttgcta atttaatcaa tcgaataata ttggtctcat cattgagttg
  1856821 tgttgataat acttgcagcg ccaatgccgt aagctgagct tgcggcgttc tctctaattc
  1856881 agtttgtgac ttcaccacca taccaaaaat aggcatcacg ccataaatag cgtcaacaaa
  1856941 gctccaatgc ttcttgcaag aagcagcgag aaattccgtg taatcaaagc agacttttcc
  1857001 actgcactgt ggtgcactga cgcgttcgcc actcatccct tcatcctcag ttgatcaata
  1857061 cagctattca gtcattaagg ggcttggtat ataaacgata gacgaaacca aataaagatg
  1857121 acgatataat aaccattgat aatataatga aatggtttgc tggttgtcta gtcgtcaatc
  1857181 gacgacatta ataaaccgtt taataagtaa tggtattatc gagtgtctgc ccttgttacg
  1857241 gcctgtcttg ttactgctag ttttgctatt aactagtctt gtcattaact gcacgctatt
  1857301 ctgagcccag ctatttttat aagcaggaag acatgagcaa aattgttttt gtggaagacg
  1857361 acccagaggt cggaaagctg atagcggctt accttggcaa gcatgacatt gatgtatttg
  1857421 ttgagccacg tggtgatacc gcacaagccg ttattgaaca gcaacagccc gatctggtgt
  1857481 tgctcgatat catgttacct gggaaagatg gcatgaccct gtgccgtgac ctacggcccc
  1857541 actatgatgg cccaatagtg ttgctgacat cgctggacag cgatatgaac catattctct
  1857601 ccctagagat gggggcaaat gactatattc taaaaacgac accgccagcc gtgctgctcg
  1857661 cccgcttacg gctacatttg cgccaacata atcaacggtt acgccaacag actcccttgc
  1857721 aagccaaaga gacaataagc tccccaccca cgggttacaa tgcgattcat tttgggctgc
  1857781 tatgtattga cccagttaac cggcaagtca atttggatga tgaagaaatt tccttatcaa
  1857841 cttctgactt tgatctttta tgggaattgg cgacacatgc tggaatcatt atggctcgcg
  1857901 aggcgttatt gaaaaattta cgcgggatca gctatgacgg tatggaccga agtatagatg
  1857961 tcgctatctc tcgtttacgc cgcaaactct atgacaatgc actggaccca ttccggatca
  1858021 aaacggtgcg taacaaaggt tatttgtttg cgcccaatgc ctgggagtcc aagcagtaat
  1858081 gagaaagcta tttattcagt ttttttttgt tgttattcgt ttgcttcatg gtgatggcga
  1858141 tgctggttgg cctggtttat aaggtcaccg ctgagcgcgc gggtcgtcag tctttagatg
  1858201 acctgatgaa aagttcacta tcactgatgc gcagcgaatt gcgggagatc ccgctaaaag
  1858261 actggaataa aaccatcgca acattagatt taaatctttc ttttcaactt catatcgaac
  1858321 cattagataa acgtgatctt ggcgcacaat tgaacaaacg gctacgtgcg ggtgaaatta
  1858381 ttgcattgga tgatgaatat accttcctgc aacgtatccc tcgtagccac tatgttctgg
  1858441 cggttggccc ggtcccttat ctattttatt tacaccagat gaggctgctc gatttagcat
  1858501 tattaatctt gattggcctg tcgttagctc ttccggtatt tctctggatg agaccgcact
  1858561 ggaaagatct tctcaaatta gaaaatgccg ctcagagact gggctcaggc caccttgacg
  1858621 agcggactca tttcgacccc acttccagtc taagccgttt aggcgtggct tttaaccaaa
  1858681 tggctgacaa catcaacacc ctgattgtta gcaaaaaatt actgattgat ggtatagcac
  1858741 acgaactacg gacaccattg gtacgcttac gttatcgatt agcgatgagt gataacctga
  1858801 ccgaaagcga acagcaggcg ttacatcatg atatcggtca attggaagca cttattgatg
  1858861 aactactgac ctatgcacgt ttggatcgcc cacaagtttc cctcaatctg gaacctatcg
  1858921 acctaccggc ctggctaaca accaaaatca tggatatccg ctcgattcat caagagcgtg
  1858981 agatcgaact tgatattccc caccgtggtg attttggtgc cgttgacctg cgtctgatgg
  1859041 agcgagtgct ggataacctg gtcaataatg ccctacgcta ttcacatcaa cggctgcgca
  1859101 tagggttatg gttcgatggc gataacgcct gcctacaggt tgaagatgac ggccccggta
  1859161 tcccgccaga agaacggaca cgaatttttg aaccctttgt tcgtttagac cccagccgtg
  1859221 atcgcgccac tggtggctgt ggattggggc tggccattgt ccattcgatt gcactggcct
  1859281 atcaaggcag tatctctgtc aataccagtc cattaggtgg ggccagtttc cgctttagtt
  1859341 ggccgataaa aacacatttg cctctatccg ctgatcagaa ttaatgcgcg aacagaacta
  1859401 attcttcgcg aacttactat ttcgtgcact tactatttcg tgcacttgct atttcgcgaa
  1859461 ccactatgga gtgatttatg acaaccgctt ataaccatct gtgtactgcc tttacacgcc
  1859521 tttcccgctt tgaacatttg tccgctattg cgggttggga tatgcagaca atgatgcccg
  1859581 cgaaaggaaa tcttgctcgc tcagaagcca tggccgagct taatgtattg cagcatcaga
  1859641 ttctgaccgc cccacagata ggtgaatggt tgaaacaagc ggaacaagaa ttgcttgatg
  1859701 aacaatcgat tgatgaacta aaactggcta atttgcgtga aatgcatcgg cactaccaca
  1859761 atgcggtttt attaccggaa agtttagtag aggccaaatc attggcgggt gcccgctgtg
  1859821 aacatgcctg gcgccaacaa cgcattgcga acgattgggc tggttttgca gaaaatctac
  1859881 gtgaagttgt caaactaagc cgcgaagaag ccaaaatacg cgctgaggcg gcaggtacat
  1859941 caggctacga tgcattattg aatttatacg aacccggtac taacagcgct gatattgatc
  1860001 gtatttttgg tgatcttaag caatggctcc ccgcattatt acagaaggtg acaactaaac
  1860061 aacaaagcag tgaaccatgc ctgatcccac aggggccgtt cgatttagaa aaacagcggc
  1860121 agttggggct aagtgtgatg aaggtccttg gttttgactt caatggcgga cgagtagatg
  1860181 tcagtgtgca cccattctgc ggtggcgttc ctcaagatgt ccgtatcacg actcgctata
  1860241 ataatcagga atttctcagt gctttaatgg gcatcgtgca tgaaactggc cacgcccgtt
  1860301 atgaacagaa tttaccgcgt gaatggttgg ggcaacccat cgcacatgcc cgttctacag
  1860361 caatccatga atctcaaagt ctgctgtttg aaatgcaatt agcccgcagt aatgagttcc
  1860421 tgcaagtgat ccacccactg gtcatacaac aatttggtga gcaaccagct tttgcagaac
  1860481 ataacttcat cgcacttaat caacgggtta aaacaggcct tattcgcgtt gatgcagatg
  1860541 aagtcagcta ccctgctcat gtcattttgc gctacgaaat agagaaagca ctcattggcg
  1860601 gtgagattga cgtagaggat atcccggcac tctggaatga aaaaatgcaa cagtatttgg
  1860661 ggatcaatac agagggagat tatcgtaacg gttgtatgca agatattcat tggacggatg
  1860721 gggcttttgg ttatttccca acatatacat tgggtgctat gtatgcggct cagttattcc
  1860781 atgctgcgcg aagcgcaatt ccggcgttag attctcacat tgctaacggt aacctcgccc
  1860841 ccctactcaa ctggttacaa cagaatatat ggcagcacgg tagccgttac ccgacagctg
  1860901 aactgatcac aaaagcgacg ggtgagcccc ttaacccccg atatttccgc cagcatttag
  1860961 aacgccgtta tctctgattt ttaattcgga aataaatatc ctccggcata gccggaggtt
  1861021 tttcatatgc gcctataagg ctctgttacc agccgcgccc taacaggcgc atcgcgatct
  1861081 gacatttgca tctatggatt acttacggcc cgtaaacggg ctaccgggat acgggatcga
  1861141 gagttgctca cccattttat cctcttccaa ttggtgcttt atgtattctt gtatcctggc
  1861201 cgtgtttttc cctaccgtat caacgtaata ccctcgacac caaaactccc tgttacggta
  1861261 tttgaacttc aaatcgccaa actgctcata aagcatcaga ctgctctttc ccttcaggta
  1861321 ccccataaat cccgagacac tcatcttggg cgggatctcc agaagcatat ggatgtgatc
  1861381 cacacagtat tctgcttcca ggatattcac gtttttccat tcgcacagtt ttcttaaaat
  1861441 actgccaatc gctctgcgtt tttccctgta gaacacctgc cttcggtact tcggcgcaaa
  1861501 aactatatga tatttacagt tccatcgggt gtgcgctaag ctcttttcat ccctcattgg
  1861561 gacccccttt tgatttcttg ttgaacattt gcagttgcca gaccgcaaac tgttttaaca
  1861621 aatcaaaagg ggtttttata actgacccaa agctgaaagc tttactgaac ccccagccta
  1861681 gctgggggtt ttctgggcac aataagcctg acgcaatcaa gcttgtcagg cttatttata
  1861741 cctgtcgtcg tgctatccat cgaacctcac gcttcatgta ttagctgtct caactcctcc
  1861801 tagttattgt cttgtgaact attgtcttgt gtaacatctt tgggagcaga tcagggattt
  1861861 gatcccctct tcttgctgaa aatccaattt gttaatattt acaatagaat acgggcatca
  1861921 agatagttaa agcggcgaca tattgcacgg tgtcttatct taaacactta ctgtatgttg
  1861981 taactaaaat gaccagctaa ttatcgctac ctcacatcct gaaaataaga accccctaag
  1862041 taattaacgg taaatatccc attaagcact ttgccttgga gttaacacca gggtttatga
  1862101 tgttttcgtg tcgccatgat aggagaacat aagataagca tggtagaaga ccgcttctgt
  1862161 tttccctgtg aacaacccat caaaatggag taaaccatga cgaaaaatag ttaggccatt
  1862221 atcattttgt tggtgattat ggtgttgtga acactgcttg catggggagt attcagttta
  1862281 cttaattggt ggcctgcatt agctgtaacg gctcgcaatc gaaaatcacc cgactcgcat
  1862341 cgcaatcagc gcagatttcg gctcacatta actgcaaatc aaaaacgcca ttggctcgca
  1862401 tttatcctgc ccagttcgca atccattcat ctcgccctga aagggccaat gcacgtacag
  1862461 ctccaaattg ctatattatt ttctgtgtag ccagactggc tgcataacct attacaggag
  1862521 aataccatga gaacatcatt gttcagtaaa accccttcgg tcacggttct tgataaccgc
  1862581 ggcctgaccg tgcgcgacat cgcgtaccac cgccatcccg actcgccgga tgttatcagt
  1862641 gagcgtatca cccaccatca gtacgacgcc cgcggctttc tgacacagag cgccgacccg
  1862701 cgcctgcatg gtgccgggct gatgaacttc agctacctga cggacctgac cggccgcatc
  1862761 ctgcgcacgc agggggcgga taacggtacc accgtcagcc tgaatgatgc tgccggacga
  1862821 ccatttatct cggccagtaa tatcagcacc agcgacgacg gtactgaaga cagaggccag
  1862881 gcgatgaccc gcacctggca gtatgaggag gcttcactgc cgggacgtct ggtgagcgta
  1862941 accgaacagg tgaccggcaa agccacccgc atcacggagc gcttcgtgta cgctgccaat
  1863001 actgacgcgg aaaaaagcct gaacctggcc ggcgcgtgcg tcagccatta cgacactgcg
  1863061 ggactggtgc agccggacag cattgccctg accggtgtac cgctctctgt cactcgccgc
  1863121 ctgatgaaaa gtgcggataa cccggacgcc gtggccgact ggcagggggc ggacgcctcc
  1863181 gcctggaacg accaactgga cggcgaaacg catacctcct tgaccaccgc ggacgccacc
  1863241 ggggcggtgc tgaccaccac cgatgcgaaa ggtaacctgc agcgcatggc gtacgacgtg
  1863301 gcgggcctgc tgtcgggcag ttggctgacc ctgaaggatg gcacagagca ggtcatcgtg
  1863361 aagtccctga catactcagc cgccgggcag aagctgcgcg aggagcacgg caacggcgtg
  1863421 gtgaccacgt acgaatacga gccggaaacg cagcgcctgg tcgggattaa aacggaacgt
  1863481 cccgccgggc acgcctccgg ggcgaaggtg ctgcaggacc tgcgttacga gtacgacccg
  1863541 gtgggcaacg tgctgaaggt cactaacgat gcggaagaga cgcgcttctg gcgcaatcag
  1863601 aaagtggtgc ctgagaacac gtacacctac gacagcctgt accagttggt cagcgccacc
  1863661 gggcgcgaga tggcaaacgc cggccagcag agctgcagct taccgtccac caccgtcccc
  1863721 cttcctgccg acagctccgc gtatacccgc tactcccgaa cctataccta cgacgaagcc
  1863781 ggcaacctga cgcaaattag gcacaatgcc ccagccacca acaacagcta caccacaaaa
  1863841 atcaccgtca gcgaccgcag caaccggggt gtactaagca cactgaccga aaatgccgca
  1863901 gacgtggacg cgctgttcac ggcaggcggg cagcagacta agttacagcc gggacagcat
  1863961 cttatctgga cggcacgtaa tgagctgctg aaggtgacgc cagtggtccg cgacggcagc
  1864021 acggacgaca gcgaaagcta ccgctatgat gcagccagcc agcgaatcct gaaggtcagc
  1864081 aggcagaaaa cgaacaccag catgcagaca cagcgggtgc tgtacctgcc ggggctggag
  1864141 ctgaggagta aaaaatccgg cgatacggaa acggaaggcc tgcaggttat cacagtgggt
  1864201 gaggcgggcc gtgcgcaggt gcgggtgctg cactgggaga gcggcaggcc ggatgaaatc
  1864261 actgacgacc agatacgtta cagttacgac aatctggccg gtagctgcag cctggaactg
  1864321 ggcggtgacg gcaatatcat cagcgcggag gagtattatc cgtacggcgg cacggcggtc
  1864381 tgggcggtgc gacgcgcggt ggaagcggat tacaaaaccg tccgctactc tggtaaggaa
  1864441 cgggatgcga cggggttgta ctactacggg taccggtact atcagccgtg ggcgggcaga
  1864501 tggctctccg cagacccggc gggcatggtg gacgggctga atctgttcag gatggcgcgc
  1864561 aataatcctg ttgcgtttat tgatcgtaat ggtcttaatt cagaattgtt atattctcag
  1864621 gcattcaaac ggacggcaaa taaatataac gtaattattg gtgtaagggc acctaatcca
  1864681 ttaggtgaaa ctttattaaa agaaggcttt ccatcaaaaa atttccatat gaaggcaaaa
  1864741 tccagtccaa caggaccaac cgcaggtttt attgcagaag acccgattta ctctaaggtg
  1864801 tcaccttctg catataaaaa acagagagca tcaattgata aggcaaaagc tttgggctcg
  1864861 gaatctatag atttattcat tagcaaatca cgaattaatg agttaataga tactgggaat
  1864921 ttaaattctc taggcgaaaa tcgttactca gcgaagtatc cgtatggtac tcaagagttt
  1864981 gagattggaa ataatggaag agttttaaat tcagagggaa aacctgttaa agtaatgact
  1865041 aatccaccgg agattggaga gagaaaaagc aatagttccc ccataacagc cgattacgat
  1865101 ttgtttgcaa ttatccaagt gttaatcagt cagttaatga aagacccctg acagtgcccc
  1865161 ataagttgtt acgtggtgat ttttctctcc ccttcaccag tccaaaaggg aaaaatggca
  1865221 tgagtgaaga tgtaaatatg ggaaatcttc atcattttgg gaaaacgatc gtcaacagtt
  1865281 taaataaaga gattaacgca gagggatatg ctggcggtaa attggtctgg cataacgatg
  1865341 aagctggaaa tccatttagc cctggatttg atgagaatga caaaccaatt ttcttcctcc
  1865401 catcaggagg tatgttccag gcaaaaaata aaagtgaatt gcttggtttt tattccagat
  1865461 tgcggaggag tggatacact ccagaacata gtccaatttt tggtttttaa gttgtagtta
  1865521 agcattacta accgaaagat agttatattc agaaatggat ataactatcc taaaaaattc
  1865581 acacgctaag cccctcccga tgtaagccat acgctaatct tcatgataaa taccggtagc
  1865641 ttccataacg agacgcgcct gttttgggtc gcgtttttgc atgaccaacc agtttatgac
  1865701 ggcctctgcc gatgagatgc cattgggtaa tgattttgtt tttcgtttac cgtccagccc
  1865761 atcagccaac aaacaaatat ccagcgttgc cttactgaca tcaatcccaa cgtgatacag
  1865821 ggtttacctc ctttcacaga aaccatcacg cctgttttgc ttgttcattc agagtcatag
  1865881 ctcttggtaa ccgttcaaga tttatgctgg cgtgaaaggt gaaacagaga gggttttcta
  1865941 cgactcaagg ttttccctta gcggcgtttt gatgaaactc tctctgtttc agtgtggcga
  1866001 tagctaatca ccacaggggt taaaatataa gtggcgtaag ccaccggagc gccccgaggg
  1866061 gcggtcaacc cttcactcac gaggctaaaa atagcttttt caataacctc aaaggagcca
  1866121 aagctccttt cagactgctg acaaaccccg atgacgcgat cttgaacggt gaggataggc
  1866181 agaggagtaa agcgtccgcg ccaaggatgg cgcggctcga gcctacatgg atgtatttac
  1866241 ggcgtcttta cgatctgcct gttctctccg tcgcgggcac tttgtcaata acctcaaagg
  1866301 agccaaagct cctttttgtt accgttggct tcaaaaccag cacgataacc cccccatggg
  1866361 tcgttaccct gccctgtcag tttactttcc aacgtcaccg gtttagtcac tccatttaac
  1866421 gtcaggttac cgataacaga ataaccatca ccatttttct tcacttcagt tgactcaaat
  1866481 gttgcctgtg ggaatttagc aacatttaaa aaacttttac cgcgtaggtg tttatctcgt
  1866541 tcagcatgat tggtatcaac gctattggtg ttgatcacta cattaacttt atcagctgca
  1866601 ggatttttat catcaaatgt gaaagaacca tcaaaatcgt taaagctgcc atataaccag
  1866661 ctataaccta aatgtttaat ccggaattcg ataaaagcgt gttgcccttc tttatcgatt
  1866721 ttataatcgg cagctacagc gctaccggcg gtaaacatca gtgcgccaag actcaggccc
  1866781 aacagggtct tattaatcat acgaaattct ccataataca gtaagttaat cgatgctacg
  1866841 tcctagcatc cgtttaaggg taatatcacc atcgataaag tgatgtttaa gtgcagctaa
  1866901 accatgtaat agtgatagca ctaccacagc ccacgctaaa tagagatgta tagtgccagc
  1866961 ggtatcagcc tgatcaggta acccggccaa cgttacgggt atagcgaacc agccgaatac
  1867021 attaataggt tgtccgtctg cagtagagat taaataacca ctaagcatga gacaaaacag
  1867081 aatgctatat aacattaaat gggccaagac agcactgacc cgggtcaagc ggttatagct
  1867141 cgataaaggc ttaggtggcg gtgagataaa gcgccagatc accctaaata gcatcacagc
  1867201 aaaaaggatg caccccacgc ttttatgtat ttctggtgcc tggtgatacc aaccatcgta
  1867261 gtagcccaag gtcaccatcc atagccccag agcaaacagt gcatataccg ttaatgcaac
  1867321 caaccagtgg atagcaatag tgatatatcc aaactgctcc ctcgtatttt ttaaaagcat
  1867381 agagattccc ttttgcttga ttcataaaac aacattcaaa cattattaaa cataaaatca
  1867441 acatttattt tatataagat atattcctct aattgctgtc aattattttg ctgaactcta
  1867501 taattaatca atcagttaaa ttgttgttct ttacttaaca tgacataaga acagtaaata
  1867561 cacagcatga aaattaggct gatatttttt catctctatt tccaatgcgc tatccaatag
  1867621 tccaatgttg attaattttg agatccactg tcttcaactc aacttaaatt tatataaaaa
  1867681 tcaacttact gattaatata catacagtct gaataaataa tatatatgac tgagttatta
  1867741 cacgcagcat agacaaccgc atcactcact agatttgggc aatacggcaa acgtagcggt
  1867801 tatgaaatat agaacgccat gccttcataa cacacaggga gcgtggtgct gtacaatcgg
  1867861 ttacatgtac aatcggttac aagccgaaac taatgactca ctgaagcctt gcaaggtttt
  1867921 ctctactctg attataacga cccaacgggg ccggtatatg aatagaacac tgaggaacga
  1867981 atcatgaaaa cagtattgac tctgattgtt gctgcaaccc tgagtttatt ctctgttgct
  1868041 tttgcagccg acacagtagt accgcaaacc acaccaacgg cgacagcacc agcaccagca
  1868101 gtgcataacg catcagctaa aaccatgcac cacaaaaaag cacaaaaacc aaacacaata
  1868161 aaaaatacgc ataaaaccgc ccctgaacaa aaagcccagg cagcccaaaa acaccataaa
  1868221 gcggcacata gccacaaagc acctaccgta gcaccagcgg ctaaatagcc ccattgagtt
  1868281 ggagacaggt gtggctgacc attctcgatt gacctgttaa aaatgattca ctcaacaccc
  1868341 ggttctccgg gtgtttttta tcaggagtgc tgacaatgct gcgccgctat ttatttgaaa
  1868401 ttattttctc tactttggtt atttgcgggc tggtcacgct atttttttat ttatagcacg
  1868461 aaccttgccg ccttcctgca actcgcgtta tttagagtat agttagccat agcataacca
  1868521 ctatgagcag ctttatcagc aaggttcaag gtgtgttaat ggatgattcc ttagtcagta
  1868581 aaaaagcaag gttaattatt tatgcgttta tttttattat tacttagctt gctacttatt
  1868641 tccattacca ccgctttcgc tctagataaa ccggacggaa gtaacagcat tgaggaccaa
  1868701 acagccctat tttttggtaa agatgatcgc actgcggtaa caaacagccg ccaatggcca
  1868761 tgggaagcta ttgggcaagt tgaaacggcc agcggcaacc cttgtactgc aacattaatt
  1868821 tccccacgat tggtattaac cgccggccat tgtgtcttga ctcctccggg taatattgac
  1868881 caagccgtcg cgttgcgatt catttccgat aagggccact ggaaatatca aattacggat
  1868941 ctgaaaacac gggttgatgc caaattaggc cagaaactca aagccgatgg tgatggctgg
  1869001 attgtgccac ctgccgccgc tgcctatgat tttgcattaa tccaattaac aaatgcagcg
  1869061 cctatcccca tcaagccatt gcctttatgg gaaggtactg caaatgaact gacaaaagcg
  1869121 cttaaattgg ttaaccgtaa ggtaacgcaa gccggttatc cactcgacaa cctcaataca
  1869181 ctttataagc atgaagactg tttagtaacc ggttgggcac agcaaggtgt tctggctcac
  1869241 caatgcgata cgctgccagg tgacagcggc tcacctctgc tgctaaaaaa tggcaatagt
  1869301 tggtcattga ttgccattca aagttccgcg cccgcagcca aggagcgtta tttagctgac
  1869361 aaccgggcat tatcagtcac tgcgattaat aaccgtttga aaaaattggt caataagata
  1869421 gccgatacaa ctcagtaatt ttaccttagc ccgctaaata ttatgcgatc ttgtatttat
  1869481 tgaggtgagt cctttactcc ttagtcgcat aagatgagtt tgggttgaat tgaaaaacga
  1869541 aagtccctcc tagtgctgcg gcataacggc tcaaggtggt gaggttaggt gaaatgatgc
  1869601 ctttctccat acgactgata ttttgttttt tcagccccgc ccgcagtgcg acctcttctt
  1869661 gagtcaaatt gcattgttgg cgggccgctt tcagttcagt catcatcgct tgccgaattt
  1869721 gtaaatccgt ataggcgtca ttcacctgcg gatgactcaa cgctgctgct ttaaccaccg
  1869781 caaaaggaat gatgtcaaaa tcgtctgttt ttttcatgac tgcaatctcc gtttgagttc
  1869841 tttcatgcgc cgataagcca atatcagtgt ccgtcttggg gttttctgtg tttttttctg
  1869901 taggaggtga atgatataaa cctgccgatg gaggtggcaa aagaaaaaac cacgcccgat
  1869961 accttcttta gcgcttacgc gtaattcttt taacccctgc cccatatccc gtacataagg
  1870021 ctctctcagt tcatgaccac aagcttcaag ctcatccatc gccttaatca gtaccgcctg
  1870081 tatgcctacg ggtaatctta ctaactccct ctgtgccaac cgtaacaaac taatcttata
  1870141 cataagccgt ccctgctccg tgaaaaacgg tatcaaactc accataggta atcaaatatg
  1870201 gtgacccaga atcagacaaa ctttcaacaa ccgtctgatc cctcagcgca ggtataccgc
  1870261 cagtcattaa gttgatgcaa taacctggcg gctacagttc agggttaatt attcattcac
  1870321 gggcggtttc gcataaaaac catcttgttt catcgattac atgctgtctt tatggggaaa
  1870381 tgataaaggg gaatgatatt gaagaggcga taactcacta agaaataaaa agaattcgac
  1870441 gcctaagtct agatagctca ggcgtcgaat aggggcatca atcagacaga aagctgttcg
  1870501 atcgtttgta agatacgttt gtcagacacc ggataagggg tgcccagttg ttgagcaaat
  1870561 aaactgacac gcagttcttc aatcatccaa cggacttctt taacctcttc atcttgctga
  1870621 cgtttaggcg gtaatttatt caaccactgt tgccatactt gctgaacatg ctcaattcgc
  1870681 agcatttgcg ccctatcgcg atgaggatca accgccagtt tttctaagcg ccgctcaata
  1870741 gcctttaaat aacgtaaagt atcaggcaaa cgcttccagc cattactcgt gacaaatcca
  1870801 cgatagataa ggccagcaag ctgagcttta atatcagaaa gcgccaatac cagtgaaata
  1870861 tcgatccggc ctttcaaccg cttattaata ctgaacacca gcgtgaggat ctgctcaacc
  1870921 tgcttggcaa tatccaccac ggtgtcattc agttccgcac ggactttttc ttgtaaacga
  1870981 gcaaaatcag cctcctgcca gaccgggcca ccatgctgtg ccaccagttt atcgacgcca
  1871041 caggcgatgc agtcatcaat cagatccatt acgttgccat acgtattgaa atagagaccc
  1871101 agtttggatt tattcggcaa tttctcatgt aagtacttaa tcggcgaagg aatattgagt
  1871161 agcaataaac gccgggtacc ctgccacata gcctgttgtt gttgcgattc tgtatcgaac
  1871221 aaacggatgg caacactgtc tttttcatcc actaacgctg gataggcttt gacttcatag
  1871281 ccaccgcgcc gttgctcata gcagataggg agatcgccaa aactccagat atgtaagtta
  1871341 ttttgttcaa taccatcatc cgcgacggca gaaagtgttt cctgtacttt ctcttgcaac
  1871401 tgtaacttta gggcggcaag atctttgcct tctcgcaaaa tacggttttt atcgtccagc
  1871461 acacgaaacg ttattttcag atggtcaggc acctgatcta actgccaact atcacgtgac
  1871521 accgtcacgc cagtcatgcg gcgtaattca cgctccaaag cctccaataa acccgtttcg
  1871581 agtggtgtta cccgtgccag aaaagcatcg gcataattag gtgccggaac aaaattacgc
  1871641 cgtaccggtt tgggcaatga tttaatcagt gctatcacca gttcgcggcg aatccctggg
  1871701 atctgccagt caaacccctg ctcatggatc tggttcagaa taggtaatgg aatgtgtact
  1871761 gtgacaccat cggcatcggt gccgggttca aactgataaa acagacggag ttttagctcc
  1871821 ccttgatacc aaaaattcgg ataatcaagc gggtttactt tgttcgcacc ctctttgata
  1871881 agcatggttt tttcaaagtt cagcagctcg ggtttcgtct ggctcgcttg cttccaccag
  1871941 ctatcaaaat ggagggcaga gataacatca cgaccaattc tttgatcata aaagttaaag
  1872001 agtgtctcgt catcgaccag aatatcccgc cgacgggatt tgtgttccaa ctcttccact
  1872061 tcagccaata gcttaagatt cattcggaag aacgcgtgcc gcgtctgcca gtcaccttca
  1872121 accaacccgt ggcgaataaa caactcacgg cagagcagtg gatcgatcgg gccgtaattg
  1872181 atcttacgct ccgtaacaat cggtaagccg aataaggtca ctttctcgct ggccattacc
  1872241 gcgccctgag ctttctccca atgtggatcg ctgtaatggt gtttcaccag gtgctgggct
  1872301 aaaggctcaa tccattcggg ttcaatacgt gcagcaatgc gcccccataa acggctggtc
  1872361 tcgaccaatt cagccaccat gacccacttg gggggctttt tgaataagcc ggagccgggg
  1872421 aaaatagcaa agcgggcgtt acgagcaccg gtaaatgtaa cgaacggtgc aatagtgatc
  1872481 cacacccaac gcctgaaatc agatccaggg ggtaatctgc tctcctgatt caggagagtt
  1872541 tatggtcact tttgagacag ttatggaaat taaaatcctg cacaagcagg gaatgagtag
  1872601 ccgggcgatt gccagagaac tggggatctc ccgcaatacc gttaaacgtt atttgcaggc
  1872661 aaaatctgag ccgccaaaat atacgccgcg acctgctgtt gcttcactcc tggatgaata
  1872721 ccgggattat attcgtcaac gcatcgccga tgctcatcct tacaaaatcc cggcaacggt
  1872781 aatcgctcgc gagatcagag accagggata tcgtggcgga atgaccattc tcagggcatt
  1872841 cattcgttct ctctcggttc ctcaggagca ggagcctgcc gttcggttcg aaactgaacc
  1872901 cggacgacag atgcaggttg actggggcac tatgcgtaat ggtcgctcac cgcttcacgt
  1872961 gttcgttgct gttctcggat acagccgaat gctgtacatc gaattcactg acaatatgcg
  1873021 ttatgacacg ctggagacct gccatcgtaa tgcgttccgc ttctttggtg gtgtgccgcg
  1873081 cgaagtgttg tatgacaata tgaaaactgt ggttctgcaa cgtgacgcat atcagaccgg
  1873141 tcagcaccgg ttccatcctt cgctgtggca gttcggcaag gagatgggct tctctccccg
  1873201 actgtgtcgc cccttcaggg cacagactaa aggtaaggtg gaacggatgg tgcagtacac
  1873261 ccgtaacagt ttttacatcc cactaatgac tcgcctgcgc ccgatgggga tcactgtcga
  1873321 tgttgaaaca gccaaccgcc acggtctgcg ctggctgcac gatgtcgcta accaacgaaa
  1873381 gcatgaaaca atccaggccc gtccctgcga tcgctggctc gaagagcagc agtccatgct
  1873441 ggcactgcct ccggagaaaa aagagtatga cgtgcatctt gatgaaaatc tggtgaactt
  1873501 cgacaaacac cccctgcatc atccactctc catctacgac tcattctgca gaggagtggc
  1873561 gtgatgatgg aactgcaaca tcaacgactg atggcgctcg ccgggcagtt gcaactggaa
  1873621 agccttataa gcgcagcgcc tgcgctgtca caacaggcag tagaccagga atggagttat
  1873681 atggacttcc tggagcatct gcttcatgaa gaaaaactgg cacgtcatca acgtaaacag
  1873741 gcgatgtata cccgaatggc agccttcccg gcggtgaaaa cgttcgaaga gtatgacttc
  1873801 acattcgcca ccggagcacc gcagaagcaa ctccagtcgt tacgctcact cagcttcata
  1873861 gaacgtaatg aaaatatcgt attactgggg ccatcaggtg tggggaaaac ccatctggca
  1873921 atagcgatgg gctatgaagc agtccgtgca ggtatcaaag ttcgcttcac aacagcagca
  1873981 gatctgttac ttcagttatc tacggcacaa cgtcagggcc gttataaaac gacgcttcag
  1874041 cgtggagtaa tggccccccg cctgctcatc attgatgaaa taggctatct gccgttcagt
  1874101 caggaagaag caaagctgtt cttccaggtc atcgctaaac gttacgaaaa gagcgcaatg
  1874161 atcctgacat ccaatctgcc gttcgggcag tgggatcaaa cgttcgccgg tgatgcagca
  1874221 ctgacctcag cgatgctgga ccgtatctta caccactcac atgtcgttca aatcaaagga
  1874281 gaaagctatc gactcagaca gaaacgaaag gccggggtta tagcagaagc taatcctgag
  1874341 taaaacggtg gatcaatatt gggccgttgg tggagatata agtggatcac ttttcatccg
  1874401 tcgttgacag taaactcttg cttctcaaca tctttctgcc caatgtgaga aagtaaaccg
  1874461 gtcagtatcg cggtatgtac actgcggtag tctgcggcaa cactgttgac gggtatccct
  1874521 aactctttaa cgacctgccg caactgagtg taaatatcct gccattcacg cacccgtagg
  1874581 taattcaggt aatcgctgcg gcaaagctta cgaaattgtg ctgatgacaa cgctttttgt
  1874641 tgttctttga gataatccca cagattaaca aaggcgagaa aatcggaatc tttatccgca
  1874701 aaacggcggt gtttttcatc agaggcctgc tgtttatcta ccggacgctc acgcggatcc
  1874761 tgaatagata acgccgaggt gataatcatt aattcacgta cgcagccact tttctgcgct
  1874821 tgcaatacca ttctggccaa gcgtggatcg acaggaagtt gggctaactg gcggcccaat
  1874881 ggggtcaatt gctgatgccc gttactggcg gtctgaatgg cccccagttc ctccagtaac
  1874941 cttacaccgt cttggatatt gcgtttatcc ggtgcttcaa caaagggaaa tgcagcgata
  1875001 tcccctaacc ccagagaggt catttgcaag atcaccgaag ccagattggt ccgtaggatt
  1875061 tctggatccg tgaactcagg gcgggagaga aaatcttgct cggaataaag acgaatacaa
  1875121 ataccgtcag agacacggcc acaccgccct ttacgctgat tagccgatgc ctgagaaata
  1875181 ggctcaatcg gtaaccgctg gaccttggta cggaaactgt aacggctgat acgtgctgtg
  1875241 ccgggatcga taacatattt gatacccggc accgtgagtg acgtttctgc cacgttggtt
  1875301 gccaacacaa ttcgccgccc atgatgtgac tgaaacaccc ggttctgctc actgtttgat
  1875361 aagcgggcat acagcggtag cacttcggtg tgtggcaaat tttgctttat caacgcatcc
  1875421 gctgtgtcac ggatttcgcg ctcaccactc ataaagatta agatatcccc ggcgctttca
  1875481 cggcccaact catcgactgc atcaaaaatg gcctgcaatt ggtcccgatc aacatcatcg
  1875541 gcatcatcca caatcggccg gtagcgcacc tccaccgggt aggtacggcc agagacctca
  1875601 ataattgggg cgttattgaa atgttgtgag aagcgttgcg ggtcaatagt cgctgacgta
  1875661 atgatcactt tcagatcagg gcgtttaggt aataactcac gtaaatagcc caagataaaa
  1875721 tcaatgttaa ggctacgttc gtgggcctca tcaatgatca acgtgtcata ttgcatcagc
  1875781 aggcgatctt gctgaatttc agccagcaga atgccatccg tcattaattt gaccagtgta
  1875841 ttttcaccga cctgatcgtt aaaacgaact ttgtaaccaa cacagccgcc aagcgaagta
  1875901 tccagctcat cggcaatgcg gttagccacc gtccgggcgg ccaaacggcg tggctgagtg
  1875961 tggccgataa cgcctttcac cccccgcccc agttccaggc agattttcgg caactgtgtc
  1876021 gttttacccg acccagtctc accggcgaca atgatcacct gatggtcacg gatagcgtta
  1876081 taaatatcct gtttcttctg gctgacgggc agattatctg gataactgat cgccggacaa
  1876141 gccgcccgac ggcgggttac tcgctgcatt gctatcgcga tttcggcttc aatttcgtga
  1876201 gtaatcgcct gtatggcgtc agggttattg atttttcgtg cgctatgtag ccgacgctga
  1876261 atgcgctgtt ggtcacggag catcaactca ccaagttgag tggataatgc tgtgagcgaa
  1876321 gatttcacgt tctatattcc ttattacgta gatcaccgct aaatgcgaag gtccaccatt
  1876381 ttcatactgt cacttcaatt aacagatatc gtttcaatta acggacatat tttattcatt
  1876441 aagatgtcat ttttatccgc caacccactt tttttggttc atggtttcta ttatagagtt
  1876501 gatttacggt ttctatttag agttgattca tagcttctat tatagagagt aacatagcct
  1876561 ttagtgccgc cgtaacccag cctgtatttt cgccataatc acttcattca ataaaatcga
  1876621 acaaagagcg caaaatattg cgctatcact ggtagcaaaa tctgcataaa gtgtatctca
  1876681 ttgaaagggc gtgtcgcctg aatttctgtt ctctgttaag gaattacgat gagtaaagta
  1876741 ctggtcctga aatcaagcat cttggcaacc tcttcacaat ctaaccagtt agctgacttc
  1876801 tttgttgagc aatggcaagc cgcccatgca ggtgatcaaa ttactgtccg tgatttggcc
  1876861 gctcaaccta tccccgtatt agatggcgaa ctcgtcggtg cactgcgccc ttcaggtaca
  1876921 gcattaacac cgcgtcaaca agaggcgttg gctctttctg atgaactgat tgctgaattg
  1876981 caggcgaatg acgtcatcgt gatagcggca cctatgtaca acttcaacat cccgacgcag
  1877041 ttgaaaaact atttcgacat gattgcccgt gcaggcgtta ctttccgtta taccgagaaa
  1877101 ggccctgaag gcttggtaac aggtaaacgc gcgattattc tgaccagccg tggtggcatt
  1877161 cataaagata ccccaaccga tctggttgtc ccttatctgc gtctgttcct gggctttatt
  1877221 ggtatcaccg atgttgagtt cgtgttcgcc gaaggtattg cttatggccc agaagtcgcg
  1877281 accaaagcac aagccgacgc caaaacatta ttggctcagg tagtggctgc ttaagccgag
  1877341 tgatactcgc tcactagggg tgtcacccta atgaacgagt aaaaagatgg cctcgtatta
  1877401 ccctcatttt acccgaaagc catgtgatga ttgcgcgcca accggcgcgc ttttttatgc
  1877461 cttttcttcc gccagcagaa ccatggcact ctcttcatca gtcactaaac cattcagcca
  1877521 ctgccccttc aaagccgctt taatcgcctg atgcttttct ttcccgccgg caatagcgat
  1877581 cacgggtttt tccggctgaa tacgtaattt cacgctggtt aagcattgat ccaacgcgta
  1877641 cgggacgggt tgcccatcag catcaataaa attacccagc atctccgcga ccacatgcga
  1877701 tgcgagcaag gcatccacat cttgcgccga aataaaacca tctttgtgta acgggcaatg
  1877761 gtagccaatc gaaccgatac cgataaaggt gacatcggcc tgcgctgctt tttcggtgac
  1877821 ggtgcgataa atgcgatggt tacaccacag gtcacgatca gcggcgctgt cagcaaataa
  1877881 aggggctggc aggataaaat agcggccttg ggttttctca gccatccaca acgggacgtc
  1877941 gtaacgggtg caagagccgt cagcggcaat ggcccctatc aatgatacac agctatgttg
  1878001 cggccgttca acatcaggca actcatcgat ggcggccttt aagctgcgcc ctgaaccgac
  1878061 gccaataact aagggttgct cttgtcgtag aaactgcgcc atcacctcgg cccccgccac
  1878121 ggcaattgca cgttgaaccc ccgcgttgtc catgccttgg ctagggacaa cctgacaacg
  1878181 gtgtaaacca tagcgttgtt gtaattgctc ggccagcgcc atacagcgag ccacagggtg
  1878241 cgtgatattg acactgacca atccattatc aatggcgcaa gccaccaacc gctgtgcaac
  1878301 ctgccgagag acgcctaacg cctcggcaat ttcatgctga gtttgcccag caacataata
  1878361 catccaggcc gctctggccg cctgatccag tttcttatca ctcttatgca tgggttatct
  1878421 gcgcattatt ttttgaagta acaatattag tcatattacg tcgctatttc gcagattttt
  1878481 atccctacgc acgtttatgt gagctaaagc tcaatttgag ggcaaaagtt acattaacct
  1878541 acacgaaagg gcaaatgccc aaatattgaa tttatgccca aacaataact gtagcacctt
  1878601 ctgtaattgt ggagattatt atgaatactg acctgaaatc accccctgct gtgtggctgc
  1878661 atattggtgc tggctccttc caccgagccc atcaggcttg gtatttacac cgtttgttag
  1878721 cctcaggcga tgaccgttgg actatcgctt tggccaatat tcgtgatgac gccatcccac
  1878781 tactggacac attgcgggcg caacacggtg aatatgtctt ggaaacggtc acaccaagcg
  1878841 gtgaacgcca gtatgaaaag ataacatcac tgcgcaatat cattccttgg gataaagcgc
  1878901 tagatcatct ggtagcgcaa gggagtaaac ccgaaactcg cgtgatctct ttcaccgtaa
  1878961 cggagggggg ctactattta gataatcaat ttaatctgca acaggacaat agcgatattc
  1879021 aggccgatct tagaggagat tgccgcacga tttacggggc aattagccgt atcttgcaac
  1879081 aacggcaaca ggataagagt ggcccggtca ctctactgaa ctgcgataac ttgcgtcaca
  1879141 acggtgaacg attccgccat ggcttattag agtttcttgc tctacgaggt caacaaagcc
  1879201 tattaaactg ggtgacaagc cagacccgca gcccgaatac catggttgat cgtatcaccc
  1879261 cgcgcccatc agccgatatc gcgcagcggg tgttggaaaa aaccggtatc gtagataacg
  1879321 ctccggtgat gggggaatca tttattcaat gggttattga ggatgatttt attgctggcc
  1879381 gcccggcact ggagaacgtt ggggcggaaa tggtcacctc ggttttgcct tatgaagaag
  1879441 ccaaaatccg cattctgaac gccagccaca gttgtattgc ttgggcgggc agcttgattg
  1879501 ggcaatgtta tattcatgaa agtacccaaa ccgacgctat ccgccagatg gcttatgact
  1879561 atgtcacgca agatgtcatt ccctccctga cgcccagccc acttgattta gcccattacc
  1879621 gcgatgtggt actggaacgt ttcagtaatc cgtatattcg cgatacgaac cagcgtgtcg
  1879681 ccgccgatgg attttccaaa atccccggat ttatcactcc cacgctgatc gagtgttacc
  1879741 aacgtggcgg agtgcctacc gctaccgcaa tgttgcccgc attattcttc gtatttatgg
  1879801 aaagttggca ccaaggcact ctgccgtatg aatatcagga tggtattctg gacccagcag
  1879861 ccgtccatgc catgtttcag tcttctgacc ctgcaggctt atttgcccgt gatagcgccc
  1879921 ttttcgggcc gctggccaat gatgatcagt tcgaacagtt attacgccag tccataaatc
  1879981 gtgtctctgc ttgggttagc actaaccgtt aatccctgag gaggggcttg ggggggcggc
  1880041 gcgtttaggg ggcgggggat ctccggtgat aaatgatcgt cagtaattaa tgatcagccg
  1880101 taattaacga tcagcagtgc agtaatgaac tacaatgcag taatgaacta cagtgcagta
  1880161 atgaactaca ggccggtacg aagccgccca ttgttcaacg tgttatccct gatattatcg
  1880221 gcaggaggat ttagcgtttc atccactggc cattaatccc gcgcacatat tcgccctccg
  1880281 ccgcgcggtt gactaatttc tgccccgcca atttggcgac attctcggtt gagatatggt
  1880341 ttttttgcgc cacttcctga tacttctccg ctctggcaag attgatttgc tccaccagcg
  1880401 ccaaggtttc tgcatctttt ttcaccggcg ctaaatagcc actcaaggtc tctcccaccc
  1880461 ggccttgttg ttttgcctgt tctaatgtca aagcgaacga gtgcgggctg tacagtaaac
  1880521 tgctggtcaa caccaaacac cccaacgcaa gccggatcag actttgccgc ccatcaatcc
  1880581 agcctaaagt atgctttttc atgatggttc cttagaagag attggattga tttttaagca
  1880641 atgcttccac atctttatcg acccttatct ggatttcatg ctcaatcttg acgttcatat
  1880701 taatcgtgat aggtttctct ggtgtcgcta cctcaagacg gacacagcca ctgagcagta
  1880761 aaatacccag agccatcgcc acacgctccc ctgtcaaaat cttcattcct tcgccctcgt
  1880821 cggtattggt gctgttggtt gtgatgaaat accttgcggt aatgaactcg cggacggtaa
  1880881 tgaactcgct gatggtaatg aaatagtctg ttgcaaccac tcttgtaaat tgtcaccaaa
  1880941 tcgtaggctg cgccaaagtt ggaacaggtt ctcctggtgc tggtaattca gtactaccgc
  1881001 ccgtgtgcta tttttttgcg aattcacacc atgaacttta gaggttagcg tcaactgccc
  1881061 cagattatcc agatccactt tggtatacga ttgagaaatc tccatgtaac gcaaccagtc
  1881121 aatcgccgca ccggcgacag tattgctctc actgatagaa tcggtcaggt ctttatcgag
  1881181 ccgtaatgtc agcatgccgt cattggcaat ccaaccatta cgcaccagcc actgtgggtt
  1881241 attaagataa agcggtaatt cgccgttcac tttacccgac atcgcaaatt gcttcggttg
  1881301 taatacggtg aacaacgcgc tcagatcaat ctgacttaat ttgaggacgg cggcatcatg
  1881361 ttgtggcaaa cgcagcgcag acaagctcag gtggccgttc aaaatatcca tgccaacatt
  1881421 gcttaatgtt agtggtgccg tttctgaata aggataagtc ccctgtaaat cagcagtaat
  1881481 attctgcata tcaaagaggt tattcaacga agcgatacgt agcattaccg gctctttagc
  1881541 ccctaactgc cagtgatggt tctgtaaacg atacgacatg acaaaatcta gcccgcttaa
  1881601 ctcaccgtcc tgcagccaca tgccgccatt gtttaccacc caatgcccac cggcagtaaa
  1881661 cccttgttca cgcgccgcag agaatgcggc ttgcgcataa aacgtaccgt cccgcagttt
  1881721 gatccccaga tcttttgaaa tcagtggctg gaagaccatt aatgactgct taggccacca
  1881781 accctcacca cgcaagcgct caccatccca gcggccacgt agcggaattg gcccgataga
  1881841 ctgagcttgc aattgccctt gccagaggaa actatcgaga tcgcggccat tgaattgcag
  1881901 tgataacact gacgggggga gataaccgcc accatcactg aactccactt ttttagcgct
  1881961 cagtttcaga cctgcaataa acgcggggtg gtggttatct cgttgccagg tcagcggttt
  1882021 cgtcaatatc aaacgtggtg cgtccacctt gactaggcca tattgtaaac gatcaaaccc
  1882081 cgttgacagc gtatccaccg taatcagcgt atcccgccaa ctccccgtcc cccccacatc
  1882141 ccagcgtgcc gctaatggtg gcaagtttcc gctcccccaa tagcgccatt gccaattgcc
  1882201 cttatctggc caaaacgctt gtgcctgccc atccaaatgc agattgacac tcccccagta
  1882261 gctatcctga gcatcaacga ttgcctgtaa acgccccgta acacccgcgg cggtcacccg
  1882321 gatacccgcc agcggccaac gagcatcttt tatccgcaat tccggggtca gattaccata
  1882381 agtacgcagc aaggcgccgg gggacaatat ccacgtcgga ttcaatactg aaccgctaag
  1882441 taaaccgggg atcgtggcgt taaacaccat ggtttccaga tttacttgcc cacttagttg
  1882501 gaattttaac tcactgttaa ttaaacccaa attgcccggc cccagcgtca atacggcgtt
  1882561 ccctttgcca tttttccccg aggtaatcac gttaatccgt gcatcaatcg aggtctgttc
  1882621 caatccttga tcccaatcgt gtagtgtcag gttaacgccc cccttcaacg gctgttgacc
  1882681 atatggccat tgccactgac cgttcacgat ctgaataaga ttcgccgagg cttgccaggg
  1882741 taaacgcgct aaaggttggt tatcgccacg ctcagttaag gtcaatacgc cctgctgttg
  1882801 ctgccaactc aagttcaata gcagcggctt cgacaaataa ccggtggtca atagcccatc
  1882861 taatgcgcct tgctctggcc actcatccaa tgacaacggg attttaattt taccgctaag
  1882921 ctgaaacagt tgaggcatac cgggaatggc catagagaac tgattcaaac taagctgctg
  1882981 ttgttcattc aacgtcacag caaagctgag ttgctgcccc tgataaccga gtgtctgaag
  1883041 agatttattg ttgtcaggtg atgtcagtgt cagcttgcct gcatattgct gccaaggggt
  1883101 gaccagcaga tgattgatag taagatcaaa acgggacagt tgctgctgcc attgcgccaa
  1883161 atcgagcgga gagctatcac cgccagacgg taactgactc aaacaagcag tctccagcac
  1883221 cacatcaccc gcacccaact gccagcgtcc ttggtgataa cctatactca gttgactgat
  1883281 attagcgagc gtacaatcct gagccaaata acgcagttgc tcgacacgca acgcgccatt
  1883341 acgccacaca ggaagaacgg gtaattgcag ttggctaccc gcaggtaacc aatacccggc
  1883401 gactctcggt aaccatgtcg gcagagtttt ccataacacg agcagcgaca gtgcgcttat
  1883461 taataacaac ccgactacta tttttgcgca tttagccatg acttgccttg ttttatcacc
  1883521 aacctgacac tgagtgcttc aatcactgcg cccaaaaacc accaagacct acaataactg
  1883581 agccctacat tgcggcaaga taccataata actaggtaac agctgtgatt gaaaatggag
  1883641 ataaatacct tatcctttta gtcttaataa gttacacaga ctgcgataaa cttatcattg
  1883701 ctgaaaattg tatgacttat tgaaatatgt taaatttatc acaatatttt ggcggagaaa
  1883761 tacgatgaaa ttagccgttt acagtaccaa gcagtatgac cgtaaatacc ttgagctggt
  1883821 caacaaagat tttggctttg aattggagtt tttcgatttt ctgcttaccc ccaaaaccgc
  1883881 caaaatggct gagggctgtc aggcggtatg tctcttcgtc aatgatgatg gctgccgcga
  1883941 aatattaact gaactggcga ctatcggcgt taaaattctg gcattgcgtt gtgctggctt
  1884001 taataacgtg gatctggaag cggccaaaga gttgggtata caagtggtcc gagtgcccgc
  1884061 atattcacct gaagctgtcg cggaacatac cgttggcatg atgctgagcc ttaaccgacg
  1884121 tattcaccgt gcttatcagc gaacccgtga tgccaatttc tcgctggaag gtttgattgg
  1884181 tttcaatatg cataaccgta ctgcggggat tatcggcaca ggtaaaattg gtgttgccac
  1884241 catgcgtatc cttaaaggtt ttggtatgcg cctgctggcg tttgaccctt atccaagtga
  1884301 gcaagctcta gagctaggtg cagaatatgt tgatctgaag accttgtacg ccgagtctga
  1884361 tgttatctca ctgcattgcc cgatgacgcc agaaaaccat catttgctca ataagcagtc
  1884421 atttgatcaa atgaaagatg gcgtgatgat cattaatacc agccgtggcg gtttaattga
  1884481 ttcaacggcg gcgatcgatg cgttaaaaca acagaaaata ggctccctcg gcatggacgt
  1884541 ttatgaaaat gaacgtgatt tattctttga agataaatcc aatgacgtga ttcaggatga
  1884601 tgttttccgc cgtttgtcct cttgccataa tgtgttattt actgggcatc aggcgttcct
  1884661 aaccgaggaa gcactcacca gtatctctgt caccaccttg cagaatattg ctcagttgga
  1884721 taaaggcgaa ccctgcccaa atatcatcac cctctgatgc attaacaccc aatagcggat
  1884781 agcgagtgta cattctccct atccgttatg atgagtagga gataatatga gaaagttcgt
  1884841 tccagtggct attatcggtg tacttctggc aggatgcagc ggtatgaatc agtctgggaa
  1884901 taatatgaac cctgtgacaa acagtagcca tgtgaccgaa agtgacctgt tacaccataa
  1884961 ttttgtcttg gtcagcgttg atggtaagcc accggttaaa acacctgaac ccaatattga
  1885021 gtttggtgaa aatatgcata tttcaggtgc gatgtgtaat cgatttatgg gccaaggtga
  1885081 attaaaagac ggcatattga cggctaaggg gctggcgagc acccgtatgc tatgcgctga
  1885141 tgaacaactc aatcaatggg acgcactgat tggtgatata ttacacagcg gcgtgaaagt
  1885201 gaccttaaat aaagggcaat tgacgatgag taatagtacg cacaccttag tttaccaaca
  1885261 gaaagattgg gttaactgat gctcattgat gcataacctc ttatttaggc ggcagttttc
  1885321 cgatagctgc tgccaattaa cgcaccgggc atgcaccgcg caacaacgct tcctcgtcac
  1885381 aacgtttgcc atccggtaac tggcacatgc ctacgctacc gccatgaagt tgcctcgtgt
  1885441 tagccaatat tccccccgca ttagcacaat tagctgccgc cgaattggac atattgacgt
  1885501 catttgacat attcacattg cgataagcga tagcgttggt agcctgctgc tcgggttcgt
  1885561 aggtctcgct attatttaac gtattgctat tatttaacgt attgatattt gaatcattgc
  1885621 tgctacatgc ggctaaaaat agcgccatac cgcacactac tccctgaaat attctcattc
  1885681 ttttgctccg gcaggataga cttatcaacc tataatttat aaacctagct agtattatgt
  1885741 agtacatcac cctatttagt acatcacgct attgggaata gatgaagcac gacatgataa
  1885801 agatattccc agtataatac acaactcatc caatattcgg gtcagtcaat cattcgatat
  1885861 gtcatctctg ctaacttcgc ggtagcgtca aggaagaaag gtgtagtcat cggttagaag
  1885921 agcaggtatc tatagtctgt aaaaaataaa acgggaacga ccatgatcac tgatttattg
  1885981 ttacgaatta ccctagcggg gattttaggt gggttaattg gtcttgaacg tcaattacgg
  1886041 gcaaaagaag ctggattacg tacccatatt ttagtcggta ttggtagtgc catgtttatg
  1886101 atcgtctcta aatatggttt tgaagattta ttggtcttag aacacgtcag ttttgacccc
  1886161 agtcgagtcg ccgcacaggt ggtcagtggt atgggttttc ttggtgccgg taccattatg
  1886221 attcaaaaac aaatggtcaa agggctgaca actgctgccg ggatgtgggt tacggcggct
  1886281 atcggtctgg ttatcggaag cggcctgtat gaaattggta tttatggcac cttgatgacc
  1886341 ttagtggtgc tggaagtctt ccgccaatta agccagcgct tactcgggca gcattattat
  1886401 attgtcgtca agttactccc tgaaagcgtc ccattggtgt tggttgcact gcaaaaattg
  1886461 catttacagc ccatgaatct ctcggtgaca caaaaccata aaagcgataa tactagcagt
  1886521 gaattgacga tggaagtgac gttgtcaccc aaaaagacgg taaatcaggt ttatgaacaa
  1886581 ttattagcta ttgagggaat acatcagtta gatattaagt agcacgtttg gctccgcgtt
  1886641 atcgtccaat caacggtaac gcggaaaata aggatgtcag attaatgcat cggtgtcttg
  1886701 gacaggaggt taatcaccat aacacccgaa ataatcagcg ccataccgac aaccgccgcc
  1886761 caatccagct tttgttgata cataaaggtg gcagcgattg agaccagtac aatccccaaa
  1886821 ccggaccaaa tcgcataagc aatacccagc ggcatggttt taactacctg cgaaagcccc
  1886881 caaaaagcaa taccataacc aatcacgaca accactgatg ggactaatcg agaaaaacca
  1886941 tcggatgctt ttagcatcgt cgtcgcaacc acttcggcaa taatcgccat aaataaatag
  1887001 acaaaactgc tcattatcac tctctcattt caacataagg gcgacattat gcccgtacaa
  1887061 agttaaatct tcattaaatt gacaccggct tcacagcggc tttacaagtc agtgagttgg
  1887121 caagctaatc accttgtaaa taaagttttg tataaaaatc accttacccc tcctctttta
  1887181 ttgccgaggc cataatgatt acgttaaacg acaatacgat attgctgtaa agccaccaat
  1887241 aatctgcaaa ttgttaaaga ttatctgaaa atacccctat cacagccctc tcacaaatag
  1887301 gttcaccttg cattttattg aactgtattt ggtgaattca gtcacacaaa cgcgataact
  1887361 ggcaaagaat atcttctgct aaaattttag cattagctca aataatgaat tatttcaaag
  1887421 aatattttag caatcagaga cacccattac gacgttttct ctgtatgaaa agcaatgtga
  1887481 aggtataaat taatgattac gactgacggc aacagcgcag tggcttctgt ggcctatcgt
  1887541 gccagcgaag ttattgctat ctaccccatt acccccagtt ctacgatggc agagcaagcc
  1887601 gatgcttggt caggtgacgg caaagtgaac atctggggcg atgtgccgcg ggtggtcgaa
  1887661 atgcagtccg aagggggggc tatcgccacg gttcatgggg cattgcaaac tggcgcatta
  1887721 tccacctcct ttacctcctc gcagggattg ttattaatga tcccaacact gtacaaactg
  1887781 gctggcgaat taacaccatt tgtacttcat gttgcagccc ggacaattgc tacccatgca
  1887841 ttatccatct ttggtgacca ttccgatgtg atggcggtac gccaaacagg ctgcgccatg
  1887901 ttatgcgcca gtagcgtaca ggaggctcag gattttgccc tgatttcaca gattgccacc
  1887961 ctgaatagcc gaattccctt tatccatttc tttgatggtt ttcgcacctc gcatgaaatc
  1888021 aacaaaatag agccactcag tgacgagacg ttgcgccagt tattgcctca agcagggatt
  1888081 aatgcgcacc ggagccgggc tctttcgcca gatcacccag tggtacgcgg cacctcagcc
  1888141 aatccagata cctatttcca gtcacgggaa gccactaacc cttggtataa caacacctat
  1888201 cagcatgttg cggatgccat gcaggcattt gctgaagcca ctgggcgtga atataaaccg
  1888261 tttgaatatt acggccatcc acaagctgac cgtgtcatta ttttaatggg ttccgctatc
  1888321 ggtacctgcg aagaggttat tgacaccttg ctcactcgag gggagaaagt cggtgtgcta
  1888381 aaagtacgct tatttcgccc cttctccgca cagcatctgc ttgcgctctt gcccgcgtcg
  1888441 gtcggcaaaa ttgcggtttt ggatcgcacc aaagagcctg gcgcattagc tgaacccctg
  1888501 tatttggatg taatgacggc attagctgaa gcttatagcc gtggtgatcg tgatacattg
  1888561 ccaaaagtca ttgggggacg ctatggctta tcctccaaag aatttggccc ccattgcgta
  1888621 ttggccattt tcagagagct gtcattagac ttaccacgcc cccggtttac agttggaatt
  1888681 tttgatgatg tgaccggcct atcgttgccc ctaagcgacg aaaaaattga atcgcgcgca
  1888741 acattggaag ccctatttta tggcctggga agtgatggtt cagtctctgc caccaagaat
  1888801 aacatcaaga ttatcggcaa cagcaccgca ctctacgctc aaggttattt tgtttacgat
  1888861 tcgaagaagg ctggaggcct gacggtctca catctacgcg taagccagac gccgattaac
  1888921 tcagcctatc tggttagcca cgccgatttt gtcggctgcc accagctaca gtttatcgat
  1888981 atttatcaaa tggctgaacg ccttaaaccc ggagggatat tcttactcaa tacccccttc
  1889041 agcgcggatg agatgtggcc acgtttgcca caagacgttc aggcagtatt gcatcagcgc
  1889101 catgcccgtt tgtttgtgat caatgctgcg aaaattgccc gtgaatgcaa actcggtgcc
  1889161 cgcatcaata ccgtcatgca gatggccttc ttccatctga cacagattct gccaacggcc
  1889221 atggcacaag agcaattacg ggccgcgatt gaacgcagtt acagcaataa aggggcagaa
  1889281 attgtcaccc gcaactggca agcactggat gcaactctcg aagccttaat tgagatcccg
  1889341 ctgcaaccta ttgacgaaaa cagccctgta cgcccaccga ttgtttcaga ccaagcgccc
  1889401 gatttcgtta aaaccgttac ggcaaccatg ctggcaggct tgggtgatac gctgccggta
  1889461 tcggccttcc cgcccgatgg cacctggcct gtcggtacca cccaatggga aaaacgcaat
  1889521 attgcagaaa acatccccat ctggcagcca gacctttgta cacaatgtaa tcactgtgtc
  1889581 gctgcctgcc cacactcggc tatccgtgcc aaagtggtac aacctgaggc catggccggt
  1889641 gcgccggaca gcttacagtc actggatgtt aaagcccgtg atatgcgtgg gcagaaatat
  1889701 atcttacaag tggcgcccga agattgtact ggctgcaacc tgtgttatga agtctgccct
  1889761 gccaaagatc gccaaaatcc agaaatcaaa gcgattaaca tgcggccgcg tctggaacac
  1889821 cgggcggtag aaaaagcaca ttatgatttc ttcctcaagc tgcctgaaat cgataaaaca
  1889881 caaatggaac gtatcgatat ccggacttca caattgattt caccgctgtt cgaatattcc
  1889941 ggagcctgct ccggttgtgg tgaaacaccg tatatcaaat tgttgaccca gttgtatggc
  1890001 gatcgtctgc tcattgccaa tgccaccggt tgctcttcga tctatggcgg taacctgcct
  1890061 accacgccat acaccaccaa tgccgatggc cgtgggcctg catgggcaaa ctcattgttc
  1890121 gaagataatg cggagtttgg tttaggcttt cgcctaaccg tcgatcagca tcaaaaacgt
  1890181 gttacccggc tgatccaaca gctagcacct caactgccgg atgagttggt caatcaactg
  1890241 atcaatcagg aatacacccc agaagagcgg cgtaagcaag tctcacaatt gcgtcagttg
  1890301 ttacgtgaga taccaggcaa tgatgcacaa cagttagcag cagacgccga ctatctggtg
  1890361 gataaatcta tctggctgat tggcggtgat ggctgggcat atgatattgg ttttggcggt
  1890421 ttggaccatg tcctgagcct gacagaaaat gtcaatgtgc tggtactgga cacccagtgc
  1890481 tattccaata ccggtggtca gcaatccaag gcgactcccc tcggtgcggt caccaaattt
  1890541 ggtgaacacg gtaaacgcaa agcgcgcaaa gatttgggcg tcagtatgat gatgtatggc
  1890601 cacgtctatg tggcacagat ctctattggg gcacagctca atcagacggt gaaagccatt
  1890661 caggaagcag aagcctatcc cggcccgtca ctgattattg cttacagccc ttgtgaggaa
  1890721 cacggttacg atttggcata cagccatgac caaatgaagc aattgacggc caccggtttc
  1890781 tggccattgt atcgctttga cccgcgccgc gccgatgaag gcaaaaccgc gttagcactg
  1890841 gattcacgcc caccaagcag tgacttgacc accacactgc ttaatgagca acgtttccgc
  1890901 cggttaaata cgcaagaacc cgccgttgcc gcccagttat atgccgaggc tgaaaaagat
  1890961 ctgaaaaaac gctatgactt cttgagttta ctcgctggca aaacggaaaa aacgccttcg
  1891021 gaataaacag cactctcgtt taccctgtgc gatttactga gccagttagc taaaccgcta
  1891081 actggctttt tctattatct tgtatcttga tttttttata ttcttgtttt tagcttaaac
  1891141 gctgtgtcgg cgcgtacaaa agtggttttt agagaaagca ggctgcacaa atgttgtcac
  1891201 aacagtagcc ttctatcggg cattgcttga gtgctattat aagggacata ggtcacaacc
  1891261 gcccccatta tgcccctaac tgaatatgag ttacgaataa atgctagaaa aacaatcggt
  1891321 taatcagaaa gaacaataca attttaacaa gctgcaaaaa cggctgcgcc gtaacgtcgg
  1891381 ccaagctatc gccgatttca atatgatcga agaaggtgac cgtgtaatgg tttgcctgtc
  1891441 tggcggtaaa gacagctata ccatgctgga tattttgcaa agcctgcaaa aaagtgctcc
  1891501 catcaatttc tcgttgatcg cggttaatct ggatcagaaa caacccggtt ttccagaaga
  1891561 tatcctgcct gcttatttag ataaacaggg ggtggaatac aaaattgtag aagaaaatac
  1891621 ctacgggatc gtaaaagaaa ttattcctga aggtaaaaca acctgctctc tgtgctcccg
  1891681 gctgcgccgt ggtattttat accgcacagc cactgaactg ggtgcgacca aaatagcgct
  1891741 tggtcatcac cgcgatgata ttctacaaac gctctttttg aatatgtttt atggcggaaa
  1891801 actgaaaggt atgccaccta aactaatgag tgatgatggc aaacatattg tcatccgccc
  1891861 tctggcctac tgccgtgaaa aagatattga gcggtttgcc gttgccagag aatacccgat
  1891921 aatcccatgc aacttatgcg gctcacagcc aaacctgcaa cgtcaggtca taaaagatat
  1891981 gctacgcgac tgggataaac agtatccagg ccgtatcgag accatgttca gtgcgatgca
  1892041 aaatgtggtg ccatcacatt taaatgacca taagttattt gatttcaaaa gtattactca
  1892101 tgacagcgac attattgatg gcggtgattt agcctttgat cgggaagcgt tgccactgaa
  1892161 cccagtcggt tggcagccag aagatgacga agacacagaa aaacgtccac cagtacgcct
  1892221 tgatgtgttg gaaattaaat aagcggctca tcagtccagc ctcgtttcgt ttatgacatg
  1892281 gaatgaggcg cattatttgc cctgccctcc gaaaatccct tttctatcag aatctttgat
  1892341 cgtgtatacg accttttcca ccgccacaac agacaacgca gctttctgag tatccacggc
  1892401 atgtgggttt acgaacatat tatttcaaga taaacattta gctaccccat tgactataga
  1892461 gtaactctat cctttatatt gatttggcat aaaataacag aggtcaaacg tcatgaaggt
  1892521 atctataaca cttccgtctg cattgttaat ggcggtcttc acattcaatg cagaagccaa
  1892581 tgtgcccaaa atgcctgctg attggcacgg tggtgagatt tctggcccac cacaggcgcc
  1892641 aaatgcctgt ggtgaagcac cagatatttc gcgaataaaa aataagtact tagatgtcag
  1892701 ttatgctaat gcatcaccat cagaaaaaat ggatatattc ctccctgaac agtggaaatt
  1892761 gcgttatcca gttattatta atgttcatgg cggggcattt tttggttgtg acaaaatgga
  1892821 taaccagtta acgcctgctc tttatggcct ttctaaaggt tatgctgtcg tgaatattaa
  1892881 ttatcgttta agtccagaag cagcctggcc tgcgcagatt aacgatctca aagcggccat
  1892941 aaaatttgtt agagccaacg ccataaaata taattttgac ccagataata ttattttgat
  1893001 gggagggtct gctgggggga atcttgttgc cttggctggg gtttccggcg atgtaaaatc
  1893061 cctggaggat ccaaaattag gttatccaga tgtatcaacc aaagtgcaag ctgttattgc
  1893121 atggtaccca cccattgact ttttaacaat ggatgagcaa tggaaaaaaa ttggtattga
  1893181 cggacagaaa cattcaacag agaattcttt tgaatctttc cttatgcggg aaaaaattac
  1893241 ccaagtagat aaatcccgaa tgtccaccac caatccgatg aattatatta ccgcggatgc
  1893301 cccaccattc ttaattcaac atggttacca agacagtact attcctcggt tacaaagcca
  1893361 actttttgcg gccaagctcg ctagcgccat aggtagtgat aatgtagaat ataacctact
  1893421 gatgggtgca gaacatgccg atgataagta ttttcattct aataacaatt tggaacgtaa
  1893481 ctaccagttc cttgcccgcc atattcatag ccagtaaaaa tagtgggcca aatggcccac
  1893541 tgatgttatt ggcaaagtgc ccatggcgga gagaacaggc agaccgtaaa gacgcctgct
  1893601 tccctgcata aaaatagcct tccatggggg ctagatccgc gccactactg gcgcggacgc
  1893661 tttactcttc tgcctatcct cacagttcac gttcgagtcg tcaagctttg tcagccgtct
  1893721 gaatgagccg aatagcccac aataaaaata attcgagatt caggtaggcg gcaagagata
  1893781 taatccattt tcaagttaac catgttgttg atatgagtaa attagattat gtataaaata
  1893841 aaaaaattct ctcaaataac ggggatctct gaatttaatt tacgctattt tgaccagatt
  1893901 ggtctactgc cagctgaacg tgataatagt cgttatagac tctatcaccc acggcaaatc
  1893961 gccatggctc atttgatttt aagtctacaa aaagcacatg tttctaatga aaaaatcaag
  1894021 agcatcttga tggattactc atcccaaaat agccagtccg cattatgtta cgcacaacat
  1894081 gctattgatg agacgttgca ccaattaaca tgtgccagac atttcctcac aacgcaaatt
  1894141 gagcgtcaga tgctcatcaa tgacgccaaa cgtcgattaa ataatccatt tattgaggaa
  1894201 agaaatatcg aaccgctggg gatattctcg ataaatacgc ctaacattat cgattttttt
  1894261 aaatatgtct ctgaagtatc aggaaacccg gattggtatt tacgtcatcg ctacggattt
  1894321 attgttgaaa gagaatccat tcaaaaaaac aactataaat taatgaattt tttctgcaat
  1894381 gagcctaata taatcaataa acatggtggg gattttccag ctggaagtta ttttagtggt
  1894441 ttttataaag gaagtttgga aaataaccca gcggtatcta aacacctatc gcaagcggat
  1894501 gataacggaa tgaaccattc gtctaaggtt attattgaac atatcagtgg tccagccaca
  1894561 gttaagtgca agagtgaatt cctgattaaa gtgatgtatc cctgccatca tcaactggac
  1894621 gggtcccacg agacaccaac agtattgact ccttcatcaa caaattaagt atttgcctta
  1894681 tgcacttcat gaccatggtg tagacgagga ataagcatca gatcatccag catgggcaag
  1894741 tactcagata caggtcgggc agatttacgt cacagcgcaa tactacgcgc catgcccggc
  1894801 gcacaaaaaa atgccgatgt ttttcaacat cggcaccgta acaattaaat gctatgcagt
  1894861 aattcaaaat aaaagtataa caaatatgga gcgcaacgcc catcgcttga cgttgcattc
  1894921 acctgcaaaa taatcatgcc tgagccacca caacaaagtc ttgatgtggc tcaatttttc
  1894981 ggtgactaat cccaccctgc acgctctatt ttcttcggtg acgttcagtc aactaaagcc
  1895041 atttactgcg ctttaaccac caggcaacac tcaataccag aacgactaac atcatacaaa
  1895101 atatggtgaa accgaaagca tcggtattac caggtatccc tcccagattg acgccaaata
  1895161 acccagtcag aaatgttgtc ggtaaaaaca ccatggccaa gagtgacatg gtataggtac
  1895221 gtcggttcat ggcatcagcc attaatgaac ttatctcatc agacaaaact gctgtccggg
  1895281 caatactgcc gtccagatct tctaaaccac ggcctaaacg ctccgatatt tcctgcatcc
  1895341 gacggcggtc atcgtcattc atccacggta aacgctcgct cgccaaccgg gaaaaaacat
  1895401 cacgctgtgg ggccatatat cttcgtaata caatcagttg tttgcgtaat aacgccattt
  1895461 gcccacgcgg tggaactttt tgctccatca aatcatcttc caaatcaatg attttatcgt
  1895521 gcaagtcttc aataaattcg ctggtgtgat ccgtcagacc atcagcaata tcaaccaacc
  1895581 aatgaccgct acctgttggt cctgtgccgc tttgtaaatc gtttaataca ttatcgatgg
  1895641 aatacacttt gcgatgacgg gttgagacaa ttaatttatc cgtcatataa acccgtatag
  1895701 tgaccaactg atctgggcgg gcatcattat taaagttgat accgcgtagc gttatcatcg
  1895761 tgccatcacc caaacgggta attttagggc gcatactctc gccagcgagc ccgtcgcgca
  1895821 caacctcagg caataaaggc gtattttgta gccattccgc actctctgga taggtataat
  1895881 ccaaatgtaa ccaacaaggc tgcgtagcac tggctaccgc atcgacactg atggccgtca
  1895941 tcccaccttt gccatcaagc tgataagcat agactgcatc agagacttga agcgctttcc
  1896001 cttcgactac atccacaaca gcatcctctt gtttaacatt catcatgcaa ttagctcagt
  1896061 gtagcgctag caacccgatc tttaaaggta atgagccaag gataaccctg ggtgacgtta
  1896121 taaaatattc gctgatattg atgaaacgtg ggtaagccga gacgcgaaaa taattatgaa
  1896181 taaaggacaa gaataaatgc aaaggcggat ttaaaatccg cctctgttaa ttagttaaaa
  1896241 acaataagcc cataactatc agtgcttaat aatatataag ttctgactgt aagcaacatc
  1896301 ttctggattg gttatcgggt aacctttcac ccaggattta attaaacggc cattagtaaa
  1896361 ttgatatatc ggtgcgatag ggacctgttc cgcaataatt tgctcggctt tattataatc
  1896421 agcactcagt gctttagcgt ttgtctgctt acccgcatcg gccagtaaac gatcgtaatc
  1896481 agcattattg aatttggcaa tattcccgct atgcctggat gttaataacg acagaaaagt
  1896541 tgatggctca ttataatcac ctatccatga tgctcgcacg acatcaaaat taccggtatt
  1896601 acggctatca atataggttt tccattcttg attgaccatt ttcacatcga ttcccaaggt
  1896661 ctttttccac atcgatgcga tagcaatagc caacttctgg ttattatcgg aggtgttata
  1896721 cagcaaggtc agtgttaacg gtttatctgg gccatagccc gcggcatgaa gcaaagattt
  1896781 ggcttgagca tttaactcct cttggctctg ttgctgcaat aagctcgccg ccggttcata
  1896841 gcctgcggtg acatctgggg taaagtgata agcgggtttt tctccggtac ctaatacctt
  1896901 ctcagcaata atttttcgat ctatcgcata agataatgct ttacgtaccc gaacatcatt
  1896961 ggtcggcgcg cgttgagtat taaaagcata ataataagtc cctaactgat ccggggtata
  1897021 aacttgatca ggaatatcct ttaacagttt ttgatacaaa ttcttcggga atgactccgt
  1897081 aatatcaata tcccctgcca gatagcgttt ggtagcattc gcttcttggc taatgggaac
  1897141 aaaggttact ttggtcagaa cagtgcgtcc atgatcccaa taatactcat taggaacaaa
  1897201 cactaacttt tcattaacga ctcggtcttg taatttaaat gcaccgttac cgaccaaatt
  1897261 accgacctta gtccaattgt taccatattt ttcaataaca gattgtggca cggggaataa
  1897321 actgaaattt gcggtcaggc ttgggaaata aggaacgggt ttactgagtt taactttcag
  1897381 ggtgtaatga tcaatcgcgc tcacacccag tgcttccggt ggcatttgac cggaaataat
  1897441 ctgttgcgca ttctccattc cggccagttc tgcaaaccag gcaaacggag acaaactttt
  1897501 aggatcgacc aagcgacgcc agctgtagac aaaatcttgc gcagtgacag gttcaccatt
  1897561 ggaccatttc gcatctttac gtaaggtgaa gatataggtt tggttatctg ctgttttcca
  1897621 gctcaatgcg acaccgggaa taggctgccc atgggcatct tgattaacca gaccttcaaa
  1897681 cagatcccgt accacctgag cctctatcaa cccaacggct ttcattggat ccagcgatgc
  1897741 tggctcatct ttaatatgcc gaacaatttc ttgtttttca gccaataccg ttccaggagg
  1897801 gacctcagcc gcatttgccg ctcccagtac tgaaccgact actacggcac ataatgcata
  1897861 acgaaaatag tgcataatcg ataaccttat cgttgttgtt ccatatcagc gaaagtagat
  1897921 tctcaatacc tagcctgctg gccaacacac cacgtaggca atactcaggc cagtccttag
  1897981 gtccatcatt ctcataaatt taacgcatca ttattttcaa atctatttta gttacggcaa
  1898041 atcaagttac ctatatttaa catcaaagca gcacaatgag aaagacataa actcgcagat
  1898101 tagacgctgg cgtgacgacg ataaattcgt acaatcttcc tgcttcagcc tattggttat
  1898161 cgcattttat ctgtcagttc ttcgagctaa tctgtcggtt cttagaacca ataaaattat
  1898221 cgtgccgttc cccattcatg ttaacaattt gaatgatgat aaacgaagtg ataatttctt
  1898281 acttactgaa tctgaatagt ggcactataa ataccatgaa tgctcttcgc ccccgcactg
  1898341 cccgcggtaa ttttatcgtt tcaggccaac aatacggtca atctctgctg ggtagcccgc
  1898401 tactttactt ccctgcgtct accccctcag tgaatattgg cttgattatc gcagggactc
  1898461 atggtgatga aactgccgcg gttgttgcgt tatcctgtgc tttacgcagc ctctcaccgc
  1898521 aacaacagcg tcaccatgtg gtattggcgg tgaatcctga tggctgccag ttagggctac
  1898581 gggcgaatgc caatggtgtc gaccttaatc gtaatttccc agcccaaaac tggcaatcag
  1898641 gcgatactgt ctatcgttgg aatagtgcgg caaatgctcg cgacgtggtg ttatcaaccg
  1898701 gcgaacaggc cggttctgag ccagaaactc aagctctctg cgcattaatc gcccagttat
  1898761 caccaagttg ggttgtttcg tttcatgagc cgttggcctg cattgaagat ccccaatgct
  1898821 cggcattagg tacccggttg gcagagcaat ttgaactccc gttggtcacc agtgtgggtt
  1898881 atgccactcc aggctctttc ggcagttggt gtgcagaccg tgatttgccg tgtattactg
  1898941 cggaattgcc gccaatttca tctgattcag ccagcgaata ctatctggct gctttcattg
  1899001 agttactgac gttggcggat taaaccgaca gatctatcgc gcgaggtcta gcgtgccagt
  1899061 aggtctagcg tacccgtagg tctatcgtac cagtagaaaa atgcagtccc ccctctacgt
  1899121 catttgccaa ccaggtcggg ccatctaaat caataaaacg cgcccccggt gctaagggca
  1899181 gtgccgcacg gatggcacga gaggtacaca gcatacagcc gagcataatg gcaaagccca
  1899241 tcgatttagc ctgttcagcc agtagcagtg cctcggtcag cccaccactt ttatccagtt
  1899301 tgatgtttac catgtcatag cgacccacca aacccgctaa atcagcccgc gtgtgacagc
  1899361 tttcatccgc acagaggggt aatggatgga tgaaattctg taaactactg tcttctcctg
  1899421 cgggtagcgg ctgttctagc atcaccaccc ccaagtcagc aagtaattgg caacgcgctg
  1899481 ccagcccttc aggttgccaa gcctcattag catcaacgat taacgttacc tctggcaccg
  1899541 cactgcgtat cgcaaccaag cgttcggcga tcaggtgctc atcaagtttg actttcagca
  1899601 agtgggcccc aagctgcacc aatgctttgg cactgcatgc catggcttcc ggagtaccaa
  1899661 tactgacagt ctgagccatg gcaacggttt caactgccgt tatctggctt cgttgccata
  1899721 aactttgctg atgttgcaaa cactccagtt gccataacgc agaatcgacg gcattcctcg
  1899781 ccgctccggc cggtaaaagt ggctgtaagg cttcccgcga gacgccattc tcaatagcat
  1899841 tagccaccaa agcaagctgt gccatcactg aagattcact ttctccataa tgcgggtatg
  1899901 gagtacattc accgaatgca tgaatgtcgt tctcctcaat ttcaacaacg ataactttag
  1899961 cttcagtgcg gctgcctcgg gaaatgacaa acgcggagtg aagaggccag gcctctgggt
  1900021 aaaaacgcac tgttctcatt atcgctcctt ggcagaatac agttttagct taggtatgag
  1900081 accctcatac gtttatccgt taagtcttta aacgggtttt ttagcgaact tgctatatcc
  1900141 aagctgttgt tgttatctta aactgaaatt cgtgttacac atctgtaaaa gggacccaat
  1900201 aatgacacag accgtacatt tccaaggcaa tccagtttct gtcgcaggta aactgccaca
  1900261 aattggtgat aaagcgaaag acttcacttt ggtagcaaaa gatttatctg acgttgccct
  1900321 gagcagtttt gctggtaaac gcaaagtcct gaatatcttc ccaagtattg ataccggcgt
  1900381 ttgcgccgcc tcggtacgta agttcaatca actggctggc gaacttgaga acaccgtagt
  1900441 gctttgtatc tcctctgacc tgccctttgc tcaatcacgt ttttgcgggg ctgaaggtct
  1900501 gagcaacgtc atcacgctgt caactctgcg cggcgctgat tttaaacaag cttacggtgt
  1900561 agcaattact gaaggccctc tggcaggttt gaccgcacgc gcggttgtcg ttctggatgg
  1900621 ccaggacaac gtcatctaca gcgaattggt taacgaaatc actaccgaac caaactacga
  1900681 tgccgcgctg gctgcactga aataagtatc accacccagc attaatcaat gccgtgttgt
  1900741 aatcaatgct gtttagtcaa tgctgtatcg tgactcaaaa cggctgcccc actcgggtac
  1900801 agccgttttt tattgtgccc agaaaacccc cagctaggct gggggttcag taaagctttc
  1900861 agctttgggt cagttataaa aacccctttt gatttgttaa aacagtttgc ggtctggcaa
  1900921 ctgcaaatgt tcaacaagaa atcaaaaggg ggtcccaatg agggatgaaa agagcttagc
  1900981 gcacacccga tggaactgta aatatcatat agtttttgcg ccgaagtacc gaaggcaggt
  1901041 gttctacagg gaaaaacgca gagcgattgg cagtatttta agaaaactgt gcgaatggaa
  1901101 aaacgtgaat atcctggaag cagaatgctg tgtggatcac atccatatgc ttctggagat
  1901161 cccgcccaag atgagtgtct cgggatttat ggggtacctg aagggaaaga gcagtctgat
  1901221 gctttatgag cagtttggcg atttgaagtt caaataccgt aacagggagt tttggtgtcg
  1901281 agggtattac gttgatacgg tagggaaaaa cacggccagg atacaagaat acataaagca
  1901341 ccaattggaa gaggataaaa tgggtgagca actctcgatc ccgtatcccg gtagcccgtt
  1901401 tacgggccgt aagtaatcca tagatgcaaa tgtcagatcg cgatgcgcct gttagggcgc
  1901461 ggctggtaac agagccttat aggcgcatat gaaaaacctc cggctatgcc ggaggatatt
  1901521 tatttactct tttttatgtt tgattactgg ccgttttgcg ctttattctt cttcattttc
  1901581 atcactggcg ggccgtttac tgcttaaacc atactcccgt aatttattgg cgatcgcagt
  1901641 atgcgaaaca cctagccgtt tagccagttt acgggtgctg ggataattac gataaaggcg
  1901701 agtcagcaca gaacgttcga accgcttact gatgtcatca agtgaaccat caaggacttc
  1901761 atcacccaac gtggcttcaa tttcaaactc cggcaggatg atatcctgtg gccttaattc
  1901821 ggccccctcc aactgagtga gcgcacgata aatcgcattt ttaagctgac gcacattacc
  1901881 cggccaaccg tagtgagtca ggaaactggc caactctggt gacaattttg gccgcggcac
  1901941 accttgctca tcagagaatc gcgctacaaa caactcagtc aatggcataa tatcggtctg
  1902001 acgctcacgc aatggcggta atgtgatggt caggacattc agccgataat ataagtcttc
  1902061 acggaattcc ccacgttgca ccaactccac cagatttttt tgggtggcac aaatgacacg
  1902121 cacatcaaca tgcacttcat gttcttcgcc tacacggcgg aatgttccgt cattaaggaa
  1902181 acgcaacagt ttgatttgca tacgaggtga catttcacca atttcatcca acaggaccga
  1902241 acccccattt gcctgttcga agaagccctt tttgccttca atagcgtttg ggtacgcgcc
  1902301 agccgcataa ccgaataatt cactctcgac cacttcatct ggcagtgaag cacaattcag
  1902361 accaagaaat ggcattttcc cccgaggact gcgcaagtga caggcacgag ccagcagatc
  1902421 tttaccggtc cctgtatccc ccaccagcaa taacggcgca tcaagcatgg ctaattttcg
  1902481 ggcttgagcc aaaacctggc gcatcttcgt gctggccgcc actatctgtc taaactcggt
  1902541 atcatcattg accgataaag tttgcagttg ctgccccatg cgtgcggttg atttcaacat
  1902601 cacaaccgcg ccaacggttt gttttttctg gttttcgtct tcgagattaa tcggtgtaat
  1902661 ctccatcagg taatcctgat tattgatcaa tacccgttca gtgtgagggg ccgtatcgcc
  1902721 gccttcaaac cagcgtgaaa aattatagcc acccagcagg ctgcccgccg ttttatggcg
  1902781 aattttttct tcactgaggg agaatagcgc ccgggctgcg gggttagaca gctcaaggtt
  1902841 cccttttaaa tcaatagaga ataccggttc tggcatagat tccagcagcg ctcgcaacga
  1902901 acggtgttcg cgctctgatg gcataaagga aacggtacgg acatctgtta ccccatcaat
  1902961 atgccgaatc tccatcatta gtgcactgaa tatactgaaa tccagactgg aaaaattcag
  1903021 gtaaatgcga ccaataggat caatttcgat cccccgtaaa tcaatgctgc gtaataccaa
  1903081 gagatcaagc aactctctgg tgagaccgag ccggtcttcg caaaaaactt ccaagcgcat
  1903141 cagtattgac cttatatata tgacaggtgc ggaatcactg gcgatgataa taccctgtcc
  1903201 cctcttactg atgaagcagt ctgtcagcaa aagttgacag gaatcgtctt tttgttattt
  1903261 ttttccctga ttgaatcata tcaggcaata tatttaacga ttaaattaac tataaatagt
  1903321 gtgttattag acagatagtt aataattcag aataatataa taccagtaag tgtcagcttc
  1903381 gccgtcaaga ttgggtgaca ctttgcatta cttcagccaa ttggctatag taaatgtagc
  1903441 caactgaccg aggaagttac ctggaggagg ttacatgaga gcgtaccgcc caaaccccgc
  1903501 gactaaaatg ggaacgcttt ggagtgaaat tggcttaccc gccagccgcg gcacgatatt
  1903561 ggtcgatagt atcaaaatgg ggttttctgt tgatgttatc gacagcattc atttatgggc
  1903621 atccatgcct aaagctgaaa tattacgtgc taccggtatc cccagccgta gcctgactcg
  1903681 ccgccgcaca catgatggcc gttttacgcc tgaagaaagc gagagaatcg cacgttttgt
  1903741 ccgcgtaatg gatgccgctg tcgatttgtt cggcggcgat aaaggtaaag ccattacctg
  1903801 gatgtccacg cccatcaaag gattggggta ccgcagccca gactccttac tggaaaccga
  1903861 aactggcgca ctggaagtgt gtgatttgat tggtcgtttg gaacacggcg tctttactta
  1903921 acggcttaag ccgcccgatg gaacgaaact tatgatgcta tccctatgac gctattatcc
  1903981 ctatgacgct ataccgcatt gttatgcgcc gctatcttgc atcggcatgg actggttacg
  1904041 gcgctgaaat ctatggtggt cgttggaatc ataaaggcca tgctgccatc tatttagcca
  1904101 gcagtatttc attggctatg ctcgaaacac tggcacatat tcaggacagt tcaacactca
  1904161 gcgaatttga attattccaa attgaaatca gtgacagcag tattatgttg ctacagccgc
  1904221 aggactggcc cacggattgg cgtagcgatc cggcaccggt ggcaacgatg gatgtcggca
  1904281 ccgagtggct ggaatcagaa tcctcggtag gcttactggt cccgtccacg ttggtgccgt
  1904341 cagaaaacaa cctactggtc aatcctcatc acaaagattt tccagcgtgt ttggccagcg
  1904401 tcaaaccgct ctcttttgtc tttgatccac ggttaaaata gcctttatta ttaatgtgct
  1904461 gttttatctt ttttcggtaa cgtatttttc agttgattca tcaactggcg gcggaaatca
  1904521 cccagtttgg gtttatcgcc ctctaaccac ggtaacgggc ggcatagctc catggctttg
  1904581 atccccaagc gcgcggtcaa taacccagcg ccaattcctt gagccgcacg cgctgacaaa
  1904641 cgagcagcca aatcttgtga tagccaatcc atgcccacct cccgtaccaa ctcagaggcg
  1904701 ccggcaaagg caatattcag caataccaga cggaacagac ggatacggct gaaataccct
  1904761 aattcaatac catacagtgc agcgatacga ttaatgagac gaatgttacg ccaggcaata
  1904821 aaagccatat ccactagcgc gagagggctg acggcgatca tcaacgctga ttcagcagca
  1904881 tagcggctga tttctgcccg agcctgatta tccagcgcgg gttgaaccag tttggcgtac
  1904941 aattcaacca cttcacgatc attatgcgtt tcatgcagtg atgcctgcca gcgctgcaat
  1905001 gccgggtgcc cttggtccag ccctgcctga cgggctaatt tctcacagaa aacacgccct
  1905061 tgaccaacac cgtggctgac caataacgcc cgagcaatat cacgctcttc agcccgttgg
  1905121 cgtaaatgat ataaacgccg ccattccgtc accaccgagc cgacacccgc cagaataatt
  1905181 aacccccctg ccgtagtggc gcccaaagcg atccaatctt gctgctgcca ggcttgatta
  1905241 acccattgca ctgactgggc aatcacactg gcccccaaga taaccatccc ggcagtgacc
  1905301 atcttacgcc acaggctacg cttaggtttc aatgcagcat tcaccaaccc ttctacccgc
  1905361 ccctcttcat cttctgcatc caattccggg gccgctggat agaacttctc cgccgcctgt
  1905421 tcatcaaaag cctgcgccga ttttaatacc ggttcatcca acgattgcag aggctgctca
  1905481 aaatcaatcc gtggctttaa cggttcgctc atcgcaattt atctcccaat aaaaactcca
  1905541 tcaccgcatc taaccggata tgaggtaatg ggctgtcaat atgaaccgct tgcggacgga
  1905601 actggtcaaa atggaaacct tgctgttgcc aaaatgcagg gccaggtaaa cgggctggaa
  1905661 catcaccggg gaacaccgtt aatggggcac catcttctaa gcgatggccg cgcagtgccg
  1905721 gtattttttg cccttggtga tcaaccatgc cactttcggt ggcctgtact gaggccaacc
  1905781 cgacacaatc catgctgatc ccttcaaaag ccgcattctg ccaagcttcc tgcaccagtt
  1905841 gttgtaataa tgagaccaaa ttagcatgct ggtcagcagt cacatggtct gctttggttg
  1905901 ccgcaaacat caacttatca atacatggag agaataaacg gcgaaataac gtgcgtttcc
  1905961 cataatggaa actctgcatt aattgtgtca acgccaaacg catatcgtta aacgcctgag
  1906021 gcccacgatt aagtggctgg aggcaatcta ccagtacgat ttgccgatca aaacgaacaa
  1906081 aatgctcttt ataaaagcct ttaacgatcg tattacagta atagttaaaa cgggtgcgca
  1906141 acatgcccag atttgagtgt ttatcggcct gagccaaacg cgactcccca atgccattga
  1906201 catccagcca agggaagaac tgtaatgcgg gggcaccggc catatcgcca ggcagcacaa
  1906261 aacgccccgg ttgaataaaa tgcaggcctt catttttaca gcggacaaga taatcggtat
  1906321 acgcctgcgc gatagcagcc agttggtttt cattggccgg agctaatgga tcacattgct
  1906381 ggcatagcgc tagccaaggc ttggcccact cagcgcgatc cccttgcaac aacccttcca
  1906441 tctggcggga ccaactcaaa tagtcctgct ccaacatggg taaatccagt aaccactccc
  1906501 cgggataatc aacaatctcc agatacagcg ttgatgtctc tttaaaatgg cgcaacagcg
  1906561 aatcactgga gcgaaaacgt aacgccagac ggatttcgct gacgccacgg gtcggcgttg
  1906621 gccaatttgg tggcgtacca tacaaagaag ccaagccttc atcatacgta aaacgttgaa
  1906681 tacccagatc acgctgtgga acccgcttaa cacccagtag cctttcgtca cgcaccgcag
  1906741 aaaacagcgg cagacgcgca ccactgtgga catgcagtaa ttgattcact aaagaagtga
  1906801 taaaggcggt ttttccactg cggctcaggc cggttaccgc taaacgcaaa tggcgatcca
  1906861 tcccgcggtt aaccaatgat gtaagctcat tttgcagtcg tttcatgctt ctccttggca
  1906921 aattgactcg ctactgccgc cattgcacgt tttagcattg gctccaggat gatcagcaac
  1906981 aaccaacgca gcggtttata gctcacactt ttcattatca cgctggcagc ccctgccggg
  1907041 ccgtacatca atgcggcagt aaacataatc ttaatcagct tcgtcaatat tacacctgcg
  1907101 cgtgtagggg caggattatt gttcatcatt ttgccctccg gcagggatta aacagagaaa
  1907161 acgccagcat tacctgatgg caggcccgcc taacggttga attttctaca aaactacaac
  1907221 tgacggaacc ggcttcggac accgaaagta tctgaggtca catagcgttc cacctgacgt
  1907281 agctgttgct cgccctgcgc caattcgtgt tgcaattgat ccagtaactg gcgcggtgtg
  1907341 acgtcattat cgttagtcac actggctgcc gataccggct ccagcataaa cgccagtatg
  1907401 atgtaggccg caacagtgaa cacgaatagg ccaaaaaaca gtgataacac cattatcacg
  1907461 cgaaccaacc gtactggaat atcaaaataa tgggccagac cggcacatac ccctttgatc
  1907521 atgccctctt ccggtacccg gtacagtttt ttactgccta acacattcgc cattatgact
  1907581 gtctccagtt agggtgttct gtatccagaa tttcttctag tgcctgaata cgctcacgca
  1907641 tccggcgagc atcctcggtt aacaatgata aacgctgcat atcttgatga cttaactgaa
  1907701 cgccattttg ctgacgaccg ttgtaatgta accataacca aatgggtgca acaaaaagca
  1907761 cgaaaatggt taagggtatg gcaagaaaca gaatactcat tgattcccct tatttatttt
  1907821 tgactgcggg tacatcgatt atagccatgg cagcgcccta ctgaggcact gccggttccg
  1907881 tatataccct ttgaactcga agctatcgcg atgctccaat gacattaagt accttgtttg
  1907941 ctaataaata cggaaaatta actattcaac tgatttcatt ttcgctttta atgccgctaa
  1908001 ttggctactg atttcatcat ccgctctcaa ctcggcaaac tgttggtcca aagacttctg
  1908061 tttgccaacc ccaacggttt ccgcttcagc ttccatatgg tcaatacggc gttcaaactg
  1908121 ctcaaagcgc gccatcgctt catcaagctt accgctgtcc aattggcggc gtacatcacg
  1908181 agatgacgat gcagcctgat ggcgcaaggt caatgcctgt tgtctggctc gggtctcggt
  1908241 cagtttattt tccaactctg taatttcatg cttcatgcgg ctcagggttt cgtccacggt
  1908301 tgccacttca cgttttagcg tctcaactaa cgtcatgacc ttctgttttt caatcagtgc
  1908361 agcacgcgcc aagtcttctt tatctttgcg caaggccagc tcagcttttt cctgccactc
  1908421 ctgttgctga ctttcgctgt ggtcaatacg gcgtagcagt tgctttttct ctgccagtgc
  1908481 acgggctgat gttgagcgga tttccaccag cgtatcttcc atttcctgaa tcataagacg
  1908541 cactaatttc tgtggatctt cagctttatc cagtaatgta ttgatgttcg cgttcacgat
  1908601 gtcggcaaag cgagaaaaaa tacccataat ttacgtcccc tttgacttat tggttctctg
  1908661 aaatagtggc gtctgattgc gccgttagct tgatgggcaa gatccgttat tcacgatgct
  1908721 gccattcaat acgcttcaca tagagttaat caagagtcgt gccaactttt catgataatt
  1908781 aatagcatga aaattaaaga gaaaataatt tttattcaaa tgatataaaa tatgaagtga
  1908841 ttattttaac caactattgg cgaatttcat catgaatgag caactggata atctgctcgg
  1908901 cgaagcaaac gcgtttgttg acgtgctgga gcaagtctcg ggactggcaa aattgaacaa
  1908961 acccgtgtta gtcattgggg agcgtggtac cggtaaggaa ttgattgccc atcgcctgca
  1909021 ctacttatca gaacgttggc aagggccatt tatctccctt aactgcgccg cactcaatga
  1909081 gaacttactc gattcagagt tattcggcca tgaagccggg gcctttactg gcgcgcaaaa
  1909141 acgtcatctg ggccggtttg aacgcgcgga tggcggcact ttatttttgg atgaattagc
  1909201 gacagcacct atgctggttc aggaaaaatt attacgcgtg attgagtacg gccacttgga
  1909261 gcgtgttggc ggcagccagc cattgcaggt cgatgtccgt ttagtctgcg ccaccaatga
  1909321 taatctgccc gcgttggcgg ctgccggaaa attccgtgcc gacctgctag accgcctcgc
  1909381 ctttgatgtc gtgcaattgc ccccactgcg tgagcggcag caagatatca tgttactagc
  1909441 cgagcatttc gccatcctaa tgtgccgtga gctgggtctt cccctctttt ctggttttac
  1909501 tgctacggcg aaagagcaat tactcgaata ccgttggccg gggaatgtgc gtgagctaaa
  1909561 gaatgtggta gagcgttcgg tttatcgcca cagcgacagc agtctgccac tcaataatat
  1909621 tattattaat ccttttgcta gcaaccagaa gggtgagata gagggtgtgg atacgcccaa
  1909681 cgagggggga gctgtgttgc ccgcactgcc cgtagatttg aaacattggc tgcacaccag
  1909741 cgaacatcag atgctaacac gggcattaaa gcaggctcgg tttaatcagc gtaaggcggc
  1909801 gcatttattg gggttaacct atcaccaact acgaggctta ttaaagaaac atacaatttt
  1909861 gagtggggag ttgccccaag tcagtgattc cggtgagtga gtacagctaa ttttcattga
  1909921 tacaaatagc gctgcagcat caaggacgaa gggtaaaata aatatcctcc gacatagccg
  1909981 gaggtttttc atatgcgcct ataaggctct gttaccagcc gcgccctaac aggcgcatcg
  1910041 cgatctgaca tttgcatcta tggattactt acggcccgta aacgggctac cgggatacgg
  1910101 gatcgagagt tgctcaccca ttttatcctc ttccaattgg tgctttatgt attcttgtat
  1910161 cctggccgtg tttttcccta ccgtatcaac gtaataccct cgacaccaaa actccctgtt
  1910221 acggtatttg aacttcaaat cgccaaactg ctcataaagc atcagactgc tctttccctt
  1910281 caggtacccc ataaatcccg agacactcat cttgggcggg atctccagaa gcatatggat
  1910341 gtgatccaca cagtattctg cttccaggat attcacgttt ttccattcgc acagttttct
  1910401 taaaatactg ccaatcgctc tgcgtttttc cctgtagaac acctgccttc ggtacttcgg
  1910461 cgcaaaaact atatgatatt tacagttcca tcgggtgtgc gctaagctct tttcatccct
  1910521 cattgggacc cccttttgat ttcttgttga acatttgcag ttgccagacc gcaaactgtt
  1910581 ttaacaaatc aaaaggggtt tttataactg acccaaagct gaaagcttta ctgaaccccc
  1910641 agcctagctg ggggttttct gggcacaaaa aagccagcac ccgagctggc ttaaaatact
  1910701 ggaagcaatg tgagcaatgt cgtgcttttc tgaccaaagc caaagactgc ctgccttgtt
  1910761 ctgaatcgca tcaaaatgat aatacttatc aatatcaatt gtaaatagat ttgttgagaa
  1910821 ttctgctcat tcccatactc cctaaagtgt tattagcacc tataaagtgt tattagcacc
  1910881 tctattgggg gaaacacgcc tcctgccgat gaataatcag gcggtgcctc cgatggctcc
  1910941 atatctcgca ggtaggttgc tattagcttc atcatgtatc tcctcacacg ataaattttt
  1911001 cccacacatc acacatcaca cactaaattt ttccccgcac actaaacaca acgcgttacc
  1911061 gtttatcggc cgaaattgcg gcaatcccct cagatgaaac agttgttttg tgcaatggat
  1911121 tggggggatc gtcagattac ggtacactaa gcgtattgct tactcactgc gaaagcgttt
  1911181 atgcgtggtt tactgatttt gctgttgtcg ctgatttgcc ttgcaacccc tgtgctggca
  1911241 caacctgttg cagcggagca accgctaccg gatatccgtc agcgcggatt tgtctattgt
  1911301 gtcagtggga tactcaacac atttaacccc caaatggcca gtagcggttt aaccgtcgat
  1911361 acacttgcag cacaactcta tgaccgtcta ctggatgttg acccctatac ctaccggtta
  1911421 atcccagaac tggcggaaag ttggcaagtt ctggataacg gcgcaaccta ccgttttcat
  1911481 ttacgtaaag atgtgccatt tcagactacc gactggttta cgcctacgcg gatgatgaac
  1911541 gccgatgatg tggtcttcag ttttcagcga gtatttgact caaagcatcc gtaccacaag
  1911601 gtcaacggcg gagagtaccc ctactttgat agtttgcagt ttgcaagcgc cgtaaaaagc
  1911661 gtaaaaaaat tggatgatta caccgttgaa tttaagctaa aagccccaga tgcgtcgttt
  1911721 ctttggcatt tagcaactca ttacgccccc gtattgtctt cagaatacgc cgatgtcctg
  1911781 acccagaaag ggaaggaaga acagattgac cgtgagccag tcgggaccgg gccttttcta
  1911841 ttggatgaat atcgttctgg gcaatatatc cgcttgttcc gcaacagcca ctattggaaa
  1911901 ggtgtgccac gtatgccaca ggtggttatc gacttagggg tcggtggaac ggggcgttta
  1911961 tcaaaactgt tgaccggaga gtgtgatgtg ctggcctatc ccgccgccag ccaattatct
  1912021 attttacgtg atgacccacc acgcctacgc ctgacactgc gccctgggat gaacgtcgcc
  1912081 tatctcgcct tcaatacccg caagcccccg ttaagtgatc aacgggttcg ccaagcgatc
  1912141 gctttgtcga tcaataacca acgattgatg caatcaatct attacggcac agctgaaacg
  1912201 gcagcctcta ttttacctag agcatcatgg gcttatgata atcaggcgca ggtgaccgaa
  1912261 tataatccgg aaaaagccaa agagatcctc aaagatttgg ggataaccca actgcaactt
  1912321 aacttatggg tccctactgc atcgcaatct tataatccta gcccattgaa aactgctgaa
  1912381 ttgatccaag cggatttagc acaagtgggg atttccgtca ctattgttcc cgtcgagggc
  1912441 cgtttccaag aggcccgtct gatggagatg aaccacgatc tgacactttc cggttggtct
  1912501 actgacagta atgaccccga cagtttcttc cggccattat taagctgtgc agcaattcgt
  1912561 tcgcaaacaa actatgctca ctggtgtgat ccggcctttg atgaattact gcaaaaggca
  1912621 ttacgttccc aacaattatc ggagcgtatt gagtattatc agcaggctca gcgtattctg
  1912681 gagcaacaat tgccgttact gccactggca tcgtccctgc ggcttcaggc ataccgttat
  1912741 gacattaaag gcttggtatt aagcccgttc ggtaactctt ctttcgccgg tgtataccgc
  1912801 gaaagcgatg agggcaagac gccatgatta ttttcacatt acggcgatta ttactgctcg
  1912861 tgataaccct gtttatgttg tcattagtca gctttagcct gagctatttt accccctatg
  1912921 caccgttaca tggggccggg ttgctggatg cctaccgctt ctatttcagt agcttgttgc
  1912981 aatgggattt tggcatttcc agcattaatg gccaaccaat cagcgagcaa ctgcgagaag
  1913041 cctttcccgc aaccatggaa ttatgtgtac tggcctttgg cctcgcgctg tttatcggta
  1913101 ttccgctggg cattattgcc ggtgtaatgc ggggtaaatg ggcggatatc gccatcagta
  1913161 ccgtggcgtt aatcggcttc tcgatccccg tattttggct ggccctgtta ctgatgttgt
  1913221 tcttttctct gcatctgggg tggttaccgg tttctggccg ttttgacttg ctttatcaag
  1913281 taaaaccagt gacggggctg gcattggtcg atgcctggct atcgccctca ccttaccgca
  1913341 acgaaatgat gctcagtgca cttcaacata tgatcctacc aatcaccgca ctggccgtgg
  1913401 caccaacaac cgaggtcatc cgcttgatgc gtaccagcac cgacgacgtt atcgggcaga
  1913461 actacattaa agccgccgca acccgtgggc tatcccgctt cactattatc cgccgccatg
  1913521 ttttgcataa tgccttgccg ccaattattc ccaaattggg gttgcagttc tccaccatgc
  1913581 tgacactggc catgatcacc gaggtggtct ttaactggcc agggttagga cgctggctga
  1913641 ttaatgcgat ccgccaacag gactatgccg caatctctgc gggggtgatg gtcgtgggtt
  1913701 cgttagtgat cgttattaat gtgctgtcgg atattctggg tgccatgatg accccgttaa
  1913761 agcataagga atggtatgcc cttcgataat gtctaccgcg aaaagaaaat gcccagccca
  1913821 ttgctgtata cctggcgtct tttctcttct gatggcctgg cgatggtggg tttctacggc
  1913881 gtcttgggtt tattattgct gtgtctgttg gggagcacgc ttgcgcctta tactctcgat
  1913941 caacagtttt taggctatca gctattgcca ccttcttggt cacgttatgg caatgtttcc
  1914001 ttcttcctag ggaccgatga cctcggtcgt gatgtattga gccgcttact gacaggtacc
  1914061 gcgtctactt atggttcagc gctcctggtc accgtagctg cggcgttgtg tgccattgtt
  1914121 ctcggtgtat ttgccggtat cacccgtggt ttgcggtccg cgatccttaa tcatgtgctg
  1914181 gatacactgc tctcaatacc ttcactgctg ttagccatca tcgtggtcgc ctttgtcggg
  1914241 ccaagtttgg aacatgcgat gtttgccgtt tggctggcgc tgttaccacg aatggtgcga
  1914301 accatttata gcgcagtgca tgatgagctt gataaagaat atgtgattgc agcccgtctg
  1914361 gacggcgcat caacaccgca cattctggcc tatgccatct tgccgaatat cgcctcagtc
  1914421 ctggtcactg agtttacccg agcgttatca atggcgatcc tggatattgc cgcattaggt
  1914481 ttccttgacc tcggcgcaca attaccctct cccgaatggg gagcaatgct cggtgattcg
  1914541 ctggatttgg tttatgtcgc accatggacc gtgatgctgc caggcggcgc aattttggtt
  1914601 agtgtactgt tggttaatct gctgggtgat ggtatgcgcc gtgccattaa tgcgggggtg
  1914661 gaataatgcc attacttgat attcgcaacc ttaccatcga atttatgacg tcagaagggc
  1914721 cagtaaaagc cgttgaccgc atcagcatga ccttaactga gggcgaagtt cgtggcttag
  1914781 tcggtgagtc tgggtccggt aaaagtttga tagccaaagc tatctgcggt gtcagcaagg
  1914841 ataactggcg cattactgct gaccgctttc gctttaacga cattgattta ctccaactga
  1914901 ctccccgtca gcggcgtaag gtgatcggcc ataatatttc tatgattttt caggagccgc
  1914961 aatcttgcct cgatccatca gaaagtattg gcctgcaact gatacaagcg atccctggct
  1915021 ggacatataa aggccgctgg tggcagcgtt ttcattggcg taaacggcgg gcaatcgagt
  1915081 tattgcatcg ggttggtatc aaagatcaca aagacattat gcacagttac ccctacgagc
  1915141 taaccgaagg tgagtgtcaa aaggtgatga ttgctatcgc gctggcaaat cagccacggt
  1915201 tgctgatcgc cgatgaaccc accaatgcga tggaacccac gacacaagca cagatttttc
  1915261 gcctgttggc ccggttaaat cagaataaca acaccacgat tttgttgatc agtcacgatt
  1915321 tacagatgat gagtaaatgg gcaacccggg ttaacgtact ttattgtggt cagacggtag
  1915381 aaagcgccgt ctgtgaagac ttactgtcta ccccacatca cccttatacc caagcactga
  1915441 ttcgtgcaat gcctgatttt ggccgatccc tgccccataa aagtcgcctg aatacgttgc
  1915501 cgggtgctat cccatcgctg gaacatttac cggtcggttg ccgtcttggc ccacgttgcc
  1915561 cttacgctca gaaaacctgt attgaaacac cgcgcttgcg gctggtgaaa aaccacgcct
  1915621 ttgcctgtca tttcccctta aatctggagg agcaataatg gccgagacgt tgctcgaagt
  1915681 ccgtaatctg agcaaaactt tccgctatcg taccgggctg tttcgccgtc aacatgttga
  1915741 ggcagtaaaa tcggtgagtt ttaccttacg cgaaggccaa acactggcgg tgattggtga
  1915801 aaatggttcg ggcaaatcca cgttggcaaa aatgttgtca ggcatgattg agcccaccgc
  1915861 gggtgaatta ctgattgatg atcatcatct cgcttatggt gactatgctt accgtagcca
  1915921 acgtattcgt atgatttttc aagacccaag cacctcactg aatcctcgcc agcgcattgg
  1915981 ccagttgctg gatgccccac tgaaactgaa tacagaactc gatgctccgg cacgtgaaca
  1916041 gcggatctac caaacactgc gtcaggtagg gttattaccc gatcacgcta attactatcc
  1916101 ccacatgtta gcatccggcc aaaaacagcg ggtggcactg gcacgggctc tgattctgca
  1916161 acccaaagtg attatcgcgg atgaagcatt ggccgcatta gatatgtcca tgcgctcaca
  1916221 aattattaat ctgatgctgg agttgcagga aaaacacggc atatcctaca tttatgtgac
  1916281 tcaacacttg gggatgatga aacacatcag cgaccaggta attgtgatgc atgaaggcga
  1916341 agttgtagag cgtgggagta cggcggaagt cttggcagcc ccgctgcacg acctgactaa
  1916401 gcgtttgatc tccagccatt ttggtgaagc attgactgcg gatgcctggc gtcgagatac
  1916461 cagcaatttt tagcgtcagc ctcacctgct gagtgtgacg gtggttaacc tccccgctat
  1916521 cttttgatag cggttatctt cttttaacac caagaatctt tcaataaaga atcaaccact
  1916581 gtaatagcat tttatgctgc atataatggc atgttattac tttttgttat ggattatggt
  1916641 ttaacattat tttatctcac aaacttaatc ggcaatgatg attccaccgt gctcatttga
  1916701 tcaaatgata ggatatctta ccgatgatgc tctcccttgc ttcttgttcc ataacaagtc
  1916761 tctgtccaat agctgagcca cccgatgcga ctggattacc ggttatcacc ctgcacttat
  1916821 ccttaatacg agcaaatcgc tgccctgacg gaggtcatca ttatggtgca atttcgtagg
  1916881 agaaataatg cccattggta tcatgagact cagtgtagcg gcagcctgga gcattgtagc
  1916941 ggtagcccag tgaatatttc cacgacagtg aatgttccca cgacagtgaa taatgaaaac
  1917001 ccccctgttg atattcggcc acgtgatccc agcgagagtg acaacatgag cactggcagt
  1917061 aatataactg aacagagcat cataactgaa cagggcatct ttctacttgg cgtgacagaa
  1917121 aacatcgctc ctacattaca agacaccctc taccatgagc agcctattct tactgcctcc
  1917181 gacgccatgt atcaggccct gttcccaacg attatcgaga tcaaccacac caataccttc
  1917241 tcactttatg atcggttaag tactgcgctg acggtcgctc aggttaccgg gattcagcgg
  1917301 ctatgtagcc actatgctct ccgtctcgcg ccgctcccca gcccggatgc ctcaagggaa
  1917361 agcaatatta ggctaacgca aattacgcaa tatgcccgcc aattggccag ccaacctacg
  1917421 ttgatcgata ggcatgcttt agcgcaattg catgacgtgg gtttaactga tagcgatatc
  1917481 attattttat cgcaaattat tggatatgtg ggatatcaag cccgagtggt cgctggcatc
  1917541 tctgcactgg ctggttaccc taccgtgatg ctccccggtt tcccccgcat ggaagatgcc
  1917601 gcccccagcc cattaccaga tgtcatgccc aattggcaag gttggctacc gtctcatgcg
  1917661 gcaaacgacg atcaacccga taaagaacct gacgaaacgg ccagcacact gactgaactg
  1917721 ttgggccatc accagcaaag tttgctcgct tatcacgcca ttaccactca ccagcccaac
  1917781 tcacctcaat tgcaacgtga ctggctggaa ctggtggcat tggtcagcgc acgaatcaat
  1917841 ggcagcctct actgccaagc ccgtcacagg caacatttac agcaactgac ggagccgccc
  1917901 ctgttggtca ctgagctgtt aaaagggatt gatcacgcgt tattcttgtt acccgaacaa
  1917961 caaatacccc atcagctaat cagtgtaacc gccgagctca ctcgcgcccc ggaacgcttt
  1918021 aatcatcagc atgttaaacg tctacagacc cttggcgtca gtgatactca agtcatgcga
  1918081 attattttca gtatcgccat tactggttgg accaaccgcc tacgacatac gttaggaaaa
  1918141 tagcgggtca gttcgtcagg gggcagcccc ccctcagcca ttattgtgcg ccgtttgcta
  1918201 tcagtaagga caaaaatatc aggtaggtaa aaaccatcag ataggtaaca gtgctcaaat
  1918261 aggtaaaaaa aaatcaaata ggtgaaagcg atcaattcga ggaaacaagc agatcaaaga
  1918321 gaacaagtaa aaaatttaca caactatttt tgtgggcacg cattttgcct attctgcctc
  1918381 gcccctgaga cagattaata tttaaactat tttggataat tatgcataac tcatcataat
  1918441 cacaatattg attcactcat ttacatgcaa gtaacgatat aaaccaaaaa aatagacttc
  1918501 agcagaatat atacctaaac aaaatcactc cccatctcaa tcaaaataaa aaatcgataa
  1918561 atagccaaaa cataaacgtt aatactgcat aacatttgta acatagcgat atcgctccac
  1918621 gagagatata tgtaacagaa tatgacaaaa gccttgtctc actgacaaag atagtgaaca
  1918681 ttaaccgccg ctaatcatct tataacaaca caaaagggcg tgattttcac attcactttt
  1918741 gtctttcctg tcagttatga ccggtagtga aaaattagag gtcccagtgt caacagcaaa
  1918801 caacaaccaa ccagaaagca tcagtatgaa cgctttcaaa caaccaaaag cgttttatct
  1918861 tattttctct atagaacttt gggagcgctt tggttactac ggcctgcaag ggatcatggc
  1918921 tgtctacctg gtaaaaatgc tcgggatgag cgaagccgat tcaatcacct tgttctcctc
  1918981 attcagcgcc ttggtgtatg gttttgtcgc cattggtggc tggttaggcg ataaagtcct
  1919041 tggggcgaag cgggttattg tccttggtgc actcacgcta gcggtcggtt attccatgat
  1919101 agcctactcc ggccacgaga ttttctgggt ttatctgggc atggcaacca ttgccgttgg
  1919161 taatggctta tttaaagcca acccttcatc tctactttca acctgctaca gcaaggacga
  1919221 tccgcgtttg gacggtgcat ttaccatgta ctatatgtcc atcaatatcg gttcgttctt
  1919281 ctctatgttg gcaaccccat ggctggcggc taaatatggc tggagcgttg cgttttctct
  1919341 gagcgttgtg gggatgttga ttacactggt caatttctgg ttctgccgta aatgggtaaa
  1919401 aaaccaaggc tccaaaccag actttctccc tctgcaattt aaaaaattac tgatggtctt
  1919461 agtgggtatt atcgcgttga taaccctttc caactggtta ctccacaacc agattattgc
  1919521 acgctgggcg ctggcactgg tctccctagg gattatcttc atctttacca aagaaacgct
  1919581 cttcctgcag ggcattgcgc gccgcagaat gattgtcgcc ttcttgttga tgctggaagc
  1919641 ggtcattttc tttgtgctat acagccaaat gccaacctca ctgaacttct tcgctatcca
  1919701 caatgtggag cactcaatct ttggcattgg ttttgaacca gaacaatttc aggcactgaa
  1919761 tcccttctgg atcatgcttg ccagccctat tttggcggct atctataata agatgggcga
  1919821 ccgtctacca atgcctcata agtttgcctt tggtatgatg ctctgctccg ctgccttctt
  1919881 ggtgctgcca tggggagcaa gctttgctaa tgaacacggt attgtgtctg ttaactggct
  1919941 tatcttaagt tatgcactgc agagtatcgg tgagttgatg atctccggct taggtctggc
  1920001 catggttgct caattggtac ctcagcgttt aatgggcttc atcatggggt catggttcct
  1920061 gactaccgcg gccgcggctc tgatcgcggg taaagtggcc gcattgactg cggtcccaag
  1920121 tgatgccatc actgacgcac atgcatccct ggcgatttat agccacgtat ttatgcaaat
  1920181 tggtattgtg accgccatta tcgccgtact gatgatgctg actgcaccga aactgtatcg
  1920241 tatgacgctg gcccctagcg atcacaacga tgtcaaaatc atgacccaat aagctgacta
  1920301 aacgcgctcc tgcgggagcg cttttagtgc tagttaggtg ccccgacctg cacacctgcc
  1920361 cccctacaca acaacagatt gctcaaaaaa acagactcct cagaaaatcg attatccaaa
  1920421 gagatcggtt gttcaaaaaa caaactatac taatatcagt accgtcccat aggaaacggt
  1920481 atttatatga tatggacaat aaaatcagtc cgttacctgc actgctagcg ggcaaggagg
  1920541 tgttttatgg tcaaccatgt ttggggactt ctgacgcatc cccgtcagga attgcaacag
  1920601 atcaaacgtg aaggtgagag tatcccgcat ctctatactc accatgtcct gcttcttgcg
  1920661 gccattccgg ttatttgcgc gtttatcggt accactcaag tgggttggcg ctttggcaac
  1920721 ggtcaggcta tcaagctgga tacacttact gcgctctact ctgcggttat tttctacacc
  1920781 ctgatactgg cggcagtcgc ccttatgggg caggtcattt accggttggc tcgccgctat
  1920841 gccagccgcc ccagttggca acgttgtact ctgttcgcgg gttatgctgc aacgccaatg
  1920901 ttccttagcg ggattgtcgc cctttaccct ctagtctggt tatgcttatt tgccgggatt
  1920961 atcgctcttt gttattccgc ttatctgatg tatctgggga tacccacatt tctggatatt
  1921021 gatcgacaag aaggatttat tttttccagt tcgacgctgg ccatcggggt actggtactg
  1921081 gaactccttc ttgggttgac ggtgttgcta tggggctatg gctcgcgatt aatttgaaat
  1921141 gtgcgctgaa tgctgcgatg tgctgaatac cattgtgata aatgctattg cgataaatac
  1921201 cattgtgata aataccatgc ccctgctagc gatgaatgtg ctgttcgtgc agttatccat
  1921261 cagcattgga gcctctaaca ggcttttatt gtcattaata tcgtttggat cgcaatatct
  1921321 tacatcccca tacaagataa ggttgtacac tgagtaggac tgaggcaaac aaggcgaaaa
  1921381 aaatgaaaaa gctaacatta aaagagatga ccgaaagtga gcaacgcgac gtcaaaacgc
  1921441 aactagacag agccagaatt aacttagggc gcgcgttaac gaactcagaa caaaataaag
  1921501 ttaaagatga agctatcgaa aaaatcatgc acgctcggga acaaatcgcc aagttaaccc
  1921561 gcgtagagag aaaaacaaaa aaaacagcac caagcactac cacttttagc tggtcagcat
  1921621 ccatcagcac gcgtccacca cggtaatcac acaatacacc ggatgagtat aagacgattg
  1921681 tccgcgagcg gctggataag caattcagct acgttgatag cgtattagca gagcatgatt
  1921741 atctactagg taaaaaattc agtgtggcag atgcctactt atttaccgtt agccgttggg
  1921801 ctaatgcgtt aaatcttcaa atcaaagaac gcagccattt ggatcaatat atggcgcggg
  1921861 tcgctgaacg ccctgcggta aaagcagctt tagccgccga agatatcaag taataaataa
  1921921 tgagaatcaa tcaattgccc ccatcactag ggggcaattg aaaatggtta gattacagcc
  1921981 taaccgctgt aaactggcag ataggcgtca caatagtctc ttgggcagcg acaacctgta
  1922041 gctcatactc ccccatttcc tgtgttttga gcatcacttc atacacggcg gcggtgacat
  1922101 gttccagtgc tttatccaat ggctcacctt tcaacaaatt caccagcaat aaaccactgg
  1922161 ttaaatcacc gacaccaacc ggttgacgtt tgccaaaatc caccagcggg cggcagatat
  1922221 gccaggcatc atctgcggta accaataaca tttcgaagca gtcagcatgg tagcctgcac
  1922281 ggctcaggtg cttgactaac acgacttttg gccccctagc gcaaagagaa cgggcaacct
  1922341 gtaccgcctg ttcgacattc tctactcgct caccactgag ttgctcaagt tcaagcaggt
  1922401 tcggcgcaat catatcactg gcaggcaaag cttcgttgca gaaaaattcg gccacccccg
  1922461 gtgccacaat acaccctttt tcggggtgcc ccatgaccgg atcacaaaaa taccaagcat
  1922521 ctggattggc ttgtttaacc tgggcgacgg cggccagaat atgactgccc tgttctggcg
  1922581 acccaatata gccactcaga accgcatcac agtctttcag tcgatcgata tcggcaatgc
  1922641 cttgcacaat gtcagttaaa tggctagcgg gcatgacaca acctgtccag tgaccatatt
  1922701 gagtatgatt cgaaaactga acggtattca gcggccagac attcaccccc atacgacgca
  1922761 taggaaattc tgcagcgcta ttccctgcgt ggccaaaaac gacgtgtgac tgaatagaaa
  1922821 gtatattttt cattggtacg gcctaaagtt aagggcgttt ggtataccct tcttatataa
  1922881 agttgcagcg gtgttagccg ttttcgctca cacgaatcac tgacttaaaa gagtcaggtc
  1922941 tcagcaaaaa aataagggac atttctgccc cttctcttat tttacgctta cagccaacta
  1923001 atcaggcaat agtgtttttt gccacggcgc aacaaagtat aacggccaaa caggcgatcc
  1923061 gcatccgtaa agacgtattc tggatcagcc tgtttctcac cattgatggc cacggcatta
  1923121 gaaccaatca tcgtgcgcgc ctgaccacgg gaaggaacca gctcagcatt aaccagcgct
  1923181 tgctgtaaat cagcatcacg gttcagctca accgtcggca taccatcttg tgccaactgg
  1923241 gcaaagtctg cttcggtcat atcatgcaaa tcacccgaaa acaggctgtc agtgatacgt
  1923301 ttcgccgctg ccaagccttc tggaccatgc accatacccg tgacattttc cgccaaaaca
  1923361 tattgcgcgc gcggtgcttt accactgttt ttatcttctt cttccagtgc gttaatctct
  1923421 tccaaactca tgaaagtaaa gaatttcagg aagcgataca catcagcatc ggcagtatta
  1923481 atccagaatt ggtagaattt gtaaggactg gttttctttg gatccagcca gactgcaccc
  1923541 ccttcggttt taccgaattt agtgccatcg gctttggtga tcagcggtac cgtcaggcca
  1923601 taaacctgct gttgatggag gcgacgggtc aggtcaatac cggaggtaat attcccccac
  1923661 tggtcagaac caccgatttg cagcgcaaca ccgtgatttt tgtttaaaca agcgaaatca
  1923721 tacgcctgca ataaattgta tgagaactca gtaaacgaga taccgctgtc atcacggttc
  1923781 aagcgctgct tgacggcttc tttattaatc atctgattaa ctgagaagtg tttgccaata
  1923841 tcacgcagga aagtgagcac attcatgcca ccaaaccaat catagttatt ggctgcaata
  1923901 gcactgtttt caccgcaatc aaaatccagg aatggcgaga cctggtggcg gattttctcg
  1923961 acccactcat tcactgtatc ttcggtattc aatttacgct cactggcttt gaagcttggg
  1924021 tcgccaatca taccggtagc gcccccgacc aacgccaccg ggcggtgacc cgctaactga
  1924081 aaacgcttca gacataacaa gggaaccaga tgacccaagt gcaagctgtc tgcggtagga
  1924141 tcgaaaccgc aatacagtga aattggccct tgcgccagtc tctctgctaa cgcgtcttca
  1924201 tccgtaacct gggcaacgag gccccgctct tgcaattgtt taatcaggtt gctgctagtc
  1924261 atcaatgact ccattgtctt ttacaaaaat tggcttttac aaagtatgtg ttagctaaac
  1924321 ggaaacacca cacaagcggc gcgcatatat tttcaatcgg cataggcttt taatcagcat
  1924381 aggcgtttaa tcggcatata gaataaagcg cccgttacag tttaaccaca atatttcatc
  1924441 gtcctaaggg gctaaacggt caattttcca cgcgtcggct tcccgttgat agataaaacg
  1924501 gtcatgaagg cgatgttccc ccccctgcca aaactcaacg gaatcgaatt tgacgcgaaa
  1924561 cccgccccaa aaactgggca gcggtacgtc accctgctgg aatttttgtt tcagctcaag
  1924621 aaatttgctt tccaggacac cacgagcaga aatacgtgag gattgctggg aaacccaagc
  1924681 accaatttga ctgtctttcg gacgggaatg gaaatacttc aggacttcca atgtggagag
  1924741 gcgctccgcc ttgccgagga aaatcacttg ccgatccagc atatgccagg gaaacaatag
  1924801 gctgatatgc gggttctcag ccaattgttg tgctttgcgg ctacctaaat tggtgtaaaa
  1924861 cactaagccc tgatcatcat aatgtttcaa gagcacgata cgctggtagg gctgaccatt
  1924921 ggtatcaacg gtagccacac acattgcggt cggatcgggc aagcgagctt cacatgcctg
  1924981 ttttaaccag cgctcgaata attctaaagg gttttcagtt aaatcactgc ggcgcagacc
  1925041 accccgaata tactcacgac gcaagtctgc aacatcaaac tcattattct cagtcatata
  1925101 aactctgtaa cgcgcaggaa agctgtggtt atcattctgc cctcgccgcc acagaatcac
  1925161 aatcatccag agcctacgac gacgagatta cttgatcaaa acacaatcat taatgatgac
  1925221 tttctcctcg cgctcaataa atgcgctatc acccttcgac cagaaagtat aatgaccatc
  1925281 actgtatttg gcccctgatg cagcacggac ttgtggtagc gttaattgtt tgccatccat
  1925341 gatgaaacta acgttatcct gcttattgtt ctgagtcacc gtcagttttg tggtaccaca
  1925401 ctgataatgt agcgtttcat tcaccgacgt gccattcatc gattgaagca aactgcaccc
  1925461 tgccaacagc aacggtactg ttgctgcaaa tagatatttc atcatctcgt cctgtgtgat
  1925521 taggtaagct accgtaagat ctaaggtagc ttatcaccgt caccatgatg atacaggatg
  1925581 gactgctcct aaaatggtct cgcggctggc ccccgtgaca gaaggcaaat tacccggttt
  1925641 accagacaac gtgcgaaacg ccagccaggc aaacgccagt gcttccatat cgtcaccacg
  1925701 gatacccgcg tcatcggtag tacacacttc cgttcccgac agtaacgctg agatgcgcgc
  1925761 catgactaat gggttacgag cccccccgcc acacaccagc aagcgatcac atcctcccgc
  1925821 taaccgaacc tgttccgtga tcgataccgc cgttaactca gccaatgttg cctgtatatc
  1925881 ttcagcggtt acccctggga ttctggccag ttgcttatcc agccacgcgg cattgaagta
  1925941 ttcacgaccg gtacttttcg gcgcaggtaa ccgaaagtaa ggatcgttga acatttgctc
  1926001 aagcaacggc tgattaacat gccctgataa cgcccagcag gcatctttat cataaggtaa
  1926061 tgagcaattg cgccagatcc atgcatccat caacatatta ccggggccag tatcaaaacc
  1926121 ccgaataggc gaatcaggta gtaggacgga taaattagca atcccaccaa tattcaagac
  1926181 catacgtttt tccgtcgcat gcgctaataa cgcatgatgg aaagcgggca ccaagggggc
  1926241 cccctgcccg ccataggcca tatcacgacg gcggaaatcc cccacagtgg caatttgggt
  1926301 catcgcggca atacgattat tgtcgccgag ttgcatagta aaggcgggtt cacctaatgg
  1926361 ttcatgccag acagtctgcc catggcaacc aatggcggta atatcctgcg cagacaaccc
  1926421 ttctttggcg agtaaagcca acaccgcttc tgcaaacaga atacccagtt gggcatcaag
  1926481 ttttcccact gctgacaagg tcgtggactg cccctgacac ataccaagga tgtctttttt
  1926541 cagttgtagt ggaattggat gggtatatga ggcttgctgc gccaccatac gctcatcaat
  1926601 agctgccaga acaacatcca caccgtccag gctggttcct gacatcactc caataaaacg
  1926661 gcctgatttc atcacaatga ccttattctc cattgaggaa taaaataacc acaaaatttt
  1926721 ccgataactt aatcagaatg atacctttac tgttggccgt tgcagcgatg tgagcgggac
  1926781 tcactggcgg gcatcagcgc atcgatggcc ccttttcttc ggcctgattg caacgcttac
  1926841 agttttagat atataaaatt aacactatga aaagatatac ttttttaagt gtatatcgcc
  1926901 attggaacaa tcttgaaaga atgcttttta tttgtcgtca tggtcacata aaagtcactg
  1926961 ttacggatgt ttgtcccttg tactccccca attcttattg ttagaaagcc aaaccaccgt
  1927021 ttaatattgg ttaaagcaca aagcgctaag ctgcgcctgt caatcataga taacagataa
  1927081 agcaagcact agaattaagt aagtagtgaa ataaacacct gggtaagcca tactttgtgc
  1927141 aagtgctgag cttttgacag tgccggattt ggatatccca agcatattga accgtaatac
  1927201 ggttatgcaa ttttaatagg agtttttatg attaagccat tcgtcgccgt tgctatcgct
  1927261 gttgttactc tgaccggttg cgctaacaac aacaccttat caggtgatgt gttcaccgca
  1927321 tcccaggcta agcaagtaca gacggtgagt tacggcacat tgatttctgt tcgcccggta
  1927381 actattcagg gtggtgatga taacaacgta gtcggtgcca tcggtggtgc tgtattaggt
  1927441 ggtttccttg gtaatgctgt tggtggtggt acaggccgta gcttggcaac cgcagcaggc
  1927501 gctgttgccg gcggtattgc agggcaaggc gttcagggag cactgaaccg tactgatggt
  1927561 gtgcaactgg agatccgtaa agacgacggc caaaccattc tggtcgttca gaagcaaggc
  1927621 ccaactcagt tcagcgtcgg tcaacgtgtc atgctcgcca atagcggcag cacaataacc
  1927681 gtcagcccgc gttgatagat tacccggtaa tcggtatatc aactcgatag ctaaatcaga
  1927741 acagtaaaaa ccggggttca ttgcgaaccc cggtttgttt tttgtactgt ggggcttgtt
  1927801 ttgttctgct gtgaataaag tctttgaact ttaaattatt acttagtttg taattgaata
  1927861 atatttttct caagcttatc gattaggcct gataacactg caatttcatc cgatgaaatc
  1927921 cccccaagta tttctttgcg ggtagaacaa atcacgccat caacctgttc gattatcggt
  1927981 gaagactgtt ccgttaattt aattctcttc gcacgacgat catttgcaca agtatgccgt
  1928041 gtgattaaac ctttttcctc cagttgatcc aaggttctaa ccaatgatgg ttgttcaata
  1928101 ccaatcgctt tcgccagttg aatctgtgat tgctctggtg gtaaacgatt aatgttatac
  1928161 aaagtaaccc aatgtgtttg agtcagttcc aacggtttca gccgagggtc aattaatgcg
  1928221 cgccaaacgc gaactaatcg tgctagatca gatcctaatg tcgattccaa ttgctcctcc
  1928281 ttttaattag cgtgctagca taactcccag agtccagtct attttgggta attaacatta
  1928341 aaaacacaaa tgtatatata ccgtcgatgc taggataata gcaataaata cgagcaattc
  1928401 tttagaaaaa atgatgtatc aacgatacat tacctcttaa ggattaacct aatacgagta
  1928461 tcctcattac ccagcatcgc ctcgctttca gatttggttt tgggtgcatc aatctatttt
  1928521 ttgccaatgt ttaagaacgt ttgactccgt caggtgatac gggtattgca ccgttatcta
  1928581 ctgcgaaatc ggatctcctt tggcgaactc aacgtctttt gttaatagat ttgtcaattt
  1928641 ttgtcattgt cgttagcacg cctttataga tataagactt gggtaaattg atatgaatca
  1928701 tcaatatttc aaatacttct ctttcactag aaaatttgtt cccctcgaca tagccagatg
  1928761 gatgtagata atatattcat gcagataata taattaacac tcaatataat tattggatgt
  1928821 aaattaattc aaataatata attgctatag acaatatata ccttaaataa ttcgagttgc
  1928881 aggaaggcgg caactgagcg acaaatcggt cgggtaacca ctgttattga cacttagcgt
  1928941 cgggagcaga gttgaacgct gctttcagcg gcctcgccga ggcgagactc atggatgggc
  1929001 agagtaacga acgtaaccga agaaagtaaa actacgccag tctgagcgcg attggcgtag
  1929061 agaaagatta agggacatcg tagcccagcg cggcccgacg aatgcggaac cactgctggc
  1929121 gggtcatggt cagagaaagt gatgcccacg cggctttaac acgttcaatc ttgccggaac
  1929181 cgataatcgg taacggtgcc gaaggtaagc gcagcaccca agcgtaaacc acttgttcga
  1929241 tgctttcagc acccatctcg tcagcaacgg tctgcaattc gtcacgtagc acttggaatg
  1929301 ttggatcgct aaataaacgc cccccaccca agcaagacca cgccatcggc ttaatccgca
  1929361 gttgttggca ggcatccaat gtgccatcca taatcgcagg ctggtgcaac ggtgaaattt
  1929421 ccacctgatt cgtgaccagt gagaatggca aacgcgattg caacaggctg aattgggtcg
  1929481 gcgtaaaatt agatacaccg aaatatttca ctttgccgct tttgtgtaac tggatgaagg
  1929541 cttctgccac ttcgtcggcg tccattaagg ggtctggacg gtggatcaac aataaatcca
  1929601 gatagtcggt atgcagatga gtcaacgatt gctctgcgct gtgcacgata tgtgaacaat
  1929661 cagtgatgta atgacccaac gcatgctctg gcttcgccgt cgtcgcaatg ccacatttac
  1929721 tcaccaactc catttggtcg cgcagcgaag gtttaagacg cagtgcctga ccaaatgctt
  1929781 gttcacattg atagccacca taaatatcag cgtgatctac ggtcgttatg cctagctcaa
  1929841 tatgctgctc cataaaaacc aacaattgct ctggcgtcat gccccattcc atcaggcgcc
  1929901 aatagccaca aatcatgcgc gagaattcag gcccaagcga agccagttgg ctacgtgtat
  1929961 ccattattag ctacctcatt tgttaatctg ccaacaagca tacacaacca gcagccagga
  1930021 tcaccccctg tatcaatgaa ttcagcgtct ctcgggaagt tgagagccaa aaatcaccta
  1930081 aaaagcacaa aacgattaaa acagagaggg ttgttccggc aatggctcat ccggttgttt
  1930141 gttcgctcgt ttcaggcgca gcaaacgctg gtggcataag cgtagtactt cccgtttttg
  1930201 cccatcatcc atttttatcc aattaaagcg ctcatcacga ctacgaaagc aaccacgaca
  1930261 aaagccacgg tcatctgttt gacagatacc gcggcagggg ctgggaatat caaaaaactc
  1930321 aagttgctga gccacgctgc ctcctacgac taatacctta attgaagact gattcatcgc
  1930381 agctggcaag tcactatttt cgctaatatt gatgcaagcg caatctcgcc ctgctaccgc
  1930441 taaggttatc ttaagtttca ttcgatattc tttaggtaat gaatgaactg taaggttaaa
  1930501 ttttcacaat gaacgctcga tataaattac agtgtaacgg attaacattt attctggcct
  1930561 gtgcactgtt ttttaccttc ttccaaaatg cactgtttat ttataaagcc tggtcgttga
  1930621 tccgattcga caatagcgac agctattttt ttgcagcaac cattccagtc gtgattttct
  1930681 gtgcactgaa tattattttt agcttattaa ctctccctct gttacgtaag cctattatta
  1930741 ttttattcct gttgggaagt gcggtggcta actactttat gttcagctat ggtgctgtta
  1930801 tcgatgccaa tatgatgcag aatgcctttg aaactaactc acaggaagcc accgcccttt
  1930861 tcactcctcg tatggcattg tggctaataa cattaggtat tttgcctgcc atgattgtct
  1930921 gctttgtgcg aattcgagcg actcgccctt ggtggtatat gctggggtta cgggtagcaa
  1930981 atattttaat gtcaatggta ataatttttc ttatcgcagt cttgttctat aaagattatg
  1931041 cgtcgctgat ccgcaataat aaaaatatcg tcaaaatgct gacaccatca aattttgtta
  1931101 gcggcagttt tcaatttgcc aaacacaagt attttatcag taacatgcca ttggtaaaaa
  1931161 taggtgaaga cgcccataag ggcccagtga ttaatgcaca acaaaataaa acgctggtga
  1931221 ttttggtggt gggtgaaacc gcccggtcag aaaacttttc attgggcgga tatgctcggg
  1931281 aaacgaaccc tcgcctgcaa caacaagata tcatttattt caaacatgcc tcatcctgtg
  1931341 gcactgaaac ggcggtctct gtcccctgta tgttctctaa tatgccacgc aaaagttatg
  1931401 acgcctccct ggcgagtcat caggaagggt taatggatat tattgcgcgc gctggattga
  1931461 gtgtattgtg gcgtgaaaat gatggtggct gtaaaggcgc ttgtgaccgt attccacacc
  1931521 aggatgtgac gcaattgcaa cttaacgcag attgtcagga tggggtatgt ttagataatg
  1931581 cgcttttata taaactggat aactatatta atggattaca gaatgacggt gtaatcgtct
  1931641 tacaccaaat gggcagccac gggcccgcat actatcgccg taccagcccg gagttgacta
  1931701 aattcacccc gacgtgtaat agcaaccaga ttcaggactg caccgcccaa gaactggtca
  1931761 atacatacga taactctatt ctctatactg atgccatgct ggatgacacc attgccttgt
  1931821 tgaaacagca cagtgaccga tttaatacgg cgttggtcta tctttcagac catggtgaat
  1931881 cactcggtga aaacggcctc tatttacatg gtacacctta tgtatttgcc ccaagccagc
  1931941 aaactcatat cccttttctg atgtggttat caccagaata tacaaaaagc tatggtattg
  1932001 accgtcaatg cttatcacat agcgcacaac aggatgaagt gtctcaggat aatctcttcc
  1932061 ataccctatt agggatggta aacattcaga ccaacgaata cttatcaggc atggatttac
  1932121 tgcaaaaatg ccggagtctg caatagcgat ggctgtatca acgagaagcc catcgtggcc
  1932181 ttggacagga tattttcctc aatcaaaaaa ttaatcagat aaaacagtca attaacaaga
  1932241 taaaacagta tagggctatt ggcaaagtgc ccgtagcgga gtgaataggg agaccatagc
  1932301 cttgatgcca gcgccttggt tggcattttt ttcttgacct agaccaatcg gtctattagg
  1932361 ctcttcgtat gaacaaaata cagcatacac atgtagacac ccgagaacat ctactcgcca
  1932421 caggtgaaag gctcagttta cgcctcggtt ttaatggtat ggggttgagc ctgctgctga
  1932481 ctaccgcggg tatcccaaaa ggctcgtttt atcactattt tcgttcaaaa gaagtgtttg
  1932541 gcgaggccat gctccaacgc tattttgacc gttatgatgc ggagatggaa agcctgttag
  1932601 ccggttcaca gggtgataaa cgccatcatc tattgcacta ttttgctcaa tctattgcta
  1932661 actattgtgg gagtgaatgc cacaacgcgt gtctggcggt taaactctcc gctgaggtga
  1932721 gtgatttatc cgaacctatg cgccatgcgt tggatatcgg cactgctcga gtgattggcc
  1932781 gcttgcagga tgccattgaa gccggaattg acgaaggctc tttgcgaacg gtgctctctc
  1932841 cggcggcaac cgcagaaacg ctttacgcct tgtggctagg cgcgtcgctg cgggcaaaag
  1932901 tgaaacactc tgtcgcccca ctgacttgtg cactgggaag cattgaactc atattacaac
  1932961 cagcctaata atctaccgat cctgacactg actttttatg tttttcagga tttacccagc
  1933021 aactagttga ctggtctatt aatacaggac gaaccatgaa aactgctaaa ttattctccc
  1933081 cattaaaggt tggcgcgctc acgttgccaa accgtgtctt tatggcccca ctcacccgct
  1933141 tgcgtagcat tgagcctggt gatatcccaa cgccgttaat ggccgaatat tatcgccaac
  1933201 gggccagtgc aggcttgatt atcacggaag ccactcagat ttcttttcag gcgaaaggct
  1933261 atgctggcgc tccagggcta catactcaag aacagttgaa cgcatggaaa aaagtgactc
  1933321 agggtgtaca taatgagggt ggccatattg ccgtacaact ttggcacgta ggccgtattt
  1933381 cccacaacag tttacaacca ggccagcaag cccctgtagc accatcggcg attgccgcag
  1933441 atacccgtac caccgtgcgc gatgaaacag gtgcttgggt acgtgtccct tgctctaccc
  1933501 cacgggcgct ggagacagaa gagattccgg gcatcattaa tgatttccgt caggcaaccg
  1933561 ccaatgcccg cgaagcagga tttgactaca ttgaactgca cgcagcccat ggttatctgt
  1933621 tgcatcaatt catgtcccca gcttccaatc agcgtactga ccaatatggc ggcagtattg
  1933681 aaaaccgtac ccgtctgacg ttggaagtgg tcgatgccac cgccgccgaa tggggggctg
  1933741 accgaattgg tattcgtatt tcgccattag gcccatttaa tggcctcgat aatggtgaag
  1933801 accaagaaga agccgcactg tatctgattg atcagttgaa taaacgtaac attgcttatt
  1933861 tgcatatttc cgagccagac tgggcaggcg gtaagcctta ttctgatacg ttccgtgctg
  1933921 ctgtccgtgc tcattttaac ggcgttattg ttggtgctgg tgcttacagc gcagagaaag
  1933981 ctgaatgctt gattcaaaaa gggttcattg atgcggtggc ttttggtcgc agttatattt
  1934041 ctaacccaga tctggtgacg cgcctgcaac aacacgcgcc actgaatgag cctgatagca
  1934101 atactttcta tggcggcggt gcgaagggct acaccgatta cccaacgttg tgatttgtct
  1934161 gtaatttaaa tattcaataa ccgccagtta ggctagtcgt ctaactggct cagacgacta
  1934221 acaaaccccg atgacgcgat catgaacggt gagtgtaggc agaagagtaa agcgtccatg
  1934281 ctacgaatgg tgcggacacg ttgtcaataa cctcactgtc tcaccggatg gtatgtttta
  1934341 ggtgtacatt aataatacag gcggccgtta cgattaatgc atgattcgtc gtttatcaag
  1934401 aacgtcagca tgccgcggag ttgcaactat accagggcct cttgcaataa aattctgttg
  1934461 ccagtgttct ggtagcggag tattactcga tttgtaaaag ttaaacagct ctttactgtc
  1934521 gtcaaaaaca gtccattgcc cctgatgtac cattgctatc gggaatggac ctggacgcgc
  1934581 aactaccccc agatagccat tatcgctaac aactttatcg tgttcatatt cccacatgta
  1934641 aggaacaaag tttacctgag gcccatggcg aatgacattc atcgctgtat actcaaaagg
  1934701 ccgggcggga tcgacttctg caacgccttt attaattagg tcttttactc ctgtttcctc
  1934761 agcgctttcc gcggtgggca catacccttt tccacgattg aatttaataa tatcgtgcat
  1934821 gtcataatcc ccagtataag gcgtgattat cttatgtttt atccatgcat tcactaattc
  1934881 attatcagaa gtatcctgca ggctggcagg ataaaccaaa tcctccccgc ttggtctgtt
  1934941 gtacgcataa accccctgca caccagacgc attccaccgg ccaacccggc caataaaacc
  1935001 actatttttt gccagttcaa gagcagctcc ggccttattc tcatagacag ccttcaggga
  1935061 tccgggttta attgttttct caagaatatt atggcctttt gctgctgcac cttcacccag
  1935121 tgctaaaata gtataaatac ccgcttccct tacgctcatt gccatattct cttcaatgga
  1935181 tatgcgttca aacaccgaca tatgtaaagg atgcacaaag gcttccccca ctaatttcct
  1935241 tgcactctgt ccttcacgta ttaagccatt actgtcatgg aaggatgttg ggttatttcc
  1935301 taccatcaaa tacaggttca gtccgtccac tgttcccacc ggatctgcgg agagccagcg
  1935361 ccccacccaa ggttggtaat aacgccagcc atagtagtac aaccccgtcg catcgcgttc
  1935421 cttccctgag tatctgatcg ttttgtagtc tgcttccgtc tggctgtgcg ctgtccacac
  1935481 cgccgtgccg ccgtacgggt agtattcctc catgctgata acattgccat ccccatccac
  1935541 ctcaagcgta ctgctgccga tcaagttgtc atagctgtag cgcagttggt cattatcgat
  1935601 agcgtccggc ttgccctttt cccaatgcag cacctgcacc tgcacctgcg cccggcccgc
  1935661 ctcaccgaca gtgataatct gcaggctttc cgtttctgtc acgccgctgg ctgtgctacg
  1935721 cagttccagc ctcggcaggt acataacccg ctgcgtctgc gtgctgcctc ccgttttctg
  1935781 cacgctgacc ttcaggatgc gctggctgtt tccgtcataa cggtagcttt ccctgtcatc
  1935841 gctgtctccg tcccgtacca ccggcgtcac cttcagcagc tcgttacgcg ctgtccagat
  1935901 aagatgctgt cctggctgta gctgtttctg ctggccgcct gccgtgaaca gagcgtcaac
  1935961 ctctgccgga tttgtggtca gtgtgctcag cacgccctgg ttgctgcggt cgctgaccgt
  1936021 gatatccgtt gtgtgaccac tgccggttgc cggggtgtgt cggatctgcg tcaggttacc
  1936081 cgcggtatcg taggtatagg tgtgggtgta gtttgtatat gcggaactct ctataggaag
  1936141 ggtggcggaa ggcaggctgc ggccctgctg tccggcgttc accatcacgc gcccggtggc
  1936201 gctgaccaac tggtacaagc tgtcgtagac atacgtattc tccggcacca ctttctggtt
  1936261 gcgccagaag cgggtttctt ctgcgtcgtt tctgatgctc tgcacgttgc ccacgggatc
  1936321 atactcatag cgcaagtcct gaagcacctt cgttccggat gcatgtccgg ctgaccgctc
  1936381 cgtccggatg ccggtcaggc gttgcgtctc cggctcgtat gtgtacgtgg tcaccacgcc
  1936441 gttaccgtgc tcctcgcgca gcttctgccc ggctgccgag tacgtcaacg attgaacgat
  1936501 aacctgctcc gcgccgcctt tcaccctcag ccaactgccc gacagcaggc ctgccacgtt
  1936561 gtacaccacc cgctgcacgt tgccttttgt atcggtggtg gttagcaccg cgccgatagc
  1936621 gtccgcagtc gtcagagtgg ttagcctgtc tgctgccaac tggtcattcc aggcggagct
  1936681 gtcctcaccc tgccagtttg ccacggtatc cgggttgtcc gcatccttca gcaagcggcg
  1936741 ggtgacggag agtggcacac cggtcagggc aatactgtcc atctgcctca gacctgctgt
  1936801 gtcgtagtgg ctgacgcact gtccgaccag gttcagggct tttttctcgt ccgtgttggc
  1936861 ggcatacgta aaacgctcgg tgacgcgggc ggcttcacca gtgacctgct ctgtaatgct
  1936921 cagcaggcgt cccggcagtg aggcaccctc atactgccag gtacggttca ccacctggct
  1936981 tctgtcctcc agatcgtcgt cagcggtgtc aatattactg actgtcataa atagccgacc
  1937041 ggcggcatcg ttcagagcta cagtggtacc aacatcggcg ctgacggtac acagggcgtt
  1937101 tccgaccagg tccgacaggt acttgacgtt cgcccgacca gtgtcgtgca ggcggggatc
  1937161 ggcgctttgc gtgaggaaac cacgggcatc atactggtga tgggtgatac gctcaccagt
  1937221 gtcatccggc gagtcgggat ggcgatggta cgcgatgctg cgcacggaca gcccacggtt
  1937281 gtcgaggacc gtgaccgccg gggttttact gaatagtgat gtgttcatgg gattctcctg
  1937341 tttatgttac acagccagtg aatctgtaca aaattcatac aatcctcggg ataattatag
  1937401 gacctaatgc ggagagtggg gctaccgata tgacgagctt catttgtcgt tattgtgagc
  1937461 ctgggaggaa acccaaaatg taaagtgacc tattcattct ctgtaaccca ttgaactaat
  1937521 ttaattaccg gggctatact tgaacctaat tttattcact cttgccagag cgtcgggcaa
  1937581 aatgtaaaca gagggaaatt atgcgcttac tccataccat gctccgcgtc ggtgacctgc
  1937641 aacgttctat cgatttctac accaaggtat tagggatgcg tttactgcgt accagcgaaa
  1937701 atactgaata taaatactcg ttggcattcg taggctatag cgatgaaagt aaaggttcgg
  1937761 tgattgaact gacgtataac tggggcgttg accagtacga tatgggcacc gcattcggcc
  1937821 atctggctct gggtgttgat gatgtcgccg caacgtgtga tcaaattcgc caggcaggcg
  1937881 gtaaagtcac ccgcgaagct ggcccggtaa aaggcggtaa taccattatt gcttttgttg
  1937941 aagatccaga tggctacaaa attgagttaa ttgagaataa gagcgcgggt gactgcctcg
  1938001 gaaactgatt aacttaaggg cacctcggac ggtgcctttt acttatcaca attaaccccc
  1938061 tgcatccctc gcgaaaattt gacataatgc acgctgaatt cgataaagat aagaaactga
  1938121 tggcagacaa aagtgacctt aacgccctga gtggccgttt tcgtgggtat tacccagtag
  1938181 taattgatgt agaaaccgca ggttttaatg cccaaagtga tgcattactc gagattgccg
  1938241 cagtaacctt gcagatgaat aaagagggct ggctgctacc tgatgaaacg ttgcacttcc
  1938301 atgtggaacc tttcgaaggt gccaacctgc agccagaggc gctggccttt aatgggatcg
  1938361 atccaacaaa tcctctacgc ggtgccgtca gcgaacatga tgccttgcat gccattttta
  1938421 aagccgtgcg taagggaatc aaagataaag gctgtaaccg ggccataatc gtggcacaca
  1938481 atgccaattt tgatcacagc tttgttatgg ctgccgctga acgtgccagc ttgaagcgga
  1938541 acccgttcca cccgtttgcc actttcgata ccgccgctct cagtgggttg gtattggggc
  1938601 aaaccgtgct ggcaaaagct tgcctggccg caggtatccc gtttgacagt agtcaggcgc
  1938661 actctgcatt gtacgacacc ctgcaaacgg cgaaactatt ttgtgagttg gttaatcgct
  1938721 ggaaaaaact gggtggctgg ccgttgccag cggcagaatc ggggtaacac agcccttgta
  1938781 attaaaaaag gtggccatta cgccacctga ggttattgac aaagtgcccg cgacggagag
  1938841 aacaggcaga tcgtaaagac gccgtaaata catccatgta ggctcgaacc gcgccatcct
  1938901 tggcgcggac gctttactcc tctgcctatc ctcaccgttc aagatcgcgt catcggggtt
  1938961 tgtcagcagt ctgaggtggc cattacgcca ccttcttatt tatcacattt cggtttgtca
  1939021 tatcgatcaa ccattcatac tgacttagct catcgtattg gccgactgac acaaattact
  1939081 ctgcggcagg ctgatcttct tgtgagcgat atttatcagc cgtttctttc aataacgttt
  1939141 gtagttcgcc acgctgatac atttccatca aaatatcgca accgccaacc agctcaccgt
  1939201 caacccacag ttgtggaaac gtcggccagt tcgcatattt tggcaactca gcacggatat
  1939261 ctgggttttg caaaatatca acataagcaa agcgctcacc acaagcagac agtgcctgta
  1939321 cagcctgagc agagaaaccg cagtttggca acttaggtga acccttcata taaagcagga
  1939381 tcgggttttc tgttatctgg cgctgaattt tatcaatcgt cgtcatttct tgcttcctca
  1939441 agccatatta tggctacaac gtgtattgcc ttttgctcaa agcaatcgca ttttatttat
  1939501 cgtatccggc ctattgtagc gactgtcacg acaggaataa aacgccatct tttgcatgga
  1939561 ttttactcgt cgagataatg gatatcgcgt cagctacaaa tatgtacctt aataataaca
  1939621 tttttgatcc catcccctca ctattatctt ctctctgggg ctgcgtccat gctcgtcgat
  1939681 taacccgttg acggatggtc gatttaagtt cactctcaga gtgaaaaaac aacaatggca
  1939741 acgccattaa tgttttctca caatatcgac taaaatccta tagctctctg ctttgttata
  1939801 tcgtgagttt cggcaatact gtcactcttc atattcgttt cagggccaag gtgggtagcg
  1939861 ttattatgcg tttaatgctt acgctgtttg tgctgctgtt tacccagcta tttttaaatt
  1939921 tggcgcatgc gtcaccgcaa gctcattcgt ctgttgaaca gaaaaagggg catgttagcc
  1939981 aggccagtcc tgatgatcgt aaaaagcgca aagcagataa aagtacaaag agaagtaaaa
  1940041 tcgctaccac gaaaggccct gtcagtaaga agacaactga gcctcgtaaa acaggcaaca
  1940101 ataagacaag taccaacaaa gtcgttcgca ataaaataaa cagcagtcgg acaactgaaa
  1940161 gtaaaactgc agctaataag aaaaggacat caagcataag aacagccaaa acaccgtatg
  1940221 ggcggcagcg aaataaagcg caaggtaagg ccagtaccga gttggcagca aacaacaaac
  1940281 ttaagctcag cccagcacac aagaagcgtt accaaaaagc gaaacagacc gcgatgagca
  1940341 aactgatgaa gcaagttggt aagccttacc gctggggtgg cagttcccct aacaccggtt
  1940401 tcgattgcag cgggcttatt tattacgctt acaaagatgt cgtcaaaata aaaatgccac
  1940461 gaaccgctaa tgaaatgcaa ggtaaggcca gtaccgagtt ggcagcaaac aacaaactta
  1940521 agctcagccc agcacacaag aagcgttacc aaaaagcgaa acagaccgcg atgagcaaac
  1940581 tgatgaagca agttggtaag ccttaccgct ggggtggcag ttcccctaac accggtttcg
  1940641 attgcagcgg gcttatttat tacgcttaca aagatgtcgt caaaataaaa atgccacgaa
  1940701 ccgctaatga aatgtatcac ttacgtgatg ccgctcccgt taagcgcacg gaattggaaa
  1940761 gtggtgattt agtcttcttc aagatcgcca atcgcggtgt cgcagaccat gttggtgtct
  1940821 atttaggtaa tggtaaattt attcagtctc ctcgtaccgg tgaggaaatt cgtatcagta
  1940881 tgttgaataa tgattactgg caagagcact atgtcggcgc acgccgcgtc gtcacaccta
  1940941 aaactattcg ttagtaaaaa ctgtttgtta ttaaaaacta tttgttatta aaaactttgt
  1941001 tatcaaaaat atttgttagt aaaaatattc gcgagtaaaa aaatctgcca gtaaaaacct
  1941061 ctagccctaa ctgacgatcc ggtttaacga ccaggtgatc ttgttcaata acacatcaat
  1941121 ggcatcaagg cagtggcacc ctccccctcg atcaataccc catttaactg tatggttata
  1941181 tcagttaccc ctggtagaaa ttgctaagat tagtacttac aacaaaaata taaaaatacc
  1941241 gtttttaacc gctcttcacc ccacacctct caacaatggt ggataggatt tgaagagcaa
  1941301 acaccctgag cacccccgaa aggagagagc tatgtctttt gaattacctg cattacctta
  1941361 cgcgcaaaat gcgctggaac cccacatctc tgccgaaacg ctggaatacc attatggtaa
  1941421 gcaccacaac acctatgtga tcaacctcaa taatctgatt aaagatactg agtttgcagg
  1941481 caaatcactg gaagagatcg tgaaaaccgc caatggcggt gtgtttaata atgcggccca
  1941541 agtttggaac cataccttct actggcattg cctgtcgcca aatggaggcg gtgaacctac
  1941601 tggaaaaatc gccgaggcca ttaataagtc ttttggctca tttgctgaat ttaaagcgca
  1941661 atttactgat gctgccgtga aaaactttgg cgctggttgg acgtggctcg ttaaaaaagc
  1941721 ggatgggaca ttggcgattg tcagtacttc taacgcagga acaccgctga caacaacaga
  1941781 taaacccctg ttgaccgtcg atgtgtggga acatgcttac tatattgatt accgtaatgc
  1941841 gcgaccaaaa tatctggaga atttctgggc agtagttaac tggtctttcg ctgagaaaaa
  1941901 cctagactga gagtcgtgaa gagtaagcag taaccgtata caagctacat cgataacata
  1941961 aataagggcg gtttaaccgc ccttattatt accattcacc agcaacggtt gacttaattc
  1942021 atcaccgcca cgaagctaaa tataatgatc atcgccagcg caccaacggt cgtaatcaac
  1942081 gacattttca aattggtatc cataaaagct ccttagccgg ttaattttta gtaggaaaaa
  1942141 ggcacataat tagtgtgtgg aatgattttc ccacagataa gaaaaaaaat cttgtgctca
  1942201 ttacgcactt tataacgtag attacccctt tcacttttcc tccaaatcag ccaaaattcg
  1942261 cagttcatca ctgcgtaccg actaataaca tccaataaat actctcggac aacccgctga
  1942321 cacgactatc caaccgacta tcttgtttct gtctgagtgg tttgcgggta acgcaggcaa
  1942381 acgattaaca tgatactgac ctgtttcagc cggtcagttt aggagtcatt ctttttatgg
  1942441 caacgattaa agatgtggcc aaacacgcag gtgtgtccac aaccaccgtt tcgcacgtta
  1942501 tcaacaagac tcgtttcgtc gccgaaaata cgaaggctgc cgtgtgggcc gccattaaag
  1942561 agctgcatta ttcacccagt gctgtcgccc gcagtttgaa agtgaatcac accaagtcga
  1942621 ttggtttgct ggcaacgtcc agtgaagcgc cctattttgc tgaggtgatc gaagcggtag
  1942681 aaaatagctg ctatagcaaa ggttacacgc tgattttatg taattctcat aataatctgg
  1942741 ataaacaaaa agcctatctg gcgatgttgg cacaaaagcg tgtcgatggt ttattggtga
  1942801 tgtgctccga atatccagat caactgctgg ggatgctaga ggattatcgc aatattccta
  1942861 tggtcgtgat ggactggggg actgcccgtg gcgattttac tgactctatc attgataacg
  1942921 ccttcgaagg aggctattta gcgggccgtt atctgattga acgcgggcat cgtgatattg
  1942981 gtgcgatacc cggccagttg gcgcgtaata ccggcggtgg ccgtcatcaa ggcttcctta
  1943041 aagccttgga agaagccaat atccctgttc gtgaagagtg gattgttcag ggcgattctg
  1943101 agccagaatc cggttataaa gctatgcatc aaattctgac acaaaaacat cgcccaacgg
  1943161 cggtgttctg tggcggcgat atcatggcga tgggcgcaat ctgtgccgcc gacgaactgg
  1943221 gcctgcgggt accacaagat atttcggtga tcgggtatga taatgtgcgt aacgcgcgct
  1943281 acttctcacc agcactgacc actatccatc aacctaaaga gagattaggc gaaaccgcct
  1943341 ttgccatgtt gctggaccgc attgtcagta agcgtgaaga tccgcagacc atagaggtac
  1943401 accctaaact ggtggagcgt cgttccgttg ctgatggccc tttccgtgat tatcgccgtt
  1943461 gatgcttgcc ttggccggtc gtattcagca ctgccggccc gattcggata accgcattcc
  1943521 ctgcggttat ttgctatcga tggttggcta tcaattgttt gctatcaatt gctggctatc
  1943581 atcccttaac cactcagtat ttagcgtgac actgtcacct agataatcaa gtaaccaagc
  1943641 cagtgcggga gagtgattat tctgctccca tgtcagacag cacgggctat cgggtaacgg
  1943701 ctctgccaac gtgatcgccg ctaattttcc ctgtgcaatc aagggcgata ccatatgggc
  1943761 gggcaccatg cccatacaca gtcccgcaca caaacaatcg attcctgttg accaatccgg
  1943821 tgcaaccaat cgttgctggt tatctagcgt ccatgtatcc cgcttgggta aattgagtgc
  1943881 cgtgtcttcc agacaaagtg agggataagg ccgcaattgt tcatcgctta acggccctga
  1943941 tagtaacgct aatgggtgat cgacactcac aacgcatagc cagctaagaa agcccatatc
  1944001 acgaaagaca aaacgcccac ccactgggat ggcacgggtc gcccctatgg caatatccgc
  1944061 acggccatcg ctcagtgcat cccaaacccc attaaaaacc tcataacgca cacgtaattc
  1944121 aacatcagga aaatgacggt aaaaatctaa cactaaacgg cggctgcgct gaggtttgac
  1944181 gattttatct accacaatgt ttaactgccc gcgccagcca ttcgcaactt gctggcactg
  1944241 acgacgcgtg tcattcattt ttttgataac atcgcgggct tctttaagaa aaacgacacc
  1944301 cgcctccgtc agttccacat cacgatgacg tcgttcaaac agaggaaccg caagccagtc
  1944361 ttctaattgc cgaacggtat aactcaccgc tgaaggcaca cggtgcaatt cttgtgctgc
  1944421 cgcactaaag ctgccagtgc gtgcgaccgc atcgaccaca tccagagaat attctgacca
  1944481 cattactgcc taccttttag cctgctcatc ttgccatcaa aatttttaac agcaccttgc
  1944541 aaatattacc gtttcacaac agaagatgcc attggataga atgcgccccg caacgatttc
  1944601 cctacgatca tttttgatag ctaaaactgc tgataataac catctttaac agtaaccttt
  1944661 gtaacaataa catttgcaac aataatcagt aacgacaata accgtattct gtagcaccct
  1944721 tttactacac aaataattta cctgcacaat tatgataaaa gagaaataaa gaatgaaaac
  1944781 gtcatccagt ttcatgttct atctggccgg cctgagtatg ctgggttatt tggccacaga
  1944841 catgtatctc cccgccttcg gtgcaatgca acgcgaactg caaaccaccg ccggtgccat
  1944901 cagcgccagt ttaagtattt ttctggccgg ttttgccata gcacagctta tctgggggcc
  1944961 cctttcagac aaattgggcc gcaagcctgt cctgttagcg ggtttggggt tatttgccat
  1945021 cggttgctta gggatgttat gggttgaaaa tgccactcaa ttgttggttc tacgcttcat
  1945081 acaagccgtg ggcgtctgtt cagcggcggt gagctggcag gctttagtgg tagaccgcta
  1945141 tcgcgacggg aaggccaacc gcgtgtttgc caccataatg ccgctggttg ccttatcacc
  1945201 cgcattagcg ccgttattag gtgcctggtt actgaaccac ttcagttggc ggtcaatttt
  1945261 tgtagttcta ttagccatta cactgctctt actgatcccg acaatggtgc tgcaagaaag
  1945321 gaaaaaagca cgcgccgata acagcgatca acctaaaaac acggtgagtt tctggcaact
  1945381 gctccaatca cccacattca gtggcaacgt catgatcttt gctgcctgta gtgctggctt
  1945441 ctttgcttgg ctaacgggtt cacctttcat tctggaaaat atggggtaca gcccaaatgt
  1945501 tattggcttg agttatgtcc cacagacgct ggcttttctg cttggtggat ttggttgccg
  1945561 cagtgcactt gcccacataa aagggaacac cctgctaccc tggctgttag tgggctatgc
  1945621 tggcagcatg attgccctgt acttgatcgc caccttaaca acgccatcat tgctcacgtt
  1945681 gcttatccct ttctgcttaa tggcgcttgt gaatggtgcc tgctacccta ttatcgtagc
  1945741 gaatgcatta atgccgtttc cagacaatac cggcaaagcg gcggccttgc agaataccct
  1945801 gcaactcggt ttgtgctttg tggccagtat gttggtatcg gcctatatca gccagccgct
  1945861 cttggcgaca gtgacagtga tgctattgac ggtagttttg gcggctttgg gttacggcat
  1945921 ccattgttac gcgttacgta aagacaaaac cagattgatg actcggacac cataaccaaa
  1945981 atgagtcgag tggttggaaa gcagccagca gatatgcagc ttggtgtatg acgggtatat
  1946041 agcccaacac ataattccct tgggaaatag tcactaagat acacactggc cgggaacaat
  1946101 ttattattga gaaagcgccc aggccagcct atactcattt taaccagcta taatatcact
  1946161 taaaaaaata ttatttgagg tttcttctgt gcgcgtggat tgtgtcacat ttacgcttaa
  1946221 ggatgagtca ccctaaacta aagcgtaatt agggtttctt cttaatcttc ctctattacc
  1946281 caaaatcata agtgttgcag gtaggtagcg aatttactca cccgcaacgt caaatatgta
  1946341 gggtatatcc ataacggata tcagacacca gggtaacaaa accttattgg tatgcatctg
  1946401 cgtagctaac actgaaccgc ggatcataag tcagaagaaa gtgatggaga agctatgagt
  1946461 tcatcctgta tagaagatca gagtgttcaa gaaagcccat ggttccgcat tgtgcaagac
  1946521 atgctgaacc aagctgatat tgaaatcaat ggttcacgcc ctttcgatat tcgggtcaac
  1946581 aacccagact tttttaaacg ggtgctacaa ggaggatctt tggcattagg tgagagttat
  1946641 atggatggct ggtgggagtg cgatcgtctg gatatattct tccagcgcgt tcttcaggcg
  1946701 ggtctggaac ataaactccc acgccatttc aaagatactt tgcgtatcgc tgccgcccgt
  1946761 gtcatcaatt tacaatcaaa gagaagagcc tggattgttg gcaaagagca ttatgactta
  1946821 ggtaatgatc tctttactca aatacttgac ccgaatatgc aatattcttg cgcctactgg
  1946881 aaagaagcca ccagccttga acaggcgcaa gaacataaac tgcaaatgat ttgcgagaaa
  1946941 ttgcaattag cgccaggcat gaagctgttg gatatcggtt gtggctgggg ggggcttgct
  1947001 gcttatgccg ccagacattt cggggtgtca gtctcgggtg tgactatttc tgttgaacaa
  1947061 caaaaactag cacaacagcg gtgtgaaggc cttgatgtca gcattttatt gcaggattac
  1947121 cgtgacttga atgagcaatt tgaccgcatt gtttctgtcg gcatgttcga acatgtgggg
  1947181 cccaagaact actccactta ttttaaggtg gtaaaccgta atttaaaacc ggatggattg
  1947241 ttcttgctgc acaccatcgg cgctaaccgc accaatatga acgtcgaccc ctggatcaat
  1947301 aaatatatct tccccaatgg ttgtctgccg tcagtgcaac atattgctca ggctagtgaa
  1947361 ccgtattttg tcatggaaga ctggcataat tttggcgcgg attatgaccg aacattgatg
  1947421 gcatggtatg agcgtttcca ggcagcgtgg ccaaatctgt ctgcgaatta ctcacaacgg
  1947481 tttgaacgga tgtttagcta ttatcttaat gcctgcgcgg gcgcatttcg cgccagagac
  1947541 attcagttgt ggcaagtact attcagtcca aatggtgtga atggggggat tcgcgtccct
  1947601 cgctaacctc agataggaga cagggggata aaaacccctg tcttattttt tgtaggttat
  1947661 gacacccgta cgaatttttc gtccactaac gccgcgttag ctatattgcg ctgcgccaat
  1947721 acccgttcaa cagtatcaac caccgcttgg gtctgcggat ctatctcgat attaacccgg
  1947781 tgccctaacc gctttttacc cagtgtggtt cgagacaacg tttctggaat gagatgaaca
  1947841 cagaaacgat tacccaccac ctcgccgatt gtcaggctga tgccatcaat accaataaaa
  1947901 cctttatgta acacatattt cattagatct tcgctgggca tacgaaacca aatctgacgg
  1947961 ttattttctg atgtgtatat tttagcaatc tctgcagtac agataatatg accggacata
  1948021 agatgaccac caatttcatc gctgaattta gccgccctct ctagattaac cttatcacca
  1948081 acgtttatat cccctaagtt agtgaggcgt aatgtttcct tcatcaaatc aaaactgaca
  1948141 cgattgccct caatatgtgt cacggtgagg cagcatccat tgtgagcaac tgacgccccc
  1948201 aatgccaact caggcagcat atcaataggc agctctacaa catgcgtgcg gaaattagat
  1948261 ttttcttcga tggccaccac aagcccggtg ccttgaacaa taccggtaaa catacgccat
  1948321 gcctcttata agttatctgt agaaagaaat attatctgtg tcaattttgc ctcataaaat
  1948381 caggaaaacc aaaccactta gagtaaaaaa gactattcag ggtatttggt tgatatttaa
  1948441 tgacaaggat tgcttaacct cggtgagcag gtacaatatt ttattgcttt cccactattt
  1948501 tatttatcat cgcctgatga taaaccgtca tgatttaaaa cataattaaa aaggtgcata
  1948561 cgtgcagaag tatatagttg aagcgcgtag cttgttggct ctcgctattc ccgttgtcat
  1948621 cgcgcaactg tctcaaaccg ctatgggtgt tgttgacacg atcatggccg gctctgtcag
  1948681 tgcaacagac atggcagcgg tggcggtagg cacgtctatc tggctacccg ctattttatt
  1948741 cggacacggc ttgttactcg cactaacgcc gactgtcgcc caacttaatg gttcagggcg
  1948801 ccgtagccag attgcccacc aagtcaggca agggttttgg ctggcactct gtgtttccgt
  1948861 gttaattatg ctggtgctct ataatagtga ccacgttatt aaacaaatgg ataatattga
  1948921 ccccgtgctg gcgcagaaag ccgtgggttt tctgcatgct atcatgtggg gtgtgcccgg
  1948981 ttatctgttc ttccaagttc tgagaaatca gtgtgaaggg ctatccaaga ctaaaccggg
  1949041 aatggttatc gggtttgttg gcctgctggt taacatcccg attaactaca tttttatcta
  1949101 tgggaaattt ggcgcgccgg ccttaggtgg cgtaggctgc ggggtggcaa cagcctctgt
  1949161 ttattgggtg atgttcctga tgatgagatg gtacgtaacg cgcgcccgtt ctcaacagga
  1949221 tatcaaactg gaaaaaggat ttgccgcgcc cgattggcag gtaatgaagc gtttaagtgg
  1949281 ccttggcttg cccgtcgcct tggccctttt tttcgaggtc acgctgttcg ccgtcgtcgc
  1949341 cctattggta tcgccactgg gtattgttgc tgttgccgga caccagattg ccctcaactt
  1949401 cagttcattg atgtttatgt tacccatgtc actgagtgta gcagcgacaa ttcgtgtcgg
  1949461 gtttcgtctc ggacaagggg cggtggaaca ggctcaggtt gcagcctata ccagcatggc
  1949521 ggttggttta ttgctggcca gcgttaccgc tgtgtttacc attgttttcc gtgaacatat
  1949581 tgcgttgttg tataacaaga cacctgaagt ggttaccatg gcgtcccatc tgatgttgct
  1949641 ggcggcactt tatcagttgt ctgatgccgt tcaggttatt gggagtggtg tcttgcgggg
  1949701 ctataaagat acgcgctcca ttttctttat tacgtttacc gcgtattggc ttctcgggtt
  1949761 acccagcggc taccttctgg gcttgaccga ttatatcctc cctgcgatgg ggcctgctgg
  1949821 tttctggata ggtttcatta tcggtctgac ggctgcggct attctgatgg tgctgcgtat
  1949881 ccgttggcta caaaaacaac ctactgcgtt tattctgcaa cgggcagccc attagcttat
  1949941 cgtggagtgg ggctaccccc cgctccgcca taaaacacct gtaggggctt cgcgcggtta
  1950001 gtctcaaata aaagggagtc tccccaacaa catctggatg aaaaaacagc gtaatggata
  1950061 aaagcacagc gattacgtga gtttacaata aatattgcgt ttttcctctt gccagcagac
  1950121 gggcagcccg ttagtattcg tccccgctgt caccgttgat agtaggcaat aatagatgcg
  1950181 tccgtagctc agttggttag agcaccacct tgacatggtg ggggtcgatg gttcgagtcc
  1950241 attcggacgc accacttttt attgcacggt agtcagtcta atgtgatagc tgttttacca
  1950301 gaaagaatta tgtgcgtccg tagctcagtt ggttagagca ccaccttgac atggtggggg
  1950361 tcgatggttc gagtccatta gaacgcacca tttcttttct ctctcctgta gtcctcctct
  1950421 atttttcctt tgtcagttcc tgactattgg ttgatttctt actgattcga gtcgtctatt
  1950481 gataatgttc acctgccgca gtggcgcgcc ataagtgagc tggaatgttt aagtgccccc
  1950541 tatttactgt caaaaaaatc aacaaacaaa caacttgcgc aacaaattaa gatttaatct
  1950601 ctgcgtttgc gtcattaatc cctacttttt acaaaaaacg gcaatgagct cctgttttct
  1950661 atttcatttc ccgtcactta ccgcttataa tacggaccgt cgtttcagtt gaatggtttc
  1950721 agcattttga ttatccgata cgctaaaaaa aatacaactc tcatttatgc catcgtgctc
  1950781 tgatcatgcg ctgagtctcg cgctaaaatt ttccgctcaa cttccaccac tgtcatctat
  1950841 ccttagtaat gttttatttc ttggtcacgt ttcgctacac ccaacaccaa tcagatacca
  1950901 ctccgttgtt gtaaataacg gaactttcac tttttatcca tcacaacttg tagaaaaaat
  1950961 ccgtcatgaa aaagactaaa attgtttgta ctatcggtcc aaaaaccgaa tccgaagaaa
  1951021 tgctgacaaa cctgctgaat gctggcatga acgttatgcg tttaaacttc tctcacggtg
  1951081 actatgcaga gcacggtcaa cgtatcaaaa acctccgggc tgtaatggca aaaacaggca
  1951141 aaaaagccgc gattttgctg gatactaaag gccctgaaat ccggaccatg aaactggaag
  1951201 gcggcaaaga tgctgcgctg gttgcaggtc agaccttcac gttcacgact gatcaaagcg
  1951261 ttgtcggtaa cgacaaaatt gttgcagtca cctacccagg cttcgccgct gacctgaaaa
  1951321 ttggtaacac tgttctggtt gacgatggct tgatcggtat ggaagtcatt gaagtcactg
  1951381 aacacaccgt tgtctgtaaa gtcttgaaca gtggtgattt gggtgaaaac aaaggcgtta
  1951441 acctgccagg cgtgtcgatc caactgcccg cattagcaga aaaagataaa ggcgacctga
  1951501 tcttcggttg cgaacaaggc gttgatttcg ttgccgcctc ctttatccgt aaacgttctg
  1951561 atgtactgga aattcgtgaa cacctgaaag cacacggtgg cgaacatatc cagatcatct
  1951621 ctaaaatcga aaatcaggaa ggtctgaata acttcgacga aatcctggaa gcctctgacg
  1951681 gtatcatggt tgcccgtggt gacttaggtg ttgagatccc tgtcgaagaa gtcatcttcg
  1951741 cgcagaagat gatgatcgag aaatgtaacc gcgcacgtaa agttgttatt actgcaactc
  1951801 aaatgctcga ttccatgatc aaaaacccac gtcctacccg cgcagaagcc ggtgacgttg
  1951861 caaacgccat ccttgacggt accgacgcgg tcatgctgtc cggcgaaagt gctaagggta
  1951921 agtacccatt agagtctgtc accatcatgg cgaccatctg tgagcgtaca gaccgtgtta
  1951981 tgcctagccg cattgagtca ctgaacgaca accgtaaaat gcgaatcact gaagccgttt
  1952041 gccgtggtgc tgttgaaacc gcagaaaaac tggaagccaa agtgattgtg gtcgcaaccg
  1952101 gggggggtaa atctgcaaaa tctgtccgta aatacttccc tactgcgacc attctggcac
  1952161 tgacgaccaa tgaaatgaca gcccatcagt taattctgac taaaggcgta atcactcagt
  1952221 tggtagacga aatcgcctca accgatgatt tctaccgtct cggtaaagaa gcggctctgg
  1952281 cgagcggcct ggcacagaaa ggcgacgtgg tcatcatggt ttcaggtgcc ttggtaccaa
  1952341 gcggtacgac caatacctct tcagtacacg tgttataatt ccaacgcgtt attgttcaat
  1952401 aattaaaacg ccgctctcta tagcggcgtt ttctttttta aagcttgcct aataaacttt
  1952461 ctgaaaaaat tttactttat cctaatcccg ctatagcgca ccttacaaat aagactagtc
  1952521 ccatagaacc cggctgtttt gtctcgtttt tttaactttt ttttaaagca agatgattct
  1952581 ttgagctaac gagcaaaata aaccctctta atactaaaat tttattctct ttcgaaaaaa
  1952641 ctttgtgtaa tacttgtaag gctacatgga gattaactta atctagaggg tgttaataat
  1952701 gaatcgtact aaacttgtac tgggcgcggt aattctggct tctacaatgc tggctggttg
  1952761 ttcaagcaat gctaaaatcg atcaactgtc ttctgacgtt cagactctga acgctaaagt
  1952821 tgatcaactg agcaacgacg tgaacgcagt gcgcgctgac gttcaagcag ctaaagacga
  1952881 tgcagcacgt gctaaccaac gtcttgacaa ccaagctcaa gcttacaaga agtaatatta
  1952941 cttcctgaat gaaaaatggc gcacattgtg cgccattttt ttgtgcccag aaaaccccca
  1953001 gctaggctgg gggttcagta aagctttcag ctttgggtca gttataaaaa ccccttttga
  1953061 tttgttaaaa cagtttgcgg tctggcaact gcaaatgttc aacaagaaat caaaaggggg
  1953121 tcccaatgag ggatgaaaag agcttagcgc acacccgatg gaactgtaaa tatcatatag
  1953181 tttttgcgcc gaagtaccga aggcaggtgt tctacaggga aaaacgccag agcgattggc
  1953241 agtattttaa gaaaactgtg cgaatggaaa aacgtgaata tcctggaagc agaatactgt
  1953301 gtggatcaca tccatatgct tctggagatc ccgcccaaga tgagtgtctc gggatttatg
  1953361 gggtacctga agggaaagag cagtctgatg ctttatgagc agtttggcga tttgaagttc
  1953421 aaataccgta acagggagtt ttggtgtcga gggtattacg ttgatacggt agggaaaaac
  1953481 acggccagga tacaagaata cataaagcac caattggaag aggataaaat gggtgagcaa
  1953541 ctctcgatcc cgtatcccgg tagcccgttt acgggccgta agtaatccat agatgcaaat
  1953601 gtcagatcgc gatgcgcctg ttagggcgcg gctggtaaca gagccttata ggcgcatatg
  1953661 aaaaacctcc ggctatgccg gaggatattt atttgcccta cggaaatgtt tgtcgtacag
  1953721 aaatgaacgt ctgacaatcg ctctccttga tgtcactccc tcttccatac tcatgctgac
  1953781 cacgactact caataatgac caactgcgac tcaacactga caaacacccc caggttgacc
  1953841 tggtaccgca tgcttgctta tattttgatg aacacgtcta tttcgatgat aacttctcgc
  1953901 actggcttta atattctgac tttcacaacg acaagcctct aaagcgcgga atacaattct
  1953961 ggctttacca cgatggatct ccaccacggt aaagcacaga caagtgatta gttattttct
  1954021 gaataaaccg ggccgggctg aaccagctta ggcatcactg actcttctgt cggttgtagt
  1954081 tgtaacgaac ggtgcaatag tgatccacac ccaacgcctg aaatcagatc cagggggtaa
  1954141 tctgctctcc tgattcagga gagtttatgg tcacttttga gacagttatg gaaattaaaa
  1954201 tcctgcacaa gcagggaatg agtagccggg cgattgccag agaactgggg atctcccgca
  1954261 ataccgttaa acgttatttg caggcaaaat ctgagccgcc aaaatatacg ccgcgacctg
  1954321 ctgttgcttc actcctggat gaataccggg attatattcg tcaacgcatc gccgatgctc
  1954381 atccttacaa aatcccggca acggtaatcg ctcgcgagat cagagaccag ggatatcgtg
  1954441 gcggaatgac cattctcagg gcattcattc gttctctctc ggttcctcag gagcaggagc
  1954501 ctgccgttcg gttcgaaact gaacccggac gacagatgca ggttgactgg ggcactatgc
  1954561 gtaatggtcg ctcaccgctt cacgtgttcg ttgctgttct cggatacagc cgaatgctgt
  1954621 acatcgaatt cactgacaat atgcgttatg acacgctgga gacctgccat cgtaatgcgt
  1954681 tccgcttctt tggtggtgtg ccgcgcgaag tgttgtatga caatatgaaa actgtggttc
  1954741 tgcaacgtga cgcatatcag accggtcagc accggttcca tccttcgctg tggcagttcg
  1954801 gcaaggagat gggcttctct ccccgactgt gtcgcccctt cagggcacag actaaaggta
  1954861 aggtggaacg gatggtgcag tacacccgta acagttttta catcccacta atgactcgcc
  1954921 tgcgcccgat ggggatcact gtcgatgttg aaacagccaa ccgccacggt ctgcgctggc
  1954981 tgcacgatgt cgctaaccaa cgaaagcatg aaacaatcca ggcccgtccc tgcgatcgct
  1955041 ggctcgaaga gcagcagtcc atgctggcac tgcctccgga gaaaaaagag tatgacgtgc
  1955101 atcttgatga aaatctggtg aacttcgaca aacaccccct gcatcatcca ctctccatct
  1955161 acgactcatt ctgcagagga gtggcgtgat gatggaactg caacatcaac gactgatggc
  1955221 gctcgccggg cagttgcaac tggaaagcct tataagcgca gcgcctgcgc tgtcacaaca
  1955281 ggcagtagac caggaatgga gttatatgga cttcctggag catctgcttc atgaagaaaa
  1955341 actggcacgt catcaacgta aacaggcgat gtatacccga atggcagcct tcccggcggt
  1955401 gaaaacgttc gaagagtatg acttcacatt cgccaccgga gcaccgcaga agcaactcca
  1955461 gtcgttacgc tcactcagct tcatagaacg taatgaaaat atcgtattac tggggccatc
  1955521 aggtgtgggg aaaacccatc tggcaatagc gatgggctat gaagcagtcc gtgcaggtat
  1955581 caaagttcgc ttcacaacag cagcagatct gttacttcag ttatctacgg cacaacgtca
  1955641 gggccgttat aaaacgacgc ttcagcgtgg agtaatggcc ccccgcctgc tcatcattga
  1955701 tgaaataggc tatctgccgt tcagtcagga agaagcaaag ctgttcttcc aggtcatcgc
  1955761 taaacgttac gaaaagagcg caatgatcct gacatccaat ctgccgttcg ggcagtggga
  1955821 tcaaacgttc gccggtgatg cagcactgac ctcagcgatg ctggaccgta tcttacacca
  1955881 ctcacatgtc gttcaaatca aaggaaaaag ctatcgactc agacagaaac gaaaggccgg
  1955941 ggttatagca gaagctaatc ctgagtaaaa cggtggatca atattgggcc gttggtggag
  1956001 atataagtgg atcacttttc atccgtcgtt gacagtagtg cttcagcctg tgcctgttgc
  1956061 tcatcctgag acgctacagg cgttggcgct tgctgagtag aagcttcacc cacagtaacg
  1956121 atggttggca taccagaacg gcgtacaatc gcatcctgaa ccgctttagc atccgtctgg
  1956181 ctatcgttga tgaacttctg caagccactg ccgatcgcga ttggcatcgt ttgtggatca
  1956241 tcactgtcta cacgggacaa cggctgatga acttcaacgt aacgtttacc atcaggttca
  1956301 acggcatatt taacgggttc gttaatgatt tgtacgcgag tgcctttagg aactgagttg
  1956361 aacagtgctt caatgtcatc tggacgtaaa cgaatacagc cagagctgac acgtagaccg
  1956421 ataccgaagt cggcgttagt accatggata aggtactccc cccttcctgc ggacagacgc
  1956481 agagcaaact gccccatagg gttgtcagga ccggccggaa ccactgatgg caaggtgata
  1956541 ccttctgcca aatagttttt acggatgttc gcggttggcg tccaagttgg gttagggatc
  1956601 ttctggctga tagaggtaac catagtgggt gtatcacgcc ctaactgacc aatgccgatg
  1956661 ggataaacaa tcactttgtt ctgaccttta gggtaataat aaaggcgcag ttcagccagg
  1956721 ttgataacga taccttcccg tggggtgtca ggcagcaaca tctggttcgg aatagtcagt
  1956781 actgaccccg gtaatggcaa atagggatca gtccctgggt ttgcttccag catacccaac
  1956841 aggccaatct tgtagtcggc tgcaatggcc tccaaagggc gaccatcatt tggaacagta
  1956901 aaggttgtat tttcgccaat taagcgacta ttagcgggcg gcagtgggta ctcgttcgca
  1956961 ttggcagcag taagactacc tgccagacaa gttgcaaata acataccaat caaagttaat
  1957021 gcacgtttca tgcttagttc ctacatcact tcttcaaatt cggtttacac ggctatctac
  1957081 gttaatttta gcagccaata ataaggcaaa tgtatagtaa cagcccttat tataaaggca
  1957141 atttatttct ctaaaaatca atgtgttaca aagtaatgta ttgtagtttt tttagcataa
  1957201 gcgccgattt aagctgctga aatctcacca ttttaatact gtgactcaca acgcaaaaat
  1957261 ggtcagagcc caataattaa agagcaaaat attagcctgt atcaatgcgc tgataaattg
  1957321 gcaactttag tgcgaatggc gcggatcatc gcctccagac cttgtgagcg tgaaggtgtc
  1957381 aaatgctggc taagcgctaa atcagcaaag aatggacgca catccagaga gattatctgt
  1957441 tgaggtgtta aatcgtgata aaggatgaat accacggcga ccagaccttt aacgatagca
  1957501 gcatcgctat cgccggcaaa tatcacatgg ccttcagcag acaatgtcat cgcgatccag
  1957561 acctgactct ggcaaccgga gatcagattc tctgggtggc gctgttgttc ggtcaacggg
  1957621 gctaactgcc cgccgagttc aatgatgtac aggtattttt cttcccaatt taaacagcgg
  1957681 gaaaagttac gaattaattt atctctatct ggcaaaccag ccatagcata tttcctgaat
  1957741 acgtaaaaaa taaaagccga ctgctgaaag aatagtcggc tttggtgttg cctgttgtgg
  1957801 gtgcttagac tctcacccca gcaatttttc gatacgctgt aatcctgcca ccaaccgatc
  1957861 aacatcctcg cgggtattat acagcgccag tgaggcacgg cacatactcg gtacctgata
  1957921 gaatgccatc agcggcatcg cacagtgatg acccgtacga atagcaatac cgtattggtc
  1957981 aagaaagctg cccacatcat aggcatggtg ctggcccaga ttgaaggcaa taaccccggc
  1958041 acgctctgtt gggccataca gtgtcaggct cttaatctgg ctcagttgcg ccaatgcgta
  1958101 atgcatcagc gattgctcat actgttggat cggcaagagc cccaattcag tgacatagtc
  1958161 aatggccgcg ccaagcccca tgatacccgc agtattaggt gacccagcct caaagcgcca
  1958221 aggggcgtca gcaaacgtag tgccttgcgt caaactgact gttttgatca tcgccccgcc
  1958281 cccttcccat ggcggcatct gttgtaacaa cgcacttttg ccgtacagaa tcccaatacc
  1958341 cgatgggccg tacagtttgt gccctgagaa aacataaaaa tcgcagccca acgcctgaac
  1958401 atcaactggc tgatgcataa ccgcttgcgc accatccacc aacaccacta aaccggcggc
  1958461 ttttgcctgg gccacaatat ccttaatcgg gtttaccgtt cccaacacgt tggagacctg
  1958521 agtcaccgcc agtaagcgcg tggtgtcatc aatcaacgct gccagggcgg ttatctccaa
  1958581 ctcaccggta gccgtcagtg gccaaacacg gatttcaaca ccaagatctt gcgccaacat
  1958641 ctgccaaggc acaatattgg catggtgttc catttcggta atgataatgc tatcacccgc
  1958701 ggcaaggaaa tggcggccat aactgttagc aaccaaattg attgcttcag tggtgcctct
  1958761 gacaaaaata atttcttctg cggaggcggc gtgaataaaa tcagccacct gagtgcgtac
  1958821 ggcttccatc tgctgagtcg cttcagcact taaactgtga atgcccctat gaacggccgc
  1958881 ataaccatca cggtaaaaat gaagctcctt gtcaatgacc gcctgaggtt tttgcgcact
  1958941 ggctgcgctg tccagataaa ccaacggctg cccattaacc tggcggctca acagtggaaa
  1959001 atcagctctt acacgttcaa taggaaaatt catacagact cccacgccaa acgctcagca
  1959061 atacgtgcta acacctgttt acggatggct tcattgtgga tagcttcagt cacttcagca
  1959121 gcaaatgcaa aaataatcat ctgttgtgca tcagcctgat tgataccgcg cgattgcaga
  1959181 taaaatagtt gctccgcatc aatacgccca acggtggcac cgtggctgca tttcacatca
  1959241 tcggcataaa tttccaactg aggtttggta tcgacttcag ccaaatggct caacagcaga
  1959301 ttgttgttgg tcatctgccc gtcagttttt agcgcatgtt tagcgacttt aatcatgccg
  1959361 ttaaaaatag ctttgccccg ctcacggacc atgactttat gcaactggcg gctttcgcag
  1959421 tggcctttgt tatgttccaa ataagttcgg gtatcacaaa tctcgcgccc aaccggcagc
  1959481 agcaggctat tcatcgataa tgacgaacct tcaccattta actggctgct ggtgttatgg
  1959541 cgcgttagcc ccgcccccag caagaaactg tgactccgcg cccgtgcatc acgccccaag
  1959601 accagatcgt tatgggcaaa gtgataactc ttcggcgttt caaacgccaa cttataatga
  1959661 ttcaattcag cgttatcacc caccgcgatt gtcagccgcg ccccggtaaa atggggttgt
  1959721 tcattgaggc tgacaaaatg ctctataact tcagcctgtg cgttcgcctc aaccaccaga
  1959781 tgatggcgag agtggctggt attcaccata tccgagtcgt tacctgagct gatatgcaga
  1959841 aggtataagg acttgtcact gtgttgacct acaggtaacc gaatatgcaa acgttcctgc
  1959901 gccaaacttt ctgtcaggtg caaaaacacc tctgattgta tggccgtagg gaacggcaca
  1959961 ttttcagccg catgcgttaa ttgataagga ccacactcac ggtcacttaa cgtcggcgaa
  1960021 aactggccat taatgaaaac caaacggtgt gcattgggta ccagagacaa tgcatcgcac
  1960081 tgcgctgttg tcacatctgg cgcatgggga aaactgaatt catgcgcgaa taaacgctcc
  1960141 agcggcgtgt atttccagtc ttcatgttta ctgccgggga accccagttg cagcacctgc
  1960201 tgccaatggg cgcgggcatc cgcagagggt tcgatctgac gctgcttaaa caactgaccg
  1960261 aaatgcttta atgcatcaat ccgctgctgt tcttgtcgct gctgttctag ccgctgtctt
  1960321 tccagaacgt tactgttggt cggtaagcca gccatagcct tgctcctcca actgtttcac
  1960381 taacgtgaaa tcacccgatt taatgatccg cccctgatac aacacatgga cgaaatcagg
  1960441 tttaacgtaa tccagaatac gttggtagtg ggtaacgata ataaatgagc ggttctcatt
  1960501 gcgcagtgag ttaacgccat tggccacgat tttcagtgca tcaatatcca acccagaatc
  1960561 tgtctcatcc agaatacaca acgaaggctc taatgcggcc atctgcagaa tatcattacg
  1960621 tttcttctca ccaccggaga aacccacatt gaccgagcgg gtcagcaaat cagctggcat
  1960681 tttcagcaag gcaatttttt cttcaataaa atcagagaaa tcaaagcggt ccaatggcgc
  1960741 ctgctgacga tatttacgca cggcattaac cgaggtttgc aggaggaaat ggttactgac
  1960801 accggggatt tctaccggat actggaaagc caaaaagaca ccttcccctg cacgatcttc
  1960861 tggcgcgagt tcgagtaagt cttttccttt aaaagtgact tcaccttcgg tgacttcata
  1960921 ctcttcacgc cctgccaatg ccgctgataa agtacttttc cctgagccgt tcggccccat
  1960981 gatagcgtgt acttcacccg gtttgatctc cagatctaaa cctttgagga tttcattacc
  1961041 ttcaacgcta acttttaaat tcttaatact taacatagag ttccttggtg cgccgtgacg
  1961101 caaaacttta tttatacctt catctttcag acggcagggg ggttggcgct ctcgttactc
  1961161 atcccatccg cgggcctcag ctcgacgagg ccgctgcaag cagcgttcct gcatgttgaa
  1961221 atctattagg tatatgcagc gaatacttac tcagctaaca atcagccgac actgtgctcc
  1961281 aaactaatgg ctaacaattt ttgtgcttcg acagcaaatt ccagcggtag ctcggaaaag
  1961341 acatccttac aaaaaccgtt gacgatcatt gaaatagcat catcttcgct gataccgcgc
  1961401 tgcaagcaat agaacagttg gtcatcacca atttttgatg ttgtggcttc atgttccaac
  1961461 tgtgccgtgt tatttctgac ttccacatac gggaacgtat gggcgccaga atctgggcca
  1961521 atcaacatag agtcacattg tgtgaaattg cgggcattgt cagcaccggg caggatcttc
  1961581 actaaaccac ggtaggtatt ctggctgtgc ccagcagaga tacctttggc aataattgtt
  1961641 gatttggtgt ttttgccaat atgaatcatt ttagtgccag tatctgcttg ctgataaccg
  1961701 ttggttagcg ccaccgagaa gaattccccc acagagttat ccccttgcag gatcacactg
  1961761 gggtatttcc acgtaatcgc tgagccggtt tctgattgcg tccatgacat cttcgaccct
  1961821 tcgccttcac acaacgcacg cttggtcacg aagttcagaa taccgcccgt actgtcagag
  1961881 cctgcaaacc agttttgcac ggtggagtac ttcacctctg catttttgtg cagaatgact
  1961941 tcaaccactg ccgcatgtaa ctgatagctg tcgcgcacgg gtgccgagca cccttcgata
  1962001 tagctgacat aactgccttc gtcggcgata aggatagttc gctcaaattg cccggtttta
  1962061 gccgcattga tacgaaaata agtggataac tccattgggc agcgaacacc ttttggtaca
  1962121 tacacaaagg tgccatcaga ggcaaccgca gcatttagcg cggcaaaaaa gttatcttta
  1962181 gccggaacca ccgaccccag atatttctgc actaaatcag ggtattcctg aatagcctcg
  1962241 ccgaatgagc agaaaagaat cccctggccc gccagctttt cccgataagt ggttgctacc
  1962301 gagaccgagt caaaaatagc atcaacggcg acttcagccc cttctcgtac cgggatcccc
  1962361 aattgggcaa aggcagactc tacctccgcg gtcaggtatt cgttagcatt gcttggcgca
  1962421 ctcccgtcag cagaggattg ctgcacggct ccgggctgcg aatcacagtt atcatcacag
  1962481 ctgccacaag atggcgcaga ataatagctg taatcttggt aatccaaacc ttggtaatgg
  1962541 gccttcaacc agtgaggttc ttccatctcg agccaacttc ggtaagcgcc aaggcgaaac
  1962601 tcaagcatcc actcaggttc attacgtttc gctgagatag cacggacgac ctcttcgttg
  1962661 atgccctttg ccagctcatc ggtggccaag tgtgtaaaaa agccctcttt ataccgacca
  1962721 tcactgaccc aagcctgcac atcatctgga atttctacat tgcttcgtgt catttagttt
  1962781 gcatcactca aacgccaaaa ctctcgccac acccgcagga atgctgagct ttaggattat
  1962841 taaatttaaa aatctggttt agcccttcgc ggacataatc cacctcggtc ccgtcgataa
  1962901 acggcatcgc ttttaatggc acgtaaagcc tggcgctacc ctgttcaaaa accagatcat
  1962961 cgctggcagg ctctttagcc atatccataa cataggcaaa accggcacaa ccggactgtt
  1963021 tgacgccgag ctgtaaccct tttatttgtg ggtcttgttg cataagccgc gtaatttgcg
  1963081 cagcggcact gtccgtaatc gtcacgcctt gccagtcatt atcgtcgaga gaaaatgtcc
  1963141 caactgattc ttgttgcata tgctctacct tatgtttctc tatcacccga tgagttgtta
  1963201 cttttccggc taaaagttat taggttaaac gttttcaggt tgaaaatttg ctggctgatt
  1963261 attgatggat caacacagat tattcacaat ggtagtgata ataattatca cttcaaccgt
  1963321 ttgttttgca gggatattag gaaaagtgcc gttttgacct cgaatgaggt ggcaacaaga
  1963381 gaagcaggct gcgataccca aggaggtcta aaagaaaaaa cactctttta tcaccatgaa
  1963441 ataaatcgat aaatttcgtg gtaatactaa aaacccttgc taagtcagag gccaatcatc
  1963501 ctcagcatct gtggttttaa aacattcata gaaaatacct atttctgtat taactttagc
  1963561 tgaaaaccgc catggaggaa acctcacgca ggcattctca atattgagct ggggaatgag
  1963621 gctaaatcag gaattaagtt tcagagataa gtgccagtga tagagagagg agcgcaaaac
  1963681 gaggattgag cctgccaagg tcaatgggga accctgacag gagaacagag gctattggca
  1963741 aaaaatgacg acgttagcgc gtcaatacgg cgatcgttaa gcgggaagta caacacagat
  1963801 gtccctgctc atcaaaaatc tcaatctgcc agacctgatg actacgcccc acatgaatag
  1963861 cacggcagca gcctctgacg ttgcctgagc gtactgattt gaggtggttg gcattgatct
  1963921 ccaaccccac cacttgttgc ccctccacgg tacacagata gccggccatt gagccaagag
  1963981 attccgccaa tacaaccgag gctcctccat ggagtagacc aaaaggctga gtcgtgcggc
  1964041 tatccacggg catggtggcc tccagttcat cgtcagacaa gcgggtaaac tcaatcccca
  1964101 gatgcccaac catgcatccc tggctttgct gatttagctg ttccaatgtc gctgcacgct
  1964161 tccaaagcat ttgttctctc ctgttatcag ttcaccagta agggccttat cattactcag
  1964221 tcttataagt atttaacctt ataaccactc aactttataa ctacccaact ttataactac
  1964281 ccagccccgt atcacaccag ctcgagtaaa gcttgcaacg gatgccgcag gccattgcct
  1964341 tcaatacgtt taacttggct acggcaggaa tagccggtcg ctaagcagcg tttacctggc
  1964401 aatgtttgca atgcctgttg ccatgatagc gcatagatac ccaaggaatt ttcaacgttc
  1964461 ttcgcctcat ggccgtatgt tccggccata ccgcagcatc caacgctgac attttcaagc
  1964521 cttgcaccat agcgtgaaaa aatggtggcc caatgctgac tgctgccggg tagtgccgtt
  1964581 gtttcagtgc aatgcccaaa cagataccaa ggctcaccac tgatttgctg ctctggctga
  1964641 tcagccaaag ccgtttgtaa ccactcgtga accagttgca ccgtgaaatc accccgtgca
  1964701 tcgcccaaaa tttctttata ttcgtcgcga taacagagca ccaacgcggg atcaaccccc
  1964761 accatcggca tagctaataa cgcaatacga ttgaggaaat ccgctgtttt acgtgctgtt
  1964821 ttcgcaaacc gctgtaggaa tcctttgata tgttgcgctt tgccattggg tgaaaaaggc
  1964881 aataggacgg gattaaaacc cagcttttcc accagccgga caaagtccgc caccacttgg
  1964941 gcatcgtaat agctggtaaa tggatcctgt acgatcaaca catgctggcg gcgttcttgc
  1965001 tcgctcagtt tttccaattg ttccagcgtc atggtactgg cgtaatggcc ggagagtgcc
  1965061 tgcttcagcg ttgggctgga gagcataggc aaatcaacca taccaatgct tttctggctt
  1965121 aacgaccgca cccacaattg cttcaaaaag aaattaaaga ccttaggtgc cttggccatc
  1965181 aatggggcat aactctccac ccctgccact acgtagtcac gtaatgggcg gtgatagcgg
  1965241 gtgtgataca gttgaaggaa acgggagcgg aaccccggca catcaatttt tatcgggcac
  1965301 tgtgtcgaac aggctttaca cgccagacag ccagacatgg attctttgac ttcatgtgag
  1965361 aaatcataga ccccttgact ggcctgccaa ctgttgcggg tcttttcaat caggccgcgc
  1965421 aaacttggcc gcttgctcgc caatcctttc tccagagcca cggggtcaac accttgctct
  1965481 gacagtaatc gtaaccactc gcgcaccagc gtggctcgcc ctttcgggga gtgaatgcgg
  1965541 tcaccggtga ttttcattga tgggcacatt gggctatgcg catcaaagtt aaagcataaa
  1965601 ccgttgccgt tacactccat cgcaccacgg aacgaggttc tcacctcgag tggaatacgc
  1965661 cgatccagcg taccgcgttt gtctgcgcta tcgatcttca tcatcggggc atcactgcct
  1965721 aacggtgagc agatcttccc tggattcaat cggttgtcag gatcgaatgc cgatttaatg
  1965781 cggcgcagtt cgcggtataa cacgtcgccg aagaaatcgg ggctgtattc tgcccgaaag
  1965841 cctttgccat gctctcccca taacaagcca ccatagcggg cagtgagtgc tacgatctga
  1965901 tcggagagtt gtttcattag tctttcttgc tgtggatcgc acatgtccaa tgcgggacgg
  1965961 acatgcaata cccccgcatc aacatggcca aacatgccat acgagagatt gtggctatct
  1966021 aacaattgac ggaattcaac aatatagtca gccaagtggt gaggaggtac gcaagtatct
  1966081 tcagcaaatg gaataggctt cgcccgccct ttgctgttac cgagcaagcc caccgctttc
  1966141 ttgcgcatac catagatacg ctcaataccg gctaactcgc tgcaaatctg ataaccaatt
  1966201 accccacctt gtctggtgga cattagctca tctaaacgtt ggcacagcgc ggccatctgg
  1966261 gtgtcgatta acgcggcatc atcaccggca aactcaacaa tattcagccc cagcatctct
  1966321 ttatcgggaa cgtcagtgat cagttctttg accgagtgcc aaacaatatc ttctttggct
  1966381 aaattaagaa ctttagaatc aaccgtttcc accgataatg ctttcgcttc caccatgaaa
  1966441 ggcgcattac gcaaggctga atcaaaggag tcatacttca cattcaccaa acggcgaact
  1966501 tttggcaacg gggtaatatc caacgtagct tcggtaataa aagctaatgt cccttcagat
  1966561 ccggttaaga tccgcgttaa atcaaaagtt tgcaggtcat cactgaacac gtgacgtaaa
  1966621 tcataaccgg tcaaaaaacg gtttaattta gggaatttct ctaaaatcaa tgcgcgctgt
  1966681 tcacggcaac ggttaaggac ggtgtggtaa atacgcccca ccaccgagtc ttcctgcgca
  1966741 atcgtttccg ccaatgacgt cggcattgcc tgggtgtcta acatctcgcc acccagcaca
  1966801 atagcgcgta aacccaagac gtggtctgac gttttgccat acaccaatga cccctgaccg
  1966861 gaggcatcag tgttaatcat tccccctaat gtggcgcggt tactggtaga aagttccggt
  1966921 gagaagaaaa agccaaatgg ctgcaagtac tgattaagct ggtcttttat cactccagcc
  1966981 tcgacccgca cccagccttg ttctgggtta atctccagaa tgcggttcat atggcgcgac
  1967041 atatccacca caatcccgcg attcaacgcc tgaccattgg ttcccgttcc cccgccgcgt
  1967101 ggcgtgaata ccaatgattt aaaactctcc agccctgcca ggcggccgac gagcgccaca
  1967161 tccgccgttg agcgagggaa aaccaccgca tcagggagca gttgataaat actgttgtcc
  1967221 gtagccatcg tcaggcgatc ggcgtagtta gtagcagtat cgccggtaaa accgttttgc
  1967281 ttcaaagcgt ccaaaaaatc cagtaccgac tgaatgacac ccggtgcctg agaaatttgt
  1967341 gggatcatta gtgtgaccct attctatata tgagtttatt tttaatgtat gcgcggtcat
  1967401 gttacgtgat ttatgagtat caaaccgtct ttgcgcttct gtctttaaat gttatcgcac
  1967461 ataccgttac cgctaagaga ttatccgtta gcaataacct ttgtcgaata atttatgtca
  1967521 attcagaacg atgggaaagt gatgggtatc gacggagggc agatagggta aaaatccatt
  1967581 aaatatcaaa atattatatt gtgcaaattg caggcgtaat aaattaaaat ggcgctattc
  1967641 ggccatgctt acgtgattaa gtctactttt tactacgcga tgacgttaca gacttttatc
  1967701 attagaacag cacagtaaaa tctggacata gacccaaaat aattcaagtt gcaggaagac
  1967761 ggcgaggcca agtaacctgt agcccacacc tgcaacgtga gaagtgccgg ggatgaaaag
  1967821 cagtaccggt ataaaatagt gccgataaaa aatagtgtcg gtgtgaacaa tatgggtata
  1967881 acgcgaacgg ttctaacgca ataacggata taacgcaata atagtgcaat ggccactttg
  1967941 ccatgattat cgaaatgaga gttcactaat gaatgacccg caacaacgtc ttctcgattt
  1968001 acctaaactg atgtttgggg tgatattcat tatgggaatg attatcgcca gtttttgggt
  1968061 aatacagcct tttgtcatgg gctttgcctg ggctggtatg gtggtcattg cgacctggcc
  1968121 gctgttaatc cgattggaga aacttctttg gggcaggcgt tcactggccg ttgttgtcat
  1968181 gacgatattg ctcattttac tgtttgttat tcctatcgcg ctgttggtca gtagtttggt
  1968241 tgaaaacagc gccccactga tccaatgggc atccagccca tcaaatctgc gtatgcccaa
  1968301 tgtggattgg atgaaatcga ttccattgat aggcgataaa ctttatagca gttggaatac
  1968361 cttaatttct ggtggcgcta acgctttaat ggctaaagta cagccctaca ttggtgccac
  1968421 cgccacctgg tttgtggcac aagcagcaca tgttggctat tttctgattc atctggcctt
  1968481 gatggtgctc tttagcgttt tgctctatat ccatggtgag caagtcgcct taggtatccg
  1968541 tcattttgcc atgcgtgctg ccgataagcg tggcgatgcc gtagtcgtga tggcggcgaa
  1968601 agcgattcgt gctgttgcgt tgggtgttgt ggtcaccgca ttagtacaag ccatactcgg
  1968661 agggataggt cttgctatcg cgggtattca atatgccacc ctattgacgg tattaatgtt
  1968721 catctgttgt gttgcgcaac tcggtccatt actggtgctg gtacctgcgg tcatatgggt
  1968781 gtattggacg ggtgatacga cgtggggaac aatactcttg gtctggagct gtatcgttgg
  1968841 aacattagat aacttcttgc gcccatatct gatccgtatg gaagcagata tgccaatgat
  1968901 tctgatcctc tccggggtga tcggggggtt gttatccttt ggtatgattg gtctatttat
  1968961 cgggccagtg gtgttggcta tctcatatcg tctgatttca gcctgggttc acgaaacgcc
  1969021 agaacccgaa gagagtgtta ccgatgccgc taagcattta gaagagcttt aaccctaagg
  1969081 ggtttggtgg ttattctgcc gaacccatta tattcagcat atattctcga ttactaataa
  1969141 tcctcgattt tttatacccc attaatttat tataaaccac tcatctaatt agccattgcg
  1969201 ccatctcatt agtaataaca acctgaaact atctcattct acttcttatt taataatttt
  1969261 ttattcagag gattcttaat gactaagcca cggaatttac ttaagattat tattagttag
  1969321 attgcatctc tcttaaggcg cttaaataaa ccatttaatg atagcttatt taaacgtctg
  1969381 tgatctagta catgtattgc tgtgtgtagt ctttgcctgt cacctaagac aggctttttt
  1969441 tttgctatta ctgctcattc gtcacttttg tctattggct acttttcctt aatttcgatt
  1969501 tccttgttat aaaccaatta agtgttatga gccaattaat tgttatgggc caattaattg
  1969561 caaaaaaatc cgcaacctaa gctgcggatg atgaatacct ataaatactc gtctcaatga
  1969621 acactcacat tcactctcac aaacaaacac tcatccctaa ccctgagtga tcaatgtttg
  1969681 gtgtgttgcg ccaagctcag ccaagttttc actacggtat ctggattaag agacaagctg
  1969741 tcgatcccct gttccattaa ccacagagcg aaatcttcat ggtctgacgg accttgacca
  1969801 caaatcccga catatttacc gtgacgttta gccgcttgga ttgccattga taacaacgct
  1969861 tttactgcct cattgcgctc atcaaacaac gccgatacca cgccagaatc acgatccagc
  1969921 cccagtgtca attgagtcat atcattggaa ccaatggaga aaccatcaaa atgctcaagg
  1969981 aactgttctg ccagcaatgc attagaagga atttcacaca tcatgatgat cttcagacca
  1970041 ttctcaccgc gcttcaatcc ttgccttgcc agttcggcca ctacggcctc cgcttgcgcc
  1970101 accgtccgca caaaaggcac catcacttcg acgttagtca accccatcac attgcgcact
  1970161 cgcttcatcg cctcacattc cagagcgaag caatcacgga agtgatcaga gacatagcgc
  1970221 cccgcgccac ggaaacctag cattgggttc tcttcgtgcg gttcataacc cgcgcccccc
  1970281 accagattgg catactcatt agacttaaag tcagacaacc gaacaatcac cggttttggc
  1970341 caaaatgccg cccccaatgt agcgatcccc tcggtcaggc gaccaatata gaactcgacc
  1970401 gggtcgtcat agccatgcat caacgctttg atttcagcct gtagcgcagg ctcctgctga
  1970461 tcaaactcca gaagagcttt gggatgcaca ccaatcatcc gattgataat aaactccagc
  1970521 cgcgccagac cgaccccttc attaggtaaa cgggcgaaat caaaagcccg gtccgggttg
  1970581 ccaacattca tcatgatttt taacggtaaa tcaggcagtt cagtgacttg cgaactttga
  1970641 accgagaagt ccagtagctc gtgataaacg taacccgtat ccccctcagc acaggagacg
  1970701 gtaacatttt ggccctcttt caatagctcg gttgcattac cacaaccgac caccgcaggt
  1970761 atccccaatt cacgggcaat aatcgcggca tggcaggtac gcccaccacg gttggtaaca
  1970821 atggctgagg cctttttcat gatcggctcc caatcggggt cagtcatatc cgtcaccagg
  1970881 acatcacccg cctgaattcg atccatctca ctgatgtcat gaataacctt gaccggaccc
  1970941 gcgccaatac gatgaccgat agcacggcct tccaccagca cattactttg attattcaac
  1971001 tggtagcgtt ccatcacctg ctcattggaa cgcacggttt ccgggcgggc ctgcacgata
  1971061 aacaactgcc ccgtatgacc atctttggcc cactcgatat ccattgggcg gccataatgt
  1971121 tcttcaatca acagcgcctg atgggccaat gcttctactt catcatcact gagagcgaaa
  1971181 cgattgcgtt gtatttctgg cacatcttca atacacacct gcttgccatg ctcttggttc
  1971241 tcggcgtata tcatccgaat ttttttggac cccatattgc gccgcacgat ggccggttta
  1971301 ccgttacgca atgtgggttt gtgtacatag aactcatcag ggttaactgc cccctgtacc
  1971361 accatttctc ccagaccatg cgctgcggtg ataaagacca cttgatcaaa accagactcg
  1971421 gtatcaatcg tgaacatcac gcccgaagac gccagatcag aacgcaccat ccgttgtacg
  1971481 ccggcagaca atgctacgcc gcggtggtcg tacccctgat gcacacgata agaaatagcc
  1971541 cggtcattaa acagtgaagc gaacacgtgc ttaattgcga ccattatcgc atcaatgccc
  1971601 tgtacattaa gaaatgtctc ttgttgccca gcaaaggaag catccggcat atcttctgct
  1971661 gtcgcagaag agcgaacagc aaatgatgcc tcaggttcgc cgtcagctaa ttgcttataa
  1971721 gcgtcataaa ttgattgttc gaactctgga tggaacggcg tctcaataac ccattgacgg
  1971781 atctgagcgc ccgctttgga taattctgcg atatcgtcaa tattggtatt atccaataat
  1971841 tgataaatcc gttggttgac accactttgc tccagaaagt cgttaaacgc ctgagctgtg
  1971901 gtagcaaagc cattgggcac agaaacgccc agttcagaaa gatgagttat catttcaccc
  1971961 agggaggcat ttttaccccc tacgcggtca acatcgtgca tgccaagctg gttgtaccaa
  1972021 agcacattac agcgggtgtg gccattgttg gacatcgaaa caatcctttt acattgtcga
  1972081 ttagttatta caccgtcgat tagttattac atcgccgacg agtgacgaac agtctgtagg
  1972141 gtacggacaa ccgttatcgt cgctgaaaaa tcagccattt cagactagca caatgatcca
  1972201 taacctatgg acaggtgaat cgatcaaccc aacaagaaaa attttttgtt ggctattctt
  1972261 gcgacaaagg ctttacccgc agagcgaatg aggcacactg attccactca acttatagcc
  1972321 tatatcaacg tcattggcgt tgtggcttgg cagcaaatag tcaggagtca gcgtggaaag
  1972381 atgtgtattt tatatttcgg atggtaccgc tatcaccgca gaagtactcg gccatgccgt
  1972441 tctatctcaa ttcccgatca acgtgacaac ctttacgtta ccttttgtcg agaatgccgc
  1972501 ccgcgcacag tcagtatgta aacaaatcaa tgaaatatat caggatacag gtgtcaggcc
  1972561 gcttgttttc tattcgataa taagcctcga agtacgggaa attattcaac gaagtgaagg
  1972621 attttgtcag gatatcgtgc aagcactggt cgcaccatta caaggtgagt tgggcgtacc
  1972681 acctcaacca gtgctaaacc gtacccacgg cttaaccgaa agtaatctgg ataagtacga
  1972741 tgctcgcatt gcagccattg attatgccct tgcccatgat gacggtattt ctctacgtaa
  1972801 tctggatcag gctcaggtta tcctgctagg cgtttctcgt tgtggtaaaa cccccaccag
  1972861 cctctatctc gccatgcaat ttggtatccg ggcggcgaac tacccgttta tcgccgatga
  1972921 tatggacaat ttgcaacttc ccgccgcact gaagcctttt cagcacaaac tctttggttt
  1972981 gacaatcaac cctgagcggc ttgcggctat ccgtgaggag cggcgcgaaa acagccgtta
  1973041 cgcctcactg cgccaatgca ggatggaagt gggggaagtg gaagccttat tccgcaaaaa
  1973101 tcagattcgc tacctaaact cgaccaacta ctcagtcgaa gagatttcaa caaaaatcct
  1973161 ggatatctta gggatgagtc gtcggatgtt ttaactaaat attttcatga gtgattattt
  1973221 gcggtttatt tcctctaaat ttgtataaat tacagtgatg acggttgaat tcatgtgatt
  1973281 ttggtttatt gtgatcgcca tcacttcccg gtatttctgc cgcagagaag aacagattta
  1973341 gagagttttc atgtacaaga tagatgaact gcggaccgct cgcatcgata gcttgattac
  1973401 accgcagcaa ctggctgaaa agttaccgat ttctgaggtt attgcagata acgtgacggc
  1973461 gtcacgtaaa cgaatagaga aaatacttat tggtgaagac ccacgtctac tcgtggtgat
  1973521 tggcccctgc tctattcacg accttgatgc agccgttgat tatgccaccc ggctcaaggt
  1973581 gctacgagaa cgctatcaag accggctgga aatcgtgatg cgcacctatt tcgagaaacc
  1973641 acggactgta gtgggttgga aggggctgat ttctgatccg gcacttgacg gctcatgcca
  1973701 ggtgaacttg ggtattgaac tggcacgtaa gctactgtta gccgtgaatg aactcgggct
  1973761 gccgaccgct accgagttcc tcaatatggt aacaggccaa tatattgccg acctcatcag
  1973821 ttggggggca ataggcgcac gtaccaccga aagccagatc caccgagaga tggcctcggc
  1973881 actctcctgc cccgtgggtt tcaaaaatgg tacagatggc aatgtgcgta ttgctattga
  1973941 tgccattcgc gccgcacaag ccagccatat gttcctttct ccggataaaa ccggccaaat
  1974001 gacgatttac caaaccagtg gtaaccccta tgggcatatt attatgcggg gtggaaagca
  1974061 acctaactat gatgcctctg atatcgcagc cgcctgtgac agcttgcggg aatttgattt
  1974121 gccagaacat ctggtggtag attttagcca cggcaattgc cagaagatgc atcgccgcca
  1974181 gttggatgtt gccgaaaata tcgggctaca gatccgtgcg ggttcaacag cgattgtcgg
  1974241 tgttatggct gagagtttcc tgattgaggg cacacagaag attgttgccg gacagccctt
  1974301 aacttatggg caatccatca ctgacccttg cctgaattgg gatgatactg aacaactgtt
  1974361 aagcctattg gcagatgcag tagacagccg gttttaattc attcgcacgg gctttaatga
  1974421 gtaaaccgta cattaaatga ataccttcgg gatagggaaa agttaacgtt gtcgggttaa
  1974481 ctttttctat ccctattttt tccgaaaaaa cagcgatcta ttctctgtaa tggcgcacat
  1974541 tacaagtgcc aaatggaata aaaagtcagc tggaacaaga gatctcgagg tgttttcccc
  1974601 aatctggggg taacgccgct aaatcatcaa attcaggttg atcagtaaac ggttgctgta
  1974661 atgcctggtg caaccgctga agtggctgaa tatcatcttt ttctgcctga gtaatcgcct
  1974721 gctgagccaa ataattacgt aatatgtatt taggattagc cgctttcatc gattgctggc
  1974781 gctgatcatc atcaatggat tcttgctgca accgtgaacg ataacggcgg taccagtcgt
  1974841 caaaagcggc tctatcgata aagtcatccc gcaatggcga ttgtgcagag tgtacttcaa
  1974901 cttcgctcaa taagcggaaa gtccgggtat aatcccggcc ttctttgatc atcaaactca
  1974961 acaaacctgt cagcaaatcg ttatcttggc tgtcacgctc aagaaaacct aacttggctc
  1975021 gcatctgttc accataagca accataagtg ccggttcata agcctctagc gccaactgca
  1975081 attggtcagc agacattaaa cctgacaacg cgtgccccaa tcgatgcaaa ttccataacg
  1975141 ctacggcagg ctgattatca taagcataac gcccttgatg gtcggagtgg ttacagatat
  1975201 atccaggcac atagtcatcg agaaaaccaa atgggccata atccatagta atgccaagaa
  1975261 ttgacatatt atcggtattc atcacaccat gagcaaaccc gacggtttac cagtgggcca
  1975321 ttaaacgcgc ggttcgctct accacatccg taaaccacag tcggtagcat tcttggtgcc
  1975381 ccacccactg cggccagtgg cgggcaataa cataatccgc taattgttga acttgcttag
  1975441 gttgctgccg atagtagaaa tgctcgaaat gaccgaagcg aatatggctt tccgccaccc
  1975501 ttagtagcat cgcgcctcgt tcagtttgct cacggtagat tggatgatcg ctagtcacaa
  1975561 ttgtcagagc acggctggtt ggaataccta aatggtgtaa tgcttcggag gccaaaaact
  1975621 cacgtatcac agaacgcaag acagcccggc catcccccat acgggaataa ggtgttaatc
  1975681 cagcgccttt taaatgccaa tccatatagc ggccatcatt aagccgctgt tctcctaaca
  1975741 agatcccacg gccatcccca agctgccctg cccacatgcc aaattgatgg ccgctataca
  1975801 cctgcgctag cggctccatt ccgggtaaca gtgcttcccc cgcccacaca gcagtctttg
  1975861 gttcagtgaa ccaatgagca tccagcccta actcttgcgc cagaggtttg ctgtgataca
  1975921 acaagcgggc accttttaat ggcgtaggtt gcaagcgggt gtaaaaacca ctcaactgcc
  1975981 gcgcatagct gttatcgaat tcaggggcgt attccattct gggtttcatc tctatgtcca
  1976041 cgagtgctgt gcgcggccaa taaccacggt aattgaaaga ttagcgtaat acttctacca
  1976101 gccaatggca ggcttgctgt aactcggttt gtaattcagg gaaatcatca atccagtgct
  1976161 gacagatttt atcgatagca tcagggcgat aagctgcccc ctgtagccgt tgcgctaacg
  1976221 cctccaatgg tgtggggttc aagctgtcag taaatatttg gcagcgatct attgcgccat
  1976281 gcaaaacatc aaaatgtaac tcaatacccc cccagataaa gcgggtatca accacgtggc
  1976341 taaatgcagg ggcttggcca aaattccatt cccaactact ttgtttggcg aattgctcgg
  1976401 taaagccagg gaggtttggt aacgactgcg gagagatgac ttctgcggat acctgctcat
  1976461 cgtaataagc aaaaaaagcc tgttcgatag cggtacgtat ttttccgtga tcaatacccg
  1976521 gtaacagttc gaccagatta gtgactctag agcgtaccga ggtaattcct ttagcctgta
  1976581 actttttagg gtctggattg agataatcag ccaggcgact gagatctgca ttcaataata
  1976641 gtgttccatg atgaaaacca cgatctttgg tttctttata agcagaacct gaaactttac
  1976701 gttcatcttc accattaata accactaaat cattgcgacc tgaggccgtt gcctggatcc
  1976761 ctaatgatgc caacgcattc aaaataattt gggttgaaat agttttatca tatcccggtt
  1976821 tgccggccat aaaggtaaaa caggtattac ctaaatcatg aaataccgcc ccgccaccac
  1976881 tgctacggcg cgctaacttt acgccatctt gttccatacg tcgtgtatta cactctttcc
  1976941 acgggttctg tgcgcggcca ataaccacgg tatccgcatt gcgccacaag aataataccc
  1977001 gttgattcgg tgacatttgg cgaaaaatac actcttctac ggccagatta aaccaaggat
  1977061 cataagaatc agaaatgagt aaacgaaggg atgacataga aggctccgac ccaaaaataa
  1977121 acagccacta agatagcata ttcgctgatg atatccttag gccgagaaga gagggactgt
  1977181 cgtcgtcaac taaaattgcc tattatcctg tcgagagaaa atcaaatacg ccgtgcctgc
  1977241 cagtaaactc gtttccagta cacattctcc aatgacgagc gaatgacgcc tttactggtt
  1977301 gaagcatgaa tgaattcatc attggtatca tagataccaa catgtaatcc attctgacca
  1977361 ctgcccgttt tgaagaagac taaatcgcca ggcatcagtt catcacgaga gactttagtg
  1977421 cctaaggtgg tttgcgcaag ggtcgttcgg gggagttgca tatcaaaacg atcacggaat
  1977481 gtgcggtaaa caaaaccaga gcaatcaaca ccacgttgat ctaaccctcc gttacggtat
  1977541 ggcgttccct cccattgccg taactgctca ttcaatttag cgaccaccac aatggagtca
  1977601 gataagtatc cactgggtgt tggtgtatgg ctgctacaac cagcaaggac catactgatc
  1977661 agaaaaatcc aaaagcgcgt ccgcatcgct atttcaccag agataaggct cagctaattc
  1977721 gccaaaaagt cagttattca agcctcactt ctgacctgaa gttgcagccg tattcgcagc
  1977781 gtttactcac ccgaatcacg gcgttttgaa cagctctgcc ggactcgcat gtttactgcc
  1977841 ttactgcaca cctaacgact ttaggtatat atttagctgg cgtggtacat cgttacggct
  1977901 aatttagcta tcggattcga aaaaaacaag ttatatgaat agactaatag ggttagtaaa
  1977961 taagattagc tagcttttat aggttttata ttaatcagcc atattcctaa taaaataaaa
  1978021 cccgccccca gtgtttttag taaggtcgcg ggttcgttaa accaaggtaa taaaacagcg
  1978081 cccagataaa ccaaagcgta actgaggctc agcagtgggt aagcgcgatt tagcggcaag
  1978141 tatctaaggg caaaaaacca acataacatg gataaagcat accccatcaa accacacatt
  1978201 actgatgcta attgcacgaa gtacatcgtc aagaattgaa cattaatatc ggctagtgat
  1978261 aataatggaa tattcatcat accccacttc aacaccaact gtgccaccgt gaccaatacg
  1978321 acgcttgccc ccccccacag ataccctttc ataggtgcca actcattagc aagataccga
  1978381 acataatagc ggcaaccccc aaccaatgcc gaagagtggc cttttcaccg taaaatagtt
  1978441 gtgccgccaa ggtaaccaac acaaaattaa agctgagcat aggataggcc acgctcagcg
  1978501 ggagttgctg caataaccgc agccacaaca gcatccccaa gccaagtgac actacagcta
  1978561 tcgccaacca acgcaatgtc agattcaacc gccgggcctg cggttgctcc caacactgcg
  1978621 cagcctgttt ttgacataat tgcccaatac aggttaatag actgaccatc agcaagagta
  1978681 ggtagctgtt catggtgttt tctggtacca caacagggcg agtcgattca ttaaattcac
  1978741 cttatccgct ggcggcagat gggccgggag tgcttcattt ttggctaatt gcacgaccaa
  1978801 tgagacgtcg ccttcttttc tcgcctgcgc aagccatgtg gggaaatcgt cattactgat
  1978861 ataattatcc tgactgtctg ggtaggccaa accataggtt agctcacctt tttcactgaa
  1978921 catcagtata tcactgcgtt ttagctccca tgccagccca gcggcaacac caacgctgtc
  1978981 ggtcagcaca tagcggctgg agctgagttc actaaaatta tttttgataa agttttgcgg
  1979041 ttgctttgag tccaccactt gttgtggaat taggtaaccc actaacaaaa tgaataacag
  1979101 tgggcaagct gctgcccagc gccagtttcg ggcgttattg cgtaaggtaa taaacccagt
  1979161 gactccccaa ccagcaaatg ccaacacacc taaccaaact ttctgattct cttgcggccc
  1979221 ataagccacg atatccttca ctaaccccaa gccaataacg acgatgacta acgcacaggc
  1979281 aaccccgaag agtagattta ttacaccgtt tattttcaat gcccgcatac gtatattatt
  1979341 agcgcaatcc gtcgcatatg ccgccattag caaggataga ggtgccatac agggcaaaat
  1979401 ataagtcggt agcttccctt ttgctacgct aaaaaatagg agtggcataa ccacccaact
  1979461 gagtaaaaag aataattctg gttttgttgc ccgctcacgc caacctttaa ataaggctcc
  1979521 aggtaatagc cctagccaag gcaggacacc aatacataaa atgggtaggt aataccaaat
  1979581 gggagattta tgttgagcac tcgcttccgc aaagcgctga atatgttcaa cccaaaagaa
  1979641 atagttccag aaatcaggtt ctcgttgggc gatcgccaaa gcccacggta aacttaataa
  1979701 taccgcgcac acaattgcta tcggaccaaa aacaacaagg tcttttatcc ttttttgctg
  1979761 gatgacaatg ggtaataccg caatcaccgg gaccgctaat gccagaaagc ctttggtcat
  1979821 aaaccccata ccgcaagcaa ccccaagtaa tgcatatgcg ccgactttct gttgccaatt
  1979881 ttcggctttt agcgtgagat aaaaactcac catcgccgct gtcaaccaca gagaaatcat
  1979941 ggggtccagc actgcatagg taccaatgcc aaacaccaat aaaaaggaaa gataaattaa
  1980001 tgtagccagt accgaggttg accgattacg ccataataag gttgccagcc aataaactaa
  1980061 tacggcactc aatgccgtgc taaaaataga gccaaatctc actgcaaaat tactgtcacc
  1980121 aaagatccat tggctaatgt tattaaacca atacccggcg accggttttt caaaataacg
  1980181 tatatccatg aaatacggca cgacccagtc gccacgctgc agcatttcac gactaatttc
  1980241 agcatagcga gtttcatcgg gttgccataa caaacggcta ttcaccggta acaaataaac
  1980301 caatacaaaa aatagcgcca ataatgctgc gccactgtct tttaataatt tcattcagca
  1980361 tcctttatgt ctgattgaca acccaaccaa ccttcccggc caggaaatgc agcgcgtatt
  1980421 actttgccca caggcagtaa ttgtaaatct gacggtagca gcttactgag cggacaaaac
  1980481 tcaatatctt gttgctttgc tctcatcaag agctgctcaa acattgctgc ctgagacatc
  1980541 ccctcaactt cagcatgaat ggtgtatacc gataccccgc tatcacgtag gatggcgtca
  1980601 ataataaagt cattgaagtt ttcagcttgc acctcaccgc cgacaacttc atcgtaagtt
  1980661 ggcagcgtca cgggaatttg tacactccct aagctgccat taggcaacaa aggccggaaa
  1980721 ggatgggtcc cccggcaatc gctgttataa ctaaaatcga attgctgttt taccgcaaga
  1980781 acccgttcat cggcgcgcca ccccgcagca gcagaacagc taatgggttg accaatactc
  1980841 tgctgtaaag tatcaactcc tctctgtact tgctcagtca gttgttgctg tgaccatgaa
  1980901 gcgacgttgg cctgccagcc ttgatggtcc caagcatgca accccacttc atgccccgcc
  1980961 atggccgctg ctttcattaa cggaccaaag tctttagcga tcttcttacc tggccaagcc
  1981021 gtgcccgcca gtaaaatatc ccaaccgtaa agcgaggcag cattagaacg tagcatcttc
  1981081 cataaaaagc gcggacgaaa aaggcgccat aaatggcgtc ccatattatc cggcccaaca
  1981141 ctgaagaaaa aactggcacg aatgtcatgt ttttctaaaa cagtcagtaa tgatggcacc
  1981201 ccgtactgcg ttcctcggta ggtatcgaca tcaatcctca ggccaacttg cttcatgcgt
  1981261 tcaactcatc tttaggggct gcagttttct caattacggc agcgcgcaag aaaaagtcca
  1981321 gcgtctcagt gaccgtttgt tgcatagcaa tttctggctg ccagtgcaat attcggcgcg
  1981381 cattcttaat acttggcgtg cggtactcaa catcctgata acctttccca taatatgcac
  1981441 tgctctcaat atctttaaaa cctgcaaatg gcggaaagtg atcacgtaat tcatgatttt
  1981501 cgaagctcgt taacagcatt tcggctaatt cacgaatact ggcttcgtta gttggattac
  1981561 caatattaat gatccgacca tcacagcaac catcccggtt ttcaataata cggaataacg
  1981621 cttcaatgcc atcgtggata tcagtaaaac aacgtttttg ggcaccacca tcgaccagct
  1981681 tgattggtga gccttcgacc aaattcagaa taagctgtgt aatcgcacgt gaactaccga
  1981741 tacgcgcagc atcaaggtta tctaaacgtg gccccatcca gttaaatgga cggaacagcg
  1981801 taaacttcaa accttctttc acgccgtaag cccagataac ccggtctaat aactgttttg
  1981861 atacagagta aatccagcgt tgcttattaa ttgggccaac aatcagccgt gaagtatcct
  1981921 catcaaactc tttgtcatcg cacataccat acacttcaga ggtcgatggg aagacaatac
  1981981 gcttattgta cttaacgcaa tctcgcacaa ttttcaggtt ttcttcaaaa tctagctcaa
  1982041 agacacgcag cggattacgg gtgtattcaa tgggtgtcgc aatagccact aatggcaaga
  1982101 tgacgtcgca ttttttaata tggtattcaa tccattccga atgaatactg atatcccctt
  1982161 ccacaaagtg gaaagcaggg ttacctaaga agcgacttat cgcgtcagag ccaatatcca
  1982221 aaccatatac ttcgtagcga tcatcttgta ataagcgttc agtcaaatga ttaccaataa
  1982281 aaccatttac ccccagaatt aacacacggg tacgtctttt caacgtattg cttggcttat
  1982341 tacccaaacg cacatccgtt acaatgccca tctcttgtgc taaacgatcc ccttggacat
  1982401 acagaccggc ctcaccttgc cccgtaataa tctccagcgc cccctcgcca catgccacag
  1982461 tgagtggggc cgtcgataac acggtgcctg gcaatttgtt atgtactaaa tctaatggac
  1982521 gtgagcgcca aatcgtaagt ttgcgctgcc ccagataact gaatgcgcca gggtaaggct
  1982581 cagtcactgc acgaactaaa ttgttgatgg taaatgcaga tttctgccaa tgaatttcac
  1982641 catcagccgc cgtgcgccga ccaaaataac tggcatctgc ctctttttgc ggagtcagcg
  1982701 gcagtgggcc ctctttcatt ctaggtaata agttacgcaa caattcttga gcggcatcac
  1982761 gcattttggc atgcaacgtc aatgccgtat caacatcact gatggcaact ttatactgac
  1982821 cggcaatcgg acctgcatcc gcttttttta ccatctgatg aagcgtcaca cccgtctctg
  1982881 tttccccatt gaccaatacc cagttaattg gggctcgacc acgatactgg ggcaataacg
  1982941 aaccgtgtaa gttaaatccg ccttgtgggg ccaatgacaa tatttcatca ctaagcatgt
  1983001 tgcggtaata gaaggagaaa atgatatccg gctgtaactc acgaatacgc tcaacccaca
  1983061 aagggtggtt gacatcttcc ggtgcaaata ctggcagtgc cagatcggct gccactctag
  1983121 cgaccgaaga gaaaaagcga ttctcgccag gattatcagt atgggtaaat accgcctgaa
  1983181 tatcgtaacc cgcctctgct aatgcgttta gccccacgca accaatatca tgataggcaa
  1983241 atacaatcgc tttcattttt ctacatcctg attattttcg gtctgctccg cgccgaccac
  1983301 tttctgaaca aagtaacgtg ggcgagcgcg cacatcgtta taaatacgac cgatatattc
  1983361 accaagtaac cccataccaa caaactgagc accgatgaac atgaacaata cggcgaagag
  1983421 tgtaaaaacg ccgccgccag cccactcagg accaaagatc aagcgtaagg ccaccagcag
  1983481 cactgagaaa gtgaagccca aaagagcaat ggcactcccc accagactta acaaacgtaa
  1983541 cggcgtcgtt gtcaggcagg tgatcaggtc atacatcaga ttgataagcc tcatcaggct
  1983601 atatttggag ttgccaaatt cacgctcggc gtgatggacc gtaatctctg tcgtccgccg
  1983661 ggcgaaggta ttcgcgagga ttgggataaa cgtactgcgc tcgtgacagt gtaacattgc
  1983721 ttcaacaatg tgacgtcgat aagctcgtag catgcagccg tagtcaccca ttgatttccc
  1983781 tgtagcacgt tggatcatca tattgatcat acgcgatgcg gttttacgga acagggagtc
  1983841 ttggcgatta gcacgcacgg taccaaccac gtcatagccc tcttctgcta catgaactaa
  1983901 acgtggagtt tcttcaggcg gattttgtaa gtcagcatca agtgtaataa ttaaatcacc
  1983961 gctaacctga ttaaatcccg ccataatggc ggaatgttga ccataattac ggtttagcaa
  1984021 aatcgcaatt atatggctat caggatcatt tgccgcagca gtcaaaagct cagtagaatt
  1984081 gtcgctgcta ccgtcatcaa ccaaaattat ttcataagct tgtgtaagta atttacaggc
  1984141 agccgtcgtt ctgtctatta atgctggcaa gctctcttgc tcgttataga caggaataac
  1984201 aatggagacc ttcttaattg gttcatttag tgacacggtg tgaccctata attgttgtta
  1984261 atgcattagc cactcgttca atatcactgt ctagcatatc ggggaaaagc ggtaacgtgc
  1984321 acaatctggc tgagttccat tccgtgttgg gcaaacacaa atgcggataa cgttcgcgat
  1984381 aatatttttg gctatgtacc gcacgaaaat gtagcccact gccaataccc atatctttca
  1984441 aacacgccat cagttgatcc cggctaatac cacagcgttc ttcatcaaca cgcaccatga
  1984501 aaaggtgcca ggcatgttga tgagaatagt gaggcaaggc caacggctgc aaaggcaaat
  1984561 gcgctaatgc cttatgatag gaagcaacca gcgcctgccg acgggcgtta atttcgggca
  1984621 aacgtctaag ctgcaccacc gcaatagcgg cgtggatatc agataagtta tatttatacc
  1984681 ccggttccac aacttcagcc tgtgggctac gcccctgtat ttgtcggtca aaggcatcca
  1984741 cacccaggcc atggaactta agccgacgga ctctggccgc caattcatca tcatcggtgg
  1984801 caactaaccc cccctcagca caagtgatat tcttgatggc atggaaagag aaaatagcgg
  1984861 tcccctgctc accaatccat tgatctcgat aacgagtgcc aacggcatgt gcagcatctt
  1984921 caatcagtgg gataccatgc cgttgggaga tctgacgcaa tgcgtcaagg tcgcagggcg
  1984981 cgccagcata gtggacggga ataatggctt tggtgttggg tgtaatcgcc gcttcaatag
  1985041 cagccgcatt taccatcaat gtatcgcgat caacatcgac cattacgggt tctgcaccca
  1985101 gcaacacgat catgttaatc gtagaaaccc acgtctgtga tggcgtaata acctcatcac
  1985161 cagggccaat gcccaacgcc agcaatgtaa tgtgcattcc tgctgttgca gaacatacag
  1985221 cgatcgcatg tttgcaacca aaaatttgac agaaatcagt ttccaattga tgattctggg
  1985281 gaccggtagt aatccaacca gagcctaata cattagcaac agcattaatt tcttcactac
  1985341 ctattgctgg cctagaaaaa ggcaaaaaac tctgcattaa taaatccctt aggacacctt
  1985401 catggactat taactatatg cccagataag ttaacgaaaa ctaaacgcca atcagataag
  1985461 agcgtcacct gctatggtta actttagttt actaacctta aatgaacctt aggaagacac
  1985521 tattttattg agggggaaaa caattattag cccagtaata gtaatgatat gttattcatt
  1985581 ttaatcaatg agttggattt aacgctataa ttgcgttcat tatttatact gataatgtcc
  1985641 acgataaaat aacatcgtaa gcacaatgat ctgatgagaa taggagaagt aaataatatt
  1985701 ttattgccaa taaatatatc taagcgttat acgcttcttg tggtaatcca ctgctgttta
  1985761 ttaaaattgt gtatttgaaa atcaacttca aatacttggg agagcacatc cgctcgcatg
  1985821 acttgctggg tttctccttg cactaatact tgcccttgag ccagcaacca tacttcgtca
  1985881 gcttgctgta acgtatggtt gaggtcatgg ccactgatga taacactgcg ccctgaccga
  1985941 caaaattcca ctaataaagc atctaaagcc actttctggg caacatccag gccactatag
  1986001 ggttcatcca gcaacaataa tttactgtca gggttgatat ccggccaaac ctgcaaaaat
  1986061 accgcagcta accgcacgcg ttgccattca ccacctgaaa gatgtgacag cattcgcggt
  1986121 aatttgtcgg ttaaacgcag cttattacag atatagctaa tcgctgttgc cacagcctgt
  1986181 gaattagcac cggcgggttg ataaagagaa agatattgga aaaccggcat cagggacaat
  1986241 gcggactgct gctgagataa ataggcccgt tgacgggcta attcatgccc ttcatagtgt
  1986301 tgcaatgatt tacccgctaa cacaatttcg ccgctagcag gcaataaccc cgccaacgag
  1986361 gccagcaaag tgcttttccc tgccccattc gggccaatca aatgaatttg caaccccgtg
  1986421 gtcacctgcg aagaaaaaga agcaaggcgg gttcctacgc tgacattgtt gagttgcaat
  1986481 agcatcaaaa taaactcgtt acccgtaatt tagtggctag ccagtgcctg attgatggca
  1986541 ttgattaaaa taggtgcttc tggtgccata tctggagcaa aacgcgccaa gacagtgcca
  1986601 tcacggctaa tcaagaattt ctcaaaattc cataggatat cacccggctg ttttggctca
  1986661 cggcctttac tcgccaggcg ttgataaaat tcacttcctt ccggtttcac tgcaacaggc
  1986721 ttagcagtaa ccaagtgctg atatagagga tgccgatgtg gaccattgac ttcaatttta
  1986781 ctgaacatgg ggaagtcgac accaaaagta ccacggcaga aagcatgaat ttcctcatca
  1986841 ctgccaggct cttgtcctgc aaactcatta ctcgggaaac ctaaaacctc aaaaccttgc
  1986901 ttctgatagg ttttatagag gctttctaat ccttcatatt gctgagtcaa accacattgc
  1986961 gaagccacat tcaccactaa taaaacggaa cctttatact tcgccaactt aaccagctgg
  1987021 tgatcaatcg tttgcactga aatggcgtaa attgggtgac tcatcaggtt ggatccttat
  1987081 tcagtaatga taataaaccg gtaaaatcac cgcggcattt ataagaagac aaatcacttt
  1987141 actcctttca cccgtatcag taaccagata aataatggcg atcctaatgt tgcggtaacc
  1987201 acaccaatcg gtagctctgc cgaagataat accgtgcgag cgacaacatc agctaataat
  1987261 aatacccccc cgccggcgaa tgcacagccc gctaatagcc ggcgctgatc agttaaaccg
  1987321 gttaaccgta aaatatgagg aataaccaag ccaataaaac tgatgacacc cgcgagtgca
  1987381 acactaatgc cgaccagtaa tccgatcgcc agtactaata aattccgcca taaatgaagc
  1987441 gacaccccca attgcctggc ctgctgctca ccgagtgaca tgaagttcag gacacggcct
  1987501 tggcagcaaa gccatatgac ggtaggcaag agagccagca ccaaactttg ctgacgccag
  1987561 tcaacaccgc tgaacccacc catcatccaa tacatgagct gacgtaaatc caaactggtg
  1987621 ctgaaataga cggcccaagt catcattgca ctgcaaataa tacctaaggc tacaccgacc
  1987681 aataatagct gggcattagt taataaacgg cgacgggtga aacttaacag aatagatgtc
  1987741 atcaacaatg cgccaataat agcacacgtg ctcagaaccc aaattggcaa taatccatga
  1987801 cctaataata cggccgtcac caatgcaaca cctgcgccat ttgccacgcc aagtagacct
  1987861 ggttcagcta acggattttc aaacagtgcc tgcatcacgg cacccgacac ggccagactg
  1987921 gcaccaacca taattacagc catagatcgg ggcaaacgta gttgccaaac aaataatttg
  1987981 ccactttcac tgaaccaatg ctctggccaa atccagacat cacccgcaca taaactgatg
  1988041 agtagcgcga acaaaagcat gacaaccagc ccagtaagat aacgatagtc gcgctgccgc
  1988101 tgccgttgtt gaagtgcggt aaataactga cttgtctgca ttacaccctc ggccattacc
  1988161 caagacttac ccgaataggt cgggtaaaca tacaagggcc tactgcccat tctcaggcac
  1988221 tgatattagg gggttagagc gtgaagggga agttgtgcgt ggcgaataac gctctttatt
  1988281 gctaaaacgc tctttattgc taataagtcg ctaactctgc ttggtcatag caaacaagta
  1988341 aagttagcaa ctgtttgtta tgctcgatta acgatggcca tgattatcct gttgagggta
  1988401 gacctgttga gtgccagggc ctgcattatt gcttatagtc ctttggccct gcccattacc
  1988461 tcccttatta ttattgtcgg aatgcttctg gggcccctct ccgcgtggtg gttgaggatt
  1988521 attattcatg ccattaccac ggtcttgctc acgaaacgga ttacgccctt gttgtatttg
  1988581 cggtttctgc caacggcctc catcccaaga gtaaccacgt tcattacgct caccaatgtg
  1988641 agcgccgcga tgatctttcc accactgtgg tggttgccag tcgtatccat cccagtaata
  1988701 gccacgttta tcttgatcac ccaaatgcag attgatgccg ggcatgttga tatcaagtga
  1988761 aacatcagac tgcgcaatca atggcataaa tgacagaacc ccaaataata acaaatattt
  1988821 tttcatatta ttccgaatat attattgaat cgttgataaa cttatatcaa cgaaaaaaat
  1988881 actcagccag tggttaattt gttattttca attacatgtc attcaaatca cacaatcctt
  1988941 acagttgttt cattgtgatg attttattga ctactgaact tcacttatct ttacattcaa
  1989001 caacgctgag taatttataa ttcccgcttt tttttaacaa aattaggaag gatagcccca
  1989061 acctgcggtt atagtgtgaa cactcataaa ataattatat ttcaacaaat tcttgaaaag
  1989121 aaaaaggccg cttgcgcggc cttttatgtc ggaaactact cactcttttg gagtggcact
  1989181 ctctacccgg cttttcagtt tctgcccagg acggaaagtc accacacggc gcgccgttat
  1989241 aggaatatcc tcacccgttt tagggttacg ccctggacgt tggttcttgt ctcgcagatc
  1989301 aaaattgcca aagccagaca gtttgacctg ttcgccattc tccagagcac gacgtacttc
  1989361 ttcgaagaat aactcaacca gatctttagc atctcgtttg ctaagcccta gcttttcaaa
  1989421 cagatgttct gacatttcag ctttagtaag cgccataggt tcaatccctc aaggatgctt
  1989481 ggaatcgctg ttttaatgcc tctacgcatt ttgcaacggt agcggcgatc tcctcttctt
  1989541 ccagtgtacg ggcggtatcc tgcaacacca gactaatagc cagactctta tagccctctg
  1989601 ctacgccctt gccactgtac acatcaaaca agtttacgcc aactacctga tttgcgccaa
  1989661 ctttcttaca ctcggccaaa atatcttctg cgggaacgtt ttcagccacc acaacagcga
  1989721 tatcacgacg gttcgccggg aagcgagaaa tctctctggc ctgaggcaca gcgcggtctg
  1989781 caagcttatt ccactgcact tcaaacacga cagttcgacc attcagatcc agcttacgtt
  1989841 ccaattctgg gtgaactaca ccaatgaaac caatgtgttc acccgctaaa taaattgcag
  1989901 cactctgccc agggtgcaga gcagaatgcg cttctgcccg gaactgaaca tcagataatt
  1989961 tgccggtaag ctccagaatt gcttccaaat cacctttcaa atcatagaag tcgatcggct
  1990021 gacgcgccag atcccaatgc tcatcgtaac gatgaccagc aataacacct gccagcatta
  1990081 catcctgcct aatgcctaaa tctgccgtat tatcaggaac aaagcgtaaa ccgctttcga
  1990141 ataatcgcag ccgagattgc tgacggttct gattataaac gactgccgac agcaaacccg
  1990201 ttagcagtga taaacgcatt gcggacatat caactgaaat agggtttggt aaaatgaggg
  1990261 cttcctgttg tggatgcagt aacgcctgta ctttaggatc aacaaaactg taagtaattg
  1990321 cttcctgata accacgatcc accaaagctg tctttacccg cttcagcgac aagcttgctt
  1990381 cacggtgttt agtcattacc aaatcagctc taacggggac atctggaata ttgttatagc
  1990441 cataaatacg ggcgacttct tccaccaggt cttcttcgat agccatatcg aaacgccagc
  1990501 tcggtgctac agcctgccaa tcagaaccac attcagtcac tttgcatcct aagcgacgca
  1990561 aaatatcact cacctgttca gatggaatat gatgaccaat taggcgatcc agcttctcac
  1990621 ggcgcaatgt gatagtggct tgtttgggta gttctgatgc tgtcgtcaca tccacaaccg
  1990681 gcccggcttc cccaccacaa atatcaatca gtagacgtgt cgcacgttcg atagctttat
  1990741 gctgtaacgc tgggtcgaca ccacgctcat aacgatgaga ggcatcagta tgtaagccat
  1990801 ggcggcgtgc tcggccagta atagacagtg gattgaagaa cgcggactcc agcaatacat
  1990861 ttctggtttc ttcattgaca ccagaatgtt cgccaccaaa gatacccgcc atcgccaatg
  1990921 gtttctgatg atcggcaata accagtgtgt ctgcgttcaa cttggctttt gtaccatcta
  1990981 atagcgtgag ttcttcgccg tcagttgcca gacgaacgat gaccccgcca ctgatacgat
  1991041 ccagatcaaa ggcatgcatt ggctgcccta gctccagcaa cacaaagttg gtcacatcga
  1991101 caacaggatc aattgaacga atgccacaac ggcgcaattt ttcacgcatc cataggggtg
  1991161 tcgcagcctt aacattaatt cccttcacca cacggcccag ataacgtggg caagcttgtg
  1991221 gtgcatcgac acgaatagga agtgtgtcat taattgatgc cacaacttca gccatatccg
  1991281 gttcagttaa tggcaattga ttaacgacag ctacatcacg agcgacacca ataatcccta
  1991341 aacaatcagc acggtttggc gttacgctga tttcaatcgt cttgtcgtcc aagtgcaaat
  1991401 actcacgcac atcgacacca atgggagcat ctgcgggcaa ttcaataata ccatcatgat
  1991461 cgtctgaaat agccagctca gaaaaagagc acagcatccc ttctgaagac tcaccacgca
  1991521 gtttggcggc tttaatttta aagtcacccg gtaataccgc ccctaccgtt gcaactgcaa
  1991581 ctttgaggcc ttgacggcaa ttaggtgcac cacaaacgat gtccaggagg cgatcaccgc
  1991641 cgacatcaat tttggtcact cgcagcttat ctgcatttgg atgttgccca cactccacga
  1991701 catgacccac aacaacgccg ttaaactcac cggcaaccgc gtctacacca tcaacctcta
  1991761 gcccggccat ggtaatctga tgagctaaat catcgctgct aatggctgga tttacccatt
  1991821 cgcgtaacca aagttcactg aatttcatga gatatcctgc cttacttaaa ctgtttgagg
  1991881 aaacgcagat cgttttcgaa gaatgcacgc aaatcggtga cgccgtaacg taacatcgtt
  1991941 aaacgttcca tacccatacc gaatgcaaaa cctgagtaaa tctcaggatc gataccgaca
  1992001 ttacgtaata cattcgggtg caccatgccg cagcccagca cctcaagcca cttaccattt
  1992061 ttacccatta catcaacttc agcggaaggc tcagtaaacg ggaaataaga tgggcggaaa
  1992121 cgaatttgca gatcttcttc gaagaagtta cgcaagaaat cgtgcagtgt gcctttcaaa
  1992181 ttagtgaagc tgatatcgcg gtcaacgatt aatccttcca tttgatggaa catcggtgtg
  1992241 tgtgtttggt cataatcgtt acgataaacc cggcctggca cgataatacg gattggcggc
  1992301 tgttgctctt gcatagtacg gatctgcacg ccagacgttt gcgtccggag caaccgggtt
  1992361 gcatcaaacc agaaagtatc atggtcagcg cgggctggat gatgagccgg aatattcaag
  1992421 gcatcgaaat tatgatagtc atcttcaatt tctgggccag actctacaga aaaacctaac
  1992481 tcaccaaaga aagtttcgat acgttcaatt gtgcgagtaa caggatgtag tcccccattc
  1992541 tccatccgac gccccggtag cgagacatct atcgtttcgg cggctaatcg tgcattcaga
  1992601 actgctgact ctaacttctc tttacgcgca ttgagcgctt cctgtatttc ttgtttggcc
  1992661 tgattaatga cagcaccggc tgctggacgt tcttctgccg gcaactcacg caacgatgtc
  1992721 atttgaaggg tcaagtggcc ttttttacct agatattcga cgcgtactaa atccaacgcg
  1992781 gcaatatctt gggcaccttc tacggctgct ttagctttgg caaccagctc tgcgagatgt
  1992841 ggcattgttt tctcttcctc tggccggtat ggcccgcttg tagttatatc cttttttctt
  1992901 gacgctgcgg ggatgctagc cctcgaatca cttactgatc atagccttaa aaaataagta
  1992961 agctcatcgg gattgactcg cttgctgcct acaacgccaa taactttgga tatatataat
  1993021 gaataagtta aaaactgatg accgaaataa atttcttacg caaaattagc aagatatccc
  1993081 attcgcgccc tccccacttt agtcaccatc tgtgccgtaa agtaaaaaac aaaaaagcct
  1993141 ccacgatggg aggcttcggc gctatttttc gtttctattc ttacgcgcaa gcctcctgta
  1993201 atcaggcgct aaagtaaaaa aagaagcgaa aaataactgt atgcatcata acaatgacct
  1993261 tatggaatct gtatatcgca attcagttta tagctaagtg caaagattaa aagagggaga
  1993321 caagctccct cttcaattct gacttacgcc agagctgctt tcgctttttc gaccagtgca
  1993381 gagaacgcca ctttatcgaa tactgcgatg tcagccaaga tcttacggtc gatttcaaca
  1993441 gaagcctttt tcagaccatt gatgaaacgg ctgtaagaca gaccattttg acgagcagct
  1993501 gcgttgatac gtgcaatcca cagttggcgg aattgacgct tccgttgacg gcggtcacgg
  1993561 taggcgtatt ggcctgcctt gattactgcc tggaaagcaa cacgatatac gcgcgaacgg
  1993621 gcaccatagt agcctttcgc ctgctttaag atttttttgt gacgtgcacg tgcaatcaca
  1993681 ccacgtttta cgcgagccat ttacttctcc tatcgtctta attcaaacca aaattactta
  1993741 tgcgtacggc agacatgcta cgaccagacc cagatcgttc ttagatacca ggccttttgg
  1993801 acgtaaatga cgtttacgct tagtagcttt tttggtcaga atatgacgca ggttagcatg
  1993861 cttacgctta aaaccaccat tagcggtctt tttgaagcgc ttagcggcgc cgcgtactgt
  1993921 cttaattttt ggcattgaat atatccactt cgcattgtta attacaacga gctagctagg
  1993981 cgaacaggtt tcttactacg caagcgtaga gaaacctgct acttgaatgc cttactgtct
  1994041 cttcttaggt gcgagcacca tgatcatctg acggccttcg atacgagtcg ggaaggactc
  1994101 gacaacggcc aaatcagaat cttcacacag atctttacgg acgcggttaa gcacttccat
  1994161 accgatctgt tggtgcgcca tttcacgccc acggaaccgc agggtgattt tggctttatc
  1994221 gccatcttcc agaaagcgaa tcaggttgcg tagtttgacc tgatagtcgc catcatcggt
  1994281 accaggacgg aatttaattt ccttaacctg aatgactttt tgcttcttct tctgttcttt
  1994341 tgtcgacttg ctcttctcgt agaggaattt gccgtaatcc attatacgac aaactggcgg
  1994401 ctcggcattc ggactgattt ctactaaatc aacaccagct tcctcggctt tttcaagagc
  1994461 ttcattcaga ctgacaatac caatctgttc accatcgacg cctgttaagc gaacttctgt
  1994521 ggcgcgaatc tctttgttga tgcgattagg acgcgccggt tgaactcgtt ttccgccttt
  1994581 aatactttat tcctccagtt gatgaagact acggctgcga atttctgcta gcagctggtc
  1994641 tacgaccacg ttgacgtcta aacttcctaa gtctttaccg cggcgagtac gaacggcaat
  1994701 tttgcctgat tcgacttctt tatcgccaca gaccaacata tatggaaccc gacgcaacgt
  1994761 atgttcacga attttaaagc caatcttctc atttctcaag tctgcttttg ctctaatacc
  1994821 cgcatcttgc agttttttgg ttacttgctg aacataatca gactggctat cggtgatatt
  1994881 catcaccacg acttgtaccg gagctaacca agttgggaaa aagcccgcat attcttcggt
  1994941 taagataccg atgaagcgct ccattgaacc caaaattgcc cggtgaatca ttaccggcac
  1995001 ctgacgatca ttgttttcgc cgatgtaaga cgcacttaag cggcccggta atgagaaatc
  1995061 gagctgtacg gtaccacact gccacgcacg atccaaacaa tcatgcaagg taaattcaat
  1995121 tttcgggcca tagaacgccc cttcgcctgg ctgataatca aacggaatac cattttcagt
  1995181 cagcgcagca gccaaatcgt cttcggcacg tgtccataac tcatcactgc caatacgctt
  1995241 ttcagggcgg gtagagagtt tgacgacaat cttctcgaag ccaaaggtgc tgtacatgtc
  1995301 gtacaccatc ttgatgcaac tgtttacttc atcacggact tgctcttcgg tacagaagac
  1995361 atgggcatca tcttgagtaa agccacgaac acgcattaag ccatgtaggg cgcccgaagg
  1995421 ttcattacgg tggcaactac caaattcagc catacgcagc ggcaggtcac ggtaagattt
  1995481 caatccttga ttgaaaattt gtacgtgtcc ggggcagttc attggcttaa tgcagtactc
  1995541 acgattctcc gaagaggtcg tgaacatatg ctcggcgtag ttttcccaat gccccgtttt
  1995601 ttcccacagt acgcgatcca tcataaatgg acctttcact tcctgatact ggtactcttt
  1995661 gagcttcata cgcacaaagg tttccaattc gcggaaaatt gtccaaccat cgttgtgcca
  1995721 gaacaccatg cctggtgctt cttcctgcat gtggtagaga tcgagttgct taccaatctt
  1995781 acgatggtcg cgtttcgccg cctcttccaa gcgttgcaga taagcattca gttgcttctt
  1995841 atcaccccaa gctgtgccat agatacgttg cagcatttta tttttgctgt cgccacgcca
  1995901 ataagcaccg gaagttttct gcaatttaaa gtgatggcag aaacgcatat tcggtacgtg
  1995961 cggaccacgg cacatatcaa cgtattcttc atggtgatac aagcccggac gatcatcgcg
  1996021 actgatattc tcatcaagaa tagccacttt ataatcttcg ccccgagcag caaaagtatc
  1996081 acgggcttct tgccaactga cttttttctt gatcacgtca taatctttat cggcaagctc
  1996141 gtgcatccgc ttttccagca gtgccaagtc ttcctgcgtc agagtatgtt cgatatcaac
  1996201 atcgtaataa aaaccgttgt caataactgg accaatagcc attttggtat ctggccagag
  1996261 ttgcttgata gcgtgtccca acaaatgcgc gcaggaatgg cgaagaatct ccaaaccttc
  1996321 agcatctttg gcggtgataa tcgccaactg agcatcggac tcaatcagat cactggcatc
  1996381 caccagctca ccattcaccc gaccggcaat gcaggctttt gctaagccag ggccgatatc
  1996441 aagagcaaca tcaaggacag aaacagcatg gtcataatga cgctgactgc catcaggaag
  1996501 ggtaataaca ggcattctaa ttccttatct gcagtggtga ccctcacgac agatcacatg
  1996561 caagacataa ttattgtttg atttcaaaaa gttaagtact caactcaacc cacatttgtc
  1996621 gaataggtac tcaactgtgt acacaatttg aatttgtgac ccagatcgca tcacaaaaag
  1996681 tggtagctat attatcacta cttaatacaa tgaggaacat tatccctttt tatcctgcat
  1996741 accggtttat cgctaacctg acgctagcat aaaattaaga tacagtaagc aatcaacgtg
  1996801 cctcatgatg catcaatcaa tgataatgat cagcgacaaa gttatcattc tccaatagct
  1996861 ctataatcgc cataatatca acaccgtaca accgaggggc aacaattgca gcgacaacct
  1996921 gtttcatcct ccagaattct gtcgattggt tatgatcctg ataatcgcat gctggagata
  1996981 caatttcgtg aacaagggac ttatcagtat cttggtgtcc ctgaacgtgc tcatcaaaac
  1997041 tttatgtctg ccgtttcgaa aggccgtttt tttgatggtg tgataaaagg caagtttttg
  1997101 tgccgcaaaa ttgggtagta cacaaccagg tattccataa gtaactcaaa ctgaaacggt
  1997161 cgcttcaatg ataaagattg cagagaagcc taccgtttca ggtattggga gaggattctc
  1997221 cctctgaata gcgcaaaata agtataggtg tcatacacaa taatgctgac ggaaaactta
  1997281 ttgtcgtaaa tacgttaatt tttgcgatag atcatgcctc tgcaatcaga ataatcccac
  1997341 cgtaggtaga gccgcgataa atgcagcatc aaccgtatat ggcatggtca gctttacctg
  1997401 tattttcaat tctcttccaa tagtcaattg aataagcatg ttggttggcg taaaccccat
  1997461 ggcattacaa cccaaagacg ctataacatc gccctaatta agggctatca gttagcaaaa
  1997521 tttatccgtg tggtgatgag tcactcaggt caagccattg ataaaaaatc atgtctacct
  1997581 cgtacgcctg acccagcaca ccgtgtttat ataagtttcg taaatgtaca taattcagcc
  1997641 aaaaatgatt tacattaccg cctattgctt ttaagtagcg ctgggtgtat tgctatttct
  1997701 acaggatgtg cccataataa atttccgttt ccgtgtagca atggttactg gaacgtcgcc
  1997761 ctgattgttt attcaatcgg ggcgttttat tttctggcta aatgaatacg ttttatcaga
  1997821 tcgaacgcca aacagatttg agttttttat tctgaggata ttaaccttgc acagcatcag
  1997881 agtctttttc tggctgcatt ctccgcgctg aaaaaccata attcagggag ccgcttagga
  1997941 tagaagcgaa tctcataact atctttgagt ggggttaaac gccaacgagg gcgagcttcc
  1998001 cgtttcggtt ttaaaaaacg tagacgaccg cgaacgcgag cggcttgcat atccaacacc
  1998061 caagctacag aagctgataa tggttggcga acatattcat cttcaacgct aatatcacaa
  1998121 atgcacaaaa tcctactcct cgaaaaaact gatgctgaca taattattct ggatagaggg
  1998181 cgctgaacca accactgccc accggacatt tgatctgcat cacataacta tgtgcttgta
  1998241 tgataatgtc ggctacgatc accaacactt tccacaacct aacctaccgt gaataaggac
  1998301 aaaatagcct tttacccaaa gtatcgcgta cagtggcgag gttcgtaata atactcttca
  1998361 cacaagtaag ttaagctggt gtatgaatta ttgcctgata tcgttttttt cgggtttgat
  1998421 tgatgttatt tgcggagtag gatccatgct aagtattttc gaattattta aagccgttgg
  1998481 cttaggatta gtattgctgc tgccattggc aaatccactg acgacggtgg ccttattgct
  1998541 agggttatcc ggtaatatga cccgcgagga gcgtaataat cagtcgttaa tggcggcaat
  1998601 ttatgtcttc tttatcatga ctatcgcgtt ttatgccggt cagatcgtca tgagtacatt
  1998661 tggtatctct attcccggtc tgcgtatagc tggtggctta attgtcgcgt ttattggttt
  1998721 tcgtatgctc tttccgcaac aatcggctga agatactcaa ctggaggcaa aatcccagga
  1998781 tttaaaaaaa cgtaaatcca tcaatattgc ctttgtaccg ctggcaatgc cgagtactgc
  1998841 ggggccaggt acgattgcaa tgatcatcag ttccgctgca acaatgaaag accagacaat
  1998901 gtttgcacca tgggtattgg ccatcgcccc cgtaatcaca ttcttatgcg tttcgttgat
  1998961 tttgtgggga tctttactca gctcaggagc gattatgcgc tgggttggta aaagcggtat
  1999021 tgaagcaatt tcacgtttga tgggattctt gctggtatgt atgggtgtgc aatttattat
  1999081 taatggcgtc ttagagttga tctcaactta tcaacctgtc atggcttaaa tatcaagact
  1999141 cagtaaatat aatttcaaag taaaataaaa aagtaacttg ccgtaaaatt taaagtaaac
  1999201 gctagccgat gctacaccat ccataggcta catcggttag cgttttagca ttactctgac
  1999261 atcgcccggt aagcggtatc caccttccac aagtaacgtg gagcctgtgc agccgggtgc
  1999321 ttcttttgta tatgctgata aaattcgttt gggctaagac tattaatttt attgactgcc
  1999381 agacgtttat ctgatgaaaa agtccgcaac atagcccccg cgccattcgc ataagaaacg
  1999441 atggtggcat aacgtaatgt ctgcgggtcg ttgatccccg ctaactgctg attttgtaga
  1999501 atgttgatat aagcagcacc aatatcaata ttcttcactg gatcttttag ctcacgagag
  1999561 ctcggttgac catttcgccc tttcatccgg tacgcatcac gcccggcggt agaggcttta
  1999621 atctgcatca agcctacggc attggatcta ctcacaacat ccgggttgta accagattcc
  1999681 acctggataa tcgctttaat cagtgtttca tcaacgccgt aatggctcgc ggcttgttta
  1999741 atgacgtcgc tataagcaac ggtagttgaa ccggcactgc ttttcgctac gttaagagaa
  1999801 ttgccctgtg gcgttttttt cagccacccg ttattcgctt gtggtggtgg ggtttgttta
  1999861 gcacaccccg ccaacaataa aattgccatt aggcaaccga cttttgaatt cacagtattc
  1999921 cccgtgctga taagccgttt tgtagcatat acaagttgtc actccgccca aatagatttt
  1999981 ttggcctagt ttgtccatat tcaacataat gatcaggcta tattaagtaa ctattggtaa
  2000041 gttttagttt attgtataag gaggcttgac ttcatcgcta atggtattga taatcatttt
  2000101 catttgtaaa aagagaacat cgtgatgtta attaagaaaa aaagtcctta tctcaaaatg
  2000161 atagaacgac taaactcccc ttttctacgg gctgcagcct tgtttacaat tgtcgcattc
  2000221 tcatcgctga tcagtaccgc tgctttagca gaaaataatc ccagcgatac agccaaaaaa
  2000281 ttcaaagttg tgactacatt cacaatcatt caggatattg cacaaaatat cgccggtgat
  2000341 gttgccgtgg tggagtcaat aaccaagcca ggcgcagaga ttcatgacta tcaacctacc
  2000401 ccacgagata ttgtaaaagc acagtcagca gaccttatct tatggaatgg catgaatctg
  2000461 gagcgttggt ttgagaagtt cttcgaaagt attaaagatg tcccgtctgc cgtcgtgacc
  2000521 gcaggtatta cacccctgcc tatccgtgaa ggcccctata gcggcattgc caacccacat
  2000581 gcctggatgt cgccatcaaa tgcgctaata tatattgaga atatccgcaa agcgttagtt
  2000641 gaacacgatc ccgctcatgc agaaacctat aaccgtaacg cgcaagccta tgctgaaaaa
  2000701 attaaggcgc tagatgctcc actgcgtgag cgtttatctc gtattcctgc ggaacagcgt
  2000761 tggttagtaa ccagtgaagg ggcatttagt tatcttgcca aagactatgg ttttaaagag
  2000821 gtttacttat ggccaatcaa tgcagagcaa caaggtattc cgcaacaagt tagacacgtg
  2000881 attgatatta ttcgcgaaaa taaaattccg gtggtgttta gtgagagtac tatttccgac
  2000941 aaacccgcca aacaagtgag taaagaaacc ggtgcacaat atggcggcgt gctatatgtt
  2001001 gattctctgt cgggcgaaaa aggcccggtc cccacttaca tcagtttaat taacatgact
  2001061 gtagatacta tcgctaaagg attcggtcaa tgagccaccc tgtttttgtc cgccctgagc
  2001121 tggtagtgga taacgtcact gtcacttata acaatggtca tactgccatt tatgacgcca
  2001181 gcttttcact aacgggtggg acgatctgtg cactggtagg tgttaatggc agcggtaaat
  2001241 cgaccttatt taaaagcatt atggggttag tcaagcccag tgtgggcaaa gtggaactga
  2001301 gtcacaaacc tatcagtcat gcactaaaac aaaatacgat tgcttatgta ccacagacag
  2001361 aagatgtcga ttggaacttc cctgtgcttg tggaagatgt cgtgatgatg ggccgttacg
  2001421 gtaaaatgaa ttttctacga attcccagtc gtgaagacaa agccattgtg aataaatcca
  2001481 ttgaacgagt tgggttaacg gcattgcgtt cacggcaaat tggtgaactg tctggtggcc
  2001541 agaaaaaacg tgttttcttg gcccgagccc ttgcccaaca aggcacactc ttactactgg
  2001601 atgagccatt taccggcgtt gacgtcaaaa ctgaaaatgc cattattgag ttactgcaat
  2001661 ctctacgtga cgaaggccat ctgattctgg tttcaactca taacctaggc agcgtgccgg
  2001721 aattttgtga tcacgtcatc ctaattaatc agacggtgct ggccgcgggc ccaattgaaa
  2001781 cgacatttac ccagaaaaac ctcgagatga cctttggcgg ggtattgcgc catatcaatc
  2001841 tgtcggggac ggcactgcat gatgataatg atccgcgcac cgtcaccgta ataactgatg
  2001901 atgaacgccc cgcagtattt tatggtcata ctaaaaatga tccgcctgca caaagccagt
  2001961 caaaggagca aaattcctga tgctggaact tttactgcaa ccgtttaatt ataattatat
  2002021 ggtcaaggcc atttgggtta gtgcgattgt gggggccgtt tgtgcttttc tatccgctta
  2002081 tctgatgcta aaaggctggt cgctgatggg tgatgcgtta tcacactcag tcgtgcctgg
  2002141 ggttgcaggg gcttatgctc ttggttttcc ctatgccgct ggcgctttct ttacgggtat
  2002201 gcttgccgcc ttggcaatga cgctagtacg ccacattacc cgcctacgtg aagatgccat
  2002261 tatcggtttt atcttttcta ccttttttgc tgttgggctt ttaatcgttt cactcaatcc
  2002321 cacatcagtg aatgttcagt cgatcatctt cggcaatatt ctgggtattg ctgatgaaga
  2002381 tgtcttgcag gtagaaatca ttattttggt ttcttttgtg attttatgtt tgatctggaa
  2002441 agatttatta gcggtgtttt tcgatgaaag ccacgccatg tcaattggtt tatccccact
  2002501 gcgcttaaaa atcttattct ttacgctcct gagcgcctgt actgtcgccg ctttacaaac
  2002561 cgtgggggcc attttagtga tagctatggt cgtcactcca ggggcaacag cctatttact
  2002621 gaccgatcgt ttcggccgct tgctcattat tgccattgct attggggcca ttaccagtgc
  2002681 tttcggcgcg tatctcagtt tttatctgga tggggcaacc ggtggcgtta ttgtcacctt
  2002741 acaaacactg gtattcctgc cggctttctt ctttgccccc aaacacggat tactggcaac
  2002801 ccgataccgc acacggttga aacgtcgtca tccgccggtt catcttccgg aggataacct
  2002861 atgaatatgc tgttcagttt gatcagtgag ccattcgcct acccctttat gcagcgggca
  2002921 attgtcgcgg caatcgtcac tggtgtggtc tgcgcgatac tctcttgcta cctggtactc
  2002981 aaagggtggt cgctaatggg agatgctatt tctcatgctg tgctgccagg gattgttctg
  2003041 gctttttggc tcggtatccc tctggtcatc ggcgcttttg tctcagggat attttgtgcc
  2003101 gtggcaactg gctatttaaa agaaaacagc cgggttaaag aagataccgt catggggatt
  2003161 gttttttctg gcatgttcgc gttcggctta gtgctgttct cccgtataga tactgaccag
  2003221 cacctcagcc acattttgtt cggtaacatg ctggggattt cgctgacaga actgaaacag
  2003281 accctgtgga tcgcaggttt cacgctattg gtggtgttac taaagcgcaa agactttatg
  2003341 ttgtactgtt tcgatccaaa ccatgcgcgg gttatcgggc tacccgttaa gtttctgcat
  2003401 tacggtttac tttgcttact ggcattgact atcgtcgcgt cattgcaggc agttggcgtt
  2003461 attctcgtca tcgccatgtt gatagcgccg ggtattatcg cctttatgat ttgtcgtagt
  2003521 tttgatcaaa tgctggttgt cgcgacactg gtttcagtgg tcgcctgtgt tttaggtaca
  2003581 ttaatcagtt ttcatattga tggtgcaaca ggcccatgca tcgtgattat tcaagcttta
  2003641 ttctttgttg tcgccctcat ttacaaccat ataaaaccga ttaaagaccg aaaaatggca
  2003701 ccactcacca aggcagtaaa tccagaaaat acagccccaa gtaacctgcc atagcagtga
  2003761 cgtttctatt tatatgcggt gctgtatgtc tattatatag cccgcctatt accatcaacg
  2003821 aatggctgtc agcattaatg cctgcgtgtt ttctacagtg atattttgtc gtgataccga
  2003881 tataacgtat caacaacgtt attcgcctct tttttatttg atgccatttc atgcttatgt
  2003941 cggttttata ctcgtgcagt tttatctggc gcggttatcc ctgtgcgcca gctcctattt
  2004001 ttcgcatcat aaagacgtta acctaacgat gtgactgata gcggataagg ggtgaatcat
  2004061 gtggcaagca gtgaatcgtc tgttaagtga atgcctcggc cccgccgaga ttcgggaaag
  2004121 aactgaatta cccggtgggg atattcatga agcctggcgt ctcagctacg gggaaaaaga
  2004181 ggttttcgtt aagtgcaata cccgcgagat gctgccaata tttactgcgg agtctgatca
  2004241 gctctcgtta ttagcccgca gtaaaacagt gcaagtcccc gaagtgtatg gggttggcag
  2004301 tgatcgtgat tacagtttcc tcttgcttga atatatccca ctaaaaccgt tggatgccca
  2004361 caatgcttat tgtctagggc agcaattagc ccatttgcac caatggagcg agcaactcca
  2004421 gttcgggctg gattttgata atgatttagc caccacccca caacctaata gctggcaacg
  2004481 tcgctgggcg caattttttg cggaaaaacg tatcggttgg caactgcaac tcgccgccga
  2004541 gaaagggatg tcatttggtg atattgatga cataaccaac gctgttcagg agcgcttgca
  2004601 aagccaccag ccacagccat cattgctaca tggtgattta tggccagcaa actgtgctgc
  2004661 cagcagcaat gggcctgtta tttttgatcc tgcgtgttac tggggagatc gggaatgtga
  2004721 tctctctatg ttgccactct accccacatt accggcacaa atttatgatg gttatcaaag
  2004781 cgtctggcca ctacctatcg gttttattga gcgccaatct atttatcagc tctattactt
  2004841 attgaaccgt agcaatctgt ttggtggcaa gcacctgatc aatgcgcaaa aagccgtcga
  2004901 taacttgttg catcccgaac agttttcgct ttaacggtaa actgggggtt gctgccaaaa
  2004961 agttggcgcc aaatacgctt tgcaccacgc tattttttcc aacaataaat gaaaaaagcc
  2005021 agcgcatcgc agtggtgttg gctttgatgt caaataaacc gcttatccct gaatcataat
  2005081 gccaagtaac ttaatcacaa aatagccgag cacgccgata accgatggca ggatatataa
  2005141 cgtgaaaaac tgcaaaaaga tggtgtgatg cggcaatact atcttttctt ctagttgctc
  2005201 acgactatgg ccttcattac ctttggctcg ctctaaaatc atctgatctt caatgccctc
  2005261 ccgaatatgt cgtacttgcc gtgacatccg agcaccggag gcttgtaatg ataggccgac
  2005321 aaaaatcaac atataaataa tgaaaaacat gatatttccc gcggacaacc cctgttctaa
  2005381 attagggact ggcgagttat accaaaaaat attcaaaaaa ggcgtattaa agcgcgccat
  2005441 gtcggtcata acatggataa aatccaacat aaccgcatta acccctgtcc ctttttggct
  2005501 atacaaatag acaaaattga taattgagat cagtgttgac agcagcgctg gaataaaaac
  2005561 gagccatcct gcaatccgtt tgatgacggc gacgcgccca gcctgttgat aggtcatgat
  2005621 ttctccttgt aaaggttata acttatgtgg cctggtctat ctgctacatc cacacgttgt
  2005681 gcggtacttt accgctatgt ttgctattta tttactgtaa agtctattag ttactgcaaa
  2005741 atctattagt tactgcaaag tctattattt gtcgtcaagg ctatgcctta tcatcaagcc
  2005801 aatcacttaa catcaagcct agctcatcag catagttcta ttatattaat gaattaaatt
  2005861 cgtactagta attacttgta tgtatcttat tgggcactgt gcatgccgtg ctaaatataa
  2005921 acggtatctt aagccatgat aaagagtcat gttcaacccg aacaaccgtt atgaatcaat
  2005981 gataaagtga tcaactcata actaaacact gacaggagtg atgataaatg gcgaccgctc
  2006041 atccaattaa agccgcaatt tttgatatgg acggcttgtt gattgactct gagcctttat
  2006101 ggctgcaggc cgaactggat attttcaccg ccctgggctt ggatacatcc tctcgagatt
  2006161 ccctgccaga tactcttggc ctgcgtatcg atttagtggt taagctttgg tatcaaacaa
  2006221 tgccttggca ggggccgagc caagaagagg tttgcaatcg tatcattgcc agagcaattg
  2006281 atttagttga agatacacgg cctgttttac ctggcgttga atatgcatta gcgctttgcc
  2006341 gccaacaagg gctgaaaatt ggtctggcgt cagcctcccc gctacacatg caggagcggg
  2006401 tgctcgcaat gctaggcgtt gaaaagtact tcgattgctt ggtttccgct gaatacctcc
  2006461 cctacagcaa gccgcatcca gaagtttatc tgaatgccgc cgctcagctt gatgttgatc
  2006521 cattacaatg tgtcacgctg gaagattcag taaacggtat gatagcgacc aaagcggcac
  2006581 gtatgcgctc tattgtcatc ccatcagttg agtaccgcgc agatccacgc tgggcattgg
  2006641 ccgatattca attggaatca ttagatcaat tgcgcaagga cgacatctcg tagtgtatgt
  2006701 atatgatatg gaaataagcg tttttagtga caaatgtaga tagtgacaaa ggtaaatagt
  2006761 gacaaaggta aatagcggca aatgcggctt tttagtaaaa aagtcgctat agcgatacgg
  2006821 agtggaaagg atattgctgt cgtcagcggt aataaagggc ggccagagtc agtgactcag
  2006881 ccgccgaata tattttagag aaaatcatga gcctgtccat aattctgtgt aactgccacc
  2006941 gtattaaagg tgatcgctca ggcggtcacc gaactcgata ataaaacggc tcatcgctaa
  2007001 ccgccagttc tggatcggca tactccattt ttttgatgca tccttgatcg ccaaataaac
  2007061 aaccttccgc actgagtcgt ctgtcgggaa cactttgcgc tttttaatgg ctgcacggat
  2007121 cacgctgttc accgattcga tggcattcgt ggtgtagata gccttgcgga tatcgggcgg
  2007181 atagccgaag aatgtattga gattttccca gtgcgtacgc caacttttgc taatttgcgg
  2007241 gtatttgtcg tcccaggcct ccgcaaactt atccagcgcc atcagcgccg cctcttctgt
  2007301 cggagcctga tacaccattt tcaaaccgct ggtgacggct ttatagtcct tccatgacac
  2007361 atatttcagg ctgttgcgta ccatatggat gatgcacagc tggatgtgag tctgcggata
  2007421 aacactgttt atcgcatccg ggaacccctt caggccatcc acgcaggcaa tcagaatgtc
  2007481 ctgaagaccg cgatttttta gctctgtcag cacacttagc cagaacttcg caccttcatt
  2007541 ttctgccagc cacatgccca gcagctcttt ctgaccttca gtgttgatgc ccagcgctag
  2007601 gaacactgct ttgtttatca cgctaccgtt ctggcggact tttacgacaa tgcagtccat
  2007661 ataaacaatg ggatacagag catccagttg gcggttttgc cattcagcaa cctgctcttt
  2007721 tacggcatcg gtgactttag atatcagcgt gggagacaca tcggcgtcat acatctcttt
  2007781 gaaggtggcg acgatttcgc gggtggtcat gcctttggcg tacagggaca aaatctggct
  2007841 gtccatctgt gtgatacgcg tctgattttt ctttatcagc tgcggttcaa aggtgttttc
  2007901 gcggtcgcgt ggcgtattca gctcgatttc gccgtcgtcg catagcagtg ttttggacga
  2007961 atagccgttg cgggtattcg agcctgattt aggggtattt ttctcgtgcc cgaggtgttc
  2008021 ggtaagctct gcatttaacg ctgtttcgac ggtaagcttt gttagcatac gagaaaatgc
  2008081 attaaggtcg gcttcggttt taagaccttt agccagttca gccgcaagtg ctttaagttt
  2008141 cttttcgtcc ataatttgcc tgtctccgtt gttggagtga agatatcaaa aacaggcaat
  2008201 tacacaatat tgtttacagt ctcaaaatca tcccgtttag gcgtaaaagt atcaatcaag
  2008261 atgctgttgt cttccaacga tactgcaccg tgcatttcat ttttcaccgc gcgatacgca
  2008321 tcccctgctt tcaaaatacg tttttgccct tcaatctcta cttcgaagct acctgctgca
  2008381 acataagcaa tctggtcatg gatatcgtgt ttatgagcga caccaatagc ccctttttca
  2008441 aagtgaacac agaccatcat cagctcatcg ctccaggtca tcactttgcg tttaatgcca
  2008501 ttgcctaact cttcccaagg agtttcatca ttgataaaga acattttcat tatcttgcct
  2008561 cattttacag aataagtttc tggtgtagcg cagtcacagt tttacgctga atcgagtgca
  2008621 ttctacgggt aaaatccgta gggtgaccat aattaatcca aaaatcatga cgtgcctcaa
  2008681 aaaataataa aacatcattt catttttatt gaattaactt cccgcaaaca ctatcatctc
  2008741 tgcatcacaa gaaacactcg gtcaaaaatc agactcgtgt agatgccagc gcacaccatg
  2008801 gcttcatacg cactttctga ccctatcgtg gtttctggcc tgggttatcc ccaccaagat
  2008861 acggttctac aagagaggca ctgacatgca agttcgtcaa agtattcata gcgaccacgc
  2008921 taagcaactc gacacagctg gcctgcgccg tgaatttctg attgaaaaga ttttcgccgc
  2008981 agatgactac accatgacct atagccacat tgaccgcatt atcgtcggtg gcattttacc
  2009041 ggtcagcaaa gccgtcagca tcggtaatga agtgggtaag caactgggtg tcagttactt
  2009101 cctcgaacgc cgtgaattag gtgcaatcaa tattggtggg ccaggtctga tagtggttga
  2009161 tgggcagact tatgacattg gcaatgaaga agccttgtat gtcggtaaag gtgcgaaaga
  2009221 agtaaaattt agcagcatcg acagggctaa tcctgccaag ttctactaca acagtgcccc
  2009281 tgctcacacc acttatccaa acaaaaaaat caccctggca gaggcgtcac cacaaacgtt
  2009341 aggtgatgat gccaccagta accgtcgcac tatcaacaaa tatattgtgc ctgacgtgtt
  2009401 acccacctgc caattgagca tgggtctgac caaactggct ccaggtagtc tgtggaatac
  2009461 catgccatgt catacccatg aacgccgtat ggaagtgtat ttttactttg atatggacga
  2009521 agagactgcc gtcttccata tgatgggaca gcctcaggaa acgcgtcatt tgctcgttca
  2009581 taacgaacaa gcggtaattt caccaagttg gtctatccat tctggtgtag gcaccaaacg
  2009641 ttataccttc atctggggca tggtcggtga aaaccaagtc tttggtgata tggaccatat
  2009701 agctgttagc gaactgcgtt aagtatcacc tattaaagcc acctttacgg cggctttcac
  2009761 ctccaataat gaaatcgcgg tcatcgttga ccgccttgag agagatttta gctatgattt
  2009821 tagattcctt tgaattgaaa ggtaaagttg cgctggtgac tggttgcgat actggcttag
  2009881 gccaaggcat ggcgatcggt ttagcagaag cgggttgcga tatcatcggc gtgaatattg
  2009941 tcgagccacg tgagactatc gaacaagtga ctgcactggg ccgtcgcttt ttcagcctga
  2010001 ccgctgacct gagcaacatt gaatgcatcc cttccctatt agagcgtgct gtcgctgaat
  2010061 ttggccatat tgatattctg gtcaacaacg cggggatcat ccgccgtgaa gatgccatta
  2010121 atttcagcga aaaggactgg gacgatgtca tgaacgttaa catcaagtct gtgttcttta
  2010181 tgtcccaagc ggttgctaaa cagtttatta aacaaggtaa tggcggcaaa attattaacg
  2010241 ttgcctcgat gctgtcttac caagggggga ttcgtgtccc ttcttatact gcctcgaaaa
  2010301 gtgccgtcat gggcgtgacc cgtctgttag ccaacgaatg ggcaaagcac ggcatcaatg
  2010361 tcaacgcggt cgctccaggt tatatggcaa ccaataacac ccagcagttg cgtaaagatg
  2010421 aagagcgtag caaagagatc cttgaccgta tcccggctgg ccgttggggc ttacctgatg
  2010481 atctgaaagg cccagtagtc ttcctggcct ctaaagcatc tgattatatc agcggttata
  2010541 ctatcgccgt tgatggcggt tggttagcac gataaaccac catctactat ccactatcgc
  2010601 gattaatttg agttaacacg acttatctac cttattgtga cattcaactc aaaaacgcat
  2010661 caggcacaac tttggttgtg ccttttttat tatttattta tcaattagtt aacaaataaa
  2010721 attttcggtt tttttcttat aaaaccacca aaataaaaaa tcaaaacaac gttccgactt
  2010781 cgatcacact tttgtcattc atccaatgac tcgccagtaa atacaaatat aatagattga
  2010841 aacgatgttt ctatttataa ggaacctaaa gccggttccg tcctgacgtt tcgaaggtgg
  2010901 ggttacgacg atgggtttta caggcaacat taaaggcagc gacgcaatga tgattaactg
  2010961 gctcagcgct atccgcagct atgttgattt agtccagtct gttggtcaca gtcagcttaa
  2011021 tccatcccca ttgctagccg atggttttga tgtattgact caccaacctg ttgtttggga
  2011081 attccctgac ggccaccata ctccgatatc taacttcgcc agccagcaaa actggttacg
  2011141 gacattggat gccctcagct tggtgactca ggatccgcaa tatcaccagc aagcccggat
  2011201 acaaagcggc tattttatgc agcatggtgt ccataacgaa agtgggcttt tttactgggg
  2011261 tgggcatcgt ttcctcaatc tggataccct aaaaactgaa gggccagcct caaaagacca
  2011321 ggtacatgag ctaaaacatc atctgcccta ttacgatcta ctggtaacca ttgatcggga
  2011381 gaggaccctt aattgtcaac gacggatgaa aagtgatcca cttatatctc caccaacggc
  2011441 ccaatattga tccaccgttt tactcaggat tagcttctgc tataaccccg gcctttcgtt
  2011501 tctgtctgag tcgatagctt tctcctttga tttgaacgac atgtgagtgg tgtaagatac
  2011561 ggtccagcat cgctgaggtc agtgctgcat caccggcgaa cgtttgatcc cactgcccga
  2011621 acggcagatt ggatgtcagg atcattgcgc tcttttcgta acgtttagcg atgacctgga
  2011681 agaacagctt tgcttcttcc tgactgaacg gcagatagcc tatttcatca atgatgagca
  2011741 ggcggggggc cattactcca cgctgaagcg tcgttttata acggccctga cgttgtgccg
  2011801 tagataactg aagtaacaga tctgctgctg ttgtgaagcg aactttgata cctgcacgga
  2011861 ctgcttcata gcccatcgct attgccagat gggttttccc cacacctgat ggccccagta
  2011921 atacgatatt ttcattacgt tctatgaagc tgagtgagcg taacgactgg agttgcttct
  2011981 gcggtgctcc ggtggcgaat gtgaagtcat actcttcgaa cgttttcacc gccgggaagg
  2012041 ctgccattcg ggtatacatc gcctgtttac gttgatgacg tgccagtttt tcttcatgaa
  2012101 gcagatgctc caggaagtcc atataactcc attcctggtc tactgcctgt tgtgacagcg
  2012161 caggcgctgc gcttataagg ctttccagtt gcaactgccc ggcgagcgcc atcagtcgtt
  2012221 gatgttgcag ttccatcatc acgccactcc tctgcagaat gagtcgtaga tggagagtgg
  2012281 atgatgcagg gggtgtttgt cgaagttcac cagattttca tcaagatgca cgtcatactc
  2012341 ttttttctcc ggaggcagtg ccagcatgga ctgctgctct tcgagccagc gatcgcaggg
  2012401 acgggcctgg attgtttcat gctttcgttg gttagcgaca tcgtgcagcc agcgcagacc
  2012461 gtggcggttg gctgtttcaa catcgacagt gatccccatc gggcgcaggc gagtcattag
  2012521 tgggatgtaa aaactgttac gggtgtactg caccatccgt tccaccttac ctttagtctg
  2012581 tgccctgaag gggcgacaca gtcggggaga gaagcccatc tccttgccga actgccacag
  2012641 cgaaggatgg aaccggtgct gaccggtctg atatgcgtca cgttgcagaa ccacagtttt
  2012701 catattgtca tacaacactt cgcgcggcac accaccaaag aagcggaacg cattacgatg
  2012761 gcaggtctcc agcgtgtcat aacgcatatt gtcagtgaat tcgatgtaca gcattcggct
  2012821 gtatccgaga acagcaacga acacgtgaag cggtgagcga ccattacgca tagtgcccca
  2012881 gtcaacctgc atctgtcgtc cgggttcagt ttcgaaccga acggcaggct cctgctcctg
  2012941 aggaaccgag agagaacgaa tgaatgccct gagaatggtc attccgccac gatatccctg
  2013001 gtctctgatc tcgcgagcga ttaccgttgc cgggattttg taaggatgag catcggcgat
  2013061 gcgttgacga atataatccc ggtattcatc caggagtgaa gcaacagcag gtcgcggcgt
  2013121 atattttggc ggctcagatt ttgcctgcaa ataacgttta acggtattgc gggagatccc
  2013181 cagttctctg gcaatcgccc ggctactcat tccctgcttg tgcaggattt taatttccat
  2013241 aactgtctca aaagtgacca taaactctcc tgaatcagga gagcagatta ccccctggat
  2013301 ctgatttcag gcgttgggtg tggatcacta ttgcaccgtt cgttacatta atttcttaca
  2013361 aggattttgg cacgctcacg tagaagattg gaaaaccctg gatctgggcc gccatggcaa
  2013421 ttacagcaag caacgtgacc cacaggtttt tacccatcct cgatatgatg tggttaaccc
  2013481 agcagagtta ccaaaactgc ctgaaaccaa aggactcacc tttgttaacg cgggcactga
  2013541 cttaatttac gcagcctata aatatgctga atataccggc gatgctgcgg ctgcggcatg
  2013601 gggaaaacat ctgtaccgcc agtatgtttt agcgcgtaat cctgaaacag gtttaccggt
  2013661 ctatcagttc agttcaccac aacaacgcca gccaataccc gctgacgata accagactca
  2013721 atcttggtat ggcgaccgtg ccaagcgcca atttggccca gagtttggtg aaattgcccg
  2013781 tgaagccaat gtgttgttcc gcgatatgcg cccattgttg atagacaatc cactcgccat
  2013841 gctggatatc ttgcgccagc agcctgatgc agaggtcttg cagtgggtga ttgatggtct
  2013901 caagaattac tatcgctttg cttatgatgt cgagagcaat acattgcgcc cattatggaa
  2013961 cgatggccaa gatatgagtg gctacgtctt accgcgtgat ggctattatg gcgtcaaggg
  2014021 cactgttatc tcaccattcc cattagacgt cgattatttg ttaccgctgg tacgtgcctg
  2014081 gcggttaagt gaagatgaag agttactgga tttaattggc gtgttattgc tccgctggca
  2014141 attagctgag ctgaataaaa cacagcggcg cgcaacactg atggccgctc aacgccctat
  2014201 tgcctctccc tacctgctac tggctctagt cgaactggct gagcattgtc aatgccctac
  2014261 attgtttacc ttggcatggc aaataggtga tgacctcttt aaacgacatt accaccgcgg
  2014321 actgtttgta gaatcggctc agcaccgcta tttccgtatc gacaatccga ttgcattagc
  2014381 attattaacc ttgattgccg ctaaacaaga taagttagca gcaatacctc aatttattac
  2014441 taacggtggt tatatccatg gagattatcg ggtaaatggg gaaagccgaa ctctgtatga
  2014501 catcgatttt atttatccga cacttttgaa tcagtagttt tatttatctt tcattttatt
  2014561 aaaaataggt aagcattatg aatgaaaaca gaatgctggg gttagcctat atatcacctt
  2014621 atataatagg gttgataata ttcacggctt tcccctttgt atcatctttc tttctcagtt
  2014681 ttactgagta tgacttaatg agccctcccg tctataacgg gatcgagaat tatcgttata
  2014741 tgctgacgga agatgactta ttctggaaat ccatgggcgt gactttcgct tatgtgtttc
  2014801 tgactattcc attaaaattg gcttttgctc tagggatcgc ttttgtactg aactttaaat
  2014861 tacggggtat cggtttcttc cgtaccgcat tctatatccc atcaatcctc ggcagcagcg
  2014921 tagcgattgc cgtattatgg cgcgcgttat tcgcgattga tggtttgctt aatagcttta
  2014981 ttggtgtctt tgggtttgag gctatcaact ggctgggaga gccatcactc gcgttgacct
  2015041 ccgtcacatt actgcgtgtg tggcagttcg gttctgccat ggttatcttc ttggccgcgt
  2015101 tgcagaacgt accacagtca caatatgaag cagccatgat tgatggtgcc tctaaatggc
  2015161 aaatgtttat gaaagtcacc gtgccactga ttacgccggt tattttcttt aattttatta
  2015221 tgcaaactac gcaggccttc caagaattta ctgcacctta tgtcattacc ggtggtgggc
  2015281 caacccatta cacctattta ttctcactct atatctacga tacagcgttt aaatattttg
  2015341 atatgggata cggcgctgca ttagcctggg tgttattcct ggtcgtcgcc ctctttgcct
  2015401 caattgcatt taaatcatct aaatattggg tcttctactc cgccgataaa ggaggaaaaa
  2015461 atgactgacg tacaacaaac ttccaaccag aaaaaatcag atctggctca ggatattgct
  2015521 gatgcggaaa ttagccgcac attacgcaaa gctaaagtca gtgctgcttt ccgctatatc
  2015581 gttttgatta ttgtcggtct gttaatgctt tatccgctgt tgtggatgtt ctcagcagca
  2015641 tttaagccta ataatgaaat tttcactaca ttaggattat ggccagagca cccgacaagt
  2015701 gatggtttca ttaacggctg gaaaaccggt actgaatata atttcggtca ttacatgctg
  2015761 aacaccttta agtatgttat tccgaaagtg atcctgacca ttatctcttc caccattgtc
  2015821 gcttatggct ttgcgcgctt tgagatccct tggaagaaat tctggtttac caccttgatc
  2015881 accaccatgt tgctgccaag taccgtgttg ttgatcccgc aatacatcat gttccgtgaa
  2015941 atgggcatgc tgaatagcta cttaccgctc tatctgccgc tggccttcgc cacacaaggg
  2016001 ttcttcgttt tcatgctgat ccagttcttg cgcggtgtcc cgcgtgatat ggaagaagca
  2016061 gcacaaattg acggctgtaa ctctttccag gtgttgtggt atgtggtagt gccaatttta
  2016121 aaaccggcca ttatctctgt cgccctgttc cagttcatgt ggtcaatgaa cgactttatc
  2016181 ggcccactga tttatgtcta tagcgtagat aagtacccga tagcgctagc tctgaagatg
  2016241 tcaattgacg ttaccgaagg cgcaccgtgg aacgaaattc tggcaatggc aagcatctcc
  2016301 attctgccgt ccatcattgt tttcttcctg gctcaacgct acttcgtgca aggcgtaacc
  2016361 agcagcggaa ttaaaggtta atagaggatt tatcatggct gaagtcattt tcaataaatt
  2016421 aggtaaagtt tactccaacg gtttccgcgc ggtacatggc attgacctga agattaatga
  2016481 tggcgaattt atggttatcg ttggtccatc tggctgtgct aaatccacga ccctgcgtat
  2016541 gttggccggt cttgaaacga tcagtgatgg tgaggtccgt attggtgacc gggtggtcaa
  2016601 taatttagcg cccaaatcac gtggcattgc catggtgttc cagaactatg cgttatatcc
  2016661 gcatatgaca gtaaaagaga atctggcctt tgggttgaag ttaagcaaat tacccaaaga
  2016721 tcaaattgag gctcaagttg ctgaagccgc caaaattctg gaattagaag atcttctgga
  2016781 ccgcttaccc cgccagttgt ccggtggtca ggcacagcgt gttgctgtgg gccgtgccat
  2016841 tgtaaaaaaa ccagatgtgt tcttgttcga tgagccacta tcaaacttgg atgccaaact
  2016901 gcgcgcctcc atgcgtattc gcatctctga tttgcataaa caattgaaaa aaagcggtaa
  2016961 agcagcaacc accgtttacg taacccatga ccagacagaa gccatgacta tgggcgaccg
  2017021 tatctgtgtg atgaagctgg gccacattat gcaagtggac acccccgaca atctctatca
  2017081 ctaccctacc aatatgtttg ttgccggttt tatcggcgcg ccggaaatga atatcaaacc
  2017141 gagcacgctg gtagaaaaag aggggcaaat tggcctgaca gttggtcaat acaccctggt
  2017201 attgaatgaa agacagcagg ccaaagttgc cacccacacc ggagaaaaag tgttctttgg
  2017261 cgtacgtcct gaatttatta gcatgtctct gcaaccgttt gtcggtaatc actcacaagg
  2017321 tgaactggtt cgggtagaaa acatgggcca tgaattcttt atgtatatca aggttgaaaa
  2017381 ctttgaattg acctgccgtc tgccgtctga cgaagcacga ccgattattg aaaacggcct
  2017441 gcatcgcacc gtgtacttcc agtttgatat ggataaatgc catatctttg atgcaaaaac
  2017501 agaaaaaaat atctctcttt aacaggagca gtacccaatg aaaaaagcga tcctacacac
  2017561 gctaatagca tccactctgg ctctattgtc acatcaagct tttgcagcac aggacgacgt
  2017621 caatttacgg atgtcatggt ggggagggaa cggccgccac caggtaacat tgaaagctct
  2017681 ggaagaattc cataaacaac atccgaatat taatgttaaa gcggaatata ccggttggga
  2017741 tggccattta tctcgtttga ctacacagat tgcaggcggt actgaacctg atgtcatgca
  2017801 gactaactgg aactggctgc ctattttttc taaagacgga acaggattct tcgatttaaa
  2017861 taacgtaaaa gaacaactgg atttggcgca attcgatcca atcgaactgc aacagactac
  2017921 cgttaatggc aaactgaatg gtattccgat ctctgttact gcacgtatat tctatttcaa
  2017981 tgatgcgacc tgggctaaag caggtttaga atatccaaag acatgggatg agttactcaa
  2018041 cgcaggccaa gtatttaaag aaaaattggg tgaccaatat taccctgttg tattagagca
  2018101 tcaagatact ttagcgttaa tccgttctta tatgacacag aaatacaata ttcctaccgt
  2018161 tgatgaagca aataagaaat ttgcctacac accagagcag tgggttgagt tctttaccat
  2018221 gtacaaaaag atggtagata gccatgttat gccatcttcc aaatactatg cttcattcgg
  2018281 taagagtaat atgtacgaaa tgaagccgtg gattaatggt gagtgggcag gaacttatat
  2018341 gtggaactca accattacta aatactctga taacctgacc aaacctgcaa agttagatct
  2018401 gggcccatat ccaatgttgc ctgatgcaaa agatgctggc ttattcttta aacctgcaca
  2018461 aatgctctca attggtaaat caactaagca tcctaaagaa agtgcgatgc taattaactt
  2018521 cctgctaaac agcaaagaag gtgttgatgc attaggcctt gaacgcggtg taccgctgag
  2018581 cgcagcagct gtagcccaat tgcgtgccaa tggtgtgatt aaagatgaag atccttctgt
  2018641 tgccggtttg aatatggcat tggaattacc acatgaaatg aagacctcac cgtacttcga
  2018701 tgatccacaa attgtttcac tgttcggtga tgcaattcaa tatatagact atggtcagaa
  2018761 aagcgtagaa gaaacagcag aatactttaa taagcaaggt gatcgtattc ttaaacgtgc
  2018821 aatgcgttaa ttaatctaat tatttaactt aagtcacaaa ataaccctgc catttatttg
  2018881 gtggggttat tttgtttaat caaataaaat aacccgccaa ctagatcggt atcacaaaat
  2018941 aatatcgaaa ttataaatta gttactaaga aagatcttga tcacacaatt aattaaaaat
  2019001 acaaatagaa tgtatgacaa caacaaatga aacattgctt ctttttttgt ggttgcgcgt
  2019061 tttgttcata tgttgatttt tatagttttg ttgttttgaa taaccataac tctgggatta
  2019121 tataaaaatg aaattaaaat taattactct ggcagtggca gcagcagcag tatccgttat
  2019181 cagttttagt tccgttgcaa caacgattga ctatcgacat gaaatgaaag acaccagtaa
  2019241 atccgatcac aaagaccgtt tactgatctc aaaccgtttt gcgaatggtt ttggtttgtc
  2019301 cttggaaggt aagtggggcc agcacagctc tgataccacg ccaaataagc cattcaatga
  2019361 gcaggtcagt aatgggaccg aaatggtggc cagttatgtt tataaattca ataacacctt
  2019421 ccagatcgaa cctggtttct cattagactc tacttcagat tccaacaact accgtccata
  2019481 tatccgtgga aaagtggctt tcactgatga tttctcaacg tcactgcgct accgtccata
  2019541 ctacaaacgt aatcaacctg ctcagactaa atcgactgag aaaggacatg agttcaccat
  2019601 gttatttgct tataacttct tgaaagacta ttcagctgaa tacgaattaa actacaagaa
  2019661 gtctgaagac gaaattctgg ctaataaaga aaaatacgaa tgggcacatg atgtaaaaat
  2019721 cgcctacaaa tgggataaaa actggaaacc ctatatggct attggtaatg tcccaggcag
  2019781 taaagtgact gacgaacgcc aaactcgtta ccgcgtaggt atccaataca gtttctaaat
  2019841 atcgtgtcgt tatgagtacc ctcatcatta tttgttaagt tatgcccatt ctctgcatta
  2019901 ttttggggaa aagttgactc ccagtcactt ttcccttttt ttagcttagc gatttatgtc
  2019961 ccccctctcg tcagccgtta tacatttata gttgttattg catttatagt cgttattgca
  2020021 tttatagccg tcattcattt gcagcctgaa tacattggtc gtcggtatac ctctacgtct
  2020081 tatacctcta tgtgatattg cagccaccgg ccattagacc agggaatacc tcggtattga
  2020141 gccaattacc ctaatcagca ccatcctgta gggatccatc ctaaatgctc aaaggttatc
  2020201 caccttttat ctctgtcagg taaaaataag acatttagtt acaacgtaac gactgttcac
  2020261 gccaagaaaa atctcatata ctggataaat caacagctac aaattcggaa tttaagtatg
  2020321 acaggggaag gacaccttat tttttctgtt gcctgcgtta ttttagccaa aaaagtcggt
  2020381 ctcacgccgg aactggcaca tggcgattgg tggcatatta ttcccggcgc cctgctgacc
  2020441 tctctgctgc cagatattga tcacccaaag tcaatcctcg gccagcggtt aaagtgggtt
  2020501 tctgtgccta ttgcccgcgt atttggtcac cgcggattta cccatagctt attggcggtg
  2020561 attgctggca ttgcactgtt tcaggtagat gcaccattga atggggtgct ccccccagat
  2020621 gtatttcatg ccatgataat aggttatttc agccatctat tggccgatat gattacgcca
  2020681 gccggtgtgc cgctattgtg gccctgccgc tggcgtttca gtattccgct attgcggcca
  2020741 caaaaaggta atcaattaga acgcgtatta tgtgttctgt tagtttgttt ttccgtctac
  2020801 tggcaaactg acaccaccat cccgttgctc tactatatgg aacaattgaa aagctttagg
  2020861 ttatgaatac atcaagccgt atgaataaca ttcaaattga tttgatttaa tacaaatcaa
  2020921 tactaaaact tatatagaat tctttttgga tataagtgag ctaactcagt aactgctacc
  2020981 atatacggct agctgtacca ccgtcgtgca tcgtacttgg ctgtataaaa taaaatgcgt
  2021041 caatataata atattttgga gatttgggga tgaatttacc acttgtggtt aatgtgctgg
  2021101 tatttgcaac actgctattg ctcttagcac aaactcggca taaacagtgg agtttggcta
  2021161 aaaaagtatt gatcggctta gtactgggtg tgctgtttgg ttcagggctg caatgggtct
  2021221 atggcgcaga taatccaata ctgaaagagt ctattacttg gtttaatatt attggcaacg
  2021281 gctatgtgca actcttgcaa atgattgtta tgccgctggt attcgcctca attttgagcg
  2021341 cggtagctaa actgcacaat gcgtcatctc tgggtaaaat cagtattttg accattggta
  2021401 ctttgctctt tacgacatta attgccgcct tggttggtgt attcgtgacc aacttatttg
  2021461 gtctgacggc cgaggggttg atacaaggta ctcaggaaac agcccgtcta agcgcaattg
  2021521 agagtaatta tctaggcaaa gtagccgacc tgactgtgcc acagctgatc ttgtcattta
  2021581 ttcccaaaaa tccgtttgcc gatttaacgg gtgccagccc aacgtcaatc atcagtattg
  2021641 taatattcgc aaccttcctc ggtatcgcgg cgctacaact gttaaaagat gatgtcacga
  2021701 agggccaacg tgtactggca gcgattgata cgctgcaagc ttgggtgatg aagttagttc
  2021761 gattagtgat gaagttgacc ccatacggtg tattggcact gatgaccaaa gtggttgccg
  2021821 gttctaatat tcaggacatt atgaaactgg gcagctttgt tgtggcatcg tatctgggct
  2021881 tggccatcat gtttgttgtc catgcggtgt tgctgtcgct cacgggtatc aatccgctga
  2021941 aattctttaa aaaagtgtgg ccggtactga cttttgcgtt taccagccgc tccagtgccg
  2022001 ccagtattcc attaaatgtt gaagcgcaaa cccgccgtct gggtgtccca gaatctatcg
  2022061 ctagcttctc agcgtctttt ggagcaacta ttgggcaaaa tggctgtgcg ggcctgtatc
  2022121 cagcgatgtt ggcggtcatg gtggcaccaa cggttggtat taacccgttg gatccggtat
  2022181 ggattgctac tctggtcggg attgttacta tcagttctgc gggtgttgcc ggtgtgggtg
  2022241 gcggtgcaac cttcgccgcc ctaattgtac tgcccgcatt gggcttgccg gtgacattgg
  2022301 ttgcgttact tatctccgtt gagccattga ttgatatggg ccgtacggca ttgaacgtca
  2022361 atggctcaat gactgccggg acgatcacca gccaattaat gaagcaaaca gataaaaaca
  2022421 ttttgaataa tgaagatgac gacgttctga ctcaccagta aacgctaatt tggccattat
  2022481 taagaccgtc agatcaagct agtcactttt tagcccccaa ccgtgggata ccccacgagt
  2022541 gagtcgcttt atttttgact ggcttttttg tttctgtaaa ctgcccttca ccacgctgtg
  2022601 ttagctattt gagtagacga attatttact caaatcagtg attcggatga gtggacacaa
  2022661 ctccccccgg cagcctcaag tgctaagggt acgatatttt tcaactaatg ctaatgcaat
  2022721 ggcttcagtt tcaacatcag gcacaccact gaaatcctga ggccggaaat gcatctggaa
  2022781 cgctttgatc acttggcgag tttcagtatc caactggcca ttctggggga ttttgtagcc
  2022841 ataagccgct aatgcctgct gaatgacggc tactgaagca gcgcccttct tatctcttcc
  2022901 accaatatat tttgccactg tcgcatcatc tggccaagca cctacgccct tctcggccaa
  2022961 gcgcttccat gggaataatg ggccgggatc agattttctc agtggagcaa tatcactgtg
  2023021 ggccacaaca tcagacggag aaatattgta acgttgtaca atgtctttgg tgagctgctc
  2023081 tatcaattca atctgtgatt cgttgtaggg ataccaggtt cttcctagca tcttttccgt
  2023141 gaagcctagg ttgacgattt cgataccaat cgaggtgtcg ttgaggttgt tacgcccctg
  2023201 ccaagagctg acacccgcat gccaggctct ctgcgcctct ggcactaatt gcaaagcaat
  2023261 ggcttttcca ccagctttct ttgggtgagt agggattaaa taatgggcac tcacctcacc
  2023321 ctgagtgagc aatcttagtg actcggcgtc accgactgca gtgtaatgaa ggactaaaaa
  2023381 ccgtacccgc tcattttttg caacagaggg atagtgggta tcaatttgat atgtgccacg
  2023441 gtcgatcaac tcattcgagt tgcgatgatc tgaactactg cagccggcca gcaacaataa
  2023501 tagcccccca ctcaatagct tcctcattat ttatctccct ataatttaat taatcgcggt
  2023561 tatcatgacc taaaaaaatt aaacaaatta taaacaatac ttatcaataa tcagtaaaaa
  2023621 ggccaaataa ggcttattac ctatgatagt gccaagtcag taatcatacg cgcagtaatt
  2023681 attaaggtgg atagcaatat taaggtggat agtaatatta aggggaatgg tcattattaa
  2023741 gaaacataat atccatgcga acagtatgat tattcatgtg atgaaaaaca gcccctgcca
  2023801 gaggagctgt ttttataaaa agagataaat agtgataaat agtgataatt aacagctaac
  2023861 taaagttatc caataacgat aaagtactta ccctatttat cgacactttt atcagaaagg
  2023921 ataatcgcgg taacccattt gctcagaaat attgcgggct gcgcaatgta acgatttaac
  2023981 gtaatcactc tttctgtctt cagcgaaacg tagtgtcggg aaagaaatac ttaatccggc
  2024041 aatcaccaca ccaaaacggt caaagacagg aactgcgata caacgcaaac cttcttcctg
  2024101 ttcttcaata tcctcaccaa acccttgctc acgtacctta tctaaaaccg gtaacagtgc
  2024161 agcagtgcta tccaacgtat atttggtgct gcgggtaaat tcgatatgag acagaatttc
  2024221 ttctacttca ccacgatcac gccaggctaa tagcaccttc ccaatggcag tactgtgtaa
  2024281 tgggttgcgg cggccaatgc gggaatgcat tcgtaggtta tacatcgagt caattttatg
  2024341 aatatacaca atgctatctt catccaatgc acccaagtga atagtttcac gagtttcatt
  2024401 agataattca cgcatctgaa tatcagcact gcgaatcaaa tcgacatttt gcagcgcttt
  2024461 cgcacccaat tcaaatagct tcagggtgag ggaatatttc tccgattcgc cttcctgtgc
  2024521 cacataaccc aaggacttca tggtttggag aaaacgataa actgtactct taggcatcat
  2024581 gactcgctga gaaagctcgg taatacctat ttcccgttct tcacccaacg cttgtaatat
  2024641 gccaaaaacc ttcagcaccg acgagacaga gtcgggctgt ttatctagat ctgcaatagc
  2024701 cattttttag ttaccctact cagttttctt tgattcataa aacaatatgt tttagaaaaa
  2024761 atagaacaat ggttttatta taaagggaag ttgcgagact gtgcaataaa ccaatgtgaa
  2024821 taatcggata aaagccttgc agacagcaaa ttagcctctt tctaagagag aggctaatgg
  2024881 aaaactcggc tattgccaaa cagactcagg caatgtcacc atatataatg cgggcttgcc
  2024941 gtggacgtct gacgtaaaca ggacctgctt atcatcaggc gtaaaagaag gatgaggatg
  2025001 cgtaacctgg cgatcacctt caaatacctg ccatgatgta tcatgtcgag caatacgatg
  2025061 ctgtgtccca ttctttatat tgaagacata caagaaagga tcattttcga tcttataacc
  2025121 gctgttatct tgcacatcaa ccggtgcgtc agacccatca cctaccatca gtgtgccatc
  2025181 ataattactc attaaatgtg agcaggcagg catagaagtc aattgacgat ttttcaatgt
  2025241 cactggatca gcactataaa taaaacgatc ggagctgcct ttcaaataag agacataaac
  2025301 caatgctgaa ccatctggaa cccagacttc atgcgtacag ctctcacctt ctgcatgggt
  2025361 tttcacttta cgcatattgc tgccatcttc attgatgagc cacatacgtg catcaaccag
  2025421 atcgtgtggc ccttcatggc agaacgccac ggtgctatcg tcataagggc gataaatagg
  2025481 gtgaccaagc cactgatttt cttgcaggat aaccgctgat tcgccagttt tcaaatcaac
  2025541 gcgcatcagg cggcaacacg gtttggtgaa ataaaattcg tggaatttct tccaatctgt
  2025601 caacggttgc cagtcttccc gcttaatctc aataccgacc aatttagtac aatcagaatt
  2025661 tgctacccac gttccataac cgacccactc ttctggcacc tgataaacca cgttctcttc
  2025721 taatgtggcg agatcaacac gcatcaaatt acggccatcc ttcacgtaga acagcgcatc
  2025781 atcttctggt gagaggaaac ccccaaaggt attatcaccg cgcccttcag tcagttgtgt
  2025841 tgcgacccgg ctgttaagat ccagtaaata gtaattccat gggccatcaa aagcaccacc
  2025901 gaacaacagt ttactaccat cacgggtgaa acatttctga tagaaatagt tacggtgaca
  2025961 agtgacatca gggggcgtca gtcgggtcac ttgtgcgccg gtagaggcat cctgataagt
  2026021 gtgatatgtc agggggattt gtttaccttt tgccatccgg aaaatcctta aaatcgtcag
  2026081 agaattaaaa tttactcgca ggagaacctg tcgactaata ctatctcaca ttatagaaac
  2026141 aatgtttcat ttttccgtga tcgcagttct actttttctt tttatcgtaa attactcttt
  2026201 ttatcgggcg gttaatctgg tgcaagatat gcgattaacc attacactta tgattaacgc
  2026261 catgaaccta cgattaatcc tatatactta caattaatct gatgtgtaag gatgcaatca
  2026321 ggggcaataa tcgttagcat atcaatactc acctatttta ttacttttac agatacgcac
  2026381 ctatgaaccc atcaacaagt gatggcttac ctgtacctca acgctatgcc gcgatactgg
  2026441 ttattgcttt aggtattatg atggcggtat tggacggcac tattgccaac gtggcattac
  2026501 cgactatcgc acgtgacctc aataccagcc cagcgacatc tatctgggtt gtcaatgctt
  2026561 atcagctcgc catcaccatc tcactgcttt ccatggcgtc attgggcgat atcattggtt
  2026621 accggcgggt ttatcaagct ggcttactga tattcagcgt gacctcactg ttttgtgctc
  2026681 tgtccgattc gttatggacc ctgacgtttg cccgtgtgct acaagggttt ggcgcggcgg
  2026741 cattgatgag cgtcaatacc gccctgattc gtatcattta tcctcgagcc caacttggtc
  2026801 gaggtattgg tatcaatacc ttgattgttg ctgtgtcttc agccgcgggg cccagtattg
  2026861 ccgctgccgt gttgtctgtc gcctcttggc aatggctgtt cgccctcaac gtgccaattg
  2026921 ggctattagc gtggtgttta ggtataaaat tcctacccgc caataatacg aaaagcaacg
  2026981 gcaatcgctt tgatatcacc agttgtgttc tgaatgcgct gacatttggc ttattgatca
  2027041 ccgcaatcag tggtttttcc caagggcaaa gcccggcagt gattgctgct caagtggttg
  2027101 ccctattact gattggtttc ttctttgtgc gtcgtcaact cacgcaatcc ttcccactgc
  2027161 tccccgtgga tttactgcgt attcctattt tcgcgttgtc gattggcact tcaatttttt
  2027221 cttttgccgc tcaaatgctg gcaatggtgt cgcttccctt ctttttacag accgtattgg
  2027281 gccgcgacga agtggcaacc gggctactgt tgactccatg gccgttggcc accatggtca
  2027341 ttgctccgat cgcggggcgt ttggttgagc gctatcatgc aggtttatta ggtgggattg
  2027401 gtctggctgt ttttgccagt ggtctattct tgctggcggt gttacccgcc aaccccagcg
  2027461 acgtagatat tatctggcgg atgatactgt gtggcgcggg ttttgggctg ttccagaccc
  2027521 caaataatca tacgatcatt tctgccgctc cacagcatcg tagcggcgga gccagtggca
  2027581 tgttggggac cgcccgcttg ctaggacaga cctcaggtgc tgccttggtt gcgctaatgt
  2027641 tcaatatgtt ctcaaccaac ggcacccacg cctccttgat actggctggc tgttttgcca
  2027701 gtatcgcggc actggtgagt ctcttacgtg taacacaaaa aagtcattag gctcttgggg
  2027761 gaagcctgaa tattggcttc cccccggcaa gacgatcact gatttattgt agtggctgct
  2027821 gcccttcaat gggtgagcca aaatcatcaa taatggtgaa aaacacactc atattcttcg
  2027881 ccagcgcgtt gttgcccact ggggcactgt ccacgctgct ttttggcccc accatatcat
  2027941 cagcgcccag tttgatagtg acgccctgcg cggtatgact ttgggcgata gccaatgtct
  2028001 ggaatgtgac attgaatggc gtcggattag ccacgcgtaa tacacggccc tcccctttag
  2028061 gtaccagagt gaaagacaac ttagttgcta caccttctga actgatcggt attcctgccg
  2028121 ggcggtaaaa taatttaata cgtgagcgaa aagcgatttg taccgcattt tgtgatgatt
  2028181 gatttgcaga cgctttgggc ggcacttcca acacattaag ccaaaacata gattcacggt
  2028241 cagacggcaa ctgattagcg cctccggtat aataaatacg gatagattta ttggtcttgg
  2028301 cgttaaggcg gaataccggg ctatcaacca caaacgggac gtttatctgc tcaatgggct
  2028361 tatccatttc agcgatatta ttatccaccc agagttgcag caacgctgga tgaaggccgt
  2028421 cattgaggat ctgcacactg ccggatttat cagcaccggt cactatcacc cgtgtcagac
  2028481 caatcgccac accggcttga accgtagcac tcaacaccaa actgcttaaa atagccgtaa
  2028541 tcagtaaagt acgcagatta ttcaccttac gggcacgcgg cctgaggatt agccataacg
  2028601 ttttcattta tagatcaacg taaatgtgaa ctcacctttt actgaaccag gtgtcacggt
  2028661 gttttctatt tggtaaattc ccgcctgcat ggggaccgtg taactttgtg tgctactggt
  2028721 gtcataacca ctcatcgtgt attccttatc caattcaatc gccgcatctg attggctgcg
  2028781 cagtaatacc cccacccctc agcagtcgag ttggcatcca acgcaacaac accattagcc
  2028841 gaatccagaa tactcgtcgt cgcaccaaat ttataattaa taccgtctag tccacctggg
  2028901 caatgattaa aattcagatt aaaagcttta agtgctttca ccgtaccaat gccggtaaac
  2028961 tgccgcgaat tgacctcagg tagattcacg accacatcag gcgtggtaca ggtttgcgtc
  2029021 attatctgaa tatcaatgct atttgccggg acctgaacaa tcctgtaacg agcaccacta
  2029081 ttatccggca caccatcaat ggagcgccga tggtaaagat aagcaaaatc aaatatcctt
  2029141 acgccacccg atcttagctc ctcactcgcc ttcacatagt gaatttgcat ttccattcct
  2029201 aagggaaatt taatcccatc attataagga atcggtccta ttaatggggc actcaccgtg
  2029261 ccgtctacga gcccaaaacc ctctagttgg gtccaatcgc tgctaaaacc ggccccgata
  2029321 gcacgaaaac gtacggcaat tcccaagcca ggattagtat cgccagtgcg gaaaactttg
  2029381 taattaccac catcaatatt ggtcgtaagc aatggattat aaggtgaaaa taccaaaatc
  2029441 ccagcccgca catcccggga ctggtaagcg ggtaatagcg cgcatgacca aacttcaggt
  2029501 gcactgatgg tcatccatga accaatagga tcacctatgg ccgcattagg cttaacacga
  2029561 ataatactgg tagggggatt gatataaata ctgccagtat agtcacaatt tatcccgagg
  2029621 ccttcagccc acactttact gcttggcccc ccagccacaa cgaccaatat cagtagcgta
  2029681 gcaacagaac ggacatgagc ataaacgcgc aggtacatgt tgatatgccg aatcactgtt
  2029741 ttcaccctat agaaataagc actcatttgc atatcacctc taagcgccgg tagtcacctt
  2029801 tgaccagatg accttttact aggttacctt ccggcaattt atagtcaaaa ctgcaactct
  2029861 caccgatgcc atcaccccat atcacgcgca gattaccggc ttgttgattc actcggacca
  2029921 ttgcctgacc gccctgagca ataaagccga cgcgggtccc tccgccatct tttacttccg
  2029981 ccccaaacgg caagggggtg ttatctgcca gatgccccct gactaaaacc gaataaccgg
  2030041 ttgaggtctc gaatgttacc aatgcaacag cacctgcggt tggcgcaact ttttggctag
  2030101 tacttttaaa ctcaacatct gcagatagcc ctttcggatc taattcaacc tcattctgcc
  2030161 gatacggact taaataaggc aatatcgcac gcccacgacg atcaagatac atactggagt
  2030221 agctgccgac acgcgctccc gcagcatctg gagcctcaat aataccgacg gtatcaccca
  2030281 gtgcaggggc caatatcacc ccaccacgat aagccactac cccccctgac aagctggcac
  2030341 tggcttgatc atagctgtta ctcttcgaat aactaccgcc caccgtggcg taaggtgcct
  2030401 gccaactgcc attcgcacct agggtgttat aactgccatt ttcatcgcta cggttattcg
  2030461 ctgcagatac gccatagcta aattgattat cctcacccgc agagccggaa accccggttt
  2030521 gtattgcact gctaccacga gtattggaat aactggagct caaacgtggt gcaccagcat
  2030581 gtgtccccag aggaatcgaa agggaaacac ttaattggtt gtcccaatcg ccgctaggta
  2030641 tatcacgcaa gcgattaagc gccacgttat aactcagcga cttatagcta ttcgtgtagc
  2030701 cgaattgaaa attcatatcg cggttacgtc catcccagta atcctgcaca ttggcatttg
  2030761 cgtagaacga gccatagcca tcaggtaagc cctgagcgat actcacttgc gcctgattgc
  2030821 ggcgacgata cttaaaacta tcatcgtagc gatcactgcc attcggccaa cttgaatcaa
  2030881 tctgcgtatt attgacttca ccatgctgta aataatcacg cattcgcata gcttctgctg
  2030941 gtgtataaaa accgttactg gaatagtgat aactggcgat ggtcaagttg gtattggttt
  2031001 ccggcaagga tttagcatag gtcataccaa tactttgccc acgttgatta tctttattag
  2031061 gcagacgggt ttgtgcttgc gtcacattaa atgccactgc accaactggt gtgttaaatg
  2031121 ccagcccggc agaggctgat aaatagcctt cagccgcaac catcccgccg ttaccggtga
  2031181 gtaaattgga taacccatga cgcaccgttc ccataaagag gaccggttta tctaccatcg
  2031241 aattgtcacg atactcaccg gccatcaatg agtaacgcgt ggttcccggt cgcagcaact
  2031301 ccgctatcga ggcaaaagga acgataaatg tctgttcgct gccatccgct tcggtaatgg
  2031361 tgacattgag attgcccccc tgaccggtcg ggtagaggtc gtcaatgaca aaaggccctg
  2031421 ggggtaccgt cgtttcataa ataggccgcc cctgttgacg caccacgacg cgggcgttcg
  2031481 ttcgagcaac accccgtacc actggcgcat aaccccgctg agaatccgca tacatccggt
  2031541 catctgaggt caactcaatg ccgcgatagc taaggctgtc gaacacctga ccatccgtgt
  2031601 ttgaatcacc aatagtcatt ttgctgtata gcgagggaac ggcccgttca acataagtgg
  2031661 ccaggttctg ataatcaaag ccttggctat cacttcgatt caatgcactg cggtaatata
  2031721 gacgccagct ttgccagtta agcccgccca agagccccag atattgataa gtctggctac
  2031781 cgatatcatt ctggttactg cggtaaccgg tatagtcata tttcaaggtg gccgctgtca
  2031841 cgccatcatc ccaatattta ggatgcacat aaccgcgagc ctggcggatc agataagctt
  2031901 gaggaacctg aatatccaag cgttgctgat tgtcgtcgaa aatagcattt ccaccttcca
  2031961 gcaaacgact caacggagag catgccccgc gactttcgag caatttcacg gtatcggaag
  2032021 ataacttcgc cgtatcaacc cccaactcat caaagagttt tacgtcaaaa cagggggtgg
  2032081 caactttcga ttctggcgac ggcaaggcaa aacgcatttc ctgacgacca atccattgat
  2032141 catttaaata gatatcaacc tgacgctcac cgggggaaac aggattaccc tcactgtagc
  2032201 gggtggcatc aacgggaaaa cggaggaagg cgtcactaaa ttcaacgtat tcagaattct
  2032261 cggcggcaga tgacggaata tataacatgc caccaatacc acaaatagcg aaagagaatg
  2032321 ccggtaaata ttttaggcac tcgttttttt gaaaaaatat gaaagcacta agcattatat
  2032381 cgaggccatt aaattaaatg cagtatataa aagtgcaaaa aatacaaatt acccttaatt
  2032441 tgtatttttt atagttttat tgggtcagtt tttgcgtacc ttgagtttcg ccgccctgat
  2032501 cattaataac agaataaaaa acttgtgccg aattattgat cgatgctttt gcactcgtag
  2032561 gtaagcttag ttcactaaaa ggggcaacca ttttattatt gattttagta aaattagcca
  2032621 atacaggccc tttctctgac gtgcgtaatt ctagctttct caaggtaatg taatacggtg
  2032681 aggcattctt tatgacgatc tgattgcctt tcattgaaaa tgcgagactc ttggccgctt
  2032741 gcgcaggtaa tacggttaat ccttcagggc ggtaaaacat tttaattctg gtacggaaag
  2032801 ccaattgcat tttgttctca ccaccagccg cactttggat tggctttggc gggacttcta
  2032861 ataagttaaa ccaaaatagg gtttcacgat cagccgctaa tccaccatca gtgcgaaaaa
  2032921 gacgaatagt ctgatccctt ttagggtcta aacgtactac tgggggggtt acactaaacg
  2032981 gcaccttgat agcctctggg cgtgcgttcg catcaccttt atctatccag gcctgaagca
  2033041 ggaccggcat atcgcccgta ttggaaacct ttaccacccc ctcacgttgt ttctcttcat
  2033101 aaataacacg tgtcccactg atcatcactt cagcacgagc cacagtcgcc acaaccgata
  2033161 atattaagag tgtcagtgtc gttaagagtc gcactgtcct taaaaaggac aatatagtaa
  2033221 ggagcgttct gcgcatatgg gttccaatga tgtcgaactt ataaagctgg gagcactaag
  2033281 ctcccatttt atgccggatt ggacttgcta tccgcgttag ttaatcatga acaagtgtta
  2033341 atcataaata agcattaatc atgaacaagt attaatcata aacaagcatt aatcataaac
  2033401 gatagtatag tcgacattcg tcgcgaccaa acctgcttcg acattcgctt catttgcata
  2033461 atattgtgca taatagctta atgtcgcgcc atcaccagaa atatcttcta cgacattacc
  2033521 ttggttgcca gaacccacca caataggtgc actatttttg tctaatagac gaacctgtac
  2033581 gccggttgca ccatcgatgt cactgttatt caaacgacca gtagacgctt ctacggtagt
  2033641 accctgttca aaatgagcat aggcattacc cattgtcgcc ccagtacaac cggttaatac
  2033701 gatattgaaa ggtgtggtac ccgctacaga attaatgccg tctaatgcgc ttgcagagac
  2033761 aactggcaat gtgacggtgc catctttagt gccattatta acagagatac cacacgtcgt
  2033821 gtcagtaatt ttaccgttaa tagtaatagt accatcggct gcaaatgctg attgggcaat
  2033881 aaataagcca gcgaaagctg caattaacac attgcttgat ttaattttca cgtttatttc
  2033941 ctgtatttaa tagcaaggtt ttatattaat aaactgagcg gaattaatat aatcagttag
  2034001 tgtggttcga tttcgattaa tctattatta cagcatttag gtaattgtca atttgaccaa
  2034061 aattagacaa ttgtcaattc atcataaaat gttaagaatg atcagaagtg caataaagaa
  2034121 aaacggaatt gccttgtatg aattatccca atttgcgtaa gaaaattcct acaaaacatt
  2034181 ttttatttaa aaaaataata atatgaaggt ctattggagt caaaaaataa ttggcgaata
  2034241 aaaatcaata aaaacagcag catgagattt ttcttatgtt agcattagaa tgaaaagaca
  2034301 aaaaaattca tttttcaatg aagtaagtca cagatttttt aatgaaatta gcgacagaaa
  2034361 catttttaca cattatttac ttaactaagg tgaaaaaaaa tttttattta ggaaaattac
  2034421 tgtaattcat gctatccacc tatcaaatct aggcgtttgg cattatggcc acggtaaaaa
  2034481 aacaccctgt cagcttaccg ctcacagggt gtgaagacca tattatcatt tcgcgaatag
  2034541 aaacctctta tttcgctcta ttaatttcta ttacctcaaa tactgatatt acttcagata
  2034601 ctgaccagaa cgtaatgcct ctatacgttt atctaaaggc gggtgtgaca taaacaattc
  2034661 actaaacgtt ttagatttac cattaataca gaaagccatc atgctacccg cttcctgcgg
  2034721 ttcatagctg gttttcagcc gttgtaatgc cgcaatcatt ttttcacgcc caaccaattt
  2034781 tgcggaaccg gcatctgcat ggaactcacg atggcgtgaa aaccacatgg taataatact
  2034841 ggcaagaatg ccgaacacta attctagtac cattgatacg gcaaaataga ccattggatt
  2034901 accggggctg ttactttcac cgtctcggtc acctgataag aaaccagcgg caatttgtgc
  2034961 aatcagtcgt gaaataaaga tcacgaacgt attcacgacc ccttgaatca aagtcatggt
  2035021 taccatatca ccattagcca catgactgat ttcatgggca atcacggctt cagcctcatc
  2035081 acggctcata ttttgcaata aaccggtact gaccgccacc agagaggcat ctcgacgtgc
  2035141 ccccgtcgca aaggcgttaa tatccggtgc ctgataaata gccacttgtg gcatggcgat
  2035201 ccctacctgt tgagactggc gacgtacggt ttccaacaac caatattctg tttcattacg
  2035261 tggccgttca ataacctccc cgcctactga acgtaaagcc atccatttgg acatcagtaa
  2035321 cgaaacaaat gcgccgccga aaccaaacag acccgccata atcatcagcc cctgcacact
  2035381 gcttgactga attcccgtca gacttaacac caacccgaac actagcatca ccgccaggtt
  2035441 ggtgagaagg aacagagcga tacgcatcat aaaaattttt ccttattgtg ttggtcaaat
  2035501 taattgtgtt gaaccaaatt aattgtgttg aaccaaatta atcgtgttga gtcatatttg
  2035561 tgttaaataa aaagatgctt ggataaatta ctgtagatac gttaatcgta tgggcatctg
  2035621 ataaattttc aaggtttgtt aagttctaac aaaaaaaatc aacacaactt tacaaatttg
  2035681 gacgcttttt attacatgtt ttatcatttc ttcaccatat gagatccttg gcagagcaac
  2035741 gtacatatcc ctatttattc attattattt tgtagatcga ttaagaatga gtcgctcaga
  2035801 gctggtctga accgcctagg caagacaccg tgacctctga ttttaacaag ggttaagcag
  2035861 cctgttcatc cgtcatgcac ctgaaaaaag caaaaaaaaa tccgagtcca ataagacccg
  2035921 gattcttcat attatttgca gatttatttt accgttgccc cagcggtagc agcagcgaca
  2035981 gggcgagatg caatctgtgg ctgagctttt tccttgtggg ctaaatccaa ggcaatattc
  2036041 accgtttcat ccaaataagg gtctggctcc tgataatctt ttggtaaatc atccaacgat
  2036101 ttcagaggct tcttaccttc acggatgaag cgttcattta aacgagtcaa gcgcgtcata
  2036161 tcatcatcac ggttctcttt ttcacgctgg gcgtaattga gagagacaat gttacgctta
  2036221 tctttcaaag ccttataacg ctcaatatct ttctgaatat actggaattc aggattagcg
  2036281 gcgatacgct cagcatgatt cttcagtaac tcaggctccc agggtttcaa atcacccgtt
  2036341 ttggtataac tggcagcatt gatcctgtcc catggcaaag cattatcttc gaagttttca
  2036401 cccgtttccg ccggatcaac ccctgtaggc atcacgatat ccggagtcac acctttgcgc
  2036461 tgcgtactac cgccatccac ccgataaaac ttctgaatgg tgtattgcag tgagcctaac
  2036521 gctggccact cagggcgtag catttgatcg tatatacgat taagtgagcg atattgctga
  2036581 acagtgcctt tgccgaaggt tggctcaccg acaattaatg cacggccata atcctgcata
  2036641 gcggcggcaa aaatctcaga tgccgacgca ctgtagcgat caaccaatac caccagcggg
  2036701 cctttgtaat acaccacacc gtcagtatca ctgtcttcac gcactttgcc attgttatcc
  2036761 cgcacctgaa ccactggccc actcggaatg aacaaaccag aaagtgaaac agcttcggtt
  2036821 aatgcgccgc caccattact gcgtagatca atgatgatgc tgctgacatt ctgtttctca
  2036881 agcttctgta attgcacctt aacgtcttcg gtcaggccaa catagaaacc cggaatatcc
  2036941 aacacaccta cgcgttcttt accgatggtt ttcaccgaca ttttcaccgc gcgatcttcc
  2037001 agacgaatgc gctcgcgggt caaggttaca gtacgaggtt tagtcccttt acccgcaggt
  2037061 aaaatttcta accgtacttt actgcccttt ggccctttga tcagagcaac cacatcgtca
  2037121 agacgccagc ctataacatc aaccattggc ttacccgcct gccctacacc gataacccga
  2037181 tcacccaccg ctatcgtttt actcttcgcc gccggaccac cagggaccat agaattgatg
  2037241 agtgtataat catcatccat ttgcaatacc gcgccaatac cttccagaga caaactcatc
  2037301 tcggtattga actgttcagt attacgtgga gaaaggtagt tggtatgcgg gtcaatctcg
  2037361 cgagcaaagg cgttcatgat caactggaaa acatcttcgc tgttgctttg cgtcaaacgc
  2037421 ttaatagctg attgatagcg tttcgtcagc gtctctttga tctctttatc cgttttaccc
  2037481 gctaacttca aattaagctg gtcgtatttt acttttgcat cccaaagcgc attcagttcg
  2037541 gcttcactgc ttggccacgg cgctttggcc cgatcaatat caatcgtatc gttaccagta
  2037601 aaaaccattg gccggtccag tactgacaac gcatattgat agcgttcaaa acggcgtttc
  2037661 tgtgccagat tgaataaggc aaaaggcgtg tctaattgac ctgattttaa ctctttgtcc
  2037721 agcgaatact ttttatccgc gaactgtgcc acatctgatg ccaacaatac gttatggctg
  2037781 taatccagca tattgaggta gcggtcaaat attttggcgg aaaactgatc gtccaatgca
  2037841 aattggcgat agtgagagcg agtaaagcgc gatgttacgc gctcactcac ggttgcatgc
  2037901 tcaggttcct gacgtaattg agggagttga tcaattcgat acgttgtatc ggttgcgtaa
  2037961 ctcgccccag ccagtaacaa gcctgcgatt gctgctagtc tgacaaattt gttcatgcct
  2038021 aggttggcct ccgtatcaga actgcaagtg ttctgcgcgc acaatcatcg ccagaccgga
  2038081 agatagctgc acccgtacgc catctttagc gatttccaat acggttgcat ccattgcact
  2038141 cttgcctgct ctgactttga tttcttgacc aatttgcagt ttagagatat ctgtgaccgg
  2038201 cacaggacgt ggctggtttt cctcaacctg tggacgaggt ggccgaacct gttgcgggcg
  2038261 aggtgactga cgaggcttgc ggttttccgg agccgcaccc gcttcacgac gcggtgcagg
  2038321 ttttttacct gccggacgtg ggcgacgtgg ctctggcgtt tcacccgcag caatggcagc
  2038381 ttcgcgcttt ttagcctgtt gttcagctcg ttgtgcctga acacgggctt tcgcttcttc
  2038441 cagctgtttg cgggcatgtt ctacatgttg ttcttccagc acaccacaag ggttgccatc
  2038501 caaatcaaca cgctcagcac cgactttgac cccataaaga taacgccagc ttgaggtgta
  2038561 gagacgcagc gcagaacgca attgcgtttt gcttaaattc tcttccccct gaacacgttc
  2038621 taccagatcc tgaaaaatac cgatcttaag agggcgtgct tcgccttcgg cggtgaaaca
  2038681 aagcgggaac cgctcggcca aaaaggctat gacttctttg ctactgttca acttaggttg
  2038741 attttccatg aaatttcctg attacaacgg gtttgccaac cagcgcaggc atgaacaggc
  2038801 gtcattataa tgacgccatc agcaattgcc acgttatccg tatatcaact tgcagtctct
  2038861 gtgacatatt tggcactatc acaaaactca agatgctcgc aaagccccgc cacaactgag
  2038921 attaaaccca attcgtcgtc ttcatcaaag cgatcataaa caatgctatc aatatccaaa
  2038981 atgccgataa ctttcccctt tacagtgatt ggcagcacaa tttcagcgtt acttgctgca
  2039041 tcacaggcaa tatgaccggg gaaagcatgc acattaccta cccgctgaac gcggttttct
  2039101 gctactgcgg ttccacacac cccttttcct accggaatac gcacacatgc aatctttccc
  2039161 tgaaaaggcc cgagtacaag ttgtttgcca tcgaccaagt agaaaccagc ccaattcaag
  2039221 ccatcaaggc gttcataaag caaggcactg gcattggcca gtgtggcaat aaaattcgtt
  2039281 tcacctgcaa ctaaggcaca taagtcacgt tttaattccg cgtagaattc tgtttttttc
  2039341 atgtgatgac cgttagaaac caaagaatag ccaagggcaa tgaatgcttg gcttatataa
  2039401 aataatcatt aaataccctt ggcgacaagg gtattcctct gtaatgttgc aaaagagtta
  2039461 cctatgttat gaattcacct gtttcgcccg attacgccat catgaaccgt gctatttttt
  2039521 acaaaacgat acgatatact gatgacatcc tatgtagagc taccctctat cccatgaaaa
  2039581 tacacgcaat tcaacgccca ttatccaccg ctcgagccca acgatgctgc gagtgcgatg
  2039641 ccctattcac cttgccacca ttggggggca accaaacagc ctattgccca cgctgcaacg
  2039701 cccaaataac cagtgggcgt gactggtcgc tgacccggtt gaccgccatg gcttgcgcca
  2039761 tgttgctgtt aataccgttc gccttcactg aacccctgat cagtattcgc ttacttggca
  2039821 cacgtattga tgccagtctg ttagccggga tttggcaaat gagccgtcaa ggcgacccca
  2039881 tcacagccag catggtggca ttttgtgtcc tcgcggcacc ggtaacctta accttctcta
  2039941 ttctatatct gcgtattggt agccggattg gcataaatct gcgcccgata ctgcttatat
  2040001 tggagcgact gaaagagtgg gtcatgctgg atatctattt aatcggcatg gccgtcgcct
  2040061 gcattaaagt caaagaatac gctgacatca tgccgggtac aggtctgata gcctacctga
  2040121 ccttgacatt actgagtatt ctgaccttgg ttcatctgaa tctggagcaa ctttgggaac
  2040181 ggttttatcc gcaagaacag cctccaggcc cgcaggaaac actgcgcgtt tgcttatcgt
  2040241 gccactacac tggacacccc gatagccatg gccgttgtcc gcgttgccat acacctctcc
  2040301 gacaccgccg gcgtcatagc ctacagaaaa cctgggccgc attgattgcc gctatcgttt
  2040361 tgttattgcc cgccaaccta ctcccaatat caatcgttta tgccaacggc gcacggatag
  2040421 aggataccat tttctccggt gtggtttctt tggcgtcatc gggtaatttc cctattgctg
  2040481 ccgtggtctt catcgccagt gtattggtgc cgtttactaa agtgatcgtg ttaatcacgt
  2040541 tgctgctcag tattcaccta aagacacaac acagcctgaa aacccggatg cgtttgctgc
  2040601 ggttgatcac ctggattggt cgctggtcaa tgctggatct ctttgttatc gcattaatga
  2040661 tgtcgctaat taatcgcgat cagctttttt ccttcactat ggggccagca gccttctatt
  2040721 ttgggtctgc ggttattttg actattcttg ctgttgagtg gctagatagc cgattgattt
  2040781 gggatgcata tgcaacagga aacaccgact gaggctcatg taaaacataa acgccggttc
  2040841 tcccccttct ggctactgcc ttttattgcg ctactgatca cgggctggct gatttataac
  2040901 aattggcaag aacgtgggac ggaaatcact attgattttc agtcaactgc tggaattgtt
  2040961 gctggccgca cacccatccg ctatcaaggc gtggatgtag gtttggttca atccatcaga
  2041021 ttggatgata acctgcgtaa cattaaagtg accgccagta tcaaaaatga tatggaggat
  2041081 tcactacgtg aaggtaccca gttctggcta gtgaccccca aagcctctct ggccggtgtt
  2041141 tctggattgg atgcgctggt gggcggtaat tatatcggca tgatgcctgg tgagggtaag
  2041201 ccgcaaagcc atttcactgc attggatact cagcctaaat tccgcctgaa tacaggcgaa
  2041261 ttaatgattc atctctctgc ccctgacctc ggctcactca ataacggctc gttggtttac
  2041321 tatcgtaaaa ttccggttgg caaagtgtat gactacacga tcgcccctga taataacggg
  2041381 gttattattg atgtcctgat tgatagacga tttgccaatt tggtgaaaaa ggactctcga
  2041441 ttctggaatg tttctggttt taaagctgat ttcagcctaa gcggtgcctc ggtgcaaatg
  2041501 gagagtctgg cggcgctggt caatggcgca attgctttcg attccccaca aaatagccaa
  2041561 gatgccgcgc cagatcagcc tttccaactt tattctgatt tagcgcacag tcagcgcggg
  2041621 gtggccatca ccctggattt accaggggga agtcacttga gtgagggccg tacccccctg
  2041681 atttatcagg ggttgcaagt tggtactttg actaaaatga cgcttcaacc agaccaaaaa
  2041741 gtgacgggag agctaaccat tgatccctcc gtagtgaatt tgatgcgtag tggcacacgc
  2041801 attgaaatga atagcccgcg gatcagcctc agtaatgcca acgtaagtga actgcttact
  2041861 ggtaatacat tagagctgat cccaggcgac ggtgatccac aacaacattt taccgtactg
  2041921 cccagcagta aaagcctgtt acaacaaccc aatgtccttg aattgcaact caccgcgcca
  2041981 caaagctatg gcattgatgt cggccagcct atttcactac gtggtatcaa gattggtcag
  2042041 gtgttaaccc gcgaactgtc agccgatggc gtcaccttta cggccgcgat agaagcgaaa
  2042101 tatcgccatc tggtgcacaa ggacagcaaa tttgtggcaa acagccgcct tgatgtcaac
  2042161 gtggggattg atggcgttaa cgtgcaaggc gccagcgcac aagaatggat tgatggcggt
  2042221 attctgcttt tatcaggtag caaaggcgag gtatcaggta gcaagggcga ggcactgaaa
  2042281 caataccccc tttacagtag cgtggcaaaa gcaactgatg ggattttagg cagttcaccg
  2042341 gcaacgaccc taacgctaac ggccagcagt ttgcctgata tacaggccgg ttctgtggtg
  2042401 ttgtaccgta agtttcaggt gggtgaaatt actcacgtac gccctaaagc caacgccttc
  2042461 gaagtggatg tttacattca acccgagtat cgcaatctac taaccgaaaa gagtattttt
  2042521 tggtcagaag ggggcgcaaa agtacaactg agtgggagtg gccttactgt acaagcctca
  2042581 ccgcttaacc gggccttaaa aggggccatc agcttcgata atctagaagg cgtcactctg
  2042641 gataaagggg ccaagcggac attgtatagt aatgaaacgg ccgcacgggc cgtgggtagc
  2042701 cagattatat tgcgtacatt tgatgccagt aaactgtcgg cgggtatgcc aatccgctat
  2042761 ttggggatcg atattggcca agttgagtcg ctgaagctgg cacccgagcg taatgaagtc
  2042821 ttagccaaag ccgtacttta cccagaatat gtgcaaaact ttacccgcgc gggtacccgt
  2042881 ttctccatcg tctcaccgga gatctcggct gcaggggtca ataatctgga gaccttgttc
  2042941 cagccctaca ttaatgtaga gcccggtaaa ggggggccct tgcgcaattt tgagttgcag
  2043001 accgccacca ttactgactc ccgttatctt gatggcctga gcatcatact ggataccgct
  2043061 gaagcgggtt cgttgcaagt tgggacgcca gtcctgttcc gtgggcttga agttggcact
  2043121 gtcaccggtt ttaatctggg tgcaatgtcc gatcgagtgc aggtatcact gcggataagc
  2043181 caaaagtttc agcatctagt aagacaaaac acggtatttt ggctagcatc aggttataac
  2043241 tttgagttcg gtctgatagg tggtgtggtg aaaagcggga ccttccagca gtttatccgt
  2043301 ggtggtatcg ctttcgctac gccaccaacc ataccactgg caccgagagc caatgtcaat
  2043361 cagcactttt tgctcgcccc cgaagagcct aaagattggc gaaaatgggg aacagccatt
  2043421 ccacgttctt aaataattca tcagggtggt tcgccataag ctgccctgat gattacccgt
  2043481 actcatgccc tgcacagcaa tcgccattct tataaaccct ttttctaaat tcctgtagca
  2043541 cttaccgctg ttttcttttt ttatctctaa attcatctct ttattttcca tcatctctat
  2043601 ttttcttcgc ctatttattc aaaagagaag ctaatcaatt tactcaccca tcaataataa
  2043661 agtcttcatg tcgttttttt gctgaatgga ttcatattaa atttttttta aaaaaaataa
  2043721 aaataatatt gaacctaaaa taaatcaaca ttaggataat gaaatttatt atttattgcg
  2043781 tcttgttggc gttaattaat cattcctttc tctaatgttt agcaacaaga aatattagtt
  2043841 gctttacatt attctctcaa cagcatcacg caggtttctt ggcggttaat tatagggtta
  2043901 agggggggta atgaggaaaa ccttatttac tttaagtgta atagccatat tacagacagc
  2043961 accacacata acctatgctg ctgcaactac cggtacactg tcatcaacac tgaccattat
  2044021 ctccggctgt tatatcaacg atgggaccgg gtctggaagc ctgagtaatt tgggaaccat
  2044081 aaacttcggt agtgtagtgg cgctatcctc agtaattaac gtcgcattca gtggcacact
  2044141 gagcgggact ctcagtttgt attgtagtgc taataccgcg tataccatcg ctattgataa
  2044201 tgggctgtac agcacgtcag gacagcgtcg gctccggggt ggggccgcag caccaaccac
  2044261 ctttgagtat gttaattata atctgttcaa agacagtagt tacaatcagc catggaacgc
  2044321 aaccccgacg acgggtgttc aaagtggtac cggcaccggg attgccacgc ctattccttt
  2044381 gactatctat gctcaagtcc cgatacaaac aacgcccagt gtcagtactt atattgatac
  2044441 tgttatcgtt actgttactt ggtaataaca gtgaaaaatc acactcttgt tgtattcagt
  2044501 ttaagtctag tgtgcggttt actgctattc caagcatatc cagtaaatgc agtatcaaaa
  2044561 acagccaata taacggtaac ggccacgcta ctgcccacct gccttgcgcg ttttctggtc
  2044621 agtggcagca caagttttgg caccttggat tttggatcaa ctgtcgcgtt aacccaacca
  2044681 atctcggtgg caggtcaaac caatagtggc gctatcaccg tgcaatgcag caacggtacc
  2044741 agttttaacg tattactgag cagcggacag agtggcaata ccaataaccg ttatctgtcc
  2044801 ggggggccat cagcccagca agtgagctac aacctgtata ccaacgcgac ctatagtgtc
  2044861 atctgggatg atgtggtggg tgtatcgcag gttgctaccg gacaagtcgt caccataccg
  2044921 gtttatggcc tggttcctgc acaatcgacg cctgcggtag ggacctatac tgataccgtt
  2044981 caggtcacgg tgagttggta agtatagagg gagggctaac aatgataagt cttttttctc
  2045041 catgtcacct cagtgccgct ttacttatct cagcactgtc tatcgtacct accaacgcgg
  2045101 caccctcacc cgtatctagc ccttttactg tcaacgctac cgtgctaact ggatgtgttc
  2045161 tggggggagg cgcaactgac agctccaatt ttggttccat aaattttggc aatattactt
  2045221 cgctggcaac cgccattaat gcaacttctg ggctgaatgc aggaaccatt accattcagt
  2045281 gtaatggtaa tcctagcgta acacttgcgc tcaattcagg ggccaacatg acgggtaaca
  2045341 tctccgcggg taggcacctg cttaacagca gtaccggtga atacttgctg tatcaaattt
  2045401 atcaaaatag cccccgaacc cttatctggg gagatggttc aaatgggggg gcaacacaag
  2045461 tcattgctac cgacggcacg ctacagcaag ttattttata tgcacaactg tttgccagta
  2045521 atacacaacc tactgcggga gtttatctag atacgttatt ggttactgtc acttactgat
  2045581 caataacaca taccggagaa aaacttacga tgataaaata tcacttatta tctaaattga
  2045641 tattatcctt tattttgcta cccatcgccc ctctacatgc tgctgtttcc gtattaattt
  2045701 ggcccattga cccagtcatt aacgatgacg aaaatgccac agcattatgg ctggaaaata
  2045761 aagatagcca accaacttat atgcaaatac gggtactgag ttggcgacag gttaatggtc
  2045821 tggacgacta caacgctcag actgccatta ttgccagccc ccccgttgcc aatattcaac
  2045881 caggcaagcg ccaactgatt cgcttagtta agaatgcaca agttcctgcg ggaaaagagc
  2045941 tggcctaccg gatattaatc gatgagatcc cccgtcagga acctaatgat aaaaataacc
  2046001 cgtcatcaac acaattgggt ctgacatttc aaatgcgcta ttccgtgccc ctatttgttt
  2046061 atgggaatgg tatgcagata gcacccgagg cgacacaacc gactgatatt gcacaaccta
  2046121 cgctcagcta tatattgaat cggcaacagg ggaagcaatg gctgacgatc cgcaatcaaa
  2046181 gtgaaattca tgcacgtatt tctcaggtca cactcaacgg ccagacggtt aacaacggct
  2046241 tattgggcta tgtattagcg agatcacaga tgagctttcc catcagctta gccgccagaa
  2046301 aaggtgagtt ggcggccatt atcaatagca acaccaaacc agtaactatt ccatatcagt
  2046361 aactagccca tatcagtaac tagcccatac cagtaattag cccatatcag taattagccc
  2046421 atatcagtaa ttagcccata tcagtaacta ttccatacca gtaactagcc cataccagta
  2046481 attgagagac ataaaaaaaa tgagatttta cacaatgaac tgaggatcga ggatgattat
  2046541 cagattccgg ctaccgccat tatcggtact gatatatggc tcaatattgt taccgtcact
  2046601 gatacccttg actattttag gagggagcct ccctccgccc tcgacatcaa caacgatgcc
  2046661 tgatactacg ttatatcttg aactcgtggt caatgaccgt aactttggga gtactgtacc
  2046721 tattagttac cgcaacaacc gttattacct ttctcaatca cagctaagaa cgattgggct
  2046781 tcctatatca gagccactgg cacccgagat tgccattgat aatatggcgg gcgtgaacgt
  2046841 taaatatgat ggagagaacc aacgcctatt aatcaatgtt cccagcgagt ggctaccaaa
  2046901 gcaacaaatc gaggttaccg aacaagatga tttcaatctt gcgcaaagta gtttgggggc
  2046961 tttattcaat tacgatatct atgccacaca aggttacccg tactcatctt taactcattt
  2047021 ttcagcatgg acagaacagc gcatttttga tcgttttggc ttgctcagta ataccggcgt
  2047081 ttatcgcacc cacttcccaa gtaataacaa cacagatgac gcgaaaggct atattcgttt
  2047141 tgatacccag tggcagaaga atgacgaaga acatctgctg cgttatagca caggtgacct
  2047201 cattaccggt gctttgccat ggagcagtgc gatacgtctt ggcggcattc agatagcacg
  2047261 gcattttgct attcggcccg atctcataac ctacccatta ccacaatttt ctggtcaggc
  2047321 cgcagtcccc agcaccgttg atctctacat tgataacttc aggacacaat cggccaatat
  2047381 caacccaggc ccttttgtca tcaataatgc accgcgaatc aatggtgcag gccaagcgac
  2047441 tatcgtcaca accgatgccc ttggcaggca aatcagcaca tctgtaccct tttacgttgc
  2047501 cagtacactg ctaaaacccg gagtgtggga tttcagtctc tcggggggtg ccctacgtcg
  2047561 taattatgcg attcgctcag cagattacgg tgaaatggtt gccagtggtg tcgttcgtta
  2047621 cggcacaaca ccttggttga cactggaggg ccggggagac atcgccaaag aaatgcatgt
  2047681 aattgggggt ggcgttaatt ttcgcatggg gttattgggt gtcctaaata gtgcatacag
  2047741 tataagcaac acatcgaacg gcgcttttaa caatgtggct gaaccgctaa ataccaataa
  2047801 tgccacgccg aatagattac cgtccccagc agcgtcacgc cgtggacgtg gcaaccagcg
  2047861 ttcattaggc tatagctaca gtaatgcatt ctttaattta aatgctcaac atattatctc
  2047921 tagtgatgaa tacagtgacc ttgccaatta taaaacgcct tctctcttaa gccgacgcat
  2047981 gactcaactc acgggaagtc tcagcctcgg tagttacggc accgtgggat cgggttactt
  2048041 tgatgtcagg gatgctcttg gcgaacaaac ccggctcatt aatatcagct acagcacctc
  2048101 actgttacgc aatagcaact tttatagcgc actaaaccgt gagctgggcc gtaaaggtta
  2048161 caatgtacaa ctggtctgga gcattccgtt aggcccgcgg ggatcaagca gcatcagtgc
  2048221 aacccgcaca aatgataacc aatggattca acaactgaat tatagccgtt cagcgccctc
  2048281 gaatggggga ttgggctgga acctcgctta tgccaacagc acgaataaca ataatcaata
  2048341 ccaacaggca gacattgttt ggcgtacttc aatgatggag agtcgcatgg gcctatatgg
  2048401 taacagtaat aactacaact attggggggg attaaccggt tcattagtgg tgatgaatag
  2048461 gagtgtctat gccagcaata tgattaacga tgcttttgct ttggtatcga ccaatggttt
  2048521 tagtaatatt ccggttagtt acgaaaatca acttattggc acaactaatg ccaagggtta
  2048581 tttgctgatc ccgacagtcg cctcatatta tcaggcaaaa ttccagattg acccaatgaa
  2048641 tttaccggca gatgtcatgc tacccaatgt tgaacggcgg ttagccattg gtgaacgcag
  2048701 tggctattta attaatttcc ccattaagcg aatttccgca gtgaatatta gaattacaga
  2048761 cgcatcaggc caagacttac cgaaaggcag tgcaatatat actaccggta acatccccat
  2048821 aagttatgtc ggttgggatg gcatggtata tatcgagcaa gtggcacaat taaataacct
  2048881 taggattata cgtgccgata atggcacaca gtgctacagc cagttcaaac taaagacgac
  2048941 ggaaggtata caggatgctg gcaccacagt atgccgatag tcgctacatg atgctctcaa
  2049001 tatacccaaa ataattcgag ttgcaggaag gcaacaacag agtaggtccc caggaactta
  2049061 tttattttaa gggcaacgac aggtaattga ctgaggtgac aacggttatt gacacttagc
  2049121 accgagaaca gatttgaatg cagcttgaag gacgacaggt ataaacttca tatgaggaac
  2049181 gacgaatgtt atccatcacc agagaaatca caaccataac gaacactccc aagtattggc
  2049241 ttagctggcg aacattacct atattatggc tattttatgt agggaataca ttagcctgta
  2049301 cctttagctc ccccaccgtt acgctcccac ccaattcgtc atttaacgtc aataccctaa
  2049361 cagaaagtgg cagcggcacc attgcaatgc tctgtactgg gaccggtgtg agcctattgg
  2049421 cttctcctgt attaaatgca actgtagcca gtaccaccaa taccttgaag ctaaaaaatt
  2049481 cagcgggtga cgttattcct tatacaattt attctgacgc aggttataac aatgccattg
  2049541 ctataggcaa cgtgataaat tatgccggca atagcagctt actcattgtg acgcttttcc
  2049601 aaattagtgc taacctccct atttatattc gaactggtag caataatgct attaatgtta
  2049661 acgtcagtgc cgggacatat accgatgtca ttaatttaaa ctggaattac gatttatgtg
  2049721 ctatctctct atttagcctc tgccttggcg gccgcttcag tgggacagcg acctctaccg
  2049781 tgacagtcaa attaacggtc agtaatgact gcgtcattaa cagtgccccc aatgttaatt
  2049841 tcggcagtta tgcattaatt acccagtttg ctcctgttaa tcaaaatatc tctgccacct
  2049901 gcacaaaaaa tgctactttc acgacctaca taaccaatgg aaataatttt gtcgcgccat
  2049961 ggcctcgaat gaaattaacc tctggaactg actatttaca gtatcaactg tatcaagggg
  2050021 ctggagtcat cccgtggaat gtaacgaata aaagaacaag taccgcgaca ggcactcagc
  2050081 agttgatccc ttataatgcg gtcattaatc cgcagcaagc acaaaaaacg gtgggaactt
  2050141 atcaagataa tgtgagtgtt gtattggaat attgaattga agagccgtgc atacctgaat
  2050201 atatctcagt gttatgtttc caagggctat ttggcttcca agggttattt ttccgaatac
  2050261 tcgttcgctt ccaagcgcta ttttttagag aatacctctg gcgattttct tcagctcagc
  2050321 tattctcaat aaggctgtca atctggtcat acctcctgcc acactattag taaggagcct
  2050381 ttatggggaa aagcatcgta aaaatcaggc agtttgaagt tgatgatgca gaattatcat
  2050441 cacagacaaa aggtgagcat acgctcagta ttccatgtaa atcagaccct gatttatgta
  2050501 tgcagctaga tggatgggat gaaaacacca gtattcctgc tatcttggat ggcaaggata
  2050561 cgctgttata caagcaacat tacgatcaac atcaagatgc ctgggttatg aaggtaacct
  2050621 gaacatggcg ataagaagat ccgtcaaccc atagttcatg cttatgagtg acggtttctt
  2050681 ctcttggaac gtggcgaagc taacggacta aaacaacggc ctgatacagc atcagaaggt
  2050741 ttccagtact ttaaacttca tacagatcag catcatatct ggggagaaca tatcatactc
  2050801 ctcgaaaaag cgttgttgag tttacgccag taagccagtg tactatcgcc ttcaccttcc
  2050861 gccagtgcat gcgcctcatc aacttgatca aacgttttca gttccacctc ggttaactct
  2050921 accgcacatg ctggctgatt ccggccatta accacgacaa atatgtcacc cgcctgagga
  2050981 accccctcgt catccaatgc tgcacaggtc gccgttttgg tgccattcag taccaatgcc
  2051041 aataactcat ccgcaacctg ctcagtatca ccaaatgccc aacgttcaac gtcttcatat
  2051101 ttctgtggga gtgtagccat aatctaatta ttcctattcg taatattatt gatgcagcgc
  2051161 atattacact ttatattaat cagcacgaac tgactaactc tcgcatcagc ataaatttcc
  2051221 gctactatac ccgatacttc aagtcattgg tgttgcagcc agaattatgg ggaagatcat
  2051281 tgattccggt gagtcaaaac cactcacgtc tggtgcagca attcatcagg ctataatact
  2051341 caaatcattt aaggacctat ggtgaccaaa cgcttagcta aaaagcattg gaaaatgttt
  2051401 ttggtgttac tgtgcatctg tgctgcattg atgctattac tgtaacgaac ggtgcaatag
  2051461 tgatccacac ccaacgcctg aaatcagatc cagggggtag tctgctctcc tgattcagga
  2051521 gagtttatgg tcacttttga gacagttatg gaaattaaaa tcctgcacaa gcagggaatg
  2051581 agtagccggg cgattgccag agaactgggg atctcccgca ataccgttaa acgttatttg
  2051641 caggcaaaat ctgagccgcc aaaatatacg ccgcgacctg ctgttgcttc actcctggat
  2051701 gaataccggg attatattcg tcaacgcatc gccgatgctc atccttacaa aatcccggca
  2051761 acggtaatcg ctcgcgagat cagagaccag ggatatcgtg gcggaatgac cattctcagg
  2051821 gcattcattc gttctctctc ggttcctcag gagcaggagc ctgccgttcg gttcgaaact
  2051881 gaacccggac gacagatgca ggttgactgg ggcactatgc gtaatggtcg ctcaccgctt
  2051941 cacgtgttcg ttgctgttct cggatacagc cgaatgctgt acatcgaatt cactgacaat
  2052001 atgcgttatg acacgctgga gacctgccat cgtaatgcgt tccgcttctt tggtggtgtg
  2052061 ccgcgcgaag tgttgtatga caatatgaaa actgtggttc tgcaacgtga cgcatatcag
  2052121 accggtcagc accggttcca tccttcgctg tggcagttcg gcaaggagat gggcttctct
  2052181 ccccgactgt gtcgcccctt cagggcacag actaaaggta aggtggaacg gatggtgcag
  2052241 tacacccgta acagttttta catcccacta atgactcgcc tgcacccgat ggggatcact
  2052301 gtcgatgttg aaacagccaa ccgccacggt ctgcgctggc tgcacgatgt cgctaaccaa
  2052361 cgaaagcatg aaacaatcca ggcccgtccc tgcgatcgct ggctcgaaga gcagcagtcc
  2052421 atgctggcac tgcctccgga gaaaaaagag tatgacgtgc atcttgatga aaatctggtg
  2052481 aacttcgaca aacaccccct gcatcatcca ctctccatgt acgactcatt ctgcagagga
  2052541 gtggcgtgat gatggaactg caacatcaac gactgatggc gctcgccggg cagttgcaac
  2052601 tggaaagcct tataagcgca gcgcctgcgc tgtcacaaca ggcagtagac caggaatgga
  2052661 gttatatgga cttcctggag catctgcttc atgaagaaaa actggcacgt catcaacgta
  2052721 aacaggcgat gtatacccga atggcagcct tcccggcggt gaaaacgttc gaagagtatg
  2052781 acttcacatt cgccaccgga gcaccgcaga agcaactcca gtcgttacgc tcactcagct
  2052841 tcatagaacg taatgaaaat atcgtattac tggggccatc aggtgtgggg aaaacccatc
  2052901 tggcaatagc gatgggctat gaagcagtcc gtgcaggtat caaagttcgc ttcacaacag
  2052961 cagcagatct gttacttcag ttatctacgg cacaacgtca gggccgttat aaaacgacgc
  2053021 ttcagcgtgg agtaatggcc ccccgcctgc tcatcattga tgaaataggc tatctgccgt
  2053081 tcagtcagga agaagcaaag ctgttcttcc aggtcatcgc taaacgttac gaaaagagcg
  2053141 caatgatcct gacatccaat ctgccgttcg ggcagtggga tcaaacgttc gccggtgatg
  2053201 cagcactgac ctcagcgatg ctggaccgta tcttacacca ctcacatgtc gttcaaatca
  2053261 aaggagaaag ctatcgactc agacagaaac gaaaggccgg ggttatagca gaagctaatc
  2053321 ctgagtaaaa cggtggatca atattgggcc gttggtggag atataagtgg atcacttttc
  2053381 atccgtcgtt gacaattacg gtgggcatca atgatctttg gctgatttga tcatggctga
  2053441 ggtgtgtctt gtggcaagaa taaacagcca cacttcgggc agatcaacgc gatatttttt
  2053501 tgcactttct ccgcactctg tacagaatcc gccctacatc ctgggcactt aatctgtacc
  2053561 cgtacaccgt tcaccagttt tttaagatta tcaagaaatg acatactctc acctctctgt
  2053621 tgtatgactg actcagctta cgttaaccgc caatcataag ccgtggagtg gtcaacattt
  2053681 actcacttta ttgtcgccaa aacagaactt ttattgtctg agataactga tcttatgtgt
  2053741 tacagggaga gagaggtcgc gtgggataga tagatagata gagtaaaaac attcaccacg
  2053801 cggcatggct ggcatgcttg gcgtagtgaa atggtaggca gattattgga aatgattgag
  2053861 ccgggatcag tgattccata attcttggat caatcccctg acccgaacct tggatgcacc
  2053921 agcaaccagg ctaatgatac ggttagcgct caatgttgaa acgtcagtat tccattcatc
  2053981 gaaagagtgt tccgagtagc tatcgctgaa cacttttttt atcgaggatt cagcttcaga
  2054041 catctcactg aaattcttag cgtttattaa gcactgagca atgattgaga cttttttcat
  2054101 gttttatcct tgattatcgg tcgcatagtg tagcacaatt acaccccctc tgcttatatg
  2054161 ctgcttaaat tgttttcaat tggtgctaac agtttgataa agcagcagat taactatttt
  2054221 ctgttaacca atccggtctt ctctcctatc gaatttaatc cgctggcatt tggttagtct
  2054281 gtattgtggc cgcttccttt aatagcacct ccatttcaat agaacccggt ggccgcagcg
  2054341 accattcagg ccctcgcaat ccttcggcat aacccgcctg atacaggcgt tccatcttga
  2054401 ctggatcaaa gatttccgcg ccattaatat cgacatcagg tgggatcgtt atccaatgaa
  2054461 atcccgattg ctcagctaaa gagaaagcat aaatacggta taaatcgccg actaacgcag
  2054521 ctttactggt tgagtccaag gtccgcaaag caatattacg gactaaacgc ggggttggct
  2054581 ccggctgagg accaagttga ccgttatgaa taatgtaaat atcttctttg ctgtcagcta
  2054641 aacccgctct ggcgcgtacc actttcgagc tgtatacccc accattatag aaaacccgcg
  2054701 cggcaacacc gccatccacg tgcatctcat catagtgttt accattagcc acgacatcga
  2054761 agaagaccgg tgaaaatgcg acgggcacag aagaggatgc caacatcacc ttacgaaata
  2054821 gcatcaaggc ttctggtgtt cctttggatg cgataagccc catgttccac acaataaagc
  2054881 gttgtgagtc aagatcaact gtccccatat acaaccgacg cccgccttta tgagccttag
  2054941 caatttcact cagcaactgc ggggtaatat ggccatcaat caactgagac agcggactgg
  2055001 tatctgccaa tgattcacgg aaaaatagcc taaacaacag attatttatg tgaaaaatat
  2055061 ctcgagtcgt tgtggtggta taaaaatcat gcagggcttt atcgtggtca ctgcccaaga
  2055121 aagcaaaagg cgcgatcaag gcccccgttg aaaccccact aacaactttg aaaaccggac
  2055181 gtttacctgt ttctgtccaa ccatttagaa agccagcacc aaatgcgcca tttggaccac
  2055241 caccggacaa ggctaaatgc gggtacaccc gtgttccgtc agcctgacga aacatctctt
  2055301 tcgattcatc tttataggat tgcagcaaat ctgcttcaaa tacggcgcta atgtgccctg
  2055361 ccccagcgcg aatatttggc attccaggga tctcagcggc aggcattaac gctacaggca
  2055421 ctggatttct tgggagctgg ctacaggccg ccaaaaaaga gattccgagc agtaaagcta
  2055481 tggagcgaat taatttccaa cgcgttatca ttatatttcc tagccaatac tgcagaatat
  2055541 ctacccgtta aacatatact atttttatgc ttgcttcaca aactcaacac tacagattaa
  2055601 gccattattg acgtgatatg tgatacccgc aaaatgccga acccattttt atacttaggc
  2055661 cattcaatag aagggtcagg ctgctgacaa cccccgatga cgcgatctga aacggtgagg
  2055721 ataggcagaa gagtaaagcg tccgcgccag ggagggcgcg gctcgagccc ccagggatgg
  2055781 gttgacggcg tctttacgat ctgcctgttc tctccgtcgc taatactttg tcaataacct
  2055841 cgccattcaa tagaagggtc ttttattgtg gatattgaat ctaattggct aaaattaaaa
  2055901 cgattaatct actggcgatt gttcatccag aatcgtcaat agggtatcag catctggcgt
  2055961 cgtgatgtgt ttcccctcaa ggaaacccgc taatttagac tcaataccct gttcgtacac
  2056021 ttcataaccg tcgattcgat agccagggat cccatcttgg ttgcggatat attcatcgcc
  2056081 atcgatataa tactcaacgc taccgtgggc atcttcaatc tcgtaacgtt tatcaaaagg
  2056141 aaactgtttc atcgttcatc ctaaaaacca atatcatcgt tatatgatgc caatttaccg
  2056201 ctattttagg aagcaataac tgtgatctcc cacgccggtg ttccccccta taggtacctc
  2056261 actttcacgc aaaaaatggc catgatctcc cgttagcctc tttattattg actcccttgc
  2056321 tggcacctaa aggtcacaat acaaacagaa tcctcagtga aaattgatac ctatcggaag
  2056381 taatattacg tgaaatcagt gctctgctcg ctctggttat tgccatattg gatgctaaaa
  2056441 taaaaaccca gtggcttacg tcttgccgcc agtttggtga tcatgacggg tgttgttatg
  2056501 gcggtgttgt tatggcgggt gttgttatga cgagtattgt tatgactaaa tttggctaac
  2056561 tcatattcga gtagcccctc tctaacgttt tattgcctat aaagcgagag caacgcttac
  2056621 tgataacaat aaatacggat aacaataaat actgataaca acaaagcccc cacaaaacac
  2056681 gctatactca tataaatcct ataacaagga ggctatatgc tcatagggtt tgttttactg
  2056741 gttagtgctt gcggcatgga tgcttgtgag gcgcttccgg tgacagaaga tatttattca
  2056801 acacgtcatg aatgcatgga tgtggctctt cgcctacatg aaagaagacc cgatgtggta
  2056861 ttgctttgtg gggaagtgta tcggcagcct gacgatgaaa aacatcctta aaacattcta
  2056921 gggcagaggt ccatcagcgc aaaatacccg cgtcttctta ctgcacttta ccgctaacag
  2056981 agcctctccc ttcttctctt ccttttctct tctatcccat gttacagcaa gcaaataacg
  2057041 ttaatcacat tgaaattaac tgcgattagt ctgtttaaac ttaacgccat gtagcgcata
  2057101 cacgaaaaaa acaggtaaat atattgttta atcttttttt tgagcccatt ccaactgtag
  2057161 ttttaatatg ttatatcgga ccaaagttgg ttagatgtaa tataccctcc gaacaaacct
  2057221 cgtcacaaaa atatattttt aataaaaatc ttataccagt tacttcattg ttttagttaa
  2057281 aaaactaatg gaaaatttat tcaggagatt tcatgcacgt tcgttttcgt catttattct
  2057341 tattaccatt aataactttg gtcgcttgta gccaacccgt atcaaaaaac catcttagcc
  2057401 tgacctcact atctgccaac gcccagcaac ctgtagtaaa taatgcgtgg cttgaaatct
  2057461 ctcaaggtgc gctggatttc aatactaaaa agatgcttac actgctggat aataaatcca
  2057521 cactttgtgc aatattaaaa ggtgatgcct atggacatga cctgacctta gtcacaccgg
  2057581 tgatgctaaa aaacaatgtg caatgtattg gggttgccag caatcaggaa ctaaaaacgg
  2057641 tacgtgatct aggatttacg ggtcagttga tacgggtcag aagtgcaaca ttaaaagaaa
  2057701 tgcaacaagc tatggcttac gatgttgaag aacttattgg cgataaaacc gtcgctgagc
  2057761 agttaaataa tattgcaaaa ctgaatggaa aagttctgcg tatccatctg gcactgaact
  2057821 ccgcagggat gtctcgtaat gggctggagg tcagtaaggc ccgcggttta aatgacgcaa
  2057881 agacaattgc aggtttaaaa aatctgacaa tcgttggcat catgtcgcac tacccggtgg
  2057941 aagatgctag cgaaatcaaa gcagacttgg ctcgattcca gcaacaagcc aaagatgtta
  2058001 tcgcggtcac ggggctaaaa cgtgaaaaga ttaagctcca cgtcgccaat acattcgcga
  2058061 ccttagcggt gcctgattca tggttggata tggtccgtgt gggaggggtg ttttatggtg
  2058121 acaccatcgc cagcacagag tataagcggg tcatgacctt caaatctaac atcgcatcgc
  2058181 tgaacaacta ccctaagggc ggtactgttg gctatgaccg gacctataca ttgaaacgtg
  2058241 attccctgct ggcgaatatc cccgtgggtt atgccgatgg gtatcgccga gtatttagta
  2058301 atgcggggca tgtgattatt caaggtcagc gcctgcccgt attaggcaaa acatcaatga
  2058361 atacggtcat agtagacgtc accgatatga aaaaagtgag tttaggtgat gaagttgtct
  2058421 tgttcggtaa gcaaggcaat gcggaaattc aggcagaaga aattgaagat ctcagtggcg
  2058481 cactctttac cgaaatgtca attctgtggg gcgcaaccaa taagcgtatt ctggtagatt
  2058541 aagttatttc accgtctgtt ttcattaaca ctgtcgtgaa aacagacggc cagtattgcg
  2058601 tataaccccc tttatcccga taacttgttt tcaacgagtg acgcgttttc acaggacgcg
  2058661 ttgtctgtac gagataattc gcgcttacta ccccataacg gaatacagga aaaggcagag
  2058721 ggaaagaagc acaatgccaa cagtgagaga tattttacca gacagctttt gtactttgac
  2058781 tattccataa atgatcagac atatcgaggt taagaggctt acaccaaaaa cggcgataat
  2058841 aaatattaat acttcttgca ttttatccta gagtcctttc atttgccgat taagctgaaa
  2058901 atctaacata cttatgctat ttaatccccc ttcaatatat caatctatct atcaataaat
  2058961 tttccggcga cccaacaaga gagttcccat gctcgaacgc tctcagtatc cgcactaacg
  2059021 acccaattaa ctaaaaataa tcggtctatc tcatcataca atcaactgcc ttttcagact
  2059081 gctacctccg atacttttac aacctgccta ttatctcctc cactggcacc ttgtcatcaa
  2059141 cctcagagga aaacatcatt ttatttatga gaaagtgctt caccttgtat acgctttgcc
  2059201 aaaaccggtt cactgtacga agtagagaga aaataatcct tccccagtaa cttcccgccc
  2059261 tcataccatg ggattttatt gaagtacaaa cttaaaccat cgtatccata ctcaaataaa
  2059321 taaccatcac tgctaatgaa cttaaaatac tcatcagagt aaataattaa cttatagtga
  2059381 gtcccgccac tctcggcatg aagtgcttta acgcgttgca gataggccag cgcatattca
  2059441 ctaaatattt tcttagcttg tactgtatat tggtcagcag tcaatcctga tttcttttgc
  2059501 aactctactg caataattac aaaaatatca gcatcggccc tcgcgacaga caattgaacc
  2059561 cgaagatatt gcgctaattt tttggcatca atactcagtg ttttttcttt cgttcctact
  2059621 tcattttttt tccctgacga gacacccgac ggtttatcag tactcgtcat aaactcagtc
  2059681 ggcttaggta ccaccataac agaattggca acatacgcgg cacaaccgat tatacgactg
  2059741 gatttatcag tctccaccaa taacgagaga ggatgtccct gctgaggaat attactgata
  2059801 tcaataccga atttcactaa tgtttgcgct acttgctctt gagaacgctc acctctggcc
  2059861 aatgcacaca cctggctcat gatcagctct ttgtgcggac catcgactgc gggcaccaaa
  2059921 cctgcgacag cttgttgaat cagcggcaat gccggtaatt cgaccctgtg cggctctatt
  2059981 ttcggggtat tattgacact atgtttataa gttgcatcgt acttggtaag taacaataaa
  2060041 ccggttaaga gcagtaaaga gaaaaacagt aacaatgacg atatgatcaa tccagtggtt
  2060101 ttgagtgata gcatgggtgc tgccttttaa tccctaagaa gtagaatcgg gctgtgcaaa
  2060161 aaatcgcaca acccgttaat gattattaaa caatattcag tgttggcctt tctttaccat
  2060221 tgataaccga cgccgacacc aacccccata tcgccttgtg tattagagga ggcctgcaat
  2060281 ttgctgaccc atcgcccact gtcagaaata ctcgacaccc ccaccgacag cgccgactgg
  2060341 ccccgatagc tggccgcacc aatggtcgcc atgctggcac ccggcgtata gggttgagtc
  2060401 aggctcgcca tcgccatggc accggcgatc cccgcactta acgtactatc ctgttttttc
  2060461 agatcttctt taagtgcaga atagcgctgg tctgtataag cattggcgtc gttggtgaca
  2060521 ttcgacatgc tatggttgag ttgatccaga ttcaccgcat cagtgccctg agtccccaca
  2060581 gcaatattag tgagctgccg ttcattaccc actgacccca ccgagacact gttttcacga
  2060641 tccgccactg agttggcccc cagcgcggtg ctgtttgccg ccgtcgcctt gctgcccgta
  2060701 cccatcgcgg tactgtggct gccagacgcc acggagcctg cccccccccg ccatcgcatc
  2060761 agttccggtg accgaaggct tggcctgacc gctgttgttg ttcacctgga acatcccgtc
  2060821 agtgccgttc tgcaaccctg atacggtgtc acccaccgcc gccattgcac catcgagttg
  2060881 ccgcagattg actgcatcca tggcctctcg cccgtcggca acgttgctga ccgtccgggt
  2060941 ctctccggtt gccgcattgc ccaccgacac cgtacctgag gtggtgttat ccgtagtgga
  2061001 gtacttgccg gtgtagctct ctgcaccgcg cccgttgtca gcggaaccct gccccagggc
  2061061 aacactgccc tctgcgctga cgcttgctgc atcacctatc gccaccgcac cgttaccgga
  2061121 ggccagcgta cccttgccgg aggccaccga agccgtacct gacgcctgcg cattcggtcc
  2061181 gatcgccacc gaatcactgc cgctggccac cgagtcagac tcggtggagt gggtgtggaa
  2061241 gtatttcacg ccgcccccgt tggtgatgct ggccatctcc ccctcaacat tggtgacccg
  2061301 gccgtctaag ctggtgatgt cagcggtatt ctgatcgacc ttgtcaccaa cagcggtcaa
  2061361 ttgcgcgaca ttgaccgcat cataatcagc cgaaccggct gccacaccgg tgatcttgcg
  2061421 attcccctgt gccgtgccca cccccacctc gcccaccgac gtttggggag ctgtcagtcc
  2061481 gtacgcactg tagtcgctct cagcaccgac cgtggtgacc gacgacgccc ctaatgcaat
  2061541 actgtttgcc tggctggcag ccgctcccgc ccccaatgcc agagactgtg ctccctgcgc
  2061601 tgtcgacccg gcccccatgg ctatcgacgt ggtaccggac gcctgcgcat tcggtccgat
  2061661 cgccaccgaa tcactgccgc tggccaccga atcaggctcg gtggagtgag tgtggaagta
  2061721 ctttataccg cccccgttgg tgatacgggt catccccccc tcaacattgg tgacccggcc
  2061781 acccaaactg gtaatgtcgg cggtattctg ctcgaccttg tcaccaacag cggtcaattg
  2061841 cgcgacattg accacatcat aatcagccga accggctgcc acaccggtga tcttgcgatt
  2061901 cccctgtgcc gtgcccatcc ccacctcgcc caccgacgtt tggggagccg tcagtccgta
  2061961 cgcactgtag tcgctctcag caccgaccgt ggtgaccgac gacgccccta acgcgatact
  2062021 gtttgcctgg ctggcagttg ctcccgcccc caatgccaaa gactgtgatc catgcgcttg
  2062081 cgacccggca ccaagggccg tgctggcgat accggtcgcc tgagtgttgg ggccaattgc
  2062141 aatgcccccg acagcactcg gcccaacaac ggcgctacta ccaataccaa tcccgttatt
  2062201 accattgacc accgtcgccg gcccgacagc aatagcatcc tgacccgcag gcacggagtc
  2062261 ttgcgggttc actgagttgg cgtggaaata gcgggttcca tcttggatca ccgtataaag
  2062321 ctggctacca accaccgcat cggtggaggt cgatgaaatc gttgcggggg caagattggt
  2062381 ggctttccta ccgttcaaaa ataacccccc cttcacgtag gtatcaccgt tgataaatgc
  2062441 accattgctt tgaacgacaa agccgtatgc tgtggcgaca ttactggtgc caacggccgt
  2062501 cgtgaatgtc cctgtccaag gggtggcgat aaagctaggc ttcccagcga tcccaccttt
  2062561 tccaccaaca aatagctgcc ccccattggt attaatatta ttcaaagaca acgtataaca
  2062621 attttgatca ctattagtaa cacccgtaaa ccccccatca gcaatgacat aacagccagg
  2062681 atcattggca ttgttcacat agagttgaga aaatgcagta tttggcacaa atatcgtcac
  2062741 cataaaaata gcaagcaagc tgcgaaaaga attgtctctg ataaaggaat ctgaaactgc
  2062801 aaatctgacc agataattac agtcacactt ttggatactt ttcataccat ccccatttta
  2062861 ttcttgttca ccttttgaca ttggtgacaa attattaagc aaagacgttc aaacccgctc
  2062921 ctgtatggca ctgagtgaat cgaagttaat cgtctatacg tctgcctcac cgacagccgg
  2062981 tgcctaatca caataaaaat ttactattgg ttacactagg gtgatatttt tccgaaggat
  2063041 gatctccctc tgaaaacatc aacgataaaa agaggcagca gtacaaccac gcctataaat
  2063101 aggcatgcag aattcattaa atagtgcgga gaatagcgta gagaaaggcc caaagaatga
  2063161 gctgagcctt taaactataa ttagcggtag aaacaatata tttatggttt atatttatcg
  2063221 actaatgcat agaggatcgc aaccgtttct gcatccggta taccatcata attacatggc
  2063281 cgaaaatgaa gttggaaagc acggattaat tgattatatc ccacctcact gactgcgcca
  2063341 gacgtgtcat aaccatatcg tttcaatttt gaaataatat cgttttttga tggcaggcta
  2063401 caaagaaact gatccagata ccgttgctta gtttcatcgt cataccaggc accaatacct
  2063461 gcgtcataaa gtgccttcca cggaaaggca gcacccggat cactttttcg accaggcgca
  2063521 atatcactgt ggccaacgac attgactggc gtaatatcag ggaaacgata aagaatattt
  2063581 gatgccaacg ctttaattgc cgctatctgg gtaacattgt agggcgggaa agtgaataca
  2063641 ccatcgttat cagtagcaag attaacagtc tcaatcccta tagcggtatc attaagatta
  2063701 ttccgaccat cccaataact cactcctgca tgccaggcac gctcattttc atcaacaaga
  2063761 ttaaaaatac gcatatcctt gaaaccggca tcaatataag tttgttccgt cggatcgggg
  2063821 accaggtaat gagcgcttac cgaaggcccc gtgagtgcat cgatagaatc tttaaaattg
  2063881 aaggccgtat aatgcatcac aagaaaacga acgcgtcgat tgaatccttt tactgaacga
  2063941 aaactattat aatcaatatt atacataaga atccttactc aataaaaatg aatttaagtg
  2064001 ttaacacatc acacattact gtatataatc cagcacacaa tgtgtgcgcc gcatcaatat
  2064061 ttaatgtttt tttgacatag atgcaacatt atatttaatg gatgatacac ctcgtcacga
  2064121 tgatccggat aacagaaaat tgttattagc agatggtatt aagagcacag ttaacaccaa
  2064181 taaatcggtg tatatagctg tcaccacgtt gatttaatta actgcagata tacccgtcag
  2064241 acttcaagtg acctgtaggt tagctgttct cgtgctattc gaattatttt gaacataggg
  2064301 tggcggctaa aaaaggaatt tgaatatgaa tatgaaaggt catttttcaa ggaggaatat
  2064361 gtgattacgg tgcagattaa tttttcgtga atctttttct tacaaataag atcagtcttt
  2064421 tgtgctaaat aactcgagtg gcagaaaaac ggcaacgagt cacagataat atgaagtatg
  2064481 aaaaatataa accggcaggg acaattccct accggttagc gctatcgata acgtcattaa
  2064541 aaacctaaac tatccagcaa atcatcaacc tgatcttgac tggcgataac accggcaaca
  2064601 tttttatcca tctgcgggcc attaagtaaa ctgtccgtcg gtttctgcgg ttttgacggg
  2064661 atatcgggaa tattctccat caaaaccatg aggagctgtt tctcaatttc ctgtaccaca
  2064721 tccatcatgc gtttgataac ctgaccggtc aggtcctgga aatcctgcgc catcatgatt
  2064781 tccaataatt gcgcattggt aaatgaagtg tgctgtggga caaccgctaa atattctcgc
  2064841 gtatccgtga ccagtgaacg ggcatctgac agctcgattg gattggcaaa ccactcatcc
  2064901 cagcgaattt ttagcgcctt tgctgatgat tccagttcgt tctgacgcgg ttgtgccgcc
  2064961 tcgacacagt taagcgccct ttctgcggcc tgtgctgtca tatgaaccac ataatccaga
  2065021 cggtcacggg catccgggat cgcttcggcg gcctgagcaa tggcttgatc aagacctaac
  2065081 tctcgcaaac tgtcacgtaa catccgcgtg agactgccaa tacggctaat aatatcactg
  2065141 gctgatgccg catcggttgc gggcattgga tggttattca tctcgcctcc ttacataccc
  2065201 aacttttcaa aaatcttatt gagcttctct tccaaggtcg cggcagtgaa cggtttcact
  2065261 acataaccac tggccccggc ttgcgctgct gcgatgatgt tctctttttt ggcttctgcg
  2065321 gtcaccatca gaacaggcaa cgtagccaaa gcaccgtctg tacggattgt tttcagcaag
  2065381 tccaggccat ccatattcgg catattccag tctgaaacca caaaatcgaa accacctgct
  2065441 cgtaatttat tcaatgcgtc aacaccatct tcggcttctt ccacattgtg aaaacccagc
  2065501 tcttttagca ggtttctgac aatacgacgc atggtcgaaa aatcgtctac caccaaaaat
  2065561 ctgagattct tatccgccat acccactcct aaagtttgtt gctcagcgct gagcgattaa
  2065621 atgcaatagc ccgatggtta tcggaaaaat aatttataga cccccatcat aatgagatct
  2065681 ctatatgcga agggcttgac cactactgat ctgcgccaac atccgctgac ttatttggtt
  2065741 caactccacg acgtcattaa ccccccccat cgcaatcgcc tcacgtggca taccaaagac
  2065801 cacgcagctg gcctcatttt gcgcgagggt gtaggcaccc gcccggtgca tctccagcaa
  2065861 gccagcggct ccatcattgc ccatccccgt gaggatcacc ccgaccgcat tgcgcccggc
  2065921 atactgcgcc accgaacgga aaagaacgtc aaccgaagga cggtgacgat taaccgcggg
  2065981 tccatcatgg atccgcacct ggtagttggc accactccgg gccagttcca agtgccgatc
  2066041 accgggtgca atataggcat gtcccggtaa tactcgctcg ccatcctctg cttcttttac
  2066101 cgtgatttgg cacagtttat tcaagcgttc agcaaacgaa cgggtaaatc ccggcggcat
  2066161 atgctgagtg atcagcaatg ccggactggt tggtggcaaa ggctgtaata ccgcacgaat
  2066221 cgcctcagta ccgccagttg atgccccaat ggcgatcaat ttttcactgc tgagcaatgg
  2066281 ggtatggctg agcatcgccg gtttattttc caggacgcgc tgtggtaaac gagccttagc
  2066341 cgccgtgcgg atcttatcgg caatcagttc gctgtaagcc agcattcctt cgcggatccc
  2066401 taactgaggt ttggtgacaa aatcaatcgc ccccaactcc aacgcccgca tggttatttc
  2066461 ggagttttta cccgttaggg aagacaccat caccaccggc atgggccgta gacgcatcaa
  2066521 tttctcgaga aaatccaagc catccatgcg aggcatttcc acgtcaagcg tcaaaacttg
  2066581 tggattaaat tttttgatca aatcacgggc aaccaacgga tcctgtgccg cagcaaccat
  2066641 ctccatatcc gggtgactgt taataatctc agtcattagc tgacgcatta atgcagaatc
  2066701 atcaacacac aatactctga ttttactcat cacctctcct tggtcagccc ataaacggtc
  2066761 tgcccgcgca aatagaattc ccgactgatc tggctgaaat tctccgagtg gccagcgaac
  2066821 atcaggccgc ctggttttag caaaggtaca aaacgacgca gaatgcgttc ctgcgtctct
  2066881 ttatcaaaat agatcatgac attacggcaa aaaatggcat caaattgccc cggtagcgcc
  2066941 cactcaggtg ccagcaaatt caactgctga aactggacta aattggtcag ttcaggacga
  2067001 actcgcacca tgccctgatg cgggcccgta cctcgcaaaa agtagcgttg catctgctgg
  2067061 gttgacaatg agcgcaattc atcttgccga tatacaccgc tggtagcttt ctccagtacc
  2067121 tgtgtatcga tatcgctggc caatatctgg caggctcccg cgcgatttcc taacacatca
  2067181 cacagcgtca tagcgatgga gtaaggttct tcaccggttg atgccgccgt actccagact
  2067241 gaataaccgc ccgcccgctg acgagcatgt tctgccaaga gcggaaaatg atgagcctca
  2067301 cgaaaaaatg ccgtcaggtt agtggtcaac gcattcacaa atgcctgcca ctcagcactg
  2067361 ttcggatcac tctccaacaa ggccagatac tgaccaaaat cagagatatt cagtaatctc
  2067421 aaccgtctga ccaggcggtt atagaccatt tcccgcttat gttcagccag aacaattcca
  2067481 gcccgttgat agataagttg acagatacgc cggaagtgaa tatccgacag cggcaaccgt
  2067541 tgaatcattt gggtcagtat cgacccggac tcttgaggta atgattgagg cgctgacttc
  2067601 attgatgatc gtttcatcca accttacccc ccaataccgt cttcgttacg ctgtttgaca
  2067661 ctctacgatt tcctttacag ccacttgtcg ttactcgtga tgacccgtta cgagtgatga
  2067721 tcgattgtca ctcctggtcg gaaccactca tgctgatcga cccataatga gcgactaata
  2067781 atgcgtggcc aatgattgct ggctattgcc cgcaactgac tgttcgtcgt gcccctgccc
  2067841 caaacggaaa acagagacgg catcggagag catgctggcc tgctcttcca gtgcattggc
  2067901 tgccgccgcg gcctcttcca ctaatgacgc attttgctga gtaacctgat ccatttgcgt
  2067961 tacggcgagt gatatttgtt caataccccg gctctgttca tccgaagcag attcgatctc
  2068021 ccccataatg tcagtcacac gcgccaccga gcggacgatc tcttccatgg tagttcctgc
  2068081 actttcgacc agcgtagacc cctggcggac acggctgacg gactcatcaa tcagcccttt
  2068141 gatctctttg gccgcttgcg cactgcgttg tgctaaatta cggacttcac ccgcaaccac
  2068201 cgcaaaacca cgcccttgct cacccgcacg ggccgcctcc acggccgcat tcagtgccaa
  2068261 aatattggtt tggaaggcaa taccgtcgat aacgctggtg atcgcaccaa tcttctgcga
  2068321 actggtagcg attgcatgca tggtggtgac gacactcgcc gtcagttctc cgcctttagc
  2068381 tgccgtaccg gaagcctctt gcgccagtac cgtggcctga tgcgcattgt ccgcattctg
  2068441 ttttaccgtg gcggtcagtt gttccatact cgcggcagtt tgttccaagg aagccgcttg
  2068501 ctgttcagtt cttgccgata aatcgttgtt acctgcggaa atttcctgga taccggtcaa
  2068561 catcgattcg gtaccctcac gcacattgct gaccgttgag atcagcgact gctgcatggt
  2068621 gcgtaagctg gcgaacatct ggctgatttc attacggcca gtcaccgaga tctgcccaga
  2068681 caaatcccct tgagcaatgc ggccaaaatg ctcacgcatc gtcgctaatg gccgaacaaa
  2068741 catgttgcgc aaccagatca acgacgaaat ggccatcgtg ataaccatca gaatcgcacc
  2068801 actaaatatc cagattgaga gctgataagc ctgctgattc tgctgaccgg catcggcaat
  2068861 aacctcattg gcgtattgca aatactggat gaaatccgct tcaaacaaat cttgcgtttt
  2068921 ctgagtgggt tgatccataa atgcttgtaa atcacccgct tccagaaaat caattaactc
  2068981 acgtaatgcg ctacgaaggt tttgataact gtttttggtc gcatccagta attgcccact
  2069041 gctctcactc tcatcaaggc gcggtaccgc ctgaaactga ttaaagtaaa gttcagcttt
  2069101 ctgcaatgca ctgcgcgcac tccccattaa agcgttaact tgctcctgag gaacattgag
  2069161 cgccgagcga gtagccgcac ggtttaaggt attacgtgcc tgaagcaaag atacccaact
  2069221 gaggcttaat gcatcgcgtt gctgactact taactccact cgatttaaat tttggtagtc
  2069281 tgagcgaaaa gccgtaaatg atagaccact tgaaattaac tgtatggcgc aaagaaacat
  2069341 cagcagcagg aaaaaactgg tagaaatccg gatttgacca aacatcgtaa cctcttctca
  2069401 gccggctcat aggccgactt tattaatatt attttgcata cacccaaatc aattggcgtg
  2069461 gcaggtaaat ggccagcagg cggatcccga tgtgctgact caagtttgtg attcggatga
  2069521 gtgcgcgcag ctaacacgtc aacagcgtca agctcgaagg ttataggtct agaaagtttc
  2069581 ccaattgtct tgcagattat ttcccagcgc ttttttagcc gtgctgttca tttcctgcgt
  2069641 gggttgtttg acttttctga cgtcgctagt ggaattactg ttatccacac tcagaacaaa
  2069701 tacggacatc gcttgagtta acatgctggc ttgctcttcc agtgaagcgg cggcggaagc
  2069761 cgattcttct accaaggaag cattttgctg tgtcacgcgg tccatttcgg caactgcctg
  2069821 accaatctgg tcaataccac gactttgttc atctgaggca gaagcgattt cgcccatgat
  2069881 gtcggtcacg cgggtcacgg cattaacgat atcgcccatg gtttcaccgg cactttcaac
  2069941 cagtactgag cccagatcta cccggttaac cgaatcgtca atcagacctt taatttcctt
  2070001 cgccgcctgt gcactgcgtt gtgctaaatt gcgcacttca ccggcaacca cggcaaaacc
  2070061 acggccttgc tcacctgcac gggcggcttc aacggcggca ttcaatgcca agatattggt
  2070121 ctggaaggcg ataccgtcga tgacgctggt aatgtcggca atcttctgcg aactccccgc
  2070181 gatctcgtgc atggtttgca caacatccgc caccactttc ccccctttct gagcggtttc
  2070241 tgaggcactc aatgctaatt gactcgcctg acgggcgttt tcagcgttct gtttcaccgt
  2070301 tgcggttaat tgctccatgc tggcagccgt ttcttccaat gatgccgctt gctgttcagt
  2070361 acgggcggat aaatcattgt tacccaccgc aatttctgac gcaccgctgt agatagcatc
  2070421 agcgcctaca cgcacctcgc cgacgatagt gaccaattca gattgcatgt gtttcaggct
  2070481 agcagccaac gtgcccactt cgttgcgacc atgaacttca atattttgcg tcaaatcacc
  2070541 gttggcaata tgtttaatgt gtgcaatcag gtggttgagg gggtgaatta agatctgttg
  2070601 catccccagc cagacaagga gcatcatcac taatacgacg accagtacag taataaccac
  2070661 gcccatagca aagctaaagg attgattact gtcctcgacc gccgaatcat acagtccgtc
  2070721 attttgcgtc agatagttgt tgtaattttg ctcaaattca ttttggaaac tggtggtggg
  2070781 gtgattgaag aactcattga ttttgttcgt ttccatcaaa ttaatcagtt cggttaaggc
  2070841 actaaaatat tcctcgtagg actgttttaa ttttttggcg ccttctggat cctgactgct
  2070901 attttgtggg attttttcgt aacgtttgaa gcggtcttcc gcgacgctta gcgtcccttt
  2070961 agccgaagag ataaggtcct tcaccgtagg gccactgcca gtatggttaa tatccatcat
  2071021 gtaacgaaca ccggcacggt ttaacgtatt gcgtgtttgt aacagataga cccagctttc
  2071081 attcaatacc gattgttgct ggcgaataac ttgtaaaacg ttgaagtttt cctggtcatt
  2071141 ctgcaatgat ttgaaaaaaa gcccgccgga taccagttgt aaggcaccaa ataatactaa
  2071201 taccagcagc aggctggtaa ccactttcat acgcttgaac atattaaccc ttcatcagta
  2071261 cgacaaaaca cagacacgtc aaaacacaaa gacgtttaat taagtgtgtt atcggcacta
  2071321 aaaaggggaa ctttaccgtg gggaggatta ttttaacggg gtgaaaccaa gtgttaacat
  2071381 ttaccggcca aacattatta ttgggcgata ccggacactg ttgtgtttaa tgcccggtag
  2071441 gctacccctc tctattttgt tagccgggtt taaaaagaac gactaattca atgagaccac
  2071501 accatagaaa gcggccacgg cagcagcact caatagatac acgggcaaca tcacgacatc
  2071561 tgccgctacg gccaccgggt aaagcgccct cttagctgag gtcgtatttt tactataaaa
  2071621 cttcacttgc aaaggatgtt caaaacggaa gatatcggcc ggtgtagcac cttttctgtg
  2071681 aatagtgccg accagattat tcaggttaat attgcaaata cccgttgttt ccgtgaggct
  2071741 tggacaattc caatcagccc cttttatcag cggctctatt ttgcctcgct cttccgccgt
  2071801 ctgataacga tatttcagag cgattttccc tgtgaagcca tcctttttct tattaagatt
  2071861 aaagctaccg tccctgacta cctcaatctt ctttttatca atctgcccgg taactaatag
  2071921 cgttaagaac tcgtcggctc ccgatgacaa cacataatcg aaatgcgtac cgacaaatgc
  2071981 ccagttttta ttatcaccct gcttagccaa agacacgccg acaataatat catcattata
  2072041 atgcgtgtag cctttctcat ggccccggat atcatctgaa agctggttag ttacgcaagc
  2072101 agaaagaaag aagggtgaca tcaatatcgc cccccattta cacattaact tcacattaca
  2072161 cattaacttc acaaaattaa tcacactgac tccttgctgt atattgattt tcccacatca
  2072221 gtcgatgcac gctccggtaa gacaaatggc gattattgcc cgctttgtac cacgtccgct
  2072281 gtcggctgat ccttgttttg ctcaatgact tccttcataa cgacaaactt ctggtagaac
  2072341 caaccaatcg ctaccagaca cagccccaga ccgaggaatg agaccgaacg atatagccct
  2072401 tcaagaccag acatatccca caggaacagt ttgacgatcg tgagcgccaa caaccccagg
  2072461 gaggcgcggc gcactttata gttaggccag tgtattgcgc tgtacatcat gccaatggca
  2072521 gttaacatcc acgctaagga gtaagagtat tgttcgccgc tgtacacgat atcattatcc
  2072581 aaccggtcac catgccagag ctggcggacc gtcaaggtaa tgaacaccat tcccagtagc
  2072641 gcaatcgcac cgataacgta gggcttcaga cggatatcta gccagtgatc tggccagtat
  2072701 cttagtgcta ccaccatgaa caccatcggg atcgcatagg caacggtcac catattcagc
  2072761 agcggtaggc cgccaacctg ttgtgctgac cagatggggt taaagacaac caggcagagc
  2072821 aacgttaggg tgagcatcag aatggcactg gttttagccg ccaggcggta tatccgttgt
  2072881 agcgaatctg caaactgttc acgatagccg taggccagcg ccatcagccc gaaggtcacc
  2072941 ccatgcaacg cacaatcggt aagagaagcg aaatccagcg acagatgata gctgccatgc
  2073001 agcaggtgac gtaattcaac gttgatccac aaggccaaca gataaatagc attggccgct
  2073061 aaccaattgg cggtctgctc accgcgacgc gcaggtaacc agcgtgaact tagccacagg
  2073121 cagagaatcg gaatcccaaa accgtatagc gtccaaggaa taacgaccga accaatgtgc
  2073181 aacggcgagg aatatccaag gatatacggg ttcattgaca gacgaaccag cagtatgatc
  2073241 gcatgcagtt tcaaaatcca agacagtaac gaaacctgtc gccaacgttg ccagagtacc
  2073301 aaaactaaaa gctgacccgc gagcagcagg gttagcgtaa cctggctgaa agccataaat
  2073361 aatgcaaagg tcaacgtcag ttgggcggcg acctgataga tcgtccgcaa cagcgctgag
  2073421 ccacggcgat acccatcact gaatgcattc cacgcgatat acatagccag acaaaccgcc
  2073481 agcagtgtgt atttaactgg agccagctca aaattatcgc gacaggcata ataggtactt
  2073541 gcaacgagat acattggcac cagcaccgac aataacgccc accacagctt gcggtaaacc
  2073601 ggccgggtga cctggtagct accatatatc ccgcagaata gcgctaatgt gctgagcgcg
  2073661 agcaaactcg tccagacggt ttctggctca aacagcgttc ctgcattaat aaagggagaa
  2073721 atggctaata tcgcggccag tggaacaaat aaatccaatg aaggtgagcg tctggcaatc
  2073781 agtaacaggc taatacagga gaataccaac gtgctccaga ccaggatcga atgatttgcg
  2073841 cttaacgtta aggctaatag cgaaagcccg gcaatcaacc cagttaataa cggatccagc
  2073901 aaagccgggg gccagttttt ccagtcatta tggcgaaaac gtattttgct ttttagcgcc
  2073961 caccccagat gtggccaggc caggatcgaa tgatttgcgc ttaacgttaa ggctaatagc
  2074021 gaaagcccgg caatcaaccc agttaataac ggatccagca aagccggggg ccagtttttc
  2074081 cagtcattat ggcgaaaacg tattttgctt tttagcgccc accccagatg tggccaggcc
  2074141 aggaagccgt atgtggttgc tagcaggaat agtgaacgcg ctaactggtg ttcggacgtt
  2074201 gctatgaata aagaaaccaa aagccataga tagtttccga ccatcgcccc cagccatagc
  2074261 cagtgccgat agacacggct catcaggccg atagacgcca aactaaccag gaacaggtag
  2074321 gccaacagcc cggtgacatt accgctgccc gtcgaaacaa ataacgggac ggtataggcg
  2074381 ccaagcagcc ccaaggccgc cataaatggc ccctgccaca atgccagcac catcgccaac
  2074441 agagaaatca ggctgagcaa cagcatgaga acgggcatcg ggaacatgtc gtagagatat
  2074501 ttagccgcca gcattgaggc aaatagaccg agaataccgg ccccactcag cgccgccggg
  2074561 atataaccgg cattgaccaa gggcaactga aaacgtgaac gcctgagcca ctccccccca
  2074621 acaaccatca gcacactcag cacaatggcg gtaccaatcc gcaagtttgg cccgaacaga
  2074681 ccctgttcgc tgcctgcttt cagcaggaaa atcacaccca gtgccatgat cataccgccg
  2074741 atccacacca tccaacgcgc ggcaaactct tgctcgatgc gtttccagaa actctccggt
  2074801 gattttaaag aaaacaggac attttccaat tttgtccaca catcgggttt ctgtggatga
  2074861 ccactggcag gacctgcatc cattttcggc gattcttgag gagccccatc ctgtggctca
  2074921 agcaccacct gacggtcagc aatcctatat tctattggcc gagcgggttc tttttttgcg
  2074981 gcataggcta gagccatctc tttaatctgg ctttgctgtt tggtgagtag ataattctga
  2075041 taggttgcgt aatcaggggt ccatacctcg gatgcggcca catcatctgc caaattcgtt
  2075101 ggcgtgatct cttccttaac agtggccaca acagtagcca cggtaggttc aggcaagcgt
  2075161 ggagcaagct cattgcgcag cctgcctatc tcttctcgta tatattttac cgagttggat
  2075221 aacgcactta tttgcatata gatgacaaac aagaagataa gtaaaaaaat taacagccaa
  2075281 tactccatta tgtatccaac tcagcgttta ttaagtaaaa aattctctat gagataaccc
  2075341 tatccattca tcggatagca tgaaacagta tctgacaggt atttttcaca cgccttaatc
  2075401 taccaattaa atactcgccg gcggcagtgt agaaaagtta gccagctaac accaatgggt
  2075461 taaatgtaac agtatgtaag cagtgaaaat tcaaaagcaa ccgttcatca tattgatacg
  2075521 taagatattt cctacaaagc caatataagc acacattatt aaaggctttt ataaacatca
  2075581 taaaaattaa acaaagaata ttggaagttc attgagtgaa ttttcctaca atttatctgt
  2075641 aactattttt ttataaatga gatctgaaac aaggctattt cgtcattgat ttcaacagca
  2075701 actcgacttt cttctgcaca ccgtcggtat gacgacctaa tattaagtat actaaatgcg
  2075761 ttatcagtgc cctactcggc gcactgatac cccgatataa caaaaccgtc ctgtattacc
  2075821 agctcacccg tgcacctatc gtaccgccga cggcatagtt gtcactgaca ttccgtgtag
  2075881 cccccagcag attgacattg ccgtaaaccg cgtagcgacc attctgccat tcataggtgc
  2075941 cgcccgcgcc taaccccacc gactgacgct catcccgggt ggcgaactcc acccccgaga
  2076001 cctgcacttt actgccattg aggaactcat tgtgcagatc gagatgactg taaatgtgtg
  2076061 agcggcgggt ggtgccgtct ttcgcgctcc aggtcgtttc cttatccagt gagacaccga
  2076121 tgcggccccg caggctgtca ccctcttgca gcgaaacttc gctatcaaac ggatcgcgga
  2076181 aggtatcgaa atcgacccgc gagtaggtca cctgcatctg cggggtcagt gacaacccgt
  2076241 tacccagtgc gtaaccttta ccggcttcta tcgccgaggt atacccgcga ccattgttac
  2076301 cgctggccac tgcatgccct gcggtacggg agctcaggtc gctgtcaaac cacatcgtct
  2076361 gcaactggcc atccacatac acgccgttat tgccatacca ggtcaggctg gtgccaagac
  2076421 cgtaacctgc gctgttgatg cggccatcac caaagaatga gtggatatcc gctttggctt
  2076481 taccgtagga gaagtttacc ccgccggtca gcagtgaacc gtcctggctc tgatacagcg
  2076541 gcacatcaat gccggtctgc aacttccaca catcaatctc gcgttgtgaa ccactggtgg
  2076601 agcgggccgg gtcggtgacc tggtggctcc cttcaatacg gccccaggcc cattgattat
  2076661 tgtcaaagtc caggtctgcc agcgcgcccg gcgccccgta acggttaccg acacgctgtt
  2076721 gcagcgtcgg cagggtattc agggcggcca gcacctgcgg atattgttca tacagcggca
  2076781 cgcccgcctg atagcgtacc ccctcggtta acatcagttc tgaagagaga taccagttgc
  2076841 gccccgcagt ggcggcttcc ccgtcggcct gtaaggtgta ggcatacgcc ccgcccacca
  2076901 ccgcctgata gccatccgtg gtgacatagt ccccggccag taggaaggtg tcatcctgcg
  2076961 ccagaccgtc cacggtgatc aggttgatgc cattgagggt tttatcgccc agaccgcccg
  2077021 cattgttcac ccggaccgag gtggtgccgg tggcatcgcc gttgatcact aaccggtcgg
  2077081 tggcagaatc gtcatccccc agcaccgtat cgagtgccag ccaggcccct tcaccggaac
  2077141 cgttattttc accaaaataa gtcccggtca cggtcagccg atcgtcggta gcggcaccat
  2077201 tgccgccggt atagtggttt gacagcagga tcccaccggc gctgataagg ttaccgctca
  2077261 gaaccgagtc accgagcgag gacaacgccc cgccttcagc cagggttaat gcaccggttt
  2077321 cggtagccac tagcgtcggg tcagcggcga tatcggcagc actgaggcgg tttactgtgg
  2077381 ctccagtgag tgccccagcg tcaggtgtca ggcccagcgt ggcgttatcc agcaccaaaa
  2077441 tccccccggc gatattggcc gacaggaagg cattggcgtc accgtcggcc atattggcgc
  2077501 cggttaacgt ccagatgctg ttgttggttt tggtcagggt accgaagccg gtgatccggt
  2077561 tcgggtcgcc atccagaatg gcctcttcac ggttatcaat acgcgtgaga tcgaaagcgg
  2077621 cgtctcctgc tccgcccagc accagatggc tgtttgccag atccagcgcg gcatcattga
  2077681 tctccgcata actgccattg aagaccagtg cctgcgtaac gccttcaagg gcatagccag
  2077741 attgcagctc taacgtggcc gatgtttgaa tgttatcaag ccgatgaatg ccgattgcgg
  2077801 tgccattgcc gccgtgcacc aagccgccca cggtgacata ggtgtctgcg gtattggttt
  2077861 caatattaat tccgtagccc tgctgcgaaa ccagcgcgcc ccgggtgatc agatcaatgg
  2077921 tcgaggtgcc gttgtctgcg cctgtggtgt agttcttgtt atcgaggtgg atagcatcgt
  2077981 attcactggc gatattattg acgtcaatgc tgaccagggt attaccttca gtagccgtcg
  2078041 cacgaagatc aataccatca tacaaactag agttaatctg gcccaccacg gtgagatagg
  2078101 tggttgaatt ccccccattc gctatggtgt ctatctttac accactgccc gcagtagtga
  2078161 tgtcatttaa attgatgaca gcggtagcat ccccttgact gacataggta ctgaacattg
  2078221 cccctatccc ctgttcagag acgagatgcc cggttgcggt aacggcagta aatgccgaac
  2078281 ctaaaccgct atagttgtaa atattgagtg cttgactacc agaactaatg ttattcgcat
  2078341 tgatgatcat agtggagttg ccttcggaag cgccccccat caccatgaaa ccgaggccat
  2078401 tttcagcaac aatattgccc gaaacatcga tgttaaactg caggttgcca gttagggtat
  2078461 ccgcacgcac actgagggct tcatagtaag aatagatgtt ctccaactgg gctgatacct
  2078521 tgatatcccc atcgtccata taagagttta tctggaggcc cgatcctgaa gtagacgtaa
  2078581 gatcccccgt caacaggata tcggttatca ccgcattatc atggttgtta ttagcactgt
  2078641 tatgactgct attattgata gaaatgccgg aatattcacc agtgacattg ttcgcacgaa
  2078701 acgtaaagtt tgcagagccg ttgtaggcat cgttataaaa agaggtcgcc tggctagtcg
  2078761 ttgaaatgac atcaccatcg atatcgacat tggttataac cgcccctgaa taattggtat
  2078821 tataaatatt taaggcgtcc aattctgtaa tgatgctttt tgagttgaaa ttaaccacac
  2078881 tggtaccgcc gctaccgctg ttgttgatag tggcacccga atatgtagca ttaatatcat
  2078941 tagcaatatc aacgttagtg atggctgttc cattgaatga agtgttatcg cttcgaatac
  2079001 ccacgtcgcc gaaaatagta ttgatattca tgagaatagt ggaattattc tccgccgatg
  2079061 aatagattaa aagggcggga gaaccattta gatcaccaaa taatgtgccg gaaacatcca
  2079121 cctgtactgt cgagtcggca ccgctatggt tgctaatatt gataccgcta cccattgaac
  2079181 cgtttgtctg aacattaatg gacgacgatt gcccagtggt gtgcgtatca ttctggatat
  2079241 acaaagaatc ggcacccgtg gtatcaagcg cagaactgtt ggtatcaagg tagctgatgg
  2079301 tgccagaacc gactagcgag agtgcagggt ctccattttc aggaactatt atgctgaaac
  2079361 caggttgggt ctcaaccgca atatccgtgc cgctcaggat gatgccgtcg gtattttcac
  2079421 cttcgcagac ataggttccc accccggggc tggtgcatgc tgctaatgcc attggtggta
  2079481 aagcaatagt agaaaacgcc acaacaatcg ctaatgttat gggattaatc gcggctgctg
  2079541 gaacacggct aaaggagtgt tggctccctg tatccgcctg aacatttgcg gtaaaaagac
  2079601 ccagtctgaa atgtttcaac atagaattac cctattagct gccccagttt attaccgata
  2079661 cgacatatcg cctgaaaaat attttctctc cttctcacta aatattgtca gcaaagagtt
  2079721 gaagcgttcg atcaacgttg gaagtgctgt ctgtcgacga ttaagtcatt cagatggaat
  2079781 atattcgaaa aaggataaca gggctcaagg aaggggataa taggaccata ctgttttttt
  2079841 gtaggaaata tcctaaacac attaattaaa ataaattgaa taacaaataa caccaacaat
  2079901 aattacatta acatcaccaa gaacaataat tgttaattaa tcgtgtcagt ttaatgttat
  2079961 tttgcaatgt taatgttatt ttgccatatt aatgttactt cgccataaaa tttatggcga
  2080021 tactattcgg ccaaccgaac atcagggaag gcactatcat agccaaagtc gaggacctca
  2080081 ctcactgact ttttgtgcat ttagcgttct taaatgttta taaatggtca ccggactaat
  2080141 ccccagactt gcggagacaa ttttatttgt tacggggagt tcaaataaac ccgtttcatt
  2080201 taattctttg attatttcga aatttttgtt cttactaggg atgtctttat tcgcataaac
  2080261 catactctta accggttcaa ggtggctttg gaccaggtta ttgacatcct gtgtaaaact
  2080321 ctcatttcta caactattat tggctttcat gaatatatcg ataaaagcat tcattggcat
  2080381 atccatcgcc atattcatgc atatcattcc tattggatcg ccctgtttgt taactatcag
  2080441 agtggatgaa gacttaaaag gacgcgtatc tttattgctg aaataaacat cccacatctc
  2080501 ttttgatgat ttgaattctg tcagtttttc caaggctata ttggtgaccg gcgcacctaa
  2080561 ctctctgcca gtaacatgcc cattcacaat gtggatcacg gaacgatgaa gatcttcaaa
  2080621 actgtgcagt acaatttcac agtactcacc aaaaaactgt cccaagcact ctatgaaggg
  2080681 aatataagac tgtaataatc tccgatcatc atcagtaaat gctttattta atatatctct
  2080741 catgatgtta cccaagaaaa attgtcgtgt gtatcatgct acacctctcg ctgccctctg
  2080801 tccaatacag tatctaaaca gtacacttag taaaatatat ttatactaag aatacaaaaa
  2080861 cattaccttt gtcacggtta tgactttctt taaaccctaa actccaaatt agtcattaat
  2080921 ggagataatc ctatgaaaat tggtttagag actgagtcct atcatctttt tttccagcag
  2080981 gggaaaatgg atatttttga tttcattgat aaagcctgga gtttaggact ggatggcgta
  2081041 gaaataaata tcattccaga tgagggcctt caccctgaat ttggtgtgtt gagtagcgat
  2081101 gacccaacat atcttgcacg ggtgagacac gctatcgaac aacgcaatct ttattgtgaa
  2081161 atcgataccc gttttacgtc ggttaaagcg attagtaaag ccgtgcaatt tgcatctgca
  2081221 ctgggtgcgg atgttattcg aacctacatg ttccgtcgtg gtcagtatga gcccctagaa
  2081281 tatccacgca ttattcatga gttgaaatca ctggttcctc tacttcaggc aaatcgaatt
  2081341 cgtctggccg ttgaaaatca tgaagatgaa actgccgacg agattatcca aattgtaaaa
  2081401 gcggtagact ccctatgggt cggggcacat tgcgatatag gaaatggcat gatggcttgg
  2081461 gaagagcccg ttgtcactgt cagccaactt gcccccttta cttacagtac ccattttaaa
  2081521 gatcacattg ttactcaaca tgacgagcaa ttagtggtat gtggcgttcc tatcggtgaa
  2081581 gggagtatcg atattgataa ttgcttcaga atattggttg aaaaatcagg cataactcgg
  2081641 gtcaatattg aaacctgctt tccttatgcc tctgcatttt ctcgaccttg caaccccaat
  2081701 gaagtcagta cactaaaagg gacttttgaa gtaaaaaccc ctccttttga ctccagccga
  2081761 attaaaccac tggaatatta ctaccccgac aaaatatcgc cagagttact acaagagctt
  2081821 atgcaagctc aggaccactg tgtttataca tcggttcaag tgctcaaagc actgcgtgat
  2081881 aaatattgcc ccaacaccac aacaggaatc gtcgaatgat tattaaaact caaaacgcac
  2081941 cagcagctat cggaccatac tcccaaggcg ttgtcgccgg taatttgctt tttatttccg
  2082001 gttgctgccc tttcagtgaa aaagatggat cagtcgtagg tattgatatt acagagcaaa
  2082061 ccattcaagc catgaaaaac ctaaaggcta ttgtggaagc caccggtagt tatatgaatg
  2082121 acgtggttaa aaccacttgc tttatcagtg atatgaacaa ttttcagtca ttcaatacca
  2082181 tttacgcggg ctatttccca tcagggacat tccctgcccg ttcatgtgtt gaagtcgctc
  2082241 ggctaccaaa agacgttctc attgaagtag aggctattgt ctctctaaaa taaggtagga
  2082301 atattgtgaa taaatggaca aagctttgct tcctcatttt gggtggaggg acgattttca
  2082361 aactctccag tatgaaagat gtgttttaca tccctatgca acaagactgg gggctaacga
  2082421 atacacagat tggttttggt tttaccgtat atgccatcat tcagaccgtt ggcttattca
  2082481 gttctcttta tattgctgat cgtttttcga aaaagatctt actgcccgta gggttgatcg
  2082541 gtgtgggcct ctgtggcgca tacttagcca cgcttccacc gtttaccggt tatctcatcg
  2082601 cctttggtgc tatggcattt tttggggaag tggtttactg gcctgtactg ttgaaagcag
  2082661 taaggttgct gggaaccaaa gaagaacaag gacgcatgtt tggttttctg gaagcgggtc
  2082721 gcggtgtgat tgatgtactt atcgcttctg gtgccctgtt tgtttttgtt cagtttggtg
  2082781 aaggtaaagc ggggatgcag gccgggctaa tctattacac gatagccacg atattggttg
  2082841 gcgtcattac ttggtttatc gtagacagtg atgacaagat taaggtagat aatgcagata
  2082901 aagttaataa acatgttttg gcggggatca aagatgttat taaaagccct aacttgtggt
  2082961 tggcttcttt ctgtatcttc tttgtctatt ccgcctattg cggcttaacc tatttcatac
  2083021 cattcctcaa agatatttat ggattgccag tcgctcttat tggcgcttac gggatcatta
  2083081 atcagtacgg tctcaaaatg gtaggaggac ctgttggggg attcctcgct gacaaagtcg
  2083141 caaaatcacc gacagtttac ctgaaatgga catttttaat ttcggccata gcgatgatct
  2083201 tattcatcca attaccccat gattcgatga acgtatactt gggtatgatg gcaacactcg
  2083261 gcttcggagc cattatcttc tctcagcgcg caatcttctt cgccccgatg gatgaaattg
  2083321 gtacttctcg tgaacatgca ggttcggcaa tggccttcgg gtgtattatc ggctatatgc
  2083381 cgtccatgtt tgcctacgca ctttatggct cattattaga taattttgag gggattcagg
  2083441 ggtacaacta catattttca ctcatggtag cgtttagtct tcttggtttt atttgtgcca
  2083501 ctattttaac aaaaagaatg cgtgcagtag ctgtagccta aataaaatga ctatctcaac
  2083561 atcatgactt gtcataaaga accgcccgag caatatgcaa tggcggttca gttctttatt
  2083621 tcaggagtca ttgaatagtc ctctattcat cagcccgaaa gacgctgacg ctttacccgt
  2083681 agggcaatat ttcgcgcaag ccgtaggggc aggaggaccg cctcccctgc ttggttaagg
  2083741 ccgattggct caggtgatca ctcaacgtgc gtaaactcca cgcttcaatc acaccttagc
  2083801 aacactattg tcacatatta aaaagactat tatcacgcct tagaaacact atcaatcaac
  2083861 gacatctctt cactgctcag cagtttttcg atatcaacca ggatcaacat tctttcgcca
  2083921 agcgagccta aaccggtcag atattctgtt gcgagagtca cagcaaattc aggtgccgga
  2083981 cggatctgct cgttggtcaa cgacaggaca tctgacacac catcaacgac aatacccacc
  2084041 acgcgttgac caaaattcag cacaatcacc acggtatttt cgttataagt gacaccttgc
  2084101 tgggcgaatt taacccgcag atcaatgata ggcacaatga cgccgcgtaa gttggtcaca
  2084161 cctttaataa acgcaggagt gttagcaata cgagtcacct gatcatagcc tcggatctct
  2084221 tgtactttca gaatatcgat gccgtactct tcatcgccca gcgtaaaaat caggaattct
  2084281 tgtcctaccg tttcgccagc cagtttcgtg acggttgcta gtcctgccat gttttttacc
  2084341 cttcaatcaa taggttgaat ttatgttttt caggaccgga aacatatttc accgccctgg
  2084401 atacccgtca tatttaaagt ggccggtggt ggcttgctgc actcaaatta tttagggtat
  2084461 tacctgtttt tataaggaaa aattcctgtg cgctatgcgg taaccacctc atcagccgcg
  2084521 acgcgttttt cacggtttaa ggcctgcaac gctgacacat caacgattag cgcgacgcta
  2084581 ccatcaccca aaatggtggc ggcagaaata cccggcactt tccgatagtt actttccaga
  2084641 tttttcacga ccacctgatg ctgaccaatc agttggtcta ccagcagtgc atagcggcgc
  2084701 ccggcacttt gtagaatcac aacgatgcct tgcgtggctt ccgtcttggc atttttaaca
  2084761 tcaaagacgc ggtacaattc aaccaatggt agaaattcac cgcgaacttg cagcacgcgc
  2084821 tcaccaccgg ctaatggatg taggtcttcg gccaagggtt gcagtgactc catcacggca
  2084881 ttcaatggca agataaagac ttcattgctg actttaaccg acatgccatc aaggatagcc
  2084941 agcgttaatg gcagcaggat acggattgag gtacctaaac cggcctgaaa actgacctgt
  2085001 acatggccgc ccatttcctg gatgttacgt ttgaccacat ccatcccgac accacgccct
  2085061 gacacatccg tgacttgttc ggcagtagag aatccttgtg caaaaataag catcccaacg
  2085121 tcttcatcgc tcatgttttc gttgactgcc agcccttgag actgtgcttt cgccaaaatt
  2085181 ctctgtcgat tcaggccagc accatcatca atgacttcga tacaaatatt tccgccctga
  2085241 tgttcagctg acagtgtcag gttgcccact ggcgatttcc ccgcagcaat acgagtagcc
  2085301 ggctcttcaa taccgtggtc cagactgttg cgcaccaagt gggtcagagg atcgataatg
  2085361 cgctcaatca aactcttatc cagttctgtc gaactgccta acagcgtcaa ttcaacttgt
  2085421 ttgttgagct tgctggctaa atcacggacc aaacgtggga agcggctaaa tacatactcc
  2085481 attggcatca tccggataga catgacggat tcttgcaaat cgcgggcgtt acgttccaac
  2085541 tgccccatgc tattcagtaa atcaccgttg atcaccggat ccagcgaact tgagcgctga
  2085601 gcgagcatcg attgggtaat aaccaattcg ccgaccaggt taatcagctg gtccactttt
  2085661 tctaccgcta cacggatact ggtcgattca ctggctttcg ctttaggcct gacctgttct
  2085721 gcgttagctg gtgcagcatg cacatcagct ttcagcgtgc tttggacttc aacggcaggt
  2085781 gttgcggcag gtgttgccac cggctgaacc gattctgcga tcaccgatgc ctcggttatt
  2085841 gctggctcaa acaagcgttc tggctcagat gattgttctg attcaacggt ctgctcagca
  2085901 taaatctgct cggtgtcccc tgcggacaca aagctaatct gctcaggttc cagaacaaag
  2085961 cacaataccg cgctaatatc ctcttcactg acggaggtta ttaaggtggc ctcaaggcta
  2086021 tcagcgccct gatggggatc ttgcacctcg cccagattac ccagttcctc cagcatcaga
  2086081 gagatttctg gcgctttcag gccagacaaa cgaatacgca tcccgccttg aagcaacgcg
  2086141 ggtgatgtgt tgccagcgag agaagatgat acgcgggtgg aagccgttgc ttgcgtattg
  2086201 gcggccgtac tgtgctgatc ggtagcggat tgattttcgg ttgtaggttg atcttcggtt
  2086261 gtaggttgat ctaaagcatc aagtgccaat tggcgcaacg cctgacaaat gtactcaaag
  2086321 ctttccgaat gaggttcctg agaggttttg taggcgtcca actgttcctg cataatatct
  2086381 ttcgtttcca aaaacaggtt gatgatctca gtgcttaagc gcatctcgtc gcggcgagca
  2086441 ccatccaaca ggttttccaa tagatgagtt gtctcttgca ataccgtaaa accaaaagta
  2086501 gcggcaccgc ccttgatcga atgtgcagca cggaaaatag cattaagctg ttcattgtca
  2086561 ggtgtcagcg ggtccagcaa taacaaatgc tgttccatat ctgccaacag ttcatctgct
  2086621 tcatcaaaaa acgtctgata aaacgcggta atatccatgc tcacggtgtc acctctactg
  2086681 tgcgtcgcgg cttgtcggag agaccggtat attgcttgca ggtgctgcgg gtaacgatgt
  2086741 cgttggccca ttggcagttg aagtaatatt ccctgtactc gattgttgtg tttcagttgt
  2086801 actcatcggc tgcggctgca tgttcaccgg ttcagccgct ggcagtgcta ccgtgcctgg
  2086861 caatgtgaca tctgatggca gtactcctgc tgacgacagt gctacggccg atgcttgtgt
  2086921 tgtcgtagct gattgtgttg tcaccgatga tggtattacc gccggtgagg gtattgccgc
  2086981 cgatgatggt gttattgccg atgattgtgt tattgccgat gattgtgtta ctgccgatga
  2087041 tggtgttact gccgctacag gcaccgtccc gtgagtatca atctgcttta agccggttgc
  2087101 tttttctata tccagcgctc tattgtctaa attctcgtgc tcaatatcgt gttgagactg
  2087161 cttattcagc actaaaatac tgatacggcg gttaaccgga tcatctgatg cctgctcttt
  2087221 caaccgcatg gttgacgcca taccgactac acgcagaatt ttgccttcat ccaaaccacc
  2087281 agccagtaat tcacgccgcg aggcattggc gcgatcagcc gataactccc agttgctgta
  2087341 acctctttca ccgcgggcat acggtaggtc atcggtgtga ccggataaac tgagtttatt
  2087401 cggtatgtca ttcaggatcg gcgcaatagc acgtaaaata tcacgcatat acggttctac
  2087461 ttgcgcgctc cccatcttga acattggccg attttggcta tcaataatct ggatcctcaa
  2087521 gccctcatcc atcatgttaa tcagcaaatg gggacgtaat gccttcaacc gggggtcaga
  2087581 ctcaatcaat tgatccagtt tttcccgcaa tttattgagc cggtgtatct cttgcctgct
  2087641 ttcttcggaa ttaatctgct ttctcacttc acccacttgt tgagtaggat catcaccacc
  2087701 accgggaata gggctagtac tggaactgct tttatcaccg ctggttaagg cgacttttag
  2087761 tggtgtccga aaatattcgg caatttgcgt cagttcttgc gggctagaaa cagccagcaa
  2087821 ccacatcacc agaaaaaagg ccatcattgc tgtcataaag tcagcgtaag cgattttcca
  2087881 tgacccaccg taatgcgcag caccatgctt agttttgcgc tttttgacca gaataacggg
  2087941 gtggttctga tgcttcatgc gtcctcttcc gtcgcttgcg atgccggtgc tttcactcgg
  2088001 cgcacatgct cttccagctc aataaaggat ggacgctccg tggtatagag cgttttacga
  2088061 ccaaactcta ccgcgatctg cggtgcatag ccgttcaagc tggacagcag agtcactttg
  2088121 atgcattgca tcattttggt cgtttctgcg ctttgctggc gtaataaggt tgccaagggg
  2088181 gaaataaatc catacgccaa caaaataccg aggaacgtac ccaccatggc atgagcgatc
  2088241 agggcaccaa gctccgcggc tggccggtca gcggaagcca atgcatgtac cacgcccatg
  2088301 acggcagcaa cgataccaaa tgccggtaac gaatccccca ccatcgccag actaccagca
  2088361 ggcacttcag actcttgctc gtgcgtttca atctcttcat ccatcaacgc ttcaatttca
  2088421 aaagcgttca tatttccact cactatgagc cgtaaataat cggtaataaa ttcgactaat
  2088481 gtcttatcgg ccataatccg tggataatta gagaaaattt cactttccaa cggattttct
  2088541 atgtcccttt ccaacgacag cattccctgt tggcgtgatt tcgccaataa gcggtaaagt
  2088601 aacgccatta aatccatata aagggctttg ttatatttag aacggcgcat cagcttcggc
  2088661 atcgcacgca ttgtggcttt tattgcttta ccgttatttc ccacaataaa tgcgccaata
  2088721 cccgcgccag cgataatcaa aaattctgct ggctgataga gtgcacccaa atggccaccg
  2088781 acgagcgtat agccaccgaa aaccgcacct aagaccacga gataacccaa aataactaac
  2088841 acgcgacatc cttagcaaag tgtgtgggtg gaaggtgagg cgttaacact ctttgaggac
  2088901 cataaaatgt cattgacggt caacagaaac ggtcgctata ccgctgctgt aacctacccc
  2088961 ctgctaactt gacgttacag tgatgttagc aacctatctg taacgccaat aattttgggc
  2089021 atgaatgtct gacaatttta tgaaactcaa actgcgcgtc taacctgctc atccagcagt
  2089081 tgtgaagtta tatcggcaga ctgcggagaa agtttacgtt tttttactgc gcgggaagga
  2089141 ggctggcaaa gactgcagac aaaactgttt agtggttgat gggcatgggt gataaatgtc
  2089201 cccccacagc aattgcatct ggaaagctgc aacatgccac tgtcaacgaa acggaccagc
  2089261 gtccaggctc gggtcaacgc cagtaatggc gggacttcag gcagatcggg acactgttcg
  2089321 aggtaaagcc gatacgctct aatcaccgct tcaacacccg tgcaatagcc acttttaagc
  2089381 aagaaactgt aagcgttata aaacatcgac gaatgaatat tctgttccca agtcataaac
  2089441 caatcggtcg aaaacggcaa catcccttta gggggagggc tgcctctaag ctctttgtag
  2089501 agcttgatta aacggcctcg gctaagctgt gtttcacttt caagcatctg tagacgagca
  2089561 cccaacgtga tcagttccat tgccaaatgt atgtctttag cttcctggac aatacttttc
  2089621 tcaaccatca atcatgctct ttttttaggc gtactatcgt cttttaacga tagctcgtgg
  2089681 agtaagtgac tcgacaagag aattccggta tggatttgtt gcaggtcatc cacgcgagac
  2089741 tctattcgtt agatgatgga tcgtgttgtg gtcactaaaa cggaagtgac aaactaattg
  2089801 gttagtttca gctagtttaa ccatttgcgg taacgttaac tgtgataatg catccgccat
  2089861 ggtatccgta atacctaagc gaaacatcgc cgacgctttt tcatcattaa ttaaccgttg
  2089921 agctaaaagt aaatatgaca aattaatatc ataaatatgt ttgagtaatt cagacgtact
  2089981 catcttacac atcccaactg attatgtttt aaaacataaa ttgaatgaca aaatttatca
  2090041 ctcaaaacca gggatccttc ccgttatatt gttaattaga ccttacagac cctaattact
  2090101 ttacgttaca gggggtaacc accttttctc accgtctcac ccgagttact gacatgagcc
  2090161 actttacaaa attcgctcat ttgcttcact gcctcagcgc caacgacttt ggacagagca
  2090221 gaaaaggtaa ttaaaactta ctaatgtaac atgacaaaaa aatcaccatt ctggtatgaa
  2090281 gcagcacatc aaaagcctag ctgctgaatg ttacactgct ttgatcttgc cttttttata
  2090341 tgaactattt cttacaaaat gttaggaata ttcctaaaga ggaccaactc tactcccgaa
  2090401 tcgttagcac atacaatgtg agtagctatt tattttaaat gtaatgtgat acaaatcaca
  2090461 aaaataaaat ataagtctat ttttttgcat tttttctgat caattatcac tcacatgtac
  2090521 acctttaaaa atttaaaaag taaaaaagga gctaaaaaac cctaaatatt agcctaattt
  2090581 ttatcatttt tagatcaatt cgaataaaaa catccccaaa ctgaaatatc agagcaaata
  2090641 tatgttataa gctaacatta tcaatattaa gcgctgaact tagatttcat tactcgtctt
  2090701 ctttaaccaa aaacgccata aaattatttt ttaatgaata tttatgctga acagaaagat
  2090761 tttacagttg gtcatttatt catccttcac tgatttaaca taaaaagaaa tgtcagcctg
  2090821 tattaaaagt aacaatagag gtaacggtat atttcactct ttatcgccac ctcgaacacg
  2090881 ccgttagcac tggctgatat ctgcattctt gtaagaaaac caccatttaa tcataaatta
  2090941 aattaactaa tttcattaat aatatgcatc acaagatttg ctgaccaacg ctgtacactc
  2091001 gttaactcac tactgtcact gcctttttac gtcactacaa ataaatgcga caaatatctc
  2091061 aattttgaaa ggtgtcatcc cctaatcttt taaatacaca cactattcca gggcagccac
  2091121 ccccggaata gtgtcttgag atcaaccagg ctatttgaaa ccgcgccccc tcaaagccat
  2091181 tcgccgaaac ggcggatata gaaccgcttc atcagttgcg caacaacaca gtagcaaatc
  2091241 agtgtacccg ctaaccaagg gaaatattgc catggcagcg gctctaaccc cactaatgtg
  2091301 cctaatggtg agaaaggaat atagatcccg atggccataa ttagacctgt ggtcaataac
  2091361 accggtaatg cagcagtact ttgaataaac ggaatttttt gcgtacgcaa catatgtacg
  2091421 acgagagttt gcgacaataa cccttcaata aaccaccctg actggaacag tgcctgatgt
  2091481 tcaacactgt tcgcggcgaa aacaaaccac atcaacgcat aggttgtaat atcaaaaatt
  2091541 gatgatgttg gcccaaccca taacataaag cggccaatat tcttggcatc ccacttacgc
  2091601 ggtttacgta aaaactcttt gtccatctta tcccacggca aagagagctg agaaatgtca
  2091661 tacatcaagt tttgtaatag caaatggata gccagcatgg gtaaaaacgg aataaatgcg
  2091721 ctggccacta ataccgaaaa cacattacca aagttagaac tggcagtcat attcaagtat
  2091781 ttgatgatat ttccgaaagt ttcgcgccct ttaatcaccc cggcttccag taccatcagg
  2091841 tctttttcca gcaggataat atcggctgac tctttagcaa tatcggtccc agtatccact
  2091901 gaaatgccca catcggcatc acgtaatgcc ggtgcatcat tgatcccatc gcccaagaag
  2091961 cccacggtat gtccgttgct ttgtagcatt tttagcacac gtgatttttg taacggtgtg
  2092021 agtttggtaa ataccgtgcg taattccact tcccgcgcca acgtagcctc atccattgct
  2092081 tcgatatcac gcccattcag tggttcccca ggttccagcc caacatcccg gcaaattttt
  2092141 gcggtaataa ttggattatc gccagttaat actttgacgg cgacaccatt ctcccgcaat
  2092201 gcggcaatcg ccgccgctgc actttccttc ggtgggtcaa gaaatgtcag taacccctgc
  2092261 accactaaat ctcgttcatc gtcaatattc aacggcacag ggctgacctg agcccctaac
  2092321 tctcgggtcg ccagcaacaa gacacgaaaa ccatcttcat tatattgcgt agccagagct
  2092381 tgtagcgttg cacggcgggc agcatccagt ggaaagatgt catcaccttc ccgcacatga
  2092441 gtgcagatac tgagcatctc ctccaccgca cctttgcaaa ttaggtgctg ttgttgttgc
  2092501 gcatctttta ccacgatgga caaacgccga cggataaaat cgaacggtaa ctcatccact
  2092561 ttattgaagt tgcgcaacgc ctctatttct ggcttgccac gactaaattt gattaccgcc
  2092621 tgatccatca ggttgcgcat tccactttga tggaagctgt taagccatgc cagctgcaat
  2092681 accttattgt cgttacaacc actaacatct aagtggtgct ccagaatgat acgatcttgg
  2092741 gttaaggtgc cggtcttatc ggtacatagc acatccatcg cgccaaaatt ctgtatcgca
  2092801 ttcaaacgct taaccacgac tttacgccgg gccatcgcga tggccccttt tgccagatta
  2092861 gaactgacaa tcattggcaa catttctggc gttaaaccca cagcaaccgc caaggcaaac
  2092921 aatgcggctt ccgtccaatc gcccttggta aagccattga tcaacaagac aatgggcacc
  2092981 ataaccaaca taaagcgaat taataaccaa ctgacgctat taacaccacg atcaaaggct
  2093041 gtttgcgcgc gagtccccac aatagattta gccagtgaac caaagtaagt atgccccccc
  2093101 gtggcgacca ccacccccat tgccgtaccg ctggccacgt ttgtccccat cagacatata
  2093161 ttagagagtt caagcagttc cccctcactg ccggcacccg catccacgga ttttgagctg
  2093221 acacacccca tcgcatcata cttttcgacc ggaatcgcct caccggtgag gatcgcctgg
  2093281 ctgacaaata aatcacgcga attaatcagg cgtaaatcgg cagggatcat atcacccgca
  2093341 gacaacagaa taatgtcgcc tggaaccaac tgattaattg gaatttcttg ctgagttggt
  2093401 ttagcaccat agtggccgcg acgcagtacc gtcgcggtgg tacgcaccat cgatttcagt
  2093461 gcttcggccg ccttattcgt ccgatattct tgccagaatc gcaataagcc actaatcagc
  2093521 accattgtca caataatgct caccccgata agatcagttt ccccaccctc ttgtaatggc
  2093581 agccaataat cggtaaagaa actgatagac gccaaaataa ttaaaacaaa aataaacggg
  2093641 ttattaaatg cggccaataa ctgaagaaaa gccggtggcg ctttttcatg cgcaacctga
  2093701 ttaataccgt ataattccag ccgctctctg gcatcctctt ccgtcaaacc atttaaatgc
  2093761 gtatttaact tgaataatgt ttgttcgaga ctattttttg cttccagtgc aatagcaaaa
  2093821 ggtttcttat tattactacg gtttgcatct gttttttcta atttacgcat aacgcttctc
  2093881 ttttaattca aaacgcacga agcttatccg ctcaatatcc ccgtagttct tcaagataca
  2093941 gaggtgttag ctagcctttc ttaccccagt cactgaatta tttaagatct tggggattta
  2094001 ctcggttgcc gcctacctgt atctcgaagt aaatagggtc tgattgagag atatgggtgc
  2094061 cgaattatgt cattgcgtta ccaattttaa atttaattag caacagtcga ttaagttaac
  2094121 tctggggtgt tcatccataa caactcctta ctgcccaacg gggcagcgta tatgacttaa
  2094181 tgagacacta aataataaat ccattattta attaacttgt cgttttatct atttatcgtt
  2094241 ttatctattt attgcttaat taatgactcg tcaggccggt aattcagatg caatgcgcca
  2094301 acgtatggca ctgacactac gttccaaact tacgcggcag acaatatttt caatttcttt
  2094361 ttgtgccgct ggcgatgcca ctatttctgc acagacttct aactgaccag atcgggcaat
  2094421 atcagcactg cataacgact gcaagtgcaa cgccatccca tttaatgcct gcaaaatcag
  2094481 tgtgcgaacc agtatttcat cttcagctcc gcaagtgatc agaatacgat aacggacatc
  2094541 taaatctatc gcctgctgtt gaggctgcaa attaatacgt tgtgctgctt cacgtaataa
  2094601 gatgttggca cacagaataa ccgcagttgc gaaggcagca ttccagtaca aacccagacc
  2094661 acaaagcaca ccaatgcccg ccgaacacca cagcgtggcc gccgtattca gaccgcggat
  2094721 attcatgcct tcacgcataa tgacacccgc accaaggaaa ccaattcccg aaacaatctg
  2094781 tgcggcaata cgcccagggc tatctggtga tgtagcataa gaactgagaa taaatacggc
  2094841 agctcccgtg gcgactaacg cattagtgcg tagacctgcc atacgctgac gccattgtct
  2094901 ttcggcacca attaatgcac cgaggcacat tgccagtaat aaattcataa caaaaggagt
  2094961 taatgacatg attctctcca tgaaataatc attggtagaa taatcatgtg ctatttatac
  2095021 cctaaataat tcgagttaca gtcaggcgac aaacttgaaa tatgacggta tatacctacg
  2095081 ctactttaag atgcaggtag gcagataaca cccctgcatc ttgaagggcg acgggcatag
  2095141 cacacaggta atggtgctga tagatatacc cagtttataa agtggcggcc agaatactga
  2095201 caaagcaaca acttcataga cgaaaagtat aattcagcaa taaccggtgt tagtgcctgg
  2095261 aggaaagagt gcgtggctgt taaattccat aataaaaatc caaattaata ccctcgacat
  2095321 ttaccatcga gttaacactt tatttgggga tgcacagctc aaagatatac cgagagggtg
  2095381 ctgcccgcct ttttcggcaa gcaacaaatc aatagagaga taggttagct tgccttgctt
  2095441 atttgacttg tactttgcgt atccattagt ttctccatcg taattttcca aaagtataat
  2095501 tgtgggtgat aactatgtaa aggctatatt cttaaacaat acttaaacaa aataaaggat
  2095561 gatcaaataa tagtgcttag cataaagagt actcttcatt atttaatgcc aaattatttc
  2095621 tctcaatccg gcgttatctg cactgcctga ttcaacagac ctcgataacg acataacatc
  2095681 acgtttgact acatgacatc acgcttgggc agcattaaat ctcattatca tttcccttgt
  2095741 atggaacagt aaacaatgag ttgatgacaa ctttatatgg atgccatgac tgctgattat
  2095801 ctccgtaacg ctttcgccct aaacctaccg tgaacgttgc tactaaaaac cggagggact
  2095861 acacagccac tccacatcgt agccaacgcc ttgaccttat tataaataac ctaatagatc
  2095921 tttgttttaa gttgcgaccg tgatctcatt tataccccta attattttag agttattgcc
  2095981 gataggttct tagagcaatg ttgggataat ttcagatatc tcccctaaat aattcgtagc
  2096041 gatgcctatt aggcaaggcc cctccctcaa gcaactataa aaacggaact aaaaatgaaa
  2096101 cgtggaagtg cgcacaagcc attggatatg aaaatagcac cagagccgaa taaagatacc
  2096161 aaagtgtcct ttatcaataa tatgcgtctg gtcactttgt ttatcgtcat attggcggga
  2096221 atattgcttt tatttgccgc cgctattggg acatcgggct actttttaaa acaaagtaac
  2096281 caatctttgg cgcaagcgac gcaagagatc gacatccgtc agggtctgtc taacagctct
  2096341 aatcatctac gaaccgcccg tcttattctg atccaggccg cctcctccgc acgtattggt
  2096401 gatgctacag gctatcagca aggcctaaaa aatgcagaag gccgcatagc tcagtcacag
  2096461 caaatgttcg acctctatta taaccggcca acaaaatctg aaacggacat ggcgctggat
  2096521 gtaccactga aaaaagccta cgaacaatat cgtgacgatg ggatgaaacc catgttagcg
  2096581 gcaacgaaag agggccactt tgaagaggtt atctctcttg atgctgagaa aatcagtctg
  2096641 ctagacgacg gctataacga accactgctg aaagccgtta aatatcgtac agagcaagcg
  2096701 aaccagatta accagtccgc tcaccaagaa gcgcgccttg gttacattct catggcgggg
  2096761 gcttttgtct tggttatctt attgacaatg attgctttct tagtcatcag taaggtaatc
  2096821 atcaatccaa ttaattggtt ggtcacccgt attcagtgga ttgcccaggg ggatttgacg
  2096881 caatctcccg tctcatttgg ccgtaatgaa attggcgtac tgggaagtaa tatccagcaa
  2096941 atgcaggatg cattagccat cacagttgaa gcggtgcgca gcagtgctga atctatctat
  2097001 caaggatcca gcgaaatcgc cttggggaat actgaccttt cagcacgcac agagcagcaa
  2097061 gccgcttcac ttgaacaaac tgcggccagc atggagcaac tgaccgcaac cgtgaaacag
  2097121 aatgctgaaa acgcccatca cgcgagccaa ctggccgcga atgcatcggg taaagcagct
  2097181 caaggtggtg atattgtcag tgatgttgtc agcaccatgg ataaaatatc tctcagctcc
  2097241 atgaaaattg ctgaaataac gaatgttatt aatagcattg cgttccaaac taatattttg
  2097301 gcactgaacg cggcggtaga agccgcgcgc gcgggcgaac aagggcgcgg ttttgctgta
  2097361 gtggccagtg aagtacgcca cctggcgcag cgcagatgcc gcaaaagaaa ttgagtcgct
  2097421 gattgaagcc tcagttgatt taattggtga cggttcaatt ctggtttcaa atgcgggtaa
  2097481 aacaatgaac gagattgtca cagcagtcac tcacgtcact gatatcatgg gtgaaattgc
  2097541 atcagcttcc gacgagcaaa gccgcggcat cagccaggtt gcgcaagccg tatctgaaat
  2097601 ggataacgtt actcagcaga acgcctcttt agtgcaggaa gcctctgcag cggcagcctc
  2097661 tctggagcaa caagctgaaa tattgactca agcggtcgcg gtcttccagc ttgcgggtca
  2097721 ctcgtctatc aaggaattta aaagccctgt ctcccctcct acaggccaaa atggttctgg
  2097781 catcaataag aagccaacgg atggttcact gaattgggaa actttctaag caagcaatct
  2097841 ttgttggcca tttcagatgc agcttattca tctaagtaat accgggaagc gagtggccgc
  2097901 ttaaaatacc agggaagata aaaagcaaaa accggaggat aaggtatgaa ccttcctccg
  2097961 gttttttatc gcaatacaaa cgagcctaag gaaaaacagt ggcagcgtaa cctactgaga
  2098021 aagtggctcc acaaaggtgc catcttggct atccacttca ttaaagaacc agacaccggc
  2098081 cggataatcc gccaaagaga ccagatacat caccccctca ctgaactctt ccacctctaa
  2098141 aacaacccct tcacggcgtg ggccaccatc agttttgact gtcactcgat cattaacttt
  2098201 catgctatta cccttagtta aatcaatgcg gctagtgtag tacaaaatga ggggcgaatg
  2098261 ataaggttta cggcagaccc gcctgtgatt ggcggtgagg ttacgttgta acggattgtg
  2098321 ctttattaca gatggggatt ttattacaga agggacttta ttacagacag taaaaaaccc
  2098381 gccttagcgg gtttttttat aatcagccaa aggccaatta gattgcagtt acgtttgctg
  2098441 cagacggacc tttagcaccg ttctcgatag agaactgtac attctggcct tcagccaggg
  2098501 tcttgaagcc ttgatcttgg atagcagaga agtgaacgaa cacgtctttg ctgccatcag
  2098561 ctggagtgat gaaaccgaag cctttagact cgttgaacca ctttacttga cctttcatca
  2098621 tgttagacat gtgtatttcc tttattaaaa aattttgccg ccatgggcgt gttatagccg
  2098681 gttatcagtc gttacttatg gaggcactat gaaggaaatt cgtcagtgaa gagctatcaa
  2098741 cgataacgct ttaaatatga accactttac tcaagatgtc gtgcataaat aggtctgtac
  2098801 cacaggccga gacgcattaa ctcatgagcg agtattaata gcaactcttt ttagtaacca
  2098861 aactgaatat tcttgtttat atgcctaaaa taaaaccaaa ggagtcaatt aatgtacttt
  2098921 tccccttatc ttcatacggc ataatcctct aaattgttat ctcttcgtag tgcgccctgc
  2098981 gttttttggc ctctcatagc tgtcaacgac ggatgaaaag tgatccactt atatctccac
  2099041 caacggccca atattgatcc accgttttac tcaggattag cttctgctat aaccccggcc
  2099101 tttcgtttct gtctgagtcg atagctttct cctttgattt gaacgacatg tgagtggtgt
  2099161 aagatacggt ccagcatcgc tgaggtcagt gctgcatcac cggcgaacgt ttgatcccac
  2099221 tgcccgaacg gcagattgga tgtcaggatc attgcgctct tttcgtaacg tttagcgatg
  2099281 acctggaaga acagctttgc ttcttcctga ctgaacggca gatagcctat ttcatcaatg
  2099341 atgagcaggc ggggggccat tactccacgc tgaagcgtcg ttttataacg gccctgacgt
  2099401 tgtgccgtag ataactgaag taacagatct gctgctgttg tgaagcgaac tttgatacct
  2099461 gcacggactg cttcatagcc catcgctatt gccagatggg ttttccccac acctgatggc
  2099521 cccagtaata cgatattttc attacgttct atgaagctga gtgagcgtaa cgactggagt
  2099581 tgcttctgcg gtgctccggt ggcgaatgtg aagtcatact cttcgaacgt tttcaccgcc
  2099641 gggaaggctg ccattcgggt atacatcgcc tgtttacgtt gatgacgtgc cagtttttct
  2099701 tcatgaagca gatgctccag gaagtccata taactccatt cctggtctac tgcctgttgt
  2099761 gacagcgcag gcgctgcgct tataaggctt tccagttgca actgcccggc gagcgccatc
  2099821 agtcgttgat gttgcagttc catcatcacg ccactcctct gcagaatgag tcgtagatgg
  2099881 agagtggatg atgcaggggg tgtttgtcga agttcaccag attttcatca agatgcacgt
  2099941 catactcttt tttctccgga ggcagtgcca gcatggactg ctgctcttcg agccagcgat
  2100001 cgcagggacg ggcctggatt gtttcatgct ttcgttggtt agcgacatcg tgcagccagc
  2100061 gcagaccgtg gcggttggct gtttcaacat cgacagtgat ccccatcggg cgcaggcgag
  2100121 tcattagtgg gatgtaaaaa ctgttacggg tgtactgcac catccgttcc accttacctt
  2100181 tagtctgtgc cctgaagggg cgacacagtc ggggagagaa gcccatctcc ttgccgaact
  2100241 gccacagcga aggatggaac cggtgctgac cggtctgata tgcgtcacgt tgcagaacca
  2100301 cagttttcat attgtcatac aacacttcgc gcggcacacc accaaagaag cggaacgcat
  2100361 tacgatggca ggtctccagc gtgtcataac gcatattgtc agtgaattcg atgtacagca
  2100421 ttcggctgta tccgagaaca gcaacgaaca cgtgaagcgg tgagcgacca ttacgcatag
  2100481 tgccccagtc aacctgcatc tgtcgtccgg gttcagtttc gaaccgaacg gcaggctcct
  2100541 gctcctgagg aaccgagaga gaacgaatga atgccctgag aatggtcatt ccgccacgat
  2100601 atccctggtc tctgatctcg cgagcgatta ccgttgccgg gattttgtaa ggatgagcat
  2100661 cggcgatgcg ttgacgaata taatcccggt attcatccag gagtgaagca acagcaggtc
  2100721 gcggcgtata ttttggcggc tcagattttg cctgcaaata acgtttaacg gtattgcggg
  2100781 agatccccag ttctctggca atcgcccggc tactcattcc ctgcttgtgc aggattttaa
  2100841 tttccataac tgtctcaaaa gtgaccataa actctcctga atcaggagag cagattaccc
  2100901 cctggatctg atttcaggcg ttgggtgtgg atcactattg caccgttcgt tacaatagct
  2100961 gacatgtgcg acagatcaca ttctggacat cttgtttaca gagaggcgct gaaagtttat
  2101021 ctattgagtt tgctatgatg agttgccacc gaaaatccag cccattcagg cttatcactg
  2101081 acccaaataa aatcgtctcc tcagacataa caaaaataag gctgacacca tgacgtcaca
  2101141 ggaaaaggta ccactccagg tgcaactgag tcttccccag attttgtccc gccgagattg
  2101201 ggaaaacccg cagatcacac agtatcatcg cctggaggcc cacccgcctt ttcacagttg
  2101261 gcgtgatgta gaatctgccc agaaggatcg tccttcacca cagcaacaaa cactcaatgg
  2101321 gctatggtca ttcagctatt tcacacaacc tgaagcggta cccgagcact gggtgaggtg
  2101381 cgatttagcc gaggcaaagc cgctccctgt accggctaac tggcaacttc atggttatga
  2101441 cgcaccaatt tacaccaata tacaataccc tattcccgtc aacccaccac gggtcccgga
  2101501 tctaaatcca acgggttgct attcccgtga tttcacgtta gagccaagct ggttggcatc
  2101561 gggtaagact cgcattattt ttgacggtgt cagttctgca ttttatctgt ggtgtaatgg
  2101621 gcaatgggta ggttattcac aagacagccg cctacctgct gagttcgatc tcacccccta
  2101681 tttgcaggct ggcagtaacc gtatcgcagt tttagttctg cgctggagtg atgggagtta
  2101741 tcttgaagat caagatatgt ggcgtatgag cggaattttt cgtgatgtga aattgttgca
  2101801 taaacccgag attcacttac gggatatcca catcatgacg catctatccc ctgaattcac
  2101861 ctctgcaaat ttagaggtaa tggcggccgt caatatcccc tctctacagc tcaatgatcc
  2101921 gcaggtgacc ggatcctatc agctccgtgt acaactttgg ttagccgata aattggtcgc
  2101981 cagtttacaa cagcctttag gcacccaagc cattgatgaa cgaggtcctt atactgatcg
  2102041 tacccagcta gtattgcgaa tagatcagcc tctgctctgg agtgccgagc agccgacgct
  2102101 ataccgagcc gtggtttcct tgctcaatca tcagcaagaa ttgattgagg ccgaagccta
  2102161 tgacgtgggt ttcaggcaag tggcaatcca tcaaggcttg cttaaaatca atggcaaagc
  2102221 ggtgctgatc agaggggtga atcgacatga acatcacccg caaacaggtc aggccattga
  2102281 tgaagagagt ctgttgcaag acattttatt aatgaaacag cataatttta atgctgtgcg
  2102341 ctgctcccac tatcccaatc atcctttatg gtaccgcctt tgtgaccgct atggtttgta
  2102401 tgtggttgat gaagcgaata ttgagacaca cggtatgcag cccatgagca ggctgtccga
  2102461 tgacccaagc tggttttcag ctttcagtga acgggtgacg cggatggttc agcgagatcg
  2102521 caaccatcca tgcattatta tctggtcact gggcaatgaa tcaggccatg gcgcaaccca
  2102581 tgatgccctc tatcgttgga taaaaaccaa tgaccccacc cgccctgtgc aatatgaagg
  2102641 gggcggtgcc aacaccttag cgaccgacat tctgtgtccg atgtatgccc gtgttgatga
  2102701 agaccagccc tttcctgccg tccccaagtg gtcaatcaaa aaatggattg gcttaccgaa
  2102761 tgaatctcgc cccttgatcc tatgtgaata cgcccatgcg atgggcaata gcttcggtgg
  2102821 atttgcccgc tattggcagg catttcgtca gtacccgcgc ttacagggcg ggtttatttg
  2102881 ggactgggta gaccaaagtc tgactcatca taatgaccat ggtcagcctt attgggcgta
  2102941 tgggggtgat tttggtgata ctcccaatga ccgccagttc tgcatgaacg gattagtctt
  2103001 ccctgaccgc agcccgcacc cgagccttta tgaagcgcag tgcgcacagc aattcttcca
  2103061 attttcgttg ctgagtacga ccccgttggt gatcaacatt accagtgaat atttgttccg
  2103121 agagagtgat aacgaacaat tatattggcg gataatgtta gagggagaat ccgtgttgga
  2103181 gggtagccaa cccctgaatt tgtcgcctga aagctcacag tgctacaggt tggcagagaa
  2103241 attacccacg cttaataaac ctgggcagct atggctgaat gttgagataa ggcaaccaaa
  2103301 agaaaccccg tggtcccctg ctcaacatcg cagtgcctgg catcaatggc gcttaccaca
  2103361 accactcttt tcgccgtcca gtgatctgac caatgctaca gcgcattatg cccctcaact
  2103421 gcaacataac cttcaactac aacatgacct tcaactgcag caagatgaac agcatattaa
  2103481 ggtgacttat cagcaacaat gctggcaatt cagtcgtcaa acggggcggt tggcgcaatg
  2103541 gtgggtggcg gataaaccga tgctactgcg cccactacaa gatcaatttg tgcgtgcgcc
  2103601 gctggataac gatatcggta tcagcgaagc tacgcatatt gaccccaatg cttgggttga
  2103661 gcgctggaag aaagccggaa tgtatcaact ccagcaacgc tgcctctctc tacacgtaga
  2103721 tcatttatcc cattcagtac aaatcagtgc cgaatacggt tatgaattcg agcaagagcc
  2103781 cttgctacac agccattggg tataccgttt tgaccgacat ggccgtatga ccattgatgt
  2103841 taacgtccgt atcgctacct cactccctgc gccagccaga attggcatgt gttgccaact
  2103901 ggctgatatc tcacctacgg ttgaatggct agggttgggg ccacatgaaa actaccctga
  2103961 tcggcagctt gcagcacaat atgggcactg gtccctgcca ttagagcaga tgcacaccgc
  2104021 gtatattttc cccagtgaga atggcttgcg ctgcaatacc catacgctga attatggccg
  2104081 ctggacgtta acgggcgatt tccactttgg tataagtcgc tacagcaccc agcaactgat
  2104141 ggtgacctcc catcaacatc tattggaacc cgaagagggc acctggctca atattgatgg
  2104201 tttccatatg ggggtgggcg gtgatgattc atggagcccg agtgttcaca ttgatgacat
  2104261 actcacccgt gaaacctatc agtaccaaat ctgttggcaa tacaaggtgt aaggcatcgg
  2104321 tgggggggca gaggcaagga tgagtcatgc cgacaccagc ccccccgcag tttcggatta
  2104381 atacctatat cggcactaaa ttaatgttta tacaataacc aagctccaaa catctcttaa
  2104441 tttctgttgt cacgatgcaa gtaggccata catgcattgc tcctttgcaa aatttacgcg
  2104501 ctcatcctat gggcgctttt tttgttcctt tatcccctcc atcgctgcct ttatcctctc
  2104561 tttcactgat agttacgcac gttcactcta tgaatttttt ccattacacg actaagatac
  2104621 ccttttagcc attatcatct tgagtcacta ccacttacta tcatctttgg ccacagccat
  2104681 cattgctgac tcaccgccac gccattaaga ggaatattat gacattgtta actcatctcc
  2104741 ctgcaaacat ggtcgcgatt gaaatcaccc agtttggtgg accagaggta ttagtcccag
  2104801 ccaaacggcc aacccccatg ccagccgctg gcgaaatttt ggtgaaagta tctgccgctg
  2104861 gagtgaatcg gcctgatgtc atgcaacgtc gtgggcaata tgcgccccca ccgggtgcct
  2104921 cagatattcc cggattagaa gttgccggcg aagtggtcgc cactgccgcg gatgtcacgc
  2104981 gttttaaaat tggggacaac gtctgcgggc tgatcgcggg cggcggttat gcgcagtact
  2105041 gtgtcataca tgaaaccaat gcgttaccga tccctcaggg gcttagcgcc attgaagccg
  2105101 ccgcacttcc tgaaacgttc tttactgtct ggaccaattt attccaacgt ggtcacttca
  2105161 ctgcaggcga aaccgtactc attcatggcg gttcttcagg catagggaca acagctattt
  2105221 tgctgagcaa agcttttggc gcggcaacgg ttattgtgac ggtaggttcg gaagagaaac
  2105281 gtcaggcgtg cctgaatctg ggcgcagata ttgctattaa ttatcacact caggattttg
  2105341 tcgctgaaac caagcgggca accgccggta aaggggcaga tgtgattgtc gatttaattg
  2105401 ctggtgatta tgtcgcacgc aattatgacg cagcggcgat gaatggccgt attgttcaga
  2105461 ttggtacaca aaatggtcat gccaaagacc ttaacctgat gctgatgtta ataaaacgtc
  2105521 taacacatac cggctccaca ctgcgctccc gtacagttgc agagaaagca ttaattgcca
  2105581 acgaacttga acaacacgtt tggccactgc tgagtgaggg taaaatgaaa ccacagattt
  2105641 tcagtacctt cccgctggaa gccgccgcaa aagcccatga actaatggaa agcagtacac
  2105701 acataggtaa aattgttctc accgcttgag ccataaatgc ctattatcag caggatacga
  2105761 tacccaaaat aattcaagat gcaggtagtc agcaaccgag caatccccag gagcttagat
  2105821 aactcagtga ctggggtgag caagggcaac taaccccctt catcttgaag ggcgacgggt
  2105881 ataaagggta tataacagtt ttactggcta atttatcgaa ctgatatgct ttagcattaa
  2105941 gctttcatgc taatatataa caaactgtaa tggtttaatt tcaataagtc attaatcaca
  2106001 aggttataat tatggacata attaaaaaaa tattaattga cgacatcgcc agaataaaca
  2106061 aaaaagaaaa aagagatggt cggttaaaat ttaacagtga ttttgtccac aaacatcctt
  2106121 atctctgtct ggcgatgtta gtgtcatacg tctttgtttt ggttttgatg tacttaacgc
  2106181 cttactttgg tactggctat atgatcgcct ttactgtttt ttttgttgtc atgtcagcga
  2106241 ttttaatgat ggaaatcaag ccggtattta agtttgaaga tatcggtgtt cttgacttgc
  2106301 gggtctgtta caacggtgaa tggttcttta gccgcgcatt atcaacccag gcaatcgacg
  2106361 aaattttgaa caacaaaaat atcagtgatg actttaaact ccgtttcaaa catatcatta
  2106421 gtaacaaagg cgaaatagat ttctatgatg tttacgattt agcctatatg caaaaaaaac
  2106481 caattcaact caatgatctg aaaaccacgc cgtccctggt cagcaatacc attattagtc
  2106541 cataaacatg attattaggc cataaacgca tccaaacact atcgctagcg gtcatcctgg
  2106601 cgatagtcaa tgcactcatc ttcaatatgc caatgttcaa tatgccaatg gacaatatgc
  2106661 caatggacaa tgcgccaatg cgccaatggt cagtacgctt tgtaccgcca ggctccttaa
  2106721 ctcttctcag catgttatat cccctactga ttacctcttt tgatggcatg taaaacacct
  2106781 attttattga taccgccttc ttgcttgcgg ttggccccac cctaaccact gagactgctc
  2106841 ccaactttgg gtctactcac cgaggttacc gcagcttatc ttgttgtcgc gccagtcacg
  2106901 tagaaatata aacattacaa tataagaaat gtatttttat caattagaga tataaaaaat
  2106961 gttaggtggc tatcggtaat aactttaaac ctacctataa tccattgata catctaagaa
  2107021 taagaggcag taactatgga caaaattgac gaacaattga ttgccatttt agtcgaaaat
  2107081 gcacggacct ccctgaaaga cctgtcccag aaagtcaact tatcttcccc gagcacctct
  2107141 gaacgtctac ggcgtctcga agagcagaat atcattctta actacacatt aggtttggac
  2107201 caaaaagcct ttggttataa cttacaagct attgtccgcg tcaaacctgt cgccaacatg
  2107261 ctggatgctg ttgagaaaat gatcaaggac acgccagagt gcatagagtg tgacaaaata
  2107321 accggtgatg actgtttttt gagccgttta tccattcggt caatgggaca actggatacc
  2107381 attgttgatc gctggtcaga gcaagcagaa acctatacct cgatagtcaa aaccaccccg
  2107441 attacacggc gatttccacc attagttcga ccgataaaaa tataaaaagc ggaagtgagc
  2107501 atctcaagcc tcacgttacc tataataaag ggttattatt gacagaatta tattgatatt
  2107561 taggagcaga tctttgatgt gtattgataa accagagtca gatccgctga tccttacact
  2107621 tcctaacacg cgctgggacc agaatgcaga ggataatacc ggtgccattg aggcacttga
  2107681 gcaaggtaaa gtcctgttct tacctcacct gacttttgaa ctgagtgagc aggaaaaaca
  2107741 gttactggac cctaccctgg ttgatgttaa acgcaagaat atcagtttca aaccgttaga
  2107801 aggtgtatta actggcgtga ctgatgcaag caaaatcgca ttaacccgcc agttattgga
  2107861 tcgttattat caaagttgcc tcagtttggt acagcaactc ctcccggtct atacgcatgc
  2107921 gctacacagc ccgaccaata gcttgagatt acaccctgtg gccgcctggc gcgacagtac
  2107981 gtcatggcgt aaagatgata gccgcttaca tgtagatgct ttcccgtcac gcccaaacta
  2108041 cggtgagcgt atcatccgca tattcaccaa tattaacccg catggtgaag cgcgttcctg
  2108101 gcgtgtcggt gaagatttta cacaacttgc cagccgctat ttgccacaac tggatagcta
  2108161 ttcatcgctc agcagttggt tgcaacataa aatcggtatc accaagcgcc cccgtagcca
  2108221 ttacgaccat ctgatgctcc aactgcatga caaaatgaag gccgatctcg cttatcaaaa
  2108281 agatggctta caacaggcca ttgagttccc accaggcagc agttggatat gcttttcgga
  2108341 tcaaacacct catgcggcga tgggcggaca atttatgttg gagcaaacgt tactactacc
  2108401 tgttgaagga atgaaatcct cccagcgctc accactgaaa atactggaag cgttgacaca
  2108461 aaaaacgctg atataagtgg ccacatagcg tctaactccc tcactaaccc tatgggggag
  2108521 ttaatagact aaggctcacg cgcctgcctg atataccccg ccaactaatc ataaaaaaag
  2108581 tgcttattcg acttgatccc acagaaaaaa ataaatatca tttttccaca ctgaagcgga
  2108641 acctattata gtgagaacag ccaaaggttt atttcatcaa gcgtatccta cgtaaggaga
  2108701 tgctttaaga tatagatctt aagcgtgtat ccctacgtgt acagttatta ggccctatca
  2108761 gataaagtgg aggctaatat ggtcaaagtc tatgatagaa atagaaacca aattgtccca
  2108821 gggcaacgcg tgatgatcgc acaatctggg gtgattgatg tggcaaaagc cattcatgct
  2108881 gacggaatgt ctgccgtaca agcagagcgg gagaaggttg tcgagttact gcataccggt
  2108941 gaacgccacg ttccttttga tttagtgaga ctaggtttat aagcatatca ttttaatttc
  2109001 atcacaagat tattttagtt tcatcacatt agcctaggct tatagccacc gattaaaaca
  2109061 gcggtttccg attaaccgca gtacgctttc ctgccggtat ttatttgccg ggtctggcct
  2109121 accttttatt gggccacccg gcttttttta tgacagcttt tttataacag attgcacggc
  2109181 aataataata tcaactgtaa ttacctgaat acgacccgcc gtaataataa gatgccatca
  2109241 tatgtaatcc ggttggtgtt aatgccaacc agataatatc catttagatg tggcaggcag
  2109301 gttcaattac cttagccact ttcttttgga atgtatcaag ctcgcaaagc ttatcgtcac
  2109361 cgttattttc acaaccagca actgcaacgg aaataatacc cgctgggtta tttttcagat
  2109421 ccaatttttc ggcattacgc aactgatcca tcgtttggta gaacatcttc accgcaacgt
  2109481 agcgctggtg gttatccgga ttttgccata gttcaaaaac caatccccca cctggtggag
  2109541 tattatcagg ttgctcgggt agctgccagt cggctcccag catacccgca atattggcaa
  2109601 tattggtatc atgcccaccg aggaacaaga cccggttttg ggctgaaatg ggtagctttt
  2109661 gcccctgagc atccagttga agggttaaag ccgtatctat ctgctgtaat aatggcgtcc
  2109721 ctttatgacg ggcgatatac ggtgtttttg ccattaaatt aaattgcgcg ttatgtaatg
  2109781 acaataagga tacccaattc tccgcccctt ttagccgttg ccaggcaacc tctggcatgg
  2109841 cttgtgcgtt ttgtaataag aagatttcac ccaatgtcga tgataacgcc agtggcccac
  2109901 tgagggtcac ttttgtccct tctttattaa cgttaacttc attggccgca aagtgggcaa
  2109961 aatcacacgt ttttccttgc tgttgcaaag atttgcaata aggagaagcc gcaaaattca
  2110021 gcacgtcccc catctgggca aaaggtttag cgtagcgctg gctcaccgta tctaacggcc
  2110081 cgcccaactg ttcttcaatc gctttatctg tttgtgcggc gtctaactta cacacgccag
  2110141 cctctaccgg atggaacagg ggatcggtct ttttcaaatc ggcctgatta tgcacggtca
  2110201 aaccacaccc cggagccaca ccatcaagaa atgcctgtcc ggttaagcgg gtacgttgat
  2110261 cgatatctgc ctgtgcatat acccccccct ctgccggaca tcccgccgct aacaaaccaa
  2110321 ggctgcgaaa gtaatcacca taaaaccccc ccatcaatgt gaccaactcc gcaccacgtg
  2110381 gcgttaaata ccccgctttt accggccatt gtggccactt atctggcgta acatcattca
  2110441 taagctgcgt ttgtttggtc ggcgagcgaa caccatggcg actcaaaata accacacgtt
  2110501 ctaaagtata gcccgatggc tcggcggcta ccggcgcagt aatagcagcc aatccgctta
  2110561 gcatcaatac cagcccagat agccgtacac gattttctaa tactgacatg attctatatc
  2110621 cttattaaaa ctgcgaatat tttgacttca tcgagtatgg tttacgatcg tctggctaac
  2110681 aatgtagaag cacaataaga ttgatataac atttcccacg ggccaagcgt ctcagacaat
  2110741 tcagcctcgc ggtatgggct ggcgtagaca agcagggaat aatttatata atcaggtcaa
  2110801 ataaataaaa aggtctgatt atgtcattta ctgaatgggt aatactgggt gtcgttttgg
  2110861 gttgtgtgat tggcgcgctg ctgaaaattt ttggtaaaaa aaaggaccgc taacctctgg
  2110921 ctgcggataa ataaatgcag atgaagggga aacctgccgt tggggccgta gatttaaggt
  2110981 accaatggcg taagccaccg aagcgcgctt gcccgatagt tggcaaaacg gtatctggtg
  2111041 cggtaccccc ttcaagcacc gcgctataaa acaggttggc catcttctgt tggcgctggc
  2111101 acaaccagaa tatgaggcca aagacgataa atcacgacgg tcatactgac cgctgctgcc
  2111161 gttgttccat aatccgatgc aagtttgtct ccagccacac cgtcagccct tccacctgct
  2111221 cttggatctc ttttcctaac ggagtgaggc tgtattccac gtgaggtggc actaccggat
  2111281 aagcagtcct gtcaataaaa ccatcttctt caagatgctg gagcgtttgt gccaacattt
  2111341 tctcactgac cccaccaatc tttcgtctca atgcactaaa acgcagtgtt tcattactca
  2111401 aagcgatcaa gaccaacacc ccccagcggc tagtcacccg cttgagtatc tctcttgacg
  2111461 ggcaatcgac attaagcagt tcaccgcgcc tgagttgttc cggaaatgaa atgttgccat
  2111521 tcatattttg tagttttgtc actctcacac taaccttttg gtatgtactt acgtaaagtg
  2111581 agtatattgc atatgatggc tttaaggatg attttgggca gatatatcca aaatagtctt
  2111641 ctctgagcgt caactgctct tcttctaaat atggagcgtc attatgatcg cagtcaccgg
  2111701 tgccaccggc caattaggcc gcctcgttat taacgtatta ttaaaaaaag tgcccgccca
  2111761 cgacatcatt gcggcagtcc gtagccctga taaagccaag gatcttatgg cgttaggggt
  2111821 gcaagtgcgt caagccgatt ataatcaacc aacaacgctg gatagtgcgt ttaaaggggt
  2111881 tgataaactg ctgttaattt catccagtga agtaggacaa cgtgttgcgc agcatacggc
  2111941 ggtgatcaat gcggccaagc gcgcgggtgt caaacttttg gcgtatacca gcctgttaca
  2112001 tgcggataaa tcccctctgg gattaggtga agaacatcgg gcaaccgagg gattgctacg
  2112061 tgattcaggt ctgcccgtcg tattactgcg taatggctgg tataccgaaa attatgcggc
  2112121 aagcatcgct ccagccttgg cccacggtgc atttatcggt gccgcaggca atggacgtat
  2112181 cgcttcagcc agtcgtgaag attatgctga agctgccgcc acagtactgg ttcaggaaaa
  2112241 tcaagccggt aagatttacg tattggctgg cgatgatgcc tatacattat ccgaattctc
  2112301 ggcagaaatt actcgccaat ccggtaaagc agtcgcctac caagatttat ccgaggcaga
  2112361 ctttaaacac gccctaatca gtgccggttt acctgacggc ttggccggta tgctggcgga
  2112421 ttcagatgcc ggtgccgcgc aaggtgggtt atttgatgac tcccatacat tgagtaaact
  2112481 tattggccgc ccaaccaccc cttatgccaa ggtaataaca gcaacactgg cgacacgtta
  2112541 aactgcctta atagcttgat cacctaagcg aatcaggccc catgctgtct tagatggcct
  2112601 gatttgcgat ttatctgtta cgccatttat tggttaagct atttcgctgt taagccaagc
  2112661 cgccgcgggg ttgtctccct aactttgatc aagcctatcg aagtcctcgt catggtagac
  2112721 aggtgcagat atcgaactta ttcctactcc cacaaaaaat tttcacttta atgcagattc
  2112781 acgatatata tccgaatcaa ccttaacaaa taattcctgt gttattcata actaataaac
  2112841 atttgtgcga gaattatctt ataacgagca tgtcatgtaa cttttcaact tatttcaaca
  2112901 ccttcagcag cgaactgaag agcgcctcct ccttatgaaa aaaacattaa ttaatttaat
  2112961 caatttaagg gtgatacttt ccgcaggaat aatctcaacc acttgtttta atgtgattta
  2113021 attatatttt ttaatgcgtt aaatcgtttt aaatctttga gttaacgtac aacacataat
  2113081 aatcacataa aaaatataac gctctaaata agtgcaaagg cagaaataaa cagcaccttt
  2113141 atagggcata aataatttaa taaatgtaag tataaagttt tcctcaatga cgccgattat
  2113201 cgtcagtaat tattatttat ataccctaaa taattcgagt tgcaggaagg cggcaagcga
  2113261 gagacacatc gtctggaacc gatttgaaca gcatttatgc tagctcgcag gataaggctc
  2113321 attaatctcg ataagcttac ttatttaagg tcaacgacca gtaagtaatt cggattattg
  2113381 aacgtagcca acgcacaggt aacttgaagt ataacgggtc tattgactac cagggatctc
  2113441 ctccctttac tgaggttaat atgagagtta acaaacctgt cagccggcag gagtatccca
  2113501 ttgagcgcga tatcaccttg cagtccacca ctgatattca tggaaatatt gcttacgcta
  2113561 atgctgcttt tgttcgtgcc agtggctttg aatatcaaga gttgcagggt caacctcaca
  2113621 atatggtaag gcaccccgat atgccacccg cggcttttgc tgatatgtgg caaacattga
  2113681 atgccggtct ttcttggtct tcattggtga agaatcgccg taaaaatgga gattattact
  2113741 gggtccgggc taatgcgacg ccactgcgcc ataatggccg tttaaccggt tatatttcgg
  2113801 tacgtattgc gccaactcgc gatgaggtaa aacaagctga agcattgtat accgatttca
  2113861 acaccggtaa ggcaaaacgg cggcatattg ccttgtatcg tgggctgatc gtgcgcacgg
  2113921 ggtggctctc cccactttct ttgttccaaa ctttaccatt acgctggcgc ctgcggagtg
  2113981 ccttgctaag ttccgccatc attccaaccg ccgccgccag tgtgatggag gtagcgggtc
  2114041 aacctctctt gattctcggc tcggtggcat tgacctggag cgtattggct tcactgtggt
  2114101 tggagcggca gattgcccgc cccatcgcgg ctattttgca acaggcgcag gacgtttcct
  2114161 ccggagaagc aggcgattat gtacaactaa atcgtgtcga tgaaatcggt tatttaatgc
  2114221 gtagcgtcaa tcaactcggc ctgaacctac gttctttaac cgatgatgtc agtggtcagg
  2114281 ttgatgggat taataccgcc agcaacgaaa ttgctgctgg caatcgcgaa ctaaaagtac
  2114341 gaaccgaaca agcaaccgat aatctgcaac acattgtcag tgccacagaa caattagctg
  2114401 cgacagtgca gaacagcgct aacagtgcca atgaaacaac atcactcgcc gaaatgagca
  2114461 gccatgccgc agaaaaaggc agcgagctca tgcaccaagt cattgaaact atgggcacta
  2114521 tcaatgactc cagccatcgc attgtagata ttatcagtgt gattgaaggc attgcttttc
  2114581 agaccaatat tctggcactc aacgcggccg tagaagcggc ccgggcgggt gaacaaggtc
  2114641 gtggatttgc cgtagttgcc agcgaggtac gccatttggc acaacgttcg tcaaccgcag
  2114701 caaaagagat taaacattta attgagacca gtgtagagcg ggtacgtgac ggaagtactt
  2114761 tggtgcaaag tgccggtgcc actatggaca atattgtcaa acaggcaagc caggtctcta
  2114821 cgttgatcag tgaaatcagc acctcgactc atgaacagac acaggccctt ggccaaatcc
  2114881 ggcaatcgat cagtcggcta gatcaaatga cttaccagaa tgccgcgatg gttgagcaat
  2114941 atgctggcgc ggcagaagaa ctggcacatc ggacattgcg actaaccgcg gcggtccgta
  2115001 tttaccgccc attgaataac gtaggaaagt taagggatta gacagaatca ccgcattatc
  2115061 tgttacccct atcccgactg ggaggtgatt tatcatagca ataatctaaa acctcgctat
  2115121 agtgggtagg tggttatcca attattaaat aaggagtttt atgtcatcaa ttaaccaaac
  2115181 atctgttcgc gctcacacag gtgaaactgg tgcaaactta cctggtgaag atcatttgat
  2115241 cgcccatgaa gctttgcttg tcgccttaat ggttgaatgc gcgaatgagt cagataacga
  2115301 tcagttcctg cttagcatcc gagaaacgct gaacggcatt ttaagttcct cacgttatct
  2115361 tgatgccaat gctattgcga atggccttat tgatgaggcc gatgacaagg ccaaccgcta
  2115421 gcattcagcc ttcaatacat tcattcctca atacattcat tcctcaatac attcattcct
  2115481 caatacattc agccctcaat attgagggcg ttttactgct gcctgccaag cccaccccaa
  2115541 gttgttaata cacaacacat atcatataca aacctttaac aaaaccaatc gaacctcaat
  2115601 agcctcgtat aattgataga taatagtgat atcactacaa ctataaaatg agagcaacag
  2115661 catcacccat gacaatataa ttaccctgcc agcctaatcc aggaggtacg taatggtctc
  2115721 actgaaagaa gtggcaaatc tagcctctgt ttcattaatg accgcatctc gagcgattaa
  2115781 tagcccagag caactgcggc cggaaacgta tcagcgagtg atgcaggcga ttgaatccct
  2115841 gaattatgtg cctgattttg cagcccgtaa gatgcgcggc cacgccacca aaacatcaac
  2115901 cctggcagta ctcgcctggg atacggcgac cacaccgttc tcagttgaaa tattgctctc
  2115961 cattgagtta actgcccgag agtttggctg gaacagcttt ttagtgaacc taacctcacg
  2116021 cgaggacagc caacgggcgc ttaaccaact actcgcccaa cggcccgatg gcattatttt
  2116081 taccgctatg gggctacgtc aggtcaccat tcccgagcga tttcgggata aaaacattgt
  2116141 tctcgctaat tgcgtcagtg aaagccattc aattcctagc tacattcccg atgattttga
  2116201 tggtcaatat caagccatga agttgctgct gcaacgcgga tatcagcggc ctttgtgtct
  2116261 ttatctgccg gagtgtacct tggcaggcaa ggcccggcgg gcaggggtag aaaaagcctg
  2116321 gcaggaatct gcattaccaa cagagcaact caatcagtgc catatagcgt ggggagatga
  2116381 acattatcag gatgtcattc cgctattgga acgccattgc cctaagggaa aacctaattt
  2116441 tgatgtgtta atttgcggcg atgaccgtat cgcatttttg gcctatcagg ttttactggc
  2116501 caaaggtgtg gtaattccac aacaggttgc ggtgatcggc tatggcgata tggttggtat
  2116561 gggtgaattg tatctaccac cactgaccac agtacaactc ccctattatg atattggtcg
  2116621 tcaagctgcc ctccatttaa taagaggacg tgaatcgcgg gcaatacatc ggttaccctg
  2116681 cccactacta gaacggggat ccatccgtga ctcaatgcct aataactgtg tgcctctttt
  2116741 cagtaaacag cgataaatag cgctcatgga tgcatgctaa ggactgatca ctgcggagca
  2116801 gagtggcaag aacggggctg cgttatacgg ggaagcacgc cataaatagt ataaacttca
  2116861 cgaaagcata agccctcgtg aagtttatag atacgtcaga actacatgtg cttaataatg
  2116921 gcgtcgccaa actcactaca cttcaacaac ttagcgcctt ccatcagacg ttcgaaatca
  2116981 taagtcacgg tcttggcttg aattgcgcct tcagtgcctt taatgattaa gtcagcggct
  2117041 tcaaaccagc ccatgtgacg cagcatcatt tctgctgaaa gaataataga acctgggttc
  2117101 actttatcct gaccagcata ttttggtgca gtaccgtgag tggcttcgaa cagtgcgcag
  2117161 tcatcaccaa tgttagcccc cggagcaata ccaataccgc caacctgagc tgccaatgca
  2117221 tcagagatgt aatcaccgtt caggttcata caagcgataa catcatattc cgcaggacgc
  2117281 agcaggatct gttgcaggaa agcatcggca atcacatctt taacgataat ttctttgccg
  2117341 ttatttgggt ttttgatttt aacccatggg ccaccgtcga tcagttcacc accaaattcc
  2117401 tcacgcgcta actgataacc ccagtcttta aacgcgcctt cggtgaattt cataatattg
  2117461 cctttatgaa ccagcgtaac tgattcacga tcgttggtaa ttgcatattc aatcgctgca
  2117521 cgtaccaaac gcttagtccc ttcttctgaa cacggtttca caccgatacc acattgttca
  2117581 gggaaacgga ttttcttcac acccatctct tcacgcagga acttgatcac tttctctgct
  2117641 tcgggtgaac ccgctttcca ttcgataccc gcatagatat cttcagcgtt ttcacggaaa
  2117701 atcaccatgt tggtcagttc agggtgtttt accgggcttg gggtgccttc ataataacgc
  2117761 accggacgca gacacacata caggtcaagt tgttgacgca gagcaacgtt caaagaacgg
  2117821 atgccgccac cgacaggagt ggtcaacggg cctttgatag caacgcgata atcacggatc
  2117881 agatctaagg tttcttctgg caaccaaaca tctttaccat agacatgggt tgatttctca
  2117941 ccagtgtaaa tttccatcca ggaaatttta cgttcaccgt tataagcttt cttaaccgca
  2118001 gcatctacca cgttgatcat cgccggggtt acatcaacac caataccgtc accttcaata
  2118061 aatggaatga tcggattatg cggaacaacc agtttaccct gagcatcgac agtaattttc
  2118121 ttaccttctg ccggaacaac tactttgctt tccatcaacc tctccttcag cgcaattttg
  2118181 ttaatgcttt gtaagattcg tgtcaatact acttgaatat tcgttccgcg ccaatccgaa
  2118241 acggattggg gtataatgcg ctaatcattc gaaaccgcaa taatcatgaa taaattctct
  2118301 gttaaaaatc acaaagttaa ccgattcagc actaaggcac aagccaggca gtcccccccg
  2118361 ctgcgccacg gcgggtattg ttattcaata aaccttttga tgtattaccg caattcactg
  2118421 atgagtctgg acgcaccact ttgcagggtt tcatcccttt taaggacgtt tatgctgctg
  2118481 gccggttaga tcgcgatagc gagggcttat tggtattaac caatgatggc aagttgcaag
  2118541 ccaggctcac gcaaccggcg caaaaaacag gtaaagtcta ttttgtacaa gtagaagggg
  2118601 tccctgacaa cgatgcgctc acacagctaa aacgaggcgt aacgttgaaa gatggcctga
  2118661 cgttacccgc aggcgcggag ttagtggcag agcctgagtg gctatggccg cgccatcccc
  2118721 ctatcagaga gcgtaaaacc atcccgacca gttggttgaa aataacactt tatgaaggcc
  2118781 gcaaccggca agtacgtaga atgaccgcac acgttggctt ccctaccctg cgcctgattc
  2118841 gttttagtat gggaaattta agccttggca acttacagcc cggcgaatgg aaggagataa
  2118901 ctgatgttta aaccgcatgt tactgtcgcc tgtgtcgttc atactcaggg gaaatttctg
  2118961 atcgttgaag aaaccatcaa caatgaaaaa cgctggaacc agccagccgg tcatctggaa
  2119021 gccgatgaaa ccctcattca ggcagcagaa cgcgagttat gggaagaaac ggggattcgc
  2119081 gcgacaccac aacatttttt acggatgcac caatggctgg caccggacaa tacccccttt
  2119141 ttacgtttcg cttttgtcat tgaattaccc gcccaactgc caacacagcc ccatgacagc
  2119201 gatattgatc gttgcctgtg gctaagtgcc gatgaaatat tgcaatcgac gcatttacgc
  2119261 tcaccgttgg ttgcggagag tatccgttgt tacctgcagc cagagcgcta ttcgcttgat
  2119321 cttataggga cctttaactg gccgctctga ccctcagcca gatttattca ggtaatttac
  2119381 cccggagagt gaatcggcaa tgcaccgttg cgggcaacgt gataaaatcc ggcgcttgtt
  2119441 tttataatgc ctgatccaag tcaacggctt actcggatgg taccctccgt caaactgcag
  2119501 acagataatc caggtgttta cgtgagtgag actcctatgt cagataatag ccagaaaaaa
  2119561 gtcatcgtcg gcatgtccgg cggtgtcgac tcttccgttt ccgcttacct gctccagcaa
  2119621 cagggctatc aagttgctgg cctgttcatg aagaattggg aagaggatga tgacgaagaa
  2119681 tattgctctg cagcgaccga tctggccgat gcacaagcag tatgtgacaa actgggtatg
  2119741 gagttgcaca ccgttaattt tgcagcagaa tactgggata acgttttcga attgttcctg
  2119801 gcagaatata aagctgggcg gacacctaat cccgatattc tgtgtaataa agagataaaa
  2119861 tttaaagcgt ttcttgaatt tgcagctgaa gatttgggcg cagattatat cgccacaggt
  2119921 cattacgtcc gtcgccagga tgttgatggt aaaagccgcc tactgcgcgg ccttgatgga
  2119981 aataaagacc aaagctactt cctgtataca ttaagtcacg aacagattgc tcaaagtttg
  2120041 ttccctgtcg gtgagttaga aaaacctgaa gtgcgtcgca tagcagaaca gctcgattta
  2120101 gtcaccgcaa agaaaaaaga ctcaacgggc atctgcttta tcggggagcg caaattccgt
  2120161 gatttccttg gccgctacct gcctgcacag ccaggtccga tcatgacggt tgacggccaa
  2120221 ctggtgggta aacaccaagg gttgatgtat cacaccctcg ggcaacgcaa aggtttaggt
  2120281 atcgggggta ccaaagaggg gggtgatgac ccgtggtacg tcgtggataa agacctggac
  2120341 agcaacacgt tactggttgc tcaggggcac gaacaccctc ggttaatgtc tgttggcctg
  2120401 gttgctcaac agctacattg ggtcgatcgc caacccgtga ccgccccttt ccgctgtgtc
  2120461 gtaaaaacac gttatcgtca gcaagatatt ccctgtaccg taacaccact tgatgacgaa
  2120521 cgggttgacg ttcggtttga tgacccggtt gctgccgtca cgcctggcca gtctgccgtc
  2120581 ttttaccaag gtgaaatctg cctggggggc ggtattattg aacagcgtta cccactgact
  2120641 aatccggcat aaaataatcc agtgataaat ggaagccagt aacaaatcag aacgtttaca
  2120701 ggagtgatcg tggcgaagaa ttattatgac attacactag cgctggcagg gatctgtcag
  2120761 tctgcccgct tggtccaaca gttggcccat gaagggcagt gcgataatga cgcactgaat
  2120821 acggtactta gagggctgct acagaccaat ccctcttcaa cccttgctgt ctatggcgat
  2120881 acggaacaag tccttaaaat ggggctagag accttgcaaa gtgtattaaa tgccaatcgt
  2120941 cagggcgagg cggcggagct aacccgctat accctaagtt tgatggtgct agagcgtaag
  2121001 ctcagcgcaa gtaaatcagc gatgaatacg ttaggtgagc gcatcagcca acttgatcgc
  2121061 caactggcgc attttgatct cgaatccgaa acgatgatga gttcgctggc atccatttat
  2121121 gttgatgttg tcagcccact gggcccacgg attcaagtca ctggctcacc ggctattcta
  2121181 caaagcccct tggtgcaggc caaagtccgg gcgaccttac tggcgggtat ccgctcagcg
  2121241 gtgctttggc aacaagtcgg tggaagccgt ttacagttaa tgttttcgcg taaccgtctg
  2121301 tttaaacagg cacagagcat tcttgcccat acctaattct tgctcatacc tcattgaaat
  2121361 atgaacgtta aaatctgacc tcaggagttg ccaccaatgg aattatcctc actgaccgcc
  2121421 gtttcaccaa ttgatggacg ttacggcgac aaagtcagcg cactgcgccc catctttagc
  2121481 gaattcggtt tgctaaaatt ccgtgtgcag gtcgaagtgc gttggctgca aaaactggca
  2121541 gcctgcgcag aaattaaaga ggttcctgct tttgatgcca acgcaaacgc ttaccttgat
  2121601 aaaattgtgc aagagttcaa tgaacaagat gcacaacgca ttaagaccat cgaacgcaca
  2121661 accaatcatg atgtgaaggc tgtcgagtat tttctgaaag aaaaagtgga aaatctccct
  2121721 gcgttacatg ccgtgtctga gttcattcac tttgcttgta cttcagaaga tatcaataac
  2121781 ctgtcccacg cattgatgct gcaaactgct cgccaggatg tcctgctgcc cgcatggcgg
  2121841 cagattattg actcaataaa agcactggcc caccaatatc gcgatttacc cttactgtcc
  2121901 cgcacccacg gccagcccgc gacaccctca accatcggta aagagctggc gaatgtggcg
  2121961 taccgcatgg aacgtcagtt ccgccaacta acacaagtgg aaattctggg taaaatcaac
  2122021 ggtgcagtag gcaactataa cgcccacatc gtggcctacc ctgaggttga ttggcatcag
  2122081 tttagtgaaa gttttgtgac atcgctggga atcaactgga acccatacac cacgcaaatc
  2122141 gagcctcatg attatattgc tgagttattt gactgtgtgg cccgtttcaa tactattttg
  2122201 atcgattttg accgtgatat ctggggttat attgctctga atcacttcaa gcaaaaaacc
  2122261 atcgcgggcg aaatcggttc aagcaccatg ccgcataaag ttaatccaat tgatttcgaa
  2122321 aactcggaag gcaatttggg tctatcgaat gccgtgctag gtcacatggc cagcaaacta
  2122381 ccggtttctc gctggcaacg tgatctgacc gactcgaccg tgctacgtaa tctgggtgtg
  2122441 ggtctgggtt atgccctgat tgcctatcag gcaaccatga aaggcatcag caaactggaa
  2122501 gttaacgaag cacatctgtt gcaagagctt gatcataatt gggaagttct ggctgaacct
  2122561 attcaaacga tcatgcgccg ttacggtatt gaaaaaccgt atgaaaaact gaaagaattg
  2122621 acccgtggca aacgtgtcga tgccgcaggt atgcaagcat ttatcgatgg gctggatcta
  2122681 ccagaagaag aaaaaaaccg gttgaaggcc atgacgccag cgaattacat tggccgcgcc
  2122741 accaccatgg ttgatgaatt aaagtaatat tctttatcta atacaggtgg cttagtttgg
  2122801 taaaagctaa cgccatctgt attattcctt cccccccttt cccaacgcct cccccactaa
  2122861 ccttcgctgt tcatccactg tttacccgct gtttaacggc tgtcattgat aatgctcaca
  2122921 atttcaaaag gacgttacaa tcacaggagc tgttatgttg aaacaatccc tattatccct
  2122981 tgccctgatg ggttcctgta gtgtcgccat ggcagataac tacacttatg tcgctggtgg
  2123041 tttgcagttc ggttcaatca atagcaactc acgctttgat caacagtttg accgacaaaa
  2123101 ttatagccat attggcaata aaaatatggg tgggatttat cttaacggcg gttatagctt
  2123161 tgataactcg ctcttcattg atggccgact tagcagcctt gccaatgata accgtggtag
  2123221 tgcagatgcc gttcttggat taggctatta ttttgctttt actccggata ttgatttcta
  2123281 caccgtcgtg ggtgccagcc gccatgcatt agtatttgat gccagcaaag acggtaaaaa
  2123341 aaccaatact tataacagtg ctagcggtga aattggggtt aaaaccaaac tatcaccaga
  2123401 tattggcgtg aacatcgcct atcgtctggc aaattatgat aaacgcgcat ttcatgaagc
  2123461 gcggatcatg gcagattatg ctctgacaca aaaactggcc gctgaagtcg gttataccta
  2123521 ccataactgg cgagtcagtg accaagcgat gcaagtcggc ctacggtata acttctaata
  2123581 tcgttacagc gcttaaatgg ctaccacatt taaattgtta caacatttaa attgttgcaa
  2123641 cgtttacatt gtgacggcgt ctaagttttt atagcgcgcc atgcattatc gtgctcaaga
  2123701 cggtatagca cctacataat gagcgtcaaa ttttcactta ccggataata tcctgttatc
  2123761 cggttaacgt tttatcaagg attggtgtat gcgggttctg gttgtggaag ataacgcgtt
  2123821 gttgcgtcac catctgacag tgcaaatgcg tgaaatgggc catcaggttg atgccgcgga
  2123881 agatgctaaa gaagcagact atttcttaca agagcatgcc cccgacattg ctattatcga
  2123941 tcttggtttg cccggtgaag acgggttaag ccttatccgt cgctggcgta gccatcaaga
  2124001 aaacttaccc attttggtcc tgaccgcacg ggaaagctgg caagataaag tcgctgtact
  2124061 ggaagccggt gccgacgatt atgtgaccaa accgttccat ctggaagagg tcattgcccg
  2124121 gatgcaagca ctgatgcggc ggaatattgg cctggcctcc caaattattg agctaccgcc
  2124181 cttccagatt gacctttcac gccgtgagtt atgtgttaac caacaacaaa ttaaactgac
  2124241 ggcatttgaa tacactatca ttgaaaccct tatccgcaac gcagggaaag tcgttagtaa
  2124301 ggatacgttg atgctacaac tttatccgga tgcggaattg cgagagagcc atactatcga
  2124361 tgtattaatg ggtcgactac gtaaaaaact gctggcagaa catcagggtg aagtcattac
  2124421 gactattcgt agtcagggat atcgttttga cgtcaactag acactatgct cagaaaaaat
  2124481 aataaaccct tctcccttcg agcccgtttt cttatggcga cagccggcgt tattttagcg
  2124541 ctgtcgctat cttatggcat ggtcgcggtg gtaggttata tcgtcagttt tgataaaagc
  2124601 accttcagag cccatcgtgg tgaaagtaat ttattcttca gtctggcaca gtggcataac
  2124661 aataagctca gcatctctgt tccgccagaa cttgaactga acgtccccag cctggtcctg
  2124721 atttacgaca aagatggtaa tattttatgg cgtcagcgtc atgtccctga gctggagtcg
  2124781 cacattgaga aaagctggct gcaaaagccg gggttttatg agctggatac cgggacgcac
  2124841 atcagtagaa tgatgatggg tgacaaccca aaagctcaag atcagttaaa gaaatacgat
  2124901 gacaccgatg atagcgcact tacgcactca gtctccgtca atacctacgc cgcgacctct
  2124961 cgtttacctc aactcaccat cgtggtggtg gataccatcc cacaagagct acaacgtact
  2125021 gatctagtgt ggaactggtt cagttatgtc ctgctggcga atttattatt agtcattccc
  2125081 ttattgtggc ttgctgccta ttggagcctg cggccaatta aagcactggc tagtcaaatc
  2125141 agccagttgg aaaaaggtga gcgtgaacaa ctcgatgaaa acccacctcg tgagttacaa
  2125201 agtttagtcc gtaacctcaa catcttgctg atgaacgaac gtcagcgcta taccaaatat
  2125261 cgcacgactc tggctgacct cactcacagc cttaaaacac cgctggcggt gctacaaacc
  2125321 acactacgtt ctttgcgtac cggtaaacaa acaaccattg aagaagtaga gccgattatg
  2125381 ctggagcaga tcagccgtat ctcgcagcaa attggttatt acctgcaccg cgcaagtatg
  2125441 cgttccgaac ataatgttct aggacgtgaa attcattcgg ttcccgcgct actcgatagt
  2125501 ttgtacagcg cattaaataa agtttatcaa cgcaaaggga ttgcgctgac actggacatc
  2125561 tcaccagagg tcacattctt gggagaaaag aatgatttca tggaagttat ggggaatgtt
  2125621 ttagaaaatg cctgcaaata ttgccttgag tttgttgaag tcaccacctt acactccgaa
  2125681 aaacaattga ccattgtggt cgatgatgac ggccccggta ttcctgaaaa taagcgccag
  2125741 ttaattttcc aacgtggtca acgggttgat actttacgtc cggggcaagg gcttggttta
  2125801 tctattgcag ctgaaattat tgaacagtat caaggtaaaa tctccatcac cgaaagcccc
  2125861 ttagggggag cccgaatgat ggtgacgttt ggtcagcaac aagattgtca cgatgattaa
  2125921 taatatttgc cagtcagccc ctgatactga tggcgggtat ccgttataat ctcaggcaat
  2125981 ttcaccttta tcctggaata aacatggatt accaactcga tctcgattgg cctgactttc
  2126041 tacaacgcta ttggcaaaag cgccctgtta tcctcaaacg tggcttcaaa aattttattg
  2126101 acccactctc accagatgaa ctggccgggt tagccatgga aaatgaagtc gatagccgcc
  2126161 tggtaagcca tgaagatggg cgttggcatg ttagccacgg gccatttgaa agcttcgatc
  2126221 atttaggtga gaacaactgg tcattgttag ttcaggcggt agaccattgg catgaacccg
  2126281 cggcggcgct aatgcgccct ttccgtccac tctctgactg gcgtatggat gatttaatga
  2126341 tctccttctc cgtgcctggc ggtggtgttg ggcctcattt tgatcaatat gatgttttta
  2126401 ttattcaggg ttcaggccgt cgccgctggc gggtgggcga aaaaactgaa atgaaacaac
  2126461 attgcccaca cccagatttg ctccaagtgg ggcctttcga cgctatcatt gatgaagaaa
  2126521 tggagcctgg tgacattctt tatattccac cgggcttccc tcatgaaggc tattcccttg
  2126581 aaaatgcgct gaattactcc gttggtttcc gcgccccaag tggtcgagaa ctggtcagtg
  2126641 gttttgcgga ttatgtattg gctcgagaac tgggtagcta tcgttatagc gatccagatt
  2126701 tacagctacg cgagcatcca gccgaagtat taccgtccga agttgataaa ctgcgcacaa
  2126761 tgatgctgga tctggtccag caacctgaac atttccaaaa ctggtttggt gaatttattt
  2126821 cccaatcacg ccatgagttg gatattgcac cgccggagcc gccttatcag accggcgata
  2126881 tctatgaact attgaagcaa ggcgatgaat tacaacgcct tagtggatta cgggttctgc
  2126941 gggttggtga tcgttgcttt gctaatggtg agttgattga tacgccacac ttacaggccg
  2127001 ccaatgcact gtgccagcac tttagcgtga atgcagagat gttgggtgat gcacttgaag
  2127061 acccttcttt cctggcaatg cttgcagcac tggtcaatag cggttattgg tattttaacg
  2127121 attgatcagc gggttatggc agtacgtgtt tataacagta tgtgtttata acagtacgta
  2127181 tttattgctg ctgacaaacc ccgataactc gatctgaaac ggtgaggata ggcagaagaa
  2127241 taaagcgcct gggacgggtt tacagcatct ttacttgctg cctattcact ccgctatggg
  2127301 cactttgtca ataacctcaa acgccccttt tcggggcgtt tctctctatc gttcagctta
  2127361 tgattcttta gcccgcttgg cggtcagctc agaaattcgc ataatgactg caaccgcttt
  2127421 ttccatccct tccagcgtaa taaactcatg tttaccgtgg taattatagc ctccggtaaa
  2127481 aatattcggg caaggtaacc ctttaaaaga gagttgtgca ccatcggtac caccacgaat
  2127541 tggcttcata atcggagtaa tatcacagtc aagcatggcc tgttgggcta attcgataat
  2127601 gtgcgggtgc ttaataatct gctcacgcat attgtaatag ctgtcatcga taacaatttc
  2127661 gatataacaa tcacgatgta aacctttacc aacccgcttg gcgatatcca ccatattctt
  2127721 cttccgcgct tcaaagctat cgcgattgaa atctcgaaca atgtagtgca tctcagcgcg
  2127781 ttcaaccgtg cctttaatac tttgcagatg atagaaaccg tcgtaaccct cagtacactc
  2127841 tggggtttca tctactggca actcttgatg gtaacgggtt gccagcgaca acgcattaac
  2127901 catgacgccc ttagcactgc ctggatgaac attattgccg acgatcttta ttgccaccga
  2127961 tgctgcattg aaattttcaa actctaattc accaatgccg ccaccatcaa cggtataagc
  2128021 ccactgtgca tcaaactctg ccacattaaa aaactgagcc cccttaccca cttcttcatc
  2128081 cggtgtgaag gcaatacgaa tatccccatg ggggacatta cggtgcttta agcgcaccat
  2128141 agcggtaatg atttcagcaa tacccgcttt atcatccgcc cctaacaggg ttttaccatc
  2128201 agtcgtgatc aaggtatgtc caagtaattg atgtaatacc gggaacataa caggagataa
  2128261 aacctcatca ccaataccta acgcaatatc accaccacgg tagttctcca ctatctgtgg
  2128321 attaacattt ttacctgaaa aatctggtga ggtgtccaga tgggcaataa agccaatcgt
  2128381 ggggaccggc caggagacat ttgccggcaa tgttgccatc acgcaaccat gatcgctcaa
  2128441 ggtgacgtgg gaaaagccca acgtcaataa ttcctgttgc aacgcctgag caagcttgcg
  2128501 ctgtccctga gtgctcggca cagattttac attggctttt gcttgtgtat caaaagaaac
  2128561 atagttgaaa aatcggtcga gtaatttgtc catggttccc accctcataa tagtgaataa
  2128621 cattatgggg aagtgatcat gatcaaatat tgcgtcaggt cagctttaga taaacttaag
  2128681 ccagaataat aagaggtagt gacgaggtac tcaggaatat gagctcatca cccctgagtg
  2128741 atttatagct tatttatcgc cttttaatct gaagttacag gtttgctagc ggctgtcacg
  2128801 ccccgaatta ctggcacgaa tcagttcgcc gggacgtgtt gattgactga cgacctgcaa
  2128861 cactaatcaa tttgggtata tccgtaagtt atctgaatga gttgaggcac ccaacgggga
  2128921 aatcaatccc cctgacgatt ctcaccgcat gtggtcagaa actcgcgaat atattctggt
  2128981 accactttac tggcgaggcc atagtgcttc tcatcaaact ggctttctac ctgactaggt
  2129041 tcaagattca gttctactgt atgggcacca tgtagatgag attcatgaac aaaccccgca
  2129101 gcaggataaa catggcctga agtgccaatt gaaataaaga aatcagcctc agccagcgcc
  2129161 tgataaatgt catccatacc catcggcatt tcgccaaacc aaacaatatg cggccgtaat
  2129221 ggcgagggaa attggcaaca atgacaacgt tcatccgcac tgagatcgcc ttgccaatcc
  2129281 agtacctgac cagattgagt acagcgaact tttagcaatt caccatgcat atgaataacg
  2129341 cgcttactgc cggctctctc atgcaagtta tcaatatttt gagtgatcaa taccaggtta
  2129401 tcacccagca cggcttctaa atcagccaga gcgaaatgcg cagcatttgg cgctatgtct
  2129461 ggctgctgca actgacggcg acgttcatta taaaaacgtt ggacgagctc aggatcacgc
  2129521 cgataccctt caggtgtcgc cacatcttct acccggtgat cttcccataa accatcgtcc
  2129581 gcacggaaag tacggatacc cgactcagca gaaatcccag caccagtaag cacaacgaca
  2129641 aagggtttct tcatctcttt tgctactgca ctatcccgat gaaaaatacg ggagcgaaaa
  2129701 cgttgatgcc gcacatgctt actcttacga aaccgacaca gcctatggcg aatgcgcata
  2129761 accttttgcc tctttttctt tatctgtctt gttattaatc gtgacgatta tttttctgcc
  2129821 aaatgcagaa acgctgcacc acgaacgccc ccggaatcac cataacgcgc tttttcgata
  2129881 cgcggtaacc gggccactcg caataaatgc gcaggcaagc gctttggcag ctcctgatag
  2129941 attttttcga aattagacaa ccccccaccc accacgacca aatggggatc cgagcatagt
  2130001 caaaagattg cccaaacaga ccgccagcac atccataaag cgctcaacat gtgccaccgc
  2130061 ctttggctca cccgcagcat aatgggcaat aatgtcggtg gcaggtaaag tatgttgata
  2130121 aaaatgactg tacatccact cgaaaccgcg cccagaaata taattctcta tacaaccgcg
  2130181 atggccacaa ccacagggga cgcggggaat atcggcacca agaatatcca gtgcatctac
  2130241 tggtaaacgg aaatgaccga actcgccagt gatgtggtta cgcccactga caatactgcc
  2130301 attaacaatt aacccaccac caacaccggt gccgagaata agccccagca ccgttgggta
  2130361 agtgcgaaac tcagggtccc aggcttcgga gagagcaaaa cagttggcat cgttatcaat
  2130421 acggacttca cgctggatca agcgggaaag atcagcctgc aatggttgcc ccatcgcaga
  2130481 cggtacattc gcagtaaata ccgtgccatc atccgcattg ggtagccctg gaataccgat
  2130541 acccacactg ccttgaacac cgcaataagt atcggcttcc tcggttaaat cccgcaatat
  2130601 ttgcagtaac tgcgggtaat cctcacgtgg cgtaggcact cgcttatgcc atattcgctg
  2130661 caggttttca tcaaaaacgc ctagctctat tttggtcccg cccatatcaa aaccgtaata
  2130721 cataagcctg cctttcttca attactgccc gctgaggacc cgtgccggat caatacgact
  2130781 ggcgcgacgt gccggatacc aactggcaat caagctgagc accagtgccg ttgccaacac
  2130841 acaagccaca tcaaaccaac gcaactctga cggtagaaaa tcaatgaaat agatatcgct
  2130901 cgacaaaaat tgatgcccga ccatcttttc tagcccgcgg attatggtgg tcaactgtag
  2130961 ggagacgata acccctatca cggccccgct gatactgcca ataaggccag ccaacaggcc
  2131021 ataccaaatg aagatggcgc gaatcagacc atctttggca cctaatgtac gtaatactgc
  2131081 gatatcgcta cttttatctt taaccgccat gaccaacgtt gacacaatat taaaactggc
  2131141 gacgccgatc acgagtacca tcgctaaata catgatagtg cggatcattt ggatatcacg
  2131201 gtacatatag ccataggtcc caatccagct actgatataa acgtatgcgt tactcacttc
  2131261 acccgcgtta cgtaccagtt gattggcgtt gtaaacatca ttcactttga tggcgatacc
  2131321 cgtgacacta tcacccatat caagatattg ttgtgcatcg attagaggca ctaatgccaa
  2131381 actgtgatcc aactgaccac tcagttgaaa aataccggca acctgtaaac ggatgcgctt
  2131441 aggttgcagc aatttcatct caggatcgct gttggggatc atcaccgtca accaatcacc
  2131501 ttgcttcacc cccaaggtat cagccaatcc tttacctaaa ataatctgtt gttgcccggc
  2131561 cttaaaatgg ctccaggcat tgtcaagaac gaagctaggc aacgcactga gatgctgttc
  2131621 ggcctcggga tccacacctt tgacctgcac tgcccgcagt tgcgtactgt tttcaatcaa
  2131681 accagtaaaa ttaatataag gcgcagcagc cacgataccg ggcacctttt cgatacgctg
  2131741 taaggtttgt ggccaaccgc tgaacggctg attaaccacg gcaatttcgc cgtgaggcac
  2131801 cacggctaaa atacgatttt tcagctcacg ttcgaagccg ttcatcgcac ttaaccccac
  2131861 gataagcact gccacaccca aggcgatacc tagcgtagaa atcacggaga ttaacgacac
  2131921 cataccgcca cgacggcgac cacggctaaa ccgtaaaccg ataagaagtg aaagtggcga
  2131981 aacccccatc actcggcccc caccagcgtc aaatggtgtt gtagctgacc atctcgcatt
  2132041 tcaagttgac ggctcatccg tttcgctaat tgtaaatcgt gagtcaccac cagaaacgcg
  2132101 gtcccctgac gaacattcaa ttcacctaac agattaaaaa tactgtcggc attgcgttgg
  2132161 tccagattac cggtaggttc atctgccaat accagcgatg ggttatttac caaagaacgg
  2132221 gcgatagcga cccgttggcg ctctccccct gataactccg atggacgatg tttactgcgc
  2132281 ttctccaacc ccaccgccgc cagcatctca tgggctttct cttgcgcttc agcgggttta
  2132341 ctgccgccga tgagtaatgg catggcgaca ttttctaacg cggtaaaatc gggcaacaaa
  2132401 tgatgaaatt gatagataaa acctaactcc cgattacgca attcagcttt cgcggtagaa
  2132461 gagagttggt taagcgaacg cccctgataa ataacctcac cagaggtagg tgaatccagc
  2132521 ccccccagca aatgcaacag cgtgctttta cctgaacctg aactgccgac aatcgccatc
  2132581 agttcaccag gctcgatagc gaaagagaca ttgcgcagga catcagtatg cagttggcct
  2132641 tcctgataac gcttgcacag gtttatacat tgtaataaag gatgattact catagcgtaa
  2132701 agcctctgcg ggttgtgcgg cggcggcgcg ccaagaaggg tacagcgtgg acaacagagc
  2132761 gatcaccatg gctagcagtg caatgaccgt aacctgaagt gggtcaatct ccacgggtag
  2132821 cgttgcgcca tcaatcaata cgcccaaaat agggatcagg gtgttcaatt ggctggcgag
  2132881 taaaaccccc agccctgccc ctagcaatgc gccgataacc ccagcggtgg caccttgcac
  2132941 cataaacacc aacataattt gccggcgact caacccttga gtctgcaaaa tcgccacctc
  2133001 gccttgtttt tccatcacta acagccccag tgacgtaatg atattaaagg ctgcgacagc
  2133061 aataatcaga ctgagcaata accccatcat gttcttttcc atccgcacgg cctggaaaag
  2133121 ctcaccttta cggtcacgcc agtctttcca tacggtgcct tctggcaaac tctgctggct
  2133181 caggctatcg accgacagcg gctgcgagag gaataagcgc cagccggtaa tattcccaag
  2133241 agggtaacgc atcaggcgtg atgcatcctg ctggttaacc aaaatttgat agccatcaac
  2133301 ttcgctattc gctgcaaagg tgccgataat attaaacaca cgctggctgg gaatacggcc
  2133361 cattggcgtg aattggctgg cactcggtac catcaaacgc agtgtttcac cgcgtttaac
  2133421 cccgagctgg cccgctaact tctcgccgag gatgatgttg tagctacctg gcgctaacgc
  2133481 ttttatatcc acgttaacca aataattggc caatggttca tgctgctgtg gatcaacccc
  2133541 cagcatcaca ccggcggcca aattacgcgc actttgtaac accacatccg ccgtggtcaa
  2133601 cggcacaata tcactgacac cgctcagcga ttttagggtt gaagccgata tcttgtttgg
  2133661 atccaaagaa ccttgtggtg tggtaatcag cgcctgtggc ataagcccca aaatcgtatc
  2133721 ttgcagatta cgctcaaaac cattcatcac agacaatacc gtgataagag ccatcacccc
  2133781 cagcgtaatg ccaatggtag aaagccacga aacaaaccga ccgaagcggt cagaagcacg
  2133841 cccacgcata taacgcaggc cgataaatag ggcgacaggt tgatacatga aatctgttta
  2133901 gatcctgttg ctaaaacaaa gtgatcgagg ataataaagg gtactcccgc tttatggaac
  2133961 cattaaccgt ctatatctcc ggcttttatt ccaaaaaagg gcgcttatct gtagcgatgg
  2134021 cctttcgcgt gctaggatag ccgcccagat aatttgtcgt cgctgttgtg ctgctactat
  2134081 catgccaaaa ttaagcgctg gttagcgact ggtcaatcat cagttcaacc acatacaaag
  2134141 agactgttta actgcttatg tcccaacaat atcgttattc attgcctgaa cgacgtggtg
  2134201 atacccgtca gttaggccag ttgaccggat cagcctgtgc ggtcgaatgt gccgaaatca
  2134261 ttgaacgcca tgatggcccg gtaatgctga ttacccccga tatgcaaacg gccttgcgct
  2134321 tgcgtgatga gatccagcaa ttctcgccac aacccgtaag taccctctcc gattgggaaa
  2134381 cgctgcctta cgatagcttc tcgccacatc aggatattat ttcggcccgc ctctcttgtt
  2134441 tgtatcatct tccggcaatg aaacgcggtg tcattattct cccaattaat accctgatgc
  2134501 aacgagtgtg cccacacgaa tttctacatg gccacgcttt ggtgatgaaa aaaggccagc
  2134561 acttgtcacg ggataagtta cgcgcccaac ttgagcaagc gggctatcgc agtgttgaac
  2134621 aggtcatgga gcacggtgag tttgcgacgc gaggtgcgtt gctggactta tacccaatgg
  2134681 ggagcaatga accgtatcgg attgattttt ttgatgatga cattgatagc ctgcgggtat
  2134741 ttgacgttga ttcgcaacgc acactcgtcg aagttgagca aataaactta ctgccagcac
  2134801 atgagttccc aatagataaa gcggcgattg aattattccg tagccaatgg cgtgaacagt
  2134861 ttgaagtccg tcgcgacaac gaacatattt atcagcaagt gagtaaaggc atctggcctg
  2134921 cgggtatcga gtattggcag ccgctgtttt tcagccagca attaccgaca ttgtttagct
  2134981 atctgcctga aaatacctta ttggtaaaca ccggagatct ggaaagctcg gctgaacgct
  2135041 tctggcagga cgttaaccaa cgcttcgaaa gccgccgtgt tgacccaatg cgcccactgt
  2135101 tggcccccga gagcttgtgg cttcgggttg atgcgctgtt taatgaatta aaagagtggc
  2135161 cgcgtgttca gcttaaaaca gaggcgcagc ccgccaaagc cgcgaatacc aatttatgtt
  2135221 atcaaccgct gcccgattta tccgttcagg cacaacaaaa agcgcctctt gataatctgc
  2135281 gtcgctttat tgaatcgttt catggcagtg tggtgttctc ggttgaaagt gaaggccgcc
  2135341 gtgaaacctt acaagacctg ctggcacgga taaaactcag cccaacactg atcactacgc
  2135401 tgtctcaggc ggctaacccc ggccattatc tgatggttgg ggcctcggaa cgtggcttcc
  2135461 tcgatactga caaacaactg gcgctgattt gtgaaagcga cctactcggt gagcgtgtca
  2135521 gccgtcgccg gcaagataac cggcggacca tcaacaccga tacgttgatc cgtaatttgg
  2135581 cagaactccg ccccggccag ccggtagtcc atctggaaca cggtgtcggc cgctatctgg
  2135641 gactaaccac ccttgaagcg ggtgggataa aggctgaata cctgatattg acttacgccg
  2135701 gtgaagataa actgtatgtc cccgtgtcat cattgcatct cattagccgc tattcagggg
  2135761 gtgcggacga taacgccccg ttgcataggt taggcagcga tgtctggagc cgggcacggc
  2135821 aaaaagccgc cgagaaagtg cgggatgttg ctgctgaact gctggatatc tatgcccaga
  2135881 gggcggttaa atctggcttt aaatttaagc atgaccgtga gcaataccag ctgttctgcc
  2135941 aaagcttccc gtttgaaacc acgccagatc aagagcaggc gatcaacgcg gtgctcagtg
  2136001 atatgtgcca accgttagcc atggaccgct tggtttgtgg tgatgtgggc tttggtaaaa
  2136061 cggaagtggc gatgcgggcc gcatttctgg ccgttaccaa taataaacaa gtggcggtgt
  2136121 tggtacccac caccctgctg gctcaacagc attttgataa tttccgtgac cgctttgcca
  2136181 cttggccggt acggattgag atgctatccc gttttcgcag tgccaaagag cagcaagtca
  2136241 ttctggaaca agccgctgaa ggcaaaatcg atatccttat cggtacccat aaattgctgc
  2136301 aaagcgatct gcattggcac gatctcggcc tgctgattgt ggatgaagaa caccgcttcg
  2136361 gcgtgcgtca taaagagcgg atcaaagcga tgcgggctga tgttgatatc ctgaccctga
  2136421 cggccacgcc aatcccacgg acactgaata tggcgatgag tggcatgcgt gacttatcga
  2136481 ttatcgccac ccctccggca cggcgtctgg cggtaaaaac ctttgtccgc gaatacgata
  2136541 gcctggtgat ccgtgaagcc atattgcgtg aaatcctgcg cggtgggcaa gtctattacc
  2136601 tgtacaacga tgtggagaat atcgaaaaag tcacgcagaa actggctgaa ttagtccctg
  2136661 aggctcggat aaccatcggc catggtcaaa tgcgtgaacg ggatttggaa cgggtgatga
  2136721 atgatttcca ccatcaacgc ttcaatgtgc tggtctgtac caccattatt gaaaccggta
  2136781 ttgatattcc cagcgccaat accattatta ttgagcgagc ggatcacttg ggtctagcgc
  2136841 agttgcacca gctcagaggc cgggtcgggc gctctcacca tcaggcttat gcctacttgc
  2136901 tgacccccaa tccaaaagcc atgagcaccg atgcgaagaa acggctggaa gccattgcgt
  2136961 cactggaaga tctcggtgca ggttttgcat tggcgacaca tgatttggaa atccgtggtg
  2137021 ccggggagct attgggcgag gaccaaagcg gccagatgac cacgattggc ttctcgttgt
  2137081 atatggagct actggaaagt gccgtagatg cgctaaaaga gggccgtgag ccttcattag
  2137141 aagacctgac cagcaaccaa accgaaatag aaatgcgcat gccggtgctg ctgccagagg
  2137201 atttcatttc agatgtgaat atcaggctgt cgttctataa acgtatcgcc agtgcgcgca
  2137261 acgaaaccga gctggatgag ttaaaagttg agctaatcga tcgctttggc aagttacccg
  2137321 accccgcccg ctatttattg cataccgccg aattgcgtca acaagcccag aaactgggta
  2137381 tcaaacgtat tgaaggcaat gagcgtggcg gtttcattga gtttggcgag aacaataaag
  2137441 tggatccggt gtatttgatt gggctgttac aacggcaacc acagatttac cgtttggaag
  2137501 ggccaaccaa attgaagttg gtgcaagatt taagtgatcg ggcgcaacgg ttgaaattta
  2137561 ttacggagtt actggcggca tttgcacaac atcgcattgc ctagcctcgg tatgtacaca
  2137621 ttatttatag gtatacacct caacgtgata tgcctgaagt tgatcaaacg aaactaacgc
  2137681 gtgaagggtt tctccacagt gagaaacccg cgttaatgct aatgccactc gcttaactgt
  2137741 gcagcccatt tagctggctg aacgctcttt ctggctaaac gatcagaact aacactatct
  2137801 ccgcgggttc ttggtacaag gtcttggata acagatttgg tattacgctc ggttgttcag
  2137861 caccagttga ccatttttat caatggggat ctgcatacct ggatcacgat ccatacgaat
  2137921 ttttccctgc tgatcgccaa ttttgtaggt tacgtcatat cccagcgtct tctgtgattt
  2137981 gtcatacacg gtctggcaac gctgttgggt tgtggtatag gtatcatttt cctgcatatt
  2138041 attttgcaca cgattacctg catatcctcc cgctaacgca cccgctacgg tagcgatatc
  2138101 cttaccacgg ccaccaccga cctgatgccc caacacccca cctgcgactg cacccaaaac
  2138161 tgagcctgcg atcttatttt cgtcttgtac tggtttgcgg tgcgtcactg tcacgttacg
  2138221 gcactcttga cgaggcgttt tgatggtctc ttttatcggg gttgcagtaa gcactttggc
  2138281 atattgtggt gcactggaga agacatctat attcgccact gcagcaattc ccagagcggc
  2138341 ggcaatacca atccccacac cggctaacat tgatttgttc acaggaaatc ctcctgaaaa
  2138401 tgttaccacg cactttttgt atcagaattt tgcatagacg cattttcgtc ataaaaacaa
  2138461 aaatctgacc acgcccgata cagagagttg ccctctaaaa taccgggata cggcgtgcgt
  2138521 gactcgccgt ttgtaaacac aggggggagt ctgcacaatg catgttgaac tggcaataag
  2138581 acaaaggagt caaatacccc aagagcaggt gtaagtgagt gtgtttagga ggaatctgac
  2138641 cgcgagtgtt tattgatgtc gtatttttag tgacaggagc ctgtccataa ttctgtgtaa
  2138701 ctgccaccgt attaaaggtg atcgctcagg cggtcaccga actcgataat aaaacggctc
  2138761 atcgctaacc gccagttctg gatcggcata ctccattttt ttgatgcatc cttgatcgcc
  2138821 aaataaacaa ccttccgcac tgagtcgtct gtcgggaaca ctttgcgctt tttaatggct
  2138881 gcacggatca cgctgttcac cgattcgatg gcattcgtgg tgtagatagc cttgcggata
  2138941 tcgggcggat agccgaagaa tgtattgaga ttttcccagt gcgtacgcca acttttgcta
  2139001 atttgcgggt atttgtcgtc ccaggcctcc gcaaacttat ccagcgccat cagcgccgcc
  2139061 tcttctgtcg gagcctgata caccattttc aaaccgctgg tgacggcttt atagtccttc
  2139121 catgacacat atttcaggct gttgcgtacc atatggatga tgcacagctg gatgtgagtc
  2139181 tgcggataaa cactgtttat cgcatccggg aaccccttca ggccatccac gcaggcaatc
  2139241 agaatgtcct gaagaccgcg attttttagc tctgtcagca cacttagcca gaacttcgca
  2139301 ccttcatttt ctgccagcca catgcccagc agctctttct gaccttcagt gttgatgccc
  2139361 agcgctagga acactgcttt gtttatcacg ctaccgttct ggcggacttt tacgacaatg
  2139421 cagtccatat aaacaatggg atacagagca tccagttggc ggttttgcca ttcagcaacc
  2139481 tgctctttta cggcatcggt gactttagat atcagcgtgg gagacacatc ggcgtcatac
  2139541 atctctttga aggtggcgac gatttcgcgg gtggtcatgc ctttggcgta cagggacaaa
  2139601 atctggctgt ccatctgtgt gatacgcgtc tgatttttct ttatcagctg cggttcaaag
  2139661 gtgttttcgc ggtcgcgtgg cgtattcagc tcgatttcgc cgtcgtcgca tagcagtgtt
  2139721 ttggacgaat agccgttgcg ggtattcgag cctgatttag gggtattttt ctcgtgcccg
  2139781 aggtgttcgg taagctctgc atttaacgct gtttcgacgg taagctttgt tagcatacga
  2139841 gaaaatgcat taaggtcggc ttcggtttta agacctttag ccagttcagc cgcaagtgct
  2139901 ttaagtttct tttcgtccat aatttgcctg tctccgttgt tggagtgaag atatcaaaaa
  2139961 caggcaatta cacaatattg tttacagtct cagtgacagg gccgaataaa tgcttctatt
  2140021 tcattacttc aactatggtc gtcttgggac tatttataac cccgatatgt actgttttat
  2140081 ctgaacgttc agatttccaa tattcaccac tatcctcagt acgatctaat gtaaaaccta
  2140141 ttgaatataa gtaattatga attttttcaa tatcattaga accatgaaat gtaactgcac
  2140201 taacctctat accaggccca tccaccgttg cataaccaaa ttcataattc gatgatatac
  2140261 gaggacaatt ctttattatc tcatctgtga gtaattgata gtgtttttta tcctgttcgg
  2140321 tataacgtga attccctccc gttaatactt ttatcgtcgg ccaaaaatat atcattggca
  2140381 atgccacaat taatattaac acgataaaaa ttatagctac ttttttcatt gtacgactat
  2140441 cctaagaaat gggtatcaac ttcaacacca tcttgtgagg caatccccac atttcccgat
  2140501 ttgaaattat tgtaaggtat tactgtttgc ataaatgatg gaagatatcc caaacggggt
  2140561 ttgctattac gaaatttttc tggatctggg aataacaatg acagaaaatt ttcattttta
  2140621 tacgaaccta tgggaccgta gtaatcccaa cgttttaacg cttcttcttt gctcactggg
  2140681 cgcaatatct cgaacggact tgggatggaa aaaactcgat aaaaacccaa caggtcagat
  2140741 actaaatctt ctccgctaaa accactatca gtcactaaat tgaaagggaa tgatgcttgc
  2140801 atagactcaa attgccgtgc caccctcatc atcatcgcga gagctatact gtatctctcg
  2140861 tgaagatgcc ttcctctctt tattcgccat ttgatcattc gggaaataga aactttcctt
  2140921 ttcatcccta gcattccttg tgaatatttt acatcataat aatctcccaa gtttcgcttg
  2140981 ctattcgaag actctccagc actcatttgt cggagaatgt tcctgatatc gtctccctgt
  2141041 gcatggccta aatctatcca ccccagaacc tcagtatata ctcatccatg cgttgaaatt
  2141101 cgcgctaaat ggccatcaat aatttcatta cgtccactca ctgtattttc ccttttttaa
  2141161 aaaatataat ttattccatt acaacgttct ttgcagatat ttatcatctc ttttcttaat
  2141221 attattaaga agaggaaaca actcagaatt gaatttttca gatatttctt cgatgagctt
  2141281 atacgcgtca ttgattgaaa gcgagtgcac ataagaaaat gcgccgtagc accaggcccc
  2141341 cccaacgtca ttggcactgc aagtcagcga caaatcggtt agaaaccaat ttgaacagca
  2141401 tttatgctag cccgcagggt gagcctcacg aatgaggctc attaatcccg atgagtctat
  2141461 tgattttaag gtcaacgacc agtaagcaat tcgggtgagt gaacgccgct aacgccgctg
  2141521 caacgtcaag gccgaagggg aatttagtga agcttcaacc gtggcctaat cacccgatta
  2141581 atcccgccca ccagcatcat cagacctgtc ttggtataac catgtaatgc gacctgatgc
  2141641 atacgataca acgagatata aacgacgcgt gctacacgcc cttcgaccat cattgaacca
  2141701 cgcatcaggt tccccatcag gctaccgacg gtgctgaact tagatagcga aaccagtgaa
  2141761 ccatgatctt tgtagatata tggtttcagg ctctgcccat tgagtaaggc cagaatattg
  2141821 ctgtagcagc ggctggccat ctgatgtgca gactgcgcgc gaggaggaac aaaaccaccg
  2141881 ctcggttgcg ggcaagaagc acaatcgcca atagcgaaga tatttggatc tcgggtcgtt
  2141941 tgcagcgttg gctcaaccac caactgatta atacggttag tttccagccc ggcaatgtct
  2142001 ttcataaagt ctggcgcttt gatacccgcc gcccatacca tcaaatcagc atgaataaat
  2142061 tcaccctctt tggtattcag gccattttca tcagcactgg tcaccatggt tttggtcaat
  2142121 acgcgcacac ccaatttagt cagttcttga tgggctgctg aagagatacg tggtggcaac
  2142181 gccggtaaaa tacgttcacc cgcctcaacc aaagttacat tcagcgcgtg gttatctaac
  2142241 ccctcaaaac cataactgtg caactgcttc accgcattgt gtaactctgc agacagctca
  2142301 acaccggtag ccccgccgcc aacgatagcg atgtctactt tgcctttttc acccggttga
  2142361 gcagaatact tcaggaatag gttgagcatt tcattatgga aacgatgcgc ctgatgaggg
  2142421 ttatccaaga agatgcagtt atccttcacg cccggtgtcc cgaaatcgtt agaaacactg
  2142481 cccaaggcca tcaccagaat gtcataggac aactcacgtt gagtcaccag tacatcaccg
  2142541 tgttcatcac aaatctcagc caggctgatt gttttgtttt cacggttaat accggttaat
  2142601 gaacccagtt ggaaattgaa atagtgatta cgagcatgcg ccaaatagct caacgcatcg
  2142661 acaccatcat ccaaagagcc tgtagcaact tcatgtaaca gtggtttcca cagatggcta
  2142721 tggttacggt caaccaggac tatatctgct tttttactgc gcccgagttt atggccgaga
  2142781 ctggttgcca actcaagacc ccctgcacca ccaccaataa taacgatttt tttcttcagc
  2142841 gttgtcaaaa tgccccccta aatgtgaacc aattgttagc taagggtaaa aaataatatc
  2142901 cttagataac atagggttcg ctaatattaa atcaataaac tgtggtcaga atatcatgca
  2142961 tggtcatatg gtcataccaa aattgatata tatcaacttt ttttgattaa agtgacacca
  2143021 tgggaatttt ttctagaata ggattcaaat agttagcgtt tagtcacagt ttggaatttt
  2143081 tgtatttgct taggatataa aggctatttt tgctttttcg atgatgaaaa tggcttggaa
  2143141 tagaccgtaa aaaacccgtc ccaagccgaa taaccggcca ttcgcgtttt ttcaattaac
  2143201 ctgccattaa caaatcaggc cgttaaccca gcgttttaaa tgctttgatc cgttgtagat
  2143261 gcggtgagag atctttaaat ttatggttct gcttatcatc ccatacgatc tcatagtaag
  2143321 gatgtaaatc acccgcagta cgctgactgt cgagcatttc atcatggcga gagagcacca
  2143381 ccaagcagcg atcccgattt ttttcacgaa agccatcaat acatttactg gcaatatcaa
  2143441 tgtactcttc cggacgatca attttgccgc tcatattttc ttgcggatag agattggggt
  2143501 tgaacgctac ctggcgaata ccacataaga aaccaatacg ttcagcccaa aaaccgccta
  2143561 atccaacacc acaaatcaag gatttttcat cgcccccctg ctgaatggct ttatccactt
  2143621 ctttcaacaa atattgcatg tcatgccgtg gatgtaaggt gctgtaactg ataaagcgca
  2143681 catcaggatc gataaattgt agctgtaaaa ctttctcgtg attgccgggg ctattggaat
  2143741 caaaaccatg taaatagacg atcatattta tcctcgctac ggcatttttc tgcgcggcag
  2143801 tgtgcgttac tgatcaaagc ccccacagaa aagagggagc tcttggccct tatgaggcga
  2143861 gtaataatac cgaagcgtac ccggcgctac tcctattgcc ccaacgtttg tttatgtgca
  2143921 tcccaacgtt cgctgagtgc cgttaatgct ttattcgcct gttgccaacg ggatgaagcc
  2143981 atcaatgtct ggcggtcaaa ttgccctgaa tggtacaaac gggtcagttg gtcggctttg
  2144041 atcggagaca gattatccag cacactcacg gccccctgac ggttattaca caccaaaatc
  2144101 atatcgcaac cggcatccaa cgatgcctgg ccgcgctcgg cgtaactgcc catgatcgca
  2144161 gccccttcca tcgagagatc atcagagaaa atgatgccct cgaaccctag ctcttggcgc
  2144221 aatatctctt gtaaccaata ggcagaaccg ctggcaggcc gtgcatcggc ttcggtataa
  2144281 atcacgtgag caggcataat cgcatccagt aatttccgct ggatcaattc acgaaatata
  2144341 accatatcat gagtacggat ttctgccagt ggccgattat catgtggcgt ctctttatgt
  2144401 gaatctgcgg ttactgcgcc gtgccctgga aaatgcttgc ccgtggtttt catccctgca
  2144461 ctgtgcatcc cacggatgaa acactccgcc attatccgcg cctgttgtgg atcactgtgg
  2144521 aatgaacgct caccaattgc ggcgctgaca tggccaatat ccagtactgg agcaaaactg
  2144581 atatcgatat ccatcgccat catttctgct gccatcaacc accccgcctc ttgcgccagt
  2144641 tgagccgcag tagcggcatc attgatagcc gcgaaatact gagccgctgg caggcgggta
  2144701 aaaccgtcac gaaagcgttg gacccgcccc ccttcctgat ccactgcgac caccaaacgt
  2144761 tcatgcgatg ctgcacggat ttggcgtact aattcgcgta actgctccgc atcatgaaaa
  2144821 ttacggctga ataagatcaa ccctcccacc agtgggtgtt ttaaaatctc acgctcttca
  2144881 gcatccagct catagctggc aacatctaac atcacgggac ccacggtcac ctcactttat
  2144941 tcagattgat aacgaccctt cgtgcttgaa gcggcgggct tggtgccgca gggcttaaaa
  2145001 agacaaatta aaacgttggc gcaacggcgc ggcccatgcc aagaatattg ggtccgcggt
  2145061 ttgctgccaa cgcacttcaa accacatcaa catcaggtaa tcgacccagg gcaaccattg
  2145121 ctgaatctga cgggataaac gagcgatgtc atgataaccg tgctcattgt tgcaatagtc
  2145181 ctgcaaaaaa gcctgttgtt gtagcattga ccaatgatta ccgcgaaata gcgcggcaat
  2145241 ttccaaagca atatcgccat ctgccgcata ttcccagtca attaatttca gcccaacggg
  2145301 ggttgttaac aaattgccgg ggtgaatatc catatgcaaa ggagcaattt ttgttatcgc
  2145361 tggtaatggc ctacgaagaa aatcatgctg tagccgcact ccgccaggtg aacggcgcgt
  2145421 aggatcaata agcgccccat agcgggcaat ctgagcacgc aaatccagac ggtaaccact
  2145481 cgcgggcaaa tgatgcaagc gggccagtaa ccgcgctaat tgcccatgat tcaccaatgg
  2145541 gatgaactgc tcattagtga caacgtcacc ttcaagccag ttcaccacta gccaacgctg
  2145601 attagcagca atcaccgctg gagacagccc attgccagca atatgttgca ggaatttacg
  2145661 ctcacgtcgt cggttgaccc ccaactgact tttgtgcggc gattgctcac gcgccagcca
  2145721 gtcaatccct gggccagtaa tacgccaact ttcaccggtt aatcctgata ccgggctaat
  2145781 atgacaatcg gcggttttca ccgccggatt gatgtttgct attaaggcag acagagaaga
  2145841 atcaatattg gacaggcgca ttaccagacc aaatgatttc accggtttgt gtctgcatca
  2145901 attgcatttc aatggtcgga gatttcacat cgccactgac atcactgtac agcacatatt
  2145961 gcgcaccgac gtaacgggcc aaaccgatcg ctttactgcg cgagccaaag ctatcctcct
  2146021 cagataaccc cagcgtctgt ttagcgacgc ccagttgctg gggtgagatc agcacaaact
  2146081 ttttatttga tgacaggact tgatgcaacg cagcagtcgc tttcgctgtt tgcaatgcgc
  2146141 cattagtatt atttttaacc gaatccacca acagtatgct acctgtcgct acctcatcgc
  2146201 tgttcaccat ttgggcaacc agaggttcaa cactgacagc ccagtcaatt gactgcactt
  2146261 tcggtggctg cggaacggta tctaccggcg gtggcacctc aacatccggt ggcgttaccg
  2146321 gttcaatggt cactggaggc gtcggcgtga cagaatccgg aggaacgcaa cccgtcagca
  2146381 ccagtgcggc cagcgccaga gataaatacc ttttcattgt tccactccaa taacgtgatc
  2146441 ataaaaaaac caatccgtta taaaaataaa tagagacgcg cactgcgcgc attaaaatta
  2146501 ttgttaattg actgaatagc cacatcatca cccggtgcga tcacaataga acgcgttgct
  2146561 tccagtggcc ggacatccag cccctgcgca tcataccaat aaaaacgata gtgtattttt
  2146621 gccggtatgt tccgactgtt actgagcacc gagcgggcaa catttttacc cgaggaggcg
  2146681 gagatcaccg gttgggaagc cagaataccg gccgtcagta ccgatggatc catcacgaca
  2146741 gtttgctgtg ggttaaccgc gatcccttgc gggctgctgc accccagcaa tgttgttacg
  2146801 caagcgaaca atatcacggg taatagcaac gttttaagat cgcgcataag ttgacctctg
  2146861 caaaacttac ttattatagg gctatttgtg gggcaacaaa gggccaagct cacggccacc
  2146921 gaccaaatgc atatgaatat gatagacaac ctgcccggca tggtggttac agttgataat
  2146981 taaccgatag ccgtcttctg caataccttc ctgctcggcc agcttagcgg ctacggttac
  2147041 catacggcca agtgccgcct catgttcagc cgtgacatca ttcactgttg ggatcaaaac
  2147101 attaggaatg attaagatat gggtcggtgc ttgtggggca atatcacgaa acgccgtcac
  2147161 cagctcatct tgataaacca catcggcagg gatttcgcgg cggataattt tgctgaaaat
  2147221 cgtttcttcg gccataacac atttccttgg tcattataaa attgaagaac atgcagtatg
  2147281 agcgacaatt tctattggtt tcaacctgat tagacatttt ccagggcgaa tgacacacaa
  2147341 ccagcccaaa caccccggct gactaacctt tctcactgac attaaggatc gcggactgcg
  2147401 cttataaatc agcctcttgc ataagctgcg gcttgttcaa acagcgcctg acttgggcgg
  2147461 ataccggtgt ataacacaaa ttgctctaca gcctgaatag caaaaacctc ggcaccggtg
  2147521 atcactgttt ttccctgagt ctgagcatag cggataagcg gggtgacggc gggcaacgcc
  2147581 acaacatcaa aaacaatttt cgcgcggtcc acttcagttt cagtaaaagc caatttatca
  2147641 gcatcagccc ccccagccat gccgactggt gtcgcattaa tgagcatatc agcctgaata
  2147701 ttctgcatat cagggcgata gatgtaacca gattgctctg caagttgctt gccggtcttt
  2147761 tcattggtgg cgataatata accctgtttg aagccagcat ttttcagcgc aaaagcaacg
  2147821 gctttcgcca taccgccact gccccgcaag gcaaacacgt tatctaccgg gacctgatac
  2147881 tcctgtaaca atttggcaat ggcaatatag tcggtattgt atgctttcag ataaccgcca
  2147941 gtattaacca gtgtattcac tgagttgatc gctttggccg agggatccat ctcatctacc
  2148001 attggaataa cagcctcttt aaacggcatt gagatcgcgc agccacggaa acccaacgct
  2148061 cgcacaccac caatagccgc agccaagtcg ttggtggtaa aagctttata caaataatcg
  2148121 agatctaaag catcatacaa aaagttatga aaacgggtac caaaattgct gggcctggcc
  2148181 gcgagggaaa tacacactgt cgtatctttg tttaagtacc gggtcatctt cttcaccttg
  2148241 atgtcaatcg cgtccgccca ctggctccca ttgtagcgcg agagcacaac agacgatgaa
  2148301 atgcttgttg tggtaaaaat tatggactaa aaagaggata ttaaaaacta caggtagagg
  2148361 gaaacatcaa tttaattgat ttagatatga atcaatatga gcattaacta aacatcacaa
  2148421 tagtcagtat attgaatcga gcgttcaaac aacctcagta aattcgttta atcttgtttc
  2148481 ggctaataag aaacagagta aaagaatgca taaaatggac aggttatatt tcaaccaatt
  2148541 cacaacagtt agtttgaaat aaataaatat cctccggcat agccggaggt ttttcatatg
  2148601 cgcctataag gctctgttac cagccgcgcc ctaacaggcg catcgcgatc tgacatttgc
  2148661 atctatggat tacttacggc ccgtaaacgg gctaccggga tacgggatcg agagttgctc
  2148721 acccatttta tcctcttcca attggtgctt tatgtattct tgtatcctgg ccgtgttttt
  2148781 ccctgtcaac gacggatgaa aagtgatcca cttatatctc caccaacggc ccaatattga
  2148841 tccaccgttt tactcaggat tagcttctgc tataaccccg gcctttcgtt tctgtctgag
  2148901 tcgatagctt tctcctttga tttgaacgac atgtgagtgg tgtaagatac ggtccagcat
  2148961 cgctgaggtc agtgctgcat caccggcgaa cgtttgatcc cactgcccga acggcagatt
  2149021 ggatgtcagg atcattgcgc tcttttcgta acgtttagcg atgacctgga agaacagctt
  2149081 tgcttcttcc tgactgaacg gcagatagcc tatttcatca atgatgagca ggcggggggc
  2149141 cattactcca cgctgaagcg tcgttttata acggccctga cgttgtgccg tagataactg
  2149201 aagtaacaga tctgctgctg ttgtgaagcg aactttgata cctgcacgga ctgcttcata
  2149261 gcccatcgct attgccagat gggttttccc cacacctgat ggccccagta atacgatatt
  2149321 ttcattacgt tctatgaagc tgagtgagcg taacgactgg agttgcttct gcggtgctcc
  2149381 ggtggcgaat gtgaagtcat actcttcgaa cgttttcacc gccgggaagg ctgccattcg
  2149441 ggtatacatc gcctgtttac gttgatgacg tgccagtttt tcttcatgaa gcagatgctc
  2149501 caggaagtcc atataactcc attcctggtc tactgcctgt tgtgacagcg caggcgctgc
  2149561 gcttataagg ctttccagtt gcaactgccc ggcgagcgcc atcagtcgtt gatgttgcag
  2149621 ttccatcatc acgccactcc tctgcagaat gagtcgtaga tggagagtgg atgatgcagg
  2149681 gggtgtttgt cgaagttcac cagattttca tcaagatgca cgtcatactc ttttttctcc
  2149741 ggaggcagtg ccagcatgga ctgctgctct tcgagccagc gatcgcaggg acgggcctgg
  2149801 attgtttcat gctttcgttg gttagcgaca tcgtgcagcc agcgcagacc gtggcggttg
  2149861 gctgtttcaa catcgacagt gatccccatc gggcgcaggc gagtcattag tgggatgtaa
  2149921 aaactgttac gggtgtactg caccatccgt tccaccttac ctttagtctg tgccctgaag
  2149981 gggcgacaca gtcggggaga gaagcccatc tccttgccga actgccacag cgaaggatgg
  2150041 aaccggtgct gaccggtctg atatgcgtca cgttgcagaa ccacagtttt catattgtca
  2150101 tacaacactt cgcgcggcac accaccaaag aagcggaacg cattacgatg gcaggtctcc
  2150161 agcgtgtcat aacgcatatt gtcagtgaat tcgatgtaca gcattcggct gtatccgaga
  2150221 acagcaacga acacgtgaag cggtgagcga ccattacgca tagtgcccca gtcaacctgc
  2150281 atctgtcgtc cgggttcagt ttcgaaccga acggcaggct cctgctcctg aggaaccgag
  2150341 agagaacgaa tgaatgccct gagaatggtc attccgccac gatatccctg gtctctgatc
  2150401 tcgcgagcga ttaccgttgc cgggattttg taaggatgag catcggcgat gcgttgacga
  2150461 atataatccc ggtattcatc caggagtgaa gcaacagcag gtcgcggcgt atattttggc
  2150521 ggctcagatt ttgcctgcaa ataacgttta acggtattgc gggagatccc cagttctctg
  2150581 gcaatcgccc ggctactcat tccctgcttg tgcaggattt taatttccat aactgtctca
  2150641 aaagtgacca taaactctcc tgaatcagga gagcagatta ccccctggat ctgatttcag
  2150701 gcgttgggtg tggatcacta ttgcaccgtt cgttacattc cctaccgtat caacgtaata
  2150761 ccctcgacac caaaactccc tgttacggta tttgaacttc aaatcgccaa actgctcata
  2150821 aagcatcaga ctgctctttc ccttcaggta ccccataaat cccgagacac tcatcttggg
  2150881 cgggatctcc agaagcatat ggatgtgatc cacacagtat tctgcttcca ggatattcac
  2150941 gtttttccat tcgcacagtt ttcttaaaat actgccaatc gctctgcgtt tttccctgta
  2151001 gaacacctgc cttcggtact tcggcgcaaa aactatatga tatttacagt tccatcgggt
  2151061 gtgcgctaag ctcttttcat ccctcattgg gacccccttt tgatttcttg ttgaacattt
  2151121 gcagttgcca gaccgcaaac tgttttaaca aatcaaaagg ggtttttata actgacccaa
  2151181 agctgaaagc tttactgaac ccccagcata gctgggggtt ttctgggcac aataaaggga
  2151241 ggctttcgcc tcccttttgc tctcccctaa cctgaattaa tggttacgaa tgtattcgtc
  2151301 catatcagtt ttcaggttgt cagatttggt accgaagata gcctgaacac cagagcctgc
  2151361 cacaacaaca cccgcagcac ctaacttctt cagcccagcc tgatcaacct tggacacatc
  2151421 tgccacgcta acacgaaggc gagtgataca agcatccagg ttagtaatgt tgtctttacc
  2151481 accaaatgct tcaaccagag cggctgacat ttctgtgcca ccctgtactg attgctcagt
  2151541 agacgaatct tcacgtcccg gtgttttcaa attcagttta gtaatcaata cacggaagat
  2151601 ggtgtaatac accagaccgt agcagatacc taccagaggg aacaaccaga tacggctgct
  2151661 gttaccgctc aggacaacaa aatcaatcaa gccatgagag aaactggtcc catcacgcat
  2151721 ccctaacaga atacagattg ggaaggccaa acctgccaag attgcatgga taaaatacaa
  2151781 aattggtgcc acgaacataa aggagaattc gattggctcg gtaataccgg tcaggaatga
  2151841 tgtcagtgct gccgagatca tgatcccgcc cacttttgca cggttttctg gtttggctga
  2151901 atgccaaatc gcaatggctg ccgctggcag accgtacatt ttaaacagga aaccccccga
  2151961 taacttaccc gctgttgggt cacccaccat ataacgtggg atatcaccgt tgaatacctg
  2152021 acccgctgcg ttggtgtact caccaatttg catttggaat ggcacgttcc agatatggtg
  2152081 cagaccgaat ggtaccaatg aacgttcaac aacgccgtaa ataccaaaag cgacgaccga
  2152141 gttctgataa gccgcccact cggagaaaat ttggatagct ttgccgatag gtggccagat
  2152201 gaaggacagc agtatgccta agaaaatcgc ggtaaacccg gagataatcg gcacaaaacg
  2152261 tttgcccgca aagaagccca aatattctgg taactgaata cggtagaaac ggttaaacat
  2152321 ataggcggca accgaaccgg caataatccc gcccaatacc ccggtatcag ctaaatgctt
  2152381 agtcgcaatt tcttctgctg gcagatgcaa gaccagaggt gcgactaccg ccatggtttt
  2152441 taccatgatg ccgtaagcca caaccgccgc caacgcagat acaccgtcgt tgttggtaaa
  2152501 gccaagcgca acaccaatag caaaaatcaa tggcatgtta gcaaagacgg aaccaccggc
  2152561 ttctgccatt acgtgagaga ctaccgacgg tagccagcta aaattcgcgg aaccgacacc
  2152621 cagcagaata cctgcgatgg gcaacacgga taccggtagc attagcgatt tacctacctt
  2152681 ttgcaggttt gcaaatgcgt tcttaaacat agttgagcgt gctcctgagt aatagtgctt
  2152741 ttcttgctgt ttttcgcgtt atgggcatta caaagggggg agtatgcctt tgcgaataag
  2152801 ggtgtctaag caccccttta atttttacga agagtaaaat aaatagatta cataatgttt
  2152861 gattgccgtc acgtttcttt caagaaagca cgtaatccct ctcggatttc gtactttacg
  2152921 taaagaaacg tcaataataa ccgccatcac ccaataaatt gggtgagaac attacttctt
  2152981 tcggtgatta attacgagct aaaaaaaaag tattcttatg gaagcgggcg cttctcactg
  2153041 gagagtgttg aagggtctag atgaaataac cggcagaagt ttgctgtcgt cgcttcagcc
  2153101 agcgattcaa gacttacccc cttcagcaca gccatatatt ctgcgacatc acggacatag
  2153161 gcaggttgat tctctttgcc acgatgagga acgggagcca gatacggtga atctgtttcc
  2153221 accaacagcc tatcgagtgg aacatagcgc gcaacatcac gcagttgttc ggcgttgcga
  2153281 aacgtgacaa tccctgagaa agagatataa aagccaaggt ccaaaagcgt tgctgccgtg
  2153341 gctttgtctt cagtaaagca atgtaagaca ccaccgcaat cctgcgcctg ctcttcgcgt
  2153401 aaaatcgaca gggtatcttc ccgcgcatcg cgggtatgca cgataaccgg cttatttaat
  2153461 tcgcggccaa tacgaatatg ctcacggaag gaagcttgct gtaacgggat gttatcttgc
  2153521 tgataaaagt aatccagccc agtttccccc atcgcgacaa catgagtgcc agcagctaac
  2153581 tctctcaact gctgaaaatc atagccaccg tccaagttga gcggatgaac accacatgag
  2153641 aacgccacat tcttacgctc accaatcaat gccgtcatgg cggtgaaacc cggcaaggtg
  2153701 gtggcaacag ccaaaataaa gcccacatca cgcgcattag ctttggctaa tacgtcatcg
  2153761 acactgctgt gcaatgtctg gtaatcaagg ctatcaagat ggcaatgaga atcaactaac
  2153821 aacataatat taaactcttt tacaacgaag gtaaggtgga ataagtaccc gtggacagtg
  2153881 ctgtttccca gctaagcagt tgctcagtga gtaacaattc acgattaaca cctaccacag
  2153941 ataataattg atggcggcaa tgagccagtt gcttagccaa ctgaagtaat actggcgtcg
  2154001 ccgcgatgtg tgccaactgt tgcactaagg gtaattgatc ctgattaacc gcaaactccc
  2154061 ctgccccttg ctgccacttc aacgcatcca agagcagtga agagagccat tgcagacgtt
  2154121 cagcagcatc atcatggtta agttgtggta acaacgacag caagtctgag cggttcagtg
  2154181 cctcgcgtag cccgctacac aaagcgctgc ggatactcca acgctctggt tggagcaacc
  2154241 gctcagccgc cagcggtgcg ccttcactca atttcagggc cgccaacatc gcaacgggct
  2154301 ccacagggat ctgccgctta cgccattgca gattgagcca ttgcagacaa atagccgtat
  2154361 ccgggcaagc cagataccaa taaaaacagc ggctacgcag tgtagccagc aagctggcgg
  2154421 gttggtggca atccaacaga aaataggtct tctctggagg ctcttccagc gtttttagca
  2154481 gggcattagc agcggcatcg gtcaacactt cggcatgtgg caaccacacc acctttgcac
  2154541 cgccttgttg agcatgggaa tacagtttat caatcaattg acgaaccaac tcaaccccga
  2154601 tactgctttt gcctttttcc ggtgtcagta cataccaatc ggggtggttg cctgccaaca
  2154661 tcaagcggca gctatggcat tcaccacaac tcttctcacc ttgccgctgc tgacacatta
  2154721 gccaacgact cagcgcataa atcaatgcgt cttcgccatt accgggtaat gaatgcagca
  2154781 gtaatgcatg gtgcccgcgc ccggtactgt gctgcccaac cagttggcgg taaggggcgt
  2154841 taagccacgg ataccaattc attacacggg ttcctgattg gtcagccact gagcgagcgc
  2154901 ctggcttatc gacgcactaa cttgttcaat gggttgggag gcatcaatcg ttttaatact
  2154961 ggcatcactg gcggccaatt caaggtaacg tgcgcgggtt cgctcaaaaa acgccagtga
  2155021 ctcttgttcg atacgatcca attcaccgcg cgcacgggct cgcgccaaac ccacagccgg
  2155081 tggcagatcc aaatataagg tcaggtctgg ccggaattcg cctaacaccg tgtcacgtaa
  2155141 cgaggccatc agttggctgt caatccctcg ccccccgccc tgatatgcct gtgatgacaa
  2155201 atcatggcgg tcacccacaa cccaactgcc acgcgccagt gctggcttga tgacattttc
  2155261 tactaattgc accctggcgg catacagcat taatacctcg gctttatccg tcaggacctc
  2155321 accgtcaata ccttgcttaa tcaaatcacg cagtttttcc gctaaagggg ttccccccgg
  2155381 ctcacgggta aaaacgatat cgttaatccc ttgggcccgc agcaccgcga ccacggtgtc
  2155441 gcgggtggtg gttttccctg ccccttcaag cccttcaata acgataaatt tactgttcat
  2155501 ttttatcctt tagcgactgg cgataaacac gcacggcttg attatgactg gctaaattag
  2155561 tggtgaatgt atgcccgccc ttgccgtctg cgacaaaata gagatagggc gtttgggccg
  2155621 gatgggcagc agcggtcagc gatgccaacc ctggcatggc aatgggggtt ggcggcaaac
  2155681 cggaaataac ataggtatta taaggtgtcg gggtatctaa gtctttacga gtaatgttgc
  2155741 cgttatactt ttcgcccata ccataaatca ctgttggatc cgtttgtagg cgcataccaa
  2155801 gacgtaaacg gttaatgaag acagaagcca ccttatcccg ctcctcattt accgcggttt
  2155861 ctttttcaat gattgatgcc atagtaacca aatcacttgg ggtcttatac ggcaatccgt
  2155921 catcacgccc ctgccagatt tctgcaacgg tttcctccat tcgttgatgg gcacgtttga
  2155981 gcagtgttaa atccgttgta cctgcggtat aggagtaggt atcaggatag agccagcctt
  2156041 cggggtgttc actctctttt aaccccagta actgcgcaat ttcagcatct gttttccctt
  2156101 ccagcacatg tttgatatat tttgactgtt gtaattcatc cagccaatca cgcaggcgct
  2156161 taccttcaat aaaacgaacg gtaaactggg cttctttacc actgaccaac aactccagca
  2156221 tctcacgtac cgtcataccc ggcgtaaaac gatatgtccc agccttaaaa ttagccagtt
  2156281 cgggttctat gcgcagtagc cagggaaata aacctgtatt agcaatcaca tgatcacgta
  2156341 gcaataaatt ctctagagca acccgcccgg tacctgccgg taaggtaaag taagtctctt
  2156401 gcttaatcgc caagggctga cgcgcaaaat cttgtacttt ttgataaccc aacagcagta
  2156461 atcccaaaca gatcacaaca aaaaggatca gtgctttggt gctttttctt ttcatcgggt
  2156521 ggccattttt aaatttgaat gtggcggcgt tctaaaaaca agcgtgatta tataacaatt
  2156581 aatcagactg ctgacaaacc ccgatgacgc gatcttgaac ggtgaggata gacagaggag
  2156641 taaagcgtcc gcgccaagga tggcgcggct cgagcctaca tggatgtatt tacggcgtct
  2156701 ttacgatctg cctgttctct ccgtcgcggg cactttgtca ataacctcaa ttaattatat
  2156761 ctatgcatcg caggtatcat cactcatata tcgcagcaat gcaggtttaa taggtcaaat
  2156821 aacactctcg atttgtatac ccatttaccc actttattga ccggcagtac tggcatcaat
  2156881 gcgttacaaa caataacttc atcggcatcg gccagtacat tcagcggctg caccacaatt
  2156941 tcaactggca tattatgagc cgctaaacag gcaataatcc gctggcgcat aatgccatca
  2157001 acccccgaat gactgagatc tggagtacat acctggttgc ctttgcgcca gaataaatta
  2157061 gccgcacagc attccaccag ctgacccgca gtgtcaagta ccaccgcctc gtcggcctct
  2157121 gtctgttcaa gatgtgcgcg gatcaatact tgttccaacc gatttagatg tttgataccg
  2157181 gccaataatg ggttgcgcgc cagaggcact gggctaagag ccaacgaaat accgcgatcc
  2157241 cgccaggtgg aataatgggc aggatagtca ctgagcgaaa tgattcgggt aggatgctga
  2157301 catgccgttc cgctatagcc tcggccacca cttccacgac tgataataac tttcagtacg
  2157361 ccactctccg tatgacttgc tgcctctacc atttctttgg tcaatatttt ccagttgacc
  2157421 gtgggcagta atagacgttc agtcgcccgt tgcaaacgca gcacatgctg gtcaagccaa
  2157481 acaacccgcc catcggatac acgagcagtg gtaaaacagc catcaccaaa ttgtaccgaa
  2157541 cgatccgaag ctgaaatcaa attttgctct acaccgttaa tccaaaacat ttcagattct
  2157601 ctttagatgg gatgtgtctt gtttgtcata taattagccg ccagacattc agttgccatg
  2157661 tatttggttg ctctgtattt aacttataca ctgacaatat cagatttaag ttgaggattt
  2157721 accccttctg actggttgcc gcagtgcgaa tcgctgtcac gcccccaaat cactgacggg
  2157781 tgcatgcact gggaatgtat tcgtttgctg tttggctgca acaccgcaga ctgtgaatat
  2157841 atctctttgt gagacactga tgatggcggg atgtttgaat gatataagat gaatttaaat
  2157901 aaatatcctc cggcatagcc ggaggttttt catatgcgcc tataaggctc tgttaccagc
  2157961 cgcgccctaa caggcgcatc gcgatctgac atttgcatct atggattact tacggcccgt
  2158021 aaacgggcta ccgggatacg ggatcgagag ttgctcaccc attttatcct cttccaattg
  2158081 gtgctttatg tattcttgta tcctggccgt gtttttccct accgtatcaa cgtaataccc
  2158141 tcgacaccaa aactccctgt tacggtattt gaacttcaaa tcgccaaact gctcataaag
  2158201 catcagactg ctctttccct tcaggtaccc cataaatccc gagacactca tcttgggcgg
  2158261 gatctccaga agcatatgga tgtgatccac acagcattct gcttccagga tattcacgtt
  2158321 tttccattcg cacagttttc ttaaaatact gccaatcgct ctgcgttttt ccctgtagaa
  2158381 cacctgcctt cggtacttcg gcgcaaaaac tatatgatat ttacagttcc atcgggtgtg
  2158441 cgctaagctc ttttcatccc tcattgggac ccccttttga tttcttgttg aacatttgca
  2158501 gttgccagac cgcaaactgt tttaacaaat caaaaggggt ttttataact gacccaaagc
  2158561 tgaaagcttt actgaacccc cagcctagct gggggttttc tgggcacaat aaaagacccg
  2158621 gaaaaaccgg gcctttttag catcagaacc ttaacagcca cggttatacc ttacggaata
  2158681 ccaaagagcc gttagtgccg ccgaaaccaa aggaattaca cagggtgtat tccatatctt
  2158741 ttacttgacg cgcatcatgc ggaacataat ccaaatcgca accttcatct gggttatcca
  2158801 agttgatcgt tgcaggaata gcctgatcac gcagcgccaa cacggtaaag atagactcta
  2158861 cggcaccagc tgcacccaat aagtgcccag tcatggattt ggtggaactg accataactt
  2158921 tataggcatc ttcaccaaat acagacttaa cggcctgcgt ttcggcttta tcgccagcag
  2158981 gagttgatgt gccgtgggca ttaatataac caatttgcga ggttgtgatg ccagcatcac
  2159041 gtaatgcatt caccatggcc aaagcggctc ctgaaccgtc ttccggcgga gaggtcatat
  2159101 ggtaggcatc gctgctcata ccaaaaccaa caacttcagc atagattttt gcaccacgct
  2159161 tcttcgcgtg ttcgtactct tccaacacca tcatgccggc accatcaccc agaacgaaac
  2159221 catcacggtc tttatcccac gggcgacttg ctgcttgtgg gttatcgtta cgggtagaca
  2159281 atgcgcgggc tgcaccaaaa ccgccgacac ctagtggtgt actggctttt tcagcacccc
  2159341 cagccaccat gacatcagca tcattataag caatgatacg tgccgcgtga ccgatattat
  2159401 gtacgccaga agtacaagcg gtagcaatag atatgcttgg tccacgcagg ccatacatga
  2159461 tagtcagatg accagcaatc atgttcacaa tggttgaagg cacaaagaat gggctaattt
  2159521 tacgtggccc accgttcacc aatgcggtgt ggttttcttc aatcagaccc agcccgccaa
  2159581 taccagaacc gatagcggca ccaatacggg aagcgttggc ttctgtaatg tcaagcccgg
  2159641 cgtcttgcat ggcttgcatg ccagcagcaa caccgtactg aatgaaagca tccattttgc
  2159701 gtgcatcttt acgcgaaatg taatcttcac aattaaaatc ttttactaag ccagcaaatc
  2159761 gcgttgcgta ggcactagta tcgaaatggt cgatcaggct gatgccactc tgcccggcaa
  2159821 gaacagcttt ccatgtggat tcgactgtat taccgacagg agacaacatg cccagtccag
  2159881 tcacaacaac tcgacgctta gacacggttg tcctccaggg agggaaaata acacttcgga
  2159941 caaaaaaaac ttaggcggtc gaatgaccgc ctaactatct aaacttaaag catgttcgct
  2160001 tactgctggt tagcgttgat aaaatcaata gctgcctgaa cagtagtgat tttctctgct
  2160061 tcttcgtctg gaatctcggt atcaaattct tcttccagag ccattaccag ctcgacggtg
  2160121 tccagagaat ccgcgccaag atcttcaacg aaagaagcac tgttcttcac ttcgtcttct
  2160181 ttaacaccca gttgttcaac gatgattttc ttaacgcgtt cttcgatagt gctcatactc
  2160241 ttaaatttcc tatcaaaact cgctttcgcg atggttttcg tagtgtataa aatgttgaaa
  2160301 aagatgcaac taaatctcgg ctggtcaaac cacgatttta cgctattttg cggtttttac
  2160361 ctcaaataac gcaaatactt tcgtgatttt taaatcatat acatgccgcc attgacatgt
  2160421 aacgtttcac cagaaatgta gctggcctcg tcagaggcta aaaatgcaac agcgctggcg
  2160481 atttctttag catccccaag ccggttagct ggtacttggg ctaaaatgcc tgcgcgttga
  2160541 tcatccgtca acgtcctagt catgtccgtc tcaataaagc caggtgccac aacgttgaca
  2160601 gtaatgccac gtgaagccac ctcacgcgcc aaagacttgc taaaaccaat aactccagct
  2160661 ttagctgccg cgtagttaac ctgccccgca ttgcccattg tcccaacaac agaccctatg
  2160721 gtgatgatac ggccaaatcg ctttttcatc atagcgcgca ttaccgcttt tgacagacgg
  2160781 aatacggaag tcagattcgt gtcaataata tcctgccact catcatcctt catacgcatc
  2160841 agcaggttat cacgcgtaat accagcatta ttaactaaaa tatcgacttc gccaaattcc
  2160901 gcacgaatcg ttgccagtac tgtgtcgatc gaagtgggat ccacaacgtt caacattaaa
  2160961 ccttttccgt tctcacccaa gtaggcgcta atagcttcag cgcccttctc actggtcgcg
  2161021 gtaccaataa cacaagcacc gcgttcaacc aataattctg caatagcgcg accaatacca
  2161081 cggctcgcgc cagtgaccag tgcaattttt ccttcgaagc tcatgttacc ctctttctta
  2161141 gtgttcaagc gcactgttca gcgtgacaac atcgttgact gccgcggcag ccaatgaatc
  2161201 aacgatacgc ttggtcaggc cggtcaatac tttacctggc ccaatctcta acagcagttc
  2161261 aacaccttca gctgcaataa attcaacact ttcagtccaa cgtaccggat tatacagctg
  2161321 acggaccaat gcgctacgga tagcgactgg ggacacctca gctttcacat cgacgttgtt
  2161381 caccactggg aagagcggct cctgaaaatc aatcttctca agtgcgactg ccagcttgtc
  2161441 ggccgcaggt ttcattagcg cacaatggga aggcacactg acaggcaatg gcaaagcccg
  2161501 ctttgcgcca gcggctttac atgctgcgcc agcacgttcg acagcgtctt tgttgccagc
  2161561 aataaccacc tgaccgggtg aattaaagtt taccggtgac acgacctggc cctgggctga
  2161621 ttcttcacac gctttggcaa tggattcatt atccaaacca ataatggcat acatggcacc
  2161681 ggtaccttca ggtaccgcct cctgcatgag tttcccacgc agttcaacca agctaacggc
  2161741 ctgtttaaaa tccagaacac cagcacaaac caacgctgaa tattcaccca aactatgacc
  2161801 cgccatcagt gatggcaatt tgcccccctg atgctgccag atacgccaaa ttgccacaga
  2161861 tgcggtcagc aatgcgggct gtgtttgcca cgttttattc agctcttctg cagggccttg
  2161921 ttgtactaat tgccagagat catagcccag gacagacgac gcttcactga aggtcgcttc
  2161981 aactatcgga aattgtgcgg ccaaatcggc cagcatgccg agggactgag aaccctgacc
  2162041 tggaaatacc attgcaaatt tcgacatttt gcattcctgt tacatcaaaa aacggccggt
  2162101 taaatcaaaa acgaaccagt gcagaacccc aggtaaatcc accgccaaac gcctcaagca
  2162161 ataccaactg cccacgttga attcgcccat ctcgcactgc ttcatcgaat gccgaaggca
  2162221 ctgatgccgc ggaggtgttc ccatggcgat caagcgtgat caccacttta tccatcccca
  2162281 tgcctaactt tttagccgta gcgctaataa tacgcaggtt agcctgatgt ggcaccaacc
  2162341 aatcgagcgc agtgcgatcc agattattag cctgcaatgt ttcatccaca atgtgggcca
  2162401 gttccgttac cgcaacttta aaaacttcat tgcctgccat cgtgacgtag gcaggttggt
  2162461 cctgctgacg gtctggatac ggtaaagcga gcaactcgcc ataacgacca tcagcatgta
  2162521 aatgcgtaga cataatacct ggttgctcag atgcaccaag taccaccgcg ccagcgccat
  2162581 cgccaaacag aatgatcgta ccacgatctt ctggatccaa tgcacgggac aatacatctg
  2162641 acccaataac aatggcatgc ttgaccgcac cactcttaac atactggtca gcaacactca
  2162701 gcgcataggt aaaacccgcg caagccgcag ccaaatcaaa agaagctgca tctttgatac
  2162761 cgagcattcg ctgcacctgg caagccgaac ttgggaaagc atggcttgaa gaggtggtcg
  2162821 caacgataat caacccgata tcgtccttat caataccggc catttccagc gctttttctg
  2162881 ccgcctggaa gcccatagtc gcgactgttt cgtcaaggcc tgcaatacgc cgctcacgga
  2162941 taccagtacg agtgacaatc cactcatctg acgtatccac cattttttct aaatcagcat
  2163001 tgctgcgcac ttgtacgggc agataactcc ccgtaccgag aatcttagta tacatgtacg
  2163061 atcagtcact cttgggtaat accgcttcaa ggcgcgcggc aatccgttca ggaacttgcc
  2163121 gctgcaccgc ctgcactgcc tgctcgatag ctacggcgaa tgcgcgttga ttcgccgcgc
  2163181 cgtgactctt aattacaata cctcgtaatc ctagcagaca tgcgccatta tactggtcgg
  2163241 gattcaaatg accgaaccgc tttgccacac gtttttgcag ccagcgcccg atgagcttaa
  2163301 gccaccaaga ctgtttgctg ccttcgcccg atggtttgag cagtgataaa aacattctta
  2163361 tcacaccttc catggtcttg agagtgacgt tacccacgaa gccgtcacaa accattacat
  2163421 cagtcttacc ggtaagtaaa tcattgcctt ccagataacc aatatagttg atcgccggtg
  2163481 tattttttaa tactgcggcg gcttcgcgga tattatccaa gcccttgttt tcctcctcgc
  2163541 cgatattcag caaagcaaca cgaggctcga ctatcccaac gacttcttct gccatcactg
  2163601 aacccatgac agcaaattgc accagcattg tgctatcgca ctcaacgttt gcccctaaat
  2163661 ccagcaccac ggttttgcta cgccgctgat tggggataac cgtcattaac gccggacgcg
  2163721 cgatgccttc caatggctta atcatcatct tcgccaaccc catcaacgca ccggtattcc
  2163781 ctgcactgac acaggctgcg gcttcaccgt ttttaaccag ctccaaggca acacgcatgg
  2163841 aagtaccacg gctggcacgg atcgcttgtg aaggtttagc atcgctggca ataacatgct
  2163901 cagcagggat gacctgcaac cgctccagca acaaagaatc ggcattagca agtaacggag
  2163961 tgatggtgtc gggattcccg accagcagga gtttaagctg tggattagag gccagtgcct
  2164021 gcaatgaagc aggcactgtg acgcagggac cgaagtcccc gcccattgca tctaacgcta
  2164081 gggtcagaca agccaaggta tcgccttgct aaagattagc aagtactact cagccgatga
  2164141 ccttgcggcc acggtagaaa ccgtcagctg tgatgtggtg acgcaggtga gtttcaccgg
  2164201 aagttttgtc cacagacagc gtggcagtgg tcagtgcatc gtgtgaacgg cgcatgccac
  2164261 gtttggaacg agttggtttg ttctgttgta cggccattga ccttactcct taattacttt
  2164321 tctttaaact ggctaatacg gcaaatggat tgggtttctc tacctctgca ggcagtttac
  2164381 caaataccat gtccgcctcg gacacttcac agtgttcaga atcatgtacc ggaacgacag
  2164441 gcagtgaaag aataatttcg tcttcaatca tagccagcag atcgacttcg ccaaattcat
  2164501 cgacttcgat cggctcgtac gcttccggta atgcttcagc ctgctcatca ttgacgatcg
  2164561 ggctgaaaca atacgttgta tgaacatggt gtgcaaacgt gccattacag cgctgacaca
  2164621 tcaatgttac atcgacgtct gcatgacctg taataaccgc cagacgctga ttatcaatat
  2164681 taaacgataa tgaggccacg acatcgctgt ccacacttac cacagagtcg gccactcgtg
  2164741 taacctgctc aggcgaatag atacctgcgt aatctaaacg tttctgagcg gtacggaccg
  2164801 catcaatggt caggggtaat tttacctttt gcatagggcg cgcatattaa ctttgtaacg
  2164861 acatagagtc aaagaaaaag gccgttttac tgcacctttc accaatattc gcttccgaag
  2164921 cggcgaacag tttaagatgc ctgattaaat tacgccatgg tttatggaaa atattatgcc
  2164981 gcaactggtt cttgcttcaa catcttcata tcgccgtgcc ttgctggaaa agctccagtt
  2165041 accctttatt actgatgccc ctgaaaccga tgaaacccca cacgcagggg agtcaacaga
  2165101 agcgctggta caacggttgg catcagcgaa agcacaggca ctggccgggc gttatccgca
  2165161 acatttaatc atcggctcag atcaggtctg tgtgattgac ggtaaaataa ccggcaagcc
  2165221 ccttcaatat tctactgccg taaaacaatt gcaacaggcc agtggccaat gtgtcacttt
  2165281 ctatactgga ctcacactgc tgaatacggc aaataacagc attaattgca catgtgaaac
  2165341 ctttgatgtt tatttccgca cattgagcca agccgaaata gacggttatt tgctacggga
  2165401 gcaaccctgg aattgtgcgg gaagttttaa aagtgaaggt ttaggtatca cattgtttga
  2165461 gcgtttagcc gggcgtgatc cgaatacgct catcgggtta cctttaattg ccctcaccca
  2165521 aatgctgatt gaacaaggcg tgaaccccct gacggtaaaa cccgtcgaat gataaagcca
  2165581 gccgaattgt aaaaacggtc gaattgtaaa aacagtcgaa taaatatcct ccggcatagc
  2165641 cggaggtttt tcatatgcgc ctataaggct ctgttaccag ccgcgcccta acaggcgcat
  2165701 cgcgatctga catttgcatc tatggattac ttacggcccg taaacgggct accgggatac
  2165761 gggatcgaga gttgctcacc cattttatcc tcttccaatt ggtgctttat gtattcttgt
  2165821 atcctggccg tgtttttccc taccgtatca acgtaatacc ctcgacacca aaactccctg
  2165881 ttacggtatt tgaacttcaa atcgccaaac tgctcataaa gcatcagact gctctttccc
  2165941 ttcaggtacc ccataaatcc cgagacactc atcttgggcg ggatctccag aagcatatgg
  2166001 atgtgatcca cacagtattc tgcttccagg atattcacgt ttttccattc gcacagtttt
  2166061 cttaaaatac tgccaatcgc tctgcgtttt tccctgtaga acacctgcct tcggtacttc
  2166121 ggcgcaaaaa ctatatgata tttacagttc catcgggtgt gcgctaagct cttttcatcc
  2166181 ctcattggga cccccttttg atttcttgtt gaacatttgc agttgccaga ccgcaaactg
  2166241 ttttaacaaa tcaaaagggg tttttataac tgacccaaag ctgaaagctt tactgaaccc
  2166301 ccagcctagc tgggggtttt ctgggcacaa taaaaacggg gcgcatgctg tgccccccgc
  2166361 cttttatgat catctttagc tgtaacaaat taagccacaa cagattattt tacggtggcg
  2166421 ttcttacgca aggccagtaa acagtgacgc aactggttat ccaagggggc ttcgatccgc
  2166481 atcgtctcac cggtattggg atgttcaaaa cgtaatgcag cagcatgaag gaataaacga
  2166541 tgcagcccag tgccttgtaa ttgttgatca aactcacgat aaccgtaacg gtcatcaaag
  2166601 gcaatcgggt ggcctgcatg taaggcatgg acacggattt gatgcgtccg gccagtcact
  2166661 gggctggctt taaccagcgt ggcatgttcg aaacgctctt cgattttaaa gcgcgtctct
  2166721 gagggtttgc cttcgctgct gaccttcacg acccgttcac cgctttgcat aatattcttc
  2166781 agcaaagggg cctgaattgc tttgcagtga gactgccatt ggccccggac caacgccaga
  2166841 taatctttct gcatactctt taaacgtaac tgttcgtgca aggagcgcaa tgctgagcgc
  2166901 ttcttggcga ccaataagac acccgaggta tcacggtcta aacggtgaac aagttccagg
  2166961 aagcgggctt cagggcgcaa cgcacgcaac ccctcaataa caccgaagct caaaccactg
  2167021 cccccatgca ccgccgtccc tgaaggttta ttcagtacca acaggtaatc atcttcaaac
  2167081 aagatacaat cagccaacgc ggccacttta tccagtttgg cggatacctg cacctcttct
  2167141 cgttctgcca cacgtaccgg gggtacgcgc accacatcac cgtcagccag tttatactct
  2167201 ggcttaatgc gccctttatt aacgcgaacc tcacctttac gcacgatgcg gtagatcata
  2167261 ctttttggca cacctttcaa tttggcgagt aaaaagttat cgatccgctg accggcttca
  2167321 tcggcagaga tggtgattaa ttgcactact ggattattcg ttttcatggt gcgcgattct
  2167381 aaatacaccg aggaattagc gccacccctt tttctgtgct taactgtcaa tctggctatt
  2167441 agaagataac gtttgcgtac ttttgttgtt taatatgaca acgatagccg tcaacactgt
  2167501 gaatacagta aaagaatctt tacgtagaca gataaagtca tcttgctata tcagtgtcag
  2167561 caatggaata atgctacaaa ttctacgttg attctcgtta gaccaagaga cttgtggaat
  2167621 aataaacttt gcctgatcac acaaaaacgc ggcaatggcg taagacgtaa tgtgaaatca
  2167681 agcaattagc gggctgcggg ttgcagcttg gccggcaagt gggtaaagct ctgttgtctt
  2167741 aaattcagaa gctacccttt atataaaagc gctgtttttc agaacgaaac acaggcttac
  2167801 cgaaataatg cgcccctatg caggcgacaa ccgtgaggtt gacggcttag ctagaagact
  2167861 cggggccatc ggtttatccg gtcatgaggt tattttgccc gcagttctaa cgccaatgta
  2167921 aaaataacga gtaagttaaa gatgaaaaga atgttgatta acgcgactca gcaagaagag
  2167981 ttgcgtgttg cccttgtaga tggacagcgg ctgtatgatc tggatattga aagcccaggc
  2168041 catgaacaga aaaaagcgaa tatttataaa ggtaaaatca cccgaatcga acctagtctg
  2168101 gaagccgctt ttgttgatta tggcgcggaa cgacatggtt tccttccatt aaaagaaatc
  2168161 tctcgcgagt acttccccaa taattactct tcccatggcc gcccaaacat caaagatgtc
  2168221 ttgcgtgaag gccaggaagt tattgttcag gttgataaag aagaacgcgg caataaaggt
  2168281 gctgcattga ccactttcat tagtctggct ggcagctatt tggttctgat gccaaacaac
  2168341 ccacgtgcgg gcggtatttc tcgccgcatc gaaggtgatg accgcaccga gctgaaagaa
  2168401 gccctatctt ccctgcaatt acctgatggc atgggtctga ttgttcgtac tgcgggtgtg
  2168461 ggcaaatctg ctgacgcact gcaatgggat ttgtcattcc gcctgaagca ctgggatgcg
  2168521 attaaaaaag cggctgaagg tcgccccgcg cccttcttaa tccatcagga aagtaacgtg
  2168581 atcgtccgtg ctttccgcga ttacctgcgc ccagatatcg gcgaaatcct gattgataat
  2168641 ccgaaggttc tcgaactggc aaaagagcat attgctgccc ttggtcgccc ggatttcagc
  2168701 agcaaaatca aattgtatag cggtgaaatt ccgttattca gtcattatca aattgagtcg
  2168761 cagatcgaat cggccttcca acgtgaagtg cgtttgcctt ctggtggctc tatcgttatt
  2168821 gacacgaccg aagcactgac ggcgattgat atcaactcag cccgagccac acgtggtggt
  2168881 gatatcgaag agaccgcgtt taataccaac cttgaagccg ctgacgaaat tgctcgccaa
  2168941 ttacgtttac gtgaccttgg tggtctgatc gttatcgact tcattgatat gaccccggta
  2169001 cgccatcaac gtgaagttga aaaccgttta cgcgatgctg tccgtcagga ccgtgcccgt
  2169061 atccagattg gtcgtatctc acgctttggt ttgctggaaa tgtcccgtca gcgcctcagc
  2169121 ccatcgctgg gtgaatccag tcaccacgtc tgcccacgct gtagcggtac cggcaccgta
  2169181 cgtgacaatg aatcgctgtc actttctatt ctgcgtttga ttgaagaaga agcgctgaaa
  2169241 gagaataccc atgaagttca cgccatcgta ccggtacaaa tcgcatcgta cctgttgaac
  2169301 gaaaaacgtg aatcagtaaa cgctattgag aagcgtcaag gtggggtccg tgccgtgatc
  2169361 gtgccaaacg atcagatgca aacaccgcac tactctgtcc tgcgcgtacg caaaggcgaa
  2169421 gaagtcccgt ctctcagcta tctgttgcca caactgcacg aagcagaaat ggcgcaaccg
  2169481 ctggaagagg ccaccattga acgtaagcgc ccagaacaac cagcattggc taccttctct
  2169541 ctgccaacag aagtgccacc agaggaggcc cctaccgtag ccaaggctaa acctgcggtt
  2169601 gcaacacccg ccgcggttag tactgacgta gaacaacctg gcttctttag ccgtttgttc
  2169661 agtggcttaa aaaatatgtt tggtgcttcc gctgaagcag aagtgcaacc cgctgaagtt
  2169721 gtaaaaaccg acactagcga aaatcgccgt aatgatcgcc gcaatcctcg ccgccagaat
  2169781 aatggccgta aagagcgcaa tgatcgtact ccacgcgaag gtcgtgataa ttccagccgc
  2169841 gataacacca accgtgataa caccaaccgt gataacacca gtcgtgataa cgctaaccgc
  2169901 gatggcgcta atcgtgataa ttccaatcgc gacaacagtg gccgcgataa cgttagtcgt
  2169961 gaaggccgcg aagatcaacg ccgcaacaac agacgtccgg cccagccaac gacaacatcg
  2170021 caagggcaaa ctgaggttgt tgaagccgat aaagcgcaac gtgaagaaca accacagcgc
  2170081 cgtggtgacc gtcagcgtcg tcgtcaggat gagaagcgtc aggcaccaca agaaatcaaa
  2170141 gcagatgttg cggaagcccc tgttatagaa gaggtacaac ctgagcaaga agaacgccaa
  2170201 caggttatgc aacgtcgtca gcgtcgccag ttgaatcaga aagtccgtat tcaatcggca
  2170261 aatgatgagc tgaatacgtt ggaatctcct gtcagtgcac ctgttgcgca ggtggtggtg
  2170321 gctgaagtac aagaagaagt gaagttactg ccacaaatta ctgctcaaac tgatgatgac
  2170381 agtgctaatg aacgtactac caataatgaa aatggtatgc cacgtcgttc ccgtcgttca
  2170441 ccacgccatc tgcgtgttag tggtcaacgc cgtcgccgtt atcgtgatga acgttacccg
  2170501 gcacaatcgg ccatgcctct ggcaggggct tttgcctcac cagaaatggc atccggtaaa
  2170561 gtgtgggttc gttatccagt gacgccagtc gttgaacagg ttgtcgttga acaaatcgcc
  2170621 attgaacaaa ctacaaccgt tgagcaaaca gccatcgtcg agcaggtcag tgtagcgaat
  2170681 attgtcactg cgcaattgcc tgtagagcag gtgcaaaaca ccgttgcaga acaagaatcg
  2170741 agtgcaactc catctgttat gacaacacca accgttgcgg ttgccaccgc agcggtaaca
  2170801 ctggccccac aacacaaacc ggggggttct tcatcttcgg ctgctgcggt tccaggccgt
  2170861 gcacctatcg ttgctgcagt gcctgtcgtt gctgaaacga ctgctgctga aacggttgtt
  2170921 gctaaaactg aagccgctat tgatgcggtg gctgttgtgg aaccgatggc tgctgtggaa
  2170981 tcgatagctg ctgtggaaac tgcaactgta gaaccggttg ttacagaaga accgaatgtc
  2171041 acagaaccgg ccgttgccga gccagcgatt gaaactgatc ctgtcgaaga aacaacatca
  2171101 gttgtagaga ttgctccaac cgttgaacca acgcctatga tcgaagatac ggctgttgta
  2171161 gtcgctgcga cggtggttga cactacacca gaaactgcgt caaccgtgca agatgatatt
  2171221 gttgaagaga cagcagttga agcggtaaat atctctgaaa ctgtggctga agagaccgca
  2171281 ataacggaac ctgctgctga agccattgct actcagcaaa ccactattgc gcaggagacc
  2171341 attgctgaac caacggttga aaccgctatt gatgtggttg cggtagtcaa acaacccgcg
  2171401 gttgcgcatc cggaaggggt ggtgttcaaa cacttcgctt cagcgccaat gaccaaagcg
  2171461 ccagcacctg attacgcccc tgaatcaccg accaaaggtc actgggagcg tccaaccttt
  2171521 gatttctcag gcaaaggttc tgctgggggt catgccgcgg ctacccaggc aactgcaccc
  2171581 gcgaccaaac cgcaatctgt tgagtaactg cagtattaca acgaaaaaaa cgagactgta
  2171641 aacaatattg tgtaattgcc tgttttgata tcttcactcc aacaacggag acaggcaaat
  2171701 tatggacgaa aagaaactta aagcacttgc ggctgaactg gctaaaggtc ttaaaaccga
  2171761 agccgacctt aatgcatttt ctcgtatgct aacaaagctt accgtcgaaa cagcgttaaa
  2171821 tgcagagctt accgaacacc tcgggcacga gaaaaatacc cctaaatcag ctcgaatacc
  2171881 cgcaacggct attcgtccaa aacactgcta tgcgacgacg gcgaaatcga gctgaatacg
  2171941 ccacgcgacc gcgaaaacac ctttgaaccg cagctgataa agaaaaatca gacgcgtatc
  2172001 acacagatgg acagccagat tttgtccctg tacgccaaag gcatgaccac ccgcgaaatc
  2172061 gtcgccacct tcaaagagat gtatgacgcc gatgtgtctc ccacgctgat atctaaagtc
  2172121 accgatgccg taaaagagca ggttgctgaa tggcaaaacc gccaactgga tgctctgtat
  2172181 cccattgttt atatggactg cattgtcgta aaagtccgcc agaacggtag cgtgataaac
  2172241 aaagcagtgt tcctagcgct gggcatcaac actgaaggtc agaaagagct gctgggcatg
  2172301 tggctggcag aaaatgaagg tgcgaagttc tggctaagtg tgctgacaga gctaaaaaat
  2172361 cgcggtcttc aggacattct gattgcctgc gtggatggcc tgaaggggtt cccggatgcg
  2172421 ataaacagtg tttatccgca gactcacatc cagctgtgca tcatccatat ggtacgcaac
  2172481 agcctgaaat atgtgtcatg gaaggactat aaagccgtca ccagcggttt gaaaatggtg
  2172541 tatcaggctc cgacagaaga ggcggcgctg atggcgctgg ataagtttgc ggaggcctgg
  2172601 gacgacaaat acccgcaaat tagcaaaagt tggcgtacgc actgggaaaa tctcaataca
  2172661 ttcttcggct atccgcccga tatccgcaag gctatctaca ccacgaatgc catcgaatcg
  2172721 gtgaacagcg tgatccgtgc agccattaaa aagcgcaaag tgttcccgac agacgactca
  2172781 gtgcggaagg ttgtttattt ggcgatcaag gatgcatcaa aaaaatggag tatgccgatc
  2172841 cagaactggc ggttagcgat gagccgtttt attatcgagt tcggtgaccg cctgagcgat
  2172901 cacctttaat acggtggcag ttacacagaa ttatggacag gctcaaaaaa accgccattc
  2172961 tgaagtgaac cccatttatt ggacactttc tctggcggtt gacatggcct gagttcggta
  2173021 ctgcaccgga ctcaggccgt ttaattttac tttgattctt tcgttgttgt agtaatggat
  2173081 agactcatcc accgcttttt tcagttgttc tacattctcg tatttttcgt tatgtcggca
  2173141 tatcgtttat cagaatacta tttatcaaga tattgctggc agccatcaag ctatctgctt
  2173201 cactttttta atctccagac tttccagttt gccatcaatg gccttaacca gttgcttaaa
  2173261 atgctctgtt ttattgtgct tttccaatgc ttcatcggaa gcccagcgtt cgaaaaagac
  2173321 aaaagaccct ttttgctcgc tttcggtatg gagatcatat tgaagattcc ccttctcctc
  2173381 acggctaggc tctataatct gatgaagcgc cgctttaacc tcttcaataa attcagtttt
  2173441 tgccactata ctggcgatga cacgaatttc catcgttatt ctcccatgct gaaaatttca
  2173501 tcagtgaact accgttccat cagttatcct gacagacacc actatctcaa actccctcta
  2173561 taagatgctt tttttgtctt gttttcaact taaccctaac aatcagatgc atcctaagca
  2173621 ctttccgcat atccttagac cccgccggaa acattcctgt cacaacataa aaacccgata
  2173681 tctcatcatg actgcggagc ctgtagaatg actgcacaac cccaaaccct aaaaattcgc
  2173741 cgcccggatg actggcacat tcatctacgt gatgatgaaa tgctcagtac cgtgttgccc
  2173801 tatacctccg aagtattcgc ccgcgctatt gttatgccaa atctagccca gccaattaca
  2173861 acggttgcca gtgctattgc ttatcgggag cgtattttag cagcggttcc tgcgggccat
  2173921 aaattcaccc cgttgatgac gtgttacctg actaatagcc ttgatgctaa agagttgacc
  2173981 acgggttttg agcaaggcgt ttttaccgcg gccaaactgt atccggccaa tgccaccacc
  2174041 aactccactc acggtgtatc tgacatcccg gcaatttacc cgttgtttga acaaatgcaa
  2174101 aagataggca tgcccctgct tattcacggt gaggtaacag atgcggccgt tgacatcttt
  2174161 gatcgtgaag cccgttttat tgaccaaatt ttagagccca ttcgccaaaa gtttcccgaa
  2174221 ctaaaaattg tctttgagca tatcacgacc aaagatgcgg cagattatgt gctggcaggc
  2174281 aatcgtttcc ttggggcaac cgtcacgcca caacacttga tgtttaaccg caatcacatg
  2174341 ctggtaggcg gtattcgccc ccacttgttc tgcctgccaa tattgaagcg cagcacccat
  2174401 cagcaagcat tgcgcgcagc cgtcgccagt ggttctgatc gcttcttcct tgggaccgat
  2174461 tcagctcccc atgccaaaca tcgtaaagag tcatcttgcg gctgtgcggg tgtattcaac
  2174521 gccccagcgg cattgcctgc ttatgcttcc gtgtttgagg aactgaatgc attgcaacat
  2174581 ctggaagcgt tttgcgcctt aaatggccca cgattttatg gcttgcctgt taatgatgac
  2174641 gttgttgaat tggttcgcac tccattcctg cagccagaag agatcccatt aggcaatgaa
  2174701 tcggttattc ctttccttgc gggtcaaacg cttaattggt cagtgaaacg ctaactcatc
  2174761 aagattacag caagcgggcg catcactggc tttgttcagt ggtgcgtaca acggcaacct
  2174821 aaacatcaaa ataaggcgag aggtagtgac aactttatag cgaggtgatc gaagggataa
  2174881 ccgcacttgg tgccattttg gcggcgattc taaatactac ggccctaacg ccacacgtct
  2174941 cctttatctg atattgtcag cctcttggaa taacgcccct ccatctcaac atttttatat
  2175001 cagtctcttg tcgcctgaat gtttatactg tataaataaa cagtatgaat attcggagga
  2175061 ccaattatgc gcgttgaagt cagtattgat aaaaaaaatc agttgcccgc aggtgctatc
  2175121 gaagcactca cccaggaatt gactaaaaga ctcaatacaa aattcccgga cacggcgacg
  2175181 gcagtacagg tgcgttatgc gagtgctaat aatctctccg tattaggagg tgccaaaaca
  2175241 gataaagacg tgatctctga aatattacaa gaaatctggg aaagcgctga cgactggttc
  2175301 gatgcggagt aagccattac cgccgtcatg ctgaatctgt aagtcattct tggtggagcc
  2175361 tgtacataaa tttgtgtcat tacctggacg ctggcagcct ttatccagcc accttaagta
  2175421 agtttaaact gttattgggg acaggctcct ccttggggcc tcactctgtg aactaggtta
  2175481 aaatcggttg ccgccttcct gctactcgaa ttatttagag tctataatgc tatttactgc
  2175541 attctgagca ccacaatacc attttgccgg ggagtcgctc ctcagccttt tttgcttaaa
  2175601 acaggcgagt ttcccttttc catcagacat attggtcatt tttcccttca actctacatt
  2175661 gactaattaa taaccataaa ataaataatt tgtaaatttt tttgtatagt ctccaaattc
  2175721 attggcggtt gagtatacta aaacagctca ctcggtaatg agccgcattg atcctcgtta
  2175781 gtcactcaag ccagtaacta ctatataagg ggtctttatg gacagaaata atgaagttat
  2175841 tcagactcac cctgtcgtag gttgggatat cagtactgta gatgtgtacg atgctatgat
  2175901 gatacgtctt cattacctgt cttctatgga tcaaccacaa gaagatgcgt tggttgatag
  2175961 aacgctctgg cttacgaccg atgttgcacg ccaattaatt aatatattag aagctggtat
  2176021 tgctaaaatt gagtcatcag agagcctgtc cataattctg tgtaactgcc accgtattaa
  2176081 aggtgatcgc tcaggcggtc accgaactcg ataataaaac ggctcatcgc taaccgccag
  2176141 ttctggatcg gcatactcca tttttttgat gcatccttga tcgccaaata aacaaccttc
  2176201 cgcactgagt cgtctgtcgg gaacactttg cgctttttaa tggctgcacg gatcacgctg
  2176261 ttcaccgatt cgatggcatt cgtggtgtag atagccttgc ggatatcggg cggatagccg
  2176321 aagaatgtat tgagattttc ccagtgcgta cgccaacttt tgctaatttg cgggtatttg
  2176381 tcgtcccagg cctccgcaaa cttatccagc gccatcagcg ccgcctcttc tgtcggagcc
  2176441 tgatacacca ttttcaaacc gctggtgacg gctttatagt ccttccatga cacatatttc
  2176501 aggctgttgc gtaccatatg gatgatgcac agctggatgt gagtctgcgg ataaacactg
  2176561 tttatcgcat ccgggaaccc cttcaggcca tccacgcagg gcaatcagaa tgtcctgaag
  2176621 accgcgattt tttagctctg tcagcacact tagccagaac ttcgcacctt cattttctgc
  2176681 cagccacatg cccagcagct ctttctgacc ttcagtgttg atgcccagcg ctaggaacac
  2176741 tgctttgttt atcacgctac cgttctggcg gacttttacg acaatgcagt ccatataaac
  2176801 aatgggatac agagcatcca gttggcggtt ttgccattca gcaacctgct cttttacggc
  2176861 atcggtgact ttagatatca gcgtgggaga cacatcggcg tcatacatct ctttgaaggt
  2176921 ggcgacgatt tcgcgggtgg tcatgccttt ggcgtacagg gacaaaatct ggctgtccat
  2176981 ctgtgtgata cgcgtctgat ttttctttat cagctgcggt tcaaaggtgt tttcgcggtc
  2177041 gcgtggcgta ttcagctcga tttcgccgtc gtcgcatagc agtgttttgg acgaatagcc
  2177101 gttgcgggta ttcgagcctg atttaggggt atttttctcg tgcccgaggt gttcggtaag
  2177161 ctctgcattt aacgctgttt cgacggtaag ctttgttagc atacgagaaa atgcattaag
  2177221 gtcggcttcg gttttaagac ctttagccag ttcagccgca agtgctttaa gtttcttttc
  2177281 gtccataatt tgcctgtctc cgttgttgga gtgaagatat caaaaacagg caattacaca
  2177341 atattgttta cagtctctca tcagaatatc tggatatgga ccaccgtaag cactaatttt
  2177401 ttgtccatca aatcattttt ttattaccca taaacaggca ccagtaaata ttatctggtg
  2177461 tctttttatt aaccactccc tccctcatat ggccaacatc tctttttctc cctcctatcc
  2177521 cgtgttatta ctatcgtttt aattattatc atcgctgttt ctatatatac ccacagtcac
  2177581 tggtacccca aaaatcattg gcgttgcagg tagacagata gcgatactcc ctcagggtac
  2177641 aaaaacatgg attatgattt gattgttatt ggcagcggtt ctgttggttc agccgcgggt
  2177701 tactatgctt ctcaggctgg tttaaacgtg ctgatgattg atagcgccat gccgccacat
  2177761 caagcaggta gccaccatgg agagacgcgg atcatgcgcc atgcatatgg tgaaggagag
  2177821 aaatacgttc ctctcgtgct acgagcacaa gccttgtggg accaactggc agcacagacc
  2177881 ggcgaaaaat tatttcaggc ctgcggagtg attaacttag ggcccgataa ttcaactttt
  2177941 ctgcaaaacg tacagcgaag tgcccaacag tatgatttgc cagtagaaac cttaaactca
  2178001 acacaaattc gtgaaaaatg gccagtattt actgttccgg ataactatat tgctgtgttc
  2178061 gaaccacaat ctggctattt gcgctcagag ttagcggtga aaaccttaat caaagcagtc
  2178121 actgaagcgg gttgcggtat tttgtttaat tgcccggtaa cggctattga gtcacaccaa
  2178181 gcaggtgttg atgtcgtgac cattgatggc acgtacagcg ccacgaaagt cgtggtgaca
  2178241 gcggggacat gggtgaaaga actgctaccg acattaccgg tgacgccagt acgcaaagtg
  2178301 ttctcctggc atcaggccga tggtcgttac agtgaggcca accacttccc agcatttacg
  2178361 gtagaaatgc cagacaatat cctctattac ggtttccccg ctcagaatga cgcgctaaaa
  2178421 ctcggaaaac atcatggtgg gcagctaatt gaatcggcag cacagcgtaa accttttggc
  2178481 cgttatgctg aggatggcac cgaggtcttt agcttcttac gccactttct gccaggggta
  2178541 ggcgtttgtc tccgtggtga ggcatgcagt tacgatatga gtccagacga agatttcatc
  2178601 atcgatacct tgccagaaga tgaaagagtc atggtagtta gtggtttgag tggacatggt
  2178661 tttaaattcg ccacagcact gggtgaagtg gccgctctat ttgcacaaga caagccatca
  2178721 cctattgata tctcagcttt ttctttagct cgcttccgat aattagggcg ttaaaccgca
  2178781 ataaattgtg catctcaaat agaggtcgat gacgataaat attttaaatc agttatcgac
  2178841 tttttatgca taatttcacc cttatttcag tacaaaacat cattcaaatc gccacgggca
  2178901 gtatcttata ctcggaaaat ccgtaaaaac cactcgcgat tcccgaattg acgttcaagc
  2178961 ctttagggga ttaccttatc cttgtttgcg actaaatata gttgctgtca gacaaggatg
  2179021 taaatcatat gaaaatatta atcatcgacg aatgctttta tactcgttct ggagtcaata
  2179081 cctatttgaa tagtgtctca tctataaaat taatggatgt ccctaccgtt gaagaggcaa
  2179141 ctttagctat tcaagaattt cagccggata tgagcctgtc cataattctg tgtaactgcc
  2179201 accgtattaa aggtgatcgc tcaggcggtc accgaactcg ataataaaac ggctcatcgc
  2179261 taaccgccag ttctggatcg gcatactcca tttttttgat gcatccttga tcgccaaata
  2179321 aacaaccttc cgcactgagt cgtctgtcgg gaacactttg cgctttttaa tggctgcacg
  2179381 gatcacgctg ttcaccgatt cgatggcatt cgtggtgtag atagccttgc ggatatcggg
  2179441 cggatagccg aagaatgtat tgagattttc ccagtgcgta cgccaacttt tgctaatttg
  2179501 cgggtatttg tcgtcccagg cctccgcaaa cttatccagc gccatcagcg ccgcctcttc
  2179561 tgtcggagcc tgatacacca ttttcaaacc gctggtgacg gctttatagt ccttccatga
  2179621 cacatatttc aggctgttgc gtaccatatg gatgatgcac agctggatgt gagtctgcgg
  2179681 ataaacactg tttatcgcat ccgggaaccc cttcaggcca tccacgcagg caatcagaat
  2179741 gtcctgaaga ccgcgatttt tcagctctgt cagcacactt agccagaact tcgcaccttc
  2179801 attttctgcc agccacatgc ccagcagctc tttctgacct tcagtgttga tgcccagcgc
  2179861 taggaacact gctttgttta tcacgctacc gttctggcgg acttttacga caatgcagtc
  2179921 catataaaca atgggataca gagcatccag ttggcggttt tgccattcag caacctgctc
  2179981 ttttacggca tcggtgactt tagatatcag cgtgggagac acatcggcgt catacatctc
  2180041 tttgaaggtg gcgacgattt cgcgggtggt catgcctttg gcgtacaggg acaaaatctg
  2180101 gctgtccatc tgtgtgatac gcgtctgatt tttctttatc agctgcggtt caaaggtgtt
  2180161 ttcgcggtcg cgtggcgtat tcagctcgat ttcgccgtcg tcgcatagca gtgttttgga
  2180221 cgaatagccg ttgcgggtat tcgagcctga tttaggggta tttttctcgt gcccgaggtg
  2180281 ttcggtaagc tctgcattta acgctgtttc gacggtaagc tttgttagca tacgagaaaa
  2180341 tgcattaagg tcggcttcgg ttttaagacc tttagccagt tcagccgcaa gtgctttaag
  2180401 tttcttttcg tccataattt gcctgtctcc gttgttggag tgaagatatc aaaaacaggc
  2180461 aattacacaa tattgtttac agtctcccgg atataattat tgttaattta actcaatatt
  2180521 gtcgctatgg tggtcattgt ccattgttag cgcaatttat tcattactgt acccgagcta
  2180581 aagtttatat ctatttagat gcttcttacc cttttagtga aacgcctatt cctctgacag
  2180641 aatccgtatc aatactggct aagaaacatc tacccaattt actccgcagg ttacctggtt
  2180701 tctctcttga gaggctaggc attcagccaa accaacaggc ttccctgttc agtccacaag
  2180761 agcacaaagt gatgtgttac tggatgacag agatgcctaa ctatcgcatt gccagaaagc
  2180821 taaatatcag cggcagtacg gtttactcac ataaacgtca tatcaccgag aaaataaaag
  2180881 tcaggaatag attggaattg tgtttcattt ataatgtgtt taagtatttg tactagttat
  2180941 tactgataaa tcataaatta tcgacacaat acattccatt ctaattatta acttgttaat
  2181001 cagttagtga ataatatatc atcacttata tcaaccacac tcaatcaaca tggtttgttg
  2181061 aatttttttg ttacataatg aattgtgttg ttaaataaga attgtattct ctggttgaac
  2181121 gcgaaaataa atagaattgt ttatttctta cctgctttct tgcctgagta gtgacctaaa
  2181181 tatatgttct taagcgcatg aatttaaccg ctttagctca ttgtttataa aatataaagt
  2181241 ccctatactg agcgctgatt ttagccacag gcagtaagca tgttcgataa attactctca
  2181301 atggttatca ataatgtaag agagcatctg ctgctctaca tctgcttatc gcttgttttg
  2181361 ctagggctgg acatctattt ctttttttat tagcgcactg ccgaatcatc attcttctta
  2181421 atcacggctc ccttacccca ttttcggttc ctcagggccg taggccaatt aaccagtggc
  2181481 cctgagggtt ttctaaccac cgtgatatca gagcgcttgc tcttcttcaa ccttagcggg
  2181541 tttaccatca ctcaataaaa cggcaaatct ataacccgca ggggttagct caaggacaat
  2181601 tttagcaata atagttaaag gcaccgagag caacataccg actgggccca atagccagcc
  2181661 ccagaaaatt aatgataaga agacgaccaa cgtcgataaa cccagcccac ggcccatcat
  2181721 acgcgggtcg ataatattgc cccctatcaa gttaatcaaa atataaccgc cggttaccgc
  2181781 aaaagcatca gcaaaaccgt taaataacag tgcctgaatg atgggtggga tagcagccag
  2181841 caccgaccca atgttgggaa tataattcag tacaaacgcc aataaccccc aaaggaaggc
  2181901 gaatctaacg cccatagctg ccaagaacag ccaaatgaca atccccgtgg caatgctaat
  2181961 aatcgttttg atcaccagat aatgggtgac accatttagt gctcgtttga ggatagcatt
  2182021 ccctttttcg ggattatcaa acatcaattg cactttatac ggcatccgtt ctacttcaaa
  2182081 caacatgaag accacggtca tcagtaataa gaacgtgctg gtcatggcac cagacaggtg
  2182141 gctgagtaga cgggtgacaa agttcatcgc catgctcgga tcgacatact tcatgatgtc
  2182201 atctactgag aattcaatat taaaatgcag ggcaaattct tgcagatcgc gcattttctc
  2182261 cagcatcatg ccgcgatatt gcggtaatga gcgtgcgaac tcattgagtg aagagcctaa
  2182321 gcggccaaac agcagcacca tcagtaaaat aataatggtt acgagtaaaa taaccgccag
  2182381 tgtccgtggg atttttatcc tctcaagcaa tttgactaag ggattcagca cgatcgcgag
  2182441 aaaaatagcc aacaggaagg ggacgacaat tggtgatgcc gctttaatac cggccatgat
  2182501 gaccaccagc attgccagca tcgccactaa tcgtagccct tggttactca ccacaggtgt
  2182561 tgtcattatc aatccttgta ttcgaaccgc cactgctcaa gacggaaaaa agagacgcca
  2182621 gcggataaag taaccgacaa cgtcaactaa agcctaattt taagtcaact aacgtctaat
  2182681 tttaatagta taaccagcgg gttaagcgga gtggctactt ttcatccgca ctcttttctg
  2182741 gcgagggaat gtgcatggtg gcttgcaaca accctttaga cttattaaaa atcttaatgc
  2182801 cattttcacg ccctgcccgc cgggagcgtt gctcttcctg tggcagtttc agctcttcct
  2182861 ggcaaatctg gctacaacac ccttcaaact tcgccgcgca cactggacac tggataaaca
  2182921 gtaagtggca cccatcgttt ttacagttgg tatgcgcgtc acaaggcgtt ccacattgat
  2182981 ggcagtgcgc tatgacatca tcagaaatcc gttcccccat ccgttcatcg aacacaaaat
  2183041 ttttgccgat gaatttcagt ggtagcccct gctcttttgc tttacgtgca tattcaataa
  2183101 tgccgccttc aacgtgataa acatttttga agccattgtg cagcatataa gcactggctt
  2183161 tctcgcaacg gatccccccg gtgcaataca tgacaatatt cttctcttta tcatgttgca
  2183221 gcatatcaac cgccatcggc agttgttcac ggaatgtatc cgaagggact tctattgcgt
  2183281 tttcaaaatg gcccacttcg tattcatagt ggttacgcat atcaacaaac aacgtatctg
  2183341 gatcatcaat catctgattg acctgatcgg ctttcagata gtgcccgata ttggcaggat
  2183401 caaagctgtc atcatcaatg ccatcagcca caatgcgctc acgaactttc aggcgcaaaa
  2183461 cccaaaatga tttaccgtca tcttcgtgcg caacattcaa ccgtacttga tccagcgcag
  2183521 ggtgtgaggc aaacagcgcg attttaaatt catcatatcg attcgcgggg acgctgatct
  2183581 atgcattgat accctctttt gccacataga cgcggccaaa aacaccgagc ttaacaaatt
  2183641 ggctatagag gttatcacgg aaggttttag catcttccag agtgaagtat ttataaaaag
  2183701 aaactgtggt gcgcggctcg gtttcagcca acatacgcgc tttgagttcc tcattagaaa
  2183761 ttcggttatg taacactggc atggtgtacg tcctgtcttt cgaagaggtt actgataaaa
  2183821 attggttact gttcaatagg taacatcaaa aaccagccag tatctccgat aaatgattgc
  2183881 ccaaaagaac gggtattttg acaggcatga ccccgtgcgg cccatataat acccgaaaca
  2183941 ccgccatgac acatcctaag cccccttttt cagtcggcta agctgatgcc ccgatgttgt
  2184001 tgttttacgc cattgttggc gctgatgcgt gaggaggatg tttggttaat gtgaatgtat
  2184061 ttagttagtg taaatgtgat gacttacctt gtggccccat ttatgggcaa cgacatgata
  2184121 cgtaaatcat catcggcctg ttacttgcaa cgataatcgt gatcagtaaa accagaggta
  2184181 atgaggccgg ccaacaaagc gatccccgca actatcagca aagacgccat ctgccaatag
  2184241 gctcccccgt aacccaaaat gccacccgtt gccaataaac ctgcactgag ttttgctgcc
  2184301 tgcattgtcc agcctctgat aaatattaat gatgataatt tatacatcgg aaagtgccga
  2184361 tacccaaaca ataaatccct tgtagtaagt aaggtgttca ggctgctaac aaacctcagt
  2184421 ggctcgatct gaaacagaga gacaacgtaa acaggatgat caaccgcact gctacggcac
  2184481 acggatatca atatccagct caatctatcc ctgccacccg ccttgttaga tagggtattg
  2184541 tgcaaccgct ttgctaaccg tttgcaagca cgcgccgatc aaacaggctg atttacctca
  2184601 agcggacatc ctattactgg atattcgtat gacgctaatg gatggcacgc aggtctatac
  2184661 gtagatacgt gaacagcaca gtacgctgtg ccgtgatttt tctcaccggc cacggtgatg
  2184721 tgacaccggc agttgaacag agaaagtgag ccacagtaga cttcttatca aaaccgctgg
  2184781 ctaccgcacc actcacggcg gcattacaac aaggaggaat gcgccaaata gtctactgac
  2184841 caagaccaaa tacaaataga tagcccccaa gggttaacac caacccacca atcgctaact
  2184901 gatagccggt catcaccgtg gtatccatcg tctgcgaaat gcgcttaccg taaatactgg
  2184961 ccgcggagag aataaatgcg gctaatacta ccgagccctc tccgagcagc gaaaaattga
  2185021 agtccattaa atctgaaccc acgttgacca ccatcacccc cacaaaaccc agagcgcagc
  2185081 caataatttt attcaacgtt aaccggtcat ttttatagag gtaatgtgct agcaggacac
  2185141 tgaagaatgt ccccgtcgca ttcatgattg aacctttcac tccagtggtg taagccaaac
  2185201 cgatataaaa aaacacatac tgcaacgccg tttgggttaa tcccaaaata gcaatttgct
  2185261 gatattgtcc ctttttaaga cgccctattg ccttaccact ggcgagcgca aaaagcagca
  2185321 atactaatcc ggctaataaa aaacgatatc cagcaaacac catcttactg ggaatatcat
  2185381 caggcgaaat attaaacaat tgatagccat tttttattgc cggataggca ctcccccaaa
  2185441 gtagacaaca gaaggttgca ccgaagaaga caaacttttt actcgtaaaa agagaaggac
  2185501 tgcggtccac atgaacatcc tttacaatca aaaaatgaaa tgatgtttcg ttatagctac
  2185561 ttcttactga aaagtcctgt ttgatgtcac tttttgctta aaaagccgct tacttggcgc
  2185621 tttatcgcct aaataccact cacacaagca aaatgtgaaa ataaaaaaga cgcatgtcta
  2185681 tttttattct tttataccct gaataattcg aattgcagga aggcggcaag cgagagagcc
  2185741 ccgatgagct tactgtagta agtcattcgg atgaatatag gccacgagaa tcatataaat
  2185801 agaaagttaa aaagaggcga taactccgca tcatgcttat cgctatattc atctcatcac
  2185861 ataaaacacc ttcaacgttt gtactaacac tctaaaatca tgtatgatat tggtttaatt
  2185921 aaataaattt ggtttttatt atgttaaaag tatttaacgt aaactttgac agaatgtcag
  2185981 agaataaatt agatgagatc tttacactta gaaaaataac atttaaagat cgtttggact
  2186041 ggaaagtaac ctgtattgat ggcaaggaaa gtgatcaata tgatgatgag aatacaaatt
  2186101 atttattagg cactatagac gatactctcg tttgcagtgt tcgttttgtt gaaatgcagt
  2186161 atccaaccat gattacgggg ccttttgctc cttacttccg tgatctggat ttacctattg
  2186221 atggatttat tgagtcgagc cgcttttttg tcgaaaaagc gttagctcgg gataaattag
  2186281 gtaataatgg ttctctcagt gcaatacttt ttctctctat ggtcaattac gccagaaacc
  2186341 gtggatacaa aggtatattg actgttgtta gcagaggcat gtatacaata ctgaaacgct
  2186401 ctgggtgggg tattactgtt attaatcaag gtgaatcgga gaaaaatgaa gttatctatc
  2186461 ttttacactt gagcattgac agtaatagcc aacagcagtt gatcaggaaa atacaacgag
  2186521 tgcacaatat tgatactcat acacttgcaa gctggccgct tgttgtgccc agtatgacta
  2186581 aataggtttg atcaattgta actcaatgcc aagtcttatt gcatgtttgg cattgagaac
  2186641 acctaacttc ctaacaatat taccaatatg aaatttcact gtgcttttct taatacctaa
  2186701 aattatcgca atttcagagt aagtctttcc tacactggcc cagtacagaa tttcattttc
  2186761 ccgaggagag aaaatttctc ttttattctc ttttttattc aacgtgttgt tttcatgatg
  2186821 acttttatta tatagaccaa gcattttatc gtgaataaaa ataagtaaca tttgtatttt
  2186881 ttctttgttc acctcgatgc tttcatcgaa aaaaatacta tcatcatcgc cacttgaaac
  2186941 attcaaggtc gccatattat tgttattatc atgaagaacg aaggtataac cattaacaat
  2187001 attatattct ctggcgagat tgaacacggc cgaatcagtt gattttatat tgatgactga
  2187061 attgtcatcc catgcaaatg gtgcgacttt gcctttggcg gtcaaaatca cagggtcgat
  2187121 caggtgataa ctattcttct tgtacttttt tacccagtct agcgggtagt tcgatatgat
  2187181 cgccggatgt agcggtactt ttttattcat tagcaaataa gaatagcgga tattgccata
  2187241 ggcttttatc ctccgttgga tataattttt tatatcttca ttaatgcttt cattatcaaa
  2187301 aaaattaatt atcatagcag accaaattta ctttatccct gcatgcaacc atacaatttt
  2187361 tacacatttt tttcaatgaa aatcaagatg taaaaaaatg tgatcactgc atcacattca
  2187421 aattattgac attcttgaaa aaagaaacct agactaaagg atagtactaa gaactagact
  2187481 taaatagagc tactattata gacctatgtt aactaaaata tttctgcttt aaagaataag
  2187541 tgcttaatat aatagaacta atattttagc ttattgttgc tgaaaaagtt agtctgctgt
  2187601 gaatatattt tagccaacac cagggggctt ttccgtccca aaacggctct atgaactccg
  2187661 ccatctgggt gcatttacat ccagatggtt gtgatgctta ccccctgctt ctcttctcag
  2187721 cgctcacatt tggtgccttg tcttactgaa ccgcaggagc cacattccgg ccaatatctt
  2187781 aattcaatcg ccattgggct gctaaagcac agccggtaga ggtttggctt ccccttttga
  2187841 gtagcgcttg gcaatatcac gcttcaactc ccgctgtaac cactcctgaa aaataatcac
  2187901 ccttggcgaa tggcctttat cctgtgggat ctctagccag tagccatgag tgctggtcac
  2187961 cgtcagcggc aaaacctgtc tcaataaccc attatccagt tcatggctaa tcatcagaat
  2188021 atctaacact gcgtaaccgg caccagtagt gcaggcactg atcacctggt cttgagtact
  2188081 gaactcaagc gcgttatgcc ctgcggctac ggttatctgt gccgcatcca gccattgctg
  2188141 ccagtttgtc agacgactat cgccattaag aatatgcaac tgtggtaaag cggtcagtgg
  2188201 gggaaaacgc ccctgttgca tcaccagagg gctggcgact aaacagagct gttcgtagca
  2188261 gagcaggtgc ccattcgaca ggtcccgacg aatatcacca aagcggatcg cgctgtcaaa
  2188321 atcacaatac ttctgacgaa tctcactgat cagggcaatt tgtagctgac tattacgttg
  2188381 cagtaacgta accaaccggg gggccaacca gcgggtggca aatgtcggcg cgacctgtaa
  2188441 gcgcagatgt tgcagtggat tacttaactg gacatgtttc accccctcct ccagtaaatc
  2188501 caacgactgt ctgacgatag gtaacatagt catctcatct tgggtcaact ctaaccctct
  2188561 gtgtccgcgt ataaatagcg atttccccag aaaattttcc agttgcttaa tctgacgact
  2188621 ggcggcgctt tgcgtcataa ataacgcctc cgctgcttta ctgaaactca gcgtgtggca
  2188681 ggcctcttca aacacacgca acatacggag tgatgggagt tttctcatag gaataccgtc
  2188741 tccataccaa cgatgaaata ttgcctggcg caaaaaccac aacccagaaa atcgttaatt
  2188801 ttatgttgcc aatatgcgca ttttacatgt gggcaggccc gtttatttat aagaattcag
  2188861 aggcgggtca cgtacctttt tctcagaggg gtatgcgtaa aacgcactgg cggctttata
  2188921 ttttggctgg cacattgcca tgacaaacaa aattaacctc acaggacccg gtgatgaaaa
  2188981 tagatcatcc attgccgctg tccgcttctg aaataaccta tctgtctctg ttaggaggtc
  2189041 acctataacc atttttctgt ctctttatcg atacctacct acttccataa cagaaaaata
  2189101 gttagcaaat agcagacaag cgcttgttcc tgttggtgac acagtcagtg gcgaatacaa
  2189161 aatgagggaa tgtaaatgca aacattacca tcagaaaaaa tcaggatgga cgatgtcccc
  2189221 ctaaatcgct tccatataag aattgccggg ctaacttttg gcgcacactt tatcgatggc
  2189281 tatatcttag gtctgattgg ctttgcatta attcaactca aacccataat ggcacttaca
  2189341 ccattatggg agggattact cggatcagcc gcgctgatcg ggctatttct aggcagccta
  2189401 atattaggct ggatctcaga ttacattggc cgccagaaaa ttttcagttt cagttttgtc
  2189461 atcattacct tagcctcagc actgcaattt tttgccagta caccagaaca gttatttatt
  2189521 ttgcgggtca tcgttggtat tggtatcggt ggcgattact cggtgggaca tactttatta
  2189581 gctgaatttt caccacgaaa acatcgcggg gtcttattgg gcgcattcag tgtcatttgg
  2189641 acctttggct atgtgagtgc cagtttcgtt ggacattatc tgagtatggt cagccccgag
  2189701 gcttggcgtt ggttgttatc ttctgccgcc ctgcccgctt tacttattct ccttgtacgg
  2189761 attggtacgc cggagtcacc gcgctggcta atgggaaaag gtcgtgagga cgatgccatg
  2189821 gccattgtgc ataagtactt tggcccgaac gtaacgttga ttgatgagga acccgcgact
  2189881 tccacccgcc gttttctgtc tttatttggc cgtaaatact ggcgacgtac cgcttttaat
  2189941 agcttatttt ttgtttgtct ggtgatcccc tacttcgcga tctatacctt tttaccctcg
  2190001 attcttaacg tgatggcgtt gagccagaat tttgctaccg acttgttatt gaacggcttg
  2190061 ctcgtggtgg gtgctttagt cggtattgtc ctgactgcat tctgctcgcg ccgtagcttc
  2190121 ctgatctctt cctttatttt cctggctacc tgcctactct tgctgagcat actgccttcc
  2190181 aatcaaacat tttggctgat tgcactcttc gcggctttta ctcttgtgat gtctgccgtc
  2190241 agtaacctag tcggtgtgtt cccggccgag agtttcccga ccgaagtacg ctcaatgggg
  2190301 gtgggatttg cgacttccat gagtcgcttg ggatcagcta ttggtaccag cctgctgcca
  2190361 ttagccattg tcaattatgg aatgcccgta accaccaccc tcttggcatt cgttttaatt
  2190421 attggagcca tcgtttctat cgcttgggca ccggaaacga aaggactcac cctcgttgat
  2190481 gcctcacaat cagcaaccac accacgccca ccgtccagca ttattccaaa ctgaatgtcc
  2190541 gtagcgctat ggtcgataca aacgatacag gaggaacagc atgcaaatgt atattggcga
  2190601 aggttttgca ggtaacgggg tgaatgccgc ccatatcaat attatgatcg gcccgcgcga
  2190661 tggtgttgtc ggtcaggctt tcgcggccag ccttgcctct cccagtcagg ggcattaccc
  2190721 ttttatcgtc gttatcaagc cgaatgtagc cgccaagccg atgaccctgt atgtcaacaa
  2190781 agccgagatc cgcagtgaac ttcatggccg tgcaacttgg ggagcctccc aggctgcagt
  2190841 tgccaaagcc gtcgccgaag cgttattggc gaatcttttt cccccagagg cagaggacga
  2190901 ctggtgcatc attaccgcta attgggtgaa tattgattgt gacgatattg atgaggttta
  2190961 taggaataac tatcgtgcct gtactaccgc ccttcatgca gccatggcaa aaacaccaaa
  2191021 acgtgatcaa ctaacacatg cattgacgca actgagcaac cccttcttta cccccaaagc
  2191081 ctgaggatta actgatggat tacattaagt tgggccattg cggtctgcaa gtttcacggc
  2191141 tttgccttgg caccatgaat atgggcagca aacagtggaa accctgggtt tttgataaag
  2191201 cagaaagcac gccactgatc aaacatgctc tagattgtgg gataaatttt atcgatttgg
  2191261 ctgacttcta ttccgctgga gtaggtgaag aagtggttgg gcgcatcgtg aaaaatttga
  2191321 tgtcgcgtga tgagttggtg ctaacgacta aagtaggtta cccaataggt catggcccga
  2191381 ataatcaggg acattcccgt aagcatataa tggccagtat tgatgccagc ctgaaacggt
  2191441 tgggtaccga ttatatcgat atctatatgc tgcactactt cgatatcaat actccagttg
  2191501 aagaaacctg gtcggcaatg aacgacatta ttcattccgg taaagcccgt tataccggcg
  2191561 tttccaccat gtttacctgg caactgagta aaattttatg gtgctgcgaa cgtaatggtt
  2191621 ttgccaaacc gatcaatatg caattacagc ttaactgcgc ctaccgagaa gaagagcggg
  2191681 agatgatccc acaatgtcgc gatcaaggct tggggatttc cgcatttagc ccactggcgc
  2191741 gcggcttact cagttgtgat ttcagttcag tacgcaataa gacagatttt ttcactcagg
  2191801 agatgtatgc cgatgtcacc tcactgaata ttgcgcaatc tgtcgaacgg gttgcaaaaa
  2191861 atcgtggcat tactcccgct caggttgctc aagcctgggt gcttaatcac ccaggaaccg
  2191921 actgcatgtt agtgggggcc gatactatcg aacagatcaa cagtgctgtt accgctctga
  2191981 gaatttcact caacgccgaa gaacattttg aattggagcg taactacacc ccgtgcgatg
  2192041 ttattaatga ttacaccgca ggccagcgga tcgcgcggga agctcgcccg ccaagcggta
  2192101 tttttgcccc ataaaatagc tgatatacgt gattctttaa ctattggcca gtgcaacata
  2192161 aaatcaatac gttaacactg gccaaaaaga atcaaaacca agggatcgtg gcgttaacgc
  2192221 ttaggccata agcgctgaac tcaccggtag tggctgacgc ctgcaaagta ccttgctcaa
  2192281 taaacaatag aaaatactgt tcactggaac ggctttttaa acgcagaaaa ggcaaatcac
  2192341 agcgcttatc atggctatcc ggaatacgta acctagcttg ctcctcggtt aaccaccctt
  2192401 tgctaaccga gcggcgacgt aaccgttgag cactgctttt tacctgcaca cgcctgatgg
  2192461 tccggtgctt cacgtcggca ggtactggca ggatctcact gcattcacag taatcctgta
  2192521 aacctttcag ccacccggcg gactgcaact caagtaaatc gccgcggcta ccatggagac
  2192581 gtaattggct ccccagtgtc ttgcctgcag tgggaaaact aacgcctacc cgccccggaa
  2192641 ttgtcgccac cagtgcgcgg tgtaatttag caaacaaggc ttccaataac gtctgagcgc
  2192701 taaattcagg atcaggaagc acacgtatat caagataatg atccatgccc cctcctttat
  2192761 tcgcctttct caccaaagac accaccacgg atcaaggttg ccatcacata atgttgctgt
  2192821 tcgaccgccg gtaccgtgcc ttttgtcacc cagttgtcca ataaggtgta gaaatccatt
  2192881 ttttgttttg gctgccgata ggctttaccc cggctggtca ccgagccata gggttcaacg
  2192941 gcaatcggcc ccaaagccaa ctcagtggca tctggatacc aatcatcaat ggtacgtaac
  2193001 gcattaccca ctttctgtga atgcagggcc gcaataccat caatctgata taacactttg
  2193061 cttttcttac tgttgctgtc cagcaccaac tcctgagacg ggaacacttc ctgcccgtta
  2193121 cctaaacgaa caaaagcatc aacggtgaaa aaggcaaaac cgttgcccgc taaaccttgt
  2193181 tctatttctt gtgccagcgc agtcagttcc ttgctgggtt ggctaaattg acgcaagcta
  2193241 aattcattgc tatcaaattg ataactcttc gtttggctgg tgatacacac tttaatatct
  2193301 tcagccccga cccggttgcg ccacaagaaa cggccattag ccagattctc ggcatagcgc
  2193361 gccgccagca cactaaaact ctgctcactg atatagccat taataacact ggccagttca
  2193421 gcctgatatt cctgatcatt acatactgat ggcgtagcga ggttgcccag cacccgcagt
  2193481 gtaaaactca ttttcagggt gtcagtatca aacggcagtg cggccacatc cacacgttgt
  2193541 aagtttgctt tttggatctc tgcatccagt tttgccggat cagatgccag ggcatttttc
  2193601 aaccggttgg agatggtgcc ccgcaccgct ttttctttaa tgatgatagg ctgccagttg
  2193661 tcggtttgcc cccagttacc ggcatacatc atggcgtcgg aattggataa cttacgttca
  2193721 aatgccagta cagaagcggt tttaatcgtt gctttagcca tttttagatc ctttaaaatt
  2193781 attcttcatc atttaataga taggtatcaa ccgatgccgg gagtgcacag cgacagaggt
  2193841 aattatcgcc ttcctggtga tagccccaga gcaattgacg cagatccgtt atacggtgca
  2193901 acccgcgcca ctcaccgatg ccataaaggg attcaacaaa gcggaacggc gtatgcgggt
  2193961 cacgggtttt atccacttca cccggcgcat acagcggtga aatggcacga taaccagtga
  2194021 caatggggac caaataccct gctgctggct taccaacata accccacggt gcaggagcac
  2194081 cgctttccac cggcgtatcg ctctgcgggg gaatggcctg tattttgagc gcggagaaat
  2194141 cgagccaggc atccagcatt tctgcctgtg gattggtttg tcttagccgg ttaagatgtt
  2194201 cagccaacaa ttcagagcga tccagtaacg caaaacctgg cagtaagcgg cacaataatc
  2194261 tgcgtgtggc gacctcggtt tcaggataat taatgacttt aactctgcga atgttggtga
  2194321 tagtgccccc ggctaaacgc tgagtcaggc acagtgacgc cagatgtttt tccagcgcgt
  2194381 tagcaccgtc atccccatta gcaatcgtgc catcacattc aatcaccaga gacaccgtca
  2194441 tatgcatacg gccctcttca ttaaaggcgg cggttttggc ctctttagtg agtggattcc
  2194501 gcgttagcga gaagacataa tcccacccag agagataagc atgaacctgc tggtagtggc
  2194561 agataacggc acaaccccgt agtgttaaac cgtgactgga ttgcaattta cgtgataacg
  2194621 catggctgta gcccagaaaa tgggtgatcg cggggaaacc ataagttaaa cccgcgatgg
  2194681 cattggcgtt ctcaacgcgc acctgatgta aaacaatcag tgagctcatg acgatgtctc
  2194741 caggctacct tgttcaaatt cacgtagccg ctgcttaaat aagcttgacc actcccgctg
  2194801 ttcaacatag ccaaagacca gttcatcatg ctgtaaccaa cgatttaacc agtaaccgaa
  2194861 gtcttggctg acctcttgtt tccaatcctc cttctcacgt tcgagcttaa atacggggtc
  2194921 atccatagca cgggtcgggt caagccaaag ctgctctgag cgttttaact tacaatcttc
  2194981 agcgtcactc cagccattgg taccgtccag attttgaatt tcagccacat aattaaacag
  2195041 aatatcaatg atttcatcgc agcaggccaa acgagcggcg cggatgtcca tcgtattgct
  2195101 caggggtttg acacccagca aatatagctg catttgccac aggttattgc gggccagtac
  2195161 agtaaattca ctgcgatcat gaaaaataga tctatatttt attggcggtt tctgaatatt
  2195221 tttccaagac ggtgcgccac agggcagcaa ccaaactttt ccgccacgga cgctgtttag
  2195281 gtaagagata ttttggggtt tggtaccacc aatatgttgc accgccgtat caaggtacaa
  2195341 gaccctgacc gtaggatgcc atcgccctgc tttatgggca gccttggcct ctttcgattg
  2195401 gtcactgaaa cgggcttcaa taatacgttg atgcatggcc tgcgccaatg atgaggagaa
  2195461 aagtggactt aacaagtggt attgatctgg ccccacaggg aaataaaatt gcttggccag
  2195521 tttatgtgac gtgaatttct cattattcaa aatgctttta aattttgtag tccactcttc
  2195581 aactaactcg tcatcatttg agaatagttt cagtactgaa ttatcacctt gctctaaaca
  2195641 ctttattaat gagccgcctt cacattcact ctgcaatagc tttacaagat caaatacggc
  2195701 tgcattacca ataacatcac tggcttgttc agcgaggtct acgctggaga aataatcctt
  2195761 tttcttactt tgtaactcaa tattcaaaat accactactt tttgaatcac tatgagtgta
  2195821 tttaggtgca tgagttgcta actttatttg cccggcacgg ttagccgcat cggttaacca
  2195881 attgcgcacc tcataacggg ctatcaactc ctgccgttgt tgggcaatct cttgctgggc
  2195941 cagtgcaata tcttccgcct gagttagccc tgccagcctt ttctctgcct ctttatcaaa
  2196001 agcctcaagc tttggctgct cgcggctttt gatataagag acaataaacg ccgctaatcc
  2196061 ttcgtccgac atacaagact ccttagataa tccggctgtt cagtatcact cagaacaacc
  2196121 ccttattgaa agtaatagaa aaaatcgaaa atgatcgttg atctttaact gcccaagatt
  2196181 cattttgaac cgtggttacc atcggcttta tacagataag gcaaacagtt aaaccaatac
  2196241 tgctcggccc gctttctcaa ataatccccg tttcatcata gccaccttct catgcgaatt
  2196301 tgagaatagc ctagcccaaa caatcaccct aatcaatgca aatttaaaaa aaagaaatac
  2196361 acatggagtt tgcttataaa aatcattatg ataacaacac tgtcgtacag acagctcaga
  2196421 aataatcaat gcagatttac aaaaaaccac aactcactgc cgtacaggca gcggcgcact
  2196481 caatcgagtg cgccaaacac ccctaatagc ggatgataat gccacctctc gccatctttt
  2196541 ttgggcaggc ggacctcacc aaattgccgg ctaacctcgt ttaattcctt atttaatgac
  2196601 tctgccagcc actgataaat ccgcagacaa tcggtgtcta tccatgcact gtttcctgct
  2196661 gccagtgtca gttcaacgtc ctgaaaccca tcactgactt tccactcaat ctggtcgcta
  2196721 tcaagacgtt taaacaccgg tttatccgct tcatcgtcaa tccacagatt atgctgttca
  2196781 tcagggctgg attgtcggaa aggggtgcac cgttgctgct ccccactcca ggtcgcctgt
  2196841 ttacgccacc ataatgcggc ataatacttc aacggttcag cgctaccctg caatatcaac
  2196901 ctcaagctaa gatgttctaa atcaacaaaa ttatctcgag gttcgagttt ggttctttct
  2196961 tgaatacggc tgatggcatt aatcacttta tattgtgagg gtaagagcag cttatccaga
  2197021 tcatgggtgt tcagccgaca acgggtggtc tcaaaaccgg gtttgcaata aacggggatc
  2197081 gccggatctt tttgagtcag tgccttaaaa ttcttttgca gaatatgcat attcgccatc
  2197141 tgcggcgcga cttgccggtg ccgttgtaca cgccctgcca actggataaa cgagcgcata
  2197201 gagctgggtt cggctagcgc ccaatcgtag tcatggtccc tgcccacttc aaccaccgag
  2197261 gtggcgagca ccacaaacag gtgatgctgc tccggatggt gctgtagtgc atgttcaatt
  2197321 tcggctacct gccaaagtgc attaggctga tagcgagtta acgtcacatc caaccgccgt
  2197381 tcaatagcag aacgcaccgc tagcggatgc tgactatgat agacacagta atgaatacgg
  2197441 taattttctg gcgcggccat cgcgtataag cgctgggcaa tcgccaccag cggatcaata
  2197501 ttggccatcc tgaccacacc cactgaaacg gttttctcag aagggtgagt ttgatgatgt
  2197561 gcctgatgta agcgcagcat agaatcgcgc atcaccgccg ccatagcatc tagcaccgag
  2197621 ccattcttca cactggcaga gctgaccgga attaactcgg ctctgcgcag cacctctgcc
  2197681 gtagacagtt tccccactcg gcgagtgata aaatcgccat gatgttggat aaaatctttt
  2197741 gactgctgga tatcttgctg tgcaacgcca tgttcatcaa accaggcaca gcaaatatta
  2197801 accggcgtat ccggttgccc gctggcttgt tgataatcag cccgccccgc acgataagca
  2197861 ttgaacaacg cttgtactaa tgctggcggc aatgtggctg acgaaagcag aacgcgggaa
  2197921 cctaacatgc ccgcccaatt caccaagcgg catagcgcgg gcaagtcatt gcgatcaaaa
  2197981 tcatccggtt catccaatac taaatcggag gttagcaaac gcagcattgg ggctatctgc
  2198041 ttgccacccc gtaggctctc ggtggcaggg atcaggtggt caatggtgca gaccagtact
  2198101 ggcgcacaga gcaaacgctt taatctatcg ttattactta accaagtgct cagccgccca
  2198161 tcatccaaac tgccgtcata actgacatac tgatgctcag aaaaaaactt atccgccgac
  2198221 tgactgccgg ttccacgagg ttccaattta tcgttattta attgatataa ttgcaagacc
  2198281 gattgagaac caatcaagac ggccaaatcg tccttttgta aggttaactt ctgctgcaat
  2198341 gcggtaccgg tctgcaaggt taaggtgcgt aggcccaaag caacagaaaa gcggcatccc
  2198401 tgtttttcat cggacaaacc atacattatc cgggcatttg caaaggtttt accgcacccg
  2198461 gttgaggcca tattgacgcc gaaaaaacct tgctgcagag aacgctcgcg cagcgtgaca
  2198521 gccagatcaa aggctttatc ttgccaacga tacttttcct gaaccgaacg ttgtttaaat
  2198581 cctttatggc gagtgattgc tggtaaggtt ttgcggatat gtggcaagct gcggccaagc
  2198641 aacagcgcgt tctgccccac accaatatta tgttcatcca gccgctgctt catttcaatc
  2198701 gttttactgt gggcattcgc atccctcatt ttattgtggg tatttgcaaa tacttgatag
  2198761 tttttatcct gccaaccggg agtggccggt aatgaagaat aatgatgatc ggccagcatt
  2198821 aacaccagac gcgccatatg gctggtaaaa cgctggttca agtgaccatc attaaccaat
  2198881 gacggttgtc gcaaagcgcg tttggcaaac ttttgtgcct ttttacacca ttcggcactt
  2198941 tgtagtggcg tgccatgcgg gaagcgccat acatccagct tatctttttc acgccagtca
  2199001 ccgctgtcca tattggtcga attccatacc ggcataagct gctggtgcaa ccaatcatcg
  2199061 atttcctcta ctttaggtgg tctatggtaa tccttggagg gatacacggg taagcgatgg
  2199121 tgtgaaagga tcaaccacgc gatagtcttg gcaagaggag gtaatgcagc gaggggattg
  2199181 gtataatcgt ctagcccatc tttaaccaaa ttggacatta aagtggtttc gtcagcggga
  2199241 ttaatttggc ttaaggctgt gagccattga atatcatttt tctgttcaac aaaagcttga
  2199301 aataaacgta atgaaaccca ctcatgccga tagggttgat atgttttccc ctgcccttgc
  2199361 aacccttgtt gaaatagtac attggcctta ccaaaatcat gaaataaccc agcgataccg
  2199421 gccagcagtg caatggtctc cacgctgtgc cagttatttt catcctggct gcgcaagata
  2199481 tcccgttgcg tagtattggt tggcacggtt ccctcagcat tgaaacgcct taaattccca
  2199541 acaatccata gcaactcgct ttggttatta cttttgatcc aatggcaggc caccgcacta
  2199601 ttacgccgcg ccgttctacg caataattta cgtaatgtat ttagcccttc ctgcgttatt
  2199661 gccgtctgcc atgtccgatc acctttacgt tcagcaaact gatccaaaat acggcgtgtt
  2199721 tcattaagcg cccgtttatg gcattgggat atcagtaaaa tattcatcgc ggaacctggc
  2199781 tacataacgc tgccgtttct tttattccat caatcatcac atccagcgct tcggttcgtt
  2199841 gaaacccgct aatgcagcgc tgacgaaatt cttgctcttc ttctccctgc atggcggcaa
  2199901 taaatgcctg cggtagcacc agcgcatctt taattaaatc ggccacatca aagaccaaac
  2199961 caccacgccg ggtcttaccg tgtaaaacag acagaccatg gggtaagcca ataacccatg
  2200021 tcgccgtcgc cgctaagcca taggcgagat aatttccgtg atcgagaaaa cgattagcta
  2200081 gatcgatgcc cccaccgcgt ttagcgcggg tgaaatcgcc gtaattcact gtattagcag
  2200141 ccagtttata gagtgccttt gttaataccg cttcctgaac cataaggtca ttactggtga
  2200201 gacaatttgc taaattttgc tcaaaacggg tgaggataaa taataattga tcgtgattaa
  2200261 ccggaaaaag agattcgcgc tgtatgtggc tgctgagcca atgttgttga atttgggcga
  2200321 tcctgatgcg ctggaaagcc actgctgctg ccagtctttt ttcatcatcg aaccagaaac
  2200381 tgacccaatc gtgcagatac tcggttggcc ggtattcgct ttgtgcagtg agccacgaga
  2200441 cattgacctc tacgtcatta gccgcaaaaa gcggcgtccc acccccgcca caaaaaccga
  2200501 ctaagacccc ggctcgggca aactcacgca tagcagcctg agtcaccgaa gtcccggttc
  2200561 ccagcataat aacggtggtg ttcgctatgg ggatattcca gtaaagggat tgtttacctt
  2200621 catcggtgac atattcaact cgcccaccat taaccaatac acggcaatat tctaaatagt
  2200681 aaatattgga tcgttttgaa tgcaggatcg ttttcaaatc agaggaatga atagcgtttt
  2200741 ccatagccaa aaaactcctt agcgggatat ccaccgcgct atttttccgt tagcgcttta
  2200801 ttagcagata ttattccaga aaataactct ctctataccc aaagtaattc gagttgcagg
  2200861 aagccagtag ttgagtcaat ccccaagcgc ttacaccagt aagtgactgg gataattgag
  2200921 cgcagccaac atacatgcaa tttgaagtat gacgggtata tattgatatg ccacctgcta
  2200981 tttaccctac tctaatactc acaaagtcag taataaaaga tgccattctc cctgttgtca
  2201041 gttacaaaat gcgcttccgc tcgcaatttt gctccccaaa tagcatcagc acatggccca
  2201101 ggatttgatt attgcctgtg cggcagtgaa ctcaggggac tggcgaacaa tgtctttcat
  2201161 gattttctaa gctgcctgtg cggcagtgaa cgaaaaggta agatgggcaa gcttctagta
  2201221 gtttttctaa gctgcctgtg cagcagtgaa cattatctga atggcatttt ctttggcgca
  2201281 gattttctaa gctgcctgtg cggcagtgaa ctcgccattc cgtgaacctg agcgcgttcg
  2201341 cgatttctaa gctgcctgtg cggcagtgaa cacatcacta gcggtatcga acaattgagc
  2201401 gagtttctaa gctgcctgtg cggcagtgaa ctcagtcccg ttatggtgct ggtgttgccc
  2201461 gtaagtttct aagctgcctg tgcggcagtg aacagtaaga taatacgata acatcctgtt
  2201521 tgtaaaatac ttatttcgct aatggggaaa aaaccctttt tttagaccac cgataaccac
  2201581 aatgtaaaat caatgagtta gcagtagcta aaaaaatagg gtcagaacat aactcataat
  2201641 aaaaccacag tacaattcca caaaccatgt cataaaccac agcctataaa tatgtctccc
  2201701 ccctcgctgg gcaacaatcg aacaaagata cagaaccaca atgtaaaaaa gggtaaacag
  2201761 gtgccccccc tgcgcccata gcctttaggc taaggccttt tagtcagatt gatgctttat
  2201821 aggagcagtg atgcaacaaa gaataagcca gtggctggaa agattgggga tggagttctc
  2201881 cgatgtgatg tcattgacga tggtgattgg gctaatatta ttgatttctg tgatgatcca
  2201941 tctggtgcta caccgtgtag ttctggccgc cctccagcgc cgtgggcagc aatcgcaacg
  2202001 catctggcaa caggccatca caaaacacaa actgttccaa cgcgtagcgc tactgctgca
  2202061 agggatcatc atcaatctcc aggccgtact gtggttgcaa aacggcagcc agacgcaggc
  2202121 agttatcgtt accgccgcgc aggtgtggat tatggccttc gctctgctgg ctctattttc
  2202181 tttacttgat accttgctag ccctgctccg ccagagttca gttgctcatc aattacccct
  2202241 gcgcggtatc tgccaagggc tgaaactggt ggctgcgata tttatcggca tcatgatcgt
  2202301 ttcgctgttg atgggccgat cacccctgtt gctactcagc ggcttagggg ccatgacggc
  2202361 agtattgatg ttggtgttca aagacccaat ccttggtctg gtggccggta ttcagctctc
  2202421 tgctaacgat atgctaaaaa ttggcgattg gctggaaatg ccaaaatacg gggctgatgg
  2202481 cgcagtgacc gatattggcc tgactacagt aaaagtaaga aattgggata acaccgtcac
  2202541 gaccatccca acttatgcgc ttatttccga ttccttcaag aactggcgct caatgtcgga
  2202601 atccggtggc cgacgtataa aacgcagcat caatattgat accaccagcg tacattttct
  2202661 gtcagaacag gaacaacagc gcctcaccct caacccgctg ttacaacact acctcagtga
  2202721 aaaatcgcag gaactgaacc aatataatca gcagatagcc ctcgacctca gttcaccact
  2202781 caatggccgc cgcctgacta acattggaac gttgcgcgcc tatctggtgg cttatctgcg
  2202841 ggcacatctg gggatccatc agtcgatgac attaatggtg cgccaacttg ccccaacacc
  2202901 cgagggcttg ccgctagaag tttatgcttt taccaacacc acgatatggg cagaatacga
  2202961 aggtattcag gcagatattt ttgaccacat ctttgccgtg gtgagtgagt ttgatctgcg
  2203021 aatccaccaa acaccaagcg gtaacgatat gcgcagtatg cttgccaaag tctaacgaaa
  2203081 tcatttttac tggtaattat cctcagctaa ttgccagtaa atgtccccta cccgccactc
  2203141 tcttggtagc aacaataatt aatatgtgag gcccggatga ggatgaggat gaggatgagg
  2203201 atgaggatga ggatgaggat gaggatgagg atgattaaaa tttagcctgg cgatgctact
  2203261 cgacaacacg cctcacaatt aacacccctg aaaattgatt ggctgattgc tgtgagtagc
  2203321 gggctgattg tagcgtttat taagtggtat ttcaaagtat gtaatacgtc agacatggtc
  2203381 accctaatat gtgacgataa gccatatttt ctctctctga attacccaat attcaccgtt
  2203441 ccgctgccca tcaccacacc accacaatca atgagatcgc cagatctggc tgcagcctaa
  2203501 aaaaaaccag taggcaaatg acttttctac ttgagtcacg cgtgaagtag acttgctgag
  2203561 agataatgaa gataaagatg gcgataaata taaatagaat atggctggtg tactaatggt
  2203621 gctctgaaat ataaaaataa ttcagagcac cggggctact atttacagga tgatgcggtt
  2203681 atcactgttt gatattccgc ttttcaagtg ccgattccaa catgcgcttg gcatcaggga
  2203741 tagattcaat caactgaaga gtgagcaacg cttcaatcgt ggattctgct cccgagtttt
  2203801 tattcacggt agtggccgaa tcaataccat caaatgcgat cccggttacg gggtaataca
  2203861 tttgtgcctg tgccggatta tttttaaaga accacagcga taaatccacc gcgcgctcca
  2203921 gataaacggc gtcacgcgaa atctcccaag ctttgatatt ggcaaatacc atcgggcgga
  2203981 tgatgtaagc aatctgggaa aacttcttct gttcaatcag cgtgactttt tcaccctgct
  2204041 gccgaacggt aaactcattt aacaacccat tactgatcaa ccaaggatgg aaatgatcca
  2204101 gctcgttaaa ggcagcttta atcatatccc tatcgcccag ccggttaccc gcaaccaaca
  2204161 aagcataagc ctggctgtta ccatagccat gccacaggtt ttgccagctt aaaaaggcgc
  2204221 cattcaccgg tgaagatgta tccttaacct gcatcagcat gatgccagcc gccagtgaac
  2204281 gcatcatctt ttcaatttct ggttttgctt ccagcgcttg tgcatcgctc agggccatca
  2204341 acaatacaga ggcttggtca ccagcggtat ggggcagcca ctctggcacc gccacgccct
  2204401 ctttttcgcc acgagtctgt ttgaaattaa agtctttata aataacatcg atggtggcga
  2204461 aaatagtctc gcgggttctt tgcgccaacg cgttatcggt tttcaccagc gtaggataaa
  2204521 cctgagtcag cgcccataat gcacgccatg tccaccaatt tggctccgcc acactggttt
  2204581 tatactcttt attaatggaa tgatcagggt agataaaatt atagaagtaa ccattatctg
  2204641 cccgttgata cagaataaat tcgaccagcg attttacttt ttctaaatct gccgctgagc
  2204701 ctgttgcctg gtattgacgt tgataaaaaa ttgccgcgcg ggcgacatca tcaatggcgg
  2204761 atacaccttc gatgggatct ttaacccagc ggtaatctgg aaattcgcta tagatatgaa
  2204821 tcagacccag ttctgttttg ttcgccaccg tgaccttttg atataaggca tccagatgct
  2204881 cagcattaac cagcttcgca gaggaagaaa atgatgttaa accaatgata caaaccaggg
  2204941 tatttagtag tttcatatta tttctcttat tctaagttag ttatttatag ccgcttaaaa
  2205001 aatataatta attcctaact tgccaaaatg cgtggtggta tcactgtagc ttttattgtc
  2205061 gcgtacgcca cgatcccaga attttttgtc atgctctacc cggtagaaat attcggcaac
  2205121 caaatagact ctatcggcga taggatagct atagttaaaa atatattttt gagctttcga
  2205181 ggtttctcta taaccatctt gcccgccgat acgtcttaat tgtggttcca ttttaaacag
  2205241 gaagttattt ttacccatgt tccaggcaac ccaagggcga agttcctgtt ccaagacgtt
  2205301 tgctgttttg gtgccattat gattaaagtc ctggccttct ttacggaaca cctcgatacc
  2205361 gacgtgcaca ttatcggcga cccgataatt tacattaaca agtgcttcgt agaactggaa
  2205421 ccgtccatta tctgcaccac gggcatcttt atcttctacc agcattttta catcagtatt
  2205481 gacacttaag cgatctgata cctggtagcg gtaatagggc cgaaaaccat aaccatcgcc
  2205541 gccaatattg ttatcgccgc ctgtcgtgcg gtttttttcg tagcctgttt tacctaaata
  2205601 gatcccttcg aacataaacc agtgcttgtc gatacttttc gaccaggcgg ggcggatttc
  2205661 catttctacc atgcggaaat caactttatg attgctctca ttacgtgagt cgctggtaaa
  2205721 ccgtacctgc ttgagtaaaa aaccggtatt ccagcccgta tcgccaaaat tgacgcgccc
  2205781 atcagcaaag acaatttcat gcactggccg agagttagta ctgcgcccct cattgcggaa
  2205841 atgttctatt ttatattctg ccaaccagtt gccatggaaa taggcttttt catccttagg
  2205901 gatgcgcaca atcccaatat tatcatcgct gagttctacg acagcttcta tcgtctcacc
  2205961 accatctttt actattctga ttttgtcacc ggcaaaaaaa gtccggttat ccatgttatt
  2206021 agcgcttacc acatccggag aattatccgc ttgagcaaca gaacagatac ctgccatcag
  2206081 aaacaggggt aaatattttt tatgtttcat atgcattcca tgtaagtagg tggtattccc
  2206141 aatcgataaa taatgggaac tccacccaat ctaattgata ttaggttttt tctataaatc
  2206201 gagttaaaaa cgcaatttag attttctggt aattaaaatc cgctaaaagg atcttcaata
  2206261 tcaatccagt gcgcttccgc atcgctggca ccaacatata atcgccagcc gttgttaggt
  2206321 aatacaatta agccgcccgg aaaaataaca tccactaagt ccgggcgttt agttgcaccg
  2206381 ggtagaaaat tatctctggc tgcaataatt tttattggcg tatagttttt ggtgtccggg
  2206441 ttaaagataa atacgcccgg gtagtagtgt ctccttccat gttgatcgaa acaggcaata
  2206501 tgggaaagta acccaatggt gccatcgcaa agtaaatgcg tttcgttgac gccgccccat
  2206561 tcttcggaat taaactgctg ctcgaacagt tcggcgctgg tgatagtttc tggcgttagc
  2206621 gcctccaggt tgtttatttc aacataccca atagtgcctc taccgcctat tttaccttgt
  2206681 ggtcgggtaa ataccccgat gcgcccctgc tgaatatggc acaaacggat atctttcatc
  2206741 cccggtgggc cggaggcgaa acgcgttaat gagtgaatat ctcgcccacg gaaaaatacg
  2206801 gtgtgccaga tgagttgcct tgggttatca gggtgtggat taatttcaac cccgcccaaa
  2206861 ataagctcat cctcaatcct ggtgaaaaaa ggatcctgta attggaacgt cggtgcgttt
  2206921 tcaacaggcg cccattgccc ttgctgttca ctgaaaaaca caatagtcga atgctcggag
  2206981 tctctcgctt caacacgtcc ggcgatcaca acctgcccgg cagaggtaaa tggcgcggtg
  2207041 atgttataaa catccttgtc accgaccccc gtgaattcga gccgaccggt ggaaaaggtg
  2207101 ttgtgagccg tccgtttttg gtaatcggcg aacaattggg caacgctggc tggtggggca
  2207161 tgtctcatca tagaagcctt atttttttat cccgtaatta caccgacagg tgctgccaca
  2207221 gttgagccag cggcatttca gccaggcaca tacattcatc cgccgcaccg taatagaccc
  2207281 gtaggctatc gttctcaatg agtgcgccgc aggtaaagac gacgttacca aaaaagccgt
  2207341 gcagctcata aggagcctgc ggttgaagca acggtaccgg cgatttagca aggattttag
  2207401 taggctgttc caggtctagc agcagcgcac cgagagaata gcgttgggtc gcatctaccc
  2207461 catggtaaat ttgcagccac cctttttctg ttttcagcat ttgcgccccg ccccccagtt
  2207521 tcaaggcatc ccaagggtct tgcgatgtcc ccagtaaatg ccgatgatct ccccaatgca
  2207581 gcagatccag agagctggcc agccaaatct cgggtttacc gaagtgttta ggtgccgggc
  2207641 ggtgcaacgt catatattta ccgttgattt tttccgggaa cagacacgca tcgcgattat
  2207701 cagggcagaa aatcagcccc aaacgcttaa cgtcggtgaa atcctgggta accgccagcg
  2207761 cggtgcaaat gccctttgct gacactgcgg aatagttaat atagtaagcg ccgtcgatct
  2207821 gagtaatgcg agcatcctca caaccaaaag cttcatcacc gttggccggg aagataaagg
  2207881 gttgatcgtc aacgacgaaa gtaacgccat catggcttct tgccacacga agatgggaga
  2207941 gagatgtcag gtacacggtc gatggatcgg caatatcact gatcagccga ggatcactaa
  2208001 aatcgtaggc ggggtcatcg tgcttaaata cccgcgtggt cacctgccag tgcccggaaa
  2208061 tttccataag caaaggcacg acggtaatac cctcactttc agggataacg ctctccgcga
  2208121 tacgaatcaa cataatcgtc tcatcgccca gtttggtaat gcccgcatta aaggcgcatt
  2208181 caaccttaaa tcccggatgg cttggcgtaa tatcctgggg tgtgattaac ggattgccgg
  2208241 aatacctcat cattatggtc ctctatataa atagcaatat cgtggtgagt catttcaccg
  2208301 cgttttcgag tatcaaatac tttcgattat caaataattt cgagtatcaa ataaaagcat
  2208361 ttcacgtcac tatttcatat cagtcatcgc gtcagccccc tactttaatg atagggacat
  2208421 gccctgcatg aaatatttac ggaataaaat aaacagtacg acgatcggga tggtctgaat
  2208481 gaccgcacca gcgatcactg gcccaacata aacgccataa gatttgctga atgtggccag
  2208541 taataccgag agcggcattt tgctttcatc ctggataaca atcagtggcc ataagaagtt
  2208601 gtcccatgtg ccgacaaagg taaacaatgc cacaatggcg ataattgctt tattcagcgg
  2208661 catcatcagg taaatcataa tttgccacag actagcatta tcaattttgg ccgcatgaat
  2208721 ataatcattc ggcgtcccct ggaagctctg tgaaatcata aagatccccc aagaactcat
  2208781 gagaaaagga acaatcatgg cgctataggt gtttaataac cccagttctc tgactaaaac
  2208841 gaattgcggg atgataaaca tcgacgcagg gaaaaccatt tgtaaaaaca gtaaattcct
  2208901 aaacagggac tggcctttaa attgcatttt tgccagcgca aatccaataa acatggagct
  2208961 aagggtaacg gctaccgtca ctactgttga aataaagagt gagttaaata gcgtctttaa
  2209021 aaaaggtttt tccacccggc cactgttttc aaacaaaaaa cggtaattat cgagtgagta
  2209081 agcgctacca aacagcccgg tagtataaat atcggcagac tgtttaaagg aagaaagcac
  2209141 catccagata tagggataga gccacgaaag cgccagagaa aacataacca gatggataat
  2209201 taaactgttg atgttttttt tcatttaaac aatctctacc tttctttcca gcaattttct
  2209261 gacacccaag ataattccaa aactgatgag cgcgataaag attgacatgg tcgctgccca
  2209321 acttggttgc atcttcataa acgcggtttc atacatcacg atcattggcg tggtggtgct
  2209381 attaagcggc ccgccaccag taatgagata tggctcggta aaaatagcga aggagaccgt
  2209441 aatggctaaa accagcacca taattaattg cgggttgatc atcggtaatg tgatatggaa
  2209501 caagcgctta atggtgcgag tattatctaa ttccgctgct gaataaattt ctttgggaat
  2209561 actgtttaac ccagaaaaga gaatcaaccc gtagtacccg acaaatttcc aggtaacgac
  2209621 caaagcgata gataacatgg cgaagtccgg gctggttaac caaggcagcg taaatccaaa
  2209681 ccaatcatat aagaaggtat tcagcggccc attctgacta aatatcttag agaacacgat
  2209741 ggaataggcc acgccagatg agacgttagc cagtaaaaaa cttaatgcaa caaaggtcct
  2209801 gccatgtttt aatttctgta aaccaaacgc gaacaggaat gaagagataa atacaatggg
  2209861 caagtaatac attaagaaac gcatcacgtt cagcatcgat ttccaaaaca aaggatcttg
  2209921 cattaccaga ataaagttat tcagaccatt gaacgtagga ataccaacaa aacgccactc
  2209981 agttagcgat aaaacggcga gccaaataaa aggataaaac cagaatatgc tggtatatcc
  2210041 cagataagag gccgctaata cgctgcctac ctgtttatct ttaagcttta aaaaagtcat
  2210101 aatgaaaggc cacctggctc actttgatgc agaaagcaag aaattaactc attcttactg
  2210161 ctaggattcc aaaatattag gactttaaaa tcctagcgtt ttaaaatctt agggctttaa
  2210221 aatcgcgttc acttctttta ttgactgttg caatgcttca tcaggcgttg cagtattaaa
  2210281 cgcggtcttc tcaatcattt gtgtcatgct gcgttgaatt tccaccgttt caccactgga
  2210341 aaccggaggt atcgccacgt tgacatattc agcgtaggcc gcggcatacg ggtgttcctg
  2210401 ataatattcg gcaaagaaag gattggtgag caaatctgcc ctagcgggtg gcataccggt
  2210461 caattccatc caacgtttat cgaatttggg ctggctgaat acccactgga taaactccca
  2210521 cgcctcgggt ttaacctttg aatgactaaa cagcaccagt cctttaccat cggcgaaagt
  2210581 atgtggttta tcttgctgct ctttaaccag catcggcccc atttttatgt gctttaaaat
  2210641 ttccggatat tgttgttggt agcggctaat atcccaagga ccgcgtactg cgcccaatac
  2210701 tttaccggtg actaatggat catcctggcc aaaatcataa agggtccatt tttttgaaaa
  2210761 gagtgtgtgc ataaagtcca gaacgtcacg accggcctgg ttatcatagc tggcttgctg
  2210821 attggcgata taaggcttgc catcactttg ggcataatag agggcaataa aatcaaacca
  2210881 acggtcccac cagttacggc cagaagtagc ttgtatcgca taacgtttgt ctggaatggt
  2210941 gtatttttcg gagagtgcgt aaacctcgtc atacgttttt ggcacctcgc taaagccctg
  2211001 ctcttttaat aaatcgccac gccaccaaaa gagtaccggg ttcatataaa tcggcaggat
  2211061 gtagtttttt ccgttatagc gccaattatc cataatatcc gtcatctgac gggtactaat
  2211121 taagttttca tagccatcca gcgtcgagag atcaacgacc tgccctaagt cagcaagctg
  2211181 agaaccaaag ccggtaaaaa tattttctga gatatcaggt gcgcgatcag aagcaatcgc
  2211241 attcattatc gcctcttcag agctgcccgc tgccgggatc gttgagaaga cgactttctt
  2211301 tttatctggt tgtttattcc actccccaac cacttcgctc cagaatgcct cttggacatt
  2211361 gttcggcgct atccaaagcg tgatgtcctg tttttcattt ttagccgatg ccgtatcatt
  2211421 gtcacagcca gtaaacacca cacaactgga ggcaattgcc aatgaaatca gggtattctt
  2211481 cattttttct aacattattc tattcccagg gccgttgttg aaagaaaagg ctggaagacc
  2211541 aattttaacg ttaaaataaa atagcagcgt aatttcgata atgatgtgaa gtatttcaca
  2211601 tctcatcatt ttatgtttaa cgttaaaatc gtgacgttcg ttcaaatttt aacgttaaaa
  2211661 ttgagataac atgctattcc tgaacggtga ggtttgatca tttcacaaga cggagggggg
  2211721 tataatacag gcagtttgtt tagttcttct tcccggagct tttaacatga ccactggtaa
  2211781 aaaaagagaa acgcttaaaa ccatcgctga aacgcttaac gtaacgcata caacggtctc
  2211841 gaatgtgttt aatcggccgg aaaaagtatc gcctgaattg cgagagaaaa ttttagccta
  2211901 tgccgaatct ataaattatc acggtcctgc aggtgctggc cgctttctgc ggaccggaaa
  2211961 atgtggaacg cttggggtca tctttaatga caacctcagt tatgttttct ctgatcgcca
  2212021 tgatattgcg ttgatgcgcg gtattgccga agagtgcgaa aagaatggta ttaacattgc
  2212081 actgatgcca ttaaaaacga ataacgcgct aaaaaaacgg atgatgggtg cactggtcga
  2212141 tggttatatt ttaaatgcga cctataacaa tgacgaagtg gtccaggcgg cgttgaccag
  2212201 tggcttgccg gtcattacca ccgatatcaa actccagaat ttcacctgtg tttcgataga
  2212261 tgacggggct gctatgcagg ctatttgcca ccacttgttg gcagccgggc ataagaaatt
  2212321 cggtattgtc tctttccctg tgaaaaggct ccccggcgag ctaacatcac tggctgaatt
  2212381 ctccactgac tatgacaatg gtgtggcttt cgggcgaatt agcgcctgta taaccgcgct
  2212441 gtctgacgct ggaattgatt tgcataccag ttatgtcgcg gaacaaccgc acagtgaaac
  2212501 cgggggcgaa aaagcggcca aagcgctgct ggcaaaggaa ccgggtattt cggctattat
  2212561 ttgtttatct gaccgttttg cattcggcgt ttatcaattt tgtcaagacc acaatattcc
  2212621 cgtgccaggc caaattgcca ttaccgggtt tgacgatatt gatattcagg atccgccggt
  2212681 tggtttaacg accattcgcc aacctaccgt tttaaaaggc cgtgaagccg caagggccct
  2212741 tatttcaggc caattagaca atgatatatc tttagatttt gaacttgtcg tccgtgattc
  2212801 agcataatca gattggaaag gaaatggaaa aattaacctg ttttaaagct tacgatattc
  2212861 ggggaaaact gggctcggag ttaaacgaag agatagccta tcgaatcgga cgcgcctatt
  2212921 gccagtggct aaaaccagcc aaagtcgtgg tgggtgggga tgcacgggca accagtgtcg
  2212981 aattaaaaaa cgccctggca aaagggttaa tggatggcgg tgcggatgtc attgatatcg
  2213041 gcatggtggg gactgaagaa gtctatttcg ccacccgctt ttatggtgtc gatggcggga
  2213101 ttcaggtgac ggctagccat aatccgattg actataacgg gatgaagtta gttaaaaaag
  2213161 atgcccaacc gattagcggt gataacgggc tgtatgaaat tcagcggctg gcacaggata
  2213221 atcattttgc gccacctggc gtcaggggcc agcttgaaac ccagttggtc cgcgaacact
  2213281 atgtcgagca cttattaagt tatatcgatc tgaatgcgtt actgccaatg aaaattgtgg
  2213341 ttaatgctgg caacggcgcg gctggcccca ctcttgatgc actggaagct gcgctggcaa
  2213401 aacgtaaggt gccaatcagt tttattaaaa tcaaccatca gccagatagt agttttccta
  2213461 acgggatccc aaacccgatg ttgccagaga atcagtggtc aactcggcag gcagtttgtg
  2213521 agcatcaggc agatttaggc attgcctggg atggggattt tgaccgttgt ttcttcttcg
  2213581 accaccttgg gaattttatt gagggctatt acattgtggg gctgctggca gaaaaattcc
  2213641 tgctcaccaa taatatgggt aaagcgactc acaatactga caaaataatc cacgacccta
  2213701 ggttgacgtg gaatacgata gatatcgtac agacacttaa tggtacagca atcgaatcta
  2213761 aaaccggcca tgcctttatt aaagatgcca tgcgccacca tgatgccgtc tatggcgggg
  2213821 agatgagcgc tcatcactat ttccgagagt tcggctattg cgacagcggt atgatccctt
  2213881 ggctgttagt catcgaatta ctgtcgaaaa aaaccacgtc gctgttttca ttaattgaat
  2213941 cccgcaaggc gaaattcccg gtatcgggcg aacttaattt caccgttagc gatccaaaaa
  2214001 ctaaaatcca gcagataaaa cagttttacg ctgatagtgc catccacgta actggaattg
  2214061 atggccttag tatggaattt gaacactggc gttttaattt acgctcatcg aatactgaac
  2214121 cacttgtgcg tttaaatatt gaaactcgtg gtgatgtcac acttctggag cagaaaacag
  2214181 cgcaattaac tcaactgctt tatccaaagt aattaaagtt gcaaataacc tttcgttaaa
  2214241 aactaataaa atcaacctcg cgttcattat tgaacgcgag ggtaaatagc agcatattgt
  2214301 tggagcttat aatggctagc gtttctctcg caaatgtcgt gaagtactat ggaaaaatta
  2214361 aaacgattga taacgtcaat cttgaaattg catcgcggga atttattgtc ttagttggcc
  2214421 cttctggctg cggaaaatct acgttattaa gaatgattgc agggctggag gacgttaaca
  2214481 gcggtgaaat taaaatagaa gataaagatg tcacccaaac taatgcaggg gcacgcgggg
  2214541 tatcgatggt atttcaatcc tatgcgcttt atccccatat gaccgtgcga gaaaacttgg
  2214601 cgtttggtct caaaaatatc aaaatcccga agcaagagat cgccgacaga atagctaatg
  2214661 cgtcaaatat cctgcaactg gataattatc ttgagcgcct gccgcagcat ttatccggtg
  2214721 gccaacgcca gcgtgtcgct attggtcgat ctattgtcag tcgatccaaa gtatttttat
  2214781 ttgatgaacc tttatctaac ctggatgctg cgctgcgtat tcagatgcga caagagatcg
  2214841 gcaaactgca tgaacgctta ggcaaaacca caatatacgt tacccatgac caaacggaag
  2214901 ccatgacatt ggcggaccgg atagtgattt taaaccaagg aagaatagaa caaatcggga
  2214961 ccccggaaga agtttataac catccagcca atctttttgt cgccggattt attggtgccc
  2215021 ctaaaataaa tctatttaat gcagtttatg agcaggatgg ctacgttaat attaatggac
  2215081 tccgcttttt tattccgcga ttggtgaatt tggatttggc aatgggcgcc gtactgactt
  2215141 tagccatccg ccctgaacac ttctccttaa ccaacagcac cgaactgagt ctggcagtga
  2215201 agacagacat caccgaaatg cacggagatt ccacggtggt gctatttagc tcaacagagc
  2215261 acggcacgct acaaatgaaa gtcccctatc aactgaaact ttccgttggt gaagatgtta
  2215321 ctattggcgc gtcctgcgaa catattttag tctttgatga gcacggtcag gcaatacacg
  2215381 gcgagtcata gcaggtttag gcgtgtgtca ttcctgtata tttccggaat gacactcaga
  2215441 tcgcatcttg caaagcatca ttcaaaaaca ccctatttat aaaccacatt cccacccgta
  2215501 tccggcttgc catcagtatt actggcacca tttctcgcca cttttatctg gtgtcaccaa
  2215561 cgctgttccc ttgttttgat cgggcgcaga atttatcagc ttacccccgg tgggatcatc
  2215621 aactggatta gggaatacag tcattatcag gttgattatc tatcaaacgt tattgataac
  2215681 aaggaggctt tggctgaatc gctgtaggta ttccagagtt cttctgtgct gttaaatgcg
  2215741 atgataacgc ctctgtccat aaaggaagtt attagcatga cattatgaat atctgtatct
  2215801 attgccttag aggtaaaatt aagcagccat gccttttggc ccttatctac aattacactc
  2215861 tctgccgctg gttggtagtt gcgcatcgca tgtaacaaca agtctttata accatctaat
  2215921 tgttcaatct taagtggtaa tatgcccacg ctcatagcta agtttaccgt ccctcgctca
  2215981 ttggtaaaaa ccacttgagg gcgattatct gaagggtatt tatatttttt catcgtctca
  2216041 tccatacgaa gaaaaccttt aggaatattg agagatatac cctgttcagg aatctgctgg
  2216101 cgttccataa gtatctgagc ttgggcttgg attgaaaaga caagaccaat cgcgacacta
  2216161 aatatcccct taagtgcttt tttcatagat ttgtagtcca agataaatag gcttatttaa
  2216221 tggcaattat gatgcaacaa agtgtctaag ggaaaagaaa cgattcagac tgatcttccc
  2216281 cgccatcatt gtcagcataa caaaatgatc aagatcgtct tccgatatct tgtctgcgat
  2216341 ctctttggcg acaatacccg taatacccgc tttaacaccg aactccagaa cttgcttcgc
  2216401 tatcagactt cggcagggtg cagcgatacc acatcccttg agagccagac ccagcgcatt
  2216461 attctctacg atagttataa tgttcaggaa cttgatagtc ttcagggaaa gaaaattctt
  2216521 ttgtctctct gataaaaaag tcaatatctt caactgattg ataaaaaacc ccataaatag
  2216581 acatcataaa aaccctgata tctaaaagag ccgctctcat accttcagaa acggccgcat
  2216641 gggtggtgct gtcggcgtgg ccttcgttat tggccccgac cagcaagccg ttggccatat
  2216701 tgccaacaaa ctgactgccg atattccccc cggtactgat accgacactt tgatgttcaa
  2216761 ccttgaaatc ggcttgatta tcgatatcac tgaagcccag tgtcccggta tccagcgtgt
  2216821 ttttatcggc cgtcgccgtg ctgccaatca ccgcaccgtc aagctgggta ccctgtacag
  2216881 ttttgcccct tgtactcctc agcggcggca acgacctgta tctgcgcgtt ctggtacttc
  2216941 tcttcctgtg acacaccaaa gactttgttc tcgattatgt cactcagcgc attattctcc
  2217001 acgactgagt ttaactataa atatataaat caatagaact ttcagctcca atactaccca
  2217061 aaaaacgatt tgtttctgct gaccaataga tagatggttt ttccccattc tctatttcga
  2217121 tcaaaagaga aaaaatgaac gtaacactat atttctcttt tatttcctcc aaagcatcaa
  2217181 ttttacattt taatgaagac aacaattttc ttgtttgctc atctacatca taggactctt
  2217241 ctttctctgt acagattgac cagctagtct ctgtgctcgg tctttttctc gttccgctga
  2217301 tgacaccttt tagatgaacc tccataggtt ctatctgtag taaagtagtt atctcattgg
  2217361 gatcaaagat atcaccgcaa atggaaaact ctgctttcac tgttgtttta ttcatgtaac
  2217421 gatcctactt attaataaat tcgccagtcg gaataccttc accttttctg aaaatccaca
  2217481 actgtccgtt atctttatca acataaatgt cataaagctt tatttcggct ttagcactga
  2217541 ggaaatcttt tttgatctaa tgagcatcca caccattatt tttcaggaac ttatcatctg
  2217601 caacttttat attagatggc ttctctgctc tattatcatg cccatcactt gtcatatgat
  2217661 ctggcaagtc aaataccaaa acaaaaacca gcaacctact ccagcagagc caacctttaa
  2217721 gcatttaaat acatcttctt tagatatatt aaatggcaat tgataaaaaa taacaaaaaa
  2217781 caattcaatg ataactttgc ctatgagtac agctaacacg acatttacta tgcaagatgt
  2217841 taataagtat acaaatagaa gaaaccatct tagagtttga agcaagcccc agccaaattg
  2217901 gccgggcttg cttcatcacg ggtttcttaa taccatttta cattaaaatc agctaattga
  2217961 ttatctagga attgtttttt ctcaaaccaa taatcaaaaa cctcagcccc ctcactacgt
  2218021 aaaatcaggt aaaaacctcc tgtttcaccc ttagtgtcat caatgagttg gatttcccat
  2218081 ccaacatatt caccatcatt aacgatgcct tttttcaaga tcattttgct tccttaatct
  2218141 ttataaggaa catgattgtt agaaatatac ttacctgttt caggattttt tacaccaaag
  2218201 tgtacatgtg gaacccctgg cgcatgagcc ccatcaattg aacctgagtc aatcctaaat
  2218261 tcttttgttc catccgcgct atggtaaaca ccagatcctg acttaccgat ctctttatat
  2218321 cctgttccta agaattttaa accagcagcg agtgcttcat ctgaagtcaa tgttgtcgaa
  2218381 ctggtaaagt ttttcttacc cgatagagtt tcattgataa cagtatctat cttaccgtta
  2218441 gggttttctg aaagataaac tatgtctttc ttcgtgagag gatccgcccc cggatttacc
  2218501 aacacattcc cacccgcatc cggcttgcca tcagtattac cagtattagt agcaccctga
  2218561 cctgtagatt gatcattacc tgtatgatct ggcgaattat ccgctatttg attgcccccc
  2218621 gtatcggttg gacccgaccc agcgttctga tcaccaccgg tatgagcagg tgcatattta
  2218681 tcctgaagcg aattcaggta tttttcggtg atctcatcat tgcccatcat cttcagagta
  2218741 acaagatgat caagatcgtc ttccgatatc ttgtctgcga tctctttggc gacaataccc
  2218801 gtaatacccg ctttaacacc gatctccaaa acttgcttcg ctatcagact tcggcagggt
  2218861 gcagcgatac cacatccctt cagagccaga cccagcgcat tattctccac cgcatttttc
  2218921 ccagcctgcg cacccgcaac cgcgtcggcg ctgctgtctc ccgtcaagcc ccccgccagc
  2218981 cctgccgcta atgtacttaa cgcgctgatg gtctgttttt ctgtctcgct gagttcgcta
  2219041 accattttcc ccgggtacaa ctgctgcatg attaaatcag ccgctatctc acccgtcaag
  2219101 gcacctgcgc ctcccgcaac cgcactattg ccctgtagat gtgccagaac agaaccgacc
  2219161 accgcatgtg ccgccagtcg cgcttcttcg ttatcacccg tgctttgctt aatcacttcc
  2219221 gccagatacg gcgcactgcc tcccgctatc gctttggcta tatctccgcc cgccagcccc
  2219281 tggagggccg ctgtcgccgc ttgtaccgtc tgctggaatt tacccccggt gccgtaaccc
  2219341 gacgcattga atgcctgatc ataggccgtt ttataaacct gaccgttgat atcctcagcc
  2219401 gttgcaacct gacccggatt ggctttttcc cagttggctt tcgccgcctc acgatcagcc
  2219461 tcactcaccc cctgcatttt ttcattcgcc gcctgggtgg cgataatctg cccttgcgtg
  2219521 cggaacacat cacccacctg actgcctatc tcgccgataa gctgcgcttc cttcagccgg
  2219581 ttttgttctt tctctttatc aaagataggg gaaagggcat tgttggcctg ctccacatca
  2219641 cggctcaggt catcaacatt ctgctgctgg ttatccgtgt cgcgcaccgt gatcgtacct
  2219701 tcagaaacgg ccgcatgggt ggtgctgtcg gcgtgacctt cgttattggc cccgaccagc
  2219761 aagccgttgg ccatattgcc aacaaactga ctgccgatat tccccccggt gctgataccc
  2219821 acactttgat gttcaacctt gaaatcggct tgattatcga tatcactgaa gcccagtgtc
  2219881 ccggtatcca gcgtgttttt atcggctgtc acggtgctgc caatcaccgc accgtcaagc
  2219941 tgagtgtgtc cacctaccgt gatatcaaag ccgcccgaac cggcaaagat acccgtctgc
  2220001 tcctgcaccg agtcaaagtt gctgttcagc ttgtcctggc tgccattgat actgatactg
  2220061 cccgtcatgg agccagggct gaaactgccg ccaacactgc tactttgctg cttcgcatca
  2220121 tagttatcgc tgtcctgctg gctttgcagc aacaggtcgc ggcccacctc caccttcacc
  2220181 gtttcgccgc tgacctgcgc accgaccagt gaggtatcgc taggcccaat gccgatcagt
  2220241 taaggatcgg ttgaacgaga tccttaactg atcggcattg ctgcatagca ggggttttct
  2220301 atagacaata attatcctcc ggcatagtcg ggggataatt attcaaggtt taggatctga
  2220361 cggtggagac tttcgagttt tgtattcatc tatcttggca aaaatccatg atcctactcc
  2220421 tccagatatt cctgcaatag cactcagtac actcgtttta acaaaatctt gcatatctaa
  2220481 agttagagtt cctaaatata aaaaacttat cgagaacctt attattattc ctaaacaaaa
  2220541 aaatacagcc caaccgtata agatagctaa tatcaaactt tttactgtca gttctctttt
  2220601 cattttttta ttctctaacg tattaatggc atctttagta gcactatttg ttgcttcata
  2220661 tgtaaatgca ctaccaactt ccgcccacaa gccttgtagt agctcaaact taatctgacc
  2220721 ccctgcccat taggcgcacg atattcaact ccaccacgag atagttcatt tcgcaccgtg
  2220781 cctgactcat ttagaaggtc ccgaataaag ttttccgctg ctgcattttt ctaagcctga
  2220841 ttgcccttca gaggctcgaa tgttcctcct ggcctactgg catgtttttc ccatgctctg
  2220901 gcagcagcag acactccttg attattgatc ggtttgttcg ctgatgtgat ccgatcatct
  2220961 atctctgagt tagtgaaatt actcccattc tgtgacggtt tattatcctc attattccga
  2221021 gcattatctt catcttccgg cccatgaccg ccaggagtta cccgatccag caccacccac
  2221081 atcagcttta tcctcgtccg tcagatcctg ctccacattc ggctgacgtg cgttttcttc
  2221141 acgaaacttg ttcggatctg agccattatc cacatcctag gcttcatttc tgcctgcacc
  2221201 attaatggac gtattcggta ctgcaacagg tggcggaacc ggtattggca ccgccagcaa
  2221261 gttattctca acaacaactt ctgaagctaa aaaggataat cccggatcgg tgtcgggatc
  2221321 ttactgttat tgcttaaatt taatcgattc ttgatctaaa taagtttgcc agtttctaaa
  2221381 taatcgctca gtattttccc tatggctatg agcattagga tcatagccat cactgacagg
  2221441 catatatgca acaaaacttt caatcgcctc agggtaatca aaatcctcat aaatagtctc
  2221501 aaccattttt aatggttctg agtagttatt acgattagta aataaccata gcaatataat
  2221561 aaaaagccat ttttcttgag ttgcagactc atcagcatct atacaacaca ttgataaatc
  2221621 atctaaaatt aaacttatct catgagtatc cattttactc ttaaaagaca actcaagttc
  2221681 tagctgtgac gcctcaccta atgacaccaa atgttcagca tgttttacaa tcgaatgcca
  2221741 tccgattaat ttcttttcat aggcccactt aatatcaaac catgacaatt taatgtgact
  2221801 acaaataaat tcatatgata ttgaaagcat atccatatta tttcaccttc ggtgcttttt
  2221861 ggtttggtat tccggttatg ccaacacctt caataaagcg ttggtgcgtc acatttcctg
  2221921 tcttatcata gatatactca aaaactccat ccttgccatt aaaggttcct ttagtctgca
  2221981 atagtgaacg cttcacacca tccccaccag taatattgaa tacctcacca gccattaatt
  2222041 gttctcggtt taaatagcta gcaccacgat ggctaggatc tggcttaaga ccactaccaa
  2222101 cgcgttgagc gtcaagaatt ttatcaacaa ccgaagactt tattaatgta ttcgcagttt
  2222161 tacccaaaac agcaattgca cgttctaaag gtaaagaact caataacgcc agagcatagt
  2222221 ctttagtcga ttctgcttga agcaacgcca tcacagtatc tgatgcaggg gtattttcca
  2222281 gaattgcttt aactacatct tctggcaaat cacctttcaa ataatgatcc cgaatagctt
  2222341 gtttttcttg cacagtcagc gtgttatcgg ttgaaagctc cctttctaac gaacccgccc
  2222401 cttcaaaata tttcgcacct tggctaccaa atatatctcc aaggctaccc agcgcattat
  2222461 tctctaccgc atttttccca gcctgtgcac ccgcaaccgc gtcggcgctg ctgtctcccg
  2222521 tcaaaccccc cgccagccct gctgctaatg tacttaacgc gctgatggtc tgtttttctg
  2222581 tctcgctgag ttcactgacc atttttcccg ggtacaactg ctgcatgatt aaatcagccg
  2222641 ctatctcacc cgtcaaggca cctgcgcctc ccgcaaccgc gctattgccc tgtagatgtg
  2222701 ccagaacaga accgaccacc gcatgtgccg ccagtcgcgc ttcttcgtta tcacccgtgc
  2222761 tttgcttaat cacttccgcc agatacggcg cactgcctcc cgctatcgct ttggctatat
  2222821 ctccgcccgc cagcccctgg agggccgctg tcgccgcttg taccgcctgc tggaatttac
  2222881 ccccggtgcc gtaacccgat gcattgaatg cctgatcata ggccgtttta taaacctgac
  2222941 cgttgatatc ttcagccgtt gcaatctgac ccggattggc tttttcccag ttggctttcg
  2223001 ccgcctcacg atcagcctca ctcacctcct gcattttttc agtcgccgcc tgagtggcga
  2223061 taatctgccc ctgtgtgcgg aacacatccc ccacctgact gcctatctcg ccgataagct
  2223121 gcgcttcctt cagccggttt tgttctttct ctttatcaaa gataggggaa agggcattgt
  2223181 tggcctgctc cacgtcacgg ctcaggtcat caacattttg ctgctggtta tccgtgtcgc
  2223241 gcaccgtgat cgtaccttca gaaacggccg catgggtggt gctgtcggcg tggccttcgt
  2223301 tattggcccc gaccagcaag ccgttggcca tattgccaac aaactgactg ccgatattcc
  2223361 ccccggtgct gatacccaca ctttgatgtt caaccttgaa atcggcttga ttatcgatat
  2223421 cactgaagcc cagtgtcccg gtatccagcg tgtttttatc ggctgtcgcc gtgctgccaa
  2223481 tcaccgcacc gtcaagctgg gtatgtccac ccaccgtgat atcaaagcca cccgagccgg
  2223541 caaagatacc cgtctgctcc tgcaccgagt caaagttgct gtgcagcttg tcctgactgc
  2223601 cattgatact gatactgccc gtcatggatc cagggctgaa actgccgcca acgctgctat
  2223661 tttgttgttt ggcgtcatag ttatcgctgt cctgctgact ttgcagcaac aggtcgcggc
  2223721 ccacctccac cttcaccgtt tcgccgctga cctgcgcacc gaccagtgag gtatcgcggc
  2223781 cactgtacag cgacagcgtg ccgccgctgt caagggtcgt ttcagtccag gaggtaccgt
  2223841 cgccgtgctc acttccctga cctttattgg cgttggcaaa aatactcaga ccactgctgg
  2223901 ccccactgat gcccagactg acaccaacac tgccgccact gctgctgttg ctgccgtcgg
  2223961 ttttttgtgt gttagcagcg ccgagtagca gcacatcacg cgccgcatcc agcgtggtat
  2224021 cgccaccggc ctggagctgg ctgccttgca ccacaatatc gccgctgttt gccgcattcc
  2224081 cctcaccggt ggcattgatg gtcagattgt tgcctgccgt cagcgtcgag cccgtcacgt
  2224141 gggtctgttc ctgatgttgc tccgaggacg atttttgtga gcccaaggac gcactgatgc
  2224201 cgaacatgct ggcggcatcg cccccctccg cctgcaccaa ctgcccggcc tgcaccgcct
  2224261 gcacgccatt gagcgccgct ttaaccccct gcaatgcccc caagcggcca ctgctctctt
  2224321 cgctggccgc tttcgcggtg gtcaccgcgg tattgacggc actgcccacc gcaccggaca
  2224381 gtgccagtgt caggccgctc tgtttttgct cgacggtgtg gctctgggta agctgattct
  2224441 ccgccgccag aatactgaca tttttacctg tcagattgat gtctttaccg gccaacacct
  2224501 cggcaccttg caccctcagg tcttcaccgg cggtcatgct gacattgccc agtacgctgc
  2224561 ccaccgtgct gcccacgctg gaaatcgatt gaccagaatc ggtcattttg gtactgctgc
  2224621 tgcccaccgt gacaccgata ccgccggtgc tcatcaggcc cgattttttc tgttcgaaca
  2224681 ggtgcgattc gctctcgctc tgctgcgccg tgccgacggt aatgttctcc tgcgcacgca
  2224741 ggctgatatc ctgatcggcc accacgttgc tgcccatcac cgcgatattt ttaccgctga
  2224801 catcaataga tcccgccgag agcatcgagc ccaccgccag tgtctggcta agactgtctt
  2224861 cggtgcgtgt cagggtgctg gatgcaatcc ctttgctgag accggtatga ttgcgctgtt
  2224921 cgtcatgctg ctcagtctgg gtggtcagga gcacatcccc gcccgctgcc agtgtcagcg
  2224981 cgccatcggt ttgtaccgca ctggctcgca gggtgatgtc ttgcgccgcc tgcaaattga
  2225041 tatcgcccgt ggcattcaac tggctgccaa gcagggtttc atcatagagg ttcaccgagc
  2225101 tggtatgccg cttgctcgac gattcgccgg taacgtgcag gctgtcggtg gccgcgctga
  2225161 ggctgatgtt ctgcgcctgc acctcaaggg tagcggcatt aatgttggcc cctaccgccg
  2225221 tcagattgtc gacgttggcc gtcagcgcgc cgccgacatt cacttcactg cccagatggc
  2225281 gaatatgctc actggtcgca ctgccacggc catcatgggt gcttatctgg tcgcgtgttt
  2225341 gtaccgtctc cagttgccag tcgccgccag tcgtgacctg cagatcctga ccgacattga
  2225401 ggcttgcgcc ttgcatgata aaatcacgcc cggtattaat agtcgcatta ttgctgacat
  2225461 tgatgctggc cagcggcccc aagatcgttt gatcccgcga gactgcgcca ttgtcgctac
  2225521 tgagctgcgc actgtcggtg cgcaatatca catcgcggcc gctgtccagt tgcaggttgg
  2225581 tggcattgat ccgcgcgctg gtcaggtcga tatcgctgtt cagtgtgctg agctgcatat
  2225641 cgccgcccgc ctgaagcaag ccaccacggt tattcagcgt gatatcttgc gccatgctga
  2225701 ttttcaggtc attcgtggcg gttatcgccc ccgcattggt gaacccctga acctcggtca
  2225761 ggctgatatt ctctgccgcg atcaatgccc cgttggcctg cagatcgccc ggtttaaccc
  2225821 ccgccagata gaccacgggg actaatacgg tttgcccggc gacgtcacgg gtttccatca
  2225881 gcacgatatt gtgggtcagg gccgccatct gctccgcact gaggtgggtg ccgagggcaa
  2225941 tattgaacgc cttgctgtac tcaaggcccg ccgcaaacag tgcctcgaac tgctcttgtg
  2226001 cactgcggta atcactggcc accgcctggc cggtcaacgc cagcacctga tcccgcacca
  2226061 gccgctgttc ataggcgtta tcccccagac gtttgaatat cacgtccggg tcattattca
  2226121 actgctggag cacgtaatct gacccgcgcc agttattcag gttggcaaac gccgggtggg
  2226181 tttcgatcag ataaccgcca ccgccgacgg tgtggtcggt tgtgaactga tacagcccgc
  2226241 cattcggctg tgtcagagag atcccgttaa attcgaccgc cagatctttg ccgctattat
  2226301 cgcgatcggc aggcggtgcg atggcaccgg ggttggcccc attgttaatg gtcgtgccac
  2226361 tgccgctgag tgtttttgcg gtaaaacttg aggcatattc actggtggcg cgctcactga
  2226421 cttcaggtcc ccactcacgc gtccacaaac cgcctttgta ggttcggtag cgccagacac
  2226481 cgctggaggt ggtctgctcc atcaggcgtt gctggtcacc ccagccatcc tgttgcaggg
  2226541 tgacgccggt gagatcaatc tccccctgtg cactcacttt gctccagaaa ttctccagcg
  2226601 tgcccacctg cggtgtcagg tttccccccg ccagcagttg cgcttccggg ctgatctgat
  2226661 cgatgccgtt ataggcgata accgacgtat actctgtgcc gatataatcg ctgttatcgg
  2226721 caccgccatc cggcggttca gcatagcgcc cgcctggaat atcggggttt tctgccgtcc
  2226781 agacagccgt gcctgtcacc gtatcggcca cgataaagtc ggtgttggcg gtcaaaatat
  2226841 ggcggctgtt ggtcagcgtc gtggcgtaaa tcaacatgtc tttgccggat tcgatcaggc
  2226901 cggaaaggtt gagcacctga gccgcagagg cgtaatggcc atcacgcgcg tgcccgccgg
  2226961 ccagaataac cgtgcccatg cctaaaatcg tggtggtcgg cgcggtgtca gtgtgggtga
  2227021 cggtatcgct gttttcaatc accggggcca gcagggctag ggtgccgttt tcatcggtag
  2227081 caccgatcag ggcgtcaggg ccggagttgg taatacgctc ccgtgcgtta agtgtggctt
  2227141 cggcgctaat aatactgccc gtgttgaaca gggtgttgga gtcggtatca agcccaccga
  2227201 gggtcaatat ctcgccatgg ttaatcaatg cgccggtggc gttgagctct gcttgcgtcg
  2227261 cgatcaggtt gccgctattc agtaagctgt ccgagtgggt actgagtgtg ccccccgcca
  2227321 ccagttgccc gtcattggtg accgcgccca gggatgtcaa ggttaaatca cgcccggcct
  2227381 gaagggtcga gcccgcctgg tggctgaaat cacgctgtaa atcgatggtc agatcctggc
  2227441 tggccgtcac ctggccgcct tggttatcaa actggcccag atccaacgcg agcgtgttgc
  2227501 ccgccagcgt gcccccctga ttattgaggg tttgagcggt gttgatgctc agtgtgtcaa
  2227561 gggcgagtac agtggcgcgc tgggtgctga tatcgccacg gttggcggtg agggtcatct
  2227621 cacgggcttg cgtgtaactg tcggccagat caatccggct gccggttaac gccatggcac
  2227681 ccgcggcaag ggtctgcccg tgtgcgatca ggtcctgacg ggtggtcacc ctcaggtcac
  2227741 cgatttccgt caggcggcca tcactttgta ctcccgcccc cagcaggctg ttgccgttgc
  2227801 tgttcaggct ttccgcctgt agcgagaggg tgccgcttga gaggagggtg ccgccccggt
  2227861 tatcgacatc gcccggcaga ttcagattaa aatctgtcgt cccggtgtgg gctatcaggc
  2227921 ccccgacatt ggagagtgcc tgcgcgtcga gcgtaatctg ttcggcgatc aggctggcgt
  2227981 tatcggtgcg caataacgcg gtggttgcag ccgacaggcg atcactggct aacagttcag
  2228041 cgccggtcag atcgatctca cccccttgtg caatgagcgt gatatcacgg ctttgcgtct
  2228101 ggctgccact cagatcaaga cggtgtgcgg tgaaacgctg cgccgtgccg ctgatatttt
  2228161 ttccctgggc ggtgatcttc ccgctagctt caacgctcag tgtgccactg gtaatggcgc
  2228221 tgttgtcgga cttcacaccc gcccccagaa cagaattgcg ggtgctgttc acctccgccg
  2228281 cacggacaga ggtatccccc cccgccgcga gggtgccgct gttgctgagt gtacccgccg
  2228341 tagtgagttg ggtattgccc tgtgcataga gcacaccggt gttctctata tccgcagcgg
  2228401 tattgaccac caactgttgg ctgctgttga tctggccgct gttcatcagc atgccatcgg
  2228461 ccgttatcgt aatatcgccc gctgacgccc ctatctcgcc cgcattgtgc acaccgacac
  2228521 cgctttcagt gccaatcagg cgaattttac cggcgtacat gccccccaaa tgggcgacat
  2228581 ccaccgccac ggttggccgc gggctgccat cggcggcttt ggcgttaatg ttttgatggg
  2228641 cggcatccac ctgattgcgc ccggtggtga cactcagttc gttggcccag atcccggcat
  2228701 tcactttgac ggagcgggca atcaggtcgg tatgatcttg acggctgctg tccatgccgg
  2228761 tgccctgaat aacaatgtcc ccccgctcca catcgtaacc ggtgagctgg ccgttattga
  2228821 gctgcgcctg accggtcgtc agggtcacac ggttggcgtt gataaaaccg cagccctcgc
  2228881 aggtaatgcc cgccgagtta gcgataacca cctgtgcctt gcgccccgcc acctcgatat
  2228941 acccgttaag tttactgggg tcacggctgt tgacttcgtt gaggataatg ctggcctcac
  2229001 cccgcgccag ccacgggttg ccgtcgataa aaccaccgag ttcggtctgg ttgacgccgt
  2229061 ggccgttatt gaggatcacg ccgcggccat caacatcaaa ctggctgtaa acgttacgtg
  2229121 aaaccccgcc gctgctgggg gcctggatat tgacctgtgg cgtgccgttg gcgctgttga
  2229181 taatggtggg ttgctggttg cccggcgcac tggcatcggc gacaatcgcc gcctgaacgg
  2229241 agagcgagac acagcccagc gccagtaaca gactgaaact tagcgtggac aaggcactga
  2229301 tacggcggtg ttgcgtgtgc cctaatcctg atgaaggcga agaggacgcc cgaccagaag
  2229361 cagcaatatc tgcgacgacg atcatcatcc cccgcacttt gttaaaaata atacggtaca
  2229421 ggttcttatt catggtcggt ctcaaaaggt tatccccttc gtccttgaag ccacaggggg
  2229481 ttagctgcac gcactcactc gaatcactta cttgagtaag ctcatcggga tgagtttgct
  2229541 ggctgcctac ctgcaacgcc aatgacgttg ggtgcaataa aaggagtatt agtattgcca
  2229601 gttcaggtta aagcccacgg tcacggcatc ggattggaag ccatcgggtt cagacagggg
  2229661 tttgccggca aacaggtcat agcgggtatt gagtacgttg ccacgaatac cgacagcggc
  2229721 acccgccaga tggttaccca gcagataagc gcttccgcgg ccacccactt cgccataatc
  2229781 aaggccgaca tagatctctt gcccctgtat cggtgtgtac caacccagat cattacgcac
  2229841 cgtccagcca cgatcagcac tgagggtccg ctccccatta aagccgcgca ctgaccaacg
  2229901 gccaccaatg ctgaattgat cctgtggggt caacggggtg ctgctgctct gacgctggta
  2229961 ttgcacgttg taatggaaat tttgcgccat caccgagaag ggaatatcca gttgtgcatt
  2230021 caattgcaga atcttgctta acgccgtgcc ttcatcaaaa tattcttctt gagccggaac
  2230081 cgccccaaac caacgggtac cgcgctgata actcaccccg gcatccagcg tggcctgcga
  2230141 aataaagtgg cgatgttgca gccctatgcg ccaggcagat gtgcggcggc gttgaacctc
  2230201 aacttcggta tcattgatgt agtttttcga cgaacgggtc aggacatcgt aggtgagtgt
  2230261 ggttttttgg ctggcattgc ggtgcaacag gcggctgagt tgcaatgaca cattttcact
  2230321 ttcgccccga tagttgtaat cgctattcag gcccgccact gtctggtgat aatcataact
  2230381 gctggcggtt atgccggctg tccagtaacc gaacggcaac gagtagtggc cagtcaggtt
  2230441 attggtgcct ttatcgccgc gattttttat tgagccaccc gccgagacat aaaactggtc
  2230501 actcaaagag aatgggttat ccagaaacag cgtcgcaccg ccctgataac ggccagtact
  2230561 gcgagtccct gagtcatcca gtgaggcggc caaacgccac attttgctct gcttccagct
  2230621 tagggcgata tcggtctctc cgggcgcgct gccggggatc aattccatgc tggcttgcac
  2230681 tgtggggata cgttgaagat tctccagccc ttgctcaata tcacgcagat ccaataagtg
  2230741 accggggcgt gcgggaaagg cactgaacag cgtgacatgg cggtcactct ctggtgtcag
  2230801 cgccacgcgg tgtattttgc cgggcaccac ttgtaacgcc agtgtgccgc tgttcaaatc
  2230861 ctgctgtgga gcaagcaccc gggtcgtgac ataaccatga cccactaaac ggttttgtaa
  2230921 ttggctcatc aattggttaa tcccctgccc gcccaaacac tgccccagtg cctgattagc
  2230981 aatacgctgt aacggcaacc aacggggtaa cggttcagtg ccgctgagtg tgacgcggtc
  2231041 aataacaaag cagggctttt ccacagggaa aataaggcga tccgaagagg ccgaaggtgc
  2231101 agataagcgc acatctggcg tcggtggagc cagacgttct tccagcgccc gctgccgctc
  2231161 ttgctgatgg agagtttgct gttgaatagg cgttaattcc gcactctgtc cggcgcgaga
  2231221 aataaccaac agtggaaata atatagccgt gtgtaatata aaataacaat aacgcaaaga
  2231281 gaatgcctcg cctctgcatt agaggcatgt atatatagaa ataattttct gcattatgct
  2231341 gccaatagcg tttttttcaa tcaaaatatg aggtttagca ataattcaag aagaatacga
  2231401 ctttattgta tgaaatatcc tacacaagag agattgatga aaacagaata tttattcact
  2231461 ctgagaaaat gttaatttac gtctaaaatt tatatcgaaa atataataaa taaaacattc
  2231521 tccctttcgg attacaatta aaaaagagaa tagcaacatc cttattttta taatttcaaa
  2231581 cacgatgaca ggcgaaaatc acacagtaaa aaacacctac caaataaata aaaaaacaaa
  2231641 ttaaaccaat aatttaacaa aaaataaacg atagatcctg cattgaaaat ttattttttc
  2231701 agagggctaa ataagtctaa aaacaatgcg tctattttgt cataaaaaag agagcaatac
  2231761 gttaaaaatc ctttttaatt tgcaagctaa acaataacaa aaactgaaga aatcattaaa
  2231821 gtaaacatta taaaattagc gtattaatga gcatcaacat tcaatttcat ctaccacaag
  2231881 aaagccgact caatgataaa acagaaaatc acttattagc cccctcctct tataaatcta
  2231941 gcactaaccg cgcccctttt gcccttgagc aacaaatcaa aatagatttc tgactctttt
  2232001 tttcttcatc cgtaagatac cgatcacggt gatcagcttc accttccaga atcgctgttt
  2232061 cacatgttcc acaaatacct tctcgacata aacattctac ctgtgccgca tgactgtttt
  2232121 cgatagcctg taggatggtc atatcacagc caacattcag ttccacgcca gagcgagcca
  2232181 gtacgagcgt aaactcaccg ccacgttggt tctcagccgt aaactgttca aaatggagat
  2232241 acgtttgcgg tataccgcgt tgtgttgccg ccgttttaac ggcgttattc aatgataccg
  2232301 agccacaggt ataaatatgt gtctcaggtt cacaatccat cagtaaccgc accacatcca
  2232361 accggctgcc ctgagaggag atatggcaag aaagatgttt agcaaatgct gaattttcga
  2232421 gttcagattg aaaggcattg tcatcacaac agcgaaaaca atagtgcaga tggtaatgat
  2232481 cctgacgacg ttcaagttca tagagttggg agataaacgg tgtaatgcca atgccaccgg
  2232541 caatcagaag atggcgttgc gcctcgggta ccagtggaaa taagttattg ggcccagaca
  2232601 ccctgagctt atcgccaacc ttcacatggt gatgcataaa atccgccccc ccacgagaat
  2232661 gctcactcag gcgcaccgct atttggtagc ggtgcgtttc aaaaggagaa ttcatcaatg
  2232721 aataggcatt actgaggttt ttttcaccca gcggtatctg taccagaata tggcttccgc
  2232781 cctcaaaaat cggcaagggc ctatcattgc ccgcggtgag ggtaaaccgt tttacatcag
  2232841 atgtgatgac ttcaatcttg ctgaccacaa cgtcaaacat ctgatgagac gccatagaaa
  2232901 accccggtat tttaagcgtg tctgcgcgag ctatttgctt acgctatcag agaagaccca
  2232961 cagcggctca ctgtgggcca taataatagg ctactcttga aagaccttcg ccaccagatt
  2233021 atggaagtga gcaataccat gctcactgat cccactgcct ttatcatcag ccatgatacg
  2233081 cccttgacca cgatagccgc gtgatttcag ccctttctga acgctttcaa ccaagcgtaa
  2233141 atcttccggg cgaaagacat tgcgatacca ttcgataagc gccttctggt cttccgtcag
  2233201 ttcttcgttc gtaaaataaa tatcatagtt ttgcagcgtc gtttctgcat cgactgggaa
  2233261 ctcataaatt acggtcatca tgcctttcag tggcggcaca ttgaacattg agcatggcca
  2233321 tagccaaaag ccgtggaaag aggactcttc accctcttca aatttaaagg acttttctga
  2233381 gggtttcgca tagccaaatt gtaatgacca attaccgtgc atggtgtgcc agtagcgatc
  2233441 aatctgcact gaatcggcga atcctgggtg agcaggctcg cagtgataac actccatata
  2233501 gttatcgaca atattcttcc agttagcagg ggtacgggtg gtgaagcgag cggccaattt
  2233561 caactcgtgc acatcggggc acgcttcgaa aactttatcc tgtaagcccg gcaattgttg
  2233621 ttccacgctt tcggcgtctg ggttcatatt gatgaaaata aaaccggcat attcctctaa
  2233681 gcgcaccggg aaaagcgtcg cccgatcttt atcaaaatta gtgacattct cgcagttacg
  2233741 ggcatgtgcc agttcaccgt cgagcttgaa ggtccaggca tgataggggc aagtaatgac
  2233801 attctttgct ttaccttccc cactgagtaa ttggtgccca cgatgcggac agacattata
  2233861 aaaagcccgc aatacgctat cacgtccacg cacgataacg atgttctcac caataatctc
  2233921 acgagtgatg taatcattag gctgcgccac ttcactgccg tgcgccatac aaatccagct
  2233981 attagtaaat accctctctt tctcatgctc gaaggccgcc tgttgggtat agaaataagc
  2234041 aggaatggtg taagcctcac gcgggtttgc acaaaagtct tttggcaaaa caaagtcagg
  2234101 atgttgatta ctcataatgt cacctctggc tatcttggtg ttataggtaa aatttttagt
  2234161 catacattta gggaataccg acacggcata caacgacata gaaacgtaaa aacagagcct
  2234221 gctatttatg cttactggtt atgcttactg gcgggtggcg ccgcagtttc cacgactaaa
  2234281 gtttccacga ctaacattga cgcagtagca ggcggtaaag attcagccgg caacatgact
  2234341 tgcggggtac tttgctcaat aaggtgcgcg ggaacatggg cataatcctg cttaatccag
  2234401 cggacaaagc cataaacctc gatcaagaga atcaataaaa aaggcagcgc agtgagtaca
  2234461 accgtcgttt tcatggtatc caacgaggca ccagcaaaca gaatggagag agggatcagt
  2234521 gtaatcacta cacaccaaaa cagccgcagc atacgattag gatcttcgcc ttcccgcaga
  2234581 ttacgggtgc tggttgccgc catacagtac gccaccgcat ccatatgtga agccaggaaa
  2234641 ataatcatga tgaacagata ggcagcaagg aataatttgc ccatgggtag cgcgctgagc
  2234701 agcatttgta ccgcagtttc cccgccctga gtatttagga tgaggggaac atctaacgca
  2234761 ccactaataa actgttgtat cgcgtagctt tccagtaccc caaagaagaa ccagcaaccc
  2234821 aacgaactgc ccagcagcaa agcccatata acctctttga gtttgcgacc acgtgaaacc
  2234881 cgcgtcacaa acatcgcaac accgggggta tatgaaatcc accataacca ataaaagacc
  2234941 gtccaactgc gggtaaagcg gccatccccc atagggtcgg tgaacaggct catttgcagg
  2235001 aaattttgtg tggttaatcc gatggagtta atggtgttat tgataatgaa ttcagttggc
  2235061 cccactaaaa gcaccagaac ggcaaaacca aaagcgcccc atcccaccat tttgctcagg
  2235121 cgctgcatac catgatcaat accgatatac gaactaaagg aaaagataac tgccgctacc
  2235181 aacatcacgc cagcctgcac cgcaaagtta ttaggcacgc cgataagcgc agtcagtcca
  2235241 cgggtaaatg tggcggcggt gatcactaat gagatcgtca gcgcccctat tgtcgcgatt
  2235301 aaaaagatca gatcgaccag acgcccccaa aaaccctgcg ggttgacccc ggtaatggcc
  2235361 gagataatcc ccgataaact taaccctttg ttttttctga catgaaaatg gtaagccata
  2235421 atcagcgagg ccaacgcata agttgcccac gcactgatcc cccaatgaaa gaaggagtaa
  2235481 ctgacgctgt attccagtgc cttcggcgtt tttggcgcaa tattcagacc cggtgtctga
  2235541 tagtaataag cccactccat caccccccaa tacagggttg atgaaccaag tcccgcgcaa
  2235601 ataaacataa acaaccatgg gatagtacga tactcaggct ttccctcacc cagacgaata
  2235661 ttgccgtatt tgctcaccgc gatataaagt accaatatta agccaagcag cactaatatt
  2235721 tggatcgtcg atcccagtag ccgggtaacg ccactaaaaa tggtctctgc catttggctg
  2235781 ctttgctgcg gaaataagct gaatgccaaa gcaatcagaa tgatgcagag caaactggtg
  2235841 acaatcagcg gtatatcttt tctcgggttg ttcaacatga gaagctcctg cttatagaga
  2235901 ggtgcgctca ttaaagggct gtcacctcgc ttttattttt gttatggcac ggtgttttat
  2235961 cctctgttta tttcgtctac ctggttttat gcgtgtttaa attaggggta aaaaacctcg
  2236021 ttacccccta ggaagacacc gaaacgctgt atctcacaga tcaattaatt aacaacataa
  2236081 gtatcttctt gtaacatcga taaaacaatc gtgtgttttg tgaacagata aaacacgtgg
  2236141 cgtaaataat ttcttgtgaa gttagtcagg caatttgtca ggaatagcgc gcaggtcggg
  2236201 ctaaagaata ttattctcaa aaagttaata ggcattcgtc cgattaaaac ggacgcatac
  2236261 ccaaacccgc caacgcagga aaggaaaata atgaggttat tgacaaagtg cccgcgacgg
  2236321 agagaacaga cagatcgtaa agacgccgta aatacatcca tgtaggctcg agccgcgcca
  2236381 tccttggcgc ggacgcttta ctcctctgcc tatcctcacc gttcaagatc gcgtcatcgg
  2236441 ggtttgtcag cagtctgata ataaggggcc aggacgataa aataggcggg aggattagtg
  2236501 agataagacc tgcacaatgg cagaacccac ttgttgggtg gaggcatcac cacacatatc
  2236561 aggcgtttta gggccttgcg caatcacctg ttcaatagcg tttaatattc cattatgggc
  2236621 agcatgatag cgctcatctc cttgccccag aaaatcgagc atcatcgccc ccgcccagat
  2236681 catcgcaata gggttagcga tatttctttt ataaatgtct ggggccgagc catgtaccgg
  2236741 ttcgaacagt gaagggaagt cacgctctgg attgaggttc gctgaaggcg caatgccaat
  2236801 cgtccccgca cacgccgggc caaggtcaga taaaatatca ccaaataagt tagaggccac
  2236861 aaccacatca aaacgttcag gattcaatac aaaacgggcg cacaaaatat caatatgctg
  2236921 tttgtccgcg ctaatttgtg gatactgcgc cgccatcact tcgaagcgct catcccagta
  2236981 cggcatactg aacgccagac cattagattt agtggcagac gtcaggcgct tacgtgggcg
  2237041 catctgcgcc aattcaaagg cgtattttag aatacggtca acgccacggc gtgtgaatat
  2237101 cgacgcctgt aaaaccattt cctgctcggt gccttcaaac aaacgcccgc caaccgatga
  2237161 atattcacct tcggtatttt cccgaaccac ataaaaatca atatcaccgg gctgtttacc
  2237221 cactaacggg cagggtatgc caggaaataa gcgcaccgga cgtaaattga catactgctg
  2237281 aaaatcacga cgaaacttca acagcgaccc ccacagcgaa atgtggtctg gcacggtcgc
  2237341 aggccagcca accgcaccaa aataaatcgc atcgaagcat tgtagctgcc tctgccaatc
  2237401 attcggcatc atctgcccat ggtgttgata atattcacaa cttgcccatt caatattttc
  2237461 aaatgaaata tctaaatccc agcgcaaagc ggcggcctgg agcacgttga tcccttctgg
  2237521 catcacttca tggccgatac cgtccccggg tatggcggca attcggtagg ttttcttcat
  2237581 cgcaagtctc atttatcagc ggtaagaatt gacatctcct ccatcctata attgactaat
  2237641 ttacatacaa tacaaaaact ggtgatacat aaaacacaga tcatgaataa tctgccgata
  2237701 ctcagtgacc tgcgcgtttt tcttctggta gcccgacgcg caggttttgc cgctgccgct
  2237761 gaagagatgg gggtttctcc cgcctacgtc agtaagcgtg tcgcgatact ggaaaaaacg
  2237821 ctgaacgtgg cattactgca tcgcacgaca cggagagtca cgattagtga ggatggcgag
  2237881 cggacttatg aatgggcaca gcgcattttg cacgatgtcg atcagatgat ggacgagctg
  2237941 tcagccattc gtcaggagcc tcagggcacc ttaagggtta tcagcagttt tggttttggc
  2238001 cgacgctttg tggcccccgc actctctgcg ttagctcgcg agtatccccg tctggaactg
  2238061 cggtttgatg tggaggatcg gctaatcgat ctggtgactg aaggggttga tttagatatc
  2238121 cgcgtaggcg ataacattgg cgacaacctg attgcttgcc aactcgcccc gaaccgccgc
  2238181 attctgtgtg catcccccga ttttctacag cgctacggca cacccaaagc cctcagtgaa
  2238241 ctccccggtt ttgcctgttt agtgatcaaa gagcgtgacc atccctttgg catatggcgc
  2238301 ttgcataatg gcaccgaaga acaatcgata aaggtcactg gcccaatggc ctctaaccat
  2238361 ggcgaaatcg ttcaccaatg gtgcctggac ggacaaggta ttgctttacg ctcttactgg
  2238421 gatgttaaag acaatattca ttcgggcaaa ctggtgcata tcctaccgga gtactttcaa
  2238481 tcggctaata tctgggcggt gtatgtcacc cggctggcga tgtcggcaaa agtcagagtg
  2238541 agcgtagaat ttttacgtcg ctattttaat gagcactacg gcgcagaaaa tacatctgca
  2238601 aatggcggaa cgctgaagcg ctgataaacc gcccgcttat tgttcccaac ccaccgcgta
  2238661 atcgccctaa ataaagcaaa gtcgggatat tcagagagaa agaattaacg tggaataaaa
  2238721 actcaggacg cttgagaggt aaaaattacc cagtgacccg aataagccaa ttgtcattat
  2238781 ttccgacaaa gacactcact tatatctggc atactttaag cggcttccct acaataagta
  2238841 ttcagttgac gaataaagca aggaataaag gtgtcgaaag cttattcaaa tgccacgatt
  2238901 gtggatattg cccgtcgagc taatgtgaca aacatcacgg tttcccgtac ttttaatcaa
  2238961 cctggattag ttaaacaaga aacccgtgaa aaaattcatg ctatcgcaaa agaacttaat
  2239021 tacgtcccca atgcttttgc tcagggatta aaacgcagta gcagccaaat tattggtatt
  2239081 gtcaccagca gtatgtataa ccctttttac tctgaattaa ttcaaacggt ctccagaatt
  2239141 gcacgaacac agtgttatca aattatgctg tttgataccg atggcagtga agaggcagaa
  2239201 atggaggcta ttcaggcgct atttggctat aaagcctgtg gaattctttt gtcaccggtt
  2239261 cgcgatgata aaaactacca accggcctat ctcgatttag ccgaaaccta tcgcgttcca
  2239321 ttgattctta ttgatagaga tatctataat cggcaactga gcggagtatt tcttaataac
  2239381 aaagagatcg ggttactggc ggggaaatac ctgtctgagc agccagagag gaaaatgcta
  2239441 atcattggtg ggcccgcaga atcagagata acacgggtac gtattgaagg gattatcaat
  2239501 gcgttagaaa ataaaaaaaa tgacgtgcat attattaatg gtgattacga ttttatttca
  2239561 caggaagctg ccgttagaga ttatctctct gtccctcaga atcaacctga ttatattatt
  2239621 ggcttaaatg gaattttgac acttggcgct attgcaattt gtcatgaact gaaaatttat
  2239681 aataatataa aattcttctc gattgatgaa ccacctaaag cagcagatta tggccttcat
  2239741 attgccggtg tttaccacga tacccagatg ctgggggaga ttgctgcaga actccttttt
  2239801 aatgccatta aaaaacccca caacgatcag gcagtaagac gcgaattctt caccggatct
  2239861 ctgctcaccc actaaagcgg cctacgaaaa tatggggcac ccatgttcaa cccgccgtaa
  2239921 tggcggccat tatcgcgccg ccattaccct cactgcatca acttaattac tgtatcaaat
  2239981 ttatcactgt atcaaattca tcaccgctta tttgcgccga acggaactga gatagatcgc
  2240041 cgcaagaata atgccgcctt tcacgacatt ctggatataa ggcgatacgc tcatcaggtt
  2240101 gagaccatta ttcaacaccc ccaacatcat cgcccctacc aacgtaccaa taatcgcccc
  2240161 cttgcctccg gagattgccg caccgcccaa aacaacggcg gcgatagcgt ccagttcaaa
  2240221 cccttcgccc gcattaggtt gcccactcat tagccgcgaa gtcagtacca gcccggccaa
  2240281 cgcggctgtc aggccactga ccacatatac cagcatttta tagcgcgaca cacggatacc
  2240341 actcaaacgc gccgcttctt cgttgccacc gatagcataa atatagcgac caaacgataa
  2240401 atggttgagc atgatccaag cgaacagata aacaccggcc atgatcagaa tggggacttg
  2240461 aatacccagt accgtacctc ggccaaagaa tgaaaacatg tcaggtaaac cggagatggg
  2240521 gtaccccccg gtgtacaaca acgccaaacc acgggcgatc cccatagagg ccagcgtcac
  2240581 gatgataggc ggcatccgca gataagcaat acaactccca ttcgccaggc caaataaggc
  2240641 accgactaac agagcggcca tcatggctaa cggaatagga ataccggcca gcatcagccc
  2240701 ggcagcaata gaccctgaca acgccatgac tggcccaacc gaaagatcga tccccccggt
  2240761 caagatcgcg caagtcatgc ctaccgcgat aatggcatta atcgacacct gccgcgccac
  2240821 gttagtgagg ttatttacgg tcaaaaaact gtcatttaac ccgctcatta agacaaatag
  2240881 cacaacaaaa ccaataaatg gcaacatggc cgggtgatgt aataatttct cccaacgttt
  2240941 atggcgatgg agagtgctac cgctctcttg cgtagaagaa gagtgttcag ttctgatcat
  2241001 aatgcactcc ctgttgcgtg aagcatgatg ttattagatt caatttcatc acccgccagt
  2241061 tcggcaacaa tgtgcccacc acggaaaacc aggacgcgat cacaaacgcc aataatttcc
  2241121 ggtaattcgg atgaaatcat gatgatagat atgcctttct gcgtcagttg ttgcattaat
  2241181 tgataaattt cagacttggc ccccacgtcg ataccccgtg taggttcatc gaaaataaga
  2241241 atgtcgcaat cgttgttaag ccagcgggca attaccactt tttgttgatt gccaccgctc
  2241301 aaggtactca cagccgtatc ggcatccggt gtctttacgc caaccgcgcg aattaatcgc
  2241361 tgcacgatat cgtgctcttt acctgcatta acgaagattt tgccgcgttt ttcatgccga
  2241421 ttaagcgtaa tgttttgggc gacggaaaac ggcaagacca gcccttcggt tttacggctt
  2241481 tccggtaaca gaccaatacc gtgatccaac gcctgcgctg gattacgtag cacggtgggc
  2241541 tgaccattga ggctgacact cttttgatag caggagcgcg caccgatcag tgcggacatc
  2241601 agctcagtac ggcctgaccc caccaacccg gcaaacccca atatttcgcc tttatacaga
  2241661 tggaagctgt tttccatcac atgttttgtg tgctgaaccg tcgcctccag cacccgcacc
  2241721 gaggtgtcta ccggatgcga tttcaccggg aaggtattct cgattttgcg cccgaccatc
  2241781 agcttaacca gctcttcgac attagtctcg gcagccggca gtgtctgaat ataagcgcca
  2241841 tcacgcagca ccgtgatctg gtcacaaatc gtgaaaattt cgtccagatg atgcgaaata
  2241901 aacaccatac cgacaccgag caatttcaga tcgtgcatga tgctgaataa atgttcggct
  2241961 tcacccggtg tcagcgtcgc cgtgggttcg tccaagacca gaatgcgcgc atccaacgac
  2242021 agagctttgg ctatctcgac aaactgctgt tgcgccacac tgagttgttc cacggggcaa
  2242081 tcaagatcaa tatccaccgt caggcgcttg aaaatagcgc gggccttgcg ccgcatttca
  2242141 cggcgatcta ataaccccca acgattcttt atttctcgat taagaaaaat attatcaatc
  2242201 gtattcatat aggggatcag ggagaactct tgaaaaataa tcccaatacc cgcatcaatg
  2242261 gcatcacgat aattcgcaaa gcgacagcgt tgaccttcca gaaaaatccc cccagaatct
  2242321 ggctgataaa taccacacat tattttaacc agtgtagatt tgcctgcccc attctccccc
  2242381 agcaacgcat gaacctctcc gcgttgaatg gtgagatcaa ttccatccag tgctttaaca
  2242441 cccggaaaag atttttttat ctgctttaac tctaataaag gcgtcatggt tatcgctctg
  2242501 cctgagcaga gcgagaattg acacgcttac cagctaaaac cttgcgcatt gctactgtcg
  2242561 atcagtttca cttcgaccgg aatagttgcc ggaacattgg ctccccaata acgggccaac
  2242621 gcgataccca gtgcaatacg tatttggtca cgaggaaact gtgcggaagt cgcaataaaa
  2242681 ggtgaattgg gtttcaggat ctctttaatg gcttctggtt ggccgtctac gctaaccagc
  2242741 tttacttttg cgccattact ttcgattgct gccagtgcac ccaatgcacc aacatcattc
  2242801 acactgaaaa tcccggccag atcagggacc gactgcaaca tattttcggt taccgtcaag
  2242861 gccgtatcac gcttctgctt gccgttttgt ttggtgacaa ttttgatgtc tggatatttt
  2242921 tttatcgcat cttcaaaacc ccgtacacgc tcaagaattg gcactacggg gatgccatcc
  2242981 aggatcgcga ccttcccttt cccccccagt gatttcgcca gatactcacc ggctaaaaag
  2243041 cctgcatcat agttctttga acccacgaaa gagtccagcg gaccttctgc ttgtgcatca
  2243101 acggccacca caaccgcacc cgctttattc gccgccataa ccgccgattg aacgccaacg
  2243161 gaatccgttg ggttaataag cagaatatcg attttctttt gcaacatgtc ttcgacgtca
  2243221 ttaatctgtt ttgagacatc atgacccgca tcagcgatat atactttggc accaatatca
  2243281 ttggccgcct gttctaatgc ctctttcatc gaaacaaaat agtcgttatt taattcttga
  2243341 aatgaaacac caataacaat ttgcttagcc atgacacttt ggctggcaaa cagcatgacg
  2243401 cctgcaatgc taaatgacag ggcttttttg aaaaatgaaa acatatatta ttctcctgta
  2243461 ggggaagtgt atttttggtt atcagaacaa cggtatgttt ttacttcact ttcatcataa
  2243521 aaagttaata tcccacatga tataaaacgg tactttacct ttgagtaaga taaataaacc
  2243581 gtcaatatca aacatcagca gataattact aacaataatt aaggaaccag aatgacctta
  2243641 atagaattcg tggagtccgc tagctcaaaa gccttttccc aatcatctaa tgaataactg
  2243701 tgggtgacga taccttttga ggtaaccaga ccacgttcaa agagatcggt ggcaatttca
  2243761 taactgtaag gtgccaggtg agcaccgcga atatccagtt ctttacggtc gccgataatg
  2243821 gaccaatcaa cggtagtttc ctgaccaaag acactgaact ccacaaaacg ccccagcttg
  2243881 cggatcattt gtaaaccttg agtcacaccg atgggcgcac ccgtcgcttc aatgtaaacg
  2243941 tcgcagccat agccaccggt caaagatttc actattttgt cagcatcttc tttcagtggg
  2244001 ttgatcacca catcggcccc aaaggctttt gccagtgcca ggcgttcttc aatagtatca
  2244061 atgacaatca atttcttcgg tgtcttcagg cgggcaaccg gtaccatgca cagccccagc
  2244121 ggccccgcgc ccgccagtac gaccacatca tccagttgaa tatcccctct tgccacagta
  2244181 tgaatcgcac aggccatggg ttcgatcagg accgcatctt catgactcag gctctctggg
  2244241 attttgtgaa caatggcatt ctcagaaaaa cgcatatatt ccgccatgcc accttctgcg
  2244301 acatcttttt ggaagccata gatattgtgc gtttcacaca tccagtagct gccagactgc
  2244361 agtatgtgac ctccatcacc caaagccatt ccagataatt ccgaaccatt atgctcaatt
  2244421 aatcacccga aatggggtaa aaaaagccgc catctgtgtt tgatttttct tttttctctt
  2244481 ttttattttt tctctttttt gccgtttgat gatttttcaa cactcagttg gcatttcatt
  2244541 tacactggaa aaactcacgc ataactcttt tcttcgaggc tccaaaggat gtcgttgtct
  2244601 ccttcttcta aaaactcact gccattactc cccattttgt tgctcgtgat cgccatgatc
  2244661 tcaatacaaa gtggtgcatc actggcaaaa agcttattcc cactggtcgg tgcacaaggt
  2244721 attacctcgc tgcggctcgg catcggtaca cttattctgt ttgttatttt taaaccttgg
  2244781 cggatgcggt ttgctgcagg cagccgttta cccctattaa tttatggggt ggcattaggt
  2244841 gggatgaact tcttgttcta catgtcgtta aaaacggtgc cattaggcat cgctgtagca
  2244901 ctggaattca cagggcctct ggccgtcgct atgttttctt cccggcgtgc ggtagatttt
  2244961 atctgggtgg ggctcgccat tctggggtta tggttcctgt taccactggg gcataacatt
  2245021 ggcaccattg atttatttgg tgcagcctgt gctttaggtg caggggcctg ctgggcaatc
  2245081 tatatcattt cgggtcaaaa ggccggaggt gaccatggcc cagggaccgt cgcggtcggc
  2245141 tcgttgattg cggccttgat tttctgccca attggggtgg cctataacgg catggcactg
  2245201 ttcgatccgg cgatcttgcc cattgcactg gccgtcgcca ttttgtctac tgcattacct
  2245261 tactcactcg aaatggtcgc gttaactcgc cttcctgccc ggacatttgg cacattaatg
  2245321 agtctggaac ctgcattagc cgcaatttct ggcctggtgt tcttaaatga gcatctgacc
  2245381 ttggtgcaat ggctcgcgtt agcatcaatt atcagtgcct ccgttggtgc cagcctgacc
  2245441 ataaaaccta aaccacaact tgaccaggtc acctgatagg aggagccatc aatggaaatc
  2245501 agaaccgcaa cgcccgccga ttttgctgag atatggcctc tgttccaggc ggttatccgc
  2245561 agcggtgaca cctacgtttt cacgcccgaa acacccgagc aagatgcgta tgattactgg
  2245621 tttggtcgcg gcgttcgctg ctgggttgca gtacacgagc agcgcatcgt cggtatgtat
  2245681 aaattaatcg ataaccagcg cggccttggt gcccatgtag cgaatgcttc atttatggtt
  2245741 gatcagaaag tgcgcgggct tggcattggc aaggcccttg gcctacattg tattgaccag
  2245801 gccaccacgc tcggttaccg ggcgattcag tttaattttg tcgtcagcac gaatacactg
  2245861 gccgtcgcgt tgtggcaaaa attgggcttc aaaattattg ctacactgcc tgaagcgttt
  2245921 aaccatcgcc aactcggtta tgtcgatgcc tatgtgatgc atcgggtgct ggtgccaact
  2245981 cagtcctaac ccgagccatc ggaggccata catgcaagat tgggatcctg atttatatcg
  2246041 tcaatttgaa gccgagcgca cccgcccagc cactgatcta ttagcgcata tcacgataac
  2246101 ctcgccgcag ttcatcagcg atttaggctg tgggccaggt aactcgactg aattactgca
  2246161 tcgacgtttt ccagatgccc aattggttgg tattgatcat tctcaggcaa tgttagccag
  2246221 tgcacagcaa cgcctgccac attgcacctt tattgaggcg gatatccacc aatggcgccc
  2246281 ttcacagccg cagaacctta tctatgctaa cgcctcatta cagtggctaa ccgatcaccc
  2246341 gcatctgttc ccgtccctgc tttcacagct agccccaaga ggggtgctgg cggttcagat
  2246401 gccggataat ctggatcaac ccagccatcg cgctatgcga gaagtggccg agaacggccc
  2246461 atggcaacaa accttacaag aagccggcgc aacacgggcg aaagtgctct cggccaatca
  2246521 ctattatgat ttactggctc cccacgctga gcgagtcgat atttggcgta caacctatta
  2246581 ccacccgatg ccatcagcgc aagcaattgt tgactggctg cgggcaacgg ggctacgccc
  2246641 ttatcttgcc cccctgactg aagccatgca gttggcgttc ctacaaaatt atctggccat
  2246701 cattgataag gcttaccccg cacggactga tggccgccgc ttgttggctt tcccacgttt
  2246761 atttattgtc gcccatgctc aaagataacc ccttatattg ccggtagaat aacctgtccg
  2246821 gcatgccccc ctgaaataag aaagtattca aacaattcac taactatatt atttataaca
  2246881 aacgttattt tagcgtataa accccattca aatagcttgt gaaattagac tgaaatagca
  2246941 aacgattaat ttgataggca gcatctgacc tgcaaaataa aatacctttg ttatacttac
  2247001 ttcagtgaaa gacagataac caactctata aggagatatc cattatgagt acagcaaaac
  2247061 tggtaaaaac aaaaccctcc gaactgcttt atacccgtaa tgacgttgag gagcatgtta
  2247121 aagttgctac gattaagcga ttgaaccaaa tggtcattca gtttatcgat ttgtcgctta
  2247181 tcaccaaaca ggcccattgg aacatgcgcg gtgctaactt tgttgctgtc catgaaatgc
  2247241 tggatggctt ccgtactgcc cttaccgacc atctggatac ctttgccgag cgtgctgtac
  2247301 aactcggtgg tgtggcattg ggtaccgcac aggtcattaa tgataaaacc ccgctaaaga
  2247361 gctacccaac caatatccat agcgtgcaag agcacctaaa agcattagcc gagcgctatg
  2247421 cgatagtcgc aaacgatatt cgtaaagcga taaccgaagt tgaagatgaa aacagtgcgg
  2247481 acatgtttac tgccgcttcc cgtgatctgg ataaattctt gtggtttatc gagtcaaata
  2247541 ttgagtgatc acaccgctgg taaccttcta ttacgctgaa cagggccgtt aaccggccct
  2247601 gcttgccgcc ctcctgtgac tcgaattatt ttgagtctcg ttgttcactc tttccttgtt
  2247661 aatgtgacag aacctataaa tatctctttt caatagagag attattttag agaggtgtta
  2247721 atgttttctc attagcatta ttcactaagg tagcgagaaa taaataattt aaaaaaacca
  2247781 cttgcacccc tgcccgttgc caataaattt taatgacata attgatacct ctgatacaga
  2247841 ttatattttt aacatggaga ataaataatg aagaaaaatt gtttaaaaca ttatcgtgct
  2247901 gggcagcttt tagtgttggc tatcggtttg gcgttttctg tacccagcgt agcgctaacc
  2247961 gatgttgctc aacctcagga acgctatgaa aattatgtca cacagcgtca gaccgttgat
  2248021 ttactgatca atcaggcaca acaagccttt aaaaatccca ctcgaatttc aggtgcaggg
  2248081 tttacaggta aattaccctc taatatggaa gtggttgcac agaagttatt acaagcacac
  2248141 caactcgagc cataccgtgt tgatctctta tttagtgcag caagcgcata tatttataat
  2248201 aacaatattg aaaaagcatt agcgatttat aaagatattt taaaagatgc gccggatgat
  2248261 attgatgcgc tgatttatct ctctgcatgg tcacgttttg cgggccaaac atcagaaagc
  2248321 cagagctatt ttgcacaatt aaaacggctt aatccgctga aagcacaaca acttgaacag
  2248381 ttttatgccg ttatcgataa agccgccgct atgccgattt cagatacctt atcagcacaa
  2248441 cagttggcgc agttgaaagc gacccaaggc gaaaatgcga ttgtcacctt gggctatgcg
  2248501 ttaaatcctg atggtacgat gaatgatgtt cttattcagc gtttagaaaa aacgttagaa
  2248561 attgctcaac aattaccaga tgcgttaatt attgtgacgg gaggcgtgcc gcaaaataac
  2248621 caaaccgaag gtaaattaat ggccgattgg ttaattaaaa aaggcattaa acctgaacgt
  2248681 atttatcagg ataattatgc acgttctacc gtcgaaaatg cgttatatag ccgttatgcc
  2248741 ttggcgaagc atagaattaa aaatgccatc atcattagtt caggaagcca tgttcgccgt
  2248801 gccgatgcgt tattcactat tgcaagttgg gaaagtggcc cccacgatat taatttcctg
  2248861 actattgcgg ccttggataa gcccttaagt gaattacaga aaacaagccc agccgatcta
  2248921 cagggtattt atcgcgatgg cctgaaaaca ctgggtttat ggagtttccg tagttaccca
  2248981 cttgaggagc gttaatcatt acatacccgt agtccttcaa gatgcagggg tgctagctgc
  2249041 ccctgctcac cccatcctat tttctctcct gtttttttta atctctgggc agaggctaaa
  2249101 aatcagaatt ggctgaaatc tcccggcact gataagaaaa ttagacgtca tcaacatctt
  2249161 tgttaaatta atgttatgta tcgatggttt gttgttgact accgcgctaa taattagtag
  2249221 ataatggatt agttgcacaa aaatgacgct atcgcacctt ttgggtgtcc cgtgttagtg
  2249281 cagcctttgc tagctaagta attgcaagct aagtgattgg ggtaaatctg ttatttttta
  2249341 gtatgttgca tttctggcac gatcttttca tattgttatc tgaaatataa aaagcggacc
  2249401 tctataccca aaataattgg tgttgcagcc aagcggtaaa cacgtaatgc ccgatgaact
  2249461 gacgaatata tcagtaaatt ggataagtag gtgctgctgc tcgtcgcgct gcaatctcaa
  2249521 gtaaaggagg gtatctccat aaaagcacaa aggaattccc acttatgaag tcacttgtca
  2249581 aagtttcatt ggccgcactg gcgctggcct ttgctgttag cgcctacgcc gcagaaaaag
  2249641 agttaattgt tgctacagac accgctttcg tcccatttga attcaaacaa ggggataaat
  2249701 acgttggttt tgatatcgat ttgtgggatg ccatcgcgaa aaaactggat ctgaagtaca
  2249761 cgctaaaacc aatggatttc agcggtatca ttccggcgct gcaaacgaag aatgtcgatc
  2249821 tggcactggc gggcattact atcaccgatg agcgtaaaaa agccgttgat ttttctgatg
  2249881 gttattacaa cagcggcctc ttggtcatgg taaaagcgga taataatgac attaaaagtg
  2249941 aggccgacct gcaaggcaaa gtgttagcag tgaagagcgg cactggctcg gtggattacg
  2250001 ccaaagccaa tatcaagacc aaagacttgc gccaattccc gaatatcgat aacgcctacc
  2250061 tggaattagg aactggccgt gcagatgcgg ttttacatga tacgccgaat attctttact
  2250121 tcatcaaaac cgcaggtaat ggccagttca aagcagtagg tgagtcgatt aaagctcagc
  2250181 agtacggtgt tgcattcccg caaggcagtg acctgcgtga aaaagttaac gcggcactga
  2250241 aatctctgaa agaagacggc acttacgctg aaatctataa aaaatggttc ggcgtagaac
  2250301 ctaagtaatt tattttgccg tatttatatc aggagactat ccatgcagtt tgaatggagc
  2250361 gctatttggc ccgccatccc acttctgctt gaaggtgcca agttgaccct atggatttcc
  2250421 gtcctggggc tacttggtgg cctgattatt ggggtgatag ccggtcttgc ccgcgcctat
  2250481 gggggttggc tgagcagtca tatcgcctta gtttttattg agttgatccg cggtacgccc
  2250541 attgtcgtgc aggtgatgtt tatctacttc gcgctaccca tgatgatacc gctacgtatc
  2250601 gatcctttct ctgccgccgt tgtgacgatc atcattaact ccggtgccta tatagcggaa
  2250661 atcacccgtg gtgcggtgct gtctatccac agtgggttcc gtgaagctgg tttggcactc
  2250721 ggtctctccc aacgtggaac tctgctttac gttattgcgc ccctggcact gcgccgtatg
  2250781 ttgccaccgc taggcaacca atggatcgtc agtatcaaag acacctcact gtttatcgtg
  2250841 attggcgtag ccgaactgac tcgtcagggt caagagatta ttgccggtaa tttccgcgcc
  2250901 atggaaatat ggagcgcggt ggcggtgatc tacctgatta tcacgctggc actgagcttc
  2250961 gttctccgtc ggttagaaag aaaactgaaa ataatatgat taacttcaaa aacgtctcca
  2251021 aacactttgg caaaattcag gtactccacg atatcaatct gaatatcacc cagggtgaag
  2251081 tggtggttat tattggcccg tccggttcag gtaaatcgac cctactgcgc tgtatcaata
  2251141 agctggaagt gattacccgc ggccagttga ttgtcgatgg tttggatgtt aatagcccca
  2251201 acatcgatga gcggcaaatc cgtctggaag ccggcatggt attccagcag ttttatctgt
  2251261 ttccgcatct gactgccttg gaaaacgtcg cctttggccc aacaaaagtg cgtggcacat
  2251321 ccaaggaaga ggcaaaaaaa caggctctcg cgttgttgtc taaagtgggg ttggaagacc
  2251381 gtgcccacca ttatccggct gagctgtctg gcggccagca gcagcgtgtg gctatcgccc
  2251441 gtgcactggc ggtaaaacct aagctgatgt tattcgatga acccacatcg gcattggacc
  2251501 cggaattacg ccatgaagtc ttgacggtga tgaaagattt ggccgaagag ggcatgacca
  2251561 tggttatcgt cacccacgaa gtgggctttg ctcagaaagt ggcatcgcgg ctaatcttta
  2251621 ttgataaagg ccggatagca gaagatggtg atccagacag tttaatctcc aatccgccca
  2251681 gcgaacgttt acgggaattc ctgcaacacg tttcctgatc tgcgatttaa tgttcattca
  2251741 atggaatgtt cattcaagta aatgttagct caatttggta ttggctagaa atcacactgg
  2251801 cggacatctt actgataccc gccagttttt tataggctat cgatcactta ttcctttcgt
  2251861 tcacttatcc cttacgatca cttacccctt gcgatcaatt ggccctttac tatcactatc
  2251921 ctttgataga aatagccacc gctcgtcaca ctggtgctca ctgatttttt acctgagaaa
  2251981 aagtggtcat taatttcacc acatcttgca tccccacatt gaccagatta atcacctcac
  2252041 cagcatcttg tgtcagtatc accccgcccc ccgcctgctc aacacaggtt cccatccctt
  2252101 tgatcgcggc ggtaacccca ttctgaatgg ttttagtcat ttgctcgatt tcacttgccg
  2252161 ccttgcgcga ttgatcagcc aacaagcgga cttcactcgc gactacagaa aaccctcgcc
  2252221 catgttcacc ggcatgggcc gcttcaatcg aggcattgat agccaataaa ttggtttgtg
  2252281 atgaaatctt gcggatagcc tccacaatgc tgccgatctc ttgcgagcaa cggcccaaat
  2252341 cgctgaccac atcggaggtt tcacgtgcaa tagattccac ctcttgcata ccacgcactg
  2252401 cctgctgaac aatttcagcc ccctgtgaag cggaacggtc agtggtcaat gataaatggt
  2252461 ggacatcgcg gatcaggttc tcctcctgct cctgttgcag catcaatgcg gtaatatcct
  2252521 gcgcaatttt caccactttt agaacgttcc cttcattatc catgatcggg ttataactgg
  2252581 cctccagcca tacccgctca ccacggcgat taaggcgttc aaagcggccg ataataaact
  2252641 cgccacgggc caagcgctgc cagtgctggt gatattcctc ggagtgggca aactcaggca
  2252701 gacagagtat ctgatgagac ttatgctgaa tgtctgccaa tgaataccca ataacattta
  2252761 ataaattgtc attagcagcc aaaataatgc cttggggggt gaaggtaatc atccccattg
  2252821 agcgattaag tgcctccagc aagctttggt gttcctgcga ttgtaaaata cgctcagtaa
  2252881 catcactggc aattttaatg atttctatca cattaccctg gcgatcaacg actggtgtat
  2252941 aggtcccctg tagccaaatt acgttgccat ccttgcggat acgcttaata ttatcgctaa
  2253001 ttggccgccc ttcattaagc aattgccaat ggcggcgata agcgtcactg gcagcgtatt
  2253061 gtgggtcaca aaatattttg tgatgtttgc caatcacctc atccttttgg tatcccatgg
  2253121 cagctaaaaa taacttattc acctggacta ccgtgccatc aggtttaaaa ataatcatgg
  2253181 ggacagcgtt atcaattgag gtcaattcgg cacgccaggg ggcatgagtg taacgaacgg
  2253241 tgcaatagtg atccacaccc aacgcctgaa atcagatcca gggggtaatc tgctctcctg
  2253301 attcaggaga gtttatggtc acttttgaga cagttatgga aattaaaatc ctgcacaagc
  2253361 agggaatgag tagccgggcg attgccagag aactggggat ctcccgcaat accgttaaac
  2253421 gttatttgca ggcaaaatct gagccgccaa aatatacgcc gcgacctgct gttgcttcac
  2253481 tcctggatga ataccgggat tatattcgtc aacgcatcgc cgatgctcat ccttacaaaa
  2253541 tcccggcaac ggtaatcgct cgcgagatca gagaccaggg atatcgtggc ggaatgacca
  2253601 ttctcagggc attcattcgt tctctctcgg ttcctcagga gcaggagcct gccgttcggt
  2253661 tcgaaactga acccggacga cagatgcagg ttgactgggg cactatgcgt aatggtcgct
  2253721 caccgcttca cgtgttcgtt gctgttctcg gatacagccg aatgctgtac atcgaattca
  2253781 ctgacaatat gcgttatgac acgctggaga cctgccatcg taatgcgttc cgcttctttg
  2253841 gtggtgtgcc gcgcgaagtg ttgtatgaca atatgaaaac tgtggttctg caacgtgacg
  2253901 catatcagac cggtcagcac cggttccatc cttcgctgtg gcagttcggc aaggagatgg
  2253961 gcttctctcc ccgactgtgt cgccccttca gggcacagac taaaggtaag gtggaacgga
  2254021 tggtgcagta cacccgtaac agtttttaca tcccactaat gactcgcctg cgcccgatgg
  2254081 ggatcactgt cgatgttgaa acagccaacc gccacggtct gcgctggctg cacgatgtcg
  2254141 ctaaccaacg aaagcatgaa acaatccagg cccgtccctg cgatcgctgg ctcgaagagc
  2254201 agcagtccat gctggcactg cctccggaga aaaaagagta tgacgtgcat cttgatgaaa
  2254261 atctggtgaa cttcgacaaa caccccctgc atcatccact ctccatctac gactcattct
  2254321 gcagaggagt ggcgtgatga tggaactgca acatcaacga ctgatggcgc tcgccgggca
  2254381 gttgcaactg gaaagcctta taagcgcagc gcctgcgctg tcacaacagg cagtagacca
  2254441 ggaatggagt tatatggact tcctggagca tctgcttcat gaagaaaaac tggcacgtca
  2254501 tcaacgtaaa caggcgatgt atacccgaat ggcagccttc ccggcggtga aaacgttcga
  2254561 agagtatgac ttcacattcg ccaccggagc accgcagaag caactccagt cgttacgctc
  2254621 actcagcttc atagaacgta atgaaaatat cgtattactg gggccatcag gtgtggggaa
  2254681 aacccatctg gcaatagcga tgggctatga agcagtccgt gcaggtatca aagttcgctt
  2254741 cacaacagca gcagatctgt tacttcagtt atctacggca caacgtcagg gccgttataa
  2254801 aacgacgctt cagcgtggag taatggcccc ccgcctgctc atcattgatg aaataggcta
  2254861 tctgccgttc agtcaggaag aagcaaagct gttcttccag gtcatcgcta aacgttacga
  2254921 aaagagcgca atgatcctga catccaatct gccgttcggg cagtgggatc aaacgttcgc
  2254981 cggtgatgca gcactgacct cagcgatgct ggaccgtatc ttacaccact cacatgtcgt
  2255041 tcaaatcaaa ggagaaagct atcgactcag acagaaacga aaggccgggg ttatagcaga
  2255101 agctaatcct gagtaaaacg gtggatcaat attgggccgt tggtggagat ataagtggat
  2255161 cacttttcat ccgtcgttga caatgagatg agcggaaatt aaacagcata ggttaagtcc
  2255221 ttatgatgaa tgattgagca gcaaacagaa ggaatgctta tcaacatgct ttacccgaaa
  2255281 aaaaatatta atcagactgc tgacaaaccc caatgacgcg atcttgaacg gtgaggatag
  2255341 gcagaggagt aaagcgtccg cgccaagaat ggcgcggttc gagcctacat ggatgtattt
  2255401 acggcgtctt tacgatctgc ctgttctctc catcgcgggc actttgtcaa taacctcatt
  2255461 aatgaaatat tcttcagatt ttactcttca ccctggacgg taaaatagtt gagataataa
  2255521 ggtgtaaaca cgacaaaaat cacaataatt actgtttttc aaatcttgtc agctagggtg
  2255581 ccaactaaga tttatcgcct tcggactggg cgccaaactg gttagaaaga ctaatgattt
  2255641 tgagtgtatc ttaatgagcc tagactaaag cattggaatt aacaggtagg ttgtttgaaa
  2255701 gaaataaaaa taatgattta taaaaatatc tttataaaaa aacaaattaa cgcagactat
  2255761 taccctgtga taacagaaat aaaaatggaa aaataaaatg gtgtccgcag ggaattcttt
  2255821 taaggcagca ttcaatatta gcgtccattg aatgctgccg ggtctcgcct taccccatag
  2255881 cgttgcgtca tgctggttcg ttaaccacgg taactggctg atcgtgatca ctgacttatc
  2255941 gtggtcactg gcttatttgg cttatatagt ggaaacgtta tgcccagcgc tctgcaaccc
  2256001 acgcggcttg ctgctcgggc gtcaggaacg tccaggccac aaaccgactg actttttgcc
  2256061 cttgcgccat ctcaatagtg cgcacctcaa ctgccttcac atatcttaga gcatgataaa
  2256121 tcgccggtaa cgtggtcttc ttggaaatca atgaggtaaa ccagaaacag ttctgcgctt
  2256181 tcgctacgct ctctgccacc atgcggctga caaacccttc ctccccacct tcacaccata
  2256241 actcactgtt tttaccaccg aagttctgta ctggctttgc agcgacttca tttttcccca
  2256301 gtttgtgcaa tttacggcga gtggtggccg ccgcttcttc tgctgaacca tggaatggcg
  2256361 ggttacacag cgtcgcatcg taacgctcat tcaccgccca caccccttca aaaatagcgt
  2256421 gtggatcttt ttgctgcttc aggcgcaagg tatttttcag ggtcgggttc atcgacacca
  2256481 ccatttttgc cgcactgagc gcgtgtgagt caatatccgt accggtaaaa cgccagccgt
  2256541 actcccgctg accaataatt gggtaaatac agttagcgcc gacgccaata tccagcaacg
  2256601 caatattctt gcccttaggg atcacctcgc cattgcaact ggctaataga tcggccagat
  2256661 ggtgcacgta atcggcacgc ccaggaatgg gaggacataa agaatcggct ggaatgtccc
  2256721 aatattcaat gccatagaaa tgttttaata atgccttatt caacattttt actgctaatg
  2256781 gatcagcaaa atcgacagaa atatcaccat aggcggtcgg ggccagaaaa gggattagct
  2256841 cagggcaact cactgaaagc gcatcaaaat catagcgtga gcaatgacga tttcggggat
  2256901 gcaatccgct tttttctttg gggaatactt ttttattttc catcgtactg gctctctgat
  2256961 aggcattttc tggcgcgtaa gatagcataa attacagcta aacgggtgta cggtgaatag
  2257021 gtttgacacc accagcccct ttgtgcggcc gatgtcaaac aacatgatga tccgctgctg
  2257081 gcccatcgcc tgaatattat cggtgagccg ttcgaggcga tcgacacgtt caatccacaa
  2257141 agccaagccg caagttcaaa taatttgatt gatttgctca attctatccg gttttaaaat
  2257201 ttcgcttaag gtgtaacata gcttctatcg aaagggagcg ccctttcaac cttaaaaacc
  2257261 gaataggatc atatcatgaa aaacatcaaa aatttcgttg cagttatcgc attgtctact
  2257321 ctttctttcg gtagtttcgc tgccgattat gtaaacagcc aaaaagcggc acagttagaa
  2257381 ccagtgggcg tcatcacggc taacggggca accagcttga gcagcctgaa agcacaactg
  2257441 gcagagaaag cagatgctgc cggtgcaaaa gccttcacta tcacatcgac aacaggtaac
  2257501 aacctgatgc acggtagtgc ggttatttat aaataatcga ctaataataa ccaattcatt
  2257561 aataacaact gtcgccaaat agattgacgt tgtagcaagg cagtaagtga acgcatccca
  2257621 ataaactggc tcatgtcagt gatgcaataa atagctgcca acaccttgga aatacaaaag
  2257681 cccatccgtt catctgatgg gctcagactg ctgacaaacc ccgattattc gatcttgaac
  2257741 ggtgaggata ggcagaggag taaagcgtcc gcgccaagga tggcgcggct cgagcctaca
  2257801 tggatgtatt tacggcgtct ttacgatctg cctgttctct ccgtcgcggg cactttgtca
  2257861 ataacctcag cccatccgtt catctgatgg gctttttctg gtggtgaaac agtaaaatta
  2257921 cacaatctta atttgttgca acgccagttc gacagaatca gcctgccctg ccgcgaccag
  2257981 acaacaagct aactgtttta gaatcgagtc tggaataggc tgctctccgg ccagacagcc
  2258041 ttcaatccaa cgtgccgtaa tcacggcatc cttcgacaac ggtaactcag ggacaaccga
  2258101 ttctgatgaa cgatcgagta aaattgtctg ttcgccatca ttgatataat gaatcggtgg
  2258161 gcagcgcagt ggattagcat aaacctcgcc ttcggtgccc tgtagcaata gccccggagc
  2258221 actaattgct tggaagaacc cccccacttt ttgcatatat tcaggatgag agacgctggc
  2258281 aacgcgcaac gctttatcat gagtaaacgg tgttgccagc tttgccaagg tgtggctact
  2258341 gtttctaacc cccatacgcc agcgttgttg taattgctga tccaattgca tagacagtgc
  2258401 ggagacgggg ataaatacgg gcagcccatt atctaagcgt tgttgagctt cctgcacact
  2258461 tagcgaccag ggaatattca gttgctggaa aatttctgca ctggtaaccc ggctactatc
  2258521 ttccgtcacg ccgtggacca cgaccggcaa accaagacgc gacagcagca gtgccagcaa
  2258581 cggggttaaa ttggcctgtt tacgcgcgcc gttgtagctg gggatcacca ccggtaatgg
  2258641 gcgatccacc ggggcgcgta gtgacatcac ctgctcttgc atcgcctggt aaaagcccag
  2258701 aatttcctgc tctgattcac ctttgatacg aaaggcgatc aggatgccgc ccaattccaa
  2258761 tgcgggtacc tgccctgcca acatggcttt atacagtgca taggcggttg gctgatccag
  2258821 atcacgggca tggttcttac cgcgcccaac ctctttgata attttactgt aatccatggt
  2258881 gcggccttcc ccctatgggt ctctcgttaa caataaactg ggctgagttt gcctgacatg
  2258941 ctctatcttt cgccaatctt ctccccttca tacttgccgc gcagccagtc ggcaagttgc
  2259001 tgccttgaga tcttaatccc gccacgcttc aaaaatgtgg gtagccggta aaaagcaatg
  2259061 ggccgctgga agacagccaa tcgtggggct aaccaatcag ctaaagccac gacatccacc
  2259121 tcatcagcgg aatcaatgac cgccactggc cggtgaccga attcagcgtc agcaacagga
  2259181 ataacaaaag cgtgctgcac ccctgaatac tgcaataaaa ctcgctcgat gtcttctggc
  2259241 tggatcccct cgccaccact gaaaaacaga ttatccaacc gcccgagaat acataattcg
  2259301 ccttgctgcc acctaccgcg atctcgggta tggaaccacc cgtcgctgtc cgtgagtggc
  2259361 agtaattgcc cctgttgcca gtaaccggca gccagacaat cggcttttat ccagacttca
  2259421 tcgtctacca gtttcacctg acggcctgcg agcgcgacac cgacaccagg tcgcccgtct
  2259481 gcccgcttgg cacagaccgt tgatgccaac tccgtcaagc cgtagccaca ccaacagcgg
  2259541 atgccgtggg cctcggcctg ttcggtcagt tcggttggga tcatcgcgcc ccccaacagt
  2259601 acctctttca acgtcaaggg gggggcggca ttcgccaaca aacgccataa ttgcgtggga
  2259661 actaatgacg catggctgca ccccgccaaa gcctcaacca gtggcacgcc ctctggtacc
  2259721 cccagtgtcg cccccgccgt cagccaacgc cagacaatcc cctgccctga gacatgaaac
  2259781 aacggtaacg acagcaacca gctatcactg gcggtgaaat tcatcagcgc cagtacgccg
  2259841 tcggcattag cccgatgtgc gcccagcgag tgtactgcgg ccttcggtaa gccggaggaa
  2259901 cctgaggtta gcgtcagcgt cgccagccgt tggccatccc acgctatcgg ggtcacggct
  2259961 gccgaatcaa cggtgcgggg atccaacgga gtaaaggcaa aatgcggggg caacggggtg
  2260021 gctaaattca gcataaagtg aatatccagc gttggcaggc gctgcgccaa aagcgcatcc
  2260081 ggcaattgcg gattcagcgg caaaacgcga gctgcacact gcaatgccgc cagataagcc
  2260141 aatagcaggg tataactgtt tttaccgcgc aaggccacgc cgctccccgg caccacacct
  2260201 tgctgttgaa aaaaagccgc caacgcattg atatcactgg ctaactgttg ccaactgatc
  2260261 cgttgccccc cagaacggat agcgagcgct tgaggccgca gattggccca atactgccaa
  2260321 ggccaatgct cccaaggcgg atggcctaac gatgccatac cacgcccaac tgctcggtcg
  2260381 tgattagcgg caacgggctg tctggccacg gccgcacgac ttgcgcctgc atcaggtcca
  2260441 gcgtatccaa ccccggaacc gtgacggggg tcaaccaagc ggccaaacgg gccaattgcg
  2260501 tcagacccag actggattca atactggagc taataaccgc aaccaaaccg gcctgatgcg
  2260561 cttgttgaac cagttgctga cagcgagcaa gactgcccac cagcgttggt ttgatcacaa
  2260621 ttgccgccac tcccggctcg gcttcaacct gaaaatccgc ctcacgcaca ctttcatccc
  2260681 aggcaatagc aataccggta tcttgagcaa actcacggga ttcagcgcgg gttttgcacg
  2260741 gttcctccag aaaggcaata cgcgaacgca gcgccggatt gacatacttc gcgaacccat
  2260801 cggccttcgc tcggctccaa ctgcgattag cgtccagccg cagtgtcaga tcaggcaggg
  2260861 cttccaacag aacattaacg atcatgccat cacgcaccgc ttcatacagc ccgaccttca
  2260921 ccttggcaac cttctcaccc ggcaatgcct ggagtaccgc aaacagctca tcaggatcgc
  2260981 cggtacacag tggcgctttg cgataatccg ctgacagcgg taaggtttgc ttgagttcgg
  2261041 cctgcgcaca actgagacca aaagccacgg agggcaacac gctgtcatcc gattcgacac
  2261101 cactgaccca gtgttgcagc caacactctg ccgccacttg ggcttgatcc agtgtttctt
  2261161 gactgaattc cggtaacggg gcaatttcgc cccagccgct caattcacct tgctgtaatt
  2261221 tgaccagcaa cccatcgcga cttttcagcc gctgatggcg cagtatcacc cccgcttcca
  2261281 tcggtacact gtagcggtaa agggtagccg tgcgcattac ggattacgct tgaatttgct
  2261341 gaagtccggt tggcgttttt cattgaatgc gttacgcccc tcctgccctt catcggtcat
  2261401 atagaacagc atggtggcgt taccggctaa ctcctgcaaa cccgcctgac catcgcaatc
  2261461 cgcattcagc gctgctttca gacaacgcag cgccatcggg ctgttttgca gcatttcacg
  2261521 gcaccaacgc acagtttctt tttcgagatc tgccaggggg accacggtat tgaccagccc
  2261581 catatccaaa gcttgtttgg catcatattg gcggcacagg aaccaaattt cccgcgcttt
  2261641 tttctggccg acaatccgcg ccatatacgc cgcaccccaa ccgccgtcga atgaaccgac
  2261701 tttcggtccc gtctgaccaa aaatggcatt atctgccgca acagttaaat cacacatcat
  2261761 atgcaagaca tgcccgccgc caatagaata gccggccacc atcgcgacca ccggttttgg
  2261821 acaggtgcgg atctgacgtt ggaaatccag tacgttcagg tgatgaacac cactgttatc
  2261881 ctgatagccg ccgtaatcgc cacgcacttt ctgatcaccg ccggaacaga aggctttatc
  2261941 gccttccccc gtcaaaataa tcacaccgat attgtcgtca taacgggcat cggccaacgc
  2262001 ctggatcatc tctttaacgg ttaatgggcg gaacgcatta cgcacatgtg ggcggttaat
  2262061 ggtgatcttg gcaataccat cgttggattt gtgataacga atatcttcaa atccggcgga
  2262121 gcaatccagc cagtcgatgg cggcgtacaa ttgttcttcg ctcggataaa gcatagtaaa
  2262181 cattccttta acgagataat gatgacggtg gtaagcatga tgactgtgac aaaaatgcca
  2262241 gcacctgtgc agcaaaagca ccgggattcg cccgatgggc attgtgcccg gcgcgggcta
  2262301 gcgtgtgtaa tggcaatcga tattgctgtg ccagttgcag gaacttatgg tcacgatcac
  2262361 cacacaaata agtataaggg acgttgagcc gttgcagggc cggtaacaac cacggttgat
  2262421 gccctagtga cgttgcctct agcatctcgg ccacagccgg gccatggtta tcggcccgca
  2262481 ataacaccag ttgttcacgt tgttgtggat ctaaatcggc aaataccgcc tgctgatacc
  2262541 agtcatccaa tacctgtggc agaggctcct ggcgaaagcg ctgcgcccat tggcggtctt
  2262601 gttgcaaccg cgcctgacgt agttcagcgt tttccagccc gaggtttccc ccttcaacca
  2262661 ataacccctg caagccatga tggcgaccat aacaggcgtg atatatcgcg atcctaccgc
  2262721 ctaaagagta gccggccagc cagtattcgc gaataccgtt agcctgtaat gtttgtgaca
  2262781 actggcgact gatatcggca aaaccatcgg cgctcaggga gacggattgt ccatggcccg
  2262841 gtagatcgat caacaatgac ggataatcgc cacacagttg tgccacgggc agccaatctt
  2262901 gtccgctgcc caacaaacca tgtaaccaaa ccaaccaagg cccagcgtgt tgatggcggg
  2262961 gcgattccgg atgaggggcc agttttcggc aagccagtgt cgtcatgggg ccacctgcgg
  2263021 tattaatgtc acctgttgta ctaactgttg cagtgtttct gccccctgac ttggtggcac
  2263081 ctggacttca atcagcgtgg ttcccccccg tagccagcat tgatgcgcta gctcccgtag
  2263141 ctgaggccag ctattagggc gagcataacc taagctgaac ataaccgccg cgtgttcgaa
  2263201 gttcacatcc tgcggcatac agtagaaacg ctggcgctcg gcctctggcg ttggcaataa
  2263261 agagaaaatc tgccccccat tgttattgat caccagtagc accatcggtg ccgagctctg
  2263321 gcgcaaaagt gccagcgcat taaggtcata taaggcagac aaatcaccga cgatagctaa
  2263381 tgtcggtttc gccgtcgcgc gctgtacacc ggcggcggtt gacagcaaac catcgatacc
  2263441 gctggccccc cgattgctgt aaaccggata gcctgcgggt agctgcccca gcgcatcaat
  2263501 caaccggaca atcaaactgt tgccaacaaa tagctggccg ttatccggta ataattccgc
  2263561 gagctgatgt gccacggcgg cctcactgaa ttggccggcc agcgtctcga tcacctgtgc
  2263621 ttgcgcactt tccgaatatg ccgccagttc cgtggcccaa ggtgtacgcc gctgcgcggg
  2263681 gtgccgactc aaccactcgc ccaccgggca aataatacgt cggccacgat ggttagcagg
  2263741 atcaaggcgg cctggggcgc tatccaccag ccagtattcc tgtggctgac atgcggtctg
  2263801 ccattgtaaa aggcgcttac tggtcagact gctgccaaat tgcaacacca tctgtgcttg
  2263861 agcgagggtt tcttgcgccc gtgggtgcgc cagccataag tcagcacaag gcaatggctg
  2263921 accggtttgt gacaatacat cgccaatcag tggccagccc agcattgcag cccatgcggt
  2263981 cagttgccta ccctcttgcg cgcccatccg tccggcaatc acgacgccac gtttttgccg
  2264041 ccagaaaaac cagtcagctt gctgtgctgg tggttgataa agagagggcg ggtaacaggt
  2264101 ttgacgcagc catgggtgac aatcctgcca ccaatcgccc agcgaggcag accagtcggc
  2264161 atactgttgc tcatcccccc catacagtgg ttcagcaaag ggacaattaa tgtgcaaagc
  2264221 gccatgttgc aattgcgcca tcgcgctgtc gagtgtggaa accaaccaac gggcagagat
  2264281 atcgggcgtc ggtctgggga gattaacact tagggttgga tggctggcaa acagcccctg
  2264341 ctggcggata gcctgattgg caccgcaatc gattaactcc ggtgggcgat cagcggtcaa
  2264401 taatatcagc cgctcacccg ttaaccccgc ttcgattagc gcaggataaa gattcgccac
  2264461 cgccgtaccc gaggtgacaa tgaccgccac cggttctgtt gaggccttcg ccagccccag
  2264521 agccagatgg cccagaccgc gctcatcaaa atgggtatgg caaaccaacg acggattagc
  2264581 ggcagccgct aacgttaacg gtgtagagcg agaccctggg gcaatacaga tatgacgcac
  2264641 accgtggcgg gtcaaagcct ccagtagcag tgccgcccaa cgacggttaa aaacacttgt
  2264701 cgacatggtt tgctcaaaag tcagttaaca gacgctacgg ccgtgataat taagataaag
  2264761 agaaacgtta cctttgaaaa atccgcagcg accgctttat ggttaaagtt ttaccgatct
  2264821 atacagggca agtggctaat acttgccgag ttgtggctcc ggtttgacag tctacaccgc
  2264881 ccacatgggg gcgacaatcc gtccctataa caagtgcggt taattgcggc attttaggct
  2264941 ttaacgggct gcgcttcgtg ctccaacaag ctttgtaaac ctgctgactt attatcgatc
  2265001 tcttgccact cttgttccgc atcagaaccg gccacgatcc ccgccccggc atacaggtga
  2265061 atctgctgcc catcgactcg cgctgaacgc agggccacac tgaattcagt gcgtttaagt
  2265121 gacaaataac cggcagaacc cgcataccag ccacgggaaa atagctcatg tttggcaata
  2265181 aactgccgcg ccgcctcacg gggcaacccc gccaccgccg cagtcggctg caagcgttgc
  2265241 aggcagtcag tatcactggc ccggctgagt tgcgcgcaga tacggcggcg caaatgctgt
  2265301 actttgcgca agcgaataat ttctggcggc atgacatcca cggcggttac cccaccttgc
  2265361 aagcgctgac aaatatcgtc taccaccaat aaattctcgc gctgattctt ttcatcatgc
  2265421 atcaaccaat ctgccaatac cgccgcctgt gggtcgctat caagattaga gacggtcccc
  2265481 gccaatgctt cggtttctaa atgtaattgc tggcgtagat agagccgttc gggactggaa
  2265541 cccagaaagg cctgtcgatc atcaaaacgt aacataaagt gataacaacg gtgattgacc
  2265601 tgtcggctgg cagccataaa tgcagcgcac gaaagcggtt tattcagcgt caacgtcgtg
  2265661 gtccgtgcca gtaccacttt gtcgagcttt tgctgctcaa tatcatttag cgcttgctgt
  2265721 atcagattgc gccattgcgg atatcccggt gtatgactcg aatgctggat acgcgcattc
  2265781 aacacaggta gagcgcgggc tgccatcaat tggtcaataa acgtgatggc ctgtaaggca
  2265841 tctttctgta gggaggtctc gctgctcaaa ttaagggtga gcgaggtttt tttaccccgg
  2265901 cgtaatattt caagacgcgg tagaaaaaga aagctggctt gggcgttttt tccactgacc
  2265961 aggccattat ctgttagttg cccgaatacc atcaccggtt caaatgcatt gaggccccaa
  2266021 atacgcagcc cattagcatc agggttttgc tgaataaaat catcggcatc tttcatatcg
  2266081 gcaaatgagc gggtttgccc gcagacggcg gcttcttcat ggttgtcacg gtgacgccaa
  2266141 taaaattgag gaaagtgagt ctgagcagtt aaccactcta acaattggcg gcccaccaag
  2266201 ccgggtgctg gaaaaataag ttgttgaata cctgcctgtt cagggaaacc ggcacataat
  2266261 ttctgtcgta attcacccag caaaccagaa agttgtttca cgaccacctc ggtaaatcaa
  2266321 cagaaagagt gggattatac ggggtgataa taataagaaa agtcggattg gaaagttatt
  2266381 gttacttatc acactaatgt ttgatattga tgatttcgca tactaaaaaa gagttatcga
  2266441 ggttgatgac cacgcaattt atagctcagt gagtaacagg ttgagcgcac ctggctgtcg
  2266501 tcttacccat tatctgcctt ccccattatc taccttccaa atcactacct tccaaatcat
  2266561 ttgccttcca aatcatctgg caagcggcat tcccgccgca acgcaaatgg tttgcccggc
  2266621 gtcaatactt attttatctt tcgatactca tcttatctgg agttgcaagc agtaaacgaa
  2266681 caacaaatta gccaagaacc gtatttaggc tagccggtag ggtgaacctc aagcagaggg
  2266741 cctattagcc ttgttaagtg cgcgggtatc catgatccgg cccaagggaa acgctgacac
  2266801 tgctgcaact ccaatgacgt tgattatatt aagcaggtac gacattccat tgctgtgttt
  2266861 catccaatgt ggcgactaat gaatatatat tacccgagta tttcaactca ttactgttcg
  2266921 tcaccgtttg tgccaacacc tgccccatct ggaccccctg acccgcagca ataaaataga
  2266981 ggggttcagg cgtatagagt tgagttgtat tggctaagac ttgctgggca aaggtgccct
  2267041 gcccggacat gccaatcccc gtcgaataaa cattatttgg catgctgccg ccttcaataa
  2267101 tcgtcaattt acccgcttgc cctgcggttg agagattgct aaaagtgggt gtgttatccg
  2267161 cagtatcaaa cgtcacctga ttatgactgg tgggatcagc atccaaaata gcacccgctt
  2267221 caaaaagaac cccgtcagtg agatgcccgg ttctccccca gacaaatgag tagttaatcg
  2267281 accatttaaa cgtaaagaaa ctattaggtg cgactttaaa tggcgaggct tgccaagcca
  2267341 aagaaaagac atccgagggt tgatttggca ttttttgata taaaaaaaca gtccaggccg
  2267401 aagatgaatg attaacgaac ttaacttgat agggggtgcc agcagcggct gatagatcca
  2267461 aagtattact catgatgagt tccttattac atttatgtaa agtatattat tcacgctaac
  2267521 gatattcgcc tatttcaaat aaaggtgaca tagagagcca agccatttct cagcctaaaa
  2267581 cctcaataga gaaatggctt aattcattaa aaaataaaat taaaacggca aagcacgaat
  2267641 tttattaaag atattaattt aatgggtaat taattaacca ccataccaat gccatgcacg
  2267701 taaaatcata ctccgtcgct ttaatatgat agagcaaaat acttaactag aatcactctc
  2267761 acaccaacaa ataaaataaa tttatgtagt ggattgatgt taataagcat tttaatggta
  2267821 tttttattta tcacatcaag ctaaaattca acacttcaaa acaaaataaa taaaaataat
  2267881 attatgacat gtgaaattaa tgggttttgt aaaagtgaat aaaaaatgat gagtaaggcg
  2267941 aatatttatt atcaacacgc tcattatgct tacgataaaa gtggcccact taagggccag
  2268001 taaccacaac gtaagcaaga gaacgggtta gcgacgagcc accaatagcc caacaatcag
  2268061 tccaatagtc gcgccaatac ccacgctaca ccatgggttc tgacgaacat aatcatcagt
  2268121 acaacatgcc atggctttta tctgcttgat atgacatcca ccgtggtcac tcaagcggct
  2268181 ttgaacctcc tttagtgctt tctctgcacg cgctttaatt tcttgatagc tttcatcagc
  2268241 caacgttccg gaatagcgca gtacctcttc cagggtatcg gtcaacatag ccaggtcatc
  2268301 ctctaacgag gttggtggtt cattatctcg gttcatgtgc attctccatg cgtgaaaaag
  2268361 gcatcttata cccaaaataa ttcgagttgc aggaaggcag caagggagat aatcccgatg
  2268421 agcttactgt tcgtaagtga ttcgggttat tgagtgcagc caacgcatac gcagcttgaa
  2268481 gtatgacggg tatataagga tagtcgaatt aataacagta tgttgacgct gacagcaagg
  2268541 attgcattaa aaaaccctta tcgcgacggt tgggggatta acaccaaatt atgtaatgtt
  2268601 atctttactg tgtctcagta tctcttttat tttaaatcaa tattattttc tgcaacctac
  2268661 cgggtaaaaa aagcaatact cggttaatca tagataaact acactgtgct tatttagtgt
  2268721 agtgcgtaca acttaatcgc cctacccaag attttaatga catactaaat aaatttacgt
  2268781 actagagcaa gaggttaaaa atatccagtt actgactcac taataataac gctcattaac
  2268841 cttatgactg tcaaatatta ttgagttaca aaaataacgc ttataaaaag gcaagaaaaa
  2268901 tgaaaaacga attggcgatg gctttcggtg ggatgatagt cggtataagt ttagcgatat
  2268961 tgattttatg tattatcttt ggtttaacat ctcctgaaac ggttattagc tatgccgact
  2269021 gtgttatcaa atccagaaat taaatcattt tcttgaatga taatataccc atcaggcttc
  2269081 aagctgcctg tgtgctggtt gccttcgtga ctcggcccgt ccatggaccc cgcctcttcg
  2269141 aggccactgc aagtcacgta caaatctgcg tttttattta ttgacttgaa actcattcat
  2269201 atattgaaat cctgcgcgga aatggcgcac agtgctctga ataaaactac ctaaatagca
  2269261 tttagaaacg aatacaacac gccccctgct ctgcaccaga aagctgttca cgtaatgccc
  2269321 caaacaactc acggccacat cccacatgga aagcagagat agccggtaac ggactatcgc
  2269381 gagtggccaa ttcagcctca tccaccagta atgacagctc gccactgacc ccatcaaccc
  2269441 gaatccggtc accattgcgg acgttggcca gtaaaccacc gcaataggct tctggcgtca
  2269501 cgtgaatggc agacggcacc ttgcctgatg cgccggataa tcggccatcc gtcaccaacg
  2269561 ctaccttaaa gccacgatca agtaatactc ctagcggcgg catcagctta tgtaactccg
  2269621 gcataccaat ggcctgcggc ccctgataac gcaccaccac cacacaatcg cgatccaaat
  2269681 caccggattc aaaggcggct tccacatcat gctgactctc aaatacccgc gctggccctt
  2269741 caataacctg atgctcccgt ggcactgccg aggttttcat taccgcccgc cccagattgc
  2269801 cgtttaatac tttcgtcccc ccctgagcag aaaaaggctg ttccagactg gcgatcaccg
  2269861 tcgcatccag tgactgttgc ggcccaggac gccattgcaa tttacccgcc gccagataag
  2269921 gctcttgcgt ataacgctgc aaaccaaatc cagcgacggt atgcacctct tcgtgcagta
  2269981 aaccgccttg caatagcata ttaaccagca gtgccacacc acccgatgcc tgaaaatagt
  2270041 tgatgtccgc tgggccatta gggtaaatac ggcatagctg cggcaccgct tccgacagtt
  2270101 cagagaaatc atcccaatta atgatgatgc ccgccgcccg cgccatcgcg accaaatgta
  2270161 aggtgtgatt agtcgaaccg ccggttgcca gcagcgcgac aatcccattg acgaccactt
  2270221 tttcatccac caattggcca acaggcaaat agctgctgtt gatatggcta ctgttgatat
  2270281 ggttaacatc aatatgattg ccatcaatac aattaatgcc ggtttcggtc agacgggtga
  2270341 tttgacgtgc cgccgctgca gtcagcgcat cacgcagtgg tgtattcggt tggataaaag
  2270401 aggctcccgg caaatgcagc cccatcactt ccatcaccat ctgattagaa ttggcagtac
  2270461 cgtaaaaagt acaggtcccg gcactgtgat acgaagcggc ttcagcctcc aacaaggctt
  2270521 gcctatccac tttcccctcg gcgtaaagtt ggcggatccg gactttctct ttgttaggca
  2270581 aaccgctggc cataggcccg gcggggacaa aaatagccgg taaatggcca aatgacagcg
  2270641 ctgccattaa caaaccggga acgattttat cgcacacacc gaggtagaga gcaccatcaa
  2270701 acatattgtg tgacaggcca atagccgctg acatagcaat cacatcgcgg ctcattagcg
  2270761 acaactccat cccatcctgc ccttgcgtca ccccatcaca catggcagga accccaccgg
  2270821 caacctgccc aatggcccca acctcatgca atgcgtcttt cagttgttgt gggtaatgtt
  2270881 cataaggttg atgagcagac agcatatcgt tataggacgt aatgatggcg atatcgctac
  2270941 gcaccctatt ttttagggcc gctttatcct ctggctgaca agccgcaaag ccgtgcgcca
  2271001 gattaccgca agccagttgt gaacggtgaa cggtatgctc ttttgctgca ctgatacgtt
  2271061 gcagatatgc cgtgcgtgtg gccgctgagc gcgcaatgat acgctgcgtg acacgggtga
  2271121 taatggggtt catctccatt ccttatgcgc tcaatggggt taatggggtc aaaagttcaa
  2271181 tgctgccagt gggcaggccg acaaagtcgg ccagtacctg taacagtaaa ttgtggtcat
  2271241 ccaagtgcgg tgcaccggaa acattaacgc tgccgataat acctgcctgt ttaatttgca
  2271301 gcgggaaagc accacccaat gcggcgtaat cccgcagact cacgccatag cgagcgtcga
  2271361 gtgaggtctc tcgctgctgt aacatcaacc cggcagcata ggaactggtg ctgagtaact
  2271421 ccacgacatt acgtttacgc cgcagccaat cttggttctc ggcacaggtg cccgccatcg
  2271481 catagctaaa gagcgtttga tgattcacgg tgatatcaat agccagtgcc acgccttgtt
  2271541 tctctgcctg tcgctttatt ttttcgccta gctgccaggc ggtttcgtta tcgaaatgcc
  2271601 tcagttgcaa gcgttgttgg tgctgctggc agtaggcgag ttgttgctgt aaattcatca
  2271661 gattctccgg tgataaatgg catcggctta cgcacgtttc gctttagtca aaccgttgtc
  2271721 agcgatagct ttccctgtag atttcacctc gacatcacac tctttcggca acgttaaggt
  2271781 aatcagccca gcaataatca atgatcccgc caacatgcag accgccgcgc tctggccata
  2271841 gaaaaagatc atcaccccca ccagataggg gccacagaag ccccccagat tgcctaaacc
  2271901 gttaatcccc ccccgcgcac caccagctac ttctggcacc gcaatacggc caggaattga
  2271961 ccagaatggg ctggttgccg ctttcaggaa gaagccacag accaccaatg ccagatatga
  2272021 cacaagaacg ttgtgacgga aaataaccga tgccaccaac gccgcagcaa agcagaacag
  2272081 ggaaatcata atcagcaaac ggcgtttacc ggttttatcc gccagtgcgg aaataacata
  2272141 aataccggcg gtggtagcca caaatggcaa caccgccaga ataccgacgg atgccatatt
  2272201 gccgccggtc aggtttttta agatagtggg caaccacaat gtgtaaccat aatccccggt
  2272261 ctggtagaag aagttcagcg ccaccagctt catcaaacct ttattgagaa ataccgcttt
  2272321 taacggcgca ttggtcaccg gcttattgaa cattcgttcc gctctttccc gcgacagttc
  2272381 agtgaccaga taatcacgct ctcgcgctga tagccatttg gcctcctctg ggcggtcact
  2272441 gatcacaaac caccacatca ccaacaccag tgctgacaac ccgccttcaa ggaagaataa
  2272501 ccaacgccag tcgagcgtat tgatgataaa acccgacaac ggtgcggtga acatgccgcc
  2272561 aatcggtgca aacatcatga cgaaagcatt agcgcggcca atttcgcgct ctgggaacca
  2272621 gttgctgacc atggtcaaca ccacgggcaa cataccccct tcggaaaccc ccaagacaaa
  2272681 acgcaggaac agcaattgat aatgatgggt aacaaaacca gtcaggatag agacgatggc
  2272741 ccagaccgct aaagaataag caatgaattt tctgccgctg ccatgtactg caatacggcc
  2272801 accgggtact tgtagaaata aataaccgat aaagaaaata ccgccggcta aaccggccat
  2272861 ttggctggta atcgccaaat cactttccat accgcccggt agagcaaaac taatattgac
  2272921 ccgatccata aaagaaataa tacaagcaat cattattggc acaataacgc ggaaccaacg
  2272981 ggcattaggg atcttactgt ccatataaat acgcctcatg ataatatatc cgtcatactt
  2273041 caagctgcat atacgttggc tatactcaat tgcccaaatt atttcttggt cgttgacctt
  2273101 aaaataaata cacccacctt cctgaagcta gaattatttt gggtatagac tcattggggc
  2273161 tttctcgctt gccactctcc tgcaattcga attatttaag gtataggttg tgaataatat
  2273221 tgggtgagaa atttaaaaaa actaaatgcg ttttttattg gttaaatagc aaaaaataat
  2273281 tttcgattga cgcgtcagat aaactttatt ttctgacgcg ctattactca tggataacta
  2273341 aaatcactaa agagtgattg aggttattga caaagtgccc gcgacggaga gaacaggcag
  2273401 atcgtaaaga cgccgtaaat acatccatgt aggctcgagc cgcgccatcc ttggcgcgga
  2273461 cgctttactc ctctgcctat cctcaccgtt caagatcgag tcatcggggt ttgtcagcag
  2273521 tctgaatcac taaagagtga ttgattctat taataggtaa ttgctgtagg tgccgtttcg
  2273581 ccagagaaat gggccaaaat atttgagaac acaatatcac tcatttggat ccgggtatca
  2273641 gtggtcgcac tggcaatatg tggcagcaag aatacattgt ccatttcaat caaggcttgt
  2273701 ggtacatgag gctcatcggc gaagacatcc aaaccagcac cgccaatctg ttgctgttgc
  2273761 aacgcactga ttaaatcgtc ctgattaacc atactgccac gggcaatgtt aatcaggatc
  2273821 ccatgattag gcatcgcggc aaaaatggct ttatcaacca aacccgcact gtcttttcca
  2273881 ccagaaattg ccaccaccag aatatcgctt tgctttgcca ggctaattaa atctggcaca
  2273941 tattgataag gcagactgct gtcgtgcacg gtgtcagtat aggcaatttg catatcaaac
  2274001 ccgacagcac ggcgggcaat agcgcggcca atacgcccca taccaaagat ccccaagcgt
  2274061 ttgcccgtca ctttagacga caaaggcaag ctgccattcg gccactcccc tgaccggagg
  2274121 aactgagagg cttgatagaa acggcgggag gtggcaataa tcagccccag agccgtatca
  2274181 gccacatcat ccgtcaagac acccggcgtg gtagtcacga taatattgcg ctcacgggta
  2274241 taatccagat caacggcatc agtcccgaca ccaaatattg agatgatctg cacttcaggc
  2274301 aataacgcca ggacctcatt agtgacgcca atatcacctc tagtcacgat acctttaata
  2274361 ttcttgccct gatctgccag aaattcagca tggtccgtaa cctggtagag tttatggacg
  2274421 gtgaaagttt gttccaactt ttcagtcaga tagtccatta ccggagcgat tatcaatacg
  2274481 gcttgtttgc tgtgtttcat tacgagtacc tgatcatgtc aataaatcaa aaagaaatca
  2274541 gaatagtggc aggcaaaatt atcggatgac aacgccagcc catcacggtg ggcttgatta
  2274601 cctgccccct tgcttgccat tctgtcggtc tctggagcca ttcagtgaat gtcgttatga
  2274661 gacctgtttt ctctgtttta ttttgtgacg taggtcactg tagaccatgt taaaaaaaca
  2274721 tgttaccggt aacgtgacca gcttatcatt accgaagctg aattgtttca gctacagaat
  2274781 aggcgttaac aatctctgtc gcaccttagg ggggaatgtt attggttgat acgcattgtt
  2274841 atacgttggc gtcacctgtt aacaggcgat aattgatgag ccgatgctct acccgcgtgc
  2274901 attgccaatg cacagggccg tggtgatgaa aaataacagg aaaccgaatc gacttccctt
  2274961 tagtctcaga tagtcccacc gagagagata cgataatgca ggtcaacctg ttcaatagtc
  2275021 gggatttttt tgattttctt aatcaaaatt tcggcggcaa ctttccccat ttcaaaacgc
  2275081 ggtgtggtca cactggctaa tattggtgtt gtcgcctgac cgatatccaa cccatggaaa
  2275141 ccggaaatcg ccatttcagc cggtattgcc acccccagtt tcagacattc ttgtaacact
  2275201 ccgacagcca tatcatcatt agtacaaaaa atagcatcga catcgggata catttgcctc
  2275261 gccaatgcca gcatccctgc gccaatagag acggaggaca ctttatttgg ggtaatgtgc
  2275321 agcggtgtga agcctgcatc agtcaccgcc tggctatagc cctgataacg cttacgatca
  2275381 cgcgcatctg acattgagcc aaaataaaca atatgttgct tgccgctagc caacagcgtg
  2275441 gtcgtcatgt cgtaagccgc ttgatagtta ttaaaaccaa cggttattcg attctcttgc
  2275501 ggctccagct ccatcacttg tgcaatcgga atctctgctg cattcaaata tttatctgcg
  2275561 cgtaaggtat gttcggaatc tgtgaggatc aagccggata tctgacagga gagcaggtta
  2275621 ataatctgct cctcttcccg cgctttattg tagttatagt taaccaccaa cgtctgatag
  2275681 ccattggcaa cggtgattga ttcaatccct gccagcagat cggagaagat ttggttatta
  2275741 aacgagggga ccaaaatacc aatacgcgga cttttctgat ttaggctggt ttcactttcg
  2275801 ggatccgcac tgtaattcac ttcagccatc acctgagcaa tgcgctcacc ggtttctggt
  2275861 gccacttttt ccggcatccg taaatagcgg ctgactgtca ttttagtcac gcccgccagt
  2275921 aacgcgatat cctgtaacgt aactcgctgg tttttcatgg caaatacctg gtactaaagt
  2275981 gcgaaaaaag tgggttgatt atggcccagg ttgatcgaaa tgttaatgct attaatgcat
  2276041 aacctcagcg cgtagatcga taaaaaggga taactttacg gcagttacac cgtcgggagg
  2276101 ggatgcccgc ccgtatttct caatggcaga agcgcccctt ggtctgctca atgacaggct
  2276161 aaaaaatgtt gtccataccg ctattgccta aaaatcatgt aaaatcaggc cgataaattc
  2276221 ggcgctttgg gggtacggga taagacgttg atgaatgtat ggcgttgatg acggtctgac
  2276281 attgataaat aaaaacgtca ttttgcggca accaccgtcc ccgagaaaga acctgctcag
  2276341 agctatatcc caacggcctc tgagccacaa tacccgttaa aggggatcaa taaattctgc
  2276401 atccccccgc atttaaggaa taggtcatgt tgttacatct gaaaggaagc caccgattca
  2276461 ttagcctgat gctctgcgca ttattactcg ctggctgtgg acatcagcgg atgccagaga
  2276521 aacccgtgag tccggtaggg aaagaagagc cggttcgtgg tgtctggcta accaccgtgc
  2276581 tcagacttga ctggccttca ctttcatcga ttaacgctag ctcagactcg atcaggatca
  2276641 gcacgcaaaa gaaagaactg acagacacat tagatgactt ggtgaaaaac ggcgtcaaca
  2276701 cccttttctt tcaagtaaag cctgatggga gcgcgcttta tcattcagcc attcttccct
  2276761 ggtcggatgt tttgaccggt gtaacgggta aagatcccgg ttatgaccct ctggcctttg
  2276821 cggtatctga agcacataaa cgagggctta agatacacgc gtggctgaac ccctaccgtg
  2276881 tctcaatgga tacccggccg gaaacgagtg catcacttga gcgcacgctc tcttcttcgc
  2276941 cagccagtgt ctacgcgctg cataaagatt ggatacgcac cgccaatggc cggtttgttc
  2277001 tcgatccggg gttacccgag gtacgccact ggatcaccaa tattgttgcc gaactggtca
  2277061 aaaattatga catcgatggc atacagtttg atgattattt ctattatgaa accccgtcat
  2277121 cccggcttga tgatgatgcc acataccaga aatatgggca gtccttcagc gataaggcca
  2277181 attggcgcag gaacaatacg ttgttgctca taaaacaggt ctcttcaacc gtcaggtccc
  2277241 ttaaaccaga gattgagttt ggtgtcagcc cggcgggcgt ctggagaaat caggccgatg
  2277301 atcccctagg gtcagagaca caggcaggca gcccttctta cgataccgca tatgccgata
  2277361 cccgtttatg ggtgcaggac ggtttactgg attatatcgc accacaactc tactggacgc
  2277421 atagccaaaa aaaggtcaaa tatgacacgc tggcaacatg gtgggcagat accgtcaggc
  2277481 atagccacac caaattgtat atcggcgtcg cgttatacaa ggttggccaa ccctcgcagg
  2277541 ccgaatctga ctgggcactg gaaggcggtg tgcctgagct aaagcggcaa ctggatctca
  2277601 atgacgcgct gccggaaatc agcggaacga ttctgttcag ggaagcgttt ctccgtcagc
  2277661 cccagacgga agaggcggta aaatatttga agtccaggtg gcgtaactga aatcataaaa
  2277721 cgcagccata ggcggagcca tttttaacca aaaatttggc tccccacatg catcggtctg
  2277781 taaaaacaat attgattaaa acccagtgtc gttatattac gctggcgttc ctatcgagaa
  2277841 gatgcgcatc gatgacgcgt tgaatgaaca atatgttacc ggctaaaaag acaataacag
  2277901 ccacagggct taatcttaaa tcacttgatt atcaacatat taatcttaaa taccgtcaag
  2277961 aagcggagca actccccgca gtataagatt tttgcccacc tgtaagtcga tgttgctcac
  2278021 gtatccggta acagcctgct gtaacatgac ttatagtgat ctgcatcaca gtttaatcag
  2278081 tcagaaaacg gtctgataag cacatgtttt cagtaagctc aatttaatgg ttatcgtgtt
  2278141 aacagaatag gtgtgtttat aaaatcttaa tattgagaga ttaagagtaa atcatattat
  2278201 tgcctgacta agccttatag cttggcttat tagcgataat taaaccgcct tcatatttaa
  2278261 tatgattcag actgctgaca aaccccgatg acgcgatctt gaacggtgag gataggcaga
  2278321 ggagtaaagc gtccgcgcca aggatggcgc ggctcgagcc tacatggatg tatttacggc
  2278381 gtctttacga tctgcctgtt ctctccgtcg cgggcacttt gtcaatagcc tcattatttt
  2278441 tatatattat cgctatcagg aagtgaccat gaagaatcta ttttcgttgg aaaatcgcaa
  2278501 agtattaatt actggctctg cacagggtat tggattctta ctggcaaaag ggttagctga
  2278561 atttggcgca gagattatca ttaacgatat caccgcagag cgtgctgaaa aagccgtggc
  2278621 tgaattacgt gctagcggct ttatcgccca tgccgccgca tttaacgtga cgaaccatga
  2278681 tgaagtcaat gaagctatcg agaaaataga aagccatatt ggtgctatcg acgtgttaat
  2278741 taataatgcc ggtatccaac gccgccatgc ctttaccgaa ttcccagaaa aagattggga
  2278801 tgatgtgatt gctgttaatc aaaaatcggt atttttagtt tcacaagccg ttgcccgtta
  2278861 tatggttaaa cgccaacgtg gaaaaattat taatatctgt tcaatgcaaa gtgaattagg
  2278921 ccgcgatacg atcaccccgt atgccgcctc taaaggggca gttaaaatgc tgacccgtgg
  2278981 gatgtgtgtc gaactggctc gctacaatat tcaggttaac ggtattgcac cgggttattt
  2279041 caaaacggat atgacaaaag cactggtcga tgatcaagcc tttaccgatt ggttgtgtaa
  2279101 acgcacacca gccgcccgtt ggggagatcc agaagagctc attggtgcag cggtttattt
  2279161 gtcatccaaa gcctctgact ttgttaatgg tcatttgctg tttgttgatg gtggcatgct
  2279221 ggtagccgtt taatccaggg ttcagtcgtg ctccccacat aatggggagc agaggaaaat
  2279281 tatgtctggt aaatgcatta ttgtcatggg tgtctctggt accggcaaat cctgtgtcgg
  2279341 tcaggcgctg gcattggccc ttggcgctaa atttattgat ggcgacgatc tacacccacg
  2279401 ggccaatatc caaaaaatgg ccgccggcca gccactgaac gatcaagatc gtgcaccctg
  2279461 gcttgagcga ttaagtgatg tggcgtatag cctgcaacaa aaaaacgaag tgggttttct
  2279521 ggtgtgttca gcactgaaaa aacagtatcg agaccgcctg cgtgaaggta atgaagggat
  2279581 acgttttctc tggttgaccg gtgattacga tttagtgcta caccggatgc agcagcgggc
  2279641 cgggcatttt atgccagaga gcctactcaa gagccagttc gccacgctgg aagcgccggg
  2279701 gagcgatgaa ccggatgtga ttcccatcga tatttcatct tccattgccg atgttgttga
  2279761 acactgtatt gccgcattgt cactggaaaa ccacgtgagc gcgattctta gtgaatagcg
  2279821 gtgctgaatg aatagcgttc tttattgaat gacggtgctt aactgcgcgg accccataag
  2279881 gggataggaa aaataatgat acttgatgaa ctaaaaaaag cggtgaataa ccccatctat
  2279941 ccagaagtga ttcgtcggac actggcggca atcagccaaa tggatttagc ggccctcccc
  2280001 gccggtgaac ttgagattga agggcgcgaa atctacctga accatatgat cgccacgacg
  2280061 aaaccactgt atgagcaacg ccctgaatta caccgctatt acattgatat tcatattctc
  2280121 ttagaaggca gtgaagtgat cggggcttcg ccatcaaccc aaggccaacg cccgacgatg
  2280181 gattttgata gtgagaaaga ttacggtttg tttgagggga tgagtaccga gaccttgctg
  2280241 acgttagcac cgggtgatat tgccctactg ttccctgggg aattgcatcg cccgatgggg
  2280301 acattaacag acccggcccc catccgtaag ctagtggtga aggtggctaa tcatctttta
  2280361 tgatggttgg tacagatgac agatgacaga tgatgattgt tacagatgat gattggcgtt
  2280421 gacttgaacg aataaacgct caaccgagag ttccaaggga gccatgctcc cttcagacgg
  2280481 cagataaccc gcggtgacgt aatattgaac ggtgagaata ggcagagagt caggcggcca
  2280541 cgaaatttgg cacctttgct gtctgtctct actctctgtc tgtctctact ctccgtcgtg
  2280601 ggcaccttgc caataacccc ttattggctc cgtctcgccg tcagacacaa cccgctattc
  2280661 ttcattaaca caacttaagt caccgatcat actgttcggg gcagatacgt accatgacgc
  2280721 cgatgttcta ttgctgctga gatatggccg ctgcgcgtga gttgttccgt aaactcaact
  2280781 tcagccaaag aaggtatttt cagcgcatac ttttcacggg caaattcata ataatctttg
  2280841 cagcaccgga gaatatcatc cgcagagatg ttttcattga tctcccgtaa atgttgctcg
  2280901 actcgctgat aaagttcact cttgcggata tcgaaggtct tatccaataa gaataagcgg
  2280961 atgaatttat tatttaaatt atcagtaaga taatgtttat attttcggtt atgggtaata
  2281021 ggaatatctt ttgcaattag agttctggcc aacgcattta aatgagaaag atgacaatgt
  2281081 ttttcataat taatatctat aatcataggg tcaataatag ctttagagat aaggcgatag
  2281141 gcggcagtct cagaatccgg ataattaata ctctgcggca cctctttcat gatttttttt
  2281201 attacgtcta cactaggtaa tttttctttc tcactataga atttataaca tgaataaacg
  2281261 atcccattca tagcatcttt taatacatct tgttcattgc cgctatagtc atgaaatata
  2281321 tttcttttgt taaattcctg aaataaaact tgcgttatag ggtctgaacc atagcgttgc
  2281381 tttgctccct gtattttatc tttagtcaac cctactaaat acgaaaccat tgagataata
  2281441 tcttcatatg cctttttgtt ctttttttta gtaaaactat cggttgtact gggttgcgat
  2281501 attattgctt catctactgt tttcagtatc tctctgatag caaattcaca aagcgattct
  2281561 ctacggtagt catcaagcct atattctggt ttgatgtttc cacgtgaaac gggttgatgt
  2281621 gtatttgtcc acgcctgttc tacaatcagc aaactcagcg cgacactagt gtatgatttt
  2281681 tccaaaaagt aataaaaata atccagattt ttatatattt cattgcggac tctcatttca
  2281741 gtagtcaatt ttttacattt tccggtatca ggacaaaaat aaagttccaa ttcatcgatc
  2281801 tgtcgatcga tataaactct atccaccatt ggtggatgta aaacagtcgg attagaattt
  2281861 ataggtaaaa cccacatgac gatgatccct aaatcagata aagcgagagg ctgaacagtc
  2281921 aattaaatat tctaactccc cagcctactg acagatatcc atggttaacc ccaatctggt
  2281981 ttaaatcacc tttattcagc ggttagccgc cacctcctga gccccagata aaacaaaacc
  2282041 ccctgtaagc cgatactcac agggggtagg gtctatctcg acatcattcg tctgtgccgg
  2282101 tttaacacat catcacatca agggctgagc catctgcacc agtgttatca acggttgcgg
  2282161 atagataccc aacaccagta ccaaaatcgc ggagatcagt accaccacac caccggccgt
  2282221 taatgcccag ttgctcgggg tatcacgtac taagctctgc ggcgggctga ggaacaaact
  2282281 gacggtaacg cgcagataat agtacaagcc gatggcactg cctaacacca ccgcgccagt
  2282341 caaccaccac aagttggcgc tgacccccat tgccaccaca aagaatttac cgataaagcc
  2282401 cagtgtcatt gggataccgg ccagtgacaa catcatcact gtcatcaccg cagacagaat
  2282461 aggcttatgc cagaacaagc cacggtaaga gaacagggat tctgcatctg ggcctttgta
  2282521 cgggctggac atcaggctaa cgacgccaaa tgcccccagg ctactgaaca gataccccgc
  2282581 cagatacacc ccgatggttt ccagcggtaa tgcgagctcg tgtgtttgta ctgcgaccaa
  2282641 tgcaatcagc aaataaccaa ggtgggcaat agaggagtaa cccaacaggc gtttgatgtt
  2282701 ggtctggctg atcgccatca ggttgccaaa caggatcgag gccaccgcaa taatcgacag
  2282761 aaccaaacgc acggcttcgc tatccgccgc cggtgcgtac ataaacaagc gcatcactac
  2282821 ggcaaagata gcaatcttgc tggcggtcgc caggaacgtg gaaactggcg cgggtgcgcc
  2282881 ctgatacaca tcgggtgtcc acaattggaa cggtaccaac gacagtttaa agccgaggcc
  2282941 aacaatcatc atgcccagac ccgccagaat cagcggttgg tgcaccatcg agtcacttag
  2283001 gctctggccc aaccctacga aggacaggct accggactca gcatacaaca gcgccatacc
  2283061 gaacagcagg aatgacgatg ccgccgccga caacagcatg tatttgatac tggcttccag
  2283121 tgaacgcttc tggcgatagg cataaccaat cagaccaaac agcggcaaag taagcaattc
  2283181 aatacccaag aacagcgacg ccagatgatt ggcactggcg agcagaatac cgcccaaagc
  2283241 cgcaatcagc accagcagat agaactcttc gcggttatcc gggtagccga ccaaccaagg
  2283301 gtaagcaaac gtgctggtcg ccaagctggc gataatcacc agcccggtgt agaacatcga
  2283361 atagccgtca acccgcatca gcggagtgac atccatcggc ccgacctgtc caacaaagta
  2283421 aagtgacagc agcgccagat taagcccaat gacggtcagt gtggcattaa taaaatgatc
  2283481 gcgtcgccac gcaatggaca gcatcacaac caccaccgtc aatccgacga tcaacagcgg
  2283541 tagcattgcg atcagttgtt gaggagttat tgtcatggcg aattatggcc ttgtaataga
  2283601 tggagctgga atagatgcag ctgaaaacca ctgttgcaca ttactcattg ccgcatggga
  2283661 cgtgtcgagg atcggctgcg ggtaaacccc cagcaacaca agcaacacca ccagcagcaa
  2283721 gacgatggac agttctcgcg cggtcatacc cggtaaggct tcctccgatt ttggcgtacc
  2283781 gtaataagca cgctgcatca taataagcga gtaaaccgac gcaaatacca agccaaaggt
  2283841 cgcgatcacc gtaatcactg gaacgacctg gaaactgccg aataggatca tgaattcgcc
  2283901 gacgaagtta ccggtccccg gcatccccaa tgtcgcgaca gcgaagaaca gggagagcgc
  2283961 aggcaggtat tttatccgcc cccacaaacc gcccatctgg cgcatatcac gcgtatgcaa
  2284021 acgttcgtac aactgaccac agataatgaa catccccgcg gctgataaac cgtgagcaat
  2284081 catctgaatt accgcgccct gataagccag ttggctgccg gtatagatgg caatcaatac
  2284141 gaagcccatg tgcgacacgc tggtgtaagc aataagacgt ttgatatctg tttggcaaaa
  2284201 cgccatccat gcaccgtaga agatgccgat aacccctaac cacatagcga taggggcaaa
  2284261 ctcatgagac gcattcggga acagaggcag gctgaaacgc agcaaaccat aagcggcggt
  2284321 cttcagcaaa atccccgcaa ggtcaacaga cccggcggta ggtgcctggc tgtgtgcatc
  2284381 cggcaaccag ccatgtaacg gcaccactgg catttttacc gcaaaggcga taaagaaacc
  2284441 cagcatcagc agatattcta cattccgcga catcggagtg ttcaacagat cttcgtagtt
  2284501 gaatgtccaa ataccggtgg cattgaagtg cacaaatacc agccccagaa tggcaatcaa
  2284561 cataatcaag ccgctggcct gcgtataaat aaagaacttg gtcgccgcgg tgatccgggt
  2284621 tttaccgtct gaggctttat ggccccacaa ggcaattagg aagtacatgg gtaccaacat
  2284681 catttcccag aagaagaaga acaggaacat gtcgatagcc aagaacacgc cgatcacccc
  2284741 ccccagaatc cataacagat tcaggtggaa gaaaccctga tagcgctgaa tttcacgcca
  2284801 tgaacagagg atcgccagta caccaagtag gccggttagc accaccataa gcaaggacaa
  2284861 accgtccaac gctaaatgga atctaatgcc gaaacgtggg atccacggca cattataata
  2284921 tgtctgccac tgcggaatac ccgtcgggtt catcagtgaa tagttgccct gcccccacag
  2284981 atacagggaa agcaccaatg tcagccccat cgcgattaac gcaatccaac gcggtacttt
  2285041 ggtaccgaag cgttcaagct gccagcacag cagaccgccg ataaagggga taagaattag
  2285101 ccaaggtaat agcatggcgt tttgtgtccc taattaatga gcctattcag gcatctacac
  2285161 gaaaagcaac agagccagca caatcactgc acccaaacct atagaggcgg cgtaccaacg
  2285221 cacctgccca ttctcactga cggtcagacc gcgattactc cagcgcgaaa gcaccgccgg
  2285281 tgtattcatc agtgaattca gcggatcacg ttgcaacagt tttgcaatcc acagatacgg
  2285341 gcggacaaac aggttatggt acaaccagtc gaagccccac gcatggaacc accagaccgt
  2285401 aaagaagcgg cccggcgcac tttgcgcaat gctgttaacc aattggcgtt tgcccagata
  2285461 caagaacgcg gccagtgcaa taccgatcac caccaagaca ccggagaaaa tttccaacgg
  2285521 cattttgccc tcgtcaccaa agtgaagctc gggcaacaca cccgccagtg gtggtgttat
  2285581 caacgcaccg acaaaggtcg acagcaccag taacacgatt aacggcaggc tatgggtgat
  2285641 ccctttaacc ggatgtgctt tagtttttgg ctcaccatgg aacacaatga aaatcatccg
  2285701 gaaagtatac agcgcggtga ggaatgcccc gaccaaccct gctaccatca gattgatatg
  2285761 gccactggcc aatgcgcccc acagaatttc gtctttgcta tagaagccgg cagtgacgat
  2285821 tggcaaggct gccaatgctg caccacccac caggaagcag atatagacca atggaatggt
  2285881 cttacgcaga ccgcccattt tgaagatatt ttgctcgtgg tggcaggcca gaataactga
  2285941 gcctgaggaa aggaacagta acgctttaaa gaaggcatgg gtcatcaaat ggaagattgc
  2286001 cgcatcccac gcctgtacgc ccagcgccag aaacatgtag ccaatctggc tcatggtgga
  2286061 gtacgccaac acccgcttga tgtcggtttg caccagtgcg gcaaagcccg ccaacaccag
  2286121 tgtgaccgca ccgataaccc cgactaaatg cagtacttca ggggccatca ggaacaggcc
  2286181 atgagtacgg gcaatcagat agacaccggc ggtcaccatg gtcgccgcat ggatcagcgc
  2286241 ggaaaccggc gtcgggccgg ccatcgcatc agccaaccag gtttgtagcg gcaactgagc
  2286301 tgatttaccg accgcccccc ccaagagcat tagcgtcgcc caggtaatgg cggtcgagcc
  2286361 catctccagt ttctgcggtg ccaaaatcat cagttcgcgg atgttcagcg tgcccaactc
  2286421 ttggtaaaga atgaacagcg caaaagccag gaatacgtca cccacacggg tcacgataaa
  2286481 ggctttcatc gccgccgcac cgttggcaga atgcttgtag tagaaaccga tcagcagata
  2286541 actgcacagc cccacgcctt cccagccgag atacatcagc aacaggttat ccgccagaac
  2286601 cagaaccacc atgctcgcga taaacaggtt ggtataggcg aagaagcgag agtagccctc
  2286661 ttccccacgc atataccacg aggcatacat gtggatcagg aagccgacac cggtcaccac
  2286721 cgacaacatg gtcagcgaca aaccgtccaa tgtcagggtc agcggaatgt taaaggtgcc
  2286781 aacagacatc cagttccaca gcgtctgatt aaacacctgt acgccagtgg ctttttggct
  2286841 gaggaaatcc accgccacat acaacgtcac cagcgcagtc agcccgatag accccacccc
  2286901 aacggtagcc gcggtatttt cagaccagcg cccacgggag aatgccaaca gcaagaagcc
  2286961 cagcagtggc agcagaattg ttaaatataa taggttcatc cgcgcatctc actgactgta
  2287021 tcgatatcca gagtatggcg gcgacgatac aactgcagca gcagtgccag gccaatactg
  2287081 gcctcggctg ccgccagcgt gatcgccagg atatacatca cctgaccgtc tgcctgcccc
  2287141 cagtaactgc ccgccacgac aaaagcgagt gcggctgcgt tgatcatcac ttcaaggctt
  2287201 atcagcataa acagtaaatt gcgacgaatc agcaaccccg ttagccccag cacaaacaga
  2287261 atggccgcca gaatcaggcc atgttgtaga gggatcatgc ttgttcctcc gtttttcttt
  2287321 tcgctgaatc actcgcaccc atcacgtcac ccggcttatg ttcacgcccg atatggaacg
  2287381 ccaccactaa accggccaac agcaacattg acgccagctc aaccgccaac acataagggc
  2287441 caaataagct gatcccaacg gctttggcat ccaccatttc accgctgata ccctgatcag
  2287501 agacagagct aatggcatag atcagtactg atagcagaac cagagcgagt aaaccggggc
  2287561 ctatccacat actgggtttc agccaggcac gctcttgttg ctcgacgttg cccaggttca
  2287621 gcatcatcac cacaaacacg aacagcacca taatggcacc cgcgtaaacg atgatttcca
  2287681 gcgcaccggc aaaataagcc cccaacgaga agaacaccgc cgaaatagcc aacaaagaga
  2287741 taatcaggta cagcaacgca tgtaccgggt tggtgtgagt gataacgcgg atcgtcgcca
  2287801 ccacggccac caatgctgca atataaaacg caaattccat ggaaaacggc tcctagggca
  2287861 tcagaccttt aacgtcgatc ggtttggctt cattttcggc ttcgcctttc tgcttgccat
  2287921 caatcgccat accggccatc cggtaaaagt tatattccgg atatttaccc ggacccgaga
  2287981 tcaacagatc ttctttctca tacaccaggt cttggcgctt aaactcaccc atttcgaaat
  2288041 ccggcgttag ctggatagcg gttgttggac aagcttcttc acacagacca cagaaaatgc
  2288101 agcgggagaa gttgatacgg aagaactccg gataccagcg gccatctttc tgttctgctt
  2288161 tctgtaatga gatacagcca accgggcagg caaccgcaca caggttacag gcgacacaac
  2288221 gctcttcgcc gtctggatcg cgcgtcagca cgatacgacc acggtaacgc ggcggcaggt
  2288281 aaaccggttc ttctggatac attaaggttt cgcgcttgtg gaaggcatga aggccaatca
  2288341 tccacaggct gcgcacttgg gtgccgaaac caaccactaa ctctttcaac gtcatggttt
  2288401 attcacccct tattgagcgt tgtacaaaat gaccgcggca gtcgccagca gattcagcag
  2288461 ggtcaacggc aggcacactt tccagccgaa ggacatcact tggtcataac gtgggcgcgg
  2288521 caaagatgca cggattagaa tgaacatcac catgaagaaa gccgttttca gcgcaaacca
  2288581 gataaatggc ggcaggaacg ggccttgcca accaccaaag aacaaggtga cgatcaacgc
  2288641 agagacggtc acgataccga tgtattcacc tacgaagaac aaaccgaatt tcataccgga
  2288701 atattcaatg tggtaaccat cggccaactc ttgttcagct tctggctggt caaagggatg
  2288761 acggtgacaa acggcaacgc ccgcgatagc aaaggtcaag aaaccaaaga attgcgggat
  2288821 cacattccag acgtgctcct gagagttaac aatatcctgc atgttaaacg agccagcctg
  2288881 tgctaccacg cccatcagcg ataagccgag gaacacttcg tagctcaggg tctgtgccga
  2288941 tgcacgcatc gcccctaaca gagaatattt gttattactg gcccaaccgg cgaacagcac
  2289001 ggcatatacc gccaggcccg ccatcatcag gaagaacaaa ataccgatat tgaggtctgc
  2289061 taccgcccaa gtcgggctga ccgggacaat agcgaaagac agcagcagtg aggtaaaagc
  2289121 aatcaccggt gccagggtaa aaatagcccg gtcggagaag cgagggaccc agtcttcttt
  2289181 gaagaacatt ttgatcatgt cagcaaccaa ctgcaatgac ccgccccaac ccacacggtt
  2289241 tggcccgtag cggttttgga acaggcccag cagacggcgc tcaccaaagc tcataaatgc
  2289301 gccacaggtc actaccacca gcaaaatcac gaccgctttc aggacagaga ttaaaatctc
  2289361 aatcaattca ggcgtaaacc agctcattgt actgcctccc gcagatcctc aacccgcgca
  2289421 cccaccagaa ttggtggaat acccggtaag ccaagcggca agccgacctg acctggagcc
  2289481 aaggtgtcac tcaagcgcac aggcagacgc agggtctgac ccgcacagtt gaactcaacc
  2289541 agcgtaccga ggttaacccc gagcgccgca gcatctgccg ggttgaccat cacataaggt
  2289601 gttggcatcc gttgctggat aacatctgaa cgctgtgaca tctcttcgct accaaacaaa
  2289661 tggtaataag gcgcaatctg ccaattgccc gccgtagcgg taaaggcagc cggtatggaa
  2289721 tcgaagtaat ccaacgttcc ctcccctgct tcaatcagcc ggacacctgg atcaccaaag
  2289781 cgcaggctcc cccccacttc cgcctggaat ttgttccacg cctgtggtga gttccagccg
  2289841 ggtgcccaag cgaatgggat ctgctgacga tcggccaatg ggctgttatt cccttccatt
  2289901 gagaaggaga atggcgtgtc gatgtcctgt ggttgacgcg gttcatgcac actgatatct
  2289961 gcacgcatcg cggtacggcc actgtagcgg tgtggtgaac gtgccagccg ctgaccacgg
  2290021 atacggaatg tcgcatccgg tgccgcttca acgatacctt gcaactgtgg caatgcttcc
  2290081 acacaggccg caatcacatg atccagttgc gtccagtcca catggcggct ggtataggtt
  2290141 gagtgcaagg agtgcaacca acgccagctt tccagcatga tactgcggct ttccggcttt
  2290201 ttcggatcgt cataataagt ggggtcataa acctggaaga agcgctgtgc gcggccttcc
  2290261 tgattgacca gcgtcccgtc gctttcagca aaactggcgg ccgaaaggat caagttggct
  2290321 ttatccatga tcgccgtgcg ttggtgatcc accacaatca ggttagcaac gttgtccaac
  2290381 gccgcatcga ctttatcttt cgctgcatgg cgatacagat cgttttccat cacgatggca
  2290441 ctgtctgcct caccgcgggt taacaactcc agcgcctgat ccagtgaacc gccgccaatc
  2290501 atcgataatc cgatgctgtt ggccgcactg gccacaaagg tgataccgac atcagaaccg
  2290561 cggtttttca gggctttcgc cacgttcgcc gccgcctcaa tgatggcatc gctgcccgca
  2290621 ctgctgccag tgataatcag tggtttcttc gcccctgcca aggcctgtac gataatatcg
  2290681 actttgcctt tcagactgcg atcgaggtct gcgactgcgg gtgcggactc atccagcgca
  2290741 tgcgcaatgg cgaaacctaa acgggcttgg tcatcaactg gcgcacggta gttccatgcc
  2290801 gcaatatcat ccatccgagt gttatcaacg ttcgtgataa acagtggatg tttggcatgc
  2290861 tgaccaatgt tcatgatcgc ggcaatctgc cagtcagcca ctttctgtgc agcggccatc
  2290921 tcgcgggctt tgcctttcac cgcctgacga acagagaggg caatacgtgc accggtttgc
  2290981 gtgaggtctt cacccaagat caacaccgca tcgtagcttt caatttcacg cagcgctggc
  2291041 gtatagatac cgccttcgcg cagcactttc agcatcagtt gcaggcgttg ttgttcaccg
  2291101 gcggcgatgc cggtatagaa gttttccgca ccgaccagtt ctcgcaacgc aaagttgctt
  2291161 tccaaactgg cacgtggaga accaatacca atggtttttt tcgcctgacg cagaatatct
  2291221 gccgcacctt gcatcacctg atcggcattc aggtggatcc agtcactgcc acgcaattgc
  2291281 tgtggctgac gtggacggtc tttcaggttg acataaccat aaccaaaacg gccacggtca
  2291341 cacataaagt agtggtttac cgagccgtta tagcggtttt cgatacgacg caattcacca
  2291401 tagcgttcgc ctgggctggt gttacagccg acgctgcact gctggcagat gctcggggcg
  2291461 aactgcatat cccatttacg gttataacgt tcggaatggg ttttgtcggt aaatacgcca
  2291521 gtcggacaca cttcaaccag gttaccggag aactcgcttt ccagcgtgcc gctttccgta
  2291581 cgcccaaagt aaacgttgtc atgagcaccg tagacaccta aatccgtgcc atcagcgtaa
  2291641 tctttgtagt aacgcacaca gcgatagcag gcaatacagc ggttcatttc atgggagatg
  2291701 aacgggccga gatcctgatt ctgatgagtc cgtttagtga agcgataacg gcggaagctg
  2291761 tgaccggtca tcacggtcat atcttgcaga tgacagttac ccccttcttc acagaccggg
  2291821 caatcgtgtg ggtggttagt cattaaccat tcaaccacac tctcacggaa cgctttggct
  2291881 tcactgtcat caatggaaat aaaggttcca tcggtggccg gtgtcataca ggacatcacc
  2291941 aaacgcccac gggtatcatc cgcgttttgg tattgcttta ccgcgcattg acggcaagcg
  2292001 ccgacgcttc ccagcgccgg atgccagcaa aagtaaggaa tatcgagtcc aagggagaga
  2292061 caagcttgta acaggttgtc ggccccattt acgtcgtatt ctttgccgtc tacatgaatc
  2292121 gtagccatat cagcatgctt ccaaatgacc caccttacgg caggcgttaa tcaaaaattc
  2292181 tgacccctac ggcaacaccg taagggtatc tatgctacca gcgcgctttt aatagattag
  2292241 gttgaatacc ggctatggct cgggtgttgc cgctcgtcat tccagattca taggccttaa
  2292301 cggcgatccc ggcttcgaat tcgtcccgga aatatttaat cgcactttgt aggggttcaa
  2292361 ccgcacctgg cgcatgagca cagaaggttt tacccggccc taagaagcgg cacagttgct
  2292421 ctagcgtttc gatatcaccc ggctggcctt caccacgctc taatgcacgt aagatcttca
  2292481 cactccatgg caaaccatcg cgacacggtg tacaccagcc acaagactca cgggagaaga
  2292541 actcttccag attgcgcacc aaagacacca tgccgatttc gtgatctacc gccatcgcca
  2292601 acgcggtgcc taaccggcta cctgctttag caatattctc aaaatccatc ggcaaatcca
  2292661 gatggtcagc agtcaggaaa tcggtacccg ccccgcccgg ctgccaggct ttaaatttca
  2292721 agccatcgcg cataccgcca gcgtaatctt ccagaatctc acgggcggtg atcccaaacg
  2292781 gcaattccca cagacccgga tttttcaccc gacccgagaa gcccatcagt ttggttccgg
  2292841 catcgttact cttaccggca gtgatcccct gataccactc aacgccatgt tcaataatgg
  2292901 ccggtacgtt acacagggtt tcaacgttat tcacgcaagt cggtttgccc cagacaccgg
  2292961 aagaggccgg gaacggcggc ttagaacgcg ggttagcacg gcggccttcc agtgagttaa
  2293021 tcagcgccgt ttcttcacca cagatataac gacccgcacc ggtatggaca atcagttcga
  2293081 aatcaaaacc actgcccatg atgtttttgc ccagcaagcc ggcttcggtg gcctcagcaa
  2293141 tcgcccgacg taaatgcact gccgcttcaa tatattcgcc acgcaggaag atatagccac
  2293201 ggtaggcttt cagcgcgaag gcactgatca gcatcccctc caccagcaga tgaggcaatt
  2293261 gctccatcag cagacggtct ttataggtgc ctggctccat ctcatcagcg ttacacagca
  2293321 gatagcggat gttcatactg tcgtctttgg gcatcaggct ccacttcaaa ccagtggaga
  2293381 aacctgcgcc gccacgccct ttcaggccag cgtctttgac aacgttaaca acatcagtgg
  2293441 gcgccatgcc ttttaacgct ttttctgccc cggcatagcc gtttttgctg cgatactcat
  2293501 ccagccacac gggctgtttg tcatcgcgca aacgccaggt cagcgggtgc atttctggcg
  2293561 tccggataat ttccttggtc gttcctgaat tgatggtcat ggatattgct ccagtaactt
  2293621 ctcgatctct tcaggcttca ggtagctgtg ggtgtcgtca tcgatcatca tcgtcggccc
  2293681 acggtcgcag ttacccagac aacaggttgg cagcagggtg aaacggccat cgaaggtcgt
  2293741 ttggcctggc ttgatactga gttttttctc cagtgccgcc tgaatcccct gatagccggt
  2293801 gatatgacac accacgctgt cacagtagcg gatcacatga cgccctaccg gttggcggaa
  2293861 gatttggctg tagaaggtgg cgaccccctc aacatcactg gccgggatac ccagcacatc
  2293921 agcaatcgcg tggatcgcac catccggcac ccagccacgt tgcttctgca caattttcag
  2293981 tgcttcaatc gacgcagcac gggcatcttc gtaatggtgt ttctcatgct cgatagcatc
  2294041 acgttcttcg gcactcaatt cgaaggcgtc tggcatggcc gctggttcag ccgcattgac
  2294101 tgccagattc accacatcaa ggcttccgtt atgagcctga gtctcttttt gatcactcat
  2294161 aattagcggt ccacatcaga cattacaaaa tcgatactgc ccagatagac gatcaggtca
  2294221 gataccaaac tgccacggat aaccgatggg atctgctgca aatgggcata gcttggggtc
  2294281 cgtatccggg tgcggtaact catggtgctg ccgtcactgg tcaggtaata gctgttaatc
  2294341 cctttggttg cttcaatcat ctggaaagat tcgttcgctg gcatcactgg cccccatgac
  2294401 acttgcagga agtgagtgat tagcgtttcg atatgttgaa gcgtgcgctc ttttggtggt
  2294461 ggtgtcgtca gtggatgatc agccttgaat ggtccttctg gcatgttttt ataacattgc
  2294521 tccagaatac gcaggctttg acgtaactct tccactttca gcatcacgcg gtcatagcaa
  2294581 tcgccgttgt taccgacagg cacttcaaaa tcaaagttct cataaccgga atacggacgc
  2294641 catttgcgca cgtcaaattc aaccccggta gcacgcaagc ccgcaccggt gacgccccac
  2294701 tctaacgcct ctttcgcatt atacgcggcc acaccaacgg agcgcccttt caggatgctg
  2294761 ttctgcaaag cggctttaac gtaggaatcc agacgttttg gcatccagtc aaggaagtcg
  2294821 cgtagcaaac gttcccagcc gcgtggcagg tcgtgcgcca caccaccaat gcggaaccag
  2294881 gccgggtgca tacggaaccc ggtaatcgcc tcgatcacgt cgtacacttt ctgacggtca
  2294941 gtaaaggcaa agaacacggg cgtcatggca ccgacgtctt gaataaaggt actgatatac
  2295001 agtaagtgac tgttgattcg gaataattct gacagcatga cccggatggt gttcacgcga
  2295061 tcgggcacca cgatgcccgc cagtttttca accgccaaca cgtaaggcat ttcgtttaca
  2295121 caaccgccca agtattcgat acggtcggtg taaggaatgt agctgtgcca ggactggcgc
  2295181 tcgcccatct tctccgcacc acggtggtgg taacccacat ccggtacgca gtcgataatt
  2295241 tcttcaccat caagctgcaa cacgatacgg aaagcaccgt gtgaagaggg gtggtttggg
  2295301 ccgaggttaa ggaacatgaa gtcctcgttt tcagtcccgc gtttcatgcc ccaatcttct
  2295361 ggcttaaagg tcagggattc catttccaga tcttctttct gctttgtcag cacataggga
  2295421 tcgaactcgg tcgcccgggc ggggtaatct ttacgcagcg gatgaccttc ccaactctgc
  2295481 ggcatcatga tacgcgtcag atgcgggtga ccatcaaagg taataccgaa catctcccat
  2295541 gtttcccgct cataccagtt ggcattggga aaaattttgg ttgctgtgga cacatgtaag
  2295601 tctttttcag acagtgccac tttcagcata atgtcgcggt tacgttcaat ggaaagcaga
  2295661 tgatagaaaa cagaaaagtc cgcatcaggg aggccctggc ggtgggtacg tagacgctca
  2295721 tccacgccat gcaaatcgaa cagcatgaca taaggctttg gttgttttct cagaaacgac
  2295781 attacttcca gcagttgttc acgcttcacc cataccacgg gcataccggt acgggttgct
  2295841 tgcacaacaa aggcctctgg cccaaaacgg ttcgacaatt caccaatcac cggatcatca
  2295901 agatgatcac gggtttgcca tgcaggctgt aagctgtcgg acgtcgttaa atcagtcatt
  2295961 atttattcac cacactgttt tttcaccaca ctgaatgtgt cattttgtgg tcatttgctg
  2296021 catacatgcc ccggaaaaaa attacattct ctccaaaaac acatcactta cgcaccggga
  2296081 tctcccccca aaaacgggtt taaatctcgt caggtgtgcg caggttagtt accgcaattc
  2296141 gttcagcatg cttacgttct ctttctggct gcatattggc acggtagaca ccttggtcac
  2296201 cgacaaccca agagagagga cggcgctctt taccaatgga ttcctgcaat agcaatagcg
  2296261 cttgcatata cgcttccggg cgcggtggac agccaggaat atagacatct actggtagga
  2296321 atttatccac accttgcaca acggagtaga tatcatacat gccaccagaa ttcgcgcagg
  2296381 cccccatgga aataacccat tttggttcca gcatttgttc atataaacgc tgaataaccg
  2296441 gggccatttt ggtaaagcag gttccggcca ccaccataaa atcggcctga cgtggggatg
  2296501 cacgcaagac ttcagcaccg aaacgggcga cgtcatgtac cgccgtgaac gaagtcacca
  2296561 tctcgacata acaacaagaa aggccgaagt tataaggcca aagagagttt ttacgccccc
  2296621 agttcaccat gtcatgcatg gcgttttcaa gtttacccat gtaaacacta cggtggacat
  2296681 gttgctcgag aggatcgccg ctgacggttt cctgagtttg cagggggtaa cggtcattct
  2296741 caccgttagg gtctatgcgg gtgagcgtat agtccatgtt aatgcctcgc tatatttatt
  2296801 gaccactata ccttttgcac ttgacgctgc tgggctgtta gctaggttca ctgacccgaa
  2296861 tcactgactg atatcagctt atcgggattc gttcgcttgc tggctacctg caacgctaag
  2296921 ctcttgggat atatcttgcg gatgactgct ggcgtatctc acggtactgg gtttgctcac
  2296981 acgacgatta gaacgtgtag gagtccaatc cagggcacca atgcgcacca gataaaacaa
  2297041 accagccaag agcaccaaaa tgaaaatggc tgcttcgata aagcctatcc agccactctc
  2297101 acgaatggag attgaccagg cataaaggta gagggcttca acatcgaaaa taacgaaaaa
  2297161 catcgcaacc agataaaact tggcggacag gcgcatacgc gcagagccta ctgaatctat
  2297221 acctgattca taaggcacgt ttttggcacg agcctgggct ctccccccga ggaagtacgc
  2297281 acctaaaagc atcaaaccgc acagcccaac agcgccgatg aggaatacag cgaacgccca
  2297341 gtgatgagcg ataatttcag tggttgttga catacgcatt gcttactcat caaaagtggc
  2297401 gtcggacatg ctgctcttgt attggcagtt agtgcaccac atcgattcaa agggaaggat
  2297461 taaaaaccac acttaacaca ctgtctttac aactgcttag ccagtgtttt actgtgggct
  2297521 ttttactcct ttcgataacc ttttgtcaac tttgacaaaa gtaactacac attaatttac
  2297581 aaacatgctg ttttgcttaa catttggtgc gccctgacga gctaaatcga gtcagtcatt
  2297641 tgttcagcaa gaacatacac atagaaactc gcgtagatag atcgctttaa ctataccatt
  2297701 gtctcaggaa tatcctgttc ttccactcag tagtggacag tatttttttg atccaggaca
  2297761 cgttttgagt gttatttcat aaatattcag cattaaaact tccattttca tgacaataat
  2297821 taatgaaacg ttgttttaat aaaatgcgaa ggaatttatt aacggaaaaa taacccgttg
  2297881 gtattatatg gtttatttcc tgcaggatca ccgatactgg tcggggtaaa ttaagtaaaa
  2297941 cggcacgttg aatataaaat taagctgaaa tgaaaaaaaa gaggatttac taaaataaat
  2298001 aaaaaaaagc cccttaaaat acagagactt gtgatgatga attaaaaaca gactacttaa
  2298061 tcttcatcac ctgtcaaata atcggaatcc aatattaatg aagattctga cgacatggtg
  2298121 tgctgataac tgttttgtaa ggcactgaaa atagcaagtg ccagttcatt gtcacactgt
  2298181 ttgtctttac ataagacata ccgtgtttca ggtaaaccag gcaacccttc agtttcgccc
  2298241 aacactctta aatctgggct catcatctct ataggtctgg cggtcacccc aagccctgct
  2298301 cttactgccg ctcgaatggc agaaagtgaa gaggccacgt aggcaatacg ccatggaaca
  2298361 cccgcctgag tcaagtgctc aatagccatc tctcggtaca gactgggctc atccatcacc
  2298421 actaaaggca ctggctctcc gggctggaac tgataatcca ccgaacaata ccaaagcgtg
  2298481 ggcgatgttc tcaagatgac atggggatgg ctatcaacct tagcggttgt gatagccaaa
  2298541 tctacctcac cagagctcaa catatcagcg ataaatgggc tgcgctttac ccgcacatct
  2298601 atcgccagcc gagggtatag tgttgccact cggttcagca agaaaggcag taacgtatcg
  2298661 gcagtatcat cagatgcgcc gataataagt gacccttcca tattgctgta catgagtgat
  2298721 gtacaagctt catcattaaa acgtaagatt tttctggcat agccaagtag ctggagacca
  2298781 tgttcagtga gtaatttgtt acgcccgtgg cgggcaaata actccttacc gactaactgt
  2298841 tctaaccgtt gcatttgttg gctaactgct gactgagttc ggcagaccgc agcagcagca
  2298901 gcagcagcag cagcaaaagt atttaagtca gcaacagcta caaaggttct aagcagatcg
  2298961 aggtcgagat taattatcgg acgatttgca tttgtcatag tgtattcttc actttttttg
  2299021 aattctaatt acaaactacc ctggtgtttt aagtatcagc gttatcaata aaggacaacg
  2299081 ctaagtatga cagtacccca gtcattggag tagggcaaaa aaattactta tatttcgtta
  2299141 ccgttatctc ttttaaaaaa aaaccatcgg ctaccgccat gtatataaat gtaaatgatt
  2299201 ttatagaaat tcactaaatc ttcgataaat gaaggttctt tcgttattag ccctaccgtt
  2299261 tgatggttta taaaacctga acatccctgt tttaattaaa taaacactat ggttcagtga
  2299321 ttaaacatca aaaaatatca atatatttaa gcctgttttt tttatctaac ccaacagatt
  2299381 caagtaataa catttgataa gcatcatgat ttaaagaact taacattagt tattcttaat
  2299441 agttttccta tttacaggat tttcccatcc taacgcagcc aatatgtatg atgatataaa
  2299501 cgaaaaagaa tggatgagta cgattaaaga tacgatgcgg tttaatgcca ttcggttcta
  2299561 tacaaaaaac tttcctcata agaaattcaa cggctgctga atgttctctt tttaagacct
  2299621 gtatatagcc aacatcaacc acagaaagtg tatgatcaat gagtaaatca aacataattg
  2299681 agaatgaata gggataaaaa cacagatgga tctgtcccac attttctatc ggtaatcatt
  2299741 tacatgaaac tgatgtatag aacttcaaaa atcagtggcg tcggagtaca ttgagcacct
  2299801 tgcagtgttc cacgctgagg acacgctttt accagcaaaa ggctcatttt ttatgtcccc
  2299861 cattgagaaa tccagcaaac tggacaacgt ctgttatgac attcgtggac cggtgctaaa
  2299921 agaagctaag cgtcttgaag aggaaggtaa caaggttctg aaactgaaca tcggcaaccc
  2299981 tgccccgttt ggtttcgatg cacccgacga gattctggtg gatgtaatcc gtaatttacc
  2300041 gaccgcacaa ggctattgcg actccaaagg cttgttttcg gcacgtaaag ccattatgca
  2300101 acactatcaa gcccgcaata tccgtgatct gacggtcgag gatatctaca ttggaaacgg
  2300161 tgtttccgag ttgatcgttc aatccatgca agcattactg aatttgggtg atgaaatgct
  2300221 agtacccgca ccggattacc cgctgtggac agctgccgtg tcgctctcaa gtggtaaagc
  2300281 gattcattat atgtgtgatg aagagtcagg ctggttccct gatttggatg atattcgcag
  2300341 caaaatcact ccgcgtaccc gtgggattgt gattatcaac ccgaataacc caaccggtgc
  2300401 ggtatacagc aaagagctgc tgttagaaat tgttgaaatt gctcgccaga atgacctaat
  2300461 tattttcgct gatgagatct acgataaaat tttgtatgac gatgctcagc accattcgat
  2300521 cgccgcatta gcccctgatt tgctgaccgt tacgttcaat gggctgtcta aaacataccg
  2300581 tgttgcgggt ttccgccagg gctggatggt gttgaacggg ccgaaaaagc acgctaaagg
  2300641 gtatattgaa ggcttggaaa tgctggcatc gatgcgtttg tgcgccaacg taccaatgca
  2300701 gcatgcgatt caaaccgcct tgggcggcta tcagagcatt agtgagttta tccaacctgg
  2300761 tggccgtttg tacgagcagc gtgatcgggc ctgggagctt atcaaccaaa tccccggtgt
  2300821 ttcctgtgtg aaacctcagg gcgcgttgta tatgttccca cgtattgatc agaaacgttt
  2300881 taacctgaaa gacgaccaga agttggtatt ggatctgttg ttgcaagaga aagtgctatt
  2300941 ggtgcaaggt agcgccttta actggccgta cccggaccat gtgcggatcg tcacgctgcc
  2301001 acgggtggat gagctagaga tggcggtgag gaagctgggg cggttcttag agacgtatca
  2301061 tcagtaattg tatgattggg ggatgagggc tgttgatgaa tcactaaatc atcatcaact
  2301121 ggagcctgat cccccgaaca agtcaattaa tgtcaaccga aacccaatcc gatatgatag
  2301181 ccgctgattc accgacagaa agaaaagaga ataaattatg agtcacttct tcgctcatct
  2301241 ttcccgccta aaactcatca accgctggcc gctgatgcgt aacgttcgca ctgaaaatgt
  2301301 gtcagaacac agcttgcagg tcgcatttgt cgctcatgca ttggccatca ttaagaaccg
  2301361 taaatttaat ggtaatctta atgccgaacg tatcgcccta ctggcgatgt atcacgatgc
  2301421 cagcgaagtg attaccgggg atttgccaac acctatcaaa taccacaatc ccaaaattgc
  2301481 acatgaatac aaaaaaatag agaaagttgc tcaacaaaaa ctgatcgaaa tgctgcccaa
  2301541 agagttacaa catgatttcc gctgtctatt ggatgaacat tattacagcg aagaggagaa
  2301601 agcgctggtt aaacaagccg atgctctgtg tgcgtacctg aaatgtctgg aggaattatc
  2301661 cgccggtaat aatgaattta ttcaggctaa agcccggttg gagaagacgt tggcaatacg
  2301721 ccaaagccca gagatggatt actttatggc agtctttgtg ccaagtttta gtttatctct
  2301781 ggatgaaatc agcctcgatt cactggattg atctttatag cctgcttgtg caggctataa
  2301841 attatgacaa gagataatta gcatttattt ctggtaatat tttctctcag cacgtttata
  2301901 ggatccacaa tactgaccga cccaacaaag ctatttctgt tttctatgac tcttttcctg
  2301961 cactctgctc ttttcttttc ctctaccaat tttttatttt cggcaagaaa ctgctcagca
  2302021 gtcatcgcat gaacatatcc cgcttgcata gaaccaacca taactgcaat acaagaggcg
  2302081 aggcccacgg atgggccaag taacgaagac agccaacaca ccggcaactt gaagtactac
  2302141 ggagatcggg taatcagaat gggaatagta agggaaccac catcacactg acgatcatga
  2302201 ccagtacagt aaacggcacc cccatacgga cgaaatcacc gaatttataa cccccggggc
  2302261 ctaagaccaa tgtattcacc ggcgaagata ctggcgtcat aaaagcagct gacgcggcga
  2302321 taccaataat catggcgaag ggatatgggg aaagcgccat ctcacgggcg gtcgcaatag
  2302381 caattggtgc cattaatacg gcggtggcgg tattagagat aaacagccca atcgtcgcac
  2302441 acagtacaaa taagcacagc agcatcaccc ttggccccat tccacccgcg acatccatta
  2302501 gtccgcgaac aatcaaatct accccaccgg ttttctgcaa tgcctgggcg aaaggcatca
  2302561 tcccgataat cagaatcaaa ctcggccaat ggattgaacg gtaggcactt tccatatcga
  2302621 tacaccggaa ctgccccatc aacagacagg ccaccagcgc ggcaatgaca ttcgggactt
  2302681 cgtcagtcag catcatggca accatgagcg ccaggcagaa tagcgcatgg ggagcctgcg
  2302741 aaatggctgg cgcaacttca tcaacttctg cgggcaggtt cagaacaata aaatcgcggg
  2302801 tttttaactg taactggcga atcaatttcc aatcgccgat caccagcaaa atatcgccaa
  2302861 actgtaactt gtcatcaacc aacttgcctt ctaaggtctt accgttgcgg cggatcccca
  2302921 ccacgttcaa accataacgg ctgcgaaagg ccacctcacg caaatttttc cccaacagtg
  2302981 ctgaatccgg gatcagcgaa acctccgcca tccccacatt gcgggattgt tcagagaaat
  2303041 actcaccacg taacaccagt ggttctagca tctgttcgct acagaattca cgtaagtcca
  2303101 tatcacaatc ggacatatca atcagcaaca catcattttc acgcagttcc gacgagcctg
  2303161 tcgcactcac catcacccga cgaaaacgcc gccaccgttc aatacccact acattcgcgc
  2303221 cataacgggc gcgcagatgc aattcatcga gtgaacgacc aatcaatggg gagccatgac
  2303281 gaatagccag acgacgggca cgaccggtca gcttataatc gcgaatcaga tcacggaagg
  2303341 tacgccgctt ccattgatct ttctcagtgt gttcttgttt gccccccagc cagcgccggg
  2303401 caactaacat gtaagccacg cccatgaaca aaatgataat gccaattggt gtcacgccga
  2303461 agaaaccgaa ccctttgatc ccttcgcgta ctaattcact gttgaccacc atattgggcg
  2303521 gggttgctac cagagtcatc atgccgctga ttaaaccggc aaaactcagt ggcatcatca
  2303581 aacggcccgg tgagattttc atccggctag ccacactcag taccactgga ataaaaatcg
  2303641 ccacgacgcc agttgaactc ataaaggcac ccaatccggc gacggtaacc attagcaacg
  2303701 ctaacatttt tgtttcactg tggccggcca ctttcaccaa ccaatcaccc atttggtagg
  2303761 cgacaccagt cctgactaac ccttcaccaa tcacaaacaa cgcagcaatc aagataacat
  2303821 tgggatcact gaacccactg gtagcctcag ataatgacaa tgttccactc atcacaaagg
  2303881 caataatcac caacaacgcg acgacatcca ttcgcagttt attcgtggta aacagcacaa
  2303941 tagctatcag cagtagcgtc aacacccaca gtagttcgct gttcaaaatg gcctcgttgg
  2304001 caaaacaaaa agtgaaagag aatatccggc tctggcagta aaacattaaa tttaccgagg
  2304061 gccgctgtct gagatcaata atgactgcaa atttatgcgc ttactatccc aagaccgcat
  2304121 taatagtaag atattctgca aagaaaaggc tttcgatgag aggatcggac ggatcgcctc
  2304181 tttaacgata caaaaaaggt gccgtcgagg caccctacta ttggcttatc accctacgac
  2304241 agcacctgta acggggtacc gttagccgcc atgcagatta aggcagtaac cgaaccaccg
  2304301 caccatgaga agtggcgtct accaccaatt gctccagtga gtgaagcacc agatcaacct
  2304361 gatcgagttt tggggtatct gttggtgcat taaccgcgat cacctgacaa ccggccgcta
  2304421 gccccgaaag gatcccggcg ggggcatctt ccaccacaat acaatccgca ggggcaaggc
  2304481 ctaaacgttc ggcccctaat aaataggcat cgggcgcagg tttaccctgc ttcaccaatt
  2304541 cggcggtcac aaacactttc ggctctggca aacaacctgc cgcccggcga gctgaggcaa
  2304601 caggtatcga acctgaagtc actatcgccc acggaatagc cagttcattc aaccgggtca
  2304661 acagtgccac cgcccctggt agcgcagtta ccccctccgt atcattggct tcaatttgct
  2304721 ctaatgccag aaactcgtcc tgaatttcag cttcactggc acccggcata aaatgacgca
  2304781 aagaggtaat cgcttgttta ccatgaataa aatccagaac ttctgatgga ttaacgcctc
  2304841 gacgttgcgc ccagccaatc caggcacgtt caacaacagg tagtgaatca accaacgtcc
  2304901 catctaaatc aaaaagaaaa cctttacact ccacaagcac atccccttaa agcctctctc
  2304961 ccctcgcggt tgacgttgga tatcaatcgg cggggcaata ttatttgtat cgtgaaccag
  2305021 aacagcatcg accttccaac acggctctgg ttacgtcttt atccgtcgac aaacttagca
  2305081 ataatagcag cagattaatc aggcattaat aatttgcgaa atttcgacgg cactcaaatg
  2305141 atattgccgt ggacatgatt gccaaatagc cagcatccgc tggtatttat cccacatagg
  2305201 cgtttgggag ttgaaaccgt gggtacctga atcaaagtgg gtatagcgcc cttccgtatt
  2305261 gaccataaac cggacataac tgagataacg ggattccgtg gccgcatcaa aaccgaggaa
  2305321 tgaaatacgg cgttcatcca ggtcctgctt ctctttcaag ttcccccaag agacctgtaa
  2305381 agcgtgatgc atctccatga tattaatgat agtacggcaa gtatcttcgc tcatctcacc
  2305441 aaagtcgcga tccaactcac gcatttgcag accaaatccc cgctcaacaa tggtttgctg
  2305501 gcgacgataa cgctctgcat tttccggatc caacatggtc atcattttgt actgatttga
  2305561 cagaatcagt cgttgggcgt ttgtcatatc catcactaaa ctcctaaggc ataaataatg
  2305621 agtaaatcat cgcatacagg ctgggagcat actttgattt gacaagggat tttcacaggg
  2305681 aattaccggc gacaaacaat aaaaattcac gatttatacc cgtcatattt caagctacaa
  2305741 cagaaaaacc agcccctaat agctataacg tcaagcaata aggcgcgacc tccggcttta
  2305801 actctcgcct gctgttttag ctgtttttgg ctttaaactg ctttaaactg ctttagaaaa
  2305861 tagagaaaca tagaaataga gaaataccgc gcttacaaat catcgagaaa cgttttgtct
  2305921 aactgtttaa aggcacgttt tagcagatca gccaaagact gataagttgg gatcggttcg
  2305981 atgggggcga ccgcttgccc tgcttcgaac agtttatgac gcacttcatg aaaccactgc
  2306041 aataacgtag ggggtaacgg cgtgatcgcc cgtttaccta accaccataa tccttgcagc
  2306101 ggtaaaccgc aggcaaagag cgccgtggcg atcgctggcc caagttgccc ccccagcgct
  2306161 atctgccagg tcagggtaaa aatggccaat gggggcataa aacggatacc aaaacgggtc
  2306221 actaccgtga cacgattctc ggggaacacc ggagccaagc gcttgtccgc tggccaggtc
  2306281 ttcatataat gctgaccgcg ctggagtacc tgaaaccagc ttaccgaatc agagggttta
  2306341 attgtcatgg ctcacctcaa cttcataaac aaagattaaa attttttttg caacccgcaa
  2306401 actaaaaatt agtctgttaa atatattttg tttttagccc gcgctatcgg tatcctagcc
  2306461 cggcctttag gccgctagaa gatggcactg aatatgtcaa acttttatag cagttaaata
  2306521 acttttgtta aattttatcg acttttatca tcaggattta acgttttatc agagatttct
  2306581 ctatcatcat gcttttttgc tatcgcatga tgttaatcat taatgtcaac gccattatgc
  2306641 gctacgcttt tgggcagatt gacgttttat taactccgta tttttcactg tttttgtgga
  2306701 gtcaatggga caatacgcat cggtcttgca aaaaacaaat gttaaacgcg actatacata
  2306761 ggtacttcca tgtcgagtaa gctagtactg gttcttaact gcggtagctc ctccctgaaa
  2306821 tttgcaatca tcgatgcgac caacggtgaa gagcatattt ctggtttagc cgaatgtttc
  2306881 catctgccag aagcccgtat caaatggaaa gttgacggcg gtaagcagga agcagcattg
  2306941 ggtgctggtg cagcacacag cgaagcactg aattttattg ttaatactat tttggcacaa
  2307001 aaaccagcgc tttctgctca gttgacggcc atcggtcacc gtatcgttca cggcggcgag
  2307061 aaattcactt cgtcagttat cgttaccgaa gatgttattc agggtatcaa agattctatc
  2307121 ccgtttgcac cactacacaa ccctgcccac ttgatcggta ttgctgaagc cttgaaatcc
  2307181 ttccctaatc tggcggataa aaatgtggcc gtctttgaca ccgcgttcca tcagaccatg
  2307241 ccggaagagt cttatctcta tgctctgccg tacagcctgt ataaagatca cggtatccgc
  2307301 cgctatggcg cacacggtac cagccacttc tatgttagcc aagaagccgc caagatcttg
  2307361 aacaagccgt tggaagaact gaacgtgatt acctgccatt tgggcaacgg tggttcagta
  2307421 accgcagtgc gtaacggtaa atgtgtcgat acgtcaatgg ggctaacgcc actggaaggt
  2307481 ctggtgatgg ggacccgcag tggtgatctc gatcccgcta ttatcttcca tctgcatgat
  2307541 gctatgggca tgagcgttga tcaaatcaac acgttgctga ccaaagagtc aggcctgttg
  2307601 gggctgactg aagtcaccag cgactgccgt tatgttgaag ataactacgc caccaaagct
  2307661 gacgcgaaac gtgcgatgga tgtgttctgt caccgtttgg caaaatatat cggttcctat
  2307721 accgcgctga tggatggtcg tctggatgcg gtcgtcttca ccggtggtat tggtgaaaat
  2307781 gctgccatgg tccgtgaact gacgctggac aaattgggcc tgctgggctt tgagattgac
  2307841 cacgaacgta acatggcagc acgctttggc aagtcaggta ccatcaccaa agatagcagc
  2307901 cgtctggctc tggttatccc aaccaacgaa gagttggtta tcgcgcaaga cgcagcccgt
  2307961 ctgactgcgt aaataatact tctataccca aagtcattgg cgttgtaggt aggctgcgaa
  2308021 cgaatcccga tgagtctctt cattttaagg ttaacgaccc gtaaatgatt cgggtgagtg
  2308081 aacgtagcta accccctgca acgccaagga taaaggggat accttaaaga ggcttagccg
  2308141 tgtcccgtac aataatgttg atcccaacag gcaccagcgt tggtttaacc agcgtcagct
  2308201 taggtgtcat ccgttccatg gagcaaaaag gggtaagctt gagcgtattc aagcctatcg
  2308261 cccagccacg tgcgggtaat gatgctcctg accaaaccac gaccatcatc cgggcgaact
  2308321 ccagcatcac tgctgctgag ccgctgaaca tgaactacgt ggaaaccttg ctgagttcta
  2308381 accagcaaga tgtcttgatg gaagaaattg ttgcccgtta tcacgaaaat accaaagacg
  2308441 cagaagtggt tctggttgaa ggtctggtgc ctacacgcaa acatcagttt gccaatgcac
  2308501 tgaactatga aatcgctaaa acgctgaacg ctgaaatcgt ctttgttatt gcccttggta
  2308561 atgactcgcc agatcagttg aaagagcgta tcgaactggc ccgctccagt tttggtggca
  2308621 gcaagaacaa aaacatcact ggcgttatca tcaataaact gaatgccccg gttgatgaac
  2308681 aaggccgtac ccgccctgac ctgtctgaaa tctttgatga ctccaccaag gccagtgttg
  2308741 cgaacatcga tccaagccag ctattcgcta acagcccgat ccctgttctg ggttgtgtac
  2308801 cgtggagctt cgagctgatc gccacccgtg ccattgatat ggccaagcac ctgaatgccc
  2308861 gcattattaa cgaaggcgat attaaaacgc gtcgagttaa atccgtgaca ttctgtgcgc
  2308921 gcagcatccc gcatatgcta gagcacttcc gtccgggttc tctgctagtg acctcagcag
  2308981 accgccctga tgtgttggtg tctgcctgtt tggcggcgat gaacggtgtg gaaatcggtg
  2309041 ccatcctgct gacgggaggt tatgccattg atgatcgtat caataatttg tgtgaacgtg
  2309101 ccttccaaac tggcttgcca gtatttatgg ttgataccaa cacctggcag acctctctga
  2309161 gcctgcaaag ctttaatctg gaagtcccag cagatgacca tgagcgtgtt gagaagttgc
  2309221 aaaactacgt tgccagccat atcagcagcg agtggatcga ctccctgacc gccgcctctg
  2309281 agcgcccacg tcgcttgtct ccaccggcct tccgttatga gctgactgag ttggcccgta
  2309341 aagctggcaa acgtatcgta ctgccagaag gcgatgagcc gcgcaccatt aaagccgcgt
  2309401 ctatctgtgc tgaacgtggt atcgccactt gtgtcctgtt gggtaacccg gaagagatcc
  2309461 aacgcgttgc cacatctcaa ggtgttgagt tgggtaaagg cgttgaaatt atcgaccctg
  2309521 ttgcggtacg tgagcaatat gttccacgct tggttgagct gcgtaagagc aaaggcatga
  2309581 ccgaagtggt tgcccgtgaa cagttggaag acaacgtggt tcttggcacc ctgatgctgg
  2309641 agaaagggga agttgacggt ctggtttctg gtgcagtaca taccaccgcg aacaccatcc
  2309701 gcccaccact acagttaatc aaaactgcac cgggcagttc gctggtctcc tctgtgttct
  2309761 tcatgctgct gcctgaccag gttctggtgt acggcgactg cgcgatcaac ccagatccaa
  2309821 cggcggagca actgtctgag attgctatcc aatcggctga ttctgcggca gcctttggta
  2309881 tcgaacctcg tgtggcgatg atctcgtact ccaccggtaa ctccggtgcc ggtagcgatg
  2309941 tcgaaaaagt gcgtgaagcg actcgtctcg cccaagaaaa acgcccagat ctgatcatcg
  2310001 atggcccgtt acagtatgat gcggcaatca tggcggatgt ggctaaatct aaagcgccta
  2310061 actcaccggt agcaggtaga gcgaccgtgt tcatcttccc agacctgaac accggtaaca
  2310121 ccacctataa agccgtgcaa cgttctgccg acctgatctc tatcgggccg atgttgcaag
  2310181 ggatgcgcaa gccggtgaat gatttgtccc gtggtgcgct ggtagacgat attgtctata
  2310241 ccgtggcgct gacggcgatc caatcagctc aggctgattc agccgcgtct taatctttgg
  2310301 gttcgcatga ggttattgac aaagtgcccg cgacggagag aacaggcaga tcgtaaagac
  2310361 gccgtaaata catccatgta ggctcgagcc gcgccatcct tggcgcggac gctttactcc
  2310421 cctgcctatc ctcaccgttc aagatcgcgt catcggggtt tgtcagcagt ctgaaacgcc
  2310481 agcctctgcg ctggcgtttt tgttacatca gacacgtaaa acagggagcc gccctgcatt
  2310541 ctggggcggt tttcctcttt aggtactttg ccgtggttca aatttatagt taaaactttg
  2310601 gctgaggggc acacttttca ctccggcatc atcctcattg agcatatcaa tcagcatctt
  2310661 accggcctct ttccccattt ttttataatc gatacgcatt gaggtcagcg ttggatgagt
  2310721 ttgatcacag ctctctgagc catccaggca agcaaccgca atgccgctag ggattttaag
  2310781 cagccgccgc tggcattcaa acagcacacc aagtgcaata tcttcgtggc tgcatatcac
  2310841 tgcatctaat tcaggctggc gcagtaagat ctccgtcaag gcataacggc caaattgtaa
  2310901 gctggccgca tcgggcgtgg tgaccgtttg gtcagcattt ttgtaatgct cgagcatcga
  2310961 cttatgccat ccattgagct gctggcgttg caactgatta tcccgatgcg cccccagata
  2311021 gccaatatgt tgatagccac gctccagtaa gtgacgggtt aattcataag ccgattcaaa
  2311081 gaaagccgct tcaagggtaa ttttagcccc tttaaaatag gagccgacaa cattaacgat
  2311141 agggatattg gtgcgctcaa gaatctgata tgtcttatcc gccaactgcg agccaaatat
  2311201 caccactgcc gccgggtggc tttgcagtaa cgtcataaga atctcagctt ctttacgttg
  2311261 attgtattca tggcaaccca gcaataactg aaattcattt ttattgagaa tttgctgtag
  2311321 tgcctgcata aaccgagagc tggctttatc ggttaaagac ggaatcaaca ccgccacggt
  2311381 atcgctgtgc cctgacgcta aagcaccggc ggcacggttt ggaatgtagc ctaatttttc
  2311441 aaccgcttgc tctattttct cacgtaactt atctgagacc tgttccggcg ttcgtagcgc
  2311501 tcgggaaaca gtcatcgagc ctaccccagc ataatcggct acttcctgta gcgtgacccg
  2311561 cccggtatta cggcgcttgc gtattttttc catgctgatt ccctgtctgc tgaaacctgg
  2311621 ccattcgaac gggcttcgac aatgtaacgc gataccggcc atatcacgcg ataccggcca
  2311681 tacatcaagc tgcatctgcg ctggctgcgc ttgttactcg gcccgtttat gacctttcct
  2311741 cgacgaagct gcggtaagca gcctttctac cactcaaatt atttagaata tatatacctg
  2311801 atctgaagat aacccaatct catggcatga caaatgatag cgctatcaca aattttgata
  2311861 gcgctaccag atagcgctat caattgagat ccagatcaca ttaataagca tgataagtat
  2311921 ctactctccg gttaacagtc atagggagtc ataaatttca tgttaaaaac actgttaacg
  2311981 tcggatgtca ttcaggttgt cagccaggca aaagattggc gtgatgctat cgcgatctca
  2312041 tgccaaccgc ttatcgataa tggtgcggta gaagctcgct atgttgaagc gatttatcgc
  2312101 tcccatgaag ctattggccc ttattacgta gtcggtcctg gtattgcgat gccacatgcc
  2312161 cgcccggaag acggcgtaaa tagactctct ctggcactaa ctgtcatcac cgagggggtc
  2312221 actttcaatg cagaaggtaa cgacccggta aaactgctca tcgtgttagc ggcaacagac
  2312281 agcaatagcc atattgaggc tatttcccaa ctcgctcaat tgttcgatac cgctagtgat
  2312341 gtgcaagcct tacttaatgc taaaacaccg caggatattc tgtcagtgat tgcacgctat
  2312401 taatcacggt attcagttcg catatataaa atcactctcc aatagatttc aagatacaga
  2312461 gcggcggcaa ctggatggca cccaagagcg gacacaagtc agtaattagg gggaacgaag
  2312521 gaagccaacg catctgcaac ttgcaagata acgagtaaaa aaggaaagaa aatgaaaatt
  2312581 acagtggtct gtggtaacgg tttaggaacc agtttgatga tggaaatcag catcaaaagt
  2312641 atcctgaaag aattagccgt cagtgctgaa gtcgatcatg ttgacctcgg ttccgcaaaa
  2312701 ggtacgccaa gcgatatctt tatcggtacc aaagacattg cagagcaatt agttgctcaa
  2312761 gcagtgggtg gcaaaatcgt tgcattggat aacatgatcg ataagaaagc catgaaagag
  2312821 cgcttatctg cagcattaac cgaactaggc gctttgtaag cggaggctgt catggatttc
  2312881 tttcgtttct taatgagtga tgtgctttct gaacccgcaa tactggtcgg tctgatcgct
  2312941 ttgattggcc ttattgccca gaaaaaaccg gtgactgaat gtattaaagg caccgtcaaa
  2313001 accattatgg gttttgtgat tttgggtgca ggcgctggcc tggtggtttc atctctgggt
  2313061 gattttgcca atatcttcca acaggctttc ggtattcagg gcgtagtgcc aaataacgaa
  2313121 gctattgttt ctgtggcaca gaagagtttc ggcaaagaaa tggcgatgat tatgttcttc
  2313181 gctatggtga tcaatatcct gattgcccgt tttacgccgt ggaaatttat cttcctgacc
  2313241 ggtcaccaca cgctgtttat gtccatgatg gtggccgtga ttctggcaac tgctgggcta
  2313301 agtggcatga tgctgattgc catcggttcc gtggttgttg gggtagcgat ggtcttcttc
  2313361 cctgccattg cccaccctta catgaagaag gtgacaggat ctgatgatgt agccatcggt
  2313421 cacttctcta ccctctccta tgtattggct ggttttatcg gcagtaagtt tggtaataaa
  2313481 gaacattcga ctgaagacat gaacgtgccg aaaagtctgt tgttcttgcg tgatacaccg
  2313541 gtcgcgatct cctttaccat gtgtatcatt tttgtcgtta cctgcctgtt tgccgggccg
  2313601 gaagtggtga aaagcctgag tggcggtaaa aactggttca tgttctcatt gatgcaatcc
  2313661 atcacctttg ccgcaggggt ttatattatt ctgcaaggtg ttcggatggt gattgccgag
  2313721 atcgtgcctg cttttaaagg gatttcagac aagttagtgc ctaatgcaaa acctgcgtta
  2313781 gattgcccgg ttgtcttccc ttacgcaccc aatgcggtac tggttggctt cctgagcagc
  2313841 tttgccgctg gcctgatcgg tatgttcgcg ttgtatttgt tgaatatgac cgtgatcatc
  2313901 ccaggcgtcg tccctcactt cttcgtaggt gctgccgcag gggtgtttgg taatgctacc
  2313961 ggcgggcgtc gcggggcgat tctcggtgca tttgctcaag gtctgttaat taccttcctg
  2314021 cccgtcttcc tgctgccagt cttaggcgat attggttttg ccaataccac atttagtgat
  2314081 gcagattttg gtgcgctggg tattttactg gggattatcg ttcgataatt tgctttctca
  2314141 gtaaagacgt caccatcacc ccctccttgg agggggttta aactgataat aaaaaaccaa
  2314201 agcgctttag cggggctttg gtttttttat tgagcaagtg ggaattacgc ttcgcgggga
  2314261 gtgattttgc cgtaatcctg ttcgttgttg cgcgtcagcc acagtgataa tgctttgagc
  2314321 gaatcaggtg taaattcgtc acagcgggcg gtgatctctt ctggcaccat ccagcatact
  2314381 tcatcaattt cctctggttg taacgcaaag gggccatgag acacacaact gaataacgcc
  2314441 ccccatactc ggcagcactc ttcttcaaaa tagaattggc cgtgttccgc gaacggcaca
  2314501 ccggcgatcc ccaattcttc ttcagcctcg cgccgagcgg attcaaggta gttctcgcca
  2314561 ctttgcacaa cgccccccgc cgtggcatcc agtttgccgg gatgaaaatc tttgctctca
  2314621 gtacggcgtt gtaccagaat tttccccatt ccatcgtgca ccacaatata ggtagcacga
  2314681 tggcgtagtc gctgagctct catttgctga cgactggact gagcaatgac gttattttgc
  2314741 tcatcaacaa tgtcaaccca ctcgatgact gctgctggat tttgctccac catcctctga
  2314801 aaccttctat ctaggcgcga tgatatacgc gcacatgtta atcaagagta tctgttagta
  2314861 aatgctattt ttaatcaatg acttaatctt attacctgac gccgtaatcg gtgagttggc
  2314921 tgccgcgtca ctgactcctg tcagcgcttg ggcatttact caattgccgc cttcctacaa
  2314981 ctcgcattat tggggtataa aagctgtgta ttgattaatt ttttagtgcc aatcgggcga
  2315041 caatttcatc accttgtagg gtaagaacct gcaaaacacc cttgtccaac atgccatagc
  2315101 tcgccgggta ttcccccttt gggatactca cggaacctgg gttaaaacag atgatatcac
  2315161 cttgccattg tgcttgtggc aggtgggtat gaccataagc caggacatcc ccatgacgca
  2315221 atggaggaag cgcaccggga tgataaaggt gaccatgggt caggaataaa cgtgtttcag
  2315281 gcataataat ctgctgccaa cccgccatga tggggaattg aagtagcatt tgatcgactt
  2315341 cactgtcgca attgccgcgc acggcaataa tgctatcctt gtaggcatta agagactccg
  2315401 ccaccgctgc aggttgatac ccctcaggta atgcattgcg cggcccgtgg ttaagtaaat
  2315461 cacccagtag taccagccat tgagcaccgc tgtgatcaaa gatcgccaaa acacgttccg
  2315521 tggccggtaa cgaaccatgc aggtcagaag caaacattaa cttcatgata tcgttttctc
  2315581 tctggtcatc atctcaataa taaaagaagc gctattctat cacccaatcc agcagattaa
  2315641 tccgataaaa gtcagtatct accatgagaa aattttgtcg aaaaggatcg cgctgacagc
  2315701 ccagacgaat acccgcgcga tacagcctat caaggcgcgc tttgccaaaa acattaacgc
  2315761 aaaggttggg agactagctc atccaatgtc atcgggttaa atagataccc ctgcatagca
  2315821 tcaatattac tgcctgcgag ttgctcagac tccccctgat tttctacccc gacaacaatg
  2315881 accccaagac aatatttttt aatgttgttg atcaatatcg ggaaggtatg tttgttgtgc
  2315941 tgccagaaga aatgcttatc aatttttata tattcaaaga tattggcagt caccgcgttc
  2316001 aatgttgagc ctccgctgcc taaatcatcc aaccataatg gatacagtga ggctaactca
  2316061 cgtagcaagg gattattcat accatcggat aaattggaga atgtctccat gatttccagc
  2316121 cgtaaaaaag gcatttcatc cagcaactgc cgggtgggcg catcagtaac aatcacactc
  2316181 gctaaatcaa aatcaatatt gatcgaaagc aggacattgt tcgtgataaa ccaatcactg
  2316241 taggctttta ccgcctgcaa ttgattttgg aataaatcgt tttttccgtt tatgtccaat
  2316301 tcattaataa atttttcgac atcaataggt aaatcaacgg gtgtcgctga aaatcggctt
  2316361 aacaattcta ctgccaataa tctgccgtct tgcttacgta tgggttcaca gatataagaa
  2316421 caattaactt tgatatttag cttcatacgc acctggaaaa gtatatagat aacagtaaga
  2316481 tagttatccg atctcagcag gaggattgat aaactatcgc taatctttta ttaaacgcct
  2316541 aacattaccc tatttatcgg ccatgttgag cggtttattg agtccctgat tctttttttt
  2316601 attttttaca ataatgattc cgacaactgc ggctacttac ccatgagcag ccttcctatt
  2316661 ttaagtacaa aaaagaaata ttcattcagg atgtgctcag tgtcgtggga taagagcaca
  2316721 gaatcgccta tgctaaaaga gaaaaagaaa tagatgaggt tgatgacttg ataggattgg
  2316781 atttaaatgg agattggcta tgcgtatttt aatcaccggt gctacagggt tgatcgggcg
  2316841 cagcctgacc ccctttcttc tgtcgcaagg ccaccaaata acggccctga cccgctcact
  2316901 gcagcgggcc aataacctgc tcggtcagca agtgacctac tggcccactc tggatgatca
  2316961 agaggatctc aacagttttg atgccgtgat caatctggcc ggagagccta tcgccgagaa
  2317021 acgctggacc tcgcagcaaa aagagatcct ctgccaaagc cgctggcaaa taactgaacg
  2317081 cttagccacg ctgatcaatg ccagcagcca gccaccaacc gtttttattt ccggttctgc
  2317141 ggttggattt tatggcgacc aagggcaggc attagtcacc gaagaagagc ctccccacga
  2317201 cgagtttacc catcaattat gtgagcgttg ggaaaatctg gcactggcgg cggagagtag
  2317261 ccatacccga gtctgcttgc tgcgtaccgg cgtcgtatta gcgccagaag gcggcgcgct
  2317321 agccaagatg cttcctctat tccgccttgg attaggtggc cccatggggg atggtcgcca
  2317381 atatctgcct tggatacatc tcgaggatat ggtgcagggt atttattatc tgctaaccac
  2317441 ccataatctg cgcggcccgt ttaatatggt tgccccctat ccggtccaca atgagcaatt
  2317501 tacggcgacg ctggccgatg ttttggatcg cccagcagcc atccgcacac ctgcagcggc
  2317561 cattcgtcta ttaatgggtg aatccgcaat attggtgctc ggtgggcaac gggcgttacc
  2317621 gaaacgatta gaagaggcgg ggtttggctt tcgctattat gaattggaag atgcactgcg
  2317681 tgatgtactg aaaaaaccaa aggaataagc cgctggcgtt ccctaatagg ggtgaggggt
  2317741 gaaccgtgaa atggtattca cccccctaaa atacagctat ccattaatac aactatccat
  2317801 tagccatttt attagctact cattagccat cttatttcag tgagccagaa agaaactgct
  2317861 gtaaacgtgg gcttttaggg ttaccgaaaa gctcagcggg tggcccttcc tcttcaatga
  2317921 cccctttatg taagaaaata acatggctgg aaacatggcg ggcaaattcc atttcgtgcg
  2317981 tgaccaccac catagttttc ccctcttccg ccaacttttg cataatacgt agcacttcac
  2318041 cgaccaactc aggatccagc gccgaagtgg gttcatcaaa cagcaataca tctggttcca
  2318101 tggccagtgc tcgtgcaata gaaacacgct gttgctgccc cccagagaga tgtacgggat
  2318161 atttggcccg cgcccgttca tcaataccga ctttatccag atacaaaatt gcacgctctt
  2318221 tcgccaccga tttacttaat cccagcactt gaaccggtgc ctccatcacg ttttctaata
  2318281 ccgtcatgtg actccacaga ttaaagtgtt ggaagaccat cgttaaccgg gtgcgcaata
  2318341 attgcagttg ttttttatcg aagactttta actgaccatc gctatcccgt accaagcgga
  2318401 taacctgatt attcacgctt atcgatcctt cactgggttt ttccagaaag ttaatgcagc
  2318461 gtaaaaatgt acttttccct gaaccggatg aaccaataat ggaaataaca tcccccgcgt
  2318521 tggcagagag cgaaacgcct tttaatacct catgctcccc ataatgctta tgcagctccg
  2318581 tcacggaaag ttttgtttcc gcatttttaa tataggacgt attcgtcata aagttctccg
  2318641 cactaatgcg atgcctgagg ttgaatatgg gctaaccaac gtttttctgc ctggcggaac
  2318701 aggctaatta gcgtaaagga gatgctcaaa taaagtacag cggcaatact gaacgcataa
  2318761 aagggttggt aagtcgccgc gttaatatcg cgagctattt tcaatatatc gggtacggtc
  2318821 gcggtaaaag ccagcgcggt ggagtgcagc attaagatca cttcattgct gtatgccggt
  2318881 aaagagatac gcaatgcagc aggtaagata atgcagcggt ataatttaaa acgtgagaaa
  2318941 ccataggcgc gtgctgcttc tatttcacca tgaggtaccg aacggatcgc accggcaaaa
  2319001 atctcagtgg tataagcaca ggtattaagc gtcagcgcta aaatagtgca atttaatcca
  2319061 ctgcgaaaaa aagcattgag cagatcattg cctcggatta tctccaaact atacattccg
  2319121 gaatagaaca ccaatagctg cacatacagc ggtgtaccac ggaatatata ggtaaaaatc
  2319181 catactggta aacggatcca tctccgttca gacacccgag caaccgccaa tgggagcgcc
  2319241 agtaaccccc ccatgacgac cgaagaaatt aataaccaga gagtgaccgc catgccggta
  2319301 aagcggtagc catcactcca aagtaatgcc tgccaatatt gatgtaagat ttcaatcata
  2319361 gctcagccct cttcacccca tgggaatagc gcctttccag ccaccacaag acaccgttag
  2319421 agagagtggt aaagaacaga taaatcgcac cagcaaccaa agcaaagaaa aacggctgat
  2319481 aagtgccttt tcccgccaat tgggtggctt tgaccacgtc attcaagcct aaaattgaca
  2319541 ccagcgccgt cgctttcagg atcacttgcc aattattacc gatgcccggc aacgcatagc
  2319601 gcatcatggc tgggaacata atgcgacgaa agatctggct ggaggtaaaa ccaaaggccg
  2319661 tcgcggcctc aatttgccct ttagagaccg ccatataagc gccacgaaac gtttcagtga
  2319721 agtaagcgcc atagataaag ccaagggtga taaccccggc agagagaggg tcaatatcaa
  2319781 tttgtacaaa accaagggac tcggtaatgc tattgagggt aatctgcaaa ccgtagaaga
  2319841 taagcagcat caaaaccaaa tcaggtacgc cacggatcag tgtggtgtag cactcaaaca
  2319901 agcccgatac caaccggttt gacgataact tgccaccggc ccccatcaag ccgataacca
  2319961 ctgacagcag caccgagaac aatgctaact ccagtgtcac cagcgcacct tcaaatatca
  2320021 gtttggaata tccatccagc atctgtgatc tgtgggttat cctgttttac tgagtgagga
  2320081 gtctggttaa ttacggtatg ttagcccctg ccacaatcga cagaggccac gacgacaaaa
  2320141 aggattaatc accgtaaaca tcaaaatcga agtatttttt ggcaaattga tcgtaggtgc
  2320201 cgtcattacg catttcagca aacgctttat ttaacgcctc tttcagctca acatcggctt
  2320261 tgcgcaaccc catgccagtc cctacaccga agaattgatc attttttact gatggaccgg
  2320321 caaagatata atctttaccc acaggttgtt ttaggaaacc ttcactggcg gccacttcat
  2320381 cctggaaagc cgcatcaata cggccagagg ccagatctgc ataaatcaga tcctgatttt
  2320441 gataagcaac aacatcaatg ccttttggct gccactcagc attggcaaaa gcttcctgag
  2320501 tcgacccttg taacaccccc acgcgcttac cttttaatgc caccagtgtc ggctcaatag
  2320561 tgctaccttt agcagcaatt aaacgggaat tggcggcaaa gagtttatcg gtgaaggcaa
  2320621 tctctttttg gcgtttttca gtaatggaga gagaggagat aatggcatcg acttttttcg
  2320681 ctttcagcga cgggattagc gcatcaaagt cactttcaac aaaagtacat ttggtatcta
  2320741 tacgtttgca taactccttc gcgatatcga tatcaaaacc cactaattca ccactcgagt
  2320801 ttttcgattc aaaaggggcg taagtcggat ctgtgccaat tttgatctct tttggaatgg
  2320861 cggcaaaagc actactagcc gcagcgaatg cgaataccaa aggaagaact cgcagctttt
  2320921 tattcataaa cataaccctc aaattgattt ttgatgccac aaagcgcgtt agatttctgt
  2320981 ccaagcctga gcgtccataa atcaatttgc agtaatcgtg ccagtaatta tctggaggga
  2321041 aaatcaattc caccctactg tttctttgca cgataacgac taaaatcgat atacccgtca
  2321101 tgctgcaaat tgcctgtgct gaccgccttc gttcacccgt gtaacgaacg gtgcaatagt
  2321161 gatccacacc caacgcctga aatcagatcc agggggtaat ctgctctcct gattcaggag
  2321221 agtttatggt cacttttgag acagttatgg aaattaaaat cctgcacaag cagggaatga
  2321281 gtagccgggc gattgccaga gaactgggga tctcccgcaa taccgttaaa cgttatttgc
  2321341 aggcaaaatc tgagccgcca aaatatacgc cgcgacctgc tgttgcttca ctcctggatg
  2321401 aataccggga ttatattcgt caacgcatcg ccgatgctca tccttacaaa atcccggcaa
  2321461 cggtaatcgc tcgcgagatc agagaccagg gatatcgtgg cggaatgacc attctcaggg
  2321521 cattcattcg ttctctctcg gttcctcagg agcaggagcc tgccgttcgg ttcgaaactg
  2321581 aacccggacg acagatgcag gttgactggg gcactatgcg taatggtcgc tcaccgcttc
  2321641 acgtgttcgt tgctgttctc ggatacagcc gaatgctgta catcgaattc actgacaata
  2321701 tgcgttatga cacgctggag acctgccatc gtaatgcgtt ccgcttcttt ggtggtgtgc
  2321761 cgcgcgaagt gttgtatgac aatatgaaaa ctgtggttct gcaacgtgac gcatatcaga
  2321821 ccggtcagca ccggttccat ccttcgctgt ggcagttcgg caaggagatg ggcttctctc
  2321881 cccgactgtg tcgccccttc agggcacaga ctaaaggtaa ggtggaacgg atggtgcagt
  2321941 acacccgtaa cagtttttac atcccactaa tgactcgcct gcgcccgatg gggatcactg
  2322001 tcgatgttga aacagccaac cgccacggtc tgcgctggct gcacgatgtc gctaaccaac
  2322061 gaaagcatga aacaatccag gcccgtccct gcgatcgctg gctcgaagag cagcagtcca
  2322121 tgctggcact gcctccggag aaaaaagagt atgacgtgca tcttgatgaa aatctggtga
  2322181 acttcgacaa acaccccctg catcatccac tctccatcta cgactcattc tgcagaggag
  2322241 tggcgtgatg atggaactgc aacatcaacg actgatggcg ctcgccgggc agttgcaact
  2322301 ggaaagcctt ataagcgcag cgcctgcgct gtcacaacag gcagtagacc aggaatggag
  2322361 ttatatggac ttcctggagc atctgcttca tgaagaaaaa ctggcacgtc atcaacgtaa
  2322421 acaggcgatg tatacccgaa tggcagcctt cccggcggtg aaaacgttcg aagagtatga
  2322481 cttcacattc gccaccggag caccgcagaa gcaactccag tcgttacgct cactcagctt
  2322541 catagaacgt aatgaaaata tcgtattact ggggccatca ggtgtgggga aaacccatct
  2322601 ggcaatagcg atgggctatg aagcagtccg tgcaggtatc aaagttcgct tcacaacagc
  2322661 agcagatctg ttacttcagt tatctacggc acaacgtcag ggccgttata aaacgacgct
  2322721 tcagcgtgga gtaatggccc cccgcctgct catcattgat gaaataggct atctgccgtt
  2322781 cagtcaggaa gaagcaaagc tgttcttcca ggtcatcgct aaacgttacg aaaagagcgc
  2322841 aatgatcctg acatccaatc tgccgttcgg gcagtgggat caaacgttcg ccggtgatgc
  2322901 agcactgacc tcagcgatgc tggaccgtat cttacaccac tcacatgtcg ttcaaatcaa
  2322961 aggagaaagc tatcgactca gacagaaacg aaaggccggg gttatagcag aagctaatcc
  2323021 tgagtaaaac ggtggatcaa tattgggccg ttggtggaga tataagtgga tcacttttca
  2323081 tccgtcgttg acaacccgca gtcacttgcc ttctataagg ccctgaagat tcgcttggtt
  2323141 gccaccttcc tgcacgcaaa ttatttaggg tataaatgtc atgacatctg gtcgtgaaca
  2323201 gaaacagaat acaaaaaccc tactacagca ccatcgctgt tgcaggatca ttgtggagca
  2323261 tagcgtgccc catttcagtg ctatgttgca caaatgtatc aattaggtga ttaatcatgt
  2323321 tgattgcatg attaaatgtg tcaatgaggt gattgaatgt gtcaatgagg gcaatgaggt
  2323381 caatgaatcg gttaatgagg gcaatgaatg ttagttttta ccttgccagc gcgtaaacag
  2323441 atctttaggt aactcaatat caaactgatc gatgatgcga ttaactgttt gatcaataat
  2323501 gtcctgaata gtttgtggct gatgatagaa cgcaagcatt ggcggcataa tcacagcacc
  2323561 taattcggcg gcttgcacca ttaagcggag gtggcctaaa tgcagggggg tttcgcggac
  2323621 acaaagcacc aaacggcgac gttctttaag gatcacatcg gcagcgcggg tcaataaacc
  2323681 atcggtataa ctatggacaa tgccagacag tgttttgatg gagcaaggta aaataaccat
  2323741 gccatcggtc ttaaatgaac cagaagagat acaagccgca atgtcccgaa aatcatggac
  2323801 cacatcggca aattcttgga cgtccttgac gctgtagtcg gtttcgagcg ccagtgtttg
  2323861 acgggcagca ttgctgataa tcaaatgggt ttccacgcct tcgacatgtt gcagcacctg
  2323921 taacagccgc acaccataaa tggcaccact tgcaccacta atgccaataa taagtcgctt
  2323981 catggaaaac tgcctcatac tgatgctcta tcgcattaaa atgtccaata tatatgcaga
  2324041 aaacatatct attagcatga taccaaactt tgccgcatca ggtactaatt agcaagttat
  2324101 agcaaaacac catgaataaa aaggtgcacc gcgcctaaac gcaggttgca cctttttggc
  2324161 tcattctgtt ttatgacgga tacccgtcat acttctaccc gccatacttc aagacacaga
  2324221 tagaggagat taaccttcgt tatgcatctc taaattttcc gcttcattgt ggctacgcaa
  2324281 tgcctgcgca tcgtcgttac gtaatgactc aagatattcc agatagctct gatccacatc
  2324341 tttcgtcacg taaataccat taaagacaga acattcgaac tgggtaatgt ctggattatc
  2324401 ttcacgtact gcatcaataa gatcagtaag atcttggaaa atcagtgcat cggcgccaat
  2324461 caactgacga atttcatcaa cttcacggcc atgagcaatc aactcattag cacttggcat
  2324521 atcgataccg tacacattcg ggaaacggat ttcaggtgct gccgacgcaa agtacacttt
  2324581 tttcgcccca gcttcccgtg ccatttcgac aatctgctct gacgtggtcc cgcgaacaat
  2324641 ggaatcatcc accaataaca cgtttttacc acggaactca gcacgattag cattcagctt
  2324701 acgacgcacc gatttacggc gttcttgctg acccggcatg ataaatgtac gcccgacata
  2324761 acggtttttg acaaacccct gacggtacgg tttatccaga attcgggcaa tttccagtgc
  2324821 gatatcgcaa gaggtttctg gaataggaat gacaacatcg atatccatgt cttcccactg
  2324881 tttggctatt ttggtcccca acttctgccc catgcggacg cgcgcactgt aaacagaaat
  2324941 tttatccata aaggagtctg ggcgggcaaa ataaacatat tcaaacaagc atgggttgta
  2325001 ttttggattc tcagcacact gacgcgtgaa cagttggcct ttctcggtga tatacacggc
  2325061 ttcgcccggt gcaacatcac gcaagaactc aaaatcaagt gtatccaaag ccacactttc
  2325121 ggacgcaacc atatactcat tgcgcccatc agccagcgtg cgtttaccaa tcaccagcgg
  2325181 acgaataccg ttggggtcac ggaaagcgac cataccgtgg ccgataatca ttgcgacgca
  2325241 ggcataagca ccacgaatca actggtgcgt cgcggcaaca gcggcaaaaa tgttgtcaga
  2325301 ctccaacgga taatgctgga aacgatccaa ttcactggca aaaatattca acagaatttc
  2325361 tgagtcagac gtggtattta catgacgacg agaaacttcg aataatttct ttctcagttg
  2325421 gtgagcgtta gtcagattac cattgtgagc cagggtaatg ccaaacggtg agttaacata
  2325481 gaaaggttga gcttcagaag cgctggagct gcctgccgtt gggtaacgaa catgaccaat
  2325541 ccccatattc ccctgtaaac gcagcatatg ccgggtttca aatacatcct tcaccaagcc
  2325601 gttcgctttc cgcagacgga acccattatg ggcatcaatg gtaacaatac ccgccgcatc
  2325661 ctgaccccga tgctgaagca ccatcaacgc atcataaatc gactggttta ccggtgtaaa
  2325721 accggcgata ccgacaatac cgcacatgtt gtcttttcct cataagccgc ttcgaatcgg
  2325781 taattgattc ggtaagaaac tcgacgtgct ctgcaggtag tcaaagaacc acctgatgat
  2325841 ataactgaac tgcgggatta attgtgactg cttccaatca acactctgtg agaagccggt
  2325901 aaacgtatcc agaaagaaca acatggcaga gacaatcagt acacctcgca gtgccccaaa
  2325961 acagacccct aacaccctat cggttcctga taacccagta cgctccacca gtgaactaat
  2326021 cacatagttg acaatcgccc cgacgatcaa tgtcgcgatg aacaaaatgc cgatggcaat
  2326081 tccgttgcga acaatttcat cctcaaatcg ggtgaaataa acagcaaggt aagtgtaaaa
  2326141 atggctggca acaaaaaacg cacatcccca tgttacaagt gacaatgctt cacggacaaa
  2326201 ccctcgaatt aaactgacta acgcagaaaa cccgataatt cctataatga cgtaatcaat
  2326261 ccagaccatg actattccaa taacgaaacc gccgctgcat cttgttcgcg gcgaattcta
  2326321 acagaaaaag aaaacgtttg cgtaggggtt tctaacccca aaacaaatta aagtgtgacg
  2326381 actaaaaaac aaccataacc gcatggaaaa acacaattac cgtataaaaa atacaaccac
  2326441 cgcataaatt gagccgctaa aaatctgtac ccacggatat ctcacacttc agttgtcatc
  2326501 ctgacgcagt cggcaaccta agacagtaac aatttaagac agtacaattt aagacagtac
  2326561 aatctaggac agtagtcacc ctaacgcgac gttgtataag gcttaacttg cccattcaga
  2326621 ccacttaatg cattaagctc aggtaacgcg gattgtaatt tctgttttga tgcatccggc
  2326681 ccgacatata accgggttat ctcaccctga accggcgtgg cgggtacagt gaacgcccga
  2326741 tgccccgaca accgcagcat cgcgacaatc tcatttactt tggctgcatt ttttagcgcc
  2326801 cccagttgga caacataagc ctgccccact ggcgcttttt cttccaccgg cggtttgatt
  2326861 tctggcttag gtttcacttc cagcggtttt ttctctgctg gttttgtttc tatcggcttg
  2326921 gtttctgtcg gcttaacgtc taccggcttc gtcacggtag gttttacctc aaccggctta
  2326981 ctctggattg gtggcggtgc cacaatcgta ggttcaacgg caagattgcc ggcatcatta
  2327041 gccgcctgag aaaccgaatc atcgttgagt tcggcgccta ccgcttgtgc tgcaccttcg
  2327101 ggcggcgtaa tgggaagagg ctgattgagc ggcggaacca catcaatctc ttggctatcc
  2327161 cctggttttg gcactaacgg aatagcagca aactcatcct catagtgctt ctttttgcca
  2327221 tccagtagcc ccggtaacac aatcacacct aaggcaacta aaataatggt cccgactaaa
  2327281 cggttctgga actgacttgc cactcgcact ccccgcgttt atctcccgcc ggacttgaag
  2327341 atgcaggaag cgatcgttta ctgcccgcct gcaactccat gctctttggg tttaaattca
  2327401 atctgttata aactggacac tgtcacaaat gcaatgctgc cataacatgg gcaacagtat
  2327461 ggaaagagcc acagacaatg accacatcct gtgtatctgc atcttgcata gcctggcgcc
  2327521 aggcagtttc tacatcacta aactgacgtg cgctcaccag atgttcggcc aattgcccag
  2327581 cactggctcc tcgtggccct tcaagcggag cgcaatacca ctcatcaact cgctcagata
  2327641 aacatgccag cgtacccgca atatctttat ccgatagcat cccgacgact gcccgcactt
  2327701 tgccttgttt cgacgcatta accgggttaa taacttgggc caaccgattg accagataac
  2327761 gggccgcatg cggattatgg gcgacatcca gaatcagcaa cggttgctca ctgacgacct
  2327821 gaaaacgccc tggtaaactg gcggcctgta acccctgccg aatcgcctcg tcactcaatg
  2327881 gcaactcaga ataatgcagt acagccagcg ccgtagccgc attcgccagc ggcacgttcg
  2327941 gcaccggtaa gccggttaat tggcgctcac cgcactgcca gtgccagccg tttatttgtt
  2328001 gatcaacggg ttcttgttga tcaaacggtt cttgctggct gaatttccag gcaacatccc
  2328061 gacgatagag ctgtgcgcct aactcagccg ccacatcggc aatagactgg ggcatatctg
  2328121 gttcacccac gaccgcaggt ttaccgccac ggaagacacc cgccttctcg cggccaatgc
  2328181 tttcacggtc ataacccagc caatcagtat gatctaacgc gatactggtg atggcggcga
  2328241 catcagagtc aacaatattg gtcgcatcta accgcccacc caacccgact tccaggatca
  2328301 ccacatcaag tttagcctgc ttaaatagtt gcaacgctga taaggtgcca aattcaaagt
  2328361 aggtcagtga gatatcacct cgcccggctt cgatctgggc aaaagagtgg ctgtgttctg
  2328421 cctcagatag ctcttgcccc tgaattcgaa cccgctcggt atagcgtaaa aggtgggggg
  2328481 agctgtagac cccgactcgc agaccggccg ccaataaaat ggcttccaat gtacaacaag
  2328541 tggtaccttt gccgttggta ccggcaacgg taaaaatttt gggggcaggt ttaagcagat
  2328601 ccagacgctc agcaacctgt ttaacacgtt ccagacccaa ctcaatgggc tgagaatgca
  2328661 aatgctcaag atagcaaagc cacgcggcca aaggcgacgt ggcttgggga gtttgatgat
  2328721 tgttcatgag tcccgtcact tcccttggtt ttatccccgc gatactccaa gttgcctgta
  2328781 cgctagctcc cgttgttcct cccaatatcg aaaatgctta gggactcact cggttaccgc
  2328841 tctcctgcaa ctcgaattat ttagggcata ttacacactc gttattgcca aattgtcgtt
  2328901 attaaataac gcttattttc tgataaggca caataaccgg gcaccatctt acaagagtga
  2328961 tgcccgttga gttaatcaga catctgcctg attttcaggc tgggccacgg tatctgcttt
  2329021 gctctcaacc acgcttggct gcggctgatg agtcaattta gacaaaatgc tcgccaaagt
  2329081 ctgccgcata actggacggc gaacgatcat atcaatcgcg cctttttcaa tcagaaactc
  2329141 actgcgctgg aagccaggcg gcagtttttc gcgcacggtt tgctcaataa cacgtgggcc
  2329201 agcaaagccg attaacgctt ttggctcagc gatattgata tcacctaaca tggccaggct
  2329261 agcagaaaca ccgcccatgg tagggtcagt cagcacagaa atgtagggta aaccgcgctc
  2329321 ttgcatttta gccagcgctg cactggtctt tgccatctgc atcaatgaca tcaacgcttc
  2329381 ctgcatacgt gcaccaccac tggaggagaa acagaccaat gggcaattat cttccagagc
  2329441 ctgttcaacg gcacgtacaa agcgagcacc aaccaccgac gccattgaac cgcccataaa
  2329501 ggcaaattca aacgaggcgg caacgatagg catcccttgc agcgtccctt tcatggcaac
  2329561 cagagcatct ttctcgccag tatctttttg tgcggctgaa atacgatctt tatacttttt
  2329621 ggaatcccta aatttcagga tgtccttcgg ctccagttcg ctacccaatt caacttcact
  2329681 gcctgcatcc aacagcatat gcaaccgtgc acgggctgac atacgcatat ggtgatcaca
  2329741 cttaggacac acttccagat tacgctccag ttcagcacga taaagtacct gaccgcagct
  2329801 atcacatttt gtccataccc cttcaggaat actcgcttta cgggtttgtg tgatattgct
  2329861 tttgttaaga attcgttcaa tccagctcat cgatgacctt tctgtttgaa cctggctgtt
  2329921 gccagtccgc tgttcatgct ttaaccatct ccctgaaaac tctccaataa aaaatgcctg
  2329981 agatacacgc cagtgcgacg tggctaaggc accgaaactt ggattgtctg caggaacaga
  2330041 ccacaaatgt tactcattaa accatattga ttcgacagtg tagataaaaa actggtgaac
  2330101 ccacagctta tgtaacgttt ttactgattt ttttgacgta ccgcagcacg ccgatgccgc
  2330161 caaacttcaa atacgcctgg caaaattgac accacgataa tgatcacaat caataacttc
  2330221 agattattct gcacgatagg tacgttacca aacaggtagc cagcataagt gaataacagc
  2330281 acccatacca acgccccaat cacgttatag gcagcaaagt ggcgataaga cattttcccc
  2330341 ataccggcca cgaatggggc aaacgtgcga atgatcggga caaaccgcgc cagaataatc
  2330401 gctttaccgc catgcttctc gtagaactga tgcgtcttat ccagataact gcggcggaag
  2330461 attttagaat ctggattgct gaataacttt tcaccgaaga tacggccaat cgtgtagtta
  2330521 atcgcatccc ccagaatggc ggcaatcacc attagggtca ccatcgtgtg gacattaaga
  2330581 tcattggaag gcaacgaggc caaggcacct gcaacaaaca acagagagtc ccctggcagg
  2330641 aacggtgtca ccaccagacc ggtttcacag aataaaatca ggaatagaat ggcgtaaacc
  2330701 catatcccat attgcgcaac cagttcagcc agatgaacat caatattcaa aataaaatct
  2330761 atgacgaaac gtataaattc cataaatact ctcgaaatga ataaacacac ccaatcgttc
  2330821 gttaggcaag tgagattagc tgaatttcct taggtattcc ttagcccaaa gcgacgcctc
  2330881 agtttgccat cgacatacct gacaattggc tctcggtatc tttagtcacc ggtgaaccgt
  2330941 taaccctcgt catccgccaa aaacaaaggc cccataggaa ctttgggtaa cgcgaagtgg
  2331001 tccgggtaat cgacagacac taaatacaac ccatcggctt tggcggttgc ggcagcacgt
  2331061 gttctgtcct tcaacgccaa caattctgcc atccaggtca cgtcctgatt gccacaacca
  2331121 atttctatca ggctcccaac gatattgcgc accatatgat gtacaaacgc gttggccttg
  2331181 atatctacca cgatatacgc gccatgtcgg gtaactttga catgttttac atttctccat
  2331241 ggcgtgcggg attgacattg tacggcacgg aaagaggtaa aatcattttc gccgagtaaa
  2331301 cattgcgcgg cgcgttccat tttttctgca tccaatggca tatagcaatg ggtgacccct
  2331361 tgcgccaata tcgcagggcg atagcggtgg ctaaaaatga tatagcgata gcggcgggcc
  2331421 gttgcgctaa agcgggcatg aaaatcgtta tcgacggttt tgacccaacg cactgcgata
  2331481 tccgcgggca aatggctgtt gacccccata gtccaggcgg cgtctttacg tactgcagag
  2331541 gtaacaaagt gcacaacttg cccggtagca tggacccctg catcggtacg gccagcgcag
  2331601 aagaccccaa tgggttcatt agccactttg gataatgccg cctcaagaca ggcctgcacg
  2331661 ctggcaacct cttgctgccg ttgccaacca aaatagcggc taccgttata ctcaataccc
  2331721 aacgcaattt tcaaaccggc cacttctgcc ggtttttctt gctgagccaa tgtgttttgc
  2331781 tgaactaatg tttcttcctg atctaattca aacccggaca tcagtatagt tgctcctgta
  2331841 acaggcgctc tgccgtttga atcgccatca atgcgccacc aaaacgaatg ttgtcagcca
  2331901 ccgaccagaa ttgcagcact tcaggaatac cataatcgtt gcgaacgcaa ccaatactca
  2331961 gggcatcgct gccggaggcg tcgctgacct gggttggata atcatcttct tcggacaatt
  2332021 ggatatcgtc acaattttcc agttcgctac gagcttcttc ggcagcgatc gggcgcaatg
  2332081 cctccagatg aaccacttgc gcatggccat aaaataccgg tgactgaatg cagcttacgg
  2332141 tgatcggcaa gccttcgtcc tgtaatactt tacgcacctg atcaaccaga cggcgctctt
  2332201 cgctcacact gccctcttca tcggccagca gcggtaaaac gttaaacgcc aattgcttag
  2332261 ggaagatacc cggttccgca ggaatgccat tgagcagctt ggcactttgc ccagcgagat
  2332321 cgtccaccgc cgctttgcca tgtgctgagg ctgaaatcag gttagtcaca tgcaggcgag
  2332381 acagccccgc ctgttctgtc agcggtttaa tcgccgtcag caactggctg gtcaggctat
  2332441 cggctaccgc cacgatatta cgattacggt aatcagccag cacctgagga ttgacgctcg
  2332501 gcaccaccaa gggaatatcg ggttccatag cgaacaagcc gctactgtcg atcaccagac
  2332561 aaccggcatt cccagcctct tccgcatatt gtgccgatgc ttcatggcct gcgacaaaga
  2332621 aggcgagttg agcctgggac cagtcaaatt cagccacatt ctcaaccagt atacttttac
  2332681 cgttaaaacg tacagtagca ccggcactgc gctcgctcgc caaaggatac aattcaccaa
  2332741 ctgggaactg gcgctcattt aacagctcca gcaaagcttc acctactgcg cccgttgccc
  2332801 ctaatagagc aatattccag ccgtcagaca tgttggtttt ctccgctata gttcattgga
  2332861 ataatatgag ttcactgaat gatatgagct cattaaataa tgattaaatt attgaataac
  2332921 atgacgttat tgaacagcaa gggcggtaac acaccgccct gttattaatt tttacgcgtg
  2332981 atattcgtac taccctatcg tcacagcaat tgagtagtaa aacctagctg ctgcaagagt
  2333041 ccagcactgg tagcatcatc gcactgtaca cacagtgatg accattcacg ccgctcctga
  2333101 taatgcttgc gcaggcggtc aaactcccct ggcaggccag cgacatggcg caatggcgcg
  2333161 tcatcgcggc gcacatcata cactaagtgc atcaatcgtt ttaatttgcc ttcatccaac
  2333221 tcaccattta gacgtaaatg gctaaactct ggcactggca ataaagaggc cagttcgacc
  2333281 gactgtggtt gccccaaatg ctgactgaac gcctcaaaaa cctgtgtggt accccgtgct
  2333341 ttgccttcta gcgtatatcc ggcaatatgc ggtgtgccaa tatcgacacg ggccaacagc
  2333401 ggtaaagaga gatccggttc tggctcccag acgtccaata ccacgctgag ttttttccct
  2333461 ttttccagcg cccgtaatag tgctgcgtta tccaccaccg caccccggca ggcgttgatc
  2333521 agaatacggc catccggtaa ggcggccagc agttcatcat cggccatatg cagactttgg
  2333581 taggctccgg ttttattcag cggagtatgg aaggtcagaa cgtcagcctc acgtaccagt
  2333641 ttttccagcg gccagaaggc ttcgttatca ccacgatcag cacgcggggg gtcgcacaac
  2333701 aaggtccgaa cacctaaggc ttgcaaacga gcattcagcc gtgaacccac atttccgacg
  2333761 ccgataatgc ccacggtttt atcgcgcaac tggaagccat cccgttcagc catcatcatc
  2333821 aacgcagaga aaacatattc aaccacggcg atggcgttac aaccgggggc cgcagagaaa
  2333881 ccgatcccct gctgacgcag ccaagtgtca tcgacatggt cggtacccgc cgtcgccgtg
  2333941 ccaacaaaac caattgaggt accgtgtagc agcgcctcgt tcactttggt gaccgaacgt
  2334001 accatcagag catcggcatc aaccaacgcg tcacgaggaa tgggacgccc tggcacagcc
  2334061 tgtacatcac ctaaacgccg gaacagctcc tcagcgtacg gcatattttc atcaaccaga
  2334121 attttcactt tactctccga cagcgaactg ccatacagat gaaaaacagg gggcttagta
  2334181 taagccacta ttgccccgcc ggaaacgctc aggcgtggta cccgatattt gctgaaacat
  2334241 ggcgataaaa gcagaggcgg agctataacc gacatctaat gccacactgt ttaccgtttt
  2334301 cccctgttct aacaatgaga tggcatgtaa aaaacgtaag cgctgccgcc attcgctaaa
  2334361 tgccatacca agctcctgct ggcaacggcg ggataaagta cgttcggtgg tatatacccg
  2334421 cttggcccaa agtgccagcg aggtgctatc cgcagggcag cgctccaatg cggctaaaat
  2334481 aggcgacaac agtttatctt gtgaagttgg cagataagtc cgctgcaccg gtgacacctt
  2334541 gagttgatca atcaatacat gggccagacg tctatcctgc tgagtttctg gcatcaataa
  2334601 atcacgtgta aaacaatcct ccacaatggc attaaagatg gggctgacat tcatcagtcc
  2334661 aggtgacgcc gggagttcgg tacaaaaatc cagcgcaata tcaatggcac gaaaatgcat
  2334721 gggtttacga ttatagctag agtgctccat gcccgcgggg atccagacaa taaactcagg
  2334781 tggtgcaagg aaacgctgac caccaatgct catggccaga acaccggatt taacgcatat
  2334841 caattgccca aaaggatgtg tgtgaggcaa aaattcggta ttggcattaa acgcttcaca
  2334901 gcgaaaggac aaggtctgtg ggatccttga ggtgactaca ggaaaatcag gtcctgtcat
  2334961 cgtccattat cccccgcagc aaaataatgc tcttcatggt tattgcctta atttcggtga
  2335021 tgactgtctt aatttcgctg atgactgtct taatttcggt gataaatgtc ttcatcaccc
  2335081 acgttattgt cttaatcacc caagtcattg tctgattatc gttatataga ataaatcaga
  2335141 cagctgtaga ctacaccgca tattttttag ttaagaatta ttatcatgaa tgttttattt
  2335201 ccattgtttg cggtgattat ttggtcagtc aatgccgtgg tgagtaaaat ctccgccacc
  2335261 gccattgatc cggcagcaat ctccttctac cgctggttac tggccctgct gacattatcc
  2335321 ccatttctgc tgctcggtgt ggtccgcaat tggcaggcga tacgtgtcta ttggtggaaa
  2335381 ttaatgctac tggggatgct gggcatggtg ctgtaccaaa gcctggctta ctatgccgcc
  2335441 cacagtgtca gcgcactgtt tatggggatc ctcagttcat taattccgct gttgacggtg
  2335501 cttatcagta ttgtgttgtt acgcgtggca ccaaccgttg ggattgctct gggtagcctg
  2335561 ctgtccttag ggggattagt ttggttgatc agtgcgggca acccagttca actgctgcaa
  2335621 catgggatcg gtaaaggcga attaatgatg cttggcgcgt cagcctctta tgcgctgtat
  2335681 ggggtattaa caaagcgctg ggccattcaa ctaccgaatt ggcaatccct ttatatgcaa
  2335741 atcgtttttg gtgtcgtgct gctgttacct ggcttcctga tgaccccaga cgtgcagcta
  2335801 acggcacaga atattccttt ggttctcttt gctggtattc cagcctcaat tcttgcgcct
  2335861 tatttatgga ttcaaggcgt gatgcgactg ggtgccaata ccgcttctat ctttatgaat
  2335921 ctgacacccg tatttactgc cattattgcc gtcgtcttct tgcatgagca gttgcacagt
  2335981 tatcacttga ttggtggcgg cattaccctt gctggagtgg tgctggccca acgtctgcgc
  2336041 agcccattgc ggcgcaattt agatcttgct ggacatatcc caaacaacaa aaacagtaga
  2336101 tagcggcaag acttctggta gaaccccaag tgggtataaa tatgtatacc caaaataatt
  2336161 cgagtggcag gaagatggca actgcgtcag tccccaggag attattgatt ttaagatcaa
  2336221 caacaagtca gtgattgtgg tgataacgat tattggcact taaagtcaaa agagaaaatc
  2336281 aaaagcaaga agaatatatt ggtcgcgctc atttacaggt atcataatat cggcctgcgc
  2336341 ctaccgccgg gtttccctta tttcctccat agcgaaggac cggttatatg caacctttga
  2336401 acggcccagg cgttcccatt ggcaatgatc gccatatcac gcccactaag ttgaccgccc
  2336461 aatccacggt ggaagatcag gcgctaaccc cagcgcagcg tactacctta gagaaactga
  2336521 tcgtacggat tatggccctc agccccgtca aatcggccga gatctgggcc gggcttcgcc
  2336581 ataacctctc cttggacgca accggtgatc tccttgcacg tcacttccag ccggccgagc
  2336641 agctactgca aacccgcctg tctcaagcac aggaaaatca tgctagccaa cagcttcgtc
  2336701 aacaactcac tgcattatta ccacaaggga ataaccggca ggcagtcagt gattttatcc
  2336761 gccagcaatt cggccatacg gtattaagcc agttaagcca caccgagtta caacaagtcc
  2336821 tggtgttatt gcaatccggt acgctgaata ttcctcaacc acaactgaca accctaaccg
  2336881 ataggccatt gctacccgcc gagcatcaga atattcaatc actggtggcg aaactcagtg
  2336941 ccgcaacggg tgaacaaccc acaaaaatct ggcaaacatt gtttgatatg gttggagtaa
  2337001 aacatcatga tccgctaccc gctcgccatt tccagctact gagtcagttc ttgcaaacta
  2337061 aagtggccct cagccaacaa actgccccaa cattagttaa cctgcaaact gcccttaagc
  2337121 aaccagccga tgcacaagaa cagcagttat tggccgatta cagccaaaac cgttttcagg
  2337181 ccagcccaac gaccccgctg acacaggcac agctgaacga tattatcaat attctgtttg
  2337241 ccgcccgatt agagaaggcc aatgctgccc aatatttaga tgaagaacac aagccccttc
  2337301 agccactgat taacccgttc attgcctcac tgccagagtc attacagcct ttattacaga
  2337361 agccgtcact cgtggttgtg gcattgatta tcgtgatagc ctttctattg gcgatttttc
  2337421 tttgagccac caatagccct tcccccaagt aaaaaaaacc tggctcagtt caaggtgact
  2337481 atttaaatac aaaaatacaa aaagcgacta atatcagtcg ctttttaaca aaccgcttac
  2337541 gctgtatgcc gctcaaggag aatttaggct gatggactta ccctacccat tataaataat
  2337601 taatgtccgg tctaatgcaa ttttggaata gctgtaaaat accaattaat aagatcgtat
  2337661 gaatggaagt taaaaaaatt cattctttta tacagcatat aaaaaagcat gcagaatatc
  2337721 ttccacatgc tttttttaag caatttagac agcttaaaat ctgtaattaa ttataagcga
  2337781 gggtaaagtt agctacgctg ctgaattcgc cggggactac actaccttca tctgcactgg
  2337841 tacctttcag gtaagcagag aatttcaagc tgttactgcc ctgatccagg gtcttgccca
  2337901 ccgacgccac accacgttta attgtcgcac ccgcttcatc ggtgatcaca atacctgcac
  2337961 catcagccaa accaatcagt ttcaacatct cagcatccac accatcgggt gtaccatcaa
  2338021 aggtgacaga cacattcttc atcgtagcca catcacattt ctccagacca atgctgaaac
  2338081 tacgtggttc agaagagccc atgttagcca gtgatgtagt agaaatttgg cccagttcaa
  2338141 caacctgatc agccgcttcg gaagtaattg aacaaggtgc ttcaatgata gaaccggtaa
  2338201 aagtcacttt acccttacct tggtcagcag cattagcagc gaaggcagaa agagacaata
  2338261 cagcagcaac taatacactt ttcttgaagt tagacattat ataaccttaa tttaatttga
  2338321 agttttttca ttaatataga aagaccttat tatcgcaaaa tattttatct gcggaagcgt
  2338381 cttactactt attataatga aataaaaaga tgcaattatc gttacagcca ttttaaccga
  2338441 taaaaaggac atccattcct tatgggaaag tcaaatcgat aaaacaggct gtcatattca
  2338501 gttaatgcgt catgcgttaa cacaactcat tattaaagga gagatttcgg gagactaatg
  2338561 actccctact tagcgactta ttaattcagc ccctctcgac catgtgaaga agtatacgcg
  2338621 attctttccg ctggtaaata gagaattggc gggcatttag cgcgtaaaga gactttacat
  2338681 atgcgcatta atcccataaa aacataaaaa accagttcat atgaccatca agaattatct
  2338741 tggcaacaga aacacccaga atattaacca taagtaccac actgcggtta caaatataat
  2338801 gatggtaaag tcataatatc agaaataaca tttactctct ctgatttgac ctacacatca
  2338861 aatatgaata gggcgagtta tttgtgggaa ttttcttaat tttccacgat gacatctcat
  2338921 aataccgttt atacccaagt gactccgagt tgccgaaagg cagtaagcga aagacaaatc
  2338981 ggtgtacgat ggctttcact tataacgtgg gggcgctgtc gcccttcaag atgcagggag
  2339041 ttagctgccc ttgctcaccc cagtcactga gtgatggaat aataatgatg aaaattttag
  2339101 gtcttattgg tggcatgagt tgggaatcaa ccattcccta ttacagaatg attaaccagc
  2339161 acgttaaagc acaattaggc ggcttacaca gcgctaaaat tattctctac agtgtggact
  2339221 ttcatgagat tgaacagctt caggcaaaag gtgactggca aacagccgct caattactct
  2339281 ctaatgccgc tatctcatta aaacatgctg gcgcggaggt tatcgtggtg tgcaccaata
  2339341 ccatgcacaa agtggccgat gatattgaag cagcctgcgg gttgccctta ctgcacattg
  2339401 ctgatgccac tgccgtccaa attaaacaac aaggaataga taagatcggt ctattaggga
  2339461 cccgctatac catggagcaa ggcttttacc gtggccgttt aacagaaaaa cacggcattg
  2339521 aggttatcac tccagacgat acagaccgag aggcagttaa ccgcattatt tatgaagagc
  2339581 tctgcttggg gatcatcagt gaaacctccc gggatgccta tcgccgggtg ataaagaaac
  2339641 tcgaagcaca gggtgtgcaa gggattattt ttgggtgtac cgaaatcacg ctactggtta
  2339701 acgcgcaaga tgcctcagta ccggtgtttg ataccacagc gatacatgcc agcgccgcgg
  2339761 ctgattacgc actgcaataa ttaagcatgt cactcacaat aaaagaagag gcccgcaacc
  2339821 ctgtgactca ccatagtgaa aaaacctatg ttgtgaataa aacgtttggt cgaaaataaa
  2339881 aatcgaccga cagtaaaagt tgctcgaatg taagcattaa taaaaagtaa aaagcctacg
  2339941 atctctcgta ggcttcagac tgctgacaaa ccccgatgac gcgatcttga acggtgagga
  2340001 taggcagagg agtaaagcgt ccgcgccaag gatggcgcgg ctcgagccta catggatgta
  2340061 tttacggcgt ctttacgatc tgcctgttct ctccgtcgcg ggcactttgt caataacctc
  2340121 aagcctacga tctctcgtag gctttgggga gtaaatctga atcagcaaaa cagttttgcg
  2340181 tttaagctta cttctgatat ttacgcatca ctaatgttgc attagtgcca ccgaaaccaa
  2340241 aactgttaga catcaccgtg gtcagttcac gttgcgttgt ctcagtgatg atattcatcc
  2340301 cctgcgcttg ttcatccaga ttatcaatgt taatgcttgg tgcgataaag ccatgttcaa
  2340361 ccatcagcaa gctgaagata gcctcatgta cacccgccgc cccaagggaa tggccagtca
  2340421 ttgctttggt tgaggaaatc gctggcgtgt tattaccaaa cacttcacga attgcaccta
  2340481 gctcttttac atcaccaacc ggggtagagg taccgtgtac gttcatgtag tcgattggcg
  2340541 tatcaacacc tgccattgcc atttgcatgc aacgaactgc gccttcgcct gacggtgcaa
  2340601 ccatgtcagc accatctgaa gtggcaccat agcccacgat ctcagcgtaa atatgtgcgc
  2340661 cacgggccag agcatgttcc agctcttcaa ccacgaccat accgccacca cctgcgatca
  2340721 caaaaccatc acggtcttga tcgtaagtac gggaagcttt agccggggta tcattatatt
  2340781 tggtcgataa tgcgcccatc gcgtcaaatt cacaggccat ttcccagcac agttcttcac
  2340841 caccaccggc aaagacgatg tcctgtttgc ccaattggat cagctccaaa gcatggccaa
  2340901 tacaatgagc agaagtcgca caagcggaac tgatagagta gttaacccct ttgattttaa
  2340961 acggtgttgc cagacacgcg gagacaccgg atgccatggc tttagtcacc atataagggc
  2341021 caacaccttt caggccgcgt ggagtgcgca tcgcatcaga accagcaacc tggttacgtg
  2341081 gcgacccccc acctgaaccc accaccaatc cgctgcggaa attagaaacc tgagaatcag
  2341141 acaacccaga gtcagcaatc gcttcttgca tcgcaagata agcataaatg gaggcatcgc
  2341201 tcataaaacg cagcactttg cggtcgatga gatctttagg ctcagactgg agttttacat
  2341261 caccccatac atggctgcgc atacctgcgt ctttaaattc ttgagcgaaa gtaatgccag
  2341321 agcggccttc ctgcaaagat gccaaaactt cctgctggtt attaccaatg ctggaaacaa
  2341381 tacccaagcc agtaattact gcacgcttca ttaaatacct cttccactaa ttttacattc
  2341441 gggattttgc aacgcacttt agcgtacagt tgtacgccga acaagtccga tcagcgtaat
  2341501 atagccagaa agttttacaa tttgcacgtg gaacaccacc tcgttagaat cgctctaccc
  2341561 cttgagatac gagtcttcta acgtgaacca acgcccaatc caaaccgcaa cactcagctg
  2341621 gaatgaacag ggtacacctg tatctgaaca gtttggtgac atctattttt ccaatgaaga
  2341681 tggtctggaa gagactcacc acgtttttct caaagggaat gggtttcctg cacgcttcgc
  2341741 ttcccacccg cagcaaagct gtatttttgc tgaaacgggt tttggcactg gtttaaactt
  2341801 cctgacatta tggcgtgatt ttgccctatt taggcagcaa tcgcccaatg ctacgcttcg
  2341861 gcggttgcac tacattagtt ttgaaaaata tccacttcac gtcgccgatc tagcctcagc
  2341921 ccatgcccgt tggccggagt tagcctcttt cgctgaacaa ctgcgagcgc agtggcccct
  2341981 accgctggcc ggttgtcatc gtattttgct ggctgacggc gctattacgt tggatttatg
  2342041 gtttggtgat gtcaataccc tattacccac attggacgat agcctgaata atcaggtaga
  2342101 tgcctggttc cttgatggct ttgctcccgc caagaatcca gatatgtgga atgagcagtt
  2342161 gttcaatgcc atggcgcgaa tgaccaggcc gggaggcact ttttcaacct ttaccgccgc
  2342221 cggatttgtg cgtcgtggtt tgcagcaggc agggtttaac gtaaccaaag tgaaaggttt
  2342281 cgggcaaaaa cgggaaatgc tgacgggcac cctgccacaa cagattcatg cgcccacggc
  2342341 cccttggtat catcggcctg ccgccacgcg ctgtgatgat attgccatta tcggtggcgg
  2342401 gattgtcagc gccttgaccg cactggcctt acaacgtcgc ggggcggtgg tcacgctcta
  2342461 ctgtgctgac gcacagccag cacagggggc atcaggcaac cgacaagggg cactctaccc
  2342521 gttgctcaat ggtaaaaatg atgcactgga aacctttttt accagtgcct ttacctttgc
  2342581 ccgccgtcag tacgaccaac tgcttgagca agggatcgcc tttgaccatc agtggtgcgg
  2342641 tgtcagccaa ttagcgtttg atgataagag ccgtggcaaa attgagaaga tgctgcatac
  2342701 acagtggcca gttgagtttg ccgaagcgat gagccgtgag caactcagtg agttggccgg
  2342761 gctggattgc gcccatgatg gcatacacta tcctgctggc ggttggctct gcccttctga
  2342821 cctcactcac gcactgatga tgctagcgca acaaaatggc atgacctgcc actaccaaca
  2342881 tgaactgcag cgattaaaac gcattgatag ccaatggcaa ctgacctttg gtcaatcaca
  2342941 agcggctaaa catcatgcca ccgtcatttt agcaactggc caccgcttac ctgaatggga
  2343001 acaaactcac catctgccct tgtctgcggt acgtgggcag gtgtcacaca tcccgaccac
  2343061 cccggtgctc agccaactgc aacaggtgtt gtgctatgac ggttacctga cgccagtcaa
  2343121 cccagccaat cagcatcatt gtattggtgc cagttatcag cgcggcgaca tcgcgactga
  2343181 ttttcgccta accgagcagc aggagaaccg tgagcgtttg ctacgctgtc tgccacaagt
  2343241 cagttggccg cagcaggtag atgtcagcga taatcaggct cggtgtggcg ttcgctgcgc
  2343301 tatccgcgac catttaccga tggtcggtgc cgtgccggat tatgctgcaa cactggctca
  2343361 atatcaggat ctgtctcgtc gtattcagca tgggggtgag agcgaggtaa atgatatcgc
  2343421 tgtcgcgcca gtctggcctg agttatttat ggtcgggggg ttaggctcgc gtggcttatg
  2343481 cagtgcacca ttggtggccg agattctggc cgcgcagatg ttcggtgaac cattgccgtt
  2343541 agatgccaaa acgctggcag cattgaatcc taaccgtttt tggatcagaa aattattgaa
  2343601 aggcaggccg gtacaaactc gctccccggc cacccaagag tcatcaagat gagtgacaag
  2343661 tgccgctaac tatcacgccc ccacggcgtc aagaacgaag gggaacgccc aaaattattg
  2343721 gcgtcgcagg taggcagcaa gtaaatgaat cccgatgagt ctatctattt taaggtcaac
  2343781 aaccagtcag tgattcgggt gaatgcacgt agctaacacc cctgcggctt caagaacgaa
  2343841 gggcgtgtgc taataaacga tcccaaagac ctaacaccaa aacctgatct ggaggggaaa
  2343901 gctcaccggc cttgatggcc ttctccagac tggtttgtac tcgcgcatgt aactgttcag
  2343961 cggagtgctc accgtgctct tccgcttcag ccacggccag tgtcagatgg cctcgcaggt
  2344021 accctccggc aaataaatca tcatcactgg cgtgctctac catgtcatcg atttgcgcca
  2344081 agatacgtgt ttcaaattct gcgatcatca ctcttcctca ttatatttat tttgtgccca
  2344141 acgtcattgg cattgcaggt aggcgctaaa tcaaatcttc cgggtaagga aagagttcag
  2344201 gagccaacgg cggcgtattg taaaacgatt ggagtgcctg aataaagccc tgaggtcgtg
  2344261 tggatatacc ctgatccagc aaccacaaca cctgttcacg aacttttcgc tggaatatga
  2344321 tgcgatctgg ctcgcagtca ccctctaggt tgtcgcaact gacattgaaa gggaaaccgg
  2344381 cggcaacaca aaacatccat tccaacgcct gtggcttgat ctctaccgct tcaaattggc
  2344441 tctgggttaa tgcatcgcgc ccatccgggc aataccaata gccaaaatct acctgcttac
  2344501 accgttcctc gccagcaata caccaatggg agatttcatg catcgcactg gcataatagc
  2344561 catgagcaaa aatcacccga tggtgaggag attcttcatc ggcgggtaaa tagatcggct
  2344621 catcgtcacc tttcaccaag tgggtattat attcgccgct aaaacaggtg ttgaagatat
  2344681 cgattaactg ctgataatga tgattcatac tctggtccgt aagagagggt aaacaccgct
  2344741 aaagtcaccg tatttagcgg tggtgggtgc ctaaattgat gcaaaagcca agctatataa
  2344801 aaccaggcta tgcaaaaaca tgctgtccca gccaagagcc aatttcagca ccgtggttgt
  2344861 catacagcag cttgcaactc atgacgaatg acaccacgac aatcattggc cgaattaatt
  2344921 tctgaccacg cgtcaatacc atatgtgcgc caaggcgcgc ccccaggact tgccccacca
  2344981 gcatcaccaa gccgatactc cacaccacct tcccgccgat gataaagaat attagcccgc
  2345041 ctaaatttga cgtgaaattg agtactttgg catgggcggt ggattttgcc agattaaaac
  2345101 cgcacagggt aacaaaggcc aatgcataga acgaaccggc accggggcca aagaagccat
  2345161 cgtaaaaacc gatcccacca ccagcaatta atgcgaaagg caaagcagac aagcggcgct
  2345221 gttgatcaac cacgcccagt cttggggtga gtaaaaaata gacgccaata ccgatcacca
  2345281 acagcggtaa aatttgtcgc agaatgtcag cccgcatgta ctgaactaaa atcgctccga
  2345341 gcatcgaccc caccagcgtc agagcaattg tcagtttttg ctgctttagg ttaaccgcac
  2345401 cacgacgaat aaagtacagg ctggcggaga acgaaccgcc aacagattgc agcttattgg
  2345461 tcgccaaggc ctgcgctggg ggtaatccca ccgctaacag tgcggggacg gttaacaagc
  2345521 cgcccccgcc ggcaatggaa tcaatgaacc cggctaataa tgcaacggca aagagtatcc
  2345581 ccaaaacggc aggaccaagg gtaaaccaat ccatgactta ttccgtagcg aagtggttat
  2345641 ccagtaaagc ctgacaagaa ggcggtaatg gcggtggcaa ggttttacct ggtttagcac
  2345701 ttggcggagg cggttggaac cagctttcca gctcagcacc acagccatcg cccggcggtg
  2345761 gagtgtcttg gtccacacac tctaggctat tggccggaca acgtaagcgc acatgcatgt
  2345821 gtgcacgatg agcaaaccac ggccggactt tatgcagcca ttgacgatcg gcacctgcat
  2345881 ccagacaaag ctgcttttta attgccggat tgacgaagat acgcgtgaca tcgttatctt
  2345941 tggcggccaa tttgatcaaa ctctcaattt gtggctgcca aagtgcgggg atcacccgct
  2346001 tgccatcaac cgcgaccaag tctatcggct gcggtttcaa taactgctgc tggctccaac
  2346061 gctgctttgg cagttgtagc caaatatcca catccaaacc agactggtgg ctggcatgcc
  2346121 cactgctaaa acgcccgcct gcaggcatcg ccatatcacc aatcaacacc gtgcccaatt
  2346181 gttgttgatg agcttgtgca ctgagacggt gaataaaatt cagtaaatca gggtgaccaa
  2346241 aataacggcg ctgatccgaa cgcatcactt gatagtctgc agactcgagc ggcaaaggct
  2346301 gcgcgccaat cacgcaacca ttagcaaagc caccgattga ctgtggagaa cccgccaccg
  2346361 ggtgcgtaat cttttgccat ggcgtggccg ccatgacagg gaccatggtg accaatgcca
  2346421 ccatacccac tatccaattt ttcatgctat ctaccagcgc ggaacgtctg aagccacatc
  2346481 gccgcactgc gcgcgctggc gcagtaggtg atccataagt acgatagcca tcatcgcttc
  2346541 tgcaataggt accgcccgga tacccacaca cgggtcatga cgccctcggg tcaccatttc
  2346601 aaccgcttct ccttgccgat tgatagtttg ccccggaacc ataatgctgg aggtgggttt
  2346661 taatgcaatg tgagcaacaa ccggctgccc gctgctaatc ccccctaaaa tgccgccagc
  2346721 atgattactt tggaagccct gcggagtaat ttcatcacgg ttttcactgc cacgcttagt
  2346781 gacgacagca aaaccatcgc caatttccac cccttttacc gcgttgatac tcatcaatgc
  2346841 atgagcaaga tccgcatcca aacgatcaaa taccggctca cctaaaccta cggggacatt
  2346901 ttcagcgacg acggtgattt tggcaccaat ggagtcaccg gcttttttca gctcacgcat
  2346961 tagggcatcc agcggctcca gtttgctggc atcggggcaa aagaatggat tttgctcgac
  2347021 caaatcccaa tcgagcaaat cacagctaac atcccccatt tgcgccagat aaccacgcac
  2347081 ctgtacacca aatttttgtg ctaaatactt tttagcaata gcgcccgccg ccacccgcat
  2347141 cgcggtttcg cgggctgaag agcggccacc accacggtaa tcccgtacac cgtatttttg
  2347201 ctcataggta taatcagcat gaccggggcg gaacacatct ttaattgcgc tgtaatcttg
  2347261 cgaacgctga tccgtatttt caatcattaa cccgatactg gtccccgtag tgacgccctc
  2347321 aaatacgccg gataaaatgc gaacttgatc cagctcacgg cgctgagtgg tataacgaga
  2347381 agtccccgga cggcgacggt caagatccaa ctgaatatca gcctcggtaa tcggaatgcc
  2347441 cggtggtaca ccatcaataa tgcatcctag ggcgataccg tgagattcac caaaagtggt
  2347501 gacgcggaaa aactgcccaa tactgttccc agccatcacg gctcctttga gtcataagcg
  2347561 gtctgccaga tagagattaa ccgtactgac agacttgata agaagtgatc aattaatcac
  2347621 ggtacatgct gaaatgtgca gcgcagtcaa tcagttgctg tttagtcagc ataaagaccc
  2347681 cgtcgccacc cttttcaaat tccagccaag tgaatgggac atctggatac tgatccatca
  2347741 aatgcaccat gctgttgcca acttcacaaa tcagcacgcc gtcatcctgt aaaaagtcgg
  2347801 gggcacaggc caaaatacga cgagccagtt tcagaccatc gctacccgca gccaaaccca
  2347861 gttcaggttc aaaacggaac tcttgcggta aatcggccat atcttcggca tcaacatagg
  2347921 gcggattggt cacaatcagg tcatatttga ttggtggtaa atcgcggaac agatcggaac
  2347981 gaatgggcgt gacctgatgc tccatgccgt gttgctgaat attgtgttca gttaccgcca
  2348041 gcacatcatt ggagatgtcc actgcatcaa cttctgcgtc agggaaagca taggcgcaag
  2348101 caatggcaat acagccactg ccggtacaca tatccagaat atgatttggc tgatgatgaa
  2348161 ttagcccatc aaagcgattt tcgatcaact caccaattgg tgaacgtggc actaataccc
  2348221 gctcatccac ataatattcc atgccacaga accacgcttt attggttagg taagcgaccg
  2348281 ggatacgctc gttaacccgg cgaataaccc gctcaacgat gcgatggcgc tcgctggacg
  2348341 ttaggcgcga gctgcgtata tcctctggaa tatcaagggg cagaaaaaga ctggggaaaa
  2348401 ccagttgtac cgcttcgtcc cacggattat ccgtaccgtg accatagaaa atattagctg
  2348461 cattaaaacg gctcacggtc caacgcagca tatcctgaat ggtgtgcagc tcatttactg
  2348521 cttcatcgac gaaaatcttg tccaaggtat tctccaactg cttatgtgta aatttattat
  2348581 ctatatgcct agtttgccat gaagctcgtg acaaatcagc agcaatacat cagttgaatg
  2348641 ataaccgaat aataaaaaaa gcctgccccc ctatttaact tatattctaa ataattcgag
  2348701 ttgtcggaag gcggtaactg ggcgacaaat cagtcataac ccaatttaaa cttggcttgc
  2348761 agcggcctcg ccgcgctgag gcccatgaat gggatgagta acgaaggtcg ccaaggcata
  2348821 aacaactaaa agtatgacga atatcgacat ttatttcgac agatggtttg cagcaggtaa
  2348881 actgggcgca attgaattag gtatagaaca gacgatgaaa aagaaatatc acctgacacc
  2348941 agatgagtta cagctattta aagaatcgat agcgggtgct aaaaaactca gacaagacac
  2349001 aatcgtccac catacaccgc cgaagttagg caaaaaaatt gcaccagaac gcttgctgca
  2349061 agagcaggtg gatgccagtt attatttttc tgatgaattc caaccgctgt tagatactga
  2349121 tggaccgaca cgctatgttc ggcctggtgt cgataacttt gaagttaaga aactgcgtcg
  2349181 tggtgattac tcgccagaaa tgtttttgga tctacacggt ttaacccaga agcaggctaa
  2349241 acaagaactg ggggcgttaa ttgcggcttg caagcgcgaa catgtgcatt gcgcgtgtgt
  2349301 tatgcatggt cacggcaaac atgttttgaa gcaacagacg ccgctctgga tggcacaaca
  2349361 ccctgatgtt ttggcattcc atcaagcccc taaagagtgg ggtggaaccg cagcattgct
  2349421 gttattgatt gaattagaag agtgacggta cttgattgaa ttagaagagt aacggtgctg
  2349481 gcagttatgt tgtcagccaa tagcgctgca tcagtagtca ataagcgggt gttcttatgt
  2349541 catccgccaa caaacttgtt tcgccaaaaa attaagtccg tgctgtcaat aagtcaataa
  2349601 gtcaataagt caataagtca ataagccaat aagccaataa gccaataagc caataagcca
  2349661 ataagccaat aagccaataa gccaataagc caataagcca ataagccaat aagccaataa
  2349721 gccaataagc caataagcca ataagccaat aagccaataa gccaataagc gaaagcgcgg
  2349781 caagaatgcc gcgccagtta gacgttgatg gaggctatat tttagtggct ggtggcttgg
  2349841 tcatgacagc ccatggtgag ccttatccat gacacgcctt cgccaacaat tgtgaagggc
  2349901 tcacctgcca atcaagcgta cccttttcgc tcttaccatt gagatcaata caggcgatgg
  2349961 ctgaagtagc aaacatcgga gggcattgcc ctgggcaaag ctcggcgacc aaatacccga
  2350021 ccagtggcaa gtgcgaaatc actaacactg ctgcgcaatc ttctttcgcc aacgcttgca
  2350081 gataagaaca aatgaaggcg gcatccccac cgggggttaa ttcgggcatc acttcaggtt
  2350141 ctgccggtag cgccataacc tcacgcacca cttccaatgt ttgtctggca cgtaaataag
  2350201 ggctaaccag aatctgatcg atatccactg actgctcact tagccagctt gctatctgac
  2350261 gtgattcatc ctgaccacac agagttagag gcctttgcgc atcactagcg gcatcaagtg
  2350321 ccgcgtcacc gtgacgcata atgaaaactt gcatattgca ccgtttttgt taaccaaata
  2350381 acgctataca gaaacgcttt gcgtgctgta ccgccgaaac ccttgcccgc aagcaaagaa
  2350441 acttcataac gataacgcgc cgtctctcta tggcggccgg gcattttgcc tgaaactgaa
  2350501 cctaaagaaa atggctgttt ttttacctcg cgaagactaa cagcctaccg tgaacggtca
  2350561 tataataacc gcatcaatag cttaatccaa acttgaacac ctatgcaata agtggctatt
  2350621 gattcatttt cgcacaaata gtcacataac gtaattcaag ctaaggtagc gcgagctgcc
  2350681 ccatatgtat agccacattc ccccttagaa ttccaggtgg tgatcatgct cacattctta
  2350741 aatttgtgac ctgaacccgc tagttttatg acttgagccc gacaattgcg ttacgtaaat
  2350801 cgccctaaat cgggcaaata atcatcaccg aataagccat caccccgtaa accatcacaa
  2350861 aacgggtcgt cacaaaacag gtcatcacaa aacaggtcac caccaaaaaa gggggggcgg
  2350921 gttcagcttg ccacgtccgt cacctcatct atattggcgt ccacgggata gaattgttgt
  2350981 tgttgttcag ccattgttac caaccgctgg caaggttcga aacgctcacc gtattgctgt
  2351041 accaataatc tgagtgcttg taccacctta tcggctccca ggctatccaa atagcggaac
  2351101 ggaccaccga ggaaaggcgg aaaaccgatc ccaaacactg caccaatatc accatcgcgc
  2351161 gggttacgaa tgatcgattc atccagacag cgtaccgctt cgttcaacat cagcatggta
  2351221 caacgttgag taatcacgcc tgcaccaaga tgggctttag gtgtcacccc caacaaggta
  2351281 tagatactgg catcgactgg ttttactttg ttttttctcc acttaaagct attacgcttc
  2351341 gccggagaat tcccattttt tgttggagat gaattttttg tggggtttga atataaataa
  2351401 aagccacggc catttttgcg ccctttacgt ccatccttca aaataacgtc aaatgacggg
  2351461 ggcgcagcaa aacgcggccc taattgctcg accagaatcg gcattatttt ggtcgcaaca
  2351521 tcaatcccaa cctcatcaag cagcatcatg gggcctacgg ggaaaccaaa atcgaccaac
  2351581 gcgttatcaa ctgattcgat aggctctccg tcgagcaggc aacgggcagc ttcattaata
  2351641 taaggtgcca aaatgcggtt tacatagaac ccagcgcgat cagccaccac aatggctgtt
  2351701 ttaccctgtt tccgggctaa agcaacggtg gtagcgatgg tctcttcact ggttttttca
  2351761 tgggggatga cttcaaccag tggcatttta tctactggac taaaatagtg caggccaata
  2351821 acctgctctg gccgttgcgc caaagcagca atctggctga tggggagtga tgatgtattg
  2351881 gaggcaaaaa tagtatgggc ggcaccaaat cgttcgatgt cagcaaccat ttgctgcttc
  2351941 agtgataaat cctcaaatac cgcttccacc acaatatcga cacgttcaaa accacggtaa
  2352001 tccgtactac cagagatcaa catcatctgc cgctgctgtt cagttgggcg catccgctta
  2352061 ctacgaaccc gtttacccaa tgcgtcccag gtatatttca gcgcctgatt aattccttgc
  2352121 ggattgatat ctttgatacg cactggcaag cccgctcggg tagccgttac gttggcaata
  2352181 cctccgccca tcaagccacc gcccaatacg ccgacccgat gaattgcacg cgctgtggct
  2352241 gcacttccgg tctctttttt cagtgacgtc gtggcaaaaa acaggctgcg taatgcggct
  2352301 gactgaggcg acatcgccaa ctcgccaaat gctctggctt ctgcctcata accacttggc
  2352361 ccgccctgat ctaatccttt acgcaccaca tcaataatac gttcagccgc cgggtagtgc
  2352421 ccccgcgttt tagctagcgt ttttttacgg acaatacgga ataataaagc tttacccaac
  2352481 ggcccactga gtaaacgctc ctgccatggt aatgctcgtc gattaagcca ccccgctttc
  2352541 gcgcgctgaa tcgccacatc caataagata tcgcgtggca caacatcatc caccagcccc
  2352601 atttttagtg cctgacgggg ccgtatctgt ttaccggtca atatcatatc cagtgcttta
  2352661 ctgaccccca ctaaacgcgg cagacgttgc gtcccgccgg agccaggcag taaccccagt
  2352721 tgcacctccg gtagcccgag aacggtttta tcatccagag aacatatgcg gctatggcaa
  2352781 gccagcgcca gctctagccc tccccccaga caagcgccat gaatcgcagc cacaaccggc
  2352841 acagggaaag cggcaatttg cgccaaaatt gattggcctt tttgtgctaa tacgcgggcg
  2352901 tcgtgagcgg tacgacaagc cgcgatcatc gtgatatccg caccggcaat gaaggagtct
  2352961 ggtttgccag aaacaatgac gagtccctgt aattttggta gagcgtgcgc ttgttgcaat
  2353021 atagtggcaa tttgatcagc aaattcagcc tttagggtat tcactttgtc accaacaaca
  2353081 tcaatggtga taatgccaat attgtccggc cttacgttga gggtaaatgc gggatgggta
  2353141 actgaattcg tggccgatgc gcccacatca ttattcactg taggttcact gactgcattt
  2353201 tcactgacag ctgtattttc acgggtaacg atattttcct tgctcatcac tccacctcca
  2353261 gaatcatcgc agcacctaac ccaccagcag cacaggcggt ggttaagccc aatcccccgc
  2353321 cacggcgacg caactcattc agcgtttgag ttatcatccg agcgccagta gcggcaaatg
  2353381 ggtggccata tgcaatggaa ccccccaata cgttgaattt actcatatcc acctctccga
  2353441 tggcttggct acgccccagt ttttcgcgag caaaagtatc actggcaaac attttcaggt
  2353501 tagccagtgt ttgtgcggcg aaggcttcat gcatatcgat aagtgtcaaa tccgccagtg
  2353561 taatacccgc ccggtctaac gctaatggcg tggcatagga tggccctaac agcatatcct
  2353621 gccaaacatc aatggcagag aaggcaaaac tgcgcaggta gcccaaaggc ggcaacccca
  2353681 gagctttggc ttttgattcg ctcatcatga gtactgccgc cgccccgtcc gtcaacggag
  2353741 tactgttcgc cgccgtcaca ctaccgtgct gacgatcaaa cgccggacgt aatttggcat
  2353801 attgcgccaa tgtggaatct ttgcggatat tgttatcttc aataatggcc tctcgataag
  2353861 gcggaatata agccgtcatc acctcatcgt gcagccaccc ctgttgccag gcttcagcgg
  2353921 ccaattggtg ggatcgcagc gctaaagcat cctgatcctc acggctgatg ccataggttt
  2353981 ttgccatctg ctcggcagta tcccccatgc gcaggccggt tgaatactct gccaccgcag
  2354041 gtgcaactgg caacagatca cgtaatctaa gtcggctaaa caatttcaac ttctgggata
  2354101 aactgcgggc cttgttggcg tcaaccagtg tgcgggccag ggctttactg acgccgatgg
  2354161 gcagcacgga tgaagaatct gccccgccgg ctatcgcgat atcaacggag ccagcaataa
  2354221 tactttccgc gacattggcc accgcctgaa aactggtcgc acaggcgcgg gaaacgctgt
  2354281 aagcatcggt atgaacgctc atgccagtac ccaaaacgat ttcgcgggca atattaggtg
  2354341 cttcaggcat ttgcactact tggccaaaaa ccagttgatc aatcaactca gaagaaatgc
  2354401 cacttctggc cagcaattca ctgaccacta ttttgcctaa atctacagcg ggtacgccat
  2354461 ggtaagcagt tgcctgcttg gcgaaagggg tccgcaggcc gttaactatt acaatgcgat
  2354521 cgccctgacg cgtcactaac ggtaatggct tactcataag cgctcctgat aataagtaga
  2354581 gtggctgcga ttaaaagata acaaataaca ggtctgacct gatccgaaca ttgttaacca
  2354641 aacgtttaca tttggcaaac ctatagaata gaaaaatgcg agcaggagca actttcaaga
  2354701 taaaaaatgt gggaggagag aagggacggc catttagccg ttacgccagt ttatagacta
  2354761 acgtggggca tcatctaaag taataacgcg aagcaaaagg cttcgcgttg gtcaggtatg
  2354821 tatgatcctt tcggaaacgt aaattaacgc agaccgagtt ggaaaatcat tgtttctgcc
  2354881 tggcaggcaa aggtgaaatc gatagtcaaa cgaacaccgc cctcgacatc ttccagttta
  2354941 tgttcaatca ggcatgggtc tgattcgact gcccgtgctt tatcagtcaa tgttttcaac
  2355001 atcgcttctg cttcatgacg gctagcaaac acacagctgt aggatgctgt ccgatccgta
  2355061 ttgtccatca ctgtacccac atctacgcaa cagcaagccg cggtttcttc cgcactacaa
  2355121 cgattaattg catctgacat cgtcaattct cctcaacgaa catttcaaaa taggtgcaaa
  2355181 ttgcctgtta gctagcgcaa ataagacctg gcacaaaaat atttttctct gttgccattt
  2355241 tactaccaca gatcgttagg cactaggact tactgtttat aggcttatta actggtggaa
  2355301 atcacagtta aattgtctat caactcatca aaagcacaac aattgatacg tgattgtgag
  2355361 ttttttgtta agtgcgtcta ttttttgaga tcaaaattga acaaactcca aaacatgctt
  2355421 gcaacactcg cacaggtcgg acctatactt cagtcactgg tctgctttgt ctgaccgata
  2355481 acagacccta caatcccgca ctttcttgtt acggtatgta acatagttta aataaaacaa
  2355541 tgaggttttg gtcatgaacc agaaaaacct gtttacccgc tcagctctgg cagcagctat
  2355601 cgctcttatt tcatcgaacg tttctgcagc cggttttcag ttgaatgaat attcagccgc
  2355661 cgctctaggg cgtgctttct ctggtgaagg cgcagtggct gataatgctt ccgttggtag
  2355721 ccgcaatcct gcagcaatga ctttattcga ccgcccttct ttctccggtg gtgtgattta
  2355781 tattgatcca agtgttgata tcacggggac gtcgccaagt ggcaaaagta cggatgccag
  2355841 taacattgcg ccatcagcgt gggttccgaa tctccacttt attatgccat tggatgaaca
  2355901 gtgggcaatc ggtgcttctg cgacctctaa ctacggttta gccactgaat ttaatgatga
  2355961 ttatgtggca ggcatgttag gcggccaaac cgatctgaaa acggctaacc tcaacctaag
  2356021 tgccgcgtac cgcctgaatg ataacttcag ttttggcctg gggtttgatg cagtctatgc
  2356081 tgatgcgaaa attgtgcgcc atctcggtga agctggcggg ggtctattgc ctgctaacac
  2356141 tgaagccgcc aggttggaag gtaccaaatg gggttacggc tggaatacgg gtattttgta
  2356201 tgaaatcgat aaagaaaacc gctacagctt cacttatcgt tctgaagtca atatcgattt
  2356261 tgacggtgat tacagtaacc aactacctgt tattttcggt ggtctgggtg gaaaaacggt
  2356321 ccctggttcc ctaactctga acctgcccgc cgtgtgggaa gtctccggct acaataaagt
  2356381 cgcgccacaa tgggccattc actacagcat ggcttacacc acctggagca gtttcaagga
  2356441 gttaaaagca accgcgtcta atggcgatgt gctgtttgat aaacatgaag gcttcagaga
  2356501 tgcctaccgt attgcgttag ggaccaccta ttactacgat gataactgga cattccgcac
  2356561 cggtattgcc tttgatgata gcccgatccc cgcaggaaac cgttcaattt ccatcccgga
  2356621 ccaagatcgt ttctggctca gtgcaggtac cacctacgcc ttcaacaaaa atgcctctgt
  2356681 tgatgtcggt attgcttata tgaaaggcca gaatgtcagt attaccgaaa agaccccggc
  2356741 cccatctaac accacatatg agttcaactc gaaaggttcc gcgatgctat acggtgtgaa
  2356801 cttcaactac acattctaat agccagtcat tcatcacctt atccaataga aaagcgcctg
  2356861 atggcgcttt tctattttga atacggcggt gagtactgcg ctagaccagt taatatcaat
  2356921 gagtctcaat cggcggcatc tatgctatcc agatcgccct gaatagcctg agcattcgag
  2356981 ttaacttcag gtttcagttg gccaccattc gccaggaaat catgacgctg gaaataagcc
  2357041 tcgcgtatca tgagataagg atctgaagaa ttacgcacta aaccatcaga gtccaatagc
  2357101 tgtgcgcggg tttcaacccc ttcaagcacc catttccctg cggccatcca gaacgtcaga
  2357161 taactcagta ccggatacac cgtatctgcc aactggccgc catcttcgcg gagggtaaaa
  2357221 ctgccatacc ctggtagcac cacatacggg ccgtagccca catcatagtg gcctaatgta
  2357281 ctaccaaaac gttgaggcac ttgttttgcc agtttcggat tagccatccc ggcgacatcg
  2357341 atcaaaccgc ccatacccaa aacggtattc aggaagaagc ggttaaaatg cttcatcgca
  2357401 ttatatggat caccgaccag gaagctgttc accatactgg cgggttcttc gaggttaccc
  2357461 aaaaagttgc tcataccgtt acgtgctggt tgcggcacat aatcacgcca gacgacggcg
  2357521 accggacgca ccacataagg gtcgaggacc tcatagttaa aattgaacat tgcccggttg
  2357581 aaaccttcca gcggatcaga gcggccctgc tccatgtgat ccggtgaact actggcgcac
  2357641 ccaactaaca gtacgcttgc gaaagccaac ccagtaaggc ggaagttcat atttttctcc
  2357701 atgaaagtct gtctatccct ttcacttaag ggatttgttt atttatttga acgcctattt
  2357761 tttgctcact cgacggccca ttgcctttga aatcctgcac cgcgctctca ccgtaccagt
  2357821 cgccagactg cgcattcgcg gccccatcca aagagaggcg tacacgtact ttcacctgct
  2357881 gtaaagaaga gagcaaacgt tctggcatca ttgcattgct gtcatccagc gtaaccgcta
  2357941 gcgggaatct gctcaatggc agttgcttta cagcaaccgg taccggattt atgccattgg
  2358001 tcacagagat aatcagtgcc ccttgttggg gtaatgcttg cgccgcatca gaggatagcg
  2358061 aaacctcaat tcccagtgta gctgtttctt gctctatctg tgatttggct tgctgaatac
  2358121 tgcgttttac cacgtctaca cgtgaatcgc tagccggcaa caattttagc ataacttccc
  2358181 acacggctat cgcttgtttg aaatcaccct gctcaaaagc attaaaagcc aataaactca
  2358241 tcgcacgtaa attcgtatgg tcttgcccca ccattgcacg caacatctgt gtcgccaatt
  2358301 ggttatcttc tggatcattg gatcgggtga gtacttcgac atacccgagt ttaacctcat
  2358361 tattatcggg cgcgagttga taagcgtgcg caaaagcctg tgttgcggtg gtggcattat
  2358421 tgagcgccat ccctactcgg cccaacatca tccaatcatt gacgttacca gcatcctgtt
  2358481 gcagagaggt acgtaaaccg agccccaagc gggccacatc ctccatactt aatggatcgg
  2358541 catgttcgtt ggcaacccga gcgcgtaatt caggcatttg cgcagcaacc tgatgccatg
  2358601 ccgcgacctg ctctaaaccg ccggttttta ggtacaaccc gaccgctacc accaccaata
  2358661 ccacgactcc gggcaataat acccagcgat tgatcgggtt ttttacttct cccaactgct
  2358721 gcgggatatc tgtcagcaag ttttgttgca gctctttaac cagttcaggc cgttctgcga
  2358781 tcacgccctg cgcttcatct tcggccaatt cagataaccg atcacgataa atagccttat
  2358841 tcagctcatc cctggtggta acccgcttat tttcattttt tcggatgacc ggaatgacca
  2358901 ataaggcccc tgcaaccgcc aacgaaatga tgactatcag ccaaaaagcc attatggttt
  2358961 tttcctgtca gattcttctt gtaacttatt attttgtaat gcgttatttt gtaatacgct
  2359021 attttcagcc aataagcttt gtaaccgttg ctgttcttgt tgtgaaagtg gcggctcttt
  2359081 ctcgactcgc cgccgggcgc gtaacaccac tatcgccgcc ccaattaaca caaacagtag
  2359141 cggccctgcc catagaatta tcgtcgcagc cgttactggt ggttcatagg tcacaaagtt
  2359201 accgtagcgg gccaccatat aatcaacaat ctgctgtttg gaataacctt gttgcatcag
  2359261 ttcatacact ttagcgcgca tatcggccgc aatggtggca ttcgagtcag caatactgtt
  2359321 gttctggcat tttgggcaac gcagttgctc ggtcagtgca cggtattgct gctcttgttc
  2359381 taccgaactg aagcgataag tatcgatggt cgccaatact ccccagctca atatcagacc
  2359441 cagtagcaga ctgagtaacc tcatgcgccc ccctggtact ttttatacag cggtaagatt
  2359501 tcctgctgcc agacccgatc attaagatca ccagcatggc ggtaacggat aaccccttga
  2359561 ccatcgataa ggaacgtttc tggtgcgccg tataccccca aatccaggcc caacattcca
  2359621 tcaccatcat acaaactgag aaaataaggg ttacccagcg aattcagcca ctgcacggct
  2359681 ttgctacggt catctttata attcaggccc accacacgga taccttgagc cgccaattta
  2359741 ttcaggtatt catgctcggc acggcaagtt gggcaccatg ttgcccaaac attcagcagt
  2359801 atcggtttac catcacgtaa taccgcctga tcaaaggttt tacccggctg ttcgagggat
  2359861 tccagtttga atgccggtac gggcttgccg atcagcgccg actccaacat cgttggatct
  2359921 tcgccgttgg cattacgggt cagttgtatc aggaatgcca cgaccagcag taagaaaagg
  2359981 accagcggaa taaacatcag cttattgaat gaggattgag gtttcatgac tctgcctccg
  2360041 gtatcgcacc gcgttttagc tttttactca tccgatagcg cggatcgagc atacagaaga
  2360101 tgccgccgac ggccataaag atcccgccaa accatatcca acgcacaaaa ggtttgtaat
  2360161 acaagcggac cgcccatgag ccatcgccca gctcttcacc caaggcggca taaagatcgc
  2360221 gggtcagccc cccatcaatg gctgcttcag tcatcattga gcgggcgaca ctgtaatagc
  2360281 gtttttctgc atgtaatgtg gcctccaatt taccattacg ggtgacatca ataatgccaa
  2360341 cgccgccggt atagttaggc cctttgatat cgtggacatc gcgaaaagtg aagtgataat
  2360401 catggatatc gatactatca ccggccttca tgcgcacatc gcgttcgaca ctgtaattct
  2360461 ggctaaacgc aatcccaatt accgtaaccg ccaccccgag atgccccaac accatgcccc
  2360521 agtggctacg ggaaaggtga gtcaacccac gccagaagcc ataacgatgg gtggcccgtt
  2360581 cgtgcaattc cattaatgtc aggatgatca cccaaatggc catcatcaac ccgacgaccg
  2360641 tcataccggc gacactatct tgcagcagcc acggtacgga tatcgataac agcagagtga
  2360701 ccaccagagc cacactcaac cgcttccaca gtttgctcgg ttcatcacga cgccaacgca
  2360761 cgagcggccc tatccccatg agcaatgcca tcggagccat taaccaagtg aacatcgtat
  2360821 taaagaacgg ttcaccaatg gagatactgc ccaatcccaa ctgtttgtga accagtggca
  2360881 gtaatgttcc cagcaacacc acgagcattg cggcaataag caacacattg ttgccgagca
  2360941 ggaaagtctc gcgggaaaag acttcatgct gagtccggct gcgcacctgc gcgcctttta
  2361001 ccgcatacag cagcagggaa ccgccaatca caatcaccag ataggccaga ataaacatgc
  2361061 cacgggccgg atcagaggca aaggagtgca ccgaaaccag cacgcctgag cggactaaga
  2361121 atgtccccat caaacacaag gagaacgcgg tgatcgccaa caataccgtc cacgctttga
  2361181 aagtaccgcg cttctccgtg acagccagtg agtgaatcag tgcggtacct gccagccacg
  2361241 gcataaagga ggcattttcg accgggtccc agaaccacca gccgccccac cccaattcat
  2361301 aataagccca cgctgagcca agtacgatgc caagcgttag gaaaatccat gcggcctgag
  2361361 tccatggacg tgaccaacgc gcccaggcac tgtcgagcct accggccatt aatgatgcaa
  2361421 ttgcaaaagc aaacgcgacg gagaaaccga cataccccat gtagagcagc gggggatgga
  2361481 aaatcaaccc aacatcttgt agtagcgggt tcagatcgcg gccatcaata ggaaaatcag
  2361541 gtaatgtgcg agagaacggg ttagacgtca gaataataaa tagcagaaaa ccgccggtaa
  2361601 tcattcccag cacggataac acccgcgcca ccgcatcctc tggcatcgaa cggctaaaca
  2361661 gcgctaccgc caatgaccaa caactgagca gcaataccca taataataag gagccttcgt
  2361721 gcgctcccca actcgcggca atacggtaat aaatcggcaa atatgagttg gaattcgccg
  2361781 cgacatagga gacggtaaaa tcatttacca caaatgcata tatcagacag ataaatgaca
  2361841 acgtgatcgc ggcaaacatg ccataagtca gtggcctgcc aaccgccatc atacgggcat
  2361901 cctgacgcgc ggctccccat tgtggataca gactcagcag cagtgaaatc gccaacgcca
  2361961 aacataataa aaaactgcca atttcaggga tcataaggca ttacccgtcg tattagtgcc
  2362021 acgataagcg gccgccgggc gagagtggtt ctctttcatt gcctcttcaa cttcaggtgg
  2362081 cgtgtatttt tcatcatgct ttgccagcac ttctttggca tggacggtat taccttcagc
  2362141 aaatacccct tgcgccacga ccccctgccc ttccctaaac agatccggca gaataccggt
  2362201 gtatgtcacg gtgacagcgc cacgcgcatc ataaacttga aaactcattt ccaaagtctt
  2362261 tgcatcgcgt tgcacggatc ccggcatcac catgccgcca atacgtaaac gttggcctat
  2362321 tgctggtttc tcatggcgtt cgcctttgcc ctgtaaaatt tcgccggggg tataaaatag
  2362381 atcgatattt gaacgcagcg catacagcac caacgtggtg gtcaaagaga tgccgatcag
  2362441 aaccaccatc gccagataga gccgactttt tctacgtggg ttcacggtcg cttctcctgt
  2362501 aaattggcga tgtgctgggg tgcttgttgt aacggtgctt gatgtaatgg tgcttgatgc
  2362561 aacggtactt gatgcatcga tgtctggtta agctgcgcct gacgaatacg ttgttcccga
  2362621 gcctgacggc ggtgaatatc ggccagtagc tgtttgtgct gccacagcgt gtgcattagc
  2362681 aagcccagca atgataacaa ggtggctgcc acagcgagcc agacataaaa ggcatagttg
  2362741 cccatggcaa aaaattctgc ccatgagtga aaagcggggg tcatacgcgc ggctccttgc
  2362801 gtaataaggc agtaacccaa ggacggtggc gctcttgctg caaaatcaaa ttacgcaagc
  2362861 gcattaatgt cagtgtgata aagcataaaa gaaaacccaa aatcgcccag cgcagaggtg
  2362921 agcgcatact cggatcaata ctttgctgca tattggtcga gccttgatgc aaggtattcc
  2362981 accaaacaac ggagaaatga ataataggga gattaaccac gccaaccaac accagaatac
  2363041 cggcagctcg cccagccaat ttacgatcat caaacgcgtt atatagcgcg atcacgccga
  2363101 gatacaggaa taacaggact aattccgatg tcagccgtgc atcccagatc caccaagtcc
  2363161 cccacatcgg tttaccccac gcagagccgg tgaccaaagc aataaacgtc aatactgcgc
  2363221 ccaccggagc catagccgcg accaggttat cggccatttt tatctgccag accaatccca
  2363281 caaacgcagc aatagccatc gacatataga tacccatcga ccaaattgcc gccggaacat
  2363341 gtaaatacat gatgcggaaa ctgtcacctt gctgataatc cgatggtgcg aaacccaatc
  2363401 cccataccca gcccacagcc agacaaataa tggccccgcc tccgaaccac ggaataaggc
  2363461 ggccacacaa cggatagagc cgttcaggtt tggcaaattg atgaaaccat ttccacattt
  2363521 ttcattgctc actgtaaaaa attggacatt aggcagactt aacatcagcc cattgggtga
  2363581 ttactgtatg ctcacccgta acgctgctgc cgtcgcaaaa ggcgcaagtg tcacactccc
  2363641 tgccagcatc gcacctaaaa tagccagata accgtcgatt ggcatcgcca ttgacgcggc
  2363701 atcaatggcc gccgtcgcaa agattaaaac cgggatatac agcggcaaaa ccaatagact
  2363761 cagcagcacc ccgcctttac gtaaccccac cgtcaacgcc acgccgatag caccgataaa
  2363821 actcagtgtt ggtgtcccaa gcaggagcgt cagccccatc gcgatagcgg tattgacgtc
  2363881 cagagaaagc aataaagcaa ccagcggtga taacaccaat aaaggcagcc cagtgacgac
  2363941 ccagtgagca catactttgc ctaagacggt gagggggagt ggtgtaggca ataacagcaa
  2364001 ctgttcaagg gagccatcgt aaaaatcatc acggaataag cgctccaacg agagtaacga
  2364061 ggccaacaaa gccgctaccc acacgatgcc cggtgcaatg cgagccagca attgtggctc
  2364121 tgggcctatc cccaatggga acagcgtaat aacgatcaaa aagaaccaca gcgggttaac
  2364181 gatttccgca ccttttctaa aggctatttt taattcacgg cgcaacacgc tgataaacat
  2364241 gacttctcct gcgtgttggc taaacaaatt ttacggacat tgtggctaac cgcgcccaaa
  2364301 tcctgatgcg tggtcaacag caccattccg cccttagccg catgttgtac aaacagggcc
  2364361 aacaacgtac tgaccccttg cttatcgata gcggtcagcg gctcatccaa aatccacaaa
  2364421 ggtgccggac ttaaccacaa gcgagccaag gccactcgac gttgctgccc cgccgataac
  2364481 tgagatacgg gtaaatcttc ataccctacc aacccaacct gagctaatgc ctgccagatg
  2364541 gcggcgctat caaccttctg aaaaaccgat tgatagaaca gcagattttc aaacggtgtc
  2364601 agcacagatt taattcccgg ttgatggcct agaaacaata aatcctgatg atatttggcg
  2364661 cgatcccgac gaatattctt atctcgccag ttcacttgcc cctcatcggc ctcagcaaga
  2364721 ccggctaaaa tacgcagtaa actggtcttt cctgccccat ttggcccttc aatctgcacg
  2364781 atctcgcctg gtgcgataca gaaactcaac tgctgaaata aacagcgatc atcgcggata
  2364841 caggtcagat tttttgcttc cagcataagg gggtgtcttc cgatcgtcgg atggccagtt
  2364901 caggaaaacc gaatgataac ataaggctta acccttacgt agggaacgcc taagactatc
  2364961 cctaccctta tagaggtaat attcggtacc agatcaaatt tttgtaggaa agtccatcga
  2365021 cgttaacatt tcatgatgtt tttatcgtga caataccatt gggaatagta tggacataga
  2365081 cagagcagaa tcaggcaggc agaagccagc gtagaaagcc tagtgtcgtt gttgacttaa
  2365141 ccatcagggg acctttgtta aaaatccacc gccgtatttc catcggggtg catgaatgcg
  2365201 attaagcggt aaggctaaat attgggggga attacactgc gacggcggtt ttcagttgct
  2365261 gaagattatt gatgatataa cctcccccta atcgctctca ctaattattt ttatttatta
  2365321 caatggccga cgagttcttt ataggcatca tcaatttttt tctttgcagc ttctactcga
  2365381 ccactaacaa gataagtatc tgttctttta gggaaatcag ttaggaagtc tatatagctt
  2365441 ttataaaact ccactaaacc tgacgtttcg ataaatgcga gcaaagaaat tcctatgaca
  2365501 ctatcatcat ccacgccctt aaattttgta tatttttcta gtacagccat ccactcatca
  2365561 tcatatgaac ggtaatacca ttcattaaaa gcttcgacat tgacatttgt ttttgtaact
  2365621 tctttaccat cgcctggttt cacgttcatt ttacctgaaa aataagcggc atcgtcaaag
  2365681 ataccgtatg cttgcttaca ctcatcagac atagctaaag taccaaacga aaccaccaac
  2365741 aataccccaa aaattagggt ggattttatt aaactcatca tcattccttg tcttattttt
  2365801 tgccaagacc ccgtcatact tcaagttgca tgtacgttgg ctatgtaatc cctccggttt
  2365861 ttagtaccac cgccaaggag cgtgccgtaa gcacctcgcg ttatacaaca tgctatacaa
  2365921 gttttgcgtg gctgttacgg gtatttctgg gatttctttg gacgtggatt tttataacgc
  2365981 agttgttttt aaaggttttt taggctttat tgaacatctt gagaagtgct aatggtgtcc
  2366041 ccgactggaa tcgaaccagt aactagccct taggaggggc ttgttatatc cgtttaacta
  2366101 cggggacccg atcatcggcg cgctggatgc cgatgggggg tgaccggtgc attatacgca
  2366161 ttttgaccca aataataagc agttagcgat ctgtttggtc attctgtcgc caaatggtag
  2366221 tgaataacca tgaaaaaccg cccaaacctg ttcatttatg gcttgccacc ttcctgtaac
  2366281 tggaattatt taggcgatat atcatcacga tttacccagt ctgccagtgt agggtgttat
  2366341 ccatataaat atcatgggat aatactttct ctgtcaaaca tggattgaaa aaaatggaaa
  2366401 tttatatcgg tttagctgtt gttgccttaa tacttatttg ggcggtcatg acctataacc
  2366461 gctttatctc ccttcggcgt ttcaaagatg aagcctggag cgatattgcg gtacaactca
  2366521 agcgccgaca cgatctggtt cccaacctgc taagtctggt caaacgctat gcccagcacg
  2366581 aaaaagaact cctggaagag atcacccgcc aacgtagcaa ccttgttggt aatacccgcc
  2366641 aaattgccga aaatgagcga gaatattctg gcattcttgg ccgcgtattt gcgttagcag
  2366701 aagcttatcc cgatttaaaa gccaatgaga atttcctgtc tctgcagcaa tccctcgctg
  2366761 aaatagaaga acaacttcag atggcacgtc gttattttaa tggcacagta cgggacttca
  2366821 atattctggt ggagtctttc ccaagcttac tgttagccca tttatttaat tttaaagcag
  2366881 atgtattttt tgaacttgaa aatcctgatg aagccaaatt accacggatg gaatagcaga
  2366941 atggcacgct tgtctggcaa ggcattatac gttatctgga tcttattgtt acttgtgacg
  2367001 ggaaccgttc aggctaccgc cgatgagatt tccgtgagta caccggctgt cgaagcacca
  2367061 aagggccacg gccttatccg tgcttatgaa cacattctat cgttcgatac tcatgcgcgt
  2367121 tttgacgccg atggcagtat ggagatgcgt gagaatatta aggtgttgtc cctcgggaaa
  2367181 caaataagcc gtgggatttt ccgtacgctg ccgttaacct ggaaccgaca ggatggcaaa
  2367241 tttttcagcg tcgaatatca gattaaaaat gtattacgtg atggggtggc cgaacctttt
  2367301 agtgtgacga aagaaggcga aacactgatg gtccgtattg gtcgcgctga ccatatattg
  2367361 aagcccggta tttataatta tgtgatccaa taccaagtca gcaatcattt cagccgattc
  2367421 cccgattggg atgaactgta ttggaatgtg acaggtaacg gctgggaata tcctattagt
  2367481 aaagccagtt tccatctgga attacccgca agcgaagcgt ttctaaatag tgaaggcaaa
  2367541 gatacccggt tgagcacgat tgatgtttat accggcaggc tcggcgaaaa agaacaaaat
  2367601 gccaaaattc tggccgatgg tagcgtacag acgtcgcaac cactcaaaca aggtgaaggt
  2367661 ttgaccgtcg cctatacttg gccgcgcact attcttgcta acgcacctgc accggaaacc
  2367721 tcctcactgt tagtctatct gctgctgcct accgtgcaaa ccagcgtatt atggataccg
  2367781 atactcctcc tcattggcta ttacctgctt tggtggcgta aaaatgttac cgcgattggg
  2367841 ctgaaaatgc cgccgatagt gccgctctat gcgctccctg ccacgctgtc accgggctat
  2367901 ctgcgttatg tcactcagcg taaatacgat gcgattgcct tcagtagcga tttgctgaat
  2367961 ttagtcgctc aacgtagcgt agccattaaa acaaaaaaga gtaaaaacaa aagcccatgg
  2368021 gttttaaaca gccgcgatga acagtggcta tcactccaat ccgatggcaa tcagctcgat
  2368081 atccatgata agcaattact gcatacgctg tttagtagca accgtaagaa tatcaatctc
  2368141 agtaagcccc atcagcggcc aatgcagaag gcgctgaagt ttttagagaa acgctgtgag
  2368201 gatcagcaag agaagttatt cagtcaatgg cttgggccaa tatggcgtgg aatatttatc
  2368261 atgctattgg tgcccgttat ctgcggcctg ctattcaata cgggtatcgc cttcattact
  2368321 attcccgttt tattgttgct gctattgggc atcaacctcc tttctttacc gctgaaattt
  2368381 ttatttagcc ccaaacaagt attggatagc cggggggctc tctctgtatg cttcgcgcta
  2368441 ttatttggct tattggctct ccttcccgtt ggtcttttta tctttaacct ccccccctta
  2368501 acccagttac cggctggata cttaggcgct ttattggttg ctattttgct ctgcgttact
  2368561 tttaccagga tggtaccccg ttacacacaa cgagggctaa atcatcttgc tatcgctcgc
  2368621 ggactaaaat tatatcttgg taccgcagaa aggcatcgct atcaggccct ttatccgccg
  2368681 gacaaactgg ttgcccattt tgaaagtatg ttgcctgtgg ctttggctct cggcgtgggt
  2368741 aaaacgtggg cgaatagttt tgcacaatat ttggtcagca caggcaccct gtcggtggtc
  2368801 tttgccaatg ccgactggag cagcgtgaat cacttcagcc aatcctgtag ctcatccgct
  2368861 acggcaaccc ccagccgcag ttctgactcc agttccagct ccagttcgag tggttcaggc
  2368921 tcctccggcg ggggttcgtc tggtggtggt tctggcggtg gcggcggcgg tggctggtaa
  2368981 cgttcgtcag tcagggaaaa gatggcgaat gttctgaatg agaagaatac tcattaattt
  2369041 tgtctgttat tgggtatcag ttcgatgtgt ccgtcactcg gtgttgggac atttttttat
  2369101 tctattttta ttatttatct ataataaaca atgagttatt tatttttatc gtgattcgcc
  2369161 aaaaaatgaa aatccaggcc ggatggtaga acagcgactc tactgcagag acccgcaatt
  2369221 atcccattac ggccgttatt catcacttag ctattcttta attaaataaa aagtgtaaaa
  2369281 tgcatacaca tcaatacagt aacctgtaat taactacgtt ttaatattta tatcgtttta
  2369341 ttttaaggag ttaccgtgca gacattacca aactgtccaa aatgcagttc tgaatttaca
  2369401 tggcaggaag gggagcaact gaattgcccg gagtgtggtc atgagtggtc agaaagcagc
  2369461 cattcaaccg aggccgacga gggccttgtg gtctatgacg ccaatggtaa tctgctggct
  2369521 gatggtgatg cagtgacggt ggtgaaggat ctgaaagtaa aaggcagctc ttcaaccctg
  2369581 aaaatcggca ccaaagtaaa aggtatccgt ttggttgaag gtgatcacaa tatcgattgt
  2369641 aaaatcgatg gatttggcca aatgaagctc aagtctgaat ttgttaagaa aagctaatgc
  2369701 attaatgggt tctttgccac ccaagcagag agcccttcta ttatcttgga agatcttatt
  2369761 atcctggaat atcagcgcgc tccggacata acatcgataa taacgattat agaaagtagg
  2369821 ctaaagccaa taaaaataag ccaactgact gagtggaaag gatacgttct ggtgaatctg
  2369881 gcaatttccg tcccctcttt ggtggtgaat tttttgctaa caacccggaa actaatgatg
  2369941 tatccaaggc tatagagata ccacccaggt agtgtccata ccgccaactg acgcccgcca
  2370001 ataagggcca gacacagcgg aatagcaaaa aatagagcaa cagcgatgtt atccatacgc
  2370061 ttgagttgtt ctcgtatttt atggtcttgt gccttggcgg cttttctgct taatgacatg
  2370121 aataactctt tactcaccgt ggctcaacgg gcgcgtagct ctgcgttatc cgtctcaacg
  2370181 tcataggcac cttcaataca aagatcgata gggtgcgggt tccatttgat taacccccta
  2370241 atctcaaact gtataatgcc attcctggcc tggagttgct ggctgacaac gagaaattcc
  2370301 gccattatcc gtggttcaaa acggataatg gcctctctga taattcgttc aatagtcgcc
  2370361 caattatgcg gcacggcata aagcccgacc aggggtgaaa taccatagtt taagaccgac
  2370421 gtcgctaccc atttatgacg ctgcggatcc aaccggtctt caatattggc attatttaat
  2370481 atctctgaaa tattacgttg taccaatttc cgcatcgtcc gtgagtcata aaagaattta
  2370541 tcgtgaggct caatatgctt tttaggctca tcatcgagta aacgctctaa caacgccggt
  2370601 aaaaactgtt ttttcttttc cattactcag cctgttggcg caaatacatt ttttatctaa
  2370661 tacatgtgtt atcaaacata atctatttca aacataatct atttcaaaca caatctattt
  2370721 caaatacaat ctatctcaaa tacaatctct tcaatatcaa acagcgcatg ctcaccttgg
  2370781 tcggtgataa acattttccg ccctgcccca atataaagtg agtcagtcgg ttgatgccat
  2370841 tctgttttaa gacccagttt agtttcattg tctgtttcag gtgtcagtgg atagcgggca
  2370901 ggtatataac cgtaccaaac tttatccttt actttaacct gtgccggcgc ccatatcagg
  2370961 tctgtaatat ttttaggttt ggaaacagtg agtgattgta tctctgcaaa cgggatccaa
  2371021 cggtaaccgc cggcgctaat aaactcacaa acaggcccca tgcgcccatc actgtcagca
  2371081 atccaagcga agcagcctgt cgcagcactc tctccgatac tttccggtgc ctgttgcaga
  2371141 gcctgttcac ggagggcctc actttgctga tgatcgccat catggtggag ttgattagct
  2371201 tgttgcaaca aggctaccca ttcaggcagg tcgttaccca atgtaccagg gctgcgtttg
  2371261 cctgccagca cttcatcacg cattttctca ctcaatatca gatttttata gagttcagcc
  2371321 tgtttggtga actcaggtaa aagctgtgtc aatgtttcaa gctgcaatag ggctttttgc
  2371381 catgaaccat caatacaata gagtttgaat aacagttctc gcgtatcggt gtccgttggt
  2371441 ttagctttta tcgtagcaat gacatcggcc agcatttcgg ttaaagacgc gctttttaat
  2371501 aactcagtta aattcgtggt attcattatc ttgttttatc cgtatttata gatggctgtc
  2371561 cagccctagc ttgtagagct cctgaaacat gagcgaaggc acactgtttt tttcttttgt
  2371621 tataaagtgt tctggggcca atgcttttaa taaatcgatt ttttcatcat aatccggcgt
  2371681 atcgaggtaa ttaatagcac tcaactcttt ggtcacttta tcaattagcc caccggaatc
  2371741 taaaatacac tcggtcaggg ttttgtcttt gactcgttcc ctgatattgt ccaaatattc
  2371801 atcacgggca gataattttg tcacctgctg tccatctttt tctaaaaatt ctcggctttg
  2371861 ttctccccac aagagaaagc gcttgtactc cacttccaac cgtttgagga tatccggctc
  2371921 ctgctgatca tatgactgcg tctcatctac tgcatcgaaa taagagatgt agtgaccgcc
  2371981 atgagacaag atatcttcaa tttccggtag gtcagtttta cctggttcct cagagccagt
  2372041 cagcataaac aggttatcag caaaattatc ctctacctgc tgtgctgtcg ctctttccgc
  2372101 cgtgatgcta acgtgcccga actggatctc ggtaccaaaa gacaaagaat ggtgttcacc
  2372161 cacattcaat tgcttgccat tgacctggca aataaaattg ctgctgtgat taacaatcaa
  2372221 tggttcatga aaatgccagt aaaactgcac ctcattatgt ccattcccca caggatgggg
  2372281 agaaaaaacc cctttctcta ggttaaaaca gacagcattg gccgcagtaa cggatttatc
  2372341 gagccgatac tgttgcgtag tattgggtga agttaatacc agtagcattg gcattagtta
  2372401 cctataaata cattgggcga cccagtgaca ataaccgagc cacaccccgt cttatcacta
  2372461 caacgcgtcg cgggacaatt attgataaat accgttccag agccagttac cagcgccgtc
  2372521 aggcctacca acgtagacgt tgcgcccgaa cccagcttag aggccggaat attgttaatg
  2372581 aacacatcgc atgaaccggt acatatcgca ccaccatcgc tggtcacatc gcccattttt
  2372641 gccgcactga acatacgtca cctcaattaa attctaaccg ttcgaaaaat cagagaccgc
  2372701 atgctctacg tgtgtttccc acgcagaaca tgcttacctt ttatctataa aatcaaggcg
  2372761 gtggcgtctg cgtccctggc ggtgttcgcg tcggttccgg cggtgccgtt gtttctggcg
  2372821 gtgccgttgt ttctggcggt gccgttgttt ccggcggtgc cgttgtttct ggcggtgccg
  2372881 ttgtttccgg cggtgccgtt gtttctggcg gtgccgttgt ttccggcggt gccgttgttt
  2372941 ccggcggtgc cgttgtttcc ggcggtgccg ttgtttccgg cggtgccgtt gtttctggcg
  2373001 gtgccgttgt ttccggcggt gccgttgtct ctggcggtgc cgttgtctct ggcggtgccg
  2373061 tggtttccgg cggtgccgtt gtttccggcg gtgccgttgt ttccggcggt gccgttgttt
  2373121 ccggcggtgc cgttgtttcc ggcggtgccg ttgtttctgg cggtgccgtt gtctctggcg
  2373181 gtgccgttgt ctctggcggt gccgttgttt ccggcggtgc cgtggtttcc ggcggtgccg
  2373241 ttgtctctgg cggtgccgtt gtttctggcg gtgccgtggt ttccggcggt gccgtggttt
  2373301 cgcggcggtg ccgtggtttc cggcggtgcc gtggtttccg gcggtaacgt tggatctggt
  2373361 ggcaacgttg gatctggtgg caatgtcgga tccggtggca atgtcggatc cggtggcact
  2373421 gttggatccg gtggcgatgt cactggtggc accactattg gcaacaaggg taacggtagc
  2373481 ggtaaggcaa tagcacccgc cagcggcaat aaacctgcca ggctcgcaaa ggcaccgaat
  2373541 gccccgccgc cattgcccgt tttacgacca caacaatcat cagagttaat gtgaacttca
  2373601 ccgccctgaa taataacctt acttttacca acaattttta cgatatcccc actgaggata
  2373661 agctcaccac ccgccccaat agcaataggg ccgccggcag ccagtgtcgc agcaccgcct
  2373721 acagctgtct gatgggctcc ccccaccgca aggccattaa acccccctac gttggtcatg
  2373781 ttagcgccac ccacattggt ggcattcgcc aaaaccacat tcagtgaatg tgctccgcca
  2373841 accacaacgc tacgcgccaa tcccacctgt agcatagagg ctgcaccgat ggctaacatt
  2373901 gatgtgccaa gaacatcttg gttataattg gccccgacaa cttcacttcg gttggcccct
  2373961 acattcagga cagaatcggc accgataatt tgcgtttcat tatttttagt caaacgcgac
  2374021 atatcgcgct cggcctgttc ccagtactgc tccagccccg atttatcttc aaaacgaacg
  2374081 ccgttatagt tggttaaccc gccgccaacg gtacgactga ccatgccact ttgcgtcgca
  2374141 ttggcaggca ggtcccaagg gggacgcgtc acgttattat aaaggctgcc catcaccatt
  2374201 ggccggtcag gatcgccgtt aatacagtca acaatgactt cctgaccaat gcgtggaata
  2374261 tagatcccac caaagctgtt ccctgcccaa gcctggctaa cacgtagcca gcaagagtct
  2374321 gactcgctgt ttgtgccata gcgatcccaa acgaaacgca cttttacgcg gccatattca
  2374381 tcggtccaaa tctcttcacc cggtggcccc acaataatgg cgttttgcgg cccattggtt
  2374441 ttcggttttg gtgtcacctg tgggtgacga tagattttgg tcgtcggctg aaccgtgaaa
  2374501 gaactctcgc aactaaacgc atcctcaccg ccagacagtt gatcaacttc agccaccgtc
  2374561 aaacggctgg agataatcat gtattcccga ttcgctttat caacggggaa ccctttcagc
  2374621 tcgaagttag caccacaaac tatcccgcgc agttgaccag aaccgaccgc ccgcgaaccc
  2374681 agagcaccac gttcttcgat acgcacgcgt gaaaggtgct caccaatatc tggctgatca
  2374741 taatcccctg gccagtgata aatctcgaga tcgttaaagc tggttttacg cggtttactg
  2374801 tccattgcca gaatatcggc acgggatttc gtgaagtcat aatcgttggt gacccaggtc
  2374861 ccactcgtca aggtttcctg agtctggaat tgtgtgatgt actcttcgcc cgctttaggc
  2374921 tcatccgaca agtactcaat ggcatggtag gcggtactga acgagcgttt atgcgcaccg
  2374981 acatgatcca caagaattaa tttttgttta tgatcctgat gctcaaagaa ccagtaaata
  2375041 ccccactctt ccatcaaacg ctgaaggaaa ttaaagtcgg tttcaccgta ctgaacctga
  2375101 aaatctaata tcggataggt tgtagccaac cgtttctcaa acggaaaatt atagtctgag
  2375161 aacacttcct ctataatatc aacgacattt ttattttgat aaattttaaa gtcagaggtt
  2375221 aaattagcca ggtagaacca aggcttaata gtgatctcaa atatggcctg attggcatct
  2375281 cgaccaatgt atctggctct ctcaaccagc cccgtaattt cacgcgtgcc tttacctaca
  2375341 cttctcacat cacccaggcc gttgccgtcc agttccattt caatcgtcat ctctttacca
  2375401 attaaggatt tgagatcgac atttgaagcc gcttgccaag gaattaatgg gttagccggt
  2375461 gtctttgccg taatagtata agaatataaa gtcgaaaagg cttcctcgcc ttccaactta
  2375521 gacagtacca gcgcaggctc acccaataga taaggcatag ccgggctgct caaatttatt
  2375581 gtccttgaca tactaatacc taatgtctag ttaatatcga aaagtgtaca tgacactttt
  2375641 aattgtctgt tcatcattac aatcttgtga gatcccatta tctttccata cctgcgttgc
  2375701 ctccaaagcc atctaaatat ctttccttga acaacgcagc caagtcagtc catggcatcc
  2375761 attgcatcgt tacaactggc actcactcta ttaccgcgct cctgcaactc gaatatttag
  2375821 ggcatataag tcgcgaagcg ggtaaatacc gactgagtgc tacccacgtt aaatctgcgt
  2375881 acacttacca aataccattc atgtcattga cactggggca tttgaaatct ctcagcagat
  2375941 cgctaatggt ttcaccacca tgcgttaaac ctgagacttc aagctcgaca cgatctttcc
  2376001 ccatgagata agtcagcgtc tgtttgccat tcgcttcatc gcgaatttca tcggcctgat
  2376061 cagcccactg caagagtgcc caaggtccgc gaaaaagaat atcgggcatc gcggatgcct
  2376121 tctggcgttg ggccgttaaa ctgacaatgg tgccttgacg taaacccggc catttaaaga
  2376181 aggctggcgt tacgggacca tgggaataac gcacagtatt accatcaaag ttcataataa
  2376241 gttgggtgat agtgggtgct aaataacgca ctgatacgga aaaatctaat gccatttttt
  2376301 taccgtcatt ggtattaaat agcacgtttc tgatcattgc cgcctgttca aagaacgcca
  2376361 aaccttcact acttacgctg cccttataac gccaaggtat tgaggacgtg tcgactttac
  2376421 tctccaagtt tttcttgaaa taactgtcca ccgtaccgtc agtaccgaag aaacgctcaa
  2376481 aatcattcaa actaacaatt tgctcacttt cagcaaatgg gtaacgccct tgcagcgtat
  2376541 tccggcaaat ttcccccacc cccatatcaa tcgctttgga cgtgtgagta atcactttat
  2376601 tttcaaattt ctgggatgag cccgttaata acggtgcaat aatatttcta aacggatccg
  2376661 gccatgtttg tgattccacc gcaatacgtt ccccatcctg ggataacgga ggaatatcgc
  2376721 catattcaaa ggcactgtta taaacaacaa aacgggtata ttgatcgttt aatgtcccga
  2376781 ttattcggct catctgcgtt ccctgaagaa cagaaagatt attgcccccc gtgacatcag
  2376841 cactctgttc cccattaaca aagactctca gggattcaaa acgattatca acccactctt
  2376901 taatcagttt attttcacga aacgcgatcg tttcttgtaa ttttttagcc tggctgagta
  2376961 attgcccttg cgttctgatg tttatctcat cagtaatggc tttttctttt tcggcgagtg
  2377021 tcgtttcttt taccgcctgc ctggctaaat tgagtagcgg tgaattttct gaaactaacg
  2377081 tccttaacaa agcaatatcc agagacagcc cttgagcata ctctgcactg tccgcatcga
  2377141 cagaaatcag acgaacactg gagagaaagc gtttccaata agcggcatac ccttgtaaat
  2377201 acatcaccag aacatcttgt cttaacgtca gggggtcaag agaagatgac agcgattgcg
  2377261 ccatcaccca cctatcctct tcctgaagta acatcagcaa aggtgtcagt ttttttttaa
  2377321 ccacctcatg gtagcccgcg taggtataaa gccccgggat cccttcatgc agtagttcat
  2377381 catctgacag ggtgaatacc tgtgtcgcgt gctcacccac cattttacgt aacgtcatat
  2377441 tggcaggggc atcggccaat aagcgggatt gaatacgccc ccaaagtctg gcggtcactg
  2377501 ttttttccgc cagtattgcc cgagcctgct taatcagttc actgtctgcc ggttgcccat
  2377561 actgccgcca gtctttcagg gtaaacagcg tgttcaaatg accgacgaaa atactcttct
  2377621 cttcgtaagg ctcaattttt ccacttttct gccaatcttg ggtcacgtgc tcaatcatat
  2377681 attgacgatc aaatttacct tcacccgtca gcatcaaata aagcttcagc gcggcataaa
  2377741 cctcttcgct ctgacctgag tgcatcgttt ttcttaatgt aacctcactc tgattctcaa
  2377801 ccattgggaa gagatatttt tgcaagaaaa actgatagag cgtgttcgca ccttgtgaga
  2377861 ttgcgctacc ggtatataag ccataacgcc agtcaagctc agggttagcc acatccagcg
  2377921 taccgtactc gggtaactgc tgtgtcgcgt tcaataacgc aggtaagatc tgctcattgg
  2377981 acgttttggc ataactcatc accgtgcttt ctaactgact cagcttggca ccggtcgcct
  2378041 gtaaataccc ctcgttatgc tggaagctga ccaagaaggc ccaaaccagc caaactgcca
  2378101 acccaataca agccgcgtgt cccaatagat tctgaaaacg gtatttggat tgtactttca
  2378161 ggttatagct gactaagtcg gcatctttgg taatcacatc gctaaacaac tgcttgagga
  2378221 aatattgttt cccgtaagcc acatcgctaa taaaccgatc ttcattatca cttttttgtg
  2378281 ataaatcggc tggcgataac ggttttttat gattaataac gttacgccac ttttgaatca
  2378341 gcgtgttgtt atttaacagt tcaacatccg caggctgaca actgctgaca aaatagatcc
  2378401 ctctcagggt cgtgtgaaat tttgtttcgt caaagcgtga ggcgaagaaa acattctgta
  2378461 aaacttccgt taccctctgg gagagcatcc tgaaatcctg agggagtgca tacatgcctt
  2378521 ttctgtccgc cacggcatac tcttcctgct ggcggacgtg catattattg ctgatacgat
  2378581 cctcaagcag tgccagctca tggctgatac gttgctgaag tggcatatcg gattgctctt
  2378641 tcgcctcgtt ataagggaaa gtcacccccc aaatttgctc gcgatcttca gccgttaaat
  2378701 tacggaaata ttcatcaaaa cccgatattt gatccagttt tgtaatcgtg acatacaccg
  2378761 ggaaacggac gcccaagacc gcacgaacct catccaaacg cgtgcgtagc gtcgccgaca
  2378821 cattcagtaa atcagcttta cttttaccca agatatcgga tgccgaaatc gcaacaatga
  2378881 caccattaat tgccttaacc ggacgatatt ttttgagtgc ctttaatatc ccggtccact
  2378941 cagtctgatt atctttgctg tcatcaatgt atttccctga agtgtctaaa aacagggcgt
  2379001 cattagagaa caaacattca caatgttgag tgggtgggtt ttctttgcca atacgattca
  2379061 gctgctcagg taaaggaaag tcctgtcctg aagagaggat aagggcggtt ttccctgcac
  2379121 ctttcatacc gacaaccatg aaccaaggca gttctgtgcg ccaacggttg gagataaaga
  2379181 aacgtcgcca ggccggaata ccactgtgaa tacggcgcac atagttcatg ccattgcgga
  2379241 tcatcgcatt aacttcagaa agttcagcct ccgcttcagg cttggccgct ttcttgtgct
  2379301 taatgaagtt atccagtaac gctggatttt tcgccaatgc tttgactaag caccaggtgc
  2379361 cataaataag tgtaataaat gcaatgatgg cgataatgat gccgcgacgg atcccatcag
  2379421 tcagaggatg atcatcacca actaatatga atgggccaat cacccatacc gcagcacagg
  2379481 caacgacggc ggcaatgaca aagcgcggtg cgccgtacca aaaacctaag atcagcagca
  2379541 gtgccagcag gatgcaaata attctggctt cataactttc gagaggccgc gcctcaccaa
  2379601 agccgaggaa aggccccaga aaccatatcg ccgcagccag caatataaag cagccgacca
  2379661 gcaatatgcg tttcatggcc cagccagaaa acaatcgatt caaataagac attcgttatc
  2379721 tcaataatta acaaaaattt ctacgcggcg gttttgcgaa cgtcctgtcg catcgtcatt
  2379781 gctgctaacc ggttgcgttt cccccttgcc ctcaaaccga attttgtcgg ttggaatacc
  2379841 ggcctgctcc atatagcgtg caacattggc cgcgcgtttt tcggaaagta cctggttatt
  2379901 agggaagccg ggtttattaa tcggcataga gtctgtatgc ccgacgatga ggattgcccc
  2379961 tttaacgcga tgcacttcct gcgcgacgcg tttaattacg tcaatcattt caggtctgac
  2380021 gttatccgag ccgaccataa acatagagtc gcctttaaag atgactttgc tgttgttgct
  2380081 cgtttcatca acactgacta actgcttcgc tatctcatct tttaataaaa tagacagtcg
  2380141 aagttttggt gcggcaacgg gtggcgtcac aaccacacgt tgcaatgctc ccattctttt
  2380201 tagcaagtca ctttccggta ccgagagaaa gtatttacat ccaataaagg tcgcgacaat
  2380261 gaggaaacca cacaacagca tggatacgcg caccggaaca aaaatgcccc gccgtcttct
  2380321 gttttgatgt gcgatcaacc catgcggaga aagtgccggt gggatcgtgt ctcgggtact
  2380381 ttggagcagc gtcagcaacc cttggcgtat tttagttaat tgccgatcac catcttcgat
  2380441 aatgctgtag cgcccctcaa aaccgagccc taaaatgcgc agcaaaacct ctaaaccatc
  2380501 cgcatatgtc aacgacggat gaaaagtgat ccacttatat ctccaccaac ggcccaatat
  2380561 tgatccaccg ttttactcag gattagcttc tgctataacc ccggcctttc gtttctgtct
  2380621 gagtcgatag ctttctcctt tgatttgaac gacatgtgag tggtgtaaga tacggtccag
  2380681 catcgctgag gtcagtgctg catcaccggc gaacgtttga tcccactgcc cgaacggcag
  2380741 attggatgtc aggatcattg cgctcttttc gtaacgttta gcgatgacct ggaagaacag
  2380801 ctttgcttct tcctgactga acggcagata gcctatttca tcaatgatga gcaggcgggg
  2380861 ggccattact ccacgctgaa gcgtcgtttt ataacggccc tgacgttgtg ccgtagataa
  2380921 ctgaagtaac agatctgctg ctgttgtgaa gcgaactttg atacctgcac ggactgcttc
  2380981 atagcccatc gctattgcca gatgggtttt ccccacacct gatggcccca gtaatacgat
  2381041 attttcatta cgttctatga agctgagtga gcgtaacgac tggagttgct tctgcggtgc
  2381101 tccggtggcg aatgtgaagt catactcttc gaacgttttc accgccggga aggctgccat
  2381161 tcgggtatac atcgcctgtt tacgttgatg acgtgccagt ttttcttcat gaagcagatg
  2381221 ctccaggaag tccatataac tccattcctg gtctactgcc tgttgtgaca gcgcaggcgc
  2381281 tgcgcttata aggctttcca gttgcaactg cccggcgagc gccatcagtc gttgatgttg
  2381341 cagttccatc atcacgccac tcctctgcag aatgagtcgt agatggagag tggatgatgc
  2381401 agggggtgtt tgtcgaagtt caccagattt tcatcaagat gcacgtcata ctcttttttc
  2381461 tccggaggca gtgccagcat ggactgctgc tcttcgagcc agcgatcgca gggacgggcc
  2381521 tggattgttt catgctttcg ttggttagcg acatcgtgca gccagcgcag accgtggcgg
  2381581 ttggctgttt caacatcgac agtgatcccc atcgggcgca ggcgagtcat tagtgggatg
  2381641 taaaaactgt tacgggtgta ctgcaccatc cgttccacct tacctttagt ctgtgccctg
  2381701 aaggggcgac acagtcgggg agagaagccc atctccttgc cgaactgcca cagcgaagga
  2381761 tggaaccggt gctgaccggt ctgatatgcg tcacgttgca gaaccacagt tttcatattg
  2381821 tcatacaaca cttcgcgcgg cacaccacca aagaagcgga acgcattacg atggcaggtc
  2381881 tccagcgtgt cataacgcat attgtcagtg aattcgatgt acagcattcg gctgtatccg
  2381941 agaacagcaa cgaacacgtg aagcggtgag cgaccattac gcatagtgcc ccagtcaacc
  2382001 tgcatctgtc gtccgggttc agtttcgaac cgaacggcag gctcctgctc ctgaggaacc
  2382061 gagagagaac gaatgaatgc cctgagaatg gtcattccgc cacgatatcc ctggtctctg
  2382121 atctcgcgag cgattaccgt tgccgggatt ttgtaaggat gagcatcggc gatgcgttga
  2382181 cgaatataat cccggtattc atccaggagt gaagcaacag caggtcgcgg cgtatatttt
  2382241 ggcggctcag attttgcctg caaataacgt ttaacggtat tgcgggagat ccccagttct
  2382301 ctggcaatcg cccggctact cattccctgc ttgtgcagga ttttaatttc cataactgtc
  2382361 tcaaaagtga ccataaactc tcctgaatca ggagagcaga ttaccccctg gatctgattt
  2382421 caggcgttgg gtgtggatca ctattgcacc gttcgttaca gcatattcat gcgggctcat
  2382481 agagagacgg ccgaccaata agaaaaactt attcccgccg tcattatcgc cttcaaaatg
  2382541 gttcaacagg ttgctttgtg accaacctgc catcattccc cacgacatcg tgtgagcggc
  2382601 ttcatccaac gcagtacaca ggcaatagcg gacgatagcc atttttttcc atgagatatc
  2382661 cgcttcatca cacaccacac taaagagggt gatctcattt ttaaggcttt gttttaatat
  2382721 atgaacctgt gaaacatccc caatatgcgc gggcatctcg ctcaaggcac gtaatagtgg
  2382781 ctgtgccgct tccaataatg gcgttgaaga tgcgagtact ttagcgacac gctgttgcac
  2382841 actttcaccc cgtaagaggg tcgtgtcata ttgctgtgcc gcaccagaat gaggggcctc
  2382901 tctagtgaag gccgtattat cctgagtgct atctggggat gtcattggct catcaagcaa
  2382961 gaaccggcct aatgcctgcg gactctcatc cacatttctg cttctatcaa aaggaggcat
  2383021 tgagcctcca aggttcaaat cactgctgtc actcatgaat ctctaatccc ccagagctcc
  2383081 attttcaagg cagggaaatc acccgccaca tgcagggcaa tggcaccagc attggaaact
  2383141 ttgtcccaga aggggccatt ttttatcaat tcaaaataaa cgtaccctgc gctatacgga
  2383201 atttgtctgg gcggtaccgg caaacgctgt agttccaacc ctggcaaatg cgatcgcacc
  2383261 agttcatgca attgctgagg tgcgctgatt tttgtttgta ctgaaaattg atgctgtagc
  2383321 acatccatcg gtaattgcgc atgaacggca aggaccagat ttgaaaacga gcgtaattca
  2383381 ttaggcagta cggaggcaga ccaaacgcca ttgcctttcg tctccagcgg tatcatctgc
  2383441 ccagcacgca ccaagatctg gttcagtagt tcatgaactt cgtcaaccaa cggacgaata
  2383501 gacgcataga gcttcgcatg atcatagcca ggtgccgggc ggggtcggcg ggttttggtc
  2383561 cggataaagg tagataattc ccccgagaac ttagccaatt cctgataaag cgtaataggc
  2383621 ggtaattcag gaatatgcct taaatgatcg agaatcggct catatttatt aaaaatttgc
  2383681 agtaacaaat aatcgacaat ttctgcgctg gcgctcgctt tcccatcact gtttgacaag
  2383741 cgattggcca acatctctgc gcgcatttta accaaaccat taagatgggt tagccattca
  2383801 gacagcaatg aacttgcggc ataacccgtc accggaggaa tatagtcttc ggtgtgtagc
  2383861 aagacactcc catcaggctg aatcgctctg actttggtta atggcagccc aatccatgat
  2383921 tctgtcatct caccttctga gactaatctg agacgtaatc ttgacagttg taccggcttc
  2383981 ggcccttgcc gaatggcatt ggtatcgttg agcgcagctt cataggcgta aaaacgtgcc
  2384041 aatgagctca tatcgtgctc atcaaaaatg gtttcatcac tgttatccag gcgcagtggt
  2384101 accgccagat agatcaactt acccagatgt tctggggtga tagtgagcgg ttcaggcaat
  2384161 tcagcatggc cgggaatatc aaatggtgta ccgtcgggta acacgccctt cccagatcgc
  2384221 aatactaatt tgccatacga gagtgcttct ctatcaattt catattgcgc aaatccccaa
  2384281 aagaatgggg ttatcgttgc agctcgctta tgggcgtaat attcaagata gcgctcttgc
  2384341 tgttgaaaaa gttgtgggcg aagaaaaagc ccctcactcc aaacgacttt gttagttctc
  2384401 acggcttaat ccatttcttt aattgatatt gacagacgct caacgcgtac cttcatgatc
  2384461 ggatcttgtt ggtcttgccc tggccacatt tttttatacc aaggatccac gcgttttttg
  2384521 ggcaacggat aaataaccgc tttccactcc gcctgttcaa tttcacgata agcagccacg
  2384581 atgccgatag cagtaacgcc agcatcaagt gtcagctcta tttttttggt ctcgcttggc
  2384641 aacataatcc ggtcaaacac gttatccatt tgttctttta gcgatggcgt attttcttca
  2384701 gtgatagtga agaaatcact cgactgaaat tcatcggtgc tcttgagtgt ataaagtgca
  2384761 atccttagcg ggttcgccac ccctttatca ttcggattaa tatccgctgc tgtcgcgatt
  2384821 tcgacggtaa gcttttcagc cttttcaggt tgcacttttg aactacaggc tatcgtcaat
  2384881 aacgttacca gtaccaaaaa taagtactgt gtcgcccggt aaacccctcg gatactttta
  2384941 ttcatactta gcctaattaa aatcatactt agcctaatta aaaaaacgtt aagccttatc
  2385001 cacaataata ttttcagcta cagattaacg gcatcatgac ggggctcatt gacatccctg
  2385061 cacgctgacg cttctgtatg tccttttaca cgtattgtgg ataaagcctg taacataagt
  2385121 taggacgatg tacctgtcgt atatgtcact caaaccactt attaagaaaa cctgccaccc
  2385181 caaaggtggc aagtttgata gcgacatgct caacttaatt agctgtgcat gttagcttta
  2385241 acatcgtagt tagcagaaat aacgccagac ttatggcctt cagcattctg cataacatag
  2385301 tcctgagtca tcttagtgaa tgagaaacga atttcttcac gtggacgcgt ttcatcttcc
  2385361 aaagaacccg ccatatcaac acgagtaatg atgacatcgg taaatttaat tgtcagatat
  2385421 tccagcggat cgccaccagc tttacgcagt acgaactgaa catttttaat gtgcttaccc
  2385481 aacaagcaat agctcaataa gttcgggcta gctttatcga tataatgtgc gaagcaaaaa
  2385541 tctgaaacag aggctttacc tgaaccgcca cctgaaccgc tgtgcatatt cgagtgttga
  2385601 gcaacatccc agttccaagc taatacctgg atttcgtttt tgtgattggc atccaaagac
  2385661 tcaccttcaa taccatcaat tttgataaac atatcttgcg ccataatatc ctctctagca
  2385721 cttttataaa tgtcactcaa tgcaaaacat cgagtgtagg aagaccccat atgaatacgg
  2385781 aggcacatcc ctttcctttg atataaataa gtataagaat agtttttagt tgactattga
  2385841 aatacttcac gaacaaccat tactacatca ttcaatattg aatgaataaa ggtcccatgc
  2385901 aagatacagc atgaaaacac atccttttac tgctgtataa caagacttga aacagttaaa
  2385961 tattgatgct tacaatacgt tggcaaagaa tattgtctcg tcatcaacgt actgttttaa
  2386021 tctatttaat tatgctacgt ctttcagcga aggcagttta gcaaccatac gcagggatac
  2386081 tgtcaaacct tctaactgga aatgagggcg taagaagaat ttagcctgat agtaaccagg
  2386141 gttaccttca acttcttcaa caatcacttc agcggcggct aaaggacggc gcgctttagt
  2386201 ttccagggaa gagttagctg ggtcaccatc aacatagttc atcacccaat cattcaacca
  2386261 acgttgcatc tcatcacgct ctttaaaaga gccgattttg tcacgcacga tgcacttcag
  2386321 ataatgtgca aaacgtgaac aagcaaacag gtatggcaga cgagcggaaa ggttggcgtt
  2386381 cgccgttgca tccgaatcgt aatattctgc aggtttttgc agggactgcg cgccaatgaa
  2386441 tgccgcgtaa tccgtattct ttctgtgaac cagtggaata aagccattct tggccagttc
  2386501 cgcttcacga cggtcagaaa tagcgatttc tgttgggcat ttcatatcaa taccgccgtc
  2386561 atccgtcggg aaggtatggc atggcaggcc ttcaacaaca ccaccacttt ccacaccacg
  2386621 aatcagcgta caccagccat actctttgaa agatcggttg atgttaacag ccatcgcata
  2386681 agccgcattt gaccacacat atttgctgtg atccgcgcca tcagtcgtct cttcaaagtg
  2386741 gaaggcatct accggattgg tgttaatccc ataaggcaga cgcgacaaga aacgtggcat
  2386801 cgccaggccg atatagcgag agtcttcaga ctgacgcagt gagttccatg cggcatactc
  2386861 aagattctga gtgaagatct tcgtcaaatc acgtgggttt gacagttctt gccaagattc
  2386921 catttgcaac acagacggtg cagcacctgt aataaatggc acgtgggcag aagcggcaac
  2386981 tttgccaatt gaagccaaca agtcaacgtc aggtgcagta tggtcaaagt aatagtctgc
  2387041 taccaggcaa ccgtatggtt cgccacccaa ttggccatat tcttcttcat agattttttt
  2387101 gaataatggg ctttgatccc aagcaacacc tttataacgc ttcatgttac ggcgtaattc
  2387161 atctttagaa atgtcgagga aacgtaatct caacttctca tcagtctcgg tgttattgac
  2387221 taaatagtgc agcccacgcc atgcgctttc cagagactgg aattcttggt ggtgcaaaat
  2387281 taagttaatc tgatctgata gcttgcgatc aatctctgca ataatggaag caatactttt
  2387341 ataagcatcg tctgacaccg tgaccgaatt agccagcgct tgctcagcca acgttttaac
  2387401 ggcaccttct actgcggcta tcgtttgctc agacttcgct ttaaattctt tagtcagtaa
  2387461 tgtattaaaa tcgctatatt ccgtcgcact ggcgactgta gcttgtttag tttttgcgtc
  2387521 ttgagtggac atcgtttttc tcttcttaat caatcttact gtggagtatc aacagcggat
  2387581 tgttttgctt tcggtgcgga tgcaagcgtt gtcagtaatg atttgtcttt cagcaatttc
  2387641 ataactaatt cctcagcacc agccttacca tccatataag tctgcaagtt ggcaagttga
  2387701 gttcgggcat ctaataattg agacaatgaa tcaacttttt tcgcgatagc gtcaggagag
  2387761 aaatcatcca tactctcaaa cgtaatatcg accattaact ggccttcccc agtcaatgta
  2387821 ttcagcacgg cgaatgcaac acgtggtttc attgctttca tgcgctcatc gaaattatca
  2387881 atatcgatat ctaacagttt tctgtcagcg actgaaggta aaggctcaag aggtttaccg
  2387941 gataaatctg ctaatacccc cataacgaaa ggtaattcaa ccttcttttc actaccgtat
  2388001 atttccacat cgtattcaat ctgcacgcgt ggcgctcggt ttcgagcgat aaacttttga
  2388061 gaattacttt tgctaaccat atatgcctta atttcaaaca aattgtaaaa tcatcaggaa
  2388121 ataaactccc tgaaccgcca cggagagatc atatggaaat atagaactaa acgttctccc
  2388181 ccccttattt gtaaaccaat tcaataccag cagtcgcttt gacctgccca ggggttaccg
  2388241 cattagttcc ttttgcataa taacccgcta gaaaataatg agtgatgtct tcacctgtag
  2388301 caggaatcac atattcctga acactatttt ctctaccaac gaacatttgt tgccctgtag
  2388361 ctttacttaa tcttacttgt acatttctgc tgtaatcatc agccagctca ttttgtaaat
  2388421 tgcctgttat cacatctgga tttctggacg aatccgccgc agtaaaccgt aaatcaacag
  2388481 acctatttgc tggacatagc ttcaatgcaa tttgaaacgc ctggttacct gcttctgcac
  2388541 catcaatatt taatttactt gtcgatagcg tcggtaaaga cactgactcg gcagatgaag
  2388601 cgccattaat actgacttca caggtatcct ctacatactc accgccaaat gaaacctgaa
  2388661 tatgacaatc cgccgttccc gcacacgaac tggcggcttg tgcgggttgt gactgggcaa
  2388721 taaaaaccgt agtcagcaaa agaagtaacg cgataggttt ttgtgcaacc ttatttttta
  2388781 gcgacgaaga catatcacct ccaactgtat tatttgcgct gtctttgtag cagtatcgat
  2388841 tttcgcatca ggtttaatga cacatttatc tttaccacca tttaaggttg cagtgagcag
  2388901 ttgtgataca ggatcccatc cacgaataaa tgccattcca ccttgcccaa caatactttg
  2388961 actcacccca tccgcatcca ataaatcagt gccgatagga agaaactctt tattttcatc
  2389021 cctgacaata agcatcatcg gattacctgt cattgttttc atcttgactg ggatcatcgc
  2389081 gcccattcta gggaccacca ctttatggtt ctccagaata tcgactgtct caggcaagtc
  2389141 gttataatca atcgcaatgg tattttcccg atacggtgtc agtgatggca ccagcgcata
  2389201 tccattacta tcaatctttg caccgcggcc attaaacact ttagcccctc cggcaccctg
  2389261 agcattgatg atggcaaaag gcgcatcgcc aagtcgtggg cccgctatca cgccgccctg
  2389321 atgagccacc aggctgccgc ttgccgaaac agaaagctgc cgtgatgcat tattattggc
  2389381 tgacgctgtc atacccagtt ggcccaccga ggactgataa cccatattcc ctatcacaga
  2389441 ttgctcagaa gacgcatcat tacgattgcc atatgacgta cctattccat aggtcaactc
  2389501 gttctgatca ccccggctac cactcgtagt cagctgtaac tgtgtatcac cggcttcact
  2389561 atggctaacc atggtcgaga gcgaactaaa cagcggttta ttcttcccac tcccgccaat
  2389621 aggtatgctg accgcgagca tataactatt ttcatattcc cgatcattgt cgccattact
  2389681 gctattaccg ctattactgg tgcgtatcgc actcaccgta taagagaaag agcgcagtga
  2389741 atggttaaaa cccaccgaat attgttgtga tgcatcctga ttgccccagt agctataaag
  2389801 gctgctgttc aggttaactg acatattatc cgctacgcgt tgggagacac tgagtgacaa
  2389861 ccgattacgg gtacgaaagt caatttcatc aatcccatta ctgttcccat aacgatccag
  2389921 agagactgta aacaatattg tgtaattgcc tgtttttgat atcttcactc caacaacgga
  2389981 gacaggcaaa ttatggacga aaagaaactt aaagcacttg cggctgaact ggctaaaggt
  2390041 cttaaaaccg aagccgacct taatgcattt tctcgtatgc taacaaagct taccgtcgaa
  2390101 acagcgttaa atgcagagct taccgaacac ctcgggcacg agaaaaatac ccctaaatca
  2390161 ggctcgaata cccgcaacgg ctattcgtcc aaaacactgc tatgcgacga cggcgaaatc
  2390221 gagctgaata cgccacgcga ccgcgaaaac acctttgaac cgcagctgat aaagaaaaat
  2390281 cagacgcgta tcacacagat ggacagccag attttgtccc tgtacgccaa aggcatgacc
  2390341 acccgcgaaa tcgtcgccac cttcaaagag atgtatgacg ccgatgtgtc tcccacgctg
  2390401 atatctaaag tcaccgatgc cgtaaaagag caggttgctg aatggcaaaa ccgccaactg
  2390461 gatgctctgt atcccattgt ttatatggac tgcattgtcg taaaagtccg ccagaacggt
  2390521 agcgtgataa acaaagcagt gttcctagcg ctgggcatca acactgaagg tcagaaagag
  2390581 ctgctgggca tgtggctggc agaaaatgaa ggtgcgaagt tctggctaag tgtgctgaca
  2390641 gagctaaaaa atcgcggtct tcaggacatt ctgattgcct gcgtggatgg cctgaagggg
  2390701 ttcccggatg cgataaacag tgtttatccg cagactcaca tccagctgtg catcatccat
  2390761 atggtacgca acagcctgaa atatgtgtca tggaaggact ataaagccgt caccagcggt
  2390821 ttgaaaatgg tgtatcaggc tccgacagaa gaggcggcgc tgatggcgct ggataagttt
  2390881 gcggaggcct gggacgacaa atacccgcaa attagcaaaa gttggcgtac gcactgggaa
  2390941 aatctcaata cattcttcgg ctatccgccc gatatccgca aggctatcta caccacgaat
  2391001 gccatcgaat cggtgaacag cgtgatccgt gcagccatta aaaagcgcaa agtgttcccg
  2391061 acagacgact cagtgcggaa ggttgtttat ttggcgatca aggatgcatc aaaaaaatgg
  2391121 agtatgccga tccagaactg gcggttagcg atgagccgtt ttattatcga gttcggtgac
  2391181 cgcctgagcg atcaccttta atacggtggc agttacacag aattatggac aggctcgatc
  2391241 cagactggct tccctaaaac tgtaataccc accggaagag tatctatagg cggccaatgt
  2391301 caggttggta tcggtttctc ctacgtattt ggagtaatca attttatagc tattaccgct
  2391361 ggagcgacga tcacccgcta attcactttt agcatgtgtg atatccatcg atacccctcc
  2391421 caacggggta ttgaacgcgt tacctatcgc aaccgaacga taattctcag caacctgcgc
  2391481 cccaccatag agggtatacg tatttcccaa accataatgg tatgcccctt ggacaatcgc
  2391541 cggattatgg tttatcgaac tgtcattcag ttgacctgcc gaaaaatcga accgggacac
  2391601 cccttggtaa agcaacatcg ggggagctga aaacgggatc ctttggatac gcgttcgtcc
  2391661 atcagactcc gtgatcgtca tttgtaaatc accgccgtac gacatcgtgc cgatatcggt
  2391721 cagttcaaag gctcccggtg tgaccaccgt ttcataaata atttgcccgc gctgcgtcac
  2391781 cgtcactctg gcatttgtct cagctatccc tctgacgata ggagagtaat tacgtattcc
  2391841 ctccggcaac atccgagtat ctgatgccaa tagcacacca cgtaatgcat aactgtcgaa
  2391901 taaactccct tgggtattgg tatccccaat cgttaattga ctttttaacg cggtaatatc
  2391961 tgtcgcggca tacccataca gattctgagt gtgcatacca ctgctattcg accagctcgt
  2392021 attaagacgc ttcctgaacc gccactcacc aagattaata ccggctgata gcccaatatt
  2392081 actgttgtag ctatttgagt tatctgaacc tacatcgctg ttagagcggc cattaaagat
  2392141 gctataaaca ttactgttgt aatccagaaa accaactgtc ccacccgcat cccacaaact
  2392201 ggaatcaata tacccacgcg gatgatgcac caaattaaac tgcggtacgg tgagtgaaag
  2392261 ttcaagatca ccggagttat agttaacatg gctgtcttta atcaatgccc ttaagttgta
  2392321 acactgatct ttgggtgctg cttttccgtt tactaataaa tctgtatcgc ttgtttcaat
  2392381 tttcaggcca atagaatcaa gctgttccaa ggtaaaacaa ggttctgcgg tagattcccc
  2392441 ttcgcttaat tcaaagcgga tacggtgttt accgcgattt ttgccattaa tgatgacggt
  2392501 gacatcgtat actcctggtg caacagggtt ttcatgcata aatcgcatga catcgacccc
  2392561 accaccgtga ataaagtcgg cgttaaactc aacgggtatc actgctgcgc tctcatttgt
  2392621 atcctgagac attggtacgg cagagatact cttagttacg agtaaaacag agcctataaa
  2392681 aataaccgca acactcaatg aagctttgta gggtaaataa tttaatttgc cgatattatt
  2392741 ttctatgtag cacgctatat ctgtacggtt cactagcaaa gctccctttt ttaatatcag
  2392801 acgacttatc acatcgctta caaaagatgt ttacgttttc ctgtccgaaa ctaatgcgtt
  2392861 gacgccatag agttattata ttgttttcag caagatataa ttattttttc ttactcacta
  2392921 agacaccttg cccttgagag aaagataatt cctcatcaat ggctgcgcca taatcattta
  2392981 gtattttata attcatcttt gaaatacttg tcgaacccaa taacttaagt tttgggaaaa
  2393041 acattttttc agaaaacgga gggaccatat ccgttattat ttcgacactt ttagcgccaa
  2393101 cagtaatgct cccgctgtca aaggaaatat aataaggtgt agggttcacc actttcacac
  2393161 cgcgcccttt ttgattatcg tcaaccaacg tccatttcaa ctgggcgctt tgtgcggcac
  2393221 tattactctc taatgaggta ggacgataaa aaactttaat tcgggtacga aaagccaatt
  2393281 ctagcttatt ttgggtatta ccctctttct ttactgccgg aatttccagc atattaaacc
  2393341 agaacactga ctctttattc tgtggtaatg ccatgccgtt ataaatcatt cgcacggtct
  2393401 gccctttacc tggctcgacg cgaaaaacag ggggggtaac cataaaagga agcttcatgc
  2393461 tattgatgtt agcattcgtt tttccgtcat cgacccaaac ttggactaaa gccggctgta
  2393521 cgcctttatt attggtgcgt atgctcactt ctttttcggc tgccggaaat atcacacgtg
  2393581 tgccactgat cgtcatagct gcaaacgcgg ggatgctgct tatcgtcagc gacaacacta
  2393641 aaataattat ttttgaaaac atcacgctac caaataacaa tgctttaaat cagcagactt
  2393701 atctttataa cagacttgct accgcagcgt tttatccgcc tcggcagcaa gctgttatgc
  2393761 tttactgctg cggtgaccca cataaagtgg accacacgcc tatcacccta atcggtgatt
  2393821 agttataagc taaaacgtat tcaactttag cattcacttc acctggggta gttgcatctg
  2393881 ttgcataata accaccagca taggtcagat tagctgtacc tggtgtagca cctactttga
  2393941 cgatgttgac catgttaccc gttgaaccta cacggatctg gctgctgtca tcaacgttgt
  2394001 acaaacgcac ttcaacatta cccgcagcat cagttggtgc tttgttcacc aagttaccgg
  2394061 ttgccggatt aacaccagag ctatcaatcg cattaaaatg ggcaccgact tgagtcagtg
  2394121 ttgccgggca atccagaact ttgatttcaa agtccttaga accatcttga gcttcagcta
  2394181 cagccaaaga ctggatagaa agagtaggca gtgttaccgt gatattctcg cttgcggtat
  2394241 caacctgaca agtatcagca atcaatttac cgttgaacgt aacagtaccg ccagcagcag
  2394301 cataagaagt tgaagagata acagacagag ccactgcaca tacagcaaga tttaatttac
  2394361 gcattgcgtt catcctttaa tttaaaaatc cagatttatt aaatatatag ttaatattcg
  2394421 ctcatgccaa tactagctat tttttattgc ctttcttttc tcaagaaata gcaaattcct
  2394481 tttcatcctt tagcatgtcc atctgcaata agtattactg agataaaagt ctataggatc
  2394541 gatacccgct taaacgtgat atctttagtt ttcgtcatct ttacactgta aagcgatcac
  2394601 gaatccattt tcatttttat gaacgaaaat aatttgctca ggcttcacat cactatcacc
  2394661 taaaatatat ttacctattt ttggcgtaat attttgttca atgtaacgga tcagcatacg
  2394721 cgcaccggtc tctgagaccg cacagcggct aacaacatct tcaaccactt catcactgta
  2394781 tttcagtgtc aattgatgct gcgagtataa acgagcgcca atccgatcta aatgcaaccg
  2394841 tacaatatgc tgcaatgcat cttgctgtaa cggaagataa ggaataaccg taactcgccc
  2394901 taaaaatgct gcggggaaaa ctttcagcaa ttcaggttgc aacgcactta atattccatc
  2394961 ctgatccggt gcagtatctg gatcagctaa taagttactc agtaactcgc tgcccacatt
  2395021 actggttaac aacaagatag tatttttaaa atcgataaaa cgcccttcac catcttccat
  2395081 ttggccttta tcaaacactt ggaagaataa ctcatgtaca tcagagtgcg ctttttcgat
  2395141 ttcatctaac aacacaacac tatatggctt acggcgcaca gcttccgtta acacaccgcc
  2395201 ttcaccgtat ccaacatatc ccggtggaga accttttaaa gaggaaacgg tatgcgattc
  2395261 ctgatattcg ctcatattga tagtgatcat attctgttca ccaccataca tgctctcggc
  2395321 gatcgctaag gccgtctctg ttttacccac acctgaaggc cccactaaca taaagacccc
  2395381 caatggtttc cttgggtctg acaggccagc gcgtgcggtc ataatatttt cacccagttg
  2395441 catcaatgca tggggctgac caataacacg tgcttcaagg cgctgtggca actccattac
  2395501 cgcccgaata tcgtctttga gcatttgccc aaccggaatg ccggtccaat ccgcaacgat
  2395561 actggcaatc acttcagcgt tgacttctgt ctgcactaac ggcagtgaag tgcgaacctg
  2395621 agaaagctgc gcttccaact gaactaattg cgcttgataa gcccgacgtt tttcctcatc
  2395681 aggctctggc tgagaaacca agtcatacag tgcggttctt atggtcgtaa tcgctgatac
  2395741 caattcgcgt tctgcctgcc aacgctgatc aagcttatcc gcagcctcgc catgttcagc
  2395801 aatggatgtt ttcaactgct cagtacgcgc atcctgcgct ttaccaaagt gccgcgcttt
  2395861 ctctaaggaa accagctcag tttgcgccgt ctcactctgg aaggttaagt gctgtagctc
  2395921 tattggttgt gaaaactgcg cgacagcgat ccgtgcacaa gccgtatcaa gcagacttat
  2395981 cgctttatcc ggcaactgac gcgcagggat ataacgatga gacaaccgta ctgccgcctg
  2396041 taaagcttcg tccataatcc acacgccgtg gtgcttttct agcgcaggta tcaggccccg
  2396101 taacatggag atcgccgtgt tctcatcggg ctcatcaact tgaagtactt ggaaacgacg
  2396161 ggtgagtgcc ggatccttct caatgtgacg cttgaactcg ctccacgttg tcgcaccaat
  2396221 ggtacgtaac tggccacgcg ccaatgcagg tttcaataag ttcgccgcat cgccggtccc
  2396281 ggcattgcca cccgcgccaa taagtgtgtg tacttcatcg ataaacaaaa taacgggctt
  2396341 ttctgccgct atcgcttcat ccaagacact cttcaggcgc gcttcaaatt cacctttcat
  2396401 gctggcaccc gctgagagcg ccacaatatc taatgacaac aggcttacct ggcttaatgc
  2396461 tggtggcatt gagccagcag caatagccaa tgctagccct tcaacaatgg cggttttacc
  2396521 cacccctgcg tcaccggtaa gtaatgggtt gttctgccga cggcgcaaga gaatatcaac
  2396581 cattgtgttg atttcgtgat tacgtcccaa taccggatct atcttgcctt cacgtgctaa
  2396641 tgccgtgagg tctgtggtgt attgagccag tgcgccacca cttttggctg caccaatggc
  2396701 attactggct tcgccaggta aagcaccatc gtacaacggg ctgccatcac tggcggcttc
  2396761 attcgcttct ggtgatgcct gcgtaatgaa gttcaaatct ttgcttaaat gctctaatgg
  2396821 aattttttcc atgcttggcg caatcgcaaa gaaagctctc cgcagttcca ttgtggttaa
  2396881 tagcgcaagc agcagatgtc cgctgcggat acgggtatct aaacactcca ggctggcata
  2396941 gatccaagcc cgttccgtgg ccaactcaat atgatacgaa aaatctgaaa tgctagttgc
  2397001 cccaacaggt aacttcgcaa gtgcctgagc cagttcacgc tcaaaggcat ccacatccac
  2397061 cgcaaaatac cgaataatct gcttaaggtc gttatcttcc tgatgccaaa gctgattcaa
  2397121 ccagtgaact aactctacgt aaggattgcc gcgtaattta caaatcgttg ttgcgctttc
  2397181 aatacctttg aaaagagtgg cgtccagctt gccgaagaga tgtttccttg taatagccac
  2397241 gttttttatc ctggtctttt taacggcgtt catgtgtagt ttaaattgtt catgaaataa
  2397301 tgcttgatgc accatgaact atttctgcgg ctaagactaa tcgaaaaaat aaaaatgaaa
  2397361 agaacattca ctcaatttca atcaatttaa gaattttgct cgacttaatg tcatgttatt
  2397421 aattaaccgt taggaatttt cttcaaatca ccttctcgca ttcctaaata ataggcgttt
  2397481 ttttgaatta atacccgtta ttaattaacc attaggaatt ttcttcaaaa attttcccct
  2397541 attcttaata ataggaattt tgcccgtatc aaagtcctaa agtcacaaca ataacagaag
  2397601 ataacccttt gattagagta gtcaatattt gtataaaatt gccgcatcta taatggtaat
  2397661 ttcaaattct attgagtcta tgtctttagc atgccataat ttacgccatt gaataaagct
  2397721 ttaaaaaagt attatttcaa catcttctcc aacagcgttt tgtccattga atgaaaaata
  2397781 ttttcagtga ccgacgcaca tcagaagaat attaacgttt ttatttttca tgtttgcact
  2397841 aaaggtattt tgttacgcaa aaatattaac ttattaaata gttaacaaat acaagcgact
  2397901 gacaaatttt caactgcaaa tagtgatcat ccgggaaacc aacgcctatt ttcctgaagt
  2397961 tgacatagaa acacattcga cagtagggcg aaagaaagct gacataataa ccggggcagt
  2398021 aagtggatca caaatttctt gactattaca ataaagaact cacttttatg cgcgagatgg
  2398081 cgcaagagtt tgctgaaaaa catcccaaaa tagcaggccg cctgggcatg catgggattg
  2398141 aagtcgccga cccttacgtt gagcggctga tagagtcctt ctgtttttta tctgccagaa
  2398201 cgcagattaa gttggatgct gagtttccta aatttactca gcgtcttttg gacattgtct
  2398261 atcccaatta caattcgcca accccctcaa tgggcgtgat ccaacttaag ccaaatctga
  2398321 aggaaggaga tttgactcaa gggtattgtg ttcccagggg cagctcgttc ttcacccata
  2398381 tcgcacctgg cgagacaacc cgctgcgagt tccgcagtgg tcaggatgtg gagttgtggc
  2398441 cactggaaat agcagaagcg cgtctaagct ctgttccccc ggatatgcct aatctggaaa
  2398501 agcaccgcat tgcctatcat cggcttaaag gtgccttacg cattaaatta aaattagtgg
  2398561 gcgatctcac tttctcacaa ttagaaggcc ttgatcggct gcctatttat attgatggtg
  2398621 atgaacgaat cgtttcacat atcttcgagc tactccacgc cagccatgtt gctaccatca
  2398681 tacgggcagg ccacggagag acagcaaaag acaccgtgat cagtgatcag ccactgtcct
  2398741 ttgaagggct aagccccgac caaagcctac tgccgctatc atggaatatc tttcacggac
  2398801 ataatctggt gcaggaatac tttacctgcc gccagcgttt ctactttttt acgctgacac
  2398861 agctgtcgca aagtttgcgc gataatcata ccggtgaagc ggaaatcatc atcctactgg
  2398921 acagattacc gcaggatttg gtgagccatg ttgccccctc tcgcttcctg ttagcctgca
  2398981 cgccagtgat taatctcttt cctaaacgca tggataagat cgaaattaac cgtgcactga
  2399041 acgattttca cgtagtacca gaccgtagcc gcccactgga ttatgaggtt ttcgccatta
  2399101 ataaagtgtt tggtcaacag gcggaaacca gcaacgaggt ggtatttaac ccactttatc
  2399161 aaacccgtca ctgtgataat ggcaactttg ggcgttattt ctccatcacc cgcaaggcca
  2399221 gaacgggcga tagcaacaaa agaaaatatg acacccgcac gccttacgcc agtaccgagg
  2399281 tctttgtctc gttggtcgat caacaagagg ctccttatgg cgatagcttg cgctacctct
  2399341 ctattgaagc tcaggtgact aatcgggatc ttccgcgcct gatttccgcc agtggtaatt
  2399401 ttgaattgac catgtcggat tcagcgcccg ttcacggtgc ccggtttgtc ttccaaccca
  2399461 gcgccccacg cgcccccttt gccatggatg aatccgcctg gcgtttgatt cgccaattga
  2399521 gcttcaacta tctgccactg tcagatatgt cccactcgaa tgggggggag tcactgcgca
  2399581 atatgctacg tctgtttgtt aacgcttcag accatgaatc gaatacacaa attgacgcgc
  2399641 tggtgggctg taaaagcgag ccggtgatcc gccggttacc cggcaatggc ctactggttt
  2399701 atggccgggg catctgctgc actttgaccg tggatgaaga aggattctcc ggtatcagcc
  2399761 cttatctatt tggcatgatc atggaaaatt atgtggcccg ccatgccgca ataaatgtgt
  2399821 ttaccgagac cgagctaaac tccatgcaaa gaggacgtgt cggtcattgg aaagcccgcc
  2399881 ctggcagacg aggagtcctg taatgttacc cgatgaatcc gttcaccagg aaaaacatgc
  2399941 caatctggac gcctggtatc aggagtctca gccatggaac gccggtttta tcagcatgat
  2400001 gcgggcgaat gccgcccgca accctaccct gccagcgcca ggaaaagcgc ccttgcctga
  2400061 acaggaagcc ttccgcatcg ggcaaagtgc gcacatgacg ttctctccgc gtgagatatc
  2400121 tcacgcggtc atgagagacg ggaaaatgga tctgcaactt tttggcttag ggatttgggg
  2400181 gccaaatggt gcgatgccgc ttcagatgac cgaactggcc tatacccgtg ccgagttgca
  2400241 tgatcatacg atgacggatt tcgtcgacct ttttcatcac cgcgcattat cacagcttta
  2400301 tcgggcgtgg tttgtctctc aggataccgc ctcgctagat cggcagagtg atgaaaaatt
  2400361 ctccttctat gtcggtagtc tcgccgggct ggatcctcaa gaacttaatg ataccgaact
  2400421 cccggttcat gcccggttag cctcctctgc ccatttgatt cgtgaagcgc gcaaccccga
  2400481 agggctcgtg ggcgcattgc agtactactt tgacgtcccc gtgcggatgg tggagtacgc
  2400541 cgagcagtgg atctttctgg aagaaagcga ccagacacaa ttgggtgatg gtgcaggcgc
  2400601 gatgctcttg ggcgacggtg ctattttggg caataccgtt ttggatcggc agcataaatt
  2400661 tcaactgatc ctcggccccc tcagcctgca acagtacctg cgctttagcc tctggggaca
  2400721 agacttaccg gtattgcgag agtgggtacg taactttgtt gggttcgaat acgcctggga
  2400781 agtccagttg ttgttaagcg ccgatgaggt tcccatggca acactcgatg gcggacatca
  2400841 attgggatac acctcttggt tagcccgcag tgataccacc cttgatgtcg gtgggatgag
  2400901 ttttgagcct gaaatgcatc acgattaatt aatgcatcgc tcttaatcaa taatcttcat
  2400961 ggccaatatg ctggcagcag aaaaaataga caacgacgtc cacccatggc gttaaaagga
  2401021 acaaacatga gtgaacagag tatcgctgaa cgtgccggtt attatcaaag catgatgcag
  2401081 cccattccag gtgactttcc ttgtggcaaa aatctggaat atgacccggc atttattatg
  2401141 ctacagacaa aattgcaacc taagcaggcc gctgaatacg gcaattttgt tgaggtcgct
  2401201 gaacccaata actggacaga tatcgagcgt aaatgccttg aactcctgaa taattctcgg
  2401261 gatattcggc tgtttattat tctgatgcgc tgccggatgc gtcaggtcgg tgtgggcgcg
  2401321 ttgcaagaag ggctggaagc catactttgg tgcctcgaca cttggcctga tcagctacat
  2401381 cctcagttgt ttgatgaagg ggaatttgaa cctttaatgc gcggtaatgc ttttgctgaa
  2401441 ctggaagata ttgatggttt tatcgccgac ttccgtaatc agcagttacc caaagccgct
  2401501 ggcgtgcaac tttccatcaa agagtttgaa aaagcacact ccgttcctcg agaagaaggg
  2401561 gcattggacg aagggactct ggaagccgtt aagcaagagt ggcagaaccg atcagatcac
  2401621 accattctct cactccagca cgcttatgcc ttgttgcaag gattagccac gcgcctcaac
  2401681 aactccctcg gtgaagacac acctgatttt gtcagaatga cctcagtgtt acgccacttt
  2401741 gatgccgcga taaccccgat agcgcctatc gtggtgccga tcccagaagt tgtcgagctc
  2401801 tatccagtcg ccacagcgat gctagcaagc acagaaatgc cagtgaccgc cgaggtacag
  2401861 acggttgcag agacacaaat ggccataccc attgaagctc cccaacagcg tcaagcggtg
  2401921 gtaaccccat ccccacagtt gcagccgtta cagttgcaat cggcacagtt gcaacctgta
  2401981 ccgatacagt cacagccggt gcctgtccag cagcaaggga tccaaaacag ggctgatgca
  2402041 ttagcccggc ttatagaggt gcgagagtgg tttaccgcca tggaaccgag tagcccggtc
  2402101 attgccttac tggctttttc agaaaaaact atcggcaaaa gcttcggcga attgctgcag
  2402161 ttcattcctc aggaactgat ttcgaaactc aatgaaggac aggagtaatt tgccatgaca
  2402221 aggaagcttt ttatattggt attcggtgcg gccataagtg gacaagtaaa cgccagttgt
  2402281 acactccact tggtgagcaa ttcagaaagc gtcgctggcg tgatgccact aacattcccg
  2402341 attagctctt ttactttcac tatcgatgcc gatgcaccga atgactctac agtgcctatc
  2402401 ctagaaaaag tggcacaacc acaaggtttg gcagtaattt attactgcac ctcggtcgat
  2402461 cgttacggca agaatgtggg gccggtatta ggccaggatt taggtaatgg gctttttgca
  2402521 acgaatatcg atggcattgc catcaaacct gcatggaata acggcgcagc ctatggttat
  2402581 ttcaactcat cgggcatcat gcctgccttt gagcgtgagg gcgttccgac cgaagaaggt
  2402641 ttttggacgt atcctgcaac ttcacacttc agattcgaac tctataaaat taaagatacg
  2402701 ttgaatttaa ctgataccaa cggcgaacgt gttctgccgg gtggcacaat agcttatacc
  2402761 tgggcgacga ataatagttt ggcaaactac gcacaaagac tggaaatcgg tgaaataaaa
  2402821 gtcatcagca ccccgagttg tacctttgat ggcccccaaa aggttgactt tggtattgtc
  2402881 acgtcaagca acttgaataa tgggggtatc gaacgcgatc tcgattttaa tattacctgt
  2402941 aaaacggatt atggccacta ctcagcaacg gcggccattt tcacgcaaac atcatctgcc
  2403001 gataataatt acatcaaggt aaaagacagc cagaaccaag aagaccggtt gcttatcaaa
  2403061 atcagcgaca ccaacggtca acagatgaaa gtgaatggca gcacgacaga acaacaagtc
  2403121 aatattgcca gcggtgtacc tgcagagttc aagtggaaag caaaactgga agccgctccg
  2403181 gcagcgaata aaccggctat tggtaatttt tccgcgatgg cagaaattat tctgcagata
  2403241 aaataacccc attcggcagc acgttaaatt ttacacggat tatatatgca gtctgtaccc
  2403301 tctatttttg tgagtattgc aagttaccgg gatcctgagt tgatccccac cttgcatgac
  2403361 atgataaata ccgcagagcg ccccgaaaat cttaatattg cgattttttg gcaaaatgat
  2403421 aatgacatta ataccttctt aaatcaggga atgcagttga ttgagcgtac aactcatcag
  2403481 ggctatccac tgtaccagtt ggaatacaac cgggcgcggg tgtcggtact cagtgtgcat
  2403541 tactatgaaa gtagaggggc atgctgggcc aggcacatgg ccgaaacctt gttccaggat
  2403601 gaagcattct ttttgcagat cgattctcac tgtcgtttca ttccacactg ggatcacgaa
  2403661 atgatcgcga tgttggatag tctgcgcgcc gaaagcccta agcctatcct ctccagctac
  2403721 ccgcctgcgt atgaacccgg tgagaatgag attcggaaag attatgtcag ccgcatgata
  2403781 tttaatctct ttacgcagga aggtatcgtg caaatgctat caaccaccat caccgaaacg
  2403841 gcccccgtgc gttgtggtta tctggcgggg gggtttattt ttagtgacgg tagttttgcc
  2403901 agagaggtgc ccaacgatcc caatattttc tttattggcg aagaaattgc catggcagcg
  2403961 cgtgccttta cccatggcta tgacatttac gccccacaca aaattctgct ctggcatttc
  2404021 tatacccgct cggagcacag taaggtttgg tcagatcaca ataatgaagc caaagaaacg
  2404081 ggtgcagtag atatggcctg gtgggagcgc gataaaattg cgaaagaccg gatttgtatc
  2404141 ctgttagatg gcgataaaga tcaccgcgta ctcgtcccct ataccttggg tacccagcgt
  2404201 tcattgtcgg aattcgaata ccgtctgggc atcaatatta aaaaccgggc ggtgcatcct
  2404261 gatgctgcgg gtgaaaaaaa agtgagtttc ttcactgatc ttcccacatc ccatgaagac
  2404321 tggctttcct ccctgattag tgtgaataaa aaaacactaa aagtggaaaa gaaagaggtg
  2404381 gacttcacac gagaagatgt ggagtggtgg cacattggcg tttataaccc gcaaaatgtc
  2404441 gccgttatgg tggaaaaagt tgacccgcag aacatgagca aaacggttac ccccgttgac
  2404501 gaagctacct ttgagttgaa gttggccttt aatactcaaa cccatccgaa tgcacaaaca
  2404561 attagaatat gtccttacat gcgaacgcag gggtggggag atgtcgtgga gaaaccctgg
  2404621 tgagcagcgc agatattttt aaaaagattt taagtattga caccttatta tcattcgatg
  2404681 gtgtcatccc ttctttatcc gagtttcagc taaagctggt caccctgatt gaacagtttg
  2404741 gccacgcgct gcaatccgag ggacataacg aaactgaagt tgatcgttta tgtcatcaga
  2404801 tttgtcactc gcttgataaa cgtgcgggaa gtgcaattaa agagaacggg ttgagttggg
  2404861 aaggctattc attagtgcat tacttctacg gctacatcgc gccggtccct agcgaaagcg
  2404921 aaaatttaga agcgctatta aacagtgacg atgccacagt cagtcaattc gcactcaaga
  2404981 tacttgccct ctcgcagaat ttaccgatcc acgatgaaaa atcattgcag ctactggcgc
  2405041 gctatagcca tagatccttg cgccaaaata taatcgccac tgacgatgat atcgacccag
  2405101 aggagtggct gggttcagcg ctaaagaggg aagaaaccat tgaggcagaa caagtgcctg
  2405161 aggccaatat agtacttgag gccaatatag tatctgagca acgccgctct tcgcgccctt
  2405221 tttatctgca acttgtcgcg ctgacgctat tgctctctac gctctggttt tggtgctctc
  2405281 gctatttagg tgatctgtct taaatgttta aggttaaatt gaataaaacg ctctctctat
  2405341 tatggctggc tgcggtcggc gccctattgg tgagtgtgaa ttttaaggga aatgcgttat
  2405401 ggaataacgt tattttcatt actttcctgg cgctgatggt tcttgccatc tggaaacatt
  2405461 acgccctcaa acccaaacac ccccaagtgt cgactcccat tccgcaggag acagcggaac
  2405521 ctgtagaaca ggagagtacg gttattttaa ttctcggtcc ctatgctgag aaatggttta
  2405581 gtaacccaga atcgccagac agtacacgtt tttccagcca tgcggtttgg atattaatca
  2405641 cgaatcccgc cgcgctgcaa aaacgcctca catatattgc tgaacatcat ccatccgctc
  2405701 gggtattgac ctttttccct ttcttgccgg atgtctatga gaatgcagca gtgatgatgt
  2405761 caaaactcac tgtgtggcag aacacttttt caacgttatc actgcgatcc cccctcccct
  2405821 gcgtatttgc tatttacgcg cagttgagta atgaacgcct tagccataat tctgataacg
  2405881 catattggac tggaaatatt aatcttgcga accagcagcc tatcgagatt acgcaagccc
  2405941 tacagtcact gagccaacga cttgagttac aagacatcaa tcactcaaga tttgcaactc
  2406001 agcgtaatgt tatggcgcat aatttattta cttggttgaa tgaatcgggg gtgacaaacc
  2406061 ttctgcaatc tattttctct cgcaccccct tacggctaac agatgtcatt ttgtcggata
  2406121 atggcaaagg gttcatcagg catggtgcct ggtcagcctg gctggaaaaa aagtttggca
  2406181 tcataccaag cttagcctca accttgtcac tgccaccttt cccagcggtg atcaatgacc
  2406241 agaagcccgc aatgaaacca cgggtgaaaa caccggtgat aaaacctacc cccgcatccc
  2406301 gcgggtggtt atggagtgta tgcttcgccg cggtgctatt agcctcacat atgctaaaca
  2406361 ccctgtggca agaaaaaaac cggcatgagc aatttaacca acagatggtg ccgttggaca
  2406421 atatcagcga tttttctgct cagtacctgg cacgcagcat cacccagtta actgatgaag
  2406481 gtaaaatatt aaccacatgc gttaatacat ttgatgtcac acgttggggg ctgtctcaat
  2406541 gcaagacgtt attaagccaa atcaaccgcc ggattgaatc ctatgaaaat attcctgttt
  2406601 tcagttttgc ccaaaagctc cctctgtttg actcaaacag taccaagctg aaactgaact
  2406661 cacaaactaa tgaaatgatg atggagttgt tatcactggt cgaacggaat aaagagaaaa
  2406721 aaatcttaat tgttggccat tctgataaca caggcagttc ctccatgaac atggcacttt
  2406781 ccgaacagcg tgcgctggcc cttcgcgatt ggttaattaa acgcagtgat atcactgtcg
  2406841 ataattttat taccaaggga atgggggctt cagaaccggt tgcgaccaat cacacggaag
  2406901 cgggtcgaga acaaaacaga cgcgtcgaag tactgatatt acccacacaa gatagaacaa
  2406961 gaatgacgga gcctaaacct ttatgaatgc tataccttca acctactcaa tttttgaggg
  2407021 cacatttcta acacccgccc cagtgttgga tcgatcggtg aatattttaa tgttcagaga
  2407081 tcccgataat cacgaatata atattattat caaccgcact ttattggagg aagaggatac
  2407141 ttctgaaact ttttgtgaaa aagagatgga cgcattacgc aataaactgc cgggttttca
  2407201 ggttgaaggt aaactcctca aacatgaaat aggtccggct aaactgcccg tggtacaggt
  2407261 cgctaatcac tatttgcaag atggtaaaaa attccgtcaa gtccaatcaa tcatgcagtt
  2407321 accctatcac tcgctgacga ataccgatgg gcgtagtgtg ctgattttca ccctgaatac
  2407381 cgatggtgag tttactgaat atcaacgcaa gcattacgta caaattatca acagtttcaa
  2407441 tccccatgtt gccgttgcaa attaattttt gagcgatatc acgtcatgct aaataacccg
  2407501 acttagcatg acgtggtcgt attggaagaa tatgttaaac atcgccctct tcgcaaatga
  2407561 ctctggtttc ctgtattcaa aaagtgactg gcgctactga tacattttgt ctgtatcaca
  2407621 ggagataaaa atcacaaggt atggggttca tataggagaa tatttgactg ggtgtatttg
  2407681 actgatagcg cgcgatacaa cagaaacgtg acaataattt cagcagggag aggcggcagt
  2407741 aacgggccta tctacagctc attccatttt ggctatatac gataacagcc agtttttatc
  2407801 ctggccgagg aagtgacatt tattaaaggc aaataaaaac agcgtcttta ttactgtaat
  2407861 ttcgcattag tgatgcatac ttataaaact ctaaccgatt gaacatgccc aactttctga
  2407921 tggcatttct acgatgggtc aatatcgttt tttcagagcg gtcaagtatt ttcgatatat
  2407981 cggtcgtgct atgccctttc ccggtgagtt gcacaacttt actttccgtc atcgaaagtt
  2408041 gtatatagtt tttcaaacca atccttctct gcaggtcact tttcatcatc atattataat
  2408101 tcagacgcgc aatattcaga attttcttga ttttagagat gacatcataa agccctaact
  2408161 gactgctgtt aaatggaata ttaaccgtca tcataggttt attattattg ctattgtttt
  2408221 tctgtataaa actattttct tggtatatgt taacaatcac catgagatct ttgaatatca
  2408281 cattcgcgtt gtttgaatct cttttttcat gagaggggac aatggaataa tccatatcat
  2408341 cctcttttat aagaactttc ttgagcagag agagtaaccc gaactcatag aaagcattac
  2408401 gggttttaat cgccacactg aacatatctt tacgttcctt attttttatt cactattttc
  2408461 cggtcactta tccttgagcg aagctcacca gagatgaacg ctgtagttaa aaatgacact
  2408521 agaataatta atagcatttt atctttttaa ttatcactcg gctgctgagt aagaaaaatc
  2408581 ggcagaagtg taataaataa aaagtgaaaa ctgaaaactg aaaaaaaagt catttccatt
  2408641 caaataatgg cacataaagc taatggatat ggttgaggac aaggtgaccc ctctcaacgt
  2408701 tcacatctca ttcatcaaca cctcaattca ctatcaatac aaaataaaaa acctcactta
  2408761 acctccgcga tatcaatcta gtttagtcaa tgtttaagtg gcttgattaa acagtaacaa
  2408821 gagatagatg tatatgagaa tgcaggcgaa tattttgtgg gattattctt acacagagtg
  2408881 tacgagcttt cacaaggatc acatataccc aaaataattc ggggttcaga aagggcgcta
  2408941 aggataaata aattgatcga aaaacaattt gaacagtatt tatgctaacc cgcaaagtga
  2409001 acattgggga tgaggctgat gaagcctgat aaatttattt attttaaggt caaaaaccag
  2409061 ataatcaaaa cagcatttcc ttttttctgt ctatttcaac ataatgaaaa atggccatca
  2409121 attaggtcgt tccatgataa ataagcgata tttctcgcta taataagggt tgaatcctac
  2409181 gtaaaaatag gataaataaa tatcgccgta tgaattttct gattaaaatg gcaataaata
  2409241 ggtaaaatag tgtacgacac aaattaatta taaaaattca actcaactta agtatagcca
  2409301 taatttttta aaagataata gttataattc tcaattaaat atattaataa aaatatcgtt
  2409361 caaaaaaggc aatcgagata atataaaatt taattcaata tgaataatat aagcttgttt
  2409421 aaaatttaca aacaaaataa tcacatcata agtaataacc ttcagtagca atctccgttt
  2409481 acccctgctc ccttaccgct gcgatcatca aaccaagcag gcttattaaa tgagagcacg
  2409541 ttcaaatgac tgtggctaac tcgcggttgg cggcgcgccc accctcagtg catcctgatg
  2409601 atatttcaca tctaatagat gagtaaatat cgttaagaaa agagggcggc ataaccctaa
  2409661 tgcagccctc tttttcatgc tattgggtaa tcattgactc ccctttgcgc gccctgccca
  2409721 cggcttcccc taactgccat actgccatcg cataataggt actgtggtta tagcgggtaa
  2409781 tcgtgtagaa gttgggcaaa ccgtaccaat attgataacc ggtacccaca tcaaagcgca
  2409841 gcaaactggc ctcctgataa tcgcctaacg accctttggg gctaagccct gctgccgcta
  2409901 aagttgagat tggataacgg gtcttaaatc cattttcgag atttggagcc tgtccgttgg
  2409961 caggtacagc taccggcgca cctttcgtcc aaccgtggga tttgaagtaa ttggcaacac
  2410021 tgccgatagc atcaacggga tcccataagt tgatgtggcc gttgccatca aaatccactg
  2410081 catagcgctt aaatgacgat ggcataaatt gaccatagcc cattgccccc gcataggagc
  2410141 cccgtagact gagtgggtct ttcccctcag cacgcgccat taataagaag gtttccaact
  2410201 cacccgtaaa gaatgttgca cgccgtgggt aagcaaagga tagcgtcgcc aaggcgtcga
  2410261 tgattcgggt tttccccatc acccggcccc aacgcgtttc aaccccgatg ataccgacga
  2410321 taatttccgg cggcacaccg tacacctccc aggcacgttg cagcgcacct tcatattggt
  2410381 tccagaaaac cacaccgttc tgcacattat caggagtaat aaatttattg cgatagcgat
  2410441 tccaggcacc gtttggctca gaaggtggtc gggacgtcgg cgcttgctta tccatcaaac
  2410501 gaataaccca gtccagccgc tgggtctgag ccaatacatc gtgcagttgc tggcgatcaa
  2410561 aaccgtgctc acgcaccatt ttgtcaacaa aacgcgtggt atctgggtta aaggcaaaat
  2410621 caccgttttg caactggccc gtatgttccg gctcaagcaa aaaaccgccc tgaacagggc
  2410681 tatctgacgg ggttgcagca acaggaggtg tcggctggct actacaagct gagagcaacg
  2410741 tcaacaaagg gagaataaca gccaaataac gcatcgaata cctataaacc atacaaataa
  2410801 gtgatagcta tggtaagcca ttgtctgttg tgaacaaaca ggaaaatgcc gttaaagccg
  2410861 gtactcttca tataatgaaa gctaaatatg actttccaat ggctgacgca atacagggag
  2410921 tgtttaccgc catatagacc ctcacaatat tcatcaaaat aaacatatta gattcaataa
  2410981 tgaaatattc agataacaat gataatcatt tttattacca taattcgttt ctttctatac
  2411041 aatcattttg cacttgcctg gcaacgtcgt tttcttccct gaccttttaa aaggatcgct
  2411101 atatgaaaat acctataccc tctattggcc atgttgcttt actggcgtct gcaatcctgt
  2411161 ttgcaagctc tgccaatgct gcctcagatg aagatggcat tatcatctac aatgcgcagc
  2411221 atgaaagttt tgcaaaatct tgggctgaag gtttcaccaa agatacgggt atcaaagtca
  2411281 cgctacgtaa tggtaaagac agtgaattgg gcaatcaatt aatccaagag ggcagttcat
  2411341 cgcctgccga tgttttccta accgagaact ccccggccat ggtgttagtt gataatgcca
  2411401 aattgtttgc tccgctggat gccgcaacgc aagcgcaagt ggctaaagaa taccggcctg
  2411461 aagatgggcg ctggaccggc attgccgctc gcagcacggt atttgtttat aatccggcaa
  2411521 aaatcagcga ggcagaactg cctaaatcct taatggacct ggcgaaacca gagtggaaag
  2411581 gccgctgggc agcttccccc tccggtgctg acttccaggc gattgtcagt gcgatgcttg
  2411641 cgctaaaagg tgaacaagcc accttagagt ggttaaaagc catgaaaacc aatgcgacag
  2411701 cgtataaagg taatagcaca gtgatgaaag ccgtgaacgc cggccaaatt gatggtggcg
  2411761 ttatttatca ttactatccc tttgttgatc aagctaaaac cggtgagaac agcggcaata
  2411821 ttaaactgca ttacttcaaa aataaggatc ccggcgcctt cgtcagtatc tctggcgcgg
  2411881 gagtattggc ttccagcaaa catccgcagc aagcccagaa attcgtgcaa tgggtcaccg
  2411941 gcaaagcggg gcaggatttc ttgcgcgaga gcaatagcgc ctttgaatat gcggttggcg
  2412001 tgaatgccgc ttccaatcct aaattggtgc cactgaaaga tttggatccg ccgaaagtag
  2412061 aggtgtctaa actgaacagc aaaaaagtgg ttgagttgat gaccgaagcg ggtctgctgt
  2412121 aatccgtttt actccgcccc ctgcgggcgt ttaacaaacc gagtgtcttt accgattatg
  2412181 tccaatataa gtaccgatgt tgcacaggct gcactgagta agacaacagc acgacaatat
  2412241 agtcaccgtc cgggtacagg ggttgttgtt gttgcgatca tactgtcgct gttatccctg
  2412301 ctaccactgg gctttgttat cggtattgca attgatacag gttggtcaac ggttaaggca
  2412361 ctcgtttttc gccctcgcgt gggcgaatta ctgatcaata ccgttttact ggtggttttc
  2412421 accttacccc tttgcgccac gattggcgtt gcattagcct ggctgacaga acgcactgcc
  2412481 ctgcccggca ggcgactttg gtcacttctg gcaatagcac cactggcagt acctgctttt
  2412541 gtacaaagtt atgcctggat cagtctgatc ccctcaatga atgggctggc cgccggcgtt
  2412601 tttatctcgg tgatagcgta ttttccgttc atctatttgc ctgtagcggc ggtattacgc
  2412661 cgtcttgacc ctgggcttga agatgccgcc gcatcattgg gcaataaacc catcacggta
  2412721 tttttccgcg tgacattgcc acagttaaaa ttagcgttat gggggggatc attacttatc
  2412781 gccctgcatt tgctggctga atatggcctg tatgccatga tccgttttga tacctttacg
  2412841 accgcgattt ttgaccagtt ccaatccaca tttaatggcc ccgccgctaa catgctggcg
  2412901 ggagtactcg ccttatgttg tttggggtta ctgttggtcg aagccaccag ccggggctac
  2412961 catcgttacg cgcgggtcgg ttccggtacg ccacggcgtc aaaccgtcta ttcgatgggg
  2413021 acctcactca ccctcctgtg tctgctattg cccttattga tcaccaccct ctccttgggc
  2413081 gttccgttca ttacccttat gcgctggctc tctattggtg gcattgatat ctggttgaac
  2413141 ccggaactgc tgcccgcgtt aaaacaaacg ctgggattag ccctgagcgg ggcggtgatc
  2413201 attacgctgt gtgctatacc aatggcctgg ctatcggtgc gctatccggg gcggttacac
  2413261 cgcgcgatgg aagggtgtta ttacgtcacc agttcgctac ccgggatcgt cgtggcactg
  2413321 gcattagtga ccatcactat ccgtattgca cgccctttgt atcaaactga atttaccgtg
  2413381 ctactggcgt atttattgat gtttacgcca cgtgcattaa tcagtttacg ggctggtatt
  2413441 gcacaagcgc cggtcgagtt agagaacgtc gcccgtagcc ttgggcgaac accgacccaa
  2413501 gctatgttaa gtaccaccct gcggttggct gctcccggcg ccgctgcggg tgccgcatta
  2413561 gtctttctgg ctatctccaa cgaattgacc gcaacgctat tactggcccc gaacggcacc
  2413621 cgaacactgg caactgggtt ttgggcattg accagtgaaa ttgattatgt cgccgctgca
  2413681 ccttatgctt ttctgatggt ggcactttcc ctgccgttaa cctggcttct ctactctcaa
  2413741 tctcaacgga cagcaggact atgagcacgc ttgaacttca tcatatcggt aagtcttatc
  2413801 aatctgtcat ggtactggac cgaattgatt tacatgtccc gccaggtagc cgcaccgcca
  2413861 ttgtcgggcc atcggggtca ggcaaaacga cgctgttgcg gatcattgcc ggttttgaaa
  2413921 caccggatgc gggcaaagtg atcttgcaag ggaaggcgat gttcgatggc acaacctacg
  2413981 tccctgccca caaacgaggc attggttttg taccgcaaga tggggcgctc tttccgcatt
  2414041 tcacggttgc tggaaatatt ggttacggat tgaaaggcag tcagcgggat aaagagcgcc
  2414101 gaattaatga gttgatggat atggttgcgc tggatcggcg gttatctgca ctgtggccac
  2414161 atgagatttc aggtgggcag cagcagcggg tggcccttgc cagagcactg gcccagcgcc
  2414221 ctgtgctgat gctactggac gaaccgtttt cagcattgga taccgcgtta agagcctcaa
  2414281 cccgcaaagc cgtggctgag ctcttgtcag aagccaatat tgcctcaatt ctggttaccc
  2414341 atgatcaaac cgaagcattg tcttttgccg accaggttgc cgtgatgcga gcagggaaat
  2414401 tagcccatgt cggcccgcca caagagcttt acttacggcc agtggatgag cccaccgcca
  2414461 catttctggg agagacgctg atgctcaccg ctcagctagg taccgggctg gcacactgtg
  2414521 cacttggtca ggtaaaagtg gataacccac atcgccgtgg tgaggctcgt attatgttgc
  2414581 ggccagaaca gatcaccctc accccgctac ggcctgaaca atataacgcc gcatcctgcc
  2414641 tagcaaaggt tatagccatt gattttgctg gttttatttc gacactcacc ttgcaaatca
  2414701 ttagcagtgg ggaaaccata gaaatcaaaa cgattagccg agaagatctc catgtcggct
  2414761 taactgttgg cctggatatc atgggccagg cacatatttt tgccgagtag ccgcacttaa
  2414821 tattgccctg acaaacggcg cgtcgccata accagagcgg agcctcagtt cttggaaccc
  2414881 gtttagctct cagaacaggt tttttcccca tggcgtaacc gccgatattc aagcagtgtc
  2414941 agggcaataa caaacacatc caggatggtt atcaagatca aaagcagaga atgagtaaag
  2415001 gtatagcgat agagttgata aacaataaac agactaaaaa ccgccacagc aacagggtaa
  2415061 taaccgagtt ttttgcgcca caacccaata ataatccata acttaatggc accgtggata
  2415121 aacaaatatg acgcagcgaa atgtaagcta ctaatggaga gatgttgggc cgcatgcaac
  2415181 agataattgg caataatgtc accacggctt tcaataaaac tcacttgtgt gatgcgatgc
  2415241 agcgtattca gtaaaaactg gggtgtcaca aagtaggtta agacccctgc gataatctcc
  2415301 atcatggcta acgaggcttt caacagcagg ctcagttcaa aaacagcatg aacgtttttt
  2415361 tcaccaaaaa gatttttgct actaaatcga tttttcatct tcaacatcgc acctggtttc
  2415421 ctacgtggtc atactgagga cagcttcaat agaggatagc ttcaacagag gatagaataa
  2415481 ccgctcgcct ggtgccgatt aaagcgccac tttatacgaa acagggttgt cgttcttggt
  2415541 attttgctac tgccagcgat atttttctcc cgccagcgat aacgctcccg tcagataata
  2415601 gtagcggata atctaattta ctcctcctta ttttttagta tattataaga aatgaaccac
  2415661 attaaattat gttttgtttt aaaaaaaaca aaacactcac cattataatt ttaatatttt
  2415721 accctaagtc attcgagttg caggcaggcg acaactgagc aaatccccag gatcgtattt
  2415781 attttaaggt caacggcact aaatgactgg gatgagcaag ggcaactaac cccctgcatc
  2415841 ttgaaggcga cgggtatata aggacatatg agaatggcta acatgattta tttaacactc
  2415901 aagggcaaaa aacaggggtt aatttcgtct gggtgctcat caattgactc aataggcaat
  2415961 aaaagccaag gcagtcacat agatcagata tttgtactca gccttaatca cgccatgacc
  2416021 cgagaacaaa acgtcagcca ccaccccatt tcttttataa aacccatcga taaatcatcc
  2416081 cccttattag gggtggccat atcagaaaat gaattgcttg atgccgtttt tgacttttat
  2416141 agaacaaaca gcgctggtgc tttagaactt tactatacaa tatccattac cggtgcgaca
  2416201 atttcagaca tatcaacttc acacagccat tcaatcacac acaatggctc ccaaccacaa
  2416261 gaaaccatct ctcttaaata caaaagcatt acatggaatc acaatgtagc aggaaccagt
  2416321 ggttatagca tatgggatga tcgcgtgtat taatttattc ggggatggcc tacaccatcc
  2416381 cttattattt acgtgtacat acgccttgcg gcaatataag gaatggcact taaataacct
  2416441 aatatcaatg acatatagat gattagtttc tgacatctat atcctcaggg ggtgaatata
  2416501 aacatttaat ttttaaacaa taatatttat cataagaaaa agaaattcag ccacattaaa
  2416561 aatagagtgt gacgaataac cattaataac ttctcgcttg aacatttata gcagtataac
  2416621 caccaaaaaa ctcagccaac agacccattg aactcatatt tttaatgtcc atcgatttta
  2416681 gtccccagag aagatctgca tttacataac gatataacct cgtggcatct tccgctaatt
  2416741 tataactcat tattccattt attgataacg caacatcgac agcagtatac ataatagctg
  2416801 aatcactctt gctcaaccca aattgagcgc ccacaccttc ataaacaaat ttaactgggc
  2416861 cagtatatga ttctctatat aaaatataat acccactttc aactatgtta ttcgcaccat
  2416921 gaagaatcaa tagtgtacca gggatcgaac ctacaacact tccaaccatc ccaacaccag
  2416981 caacaatttg taaacctgcg gtaacaaatc caacgccagc aaatactaaa tttataactt
  2417041 cgtttctttc tacattatta ttttccttca ctgaggcttt aataatgaca gcctgcttta
  2417101 ctctttccct tgtcatttct tcatcttgat ttctcaaatc ggacaactct ttatccaata
  2417161 gttttatcgc tgtctcagtc gttatttcac cagtatttac tttggccgtt atatccgatg
  2417221 aataacgtgt cacctcactg ataaattgat cctttataag gctccatttg ataaatttac
  2417281 ttgcaatact attttttact tgatccagtt cattctgttt attgtacata atagaacgca
  2417341 taacattatt tcgttgacgc gttttatctt cgctattgct gtatggattt ctttctacag
  2417401 catctaacac ttcttgcaat gagtgtccca ttatttattc ggttccggcc aaaaaattat
  2417461 tttccattat ctctttttta aatgaatttg ggggggaata ctaccaccaa ctgatttttt
  2417521 cagatatttc tttattacca cgatactttg ttattactac attttttcat taccacatat
  2417581 agcactaacg ccattaggtg gtcgtgggct ctctcctccg tgccctttca tgtacttgat
  2417641 gtgtcagagt gccatagcgc aatattcggt tgccagtgat agccgcaaaa atctgacatg
  2417701 ccattcttac gacaaacagc cttcacctat cggccacctt caaactcggg caaaccagtg
  2417761 aggtctgagt ttcaatgcat gtgctttctt catcatggct ctgctgtgtg atatgactca
  2417821 atagaaaggg gctacaacct aatgaaacag aaaaaataat ctgagataaa tattatttaa
  2417881 tcaaaaaatt gagacttttc tcgagaaagt gaagtgaatt aaataaaaag acaaagtcac
  2417941 accaataaaa aacacccaat tttatttgag attgattctt tattacctat ttaccccacg
  2418001 aatacagatc aattaaatgt ataaggaata gttagtttat cgtagcggac aacgtataaa
  2418061 cctcgccact ttcgcataaa tcaccattat atttttgtta tacggtctta attgatttac
  2418121 atcatataaa agtaacaact tatttcctaa ggtggagcat tccagttcta tacccaagtc
  2418181 attggcattg ttgctaacac cacgacaacg tcaagtaaaa aagggatgtc ctgctctttt
  2418241 atttccgcaa ggataatgtt gatgaataac aataaaacac cgctcaccgg ctcactgagt
  2418301 cgtcgtgaat ttattcaaac atccgccgta gtgaccgggg ctgcggcaat tgccggttca
  2418361 atcgccctcc cattctccgt ccatgctgcg gcttcagaac atgcccccac ggcggctgaa
  2418421 gagagcatta aatacagtgc ttgcctggtt aactgtggca gccgctgccc gctaaaagtt
  2418481 catgttaaaa acggtgaaat aattaaaatt gctaatgaag ccatttatga tgattccacc
  2418541 tttggcttac accaaattcg cccctgctta cgtggccgtt cagtacgatg gaaaacctat
  2418601 aatccggatc gggttaaata tccaatgtta cgagtgggta aacgcggtga aggtaaattc
  2418661 aagcgtatca gttgggatga agccacaact atcgttgcgg ataatctgaa aaaaacgatt
  2418721 gttcaatacg gcaacgaagc aatttattat caatatggca ctggttcaac aggggctaat
  2418781 ttacaaggcc gcaatgcctg taaacgtatg ttgagtttga tcggcggtta tcttgatcag
  2418841 cacggtactt attctaccgc ccaaatcaat actgtcatgc cttatgtcta cggcaactta
  2418901 gatgaaacgc tgctggacga aattaaaaat tctgatctgg tggtgatgtt tggtcacaat
  2418961 ctggcagaaa cacggatgtc aggcggtggg caatatattg aaacggttca ggcgttgggt
  2419021 caaagccgag ccaaagtcat tattattgac ccacgcatga ccgacagtgt gaccaccctt
  2419081 aacgccgaat ggatcccgat attcccaggg accgatgcgg cactggtcgc cgcgctgggg
  2419141 catgttttaa ttaaagagaa tctgactgac gaacgtttcc tgcaacaata ttgtgtcggt
  2419201 tgggatgcca ccacattgcc ctcatcggcc ccagctaacg gatcgtataa agattatatt
  2419261 ttaggtctgg gtgctgacga aaccgaaaaa acaccagaat gggccagtga gatcaccggt
  2419321 atttcaccaa cacgtattat tcaattagcc agagaactgg gtaatgcccg cgcagcctgg
  2419381 atttcacagg gttggggaat tcaacgcaca gcgaacgggg agcaagcgtc ccgctcgatt
  2419441 atgatgctcc cattaatgac cggtaacatt ggccgcgccg gaaccaatac cggtgcctgg
  2419501 ggtggcaacg taaaataccc ggttcctggg ttcagcattc ccaatccagt caaaacggcc
  2419561 attccttgct ttatgtggac cgatgctatt ttccgcggca ctgaaatgac cgctaaaaat
  2419621 gcccatgtga aaaataaaga aaaactggat accaatatta agtttctctg gaactacgcc
  2419681 agtaacgtta tagcaaatca gcactctgat ctgaataaaa ccaatactat tttgcaagat
  2419741 gagtcattgt gcgaatttat tttggtctgg gaaaaccata tgaccaattc ggcgaagtac
  2419801 gcagatttat tattaccaga cgtcacgtcg gttgaatcaa atgacctgat tgataactcc
  2419861 tatgccagtg gtgcttatca ctatgtcacc cggatgcaaa ataccattga gccgctgtgg
  2419921 gaatgccgcc cctcatacga tgtattagcc gagatcgcca ctaaattagg cgtgggggat
  2419981 gcctttactg aaggacatac ccagcaagaa tggattgaaa tcagctataa caaaatgcgt
  2420041 gataataatc cggcgctgcc gcctttcagt gatacccata acaaaggcat tattgaccgt
  2420101 atttttgctg acagtagcca atatatcgcg ttaaaagatt tccgcgatga cccattaaat
  2420161 aacccgttaa aaaccccatc aggcaagatt gagatctatt cagaagcact ggcaacactc
  2420221 gcacacgagt ggcagttgac accgggtgac cgcattaccg cggtagctga atattgtccg
  2420281 acccctgagg gtgtcagtga tcaagaaacc ctaaagagct accctctaca aatgaccggt
  2420341 ttccatgtta aaggccatac ccactcaacc tattacaatg tcgcgatgct gcgcgaagcg
  2420401 gtacctcatc aattctggat gaacccgatt gatgcacagg cgcgtggcat acagcaaggc
  2420461 gagcgggtcg aaatatttaa tagccgtggc cgtatccata ttgcggtcaa aattactgag
  2420521 cgggtattac cgggggttat tgctgtgcca caaggggcat ggcgtaatct caacaaggac
  2420581 ggtatcgacg tgggtggctg tatcaatacg ttgacgacac aacgcccttc gccattagcg
  2420641 aaaggtaatc ctcaacacac caacctcgtt gaagtaaaac gtgcataagg agctgaataa
  2420701 tgaagcaata tggttttttt gttgactcca ccaagtgcac ggggtgtaaa acctgccaag
  2420761 tcagttgtaa ggacgaaaag aatctggacc ttgggccgaa actgcgtcgg gtctatgaat
  2420821 acggaggagg cagttggacc caacaggaca atatctgggt acaaaatgtc ttcagttatt
  2420881 atctgtccat tgcctgtaac cactgttcgt cacccacctg tgtgacaggc tgcccaacgg
  2420941 gtgccatgca caaacgtgaa gaagacggtt tggtggtggt taatcaggat ctgtgtgtcg
  2421001 ggtgccgcta ttgcgaaatg cgctgccctt acggtgcgcc acaatttgat gccaaaaaac
  2421061 agctaatgac caagtgtgat ggctgctacg aacgcgtggc tcaaggggat aagcccgtct
  2421121 gcgtcgattc ttgcccacaa cgcgcgttgg atttcgatga aatctcggtg ttacgtgata
  2421181 aatacggtga cgaaaatgca attgcaccgt taccccatgc gcatctgaca cagcctaatc
  2421241 tcgtgattcg tggccaccgc gatgcaaaac catccggtga tacatcaggc cgcatccaaa
  2421301 acccggcgga ggtataaaat gcatgaatta cctttagtat tttttaccgt gctcgggcag
  2421361 accgccgtcg ggctgtttac actggcgtgg ctcagtaaca agctagggat gaccacgccg
  2421421 ctgcaactga agcaggccaa tattgttggg ctgattctgg tgatggccgg cctgttaatt
  2421481 ggcaccctgc atgttgggca acctctgcgg gcgataaata tgttactggg tgttggccgt
  2421541 tcgccaatga gtaatgaaat tctgctcagt ggcctgtttg ttgctatggc ttgcggcacg
  2421601 gtattctttt cgactctggt gaaaaattcg ctactggcgg cgctgtgtaa ttttgccact
  2421661 gttctggttg gtctgacttt tgcttggtca ataactcaag tctatcaact gaccacggtc
  2421721 cctaattggg atacgtcata tacctcattg caactttgga tgacggtatt ggttggcggt
  2421781 ggggctttcg ctatgttaac cggggcgcgt caacttggtg ccatagcatt gctagccggt
  2421841 gccattgtga ccttggtgaa taaaccgggt tatttaactt tcctcgggca aggctcggcg
  2421901 gaattgagta gccagcagac cctcttctgg ggaattcaga tcctgctgtt ggtattaggc
  2421961 gtttttgtgg ccgctgcggc gttactgaaa gacaaaatcc cacgggcaac actggcagtg
  2422021 tgtgcatcag cgcttatcat cggtgaatta gccgggcgga ttgcctttta taatctctgg
  2422081 caaataccaa tgtgatttaa tgcgttgatt tatcattcca tgtggtgatt tacccgctga
  2422141 ttagcggcta tttttgcggc taatcagccc ccgaataacg ttatatccta aataatttac
  2422201 gtggcaggaa ggcggcaatt gagtgaatcc ccaggagctt acaccggtaa gtgactgggg
  2422261 tgaatgaagg cggccaacgc atctgcagct tgaaatatga cggatatcac cctaaatagt
  2422321 tcaagtggca ggaaggcggc aattgagcga atccccagga gcttacaccg gtaagtgact
  2422381 ggggtgagtg aaggcggcca acgcatctgc agcttgaaat atgacgggta ttacataaga
  2422441 gcgataaccc cgatgctact caataccacc ttgccgcgaa ttttaggcgc gtgtttttat
  2422501 tatccaccgc aatcagatac ggtacagcgc ctctttccgt tattgccaca cattgctgag
  2422561 cttttccctt ggcccgatca cgcgagcatg gtgcaatatt gccagcaaat accggatatc
  2422621 tcccccgaac gactggagta cgatttttcg attctgtttg aagggcaagg tgtgatgcct
  2422681 gccccgcctt ggggttccgt ttatctggat aaagaaaata ttttgatggg tgccagcacc
  2422741 ttgcaatacc gtgaattttt agccgaacag gggtgggtta gccaaagccc tctgcgtgaa
  2422801 ccggaagatc agtttggctt aatgttatta gcatgggtaa atttgatcga acaacataat
  2422861 aaggacgcag ctagcgtgct gctaaccgcg catttactgc cgtgggcgta ccgttatctt
  2422921 gaacaggtca acgcagccca agtcgaatac ccggtttatc ccttactggc caaaatagcg
  2422981 gcttgctacc tgaaaacctt gcaaacagag ttggtattat ctcctctgcc ccgtgagcta
  2423041 tatcggtgac aaaaaataaa tcagtggcca gagacgaacg ttactataaa gcttatctgg
  2423101 aaagccggac gatcagccgc cgggggctat ttcgtggctt gctgaaaggc gtgcagccca
  2423161 gcaccacaac cgcgccctct gacatcaccg cccctcctcc cctccggccg ccatatgcta
  2423221 ttgacgagcc acattttcaa cagagctgta ccgggtgcgg tgtctgtgtg gcggcctgcg
  2423281 aggaaaatct gattgtgatg gtcaatcaaa ggcctgcgtt aaatttctcg acgccctatt
  2423341 tctcgacacc ctattgtagc cgctgtcagg cttgcagcac cgcctgccaa acaggcgcat
  2423401 tatcatcagc cgagttccat attgccgccc gaccatcagt aaaaaacatc tgtcaaaata
  2423461 cctatattta ctgtgatagc tgcgccgatt attgtgagaa gcaggccctg atctggcaag
  2423521 ccaaccaacc gcccacactg gttactgagc tatgtgatgg ctgtggtgaa tgcgttttca
  2423581 ggtgcccagc aaggatatta gagatgcaga tatagcgggt aattacatca ataaaaaact
  2423641 gcaccttatt cagttgggta tccaactttt ggggtgcagc ccagtgattg aggtatgaga
  2423701 ttgatgacaa agcgatttat aacgcggtga gtggagggtt gaacgcacct agaccaagat
  2423761 ataagggcgt tcagttagct tacgccgcga cgcccccaac ggtacgtttc cccttcagtt
  2423821 gactttgtca gcagcctgaa ggagcatcta tcaataatac ttatttccca tctttaccgt
  2423881 attgcggtga acgagggcca tacagaagcc cattaggcgt ccctgcagaa agcattctgg
  2423941 cgctggttat accggcaaca tcatggcttt tatctgtgat ggtattggca atctgactga
  2424001 ccgcagcctg cactaataga ccgataacac cgccagaaga gttattcccc tcattgctgg
  2424061 atgcggttgc actgccactc cacagcagct taccggtttt caaatcaacc aatttcgcat
  2424121 tagcggttac gcgggtatcg ctggtgatga cctgataaga ggtaccgtat tgcacgatag
  2424181 tgatgtacag caccgcatct gcaccaaaga tttggcgcaa cttggcgggg ctggccgcac
  2424241 taatatcacc cgcgttggtc atgccatttt gtttaaatgt ttcttcaacc acggccaccg
  2424301 gtaacacata gtagcccgct tcagccaacg gataagtgac ttgagacagt acgccatggc
  2424361 tggcgtccac ttctggcgac tgattttgtg gcaacagcac caaaatgctt ttgggtttac
  2424421 tttgcttaaa gtcagtgtaa tccgtcgcga ctggcgtggc acacccagtc agtagcaacg
  2424481 ccatcatgac agcacatacg gcgaaaatag atttcattta aatgcccctt tatccttgct
  2424541 cattaagaaa tccataaacg gagcagactc agggaaagtg gctttctccg tgttaaattc
  2424601 agccatggct aattccggat gaccggtgtt ggcatacagc atccccagat gcgcgtgcaa
  2424661 gccagggggg actggcaaac ctttagcttg tgacttctca atgttttctt tcagtgccgc
  2424721 aatttgctgc tcaggcgttt cattcgattt gtaatattca taaatcgttg actgataatt
  2424781 atcccaatta taaataggct taggtgcagt cacgcagccc gctaaaacgg cgacggccag
  2424841 caacaacgat attttcttca ataatttcat cttgcagtat ccatactcat taaggtttat
  2424901 tgcgcgggtt gccatgcacc agattcaata cctgcgacca agttgttcac ggcttcacga
  2424961 attgctaaat ccagcacttt gccattcagc gtcgaatcgt aactggcagt accaccaaaa
  2425021 ccgatcactt cacggttaga cagttcgtac tcacccgccc cctgtgaaga gaacaccact
  2425081 tcggaggtat taacattaac gatattcaga ttgaccttgg cataagccac ctgagattta
  2425141 ccacgaccca aaatgcccca cagttgacga tccccggttt ctttgcggcc aaactcagtc
  2425201 acgtcacccg tcaccacgta ggtggcacct tttagtcgct ggcttttccc tgaaatagcg
  2425261 gcttcgtttt taagttcttc catattggta cgctctaaca cgttaaagcg ccccgtttgt
  2425321 tgcaaatgtg tcaccagaat ggttttggat tgattcccca agcggtctac cccatcggag
  2425381 aacaacccac tcatatagct ggagcgatta tcaaacttac cgacagaaat agggctacgt
  2425441 gggccattat attgggtgcc ataagaggcg acctttgcca cttcaaggga acgtgatgat
  2425501 tcggtagcac acccacttaa taaaaaagcg gttataaaca tcgtgcttaa aaatattttt
  2425561 ctcttcataa aaaggatatt ctcaataaaa tttttaaaat tattcccggg ataaatgatg
  2425621 aataataaca attttactta agttggaata atgctccgac ttaaaaaagc aaaaaaagat
  2425681 gacgcccata actcattgaa agtgaaatta tagatatcta ttagttgcac aggccatacc
  2425741 aaaggtatag taacagatgt taattctatt ttaaaatatt tcataaaatg gttttcgata
  2425801 cttagcttaa taacaataaa ttatcttatg ggttgcgatt taaacttctc tgcttatcac
  2425861 tcatatgaaa atatacttca tataaattaa gtttatttat ttataaattt gttaattttt
  2425921 cgtgtaaaca aaacgactaa tcatggttat tgatggttat aagaatcctc ttggttgtta
  2425981 tgaagataat agcgattact acaaaagaat acggctgaaa ataaatcggg tatacgctaa
  2426041 tgccattgcc ctgttggctc actacatcat aaggtcaaga aagaagggga ttccctggca
  2426101 gataccagta caatacggat accttccgtc ctcattgcac tcacaggagt gaacaccgtg
  2426161 ttcagttacc ccgccagtta taccgttgat gaagccagtg gcgaatacca tattcattat
  2426221 cgtgacttcc ctgaattgaa ttcagtgacc tactcccttg aagatgtcga gttggaagca
  2426281 caggagggga ttaaaaacgg tgttgccgcc gagatggaag agcgccgtct gatccctgcc
  2426341 ccctcagcgc tgcagccggg tgatatcgcg gttcatgtcc ctattcttgt gcgcctaaaa
  2426401 gctgaattac acaatgctat gctcgccagt gatacccgca aagctgatat ggcccgcaag
  2426461 ctcagtttga atgccgccca aatggatcgc ctactggatg tttattacgc ttctaaagta
  2426521 gaagcactgg aacaggccct ttatttattg ggttttgagg ctgacgttac cgtgcggaaa
  2426581 atcgtctgat tgacttactg acgatgctct ccgccgctgg cccccagtca tcaacctcaa
  2426641 cctcggagcg catcaacgcc ctttgtcatc tccgatcctg ggatcatttt ccaggcatca
  2426701 ttctgcgcaa agtatcatcg cggcgaatat agtgatgata cagtgccgca acaccgtgta
  2426761 tcccaatcac gaaatagcct aaattggcaa tgaacacatg ggtttgctta agataatccc
  2426821 gcacgtcagt gttaggcgtg agccactgcg gtacttgcca gcccagcagt aaccaagttc
  2426881 ttccaccata agcctgagtc aaaaacccga gaatcggcag tgataggaac atcagataca
  2426941 acccccaatg cgaaatacgg acacccaata actgccaatg aggcaacggt ggcgaaatgg
  2427001 ctggcgtcgg gtttctctgc cgcagccaaa gccgcactaa cattaatagc cagacagaaa
  2427061 taccaaaatt aaaatgcagg tttctcacga atgttcgctc ttcatcgggc accgtatcgc
  2427121 tgagcaacat ggccaaatag gtcaagatga tcatcaataa agttaaccaa tgcagaacta
  2427181 tttggggtaa agagtagcga tttttcataa ccatgctccg ttgacggcat aagaataatt
  2427241 taatcaatat gacgcaaatc gatgaaaaca acatgaagaa catggcaata atagcgcaca
  2427301 gagcgatttg ctattatggc gatagagttg cattttggtg atagagttgc attttagtga
  2427361 tagagctgca ttttggtgat agagctgcat tttggcaaaa cacctaagcg ccttaccaaa
  2427421 atgtaagtta ctggctaatc gactttgttt gattaggcca tttcattggg ggaagatttg
  2427481 cccggtttca gtaaaccatc agcacgaaac atgctcttaa tcccacgtac cgcctgacga
  2427541 atacggtcct gattttcaat taaggcaaaa cgcacatgcg tgtcaccgta gtcaccaaag
  2427601 ccaatccccg gcgagacaca caccttcgcc tctgccagca agcgtttagc gaactccagt
  2427661 gaacctaaat gtgcataagg ctctgggatt tttgcccaga catacattga ggctttggga
  2427721 ttatcaacca tccagccggc ctcatgtagc ccacgcacta aggcattacg tcgctggcgg
  2427781 tattgctcag caatatcacg gacacattgc tgatcgcctt ccaatgctgc aatcgcggct
  2427841 acctgtaatg gcgtgaacgt gccgtaatcg tgataactct taattcgggc cagggcactg
  2427901 accaattcag gattgccgac cataaaacca atccgccaac cagccatatt gtaacttttg
  2427961 gatagcgtga agaattctac cgcaatatcc ttcgcgcccg gcacctgcat aattgacggc
  2428021 gctttccagc catcataaac gatgtctgca taagccagat catgcaccac cagcacatcg
  2428081 tattgcttcg ccagcgcgac gactcgctca aaaaaatcca actcaacaca ttgcgctgtt
  2428141 gggttggatg gaaaaccgag gatcatcatt ttgggtttag gaatggtttc acggatagcg
  2428201 cgttccagct cgccaaaaaa atcaatgcct tcggtcaacg gcactgaacg cacttgcgca
  2428261 ccggcgatca cggcaccata aatgtgaatc gggtagctgg ggtttggcac cagtaccgta
  2428321 tccccgtgat ccagcgttgc cagcatcagg tgagccagcc cttctttaga gccgatagtg
  2428381 acgatagctt cattttcggg atcgatatcc acctgatagc gatcggcata ccaacgggaa
  2428441 atcgctctac gcaggcacgg tattccccgc gaagttgaat aaccgtgagt atcttcacgt
  2428501 tgcgcgacac tgcacatttt ctcaacgata tgcggcggtg tcgggccgtc aggattgccc
  2428561 atactgaagt caataatatc ttcgccccga cgccgggcag ccatctttag ctcagaagta
  2428621 atattaaaaa catacggggg gagacgatca atacgggtaa aacgacgttt agcaggtaat
  2428681 tcagccataa attcctcgag gatacgttag cgcccggacc gtccgagcga cgctgaccat
  2428741 cagatggtct gtttatgaac atatcctagc gctgaataag tgtcgagtga ttgataacaa
  2428801 attttttacg tcttaaaaaa gaggaaattt cagcctaacc tcatcccttt attcttctct
  2428861 attttgactg aataatattc acgttaacat aacaaaaaat atacaaataa cctgttaagt
  2428921 cccaacccct acagctctcg gagaatcaat attatggctt cattacacat agacgatatc
  2428981 cctgcggcca ttaaagcggt caaacaacaa ttacgccagg cgctccctga ctatcaacaa
  2429041 gtctttcaag ccgttgaaga gaatatccgc cagcaagtca tggagatccg tcgtaatctg
  2429101 gccgaaggta aaaacccggt cccacaactc catgccgatg atattatcaa cggtaaggtg
  2429161 actgaagaac aaaaagcgca aataaaacaa cgcggctgtt gtgccattct cggggtattt
  2429221 ccgcaggaaa aagccaccgc atggaaccgt gaaattggcg actatctgga tcgtaacaac
  2429281 tttgtcgaac gcttgaaaaa tgcggccgaa gacaattatt ttggcacgct ggcggccagt
  2429341 aaacctcaga tttatggcat ttactggtca acgccacagg tcgaagcccg tcaggataag
  2429401 cgcatgcagg cagtgcaaat attcttaaat aacctgtggc aaaccgaaag caacggtaag
  2429461 caacattttg atgctaaccg tgtcgtcacc tatgctgacc gcacacgccg ccgcccacca
  2429521 aaatcctctt cactcggcct ctctcctcat gtggatggcg gttcgattga acgctggctg
  2429581 gatgagaatt tccgccatgt ttaccgccat gtgttctccg gtcaatggca aaaatatgat
  2429641 cctttcgccg ctgagggccg cccggaagtc cgtgaattcc cctcaccggc ggtgtgttcg
  2429701 atgttccgca ccttccaggg atggaccgca ctgaccccac agcggaccca tgccggaacc
  2429761 ttaaatgtta ttccgattgc taatgcaatg gcttacatat tactgcgggc cttacaggac
  2429821 gatgtcgctg acgacgattt gtgtggcgct gcacccggcc gtgcgttatc agcttctgaa
  2429881 cagtggcatc ctcttttaat ggaagctatt tcccctattc cagatttaga ggcgggtgat
  2429941 acggtctttt ggcactgtga tgtgatccat tcagtagaga atgaacataa tggtgagttt
  2430001 gatagtaacg tgatgtatat cgctgcagcg ccgtggtgtg aaaaaaatgc ggcctatttg
  2430061 ccccgccagt tagccagctt tattgatggc cgttcaccac cagactttgc cgcggatgat
  2430121 ttcgaggtgg actttattgg cagagccacc atcaaaaacc tcactgagat aggtaaacag
  2430181 cagttgggca taacagacta gccttcttcc gcatcatatc tgccggaact tatcctcccg
  2430241 gcagatattc ttctgcgccc acgataaaga caattcggtt agcttgacaa ctcatacccc
  2430301 aatttttggc gtaaataggc accagccccc agtaaaccgg gttgtggatg agtaatcata
  2430361 tacaccggaa tatcttgtaa gaaatcttta aaacggcctt tatcttcaaa cgcagcgcga
  2430421 aaaccagagg ctttaaagaa ctccataaag cgcggcacga tgccccccgc aatataaacg
  2430481 ccaccaaacg tactgaggtt aagggctaaa ttgcccccaa agcggcccat aattacgcaa
  2430541 aatagtgata atgcccggcg acaatcggta cagctatccg ccagcgcccg tgcggtaata
  2430601 tctttcggtg ccagtttctc tggtaggcgc gcatcagaaa tcacaattgc ccgatataaa
  2430661 ttgactaagc ccggcccaga tagcacccgc tcagcggaaa catgccccaa ctcctggcgc
  2430721 aatacggcca gaatctggtc ttcttcttca ctattaggcg cgaaatcaac atgcccgccc
  2430781 tctcccgcta aactaatcca acggcgatca acattcacta aatgtgctac ccccagccca
  2430841 gtacctgcgc catacactgc caccggtttg ccaggctgtg gctgtgtgcc accaaattgc
  2430901 agaacatctt gggcaggtaa cacggggata gccatggaga ctgcggtgaa gtcattgatc
  2430961 acttccaaat ggtccagacc cagattctgt tgcatggcgg caatagaaaa tgcccaagta
  2431021 tgattggtca ttgcgaccca atccccggta atcgggcagg caatcgcgat acaagcatcg
  2431081 gtgaccttgg cttgatgctc tgatagatat tgtttgatta catcctctaa actttcatat
  2431141 tccaaccctg aatatgtctt tgcttgcaat atctcgcccg ttgcaacagc gcaaagcgcc
  2431201 aaccgggcat tcgtaccgcc aacgtcaccc accagggcat aagtcgtcat caaaatctct
  2431261 ccattgcaag atgcttaacg tcaattatgc ccactgtaaa atcacgccag aaaaacaaca
  2431321 atctcaatac agtaaaccac tttgttttgt gactgacatc tcataaaaac gtttcagccg
  2431381 taatcaatca acacgattga gcagagtaaa aataggcgta aataaaaaat ttagcgtgaa
  2431441 ccacgccgat tttctgaggc gggtttcaat tcagttgcct ggcgggagcg aataatccgc
  2431501 atccgcaaac tgtcatacag ccagttataa aacatcgtat agggcaggaa gaacaggaag
  2431561 aaaccgatct cgagcactaa cgcctgccat attgagatcc ctaacgcaaa ggcagcaacg
  2431621 ggtaagccca tcagaataaa gccaccttca aatcccagcg cgtggaatac ccgtatcttg
  2431681 agcgttctta tcacccgact gacgggccaa aaatagtcaa acaggctgtt gtaaacaatg
  2431741 ttccacaaca ttgcgattga cgagagaagc accgccagtg tccccatttg taatattgaa
  2431801 cgatctaata gccatgcccc gaccggcgca caaatagcga cggcaatcac ctcaaaacca
  2431861 attgcatgga tgacccgttc aaccaaagat ctgtgatgga cttgcataaa acacctactt
  2431921 aaataagtta atagcacatt gttgcaggtg attatcatcg ctttttaaga tagattaaaa
  2431981 atagaatcca tcgataaagt agatacatca tgcattattc ccctgaggca ttgattgctt
  2432041 ttgttgaagc cgcggccctt ggatctttct cagccgccgc ccgtaagctg cgtaaaagcc
  2432101 aatcaaccat cagcactgct atcgccaatc tggaagcgga ccttggctta accctatttg
  2432161 accgacaagc ccgtcagcca gtgttaaccg atcacggtcg ccgtgtgttg gctcacgtac
  2432221 aagagatttt ggccgccagt gagcgcctga ctgatttatc tattcgtctg gcgggtcaag
  2432281 ttgagacgcg attaacattc gttctatctg atacctatta tcagccagca catcatgaaa
  2432341 atctgctacg ccgctttgag cagcgctacc ctgatgtcga attcgaatgt ctggttgccg
  2432401 aagatgaaga tgtcattgac ctcttgcaac tcaaacgcgc ccatatcggt gtagtggaaa
  2432461 tgcaagaacg ctatcccccg gatattgcgg ccactcggct ggccgcacag actgaaatgg
  2432521 cggtgtttgt gctacgcggt catcctctga ccagacttcc tcacctgcaa aatgagcaac
  2432581 tggccaccac acgtcagctg tgtctgaaca cctataaccg cactgatcat aatcaatctc
  2432641 aaggtttgac atggtccgcc cccagctatt tgatgttgct agagatggct gagcaaggct
  2432701 ttggctgggc gatcttaccc cgttggctgg tagaacaatt cgggcgtgaa aaactggtga
  2432761 ctttgccggt gcaaggctgg ccaaaaatga tctccattga tgcggtttgg tcgaaaaaaa
  2432821 gcccaccggg gcctgctggc tattggctat tagatcaatt aacggaaggc actaactcac
  2432881 cacactgatg acgataacgc gctgattagc attgtgatcg ccacaactta cacaaccgat
  2432941 gaaaacgcat acactacaat agcgcttatt tttattattg ctgctatcgc taatgccgtt
  2433001 cgctatcact aatagaggcc atcatggttt atcaagcaag ttcctctcgc tatcaggaga
  2433061 tggagtatca tcgttgtggt cacagtgggt taaagctccc ggccatttct ctcggtcttt
  2433121 ggcataactt tggtgacagc acacggtatg aaaatagccg tagcctgatt caccgagcgt
  2433181 ttgatcatgg catcacccac tttgatttag ctaataatta tgggcctccc cccggctccg
  2433241 cagagctgaa ttttggccgc atcctacagc aagacctgcg cccttatcgt gatgaactga
  2433301 ttatcgcctc caaagccggc tataccatgt ggcccggccc ttacggtgac tgggggtcga
  2433361 agaaatatct ggttgccagt atcaatcaaa gcctgcaacg catggggttg gattatgtcg
  2433421 atatcttcta tcaccaccgt cctgatccca atacgccgct ggaagaaacc atggcagcat
  2433481 tggacctact ggtgcgtcag ggcaaagcgc tgtatatcgg tttgtccaat tatcctgcag
  2433541 atcaagcaca gcttgcctgt gaaattttgc gtgcactcgg taccccctgc ctgattcatc
  2433601 agccaaaata ttcgatgttt gaacgcggga ttgaagcagg cttacaagat acgctggatg
  2433661 aatatggtgt cggctctatt gccttttctc cgttggctgg cggtttatta actgatcgct
  2433721 atctggcggg tatcccagaa gactcacgtg cagccagtga cagtaaattc cttagccctg
  2433781 aacaactcac ccctgaaaaa ctggtcaaaa tacgccaatt gaatgagttg gccctcgatc
  2433841 gtggacaaaa attatcacag atgtctttag cctgggtgtt gcgtggcggg agagtcacat
  2433901 cggcactgat tggtgccagc aaagtcagcc agattgatga tgctatcggc atgttagcca
  2433961 atacaaactt cagtgataaa gaaatcaacg ctatcgaaca tattttagcc tagacacttt
  2434021 cctatcaagc ttatcgctag ggcacttcag gtgccctctg actgctggct atcgcccata
  2434081 cagataaatc ttaaaacttt attttacagc tttatccgaa cgtcaatctt caatgcactg
  2434141 tttaagatga cctcatgcca ataaggccga gcaaggataa gagatgttaa atacgggtgt
  2434201 ttttaaacca acaatattaa aaccaatgat gttaaaaccg ttattattgg tcacgatact
  2434261 cgcctggtta ccgttaaccc cgatggcgaa tgcggaaagc attgaattgt tacccagtat
  2434321 ttctttgcaa attggtgaac aagatcgtcg tggtaattat tgggatggct atgattggcg
  2434381 cgatcgccaa tggtggctga accatcaagg acgaaattta ggtgaacgta accgcaatgg
  2434441 gcattactgg gatggccgcc gctggcaaga caggggatgg tggaagaaaa attattacta
  2434501 ccgtgaaggc cgttactgga aatacgacaa gcatggcaat aagcatggtc aaaaacatca
  2434561 caacaagaaa gggcgaggtc atcgtcatga tgactaaata gacattgtca tcgctcaata
  2434621 aagcctgtca ggcgggtttt catggaatta ttatcggatc gacacgcctg acaacgttca
  2434681 ttattaagtc taaagcaggc taatcagtaa ataggcattt aacccaacca cgatcagaac
  2434741 caccaattta cctaaaatct gggtggtttt tgtatcaacc agctccccca tcaactcttt
  2434801 attaccggtg aaaaccaata atggcaccag tgccagtgca ataccaaaac tcagtaaaac
  2434861 ctgactcatc accaatatct gtgtcgcatc catcccagct aaaataacaa taaaagaagg
  2434921 caacatagtg actatacggc gcacccacat tggaatataa aaccgcacaa aaccctgcat
  2434981 gaccacttgc cccgccagcg tacccacgac cgttgatgaa agcccggcgg cgattaagct
  2435041 caaaccaaaa acagtggccg cagcattacc caacagcggc tgcaaggtta tataagcctc
  2435101 ttcgatttca gcaatgttct cataaccatt gaaatgaaaa gccgcagcgg cggttgccat
  2435161 catcgccaaa ttaacaaagc ccgcaatcgt catggcaatc gctacatcaa acttggtcga
  2435221 ggcatagcgc tcagttttag actcttcccc cccggtttgt gttaatgctg aatgcaggta
  2435281 aatcacatgc ggcataatag tcgcccccaa cacccccgca gctaaaaata cggcgttacc
  2435341 atcaggtaaa tttgggatca gcatcccacg gccaagagcc gcaatatctg gctgagagaa
  2435401 gatcagttca acaatataag ccgcggcgac aaacaatagc agcccaccaa tcaccaattc
  2435461 gagaggcttt tgccccctat tttgcaacat aagaataaga aaggtggcaa taccggtcag
  2435521 caccgcccct tgcagtagcg tcacaccaaa cagcaattta aagccaatag ccgccccgat
  2435581 aaactcagcc aaatcggtcg ccatcacgat aatttcggct tgcacccagt aggcccatac
  2435641 cactggacga gggaaacggt cccggatatg ctcagccaaa tttttaccgg tagcgatacc
  2435701 cagcttggcg gacagcaact ggactaacat cgccatgacg ttggcccaca cgacaaccca
  2435761 tagcaaggta tagccaaacg tggcccccgc ctgaatatta gttgcgaaat tgccgggatc
  2435821 aatataagca atggcagcaa taaaagcagg ccccatcaag gagagtttaa tcttccttaa
  2435881 tgggcgacga gatgtatcga cagcacggcc attaagcatg tcagacttac ccccttggaa
  2435941 agtgcacggt tattatttac ccctactatc ttttaaatga gaataattat caagcgcatt
  2436001 tgtgataatg gaattatctt ttttgttagt agatgccgaa tgaatggcgg gactgaataa
  2436061 cttgccgctc gtgatcgtta ctgactgatt ttatgaagaa ttatgttaat tgccacatcg
  2436121 ctattttcag aacggatgat tagaatcatt tataactacc atcatttata actacaatca
  2436181 tttataaatt acatgggtat actacttacc atacagatta ttaacataat tttttatgtg
  2436241 atcaagccca ctaatttgtt tgcatttatg aaagtgaatt tttatatttg tggttcacat
  2436301 ctctttttta atgtagccgt tacataaaat gaccaccaaa atctcgcctg cctcaaattt
  2436361 ggagcacata tgtcccatat tctacagttt gcgttagccc tcgttgtggt agctatactg
  2436421 gctttggcaa tctgtaaaga tcgtaaaagc atccgtattc gatttgttat tcaattgttg
  2436481 gttatagaag tgttgctggc atacttcttc ctccattcgg aagctggact gggttttgtg
  2436541 aaaggattcg cagggttttt cgacacattg ctaggatttg cagccgccgg taccgatttt
  2436601 gtctttaatg atatgggtga taaaggtctc gcgttcttct tcctaagagt gttgtgtcct
  2436661 attgtcttta tttctgcatt aatcggtatt ttgcaataca tcaaagtttt gccgatcgtc
  2436721 attcgtctga tcggtacatt actgtccaaa gttaacggta tgggcaaact ggaatcattc
  2436781 aacgccgtca gttcactgat tctcggacaa tctgaaaact ttattgccta taaagatatt
  2436841 ttgggcaaga tgtctgaaaa acgcatgtac accatggcgg caacagcaat gtcgaccgtt
  2436901 tccatgtcga ttgttggcgc ttatatgtcc atgctggatg cgaaatttgt ggtcgccgcc
  2436961 ttggtactca acatgttcag tacctttatc gtgttgtcat tgatcaaccc gtacaaagtg
  2437021 ggcgaagaac aagatttgca actgagtaat ctgcatgaag gccaaagctt ctttgaaatg
  2437081 ctgggagaat atattctggc tggtttcaaa gtagccatta tcgttgctgc aatgttgatt
  2437141 ggtttcatcg cgttgattgc tgcggtgaat gctctattca ccttactgtt cggtattagc
  2437201 ttccaaggaa ttttgggtta tgtgttcttc ccgtttgctt gggtgatggg tatccctgcc
  2437261 catgaggcct tacaggtcgg gagtatcatg gcaaccaaac tggtttctaa cgaattcgtg
  2437321 gcaatgatgg atttgcagaa agtcgcttct caactttcac cacgcagtgt gggtatcctg
  2437381 tccgtgttct tggtttcatt cgctaacttc tcttctatcg gtatcgtcgc cggtgcgatt
  2437441 aaaggcctga atgagcatca aggtaatgtg gtttcccgtt ttggtctgaa gctgttgtat
  2437501 ggctccacgt tggtcagtgt gctgtctgct tctatcgcgg gcttggtgct ctaagtcccc
  2437561 attaacgatc gcttaacgag gcgctacggc accttttttg tatctataat tcagcatcaa
  2437621 attatttttc cgagtgatta tcctcggggg cgaaaggtta ggatatttgg gtcggtaacc
  2437681 tgaaagtcag gattggagtc atgaggcagt gaatagggaa taagtagaag cggaataaat
  2437741 gagattgatg ggattaataa tggtgggccg tgcgggatga ctcggcctct ggcctcgccc
  2437801 ttcgggtcaa cgctgacgcg ttgctgtctc gcttcgctcg gctcgaacct gaacgcagga
  2437861 tctcacccac acgacatgtg tagtatgcga tttttgagtt tgtggggagt tttcgaggta
  2437921 ctagatataa tggtgggtcg tgcgggattc gaacctgcga ccaattgatt aaaagtcaac
  2437981 tgctctacca actgagctaa cgacccatta tatagattta ttcaacattt aagtgctaat
  2438041 catgcgggat tactcatcct acggactcgc ccttcgggtc aacgctagcg cgttgctgtc
  2438101 tcgctttgct cggctcgaac ctttaaccaa ttgattaaaa gtaaactgtt ttactaactg
  2438161 agctaacgac ccattatata aatataagct gataggtaaa agaagtggtg ggcgatacca
  2438221 gattcgaact gatgaccccc tccgtgtaaa ggagatgctc taccaactga gctaatcgcc
  2438281 ctcatctatc tcattctact gcacaacaca tcgagtttgg tgggcgatac cagattcgaa
  2438341 ctgatgaccc cctccgtgta aaggagatgc tctaccaact gagctaatcg ccccgccgtg
  2438401 ttgatggagt cgcattatag ggatagttcg aagtgagtca acggttttta aaacgaaaac
  2438461 aaccgttcgc cgcaaattta aacaggatgc gagatttatc accgtcactg acgtctcttt
  2438521 agccatatat gtcagtaatc atcaattgca ggttggtaac gtcgttgagg aattaccaca
  2438581 cagtggtaga atgtcgccta ctttttagaa tttcgaacaa ctgtcagcct ctgcgggcag
  2438641 gcgtagcgta ataaggcatc aatcccaatg aaaatcaaaa cccgttttgc acctagtcct
  2438701 accggctatc tccacgtggg tggcgcgcgt actgcgctct actcctggct attcagccgc
  2438761 catttaggtg gcgaatttgt gctgcgtatt gaagacaccg atcttggacg ctctacacag
  2438821 gaagctatcg atgccattat ggacggtatg aactggctga atctggattg ggatgaaggc
  2438881 ccgtatttcc aaaccaagcg ttttgatcgc tataacgccg ttattgacca aatgcttgat
  2438941 gccggtacag cttatcgctg ctattgctct aaagaacgcc tggaagcatt gcgtgaagct
  2439001 caaatggcta acggagaaaa gccccgctac gatggtcact gccgtgacag ccaatgtact
  2439061 catggcgctg atgagccgtc agtggtgcgt ttccgtaacc cgcaggaagg ctctgttatt
  2439121 tttgatgata aaattcgcgg gccaatcgaa ttcagcaatc aggaactgga tgacttgatc
  2439181 atccgcagaa ccgatggttc cccaacctat aatttctgcg tggtgattga tgactgggat
  2439241 atggagatca cccatgttat ccgtggtgaa gaccatatta acaacacacc tcgccagatt
  2439301 aatattctaa aagcattagg tgcaccagta cctgagtatg ctcacgtctc aatgattttg
  2439361 ggcgatgatg gcaaaaagct gtctaaacgc cacggggctg ttggcgtcat gcaataccgt
  2439421 gatgacgggt acttaccaga agcgttgttg aactatttag tccgtttagg gtggtcccat
  2439481 ggcgaccaag agattttctc tattgaagag atgacccagt tatttaccct ggatgccgtc
  2439541 agtaaatcag ccagtgcctt taataccgaa aaacttcagt ggctgaatca tcactatatc
  2439601 aatagcctgc cacctgaaca ggttgccgta cacctttcat ggcatgttga acaactgggt
  2439661 attgatacac gtaatggccc tgaactcgtt gagatagtaa aactgctggg cgaacgttgt
  2439721 aaaacactga aagaaatggc ggagtcctgc cgttacttct atgaagagtt tgacgcattt
  2439781 gatgtagatg ccgctaagaa gcacctgcgc cccattgccc gccagccttt ggaagccgtt
  2439841 aaagttaaac tcgccgccat caccgaatgg accacagaga acgtccacaa cgccattcag
  2439901 ggcaccgcgg atgagttagg tgtcggtatg ggtaaagtgg gtatgccact gcgtgttgcc
  2439961 gtgacaggcg ttggtcaatc acccggcatg gatgtgactg ttcatgctat cggtcaagcg
  2440021 cgcacgctgg cacgtattga taaagctctg gcctttatca gcgaacgcga agctcaacag
  2440081 taaaatttat cattttccgt gttatcaggc ggccactctg gtcgcctttt ttgtgcccag
  2440141 aaaaccccca gctaggctgg gggttcagta aagctttcag ctttgggtca gttataaaaa
  2440201 ccccttttga tttgttaaaa cagtttgcgg tctggcaact gcaaatgttc aacaagaaat
  2440261 caaaaggggg tcccaatgag ggatgaaaag agcttagcgc acacccgatg gaactgtaaa
  2440321 tatcatatag tttttgcgcc gaagtaccga aggcaggtgt tctacaggga aaaacgcaga
  2440381 gcgattggca gtattttaag aaaactgtgc gaatggaaaa acgtgaatat cctggaagca
  2440441 gaatgctgtg tggatcacat ccatatgctt ctggagatcc cgcccaagat gagtgtctcg
  2440501 ggatttatgg ggtacctgaa gggaaagagc agtctgatgc tttatgagca gtttggcgat
  2440561 ttgaagttca aataccgtaa cagggagttt tggtgtcgag ggtattacgt tgatacggta
  2440621 gggaaaaaca cggccaggat acaagaatac ataaagcacc aattggaaga ggataaaatg
  2440681 ggtgagcaac tctcgatccc gtatcccggt agcccgttta cgggccgtaa gtaatccata
  2440741 gatgcaaatg tcagatcgcg atgcgcctgt tagggcgcgg ctggtaacag agccttatag
  2440801 gcgcatatga aaaacctccg gctatgccgg aggatattta ttatatttga taacagcagc
  2440861 ggtgtgacaa caaatttgtg aacatcattc cacttattat gttatttgca ggctgatttg
  2440921 gccgcttttt cagcgcttaa cacgagaaat cgatttagcc gttgacacag tttcgggggt
  2440981 ctcatatcat gcgccccgtt cacacgattt attatgtgcg cattggggct atagctcagc
  2441041 tgggagagcg cttgcatggc atgcaagagg tcgacggttc gatcccgtct agctccacca
  2441101 ccctttaaaa gaccggcctt tggccggttt tttgcttttc agttccgacg aggcctgttc
  2441161 ctcgttacct catcgataaa cgtaaaaccg aacagctaaa atagaccgtg aaaattaatc
  2441221 ggtcctctat gccattatcg attactgcta tcctgtcttc atactgatga tcttaattac
  2441281 catgaggatt gatgatggtt ccacatcaac aaattattca gtggttacga actgatcctt
  2441341 atcgtatgca ggcactgtat acggctcgtg agctaggatt aaaccagtgg tgcctggcgg
  2441401 caggttttgt ccgtaatctg gtatgggatc aattgcatgg atatctttcc ccaacaccgc
  2441461 tgaatgatat tgatttagtc tatttcgata agaaagatat cagtgagcag catgacttac
  2441521 agctagaggc gctattgctt aataagcaca tgcctcataa acaaactgtt cataaacaaa
  2441581 tggttcataa acaaacggct caaaaaaaca gattcccttg gtctgtgaaa aaccaggcga
  2441641 ggatgcatct acatagcggc cgcctgccgt ataccagcac tgaagatgcc atcagctatt
  2441701 gggttgaaat cgaaaccgct attggtgcca gactcacaga tgagggcgaa atcgaactaa
  2441761 ttgcccctct tggtttagcc gcgctttttg ccctaacggt cacactaaat ccaaaaaacg
  2441821 gcgaactagc gacctttgat caacgggtca acagcaaaag ttggctacag cattggccaa
  2441881 atttacatgt agtcgcttag ccatcctcaa aacagccaaa tgataagatt gtgtaagtga
  2441941 taagatagtg taaaagtcac ttcaaatgct aaaggttaat atctgtccgt cgataagcat
  2442001 tattccactc ctgtatttct gaggaataat aatgtcgaat acaatttcta cctcatcagt
  2442061 ttcagtcacc agcagtagca cgagtgacag cgcttctgag agcagtacag cggcaaaaat
  2442121 caagtccctt aatcagcaga tccaaaaact gacagaacaa ttaagtgcct taaaagatac
  2442181 tgatttgagc gctgaagaat tacaaaaaca gcagcaactg attgagaccc aaattgcggt
  2442241 gctacgcgct gaaattgcca aaattcaagc cgatgatgca gataaaacca aagaaagtga
  2442301 caacaatgcg gtaagtgcac cgacggggga tggggtaaat cgcccctccg cgcagaatca
  2442361 gattaacgtt tatatctgat ggcgttttgt gccttactac gtggtggaat ggcgatggtt
  2442421 ggccgactag agatcatatt ttccgagtgg gtctttccat cgccatttgt tagccagatt
  2442481 tagccggtct tcagcggctt cactaagccg tctaatcctt ctatcttgat cgctaatgtc
  2442541 atctccatca gcatccccag tttgccctgc ggaaattcac ctttgcgcgc aaaccataat
  2442601 aggtactctt ctggcaagtc gatcaacacc cgcccttggt atttaccaaa aggcattcgg
  2442661 gtattagcaa tctcaatcaa attctctttt tccatatcgc ccccggcgtt aggattattc
  2442721 acccagcaaa cggatcattt cagcttcatc aataacttta attccgagtt cctgcgcttt
  2442781 cgccagttta gaaccagccg cctcgccagc gatcaccaga tgcgtttttt tagagacact
  2442841 gccactcact tttgcgccta atgctgtcag gcggtctttc gcttcatccc gtgaaaggat
  2442901 cgtcaatgac cccgtcagga ccaccgtttt tccagcgaag gggctatcgc tctcctcgac
  2442961 tacaatttgc tgcggctcag gccaactgac cactttctcc agttcttcga tgactttctg
  2443021 attatgttcc tcactgagga agttcatcac atgtttagcc accacctcgc cgacatccgg
  2443081 cacacttttt aacgtctcaa tatctgctgc acgcagatta tccagagtgc ggaagtgagc
  2443141 ggctaaattt gcggccgtcg cttcgcccac ttcgcggatc cccaaggcat acaagaagcg
  2443201 tgcaaaggtg gtctgtttgg ccttctccag cgccgcaatc agattttgcg cagactttgg
  2443261 ccccatccga tctaaccccg tcaacttacc tgcggtcagt tggaataaat cagctggatt
  2443321 ttcaacatac tgtttctcga ccagttgttc gataatttta tcgcccatac cgtctacatc
  2443381 cagtgctcgc cgggagacaa aatgtttaag tgcctcttta cgctgtgcag cacagaacaa
  2443441 gccgccagtg cagcgggcaa cagcctcccc ttccacccgt tcaatatcgg agccacacac
  2443501 tgggcattgg cttgggaaag tgatctcctt cgtatcatca gggcgttgtt ccatgaccac
  2443561 accaacaact tgtgggatca catcacccgc acggcgcaca atgaccgtat cgccaatacg
  2443621 caaaccaagg cgttcgattt catcggcatt gtgcaatgtc gcattactga caatcacgcc
  2443681 agccacctga accggctcca gacgggctac gggagtaatg gcaccggtac gacccacttg
  2443741 aaattccact tcacggacct gtgtgatctg ttcctgcgcc gggaatttaa atgccgtcgc
  2443801 ccagcgaggg gcacgcgcaa caaaccccaa ttgctcctgc aaagcaagat catcaacttt
  2443861 gatcaccaca ccatcaatat caaagcccaa gcctgcgcgg tcttgctcta tttgacgata
  2443921 aaaagcaata acctgatcac tgccagtgca gagtttcacc cgctcactca cgggtaaccc
  2443981 ccatgcctta aattgcatca gacactgaat atggctacgg ggtagctcgc cgccatccag
  2444041 cagaccgaca ccatagcaga agaaggtgag tggccgtttg gctgtaatac ggggatcaag
  2444101 ttggcgtaac gatcccgccg ccgcattccg tgggttggca aagaccttcc ctcctttgcg
  2444161 acgagcctct tcgttaagct gttcaaaacc ggcttgtggc ataaaaacct cgccacggac
  2444221 ttctacgcgc cgcgggacat tatccccatg taggcgcagt ggaatggcac gaatagtacg
  2444281 cacattagcg gtaatatttt ctcccgtagt gccatcacca cgtgtcgcgg ctctcaccaa
  2444341 ttcaccattt tcatacaata aactgaccgc cagaccatct agcttcagtt cacaacaaaa
  2444401 tgtcagtggt tctgccgttt taagccggtc atgtacccgt ttatcgaagg ccagataact
  2444461 ttcttcatca aacacattat caagagacag catcggtact tcgtgcttca cctgttcaaa
  2444521 ggcatcaaga ggcgcggcac caacccgttg cgtcggtgag tcattagtca ccagttcagg
  2444581 atgttgtgct tctaaatcac gcagttgttg catcatacgg tcgtattcag catcagggat
  2444641 ttcgggggca tccagcacat ggtattgatg ttcatgatgg cgcaatgaag ttcttagttg
  2444701 attaatttgt tggattatcg attccatagc tcatcaccaa agataaaaaa cccccggcat
  2444761 gcgggggttc gggttaattc gatttattac gaggcaatcg ctttataaaa aagattatca
  2444821 agcaattgta ttcgcatcca gcacttcacg gatacgcgcc ttatatgatt ccaatttctg
  2444881 cggggtcatc atgcggcgtt catcatctaa caccacacca ccgacatcgt cggcaatacg
  2444941 ttgggctgat tgcagcatta acttaaagtt ctgattcgca tcgccgtatg acggtaccat
  2445001 cataaacatt gaaacaccgg gcgttgaaaa atcagacatg gtgtcagggt caaacgaacc
  2445061 tggttttacc atattcgcca gactgaataa gaccggtccg ctgcctgcag ggctaagatg
  2445121 acgatggaaa atacccatct cgccgaactg gaaaccagat tgaagaacac tttgcagtag
  2445181 tacctcacca ccgatcacac caccgtgatg cgctgcgacg tgcagcacca aaacagtttc
  2445241 ttttagcttt tgtggtttcg cttcgggtgc tggagcgacg ggctcttgct gagattccac
  2445301 atgctgttgt ggagccacct gatgtgcagg tttttccaca tgcggtggct ctgcgtgttg
  2445361 cggctgtgaa taagattcat cagccttgcc aagcaaagga tcacgcgata agtcatgcgg
  2445421 tggttgttca gcagatagcc cacccaaaag cgggtcgtca taatctgttt gtactgaagc
  2445481 aaaaggcgcc tgacgagatg ctgtcttaac ctgagccgat tttgtttcag catgctgaat
  2445541 aaccggcact tcatcgtcat catcgtcaag atgattaaat gaaggcttct cttgtgggtg
  2445601 agacgtgcgg acgcgcactt ctcctacccc ttcatcgaga ctctcgatcg gggtttcaac
  2445661 acgttcttgt tttgtacgtt taactgggcg atcgcgaaaa agtgaagagc gctctttacg
  2445721 gctggtccac aaaccatgca ataacaacgc tattatggcg atcgcgccaa caacgattaa
  2445781 tatcagacgc aaatcctgca tcattactat ctctgttgtt ccaatacatt gccaccgcgg
  2445841 caaacattca ccctttaact ctatttccca acgaacacaa gtgcaagtcc gtgctcaatt
  2445901 ttcttcgaag aaagatgatt atgctaggtg tttcgcttaa tttttgcaca aaatgcgact
  2445961 atgcagtggg aaatcatacc gatatgatac accggtcaat aagattatag tgaacggaat
  2446021 ggtatgacct acgtaaaaaa ggcggtaata aagtgagtgg tttctcttat tttgctcaag
  2446081 gatggcgact aatctctcgc cctggcatcc ggcgattcgt tattttacct ttattggtga
  2446141 atattctact gatgggcggg gctttttggt ggttattcaa tcggataggt gattgggttc
  2446201 cacagctaat gagctatatt cccagttggc tgcaatggct aagctacttg ctgtggccat
  2446261 tgatggtgat ttcactactg ctggtattca gttatctgtt cagtactctc gccaatatta
  2446321 ttgcggcacc gtttaatggc ttgctggctg aacagttgga agccagtttg accggaaagc
  2446381 ccctacccga tacagggagc tgggggatcg tcaaagattt accccgtatc atggcgcgag
  2446441 aatggcgcaa attggcttac tacttgccac gagcgctcgt gttgttactg ctctattttg
  2446501 tccctggcgt tggccaaaca gtggcaccag tattatggtt cctgttcagt gcttggatgc
  2446561 tatcaatcca atactgtgac tatccttttg ataccataaa gtcagtttcc aacagatgcg
  2446621 cactgcgctg cgtcagaata aagtcgataa cttgcaattc ggtgctctgg tgagcttatt
  2446681 caccatgata ccgttcctca acctggtgat tatgccagtg gccgtttgtg gcgctaccgc
  2446741 catgtgggtt gatcgctatc gcagccagtt tattcagctg ccatgatcat tttcggtggg
  2446801 cgtgtctaac acgcccttgt tattgggatt aaaacttatt tcttaatgac atatcgatat
  2446861 accaattact tacttccata gccatactgt tcgcgtatga tttgaacgtt ccctacattt
  2446921 tcatagagtt aaaggacggg ctatgagcaa gatatatgaa gacaactctt taacaatcgg
  2446981 ccatacgccg ctggttcgtc tgaaccgtat cggcaacgga cgtattttgg cgaaagttga
  2447041 atcgcgtaac ccaagtttca gtgtgaagtg ccgtatcggc gccaacatga tttgggatgc
  2447101 tgaaaaacgg ggtattctga ccgcaggcaa agagctggtt gaaccaacca gcgggaatac
  2447161 aggtgttgcc ctggcatttg tcgccgctgc acgtggctat aaattaaccc ttaccatgcc
  2447221 tgaaactatg agcattgagc gccgcaagtt gctgaaagca ctgggggcaa atttggtgct
  2447281 taccgaaggt gccaaaggga tgaaaggcgc gattgccaaa gcggaagaaa ttcaagcaac
  2447341 cgatccagaa cgctacctta tcttgcaaca attcagtaac ccggctaacc ctgaaattca
  2447401 tgaaaaaacc accggccctg aaatttggga agataccgat ggtgatgtag atgtctttgt
  2447461 ctccggggta ggtaccggtg gtaccctaac cggtgtcagc cgctatatta aaaacaccca
  2447521 aggcaaagcc atcacgactg tggccgtcga acccactgac tcccccgtga ttacccaagc
  2447581 gctggccggt caagagatca aacctggtcc gcataaaatt caaggtattg gtgcgggttt
  2447641 tatccccggt aacctcgact tgagtctggt tgatcgtgta gcgctggtca ccaatgaaga
  2447701 agctatttcg atggcccgcc gtttgatgga tgaagaaggc attctggcgg gtatttcttc
  2447761 aggtgcagcc gttgctgccg ccgttaagct ttcagaagag gaaggcttta ctgacaaaac
  2447821 aattgtggtt atccttccct cctcgggtga acggtattta agtacagcat tgttcgcaga
  2447881 tttgttcaca gagcaagagc tgcaacagta gtctgggcta ccgcactaaa tgcaaaaaaa
  2447941 gcaccctttg gggtgctttt tttgtagagt acatcaaagt ttttactaca taaagattga
  2448001 ttttaccctc cgggtttagt atttaacggg taattatttt gatgcgcgaa attaatcgcg
  2448061 tttcagtcac acctaaggct gaatcgattt acctattttg cagtacaaca aaagatggca
  2448121 tgactaaacg cagattgaag acataatgca aagagagcat tatccttaga tgcgataggg
  2448181 tcgtttagat ctgtccccaa gtcagaatct aaaactgtct ttgtgagttg ccaacggtta
  2448241 aggcatagtc atgcgcaggc cctatattgt ttcgttatgc gtatcgttag taatgctaat
  2448301 tgttagcaaa actaattgtt agtaatgcgc acaccaatac aggctaaagt ttggaattta
  2448361 cactaaactt tagcctcaca acataaatcc aataagttgg ggaaacacaa tgttccagca
  2448421 agaagttact attactgctc caaacggtct acacacccgt cctgctgctc agttcgttaa
  2448481 agaagcgaaa ggctttacct ctgaaattac tgtgacctca aacggtaaaa gtgccagtgc
  2448541 caagagcctg tttaaactgc aaactttggg cctgacccaa ggtactgtag tctcgatctc
  2448601 tgctgaaggt gaagatgaga aaaaagcggt tgagcatctg gtaaaactga tggcagagct
  2448661 tgagtaatca acgcgctctt ttttagttaa caccagtcaa gagtaaggta gggttatgat
  2448721 ttcaggcatt ttagtatcac cgggtatcgc ttttggtaaa gcacttctac tgaaagaaga
  2448781 tgagattgtc atcaaccgga aaaagatctc tgctgaccaa gtggagcagg aagtcgagcg
  2448841 tttcaaagct gggcgcgcca aagcggctga acagttagaa gcgattaaga ccaaagctgg
  2448901 cgtaagccta ggcgaagaga aagctgccat cttcgaaggg catatcatgc tgttggaaga
  2448961 cgaagagctt gagcaggaaa tcatagccct catcaaagat gagcatgcct ctgctgatgc
  2449021 agccgcttat tctgtcattg aaggccaggc aaaagccctg gaagaattag atgacgaata
  2449081 cctaaaagaa cgcgctgctg acgtacgtga catcggtaaa cgcctgctga aaaatattct
  2449141 cggtctgaac attgttgatc tgagtgcgat tcaggatgaa gttattctgg ttgctaccga
  2449201 tttgacgccg tcagaaaccg cacagcttaa tttggataaa gtgttagggt tcatcaccga
  2449261 tattggtggc cgtacctctc acacctcaat tatggctcgc tctcttgaat tacctgccat
  2449321 cgttggtacc agtaatgtga ccaagcaggt caagaatgat gattacttga tcctcgatgc
  2449381 agttaacaac aaagtttatt tgaatccaac tgccgatgtg atcgagcagt taaaagcggt
  2449441 gaaaaaccag tacatcaccg aaaaaaatga actggctaaa ttgaaagacc tgccagctat
  2449501 cacccttgat ggtcatcagg ttgaagtggt tgccaacatt ggtacagtgc gtgatatcgc
  2449561 cggtgctgag cgtaatggcg ctgaaggtgt tggtctgtat cgtaccgaat tcctgttcat
  2449621 ggaccgcgac tctctgccta cagaagaaga gcagttccag gcttataaag cggtagcaga
  2449681 ggccatgggt tctcaggcag ttatcgtccg tacaatggac atcggtggtg acaaagatct
  2449741 gccgtatatg aacttgccga aagaagaaaa cccattcctg ggctggcgtg ctattcgtat
  2449801 cgctatggat cgcaaagaaa ttctgcacgc acagctgcgg gcaatcttgc gagcgtcggc
  2449861 gtttggtaag ttgcgtatca tgttcccgat gattatttcg gtcgaagaag tacgtgaact
  2449921 gaaagcagaa cttgaactgc tgaaaagcca gctacgtgaa gaaaataagg cctttgatga
  2449981 aactatcgag gtcggtgtaa tggttgaaac acctgcggcg gcggttatcg ctcgccattt
  2450041 agctaaagaa gttgacttct ttagtattgg gacaaacgat ctaactcagt atactctggc
  2450101 agtagatcgt ggcaatgagc tgatttctca tctctataat ccgatgtcgc catcggtatt
  2450161 gggcctgatc aaacaggtta ttgatgcatc tcacgctgaa ggtaagtgga ccggtatgtg
  2450221 cggtgaactt gctggcgatg aacgtgctac actgttgcta ttgggcatgg ggctggatga
  2450281 attcagcatg agtgcaattt cgatcccacg catcaagaaa attatccgta atacgaattt
  2450341 cgaagatgtg aaggtgttgg cagagcaggc actggctcag ccaacagcga aggaattgat
  2450401 ggatttggtt accacattca tcgaagagaa aacgctctgc taattccacg atactgggac
  2450461 gctgcccaat ataaatactt aggagaagat catgggtttg ttcgataaac tgaaatcatt
  2450521 ggtttcagat gataaaaaag acagcagtgt tattgagata gttgcaccgc tgtctggtga
  2450581 aatcgtcaac attgaagatg ttcctgatgt tgtttttgca gagaagatcg tgggcgatgg
  2450641 tattgctatc aagccctctg gcaataaaat ggttgctcct gttgacggca ccatcggtaa
  2450701 aattttcgag accaaccatg ctttttctat cgagtcagac agcggcattg agctgttcgt
  2450761 ccacttcggt attgatactg ttgaactgaa aggcgaaggt tttacacgta tcgctgaaga
  2450821 agggcaacgc gtcaagaaag gtgacgtggt gatcgagttc aatttggccc tgctggaaga
  2450881 aaaagccaag tctacattga caccagttgt tatctctaac atggatgaga ttaaagaact
  2450941 gattaaactt tctggtagcg tgactgtggg cgagacacct attatccgca tcaagaaata
  2451001 ggccgtatca acaaacagtt catatcgata ccgataataa atatcctccg gcatagccgg
  2451061 aggtttttca tatgcgccta taaggctctg ttaccagccg cgccctaaca ggcgcatcgc
  2451121 gatctgacat ttgcatctat ggattactta cggcccgtaa acgggctacc gggatacggg
  2451181 atcgagagtt gctcacccat tttatcctct tccaattggt gctttatgta ttcttgtatc
  2451241 ctggccgtgt ttttccctac cgtatcaacg taataccctc gacaccaaaa ctccctgtta
  2451301 cggtatttga acttcaaatc gccaaactgc tcataaagca tcagactgct ctttcccttc
  2451361 aggtacccca taaatcccga gacactcatc ttgggcggga tctccagaag catatggatg
  2451421 tgatccacac agtattctgc ttccaggata ttcacgtttt tccattcgca cagttttctt
  2451481 aaaatactgc caatcgctct gcgtttttcc ctgtagaaca cctgccttcg gtacttcggc
  2451541 gcaaaaacta tatgatattt acagttccat cgggtgtgcg ctaagctctt ttcatccctc
  2451601 attgggaccc ccttttgatt tcttgttgaa catttgcagt tgccagaccg caaactgttt
  2451661 taacaaatca aaaggggttt ttataactga cccaaagctg aaagctttac tgaaccccca
  2451721 gcctagctgg gggttttctg ggcacaaaaa aacggcgctc aagggcgccg ttttgctgcc
  2451781 ggccatgatg gtcttttagc ctttcctatc tcttatcgta gtggccttct ctcgtatcca
  2451841 ttcactacac cttattcact cagcttaccg ctcaggcctg ccaccgtggc acacgtaatg
  2451901 ttatcaccag accaccctgc tctccatttc gcgcctcaac ctgaccgcca tgagccagaa
  2451961 tcaccttatg cgtaatcgcc agccccaagc cgtatccttt gccggacatc gctgatttaa
  2452021 cacgaacaaa agggtcaaaa atactggata gtttgttttc ctcaacccct gggccttggt
  2452081 ctgcaacctg aatttgatag cgcttatcca gcgcagagag cgtcacctta acctgttggc
  2452141 cacttgctga aaaccgtagc gcattgcgga caatattttc gatagcacgc cgcatcagtt
  2452201 cagcattacc ttttacggta tactcactct gtgccgcgac ctctaactgg atttcaactc
  2452261 ccggcagttg tgcttcgtag cgggcatcat tcaccacgac tttaactaat tcctgtaagt
  2452321 caaaatactc atcatcatcg gccaggctgt gattttcagc acgcgatagc gccaataatt
  2452381 caccaatcat cttatccaac cgttcggact catgctcgat gcgctgtaat gcgttgtcta
  2452441 cgttgtcagg gttctgatgc gctaaaccga tagccaattg taaacgggct agtggagaac
  2452501 gtaattcatg agaaacgtca tgcaataatt gctcacgtgc actgaccagt gcctgtaggc
  2452561 gttcggccat cgagtcaaag tcccgcgcga cttccgtgag ttcatcatgc cgacggcgca
  2452621 tcactggaag caaccgcaca gataaatccc cctgtgctac ccgttcaaaa ccgacacgta
  2452681 attggcgcat gggccgtgtc aagttccagg ctaataacgt actgaaaaat aagcccccta
  2452741 atacccccat ccagatcatc gggataggaa cattcagtat ttcacggcga tgtttatcag
  2452801 gggcatttgc caagtttgct gcgcgtaaac cttcaatgtc gtagctgaca cggtagtttt
  2452861 ccttgtcagg tgcggtgacc caagtgacga tttcgctact gtataactta ggttcttccc
  2452921 cagagagagc cgatatatct ttttctgccg tatctgccat ctcggcaggt aagacagaaa
  2452981 aatatttttt gtccgcttct ggccaatcag ccatcatagc gtttaaggct ggctgaccgc
  2453041 cggtatgtaa tactgatgcg gctgaaacaa cctgcaaccg ggcaatctgc cgaacgaggt
  2453101 cattctctgg tggctcatgg cgatgaccat aaaaggaaaa aatcacccac aacatctgag
  2453161 tcatcaaaat aaacgtcagc caaaaaccca acaggatttt ccagaataat cttccgcgca
  2453221 taggttatct cactccgcag tgacggttat cggatgcgat agccaatgct acgtaccgtt
  2453281 tcaatattta aatgattacc cggtagggcg gcgagtttct ggcgaatatt actgatatgc
  2453341 acatcgacac tacggtcata ggcttcgcga ggccgtccta accctttatc agatagttcg
  2453401 tctttagtca ccacgcgttc aggtgaacgt agcagcagct ctaatagatt gaattccgat
  2453461 gcggtcagat caaacggttt accctgccat tcgctactgc gggtagaggg gttaagtgtc
  2453521 aatccgcctt gcgtgataat accgctatca atggaggaca aagttggctg ctcttcaaaa
  2453581 cggcgtaaaa cagcgcgtaa tcgagccacc aattcacgtg gatagcacgg tttaggcatg
  2453641 tagtcatccg cgcccatttc aagaccgatc acccgatcaa tattgtcgcc tttagccgtt
  2453701 aacataatga tcggcaaacg gcttttttta cgcacttgcc gtaatacatc aataccactc
  2453761 atatcaggca acataatgtc gaggataagc gcggtgtaat cgccggacaa ggctccatca
  2453821 atgcccgctt tgccggtcaa tacatgtttg gcagtaaacc cctctccgcc caaatattcc
  2453881 ttcaacatcg tgcccagttc aagatcatca tcgactaaca aaattttcat ttttaactcc
  2453941 cctacctgat tccagctatt ttcgtgccta ttccaatacc atgcagccag ttttactcaa
  2454001 tccttacata atcttgaatc tcacttaacc cacatgatcc aaccttagcg gtaaattacg
  2454061 cctctgtgtt ttattacctc gcagccttca ttgtcgttca aggatttttg attaattatg
  2454121 caacatgtta ctggttcaaa acgacgcctt atcgggtggg tagttttgct actgatcatc
  2454181 ggtggcctgc tattcttcag atggatttca ccaccagata aaccaagcta tatcaccgcc
  2454241 gttgctgaaa tccgcgatct ggaacaaaca gtcttagcgg atggcacgat taaagcacag
  2454301 aagcaggtga ctgtcggtgc tcaggtttca gggcaaataa aagcccttca tgtcacattg
  2454361 gggcaacaag ttgaaaaaaa ccaattagtg gctgaaattg atgatcttgc tcaacaaaat
  2454421 gcgctgaaag atgcggaaga ggccctgaag aacgtgcagg ctcaacgggc ggctaaaatc
  2454481 gcaacacaaa aaaataacca actcacctac cagcgtcagc aacaaattct ggcaaaaggg
  2454541 gttggcgtac gtgccgattt cgatagcatc aaggccacct tagaagcaac gcaagcggaa
  2454601 atcagtgcgt tggatgcgca gatagctcag gccgaaatcg ccgtcagtac ggcaaaactt
  2454661 aatctcggct ataccaaaat cagttccccc attgcgggca ccgtggttgc cattccggtt
  2454721 gaagaggggc aaaccgtgaa cgccgtacaa agtgcgccca ccattatcaa agtcgcccaa
  2454781 ctcgacacca tgactgtcga agcgcagatt tccgaagccg atgtggtcaa agtcaaaacc
  2454841 gggatgcccg tctatttcac tattttaggc gaaccagaaa aacgttttag tgccacgctg
  2454901 cgggcgatag aaccggcccc tgactcgatt aatgatgaaa ccacaaccac atcgtcatca
  2454961 acttcaagta gcagttccag cagtacggct atttattaca acggcttgtt tgatgtcgcc
  2455021 aatccgaccg gtgcattgcg tatctcgatg accgctcagg tatatatctt gttgaatcaa
  2455081 gccaaaaatg cggtggttat tccagcaacg gcattagaaa atgaccaagg ccaatatcgg
  2455141 gtacaggtgg tggacaacag cggtaaagtc agccaacgca cggtgactgt gggcctcaat
  2455201 aataatgtgg atgcacagat cctcaccggc ctgcaagccg gagagcacgt gattgttagt
  2455261 cagggcagca ccacctccac caacagtaag gccccacgta tgggtccacc gatggggatg
  2455321 taactgatga caggaccaca acaaggtaaa attttgctcc ggctcgaaaa tgtcagtcgt
  2455381 gaatttataa cgggcgaaca gaccgtccgc gtgctgaata atatcaattt aaccctccac
  2455441 agcggagaaa tggtggcgat tgtcggcaca tccggttcag gcaaatcaac actaatgaat
  2455501 attctcggct gtctggataa acccagtgct ggtgaatatt gggtagcggg acgtatccct
  2455561 cagtatttgg gcagtgatgc tctcgctgaa ctgcgtcgcg aacactttgg ctttattttt
  2455621 cagcgttacc acttactgaa cgatttaagt gcgcgcgaaa atgtcgaaat cccagcgatt
  2455681 tacgcaggca ttgatcgtga agaacgtcgt aaacgggcgg tcaatctgct ctcacgtatt
  2455741 ggattggctg aacggctgga ctatcggccc agccagctct ccggggggca acagcagcgg
  2455801 gtcagtatcg ccagggcctt gatgaatggc ggtgacgtta ttctggcaga tgaacctact
  2455861 ggggcgcttg acacccacag cggcaacgaa gtcttaaata tccttaagga cttgcaccaa
  2455921 cagggtcata ccgtggtgat tgtcacccac gatatgtcga ttgcagaaca tgctcaacgc
  2455981 attattgaac tcaaagacgg cgaaattatc gctgatcggc caagggatca cgcacaagaa
  2456041 aagccaaaaa tggtcgatat cccttctgta atcgatatcc cttctatgga cgagaaaata
  2456101 tctacgggag cacaacaaga gaccgaaatt gcccgcaaac cgctcctgac acgttggaaa
  2456161 gtacagtatg accgcctaca cgaggcgttc aaaatggcaa tactggcgat ggcggcacag
  2456221 cgcctacgca ccgccctaac catgctaggt attattattg gtattgcatc ggtggtctcg
  2456281 gtcgtcgctc tgggaaaagg atcgcaacaa caggttctgg ctaatatcaa tgcgatgggg
  2456341 accagtacac tggaaatttt tcccggtaaa gattttggcg atatgcgctc cgcggcgatc
  2456401 catactttgc gggataccga tgccgatgtg ctggcccagc aagggtatat tcatagcgtc
  2456461 acccctaccg tttcgaccag cgtgacactg cgctatggca ataaatcggt cagtggcaca
  2456521 gtgaatggtg tgggtgagca atattttctg gttcgcggtt acacgatagc tcaggggatg
  2456581 gcatttaccc gcaccagtgt taacgacttg atgcaagatg ccgttattga cgaaaacacc
  2456641 cgcgataaac tcttccccaa cggggaaacg ccattaggga aagtgatcct gcttggttcc
  2456701 ctgccctgcc gggtaattgg tgtggcggcc aagaaacaga gcgggtttgg cagtgatgaa
  2456761 aatctgaatg tttggatccc ttatactacg gcgatgaaac ggatgctcgg gcaatcctat
  2456821 ctgaaaagta tcacggtgcg agttaacgat gatattgatc tggcgaatgc ggagcaaggc
  2456881 gtgatcaagc tactgagcca acgccacggc acccaagatt ttttcgtaat gaatacggac
  2456941 agtattcgcc agaccattca agcaaccaca tcaacgatga cgttgctggt atccatgatt
  2457001 gcggttattt cattgatcgt cggtggtatt ggcgtgatga atatcatgtt ggtctcagtg
  2457061 accgaacgca ccaaagagat tggtgtacgc atggctgtcg gtgcacgggc cagcgatatt
  2457121 atgcagcagt ttttaattga agctgtcttg gtctgtttgc tagggggtag cctcggtgtc
  2457181 gccttatcgt tagggatcgg gctattattc agcctgttta gcagcaactt ttcaatggtt
  2457241 tactccgcgg cctcgattat taccgctttt gtttgttcca gcttgattgg ggtcattttt
  2457301 ggtttcttcc ccgcgaaaag agctgcggag atggacccca ttagggcgtt agaacgggag
  2457361 tagtggcttg gtcatcacga tgaggtcgat ggctttcatc gtgataggtc atccgtgacc
  2457421 ttttattgtt atcatgactc tattgcaata aaactaaaaa acttaccgcc actggctttc
  2457481 ctcatttatt ttttgtttca tcatgaggta ttttataccc atcgtccttc acgctgcagg
  2457541 ggagttagct gccctgactg ccttactgca acgcgaatta ttttgggtat agatgccctt
  2457601 tttatacaaa ataaacatca agcattagca taattaaagg tcaaatatcc cccatctaaa
  2457661 ttagccacgg tatagccata ttgagacaga attcttgcag caatgtaccc tcttagccca
  2457721 acctggcaag tcaccagtat ctttttatct tggggtatta atgccaattt ttgacgcaat
  2457781 tcagacagag ggatattcac cgcagttttt atactgccgg agataaactc cgcctcatct
  2457841 cgtacatcaa taataatccc cccatcagcc ataaaggcat ccacttcatg ccattgcttc
  2457901 gtcatcacat cgccattcga gatattttct gcaacataac ccaacatatt gaccggatct
  2457961 tttgctgacg aataaggtgg ggcataagcc aattctaagt cgggaagatc atagatagtc
  2458021 agcctgcctt tgatcgcggt cgccaacaca tcaatgcgtt tatctgtccc cccctgacca
  2458081 acagcctgtg caccaagaat acgcccgttc tctggcgaga ataataattt caatgaaatc
  2458141 tgatgagcgc caggataata actcgcatgt gacatcccat gaatatgaac aacttgataa
  2458201 gggatcgcca aacgctttaa cagacgttcg ttgttacccg tacaggcggc gctaagatca
  2458261 agtactttgg caatcgcagt gcctaatgtt ccgtgatagc gcacatcacg gccattaata
  2458321 atatcagcca ataatctgcc ttgccggtta gccggccagg ccagtggaat atacgttgcc
  2458381 tgaccattga tataatcgac aacctggata gcatcaccga tagcataaat atccgctaca
  2458441 ctcgtctgta atttctcatt aaccaagatg ctccctctga tccccaaatc cagatgagct
  2458501 ttctttgcca agtcattttc aggttcgaca cctatcgcca gaatgaccat gtcggtggta
  2458561 ataattttcc ctgatttcaa atgtatttga tgtgcagatt catcgaactg taccactgcg
  2458621 tcatttttta tcacatcaat gccgttgtct tttaaatgct tttcgacaat cgctgccatt
  2458681 tcataatcaa gtggcgaaag aatttgattt gataattcaa taattgtgac tttcagccca
  2458741 ctactcacca gattttccgc catttccaat ccgataaaac caccaccaat aacggtgaca
  2458801 gcttcaggtg tagcggaaat tagatacgct ttaatattgt ctgtatctga catattacgc
  2458861 aaggtaaata caggaccatt cactgacaga ccggcaatgt ctggaataaa aggacgggca
  2458921 cccggcgata gaattaatgt gtcatattgt ataaactctt ccttacccac tttatgatta
  2458981 atcacagtaa tggttttact cgcactgtct atatcaacga cttcattttc agttctgaca
  2459041 tcaatattaa atctatcctt cattttctct ggcgtttgga ttaaaagttt atctctttcg
  2459101 gtaataacac caccgatata ataaggcaag ccacagttgg caaaagagat atactcgcct
  2459161 ctttctagaa taataatatt gtcatattca tttaaacggc gcaggcgagc agcagcactg
  2459221 gcaccaccgg caacaccacc gacgataaca attgttttcc ccataactct ttatcactca
  2459281 gattaggacg gccacttcca gtttgaaaat ggcctattgg ttattaaaca gtgacttctt
  2459341 tataatagct tcttgttaaa tatgagatga agaaagtaac gataaagttc atagcaaagg
  2459401 cgacaacccc aatattcata tactcaaagc cattagtaat gaacgggaaa atatctgcta
  2459461 ttgaaatatg atagacatag gtgaccgcca aaataatgac accgaccata atccccgaaa
  2459521 aagcgcccgc agtcgtgatt ggattctttt tgcaaaaact gaatataagc gctgggaaga
  2459581 actgagcaat tatattgaca ccaagtagca ttatagcgac cagcgtatca ttgccattaa
  2459641 agataaaata caaagagacc aaggcaacaa caggcaccat atagcgagaa agatttcccg
  2459701 atttattttt ctccacatcc aggcggaaaa tcttttggac gacaccggcc agcatatttg
  2459761 ccgtcgccag taataacata gaacccggta ccagtgctgt cagcatacct gccgcaccaa
  2459821 taaacccaac aatataactt gagaaggttg attttgatat ttcaaataaa gccaggtcaa
  2459881 catctggccc ggttaagtca gggacattta agattgccgc aaaaccgaca aaaaaggcaa
  2459941 acagcatgac cagactgtaa gccggaatca gtatgctatt acgctttaat gaggtttcat
  2460001 ttttggctgt aaatacagcc gtcatatagt gtggccaaca gaaataagcg gctacggata
  2460061 agaatacggt agagatatac caaggtatgt tgagtccttc tttcgggaag acaagatacc
  2460121 caggattaac tgtttcaata gattgaaaca tgttgccaat actaccgtag tagtgaattg
  2460181 gaatataaat accgataaag acaaccacaa acaatatcat gaaatctttt aatacagatg
  2460241 tccaggcaga accatgaatt ccagaaatca tcacaaaaac agagactgaa atcacgccaa
  2460301 tccatattgc catattggac gatatagagc cataagatgc ttgtgagaca atgatcccaa
  2460361 gtccttttaa ttgtaaaatg aaaatcggaa ccattgcagc gatagagaat atgctaatca
  2460421 gcatacctaa tgatgaactt ttatatttca gtgcgaagaa gtctgaaata gacctaacat
  2460481 tattatcttt agcatacttc caaataatag gatgaagcca ataaagtgat atccccataa
  2460541 aggcattaac ggtgagcgta tataatatgg ctgggccttt tccataagcc cagccactgc
  2460601 cccccaagaa tgtaaatgtt gtgtatatct ccccagcact cagtagaaat actaataaag
  2460661 cgccgtagct acggccaccg gtggtccacc cttcatggtc catcttcttg ccttttttag
  2460721 agcgaatggc aagataaata ctaaacagga agaatgtaca tattataatt aatggcgcat
  2460781 tcatacttcc tccttactta tatttgaatc caatttcgag attatggcca taatcaatgc
  2460841 ggtcagaatc aaccaaatca cgatccagaa cataaggaat ggcataccta atatgaaagg
  2460901 ttccactttg ttaacaaaga aaataccgac agttaatgat aatacaggta gcaacacgag
  2460961 agaatgatac catttcatag ttaactccta ctgcgtagca tatacccgtc atacttcaag
  2461021 ctgcatgtgc gttggctgcg tttattactc agcccatcca gcggcctcgc ctccgcgagg
  2461081 ccaatgcaac tcgaacgatt taaggtatag aatacagttt ttaattaaaa gaaactaaat
  2461141 ccctgggtaa tttactcaaa aactcaatac cctctttatt tattaaaatc atatcttcaa
  2461201 tcataatcga acccaaatta tagccgtagt aaggtgtttc taaacttagc accatacctg
  2461261 aagtgaacga ttctgtagca tgagtgctaa cgaagggact ctcttctaat cccaaaaaga
  2461321 cgccattacc atgcccaaga tgccctctgt tataattagg taacccggac tttttaatga
  2461381 cctccatcgt tgaatcaaat acatctttca ttttgacgcc aggcgcaacc atactcagca
  2461441 tatgttcatg cccagttctt attgtttggt atatcttccg ggtgatctcg ggaggttccc
  2461501 caacaacaaa agtcctggca atatcggcac cataaccatc aacatcgacg ccgcaatcaa
  2461561 atttaattaa gtcgcctgaa caggctttag tattgcttgg tatgagtttg ggtgaaaaat
  2461621 cagcgccaac agagataaga tggaatcttg aaaagtgagt ttcagattta ctcattactg
  2461681 ctgccttata tgcggcagtg agttcagctg atgtgcatcc tacccggatg agctttgatg
  2461741 cttcagtgat cccatattcc gtaatttctg cactttttct gagtctttta atttcccaag
  2461801 ggctttttat cactcttagc tcgttgaata tagagcttga gtcgacaaaa tcaacattag
  2461861 gcataacggc atcaataact cttttaccac cgtttgacat tatattgagg tctattgcta
  2461921 tttttttatt aagtaccctg gcatcgttca atgcgtcttt gagtatatta catacactct
  2461981 caataggagg acctatcggc ctctctttat tattatttgc agaatcgcgc atgttaaacg
  2462041 gatcatctac atctacccaa acaggaaagg tctttaattc agcatttggc atatccaacg
  2462101 ttaagctggc tgcttcaaat tcattcataa tgattagcga tggaattttc acatcacgga
  2462161 agacaacggc gatagccgtg cccgtattcg aaaggtatac ataaaaaaac tgagaatacc
  2462221 ggtaacatga taaaaattat cacacgttgt cacaatgaca gcatcaatat tatcacgctc
  2462281 catgatcgtt cttaactttc ttgatactgt attaagatgt tctttttttt cactgttcat
  2462341 ttttatcccc tgcaaaataa cctatacgct attctagttt aaatcatcta ccgcgtattt
  2462401 tagttgtatt aatgcactgg tgaggactga ttttggacaa ccaatattca tcctcatgaa
  2462461 gttttcacca ctttcgccaa agatgtggcc ttcgtttaag gctaattttg cttttgttag
  2462521 tatgaattgc tccagttcat acggagtcaa ccctagccca cggcaatcta accagagtag
  2462581 atacgttccc tcaggcttaa ccaatgtgat cttcggtata tattttttaa agaagtccac
  2462641 agcaaagtct agattatgtt gtaagtaacc cagcaaactc tctaaccact cctcaccttc
  2462701 tttatatgct gtttccaatg ctatcacgcc aaagggatta ggattcccta atgccaggct
  2462761 atttaattcg gtttcatatt tattacgtaa ttcttgatta gggataatga tcgctgaagt
  2462821 ttgtgtccct aaaagattga aggttttact gggtgccatg caggtaattg aattattttc
  2462881 gaaatcaggt gagatagagg caaaaggagt gaatttactg cctttaaaaa caatatcaca
  2462941 atgtatttca tctgcgatga caatcacgtt atgccgtaag catatattac ccatggtcgt
  2463001 cagttcatcc cgtgtccata ctcttcccac tgggttatga ggattgcaaa ggataaacaa
  2463061 tttcacgcca gtggcgatac acgcttcaaa atgtgcaaag tctatatcat atttttcgtt
  2463121 atcatagagc aattcactcg cgacaacttc acgatcattt cgtgcaataa cattggcgaa
  2463181 gtgatgataa acaggggatt gaatgagtat tttatctccc ggttttgtta acccacgaat
  2463241 agccatggct aatccaggaa caacgccggg gctatgagag atccactcag gcttaattaa
  2463301 ccattgatgt ctttttttaa cccactgtgt aatggcatct aaaaaactat caggtctgaa
  2463361 agtatagcca taaataccgt ggttaactct ttcggaaagt gcactaatca ctgagtccgg
  2463421 agatctaaag tccatatccg caacccacat aggcgttaaa tcagtcatac caaatcgagc
  2463481 atttaaataa tgagcatccc acttttcaca tgctgtatta cttctatcga tgacttcatc
  2463541 aaaattgtag tccatgtccc tttcctcact ggttcgactt gtaaggaaat ttaataccat
  2463601 tatcttgata atttcttact attaatactc ctaattggtg gtttttttag aaaaatttac
  2463661 ccttaaaagt gcatcgtact agtattaatg atttcgacaa gtatctctcc atgcgcgcca
  2463721 cattaacgta ttgatattac tataattatt ttaatgctga ataattatag taataaatta
  2463781 aatgtgatat atctcaacat aaaaatgtaa ttaatctatt tattactttt atttgtgata
  2463841 aacatccaaa tatcaaatgt gactaaccgc aaaaaatagc aactaatgct ttattaattt
  2463901 ttatttagga gtaataaact aaagaaggga ttaatttagg aataaaaaac caaaatatat
  2463961 tcagtgatgc gtgaaaaaac agtaatgaat tgattttata ggataaacaa cctcaccatc
  2464021 cttttccttt ttttctccct gcttgggaat ttatttttct cttattcccc ccagaattcc
  2464081 tatatggtta ttcattcctc tgactacatt accggctatt cagcacggtg ttcatgacgc
  2464141 taattggccg ttttacaaat ttttgacaac tttatacagc aaacagacaa cttagcgcat
  2464201 gataagatga ataatcgtgg cactactctt cgagtcttgc acagaggtac tatcgtgtta
  2464261 ctaaaaccag ccattttaat aaaaactgac atgctaataa aaccagacat cctgataaaa
  2464321 ccggccacgc taataaaaca ggccgctcga ataaagcaga tgaccctatt gttgctatta
  2464381 ttcctttttt cgctgtttgg ggtagccaag gcggcgacac aagtggtcaa tgtcaaatca
  2464441 gaacttgctg cgcccgttat gctggctaat agcgaagata aaaattacct gaaaatttct
  2464501 cttaccggtt ttaatctcga cagcacccgt cgtagcccaa tcaatctggc gctggtcatt
  2464561 gatcgttcta cgtcaatgag cggtgagcgc atcgagaaag ccagagaagc ggcgatttta
  2464621 gcggttaata tgcttaacat caccgatacg ctatcggtgg tggcctacga taaccacgcc
  2464681 gaggtgatca ttccggccac gaaagtcact gataagccag cgctgattgc cagcattcaa
  2464741 cagcacattc acccaagggg aatgaccgcc ttgtttgctg gtgtcagtat gggtattggt
  2464801 caagtggata aacacctgaa ccgtgagcag gtcaatcgca tcatccttat ctctgatggt
  2464861 caggcgaata ctggccccac ctcaatcagc gaactttccg atctggcccg catggcggct
  2464921 aaaaaaggga ttgccatcac cactatcggg ctgggccagg attataacga ggatctgatg
  2464981 actgccattg cgggttatag cgacggtaac cacacctttg tcgctaactc ggcagatctg
  2465041 gaaaaggcgt tcaccaaaga attccaagat gtgatgtccg tcgtcgcaca ggatatcgtt
  2465101 gttcagatta agactggcga taaggtgaaa ccggtacgac tactggggcg cgatggcgat
  2465161 atcctcggca atacagtgaa tgtgaaactg aatcagcttt actctaatca ggaaaaatac
  2465221 attctactgg aggtgattcc ggaaaaaggc actgacaagc agcaaaaaga tctggccgat
  2465281 gtcagtatca gctacctgaa tctcagcagt aaaaaacaag atcagattaa tgaacgagtg
  2465341 accgtcagct acagccaatc cgtagaaaag gtcaacgatg ctgtacaaga agaagtatta
  2465401 gcggagtcag agattcaaaa aacagcgctg gccaatgatg aagccattaa attgatcgac
  2465461 gcggggcgca aggatgaagc gaagaaagtg ctagagtcca atgcctcaaa actggacagc
  2465521 atgtcgttct ccagcccggt tgcagagaaa aaagtgcgag agagtacgaa taaacagcgt
  2465581 aaattagcgg atgacattga cagtaaagat gccgccactt accgtaaaga gctgaaagaa
  2465641 cagaactaca acgtcaaaca gcagcagaag taaaaataaa agaggttatt gacaaagtgc
  2465701 ccgcgacgga gagaacaggc agatcgtaaa gacgccgtaa atacatccat gtaggctcga
  2465761 gccgcgccat ccttggcgcg gacgctttac tcctctgcct atcctcaccg ttcaagatcg
  2465821 cgtcatcggg gtttgtcagc agtctgaata aaagttcatt tatgctgagt cagtacgctg
  2465881 gctcagcgtt tacatgggat atggcatgaa gccgtcaaaa agcctgtttc tttttacctc
  2465941 tatcacgttc ttaatctgcg cggctatcgc ctacttcggc tatcgcagcc tcacccatga
  2466001 aacactgctg cgccattatc agaaccaacg tctggcacag agtcatacca cacaggtcag
  2466061 tacatttatt ctggatctgc taaaccagaa tgccgtgcgt ctgggttcgc ttgtttctta
  2466121 tattcagtta gataatgcgt cgctaaacgc cctgatcgcg caagagagta gtattgacgc
  2466181 cctatttgta ttgaagaaaa accaactctt gtaccccaat actcaagcag ccttgactga
  2466241 gaaagagaaa gcctggatac aagcgatcac ccctatcatt caggacccga gcctgctcta
  2466301 cagccaccac tataccgatg aacagacccg gccaacctca ggctggtacc tcagtcgcga
  2466361 actcagcgac ccactgttga tatattggca ggcgcgggat aatcaactga tcggttttaa
  2466421 agtcccctac gtcaagctgc tgtctgatgt gattaacacc atgacatttg actctgcacc
  2466481 gaacacactg caagtcctgg atgatgggcg cttgctctac caaagcggca gtgaagagct
  2466541 gttaacccaa caggtgccct tgaattccca acgcctgcct tatccgctag gtgcctggca
  2466601 gatagattat tacgccaagg cggtaaacgg cgcgcccctt tatctctggg gtgggctgct
  2466661 gttattactg ctgatggtga cagttgggct ggtcatgcta tatctgtatc gagaatacaa
  2466721 ccgccagtta cggcttgctc aacagcaggt gagcttcgtc ggccaggtat cccacgaact
  2466781 gaagacgcca ctaaccaata tcaccttata tgcagagatg ttgcaggagt tgcaaccaga
  2466841 gcagagcgtt cctcccaccg cagagcagcg ctatctggag gtgatcctca atgaaagcca
  2466901 gcggctctcg cgcctgattc agaacatcct cagttttacc aaagcgccga aactccatct
  2466961 acaaacggtg gcgctgcgcc cattgctgaa caaaatttat cacactttta ttcccgcgtt
  2467021 ttccgccaaa aatatggagt tggtgctgat cattaatacc gatattcacc tcacgaccga
  2467081 tgtcgatcgc ttgacgcaga ttatcagtaa ttttctcagt aatgccgaaa aatacgcctc
  2467141 acaaggaaaa cgggtggagt tgattggtga acaggctgat gaccgggtgt tgatccacgt
  2467201 aagggactat ggtaacggca tcgccgcaaa agagttaaag gcgatcttcc agccctttta
  2467261 tcgagtgaag agccatatca ctgaaggtgt ttccggtacc ggtattggtt taaccatcgc
  2467321 cagccaatta gccgccagtt tgcagggcga aatttccgtc accagtaatc cggcgggtag
  2467381 ctgttttacc ctaaaactgc ctatgacgat taagcaagat gcggccacag acaaggagca
  2467441 gttcacatga aaatattaat tgccgaagac aatgcccata ttcgtaatgg ccttatggaa
  2467501 gtattggccc atgaagggta ccgccccatc gcggcagaaa atggtgtgca ggcactggcg
  2467561 ctataccgcc aacaacagcc ggattttatc attcttgata tcatgatgcc ggagcttgat
  2467621 ggctacaagg tgtgcaggga gatccgcaaa cacgactggc aaacgcccat tatttttctg
  2467681 tccgcgaagg atgaggagat tgaccgggtg atcgggttag agttgggtgc tgacgactac
  2467741 atcagtaagc ccttcggtat ccatgaaatg cgcgcccgaa tcaagactat tgtccgccgt
  2467801 tgtctacgaa aagtacctga atccgccgaa gacgcaggct tcccgtttgg cgatctgatg
  2467861 gtgtttccca atgagttgtg tgcgattcgt ggagagacgc gccttgagct gtcactgcgc
  2467921 gaggttaata tcctacgcta tctgtatcag cataagggcc gggtggtcac cagagatatg
  2467981 ttatttgatg cggtttgggg atatgaccat ttgccacaga gccgtacgct cgaccagcat
  2468041 atttccaagc ttcgcaagac cattgaactg gatccggttc atccggtatt gatccgcaca
  2468101 gtgcacgggg cgggttaccg ttatcaaggc acggcgcaga gcctggaaaa atagatcaat
  2468161 gaaagtttgc ggatagatcc tgacaatccc tttgatattt tcaacataat aagtttcctg
  2468221 cccccccaga taaccgggat attgtgtctt gatttcaccc tgtgcttttc attgggattt
  2468281 ggcttactct agtgcctgca actgaacttc ggtgaaaata caaccttatt accataattt
  2468341 tcagtttctg ccctgccaaa agaacagcaa aaatggattc tatgcgggca ttagagcaag
  2468401 ggtaatcatt aaagaagagg atgccgctag caaatccgtg ttatatgcac cggatatcaa
  2468461 gtgacatagc ctcaaattta taatactcag aatagaaatt tttccattct agtagaaacg
  2468521 tatcgattta atagtcaaac ataggaaggt atgaagttac tttttctttt aggaaaataa
  2468581 gtttcccaac caggcagtga aaatacctct tcttgtgaaa taaatgctcc ctccaagcag
  2468641 aattgaacat tattttttac attagggtga tctttacgac ggtaaagcca tctcaactca
  2468701 gaggctgtga tataggtacc ataatcaggt tttttttgtg caatttcagg aatacaatta
  2468761 ttcaaattat ctatacaaaa aaatacacgc tcttgccttt ccatgatctg aaattcaaga
  2468821 ccagccttac tggtccttga taaacatata tcctcctcat ttttatgagg acggtatgat
  2468881 tttattcccg aacgacttaa aatattatac ttttcatgtt tttctaggaa atctttgaat
  2468941 ttaattccgc gatcagcatc atttaacatt tctttgattg tcgcatcgtc tctatattta
  2469001 tcacgggaaa aataattacg atgttcccaa acagcatcag taattgttgt ttgcgaacaa
  2469061 atatctttgt tagaaaagtc attaaaatta attagttgct gcatcacctc atgttgacac
  2469121 tgagcaattc catatagaat gtcccctaat ttaaactcta gagctacgga tggcactaga
  2469181 acattcaatc ggatctctct atccttgaat ttgctttttt caattaaaaa actatcactt
  2469241 aaattaatac ctcttaaatt tttaggaaat ttatcaaacg agagagaaag gcgctctttc
  2469301 gagtctatat ctaatttaat atattgtaat gattcaggca gtggaattat agcatttgaa
  2469361 attttcggac aagatattat ttctaattta gtcaaacgct ttggtgcatt cttatataaa
  2469421 gatgaaattt cagggcaatg gctaattttt agcttagtaa gctcggaagg aaaactgtca
  2469481 gggagagtag ataattcatc gcaataataa atttcaatct cgatgagact atgcggtaaa
  2469541 acatcaggta aagaactgat attcagacgc gatagcctaa gtataggcgc atttctctct
  2469601 ataacatcac gaatttcatt agcagcattg gttctgtttt ccccaaatgg agcatcattc
  2469661 tcccatttat ttactgaatt caatgcctct ttattttttt cattctctgt tgagagaaat
  2469721 tcaatctcaa ctatatcctg agcactaata aaattaacta tttccataga aaaataatcc
  2469781 ttaacaaatt acgatgattt atttttactt ccattacgtt tattttactt agttaatatc
  2469841 attatggctt tcataaaata tgatttatta ttataataac attattagta atgcatttac
  2469901 tgctaattaa aaataggttt tcaataaaaa tgctatatct tgattgaata ttcgggctgt
  2469961 cataaacagc cctcaccaga cttaagtgga ggaaaaattt atccccctta cttaaaaaac
  2470021 cccagttgat aaatagcggt caccacggtc acagataatc gccacaatca ccgcatcagg
  2470081 gttatctgcc gcgatccgca gcgccccagc caccgcacca ccagaactga cgccacagaa
  2470141 tatcccctct tctttcgcca gccgccgcat ggtttgctct gcaacactct gcgtgatatc
  2470201 caacacctga tccaccagct cggggcggaa aatacccggt atatattccg ctgaccaccg
  2470261 gcggatcccc ggaatactgc tgccttctgc tggttgcagg ccgataacct tcacctgcgg
  2470321 attttggctt tttagatact ggctgacacc ggtgatcgta ccggtggtcc ccatactgga
  2470381 gacaaagtgg ctcactttac ccgccgtttg ctgccaaatt tccggcccgg tccccgtaaa
  2470441 atgcgcatag ggattatccg cattattaaa ttgatccagc acgttacctt cgccgttctc
  2470501 ctgcatggtt aacgccagat cacgcgcccc ttccatgccc tgttcacggc taaccagaat
  2470561 cagttccgcg ccgtaagccc gcatcgccgc ctgacgctcc tgactcatgt tttctggcat
  2470621 cagtaacttc aagtgatagc ctttcatggc ggcaatcatc gccaaggcaa tcccggtatt
  2470681 tccactggtc gcttcaatca ggacatcacc gggggcaata tcaccacgta actctgcctg
  2470741 ctggatcatc gccagcgcgg ctctatcttt aaccgaaccg gccggattgt tcccttccag
  2470801 tttgacccaa atctccgcat ttagcccttg gcttaagcgt tgtagtttca ccaatggtgt
  2470861 atggccgatg cagtgttcca gggttgtcac attgattacc tttgaatacc cttggccctt
  2470921 gacgttgcaa cggtgttcac cgctctcatg aacccgaatg actgacgcct gtcagctcat
  2470981 cggggtttgc gcgttagcgg ccttgctgca acaacaatga cttgggtcgg ttctttattt
  2471041 gcaaaaaaga agaaaactta tcaggcgctt tgggctaaag caatgggttg caataattga
  2471101 ttgccagaat ataagcgtgc atttaacccg ccaacataat aacggttgcc gcgcaccggg
  2471161 gcatcaatat tcccctctgg gagcaccaca ctgatcgggt cctgatgcca gccgatgggt
  2471221 tgcacggtta attgccagaa gtgaccacgg gggctaactt caagcacctg aaccggcagt
  2471281 gggcagcgat cacttgattg cgtactcact tccatctccc aagggcgcag gaatagatcg
  2471341 acactgccct gatgcatcgg tgcaagatcc agcggccagt gatgtgcgcc aataaacagc
  2471401 tgcgaaccgc ggatctcccc gctcaggcgg ttaacttcac ccagaaattc caaaacaaaa
  2471461 cgggttgccg gttcacgcca gacttcatcc ggtgtcccca cctgctcaat attgccctga
  2471521 ctcaccacca ccacccgatc tgcgacctcc atcgcttctt cctgatcgtg ggtgacaaag
  2471581 acactggtga atttcagttc ttcatgcaac tgacgtaacc aacggcgcaa ctctttacgc
  2471641 acctgtgcat ccagcgcgcc aaaaggttca tccagtaaca aaatctgtgg ttcgaccgcc
  2471701 aatgcacgcg ctaaagcaac ccgctgtttt tgaccaccag acaactgtga tggaaaacgc
  2471761 tcggccagat gccctaattg caccatttcc agtaattgcc ccactttctg cttaatggcc
  2471821 gccgcattcg ggcgctcgcg gcgcggtaac accgtcaaac caaaagcaat attatcgaac
  2471881 accgtcatgt ggcggaataa cgcatagtgt tggaaaacaa acccgacccg acgatcacga
  2471941 gcatgtaacc ggctgacatc cgtgccatgg aaactcaagc gcccggcatt ttggttttcc
  2472001 aacccggcaa taatccgcaa taaggtggtt ttacccgaac cagaagggcc gagcagagcc
  2472061 accatttggc ctgaaggaat atcaagcgta atgtcattca gtaccttggt ccggccaaaa
  2472121 tacttactga tattattaat ttcaatgctc atgcttttgc tcctgttcga gacgaacaac
  2472181 ctgacgcgcc aagcgccatt gcaggccgct cttcagaaaa agggtcacta ttgccatcag
  2472241 agtcagtaac gcggcggcag taaatgcccc ggcggtgttg taatcctgat gcagcaattc
  2472301 aacttgcagt ggcaaggtat acgtctcgcc acggatagaa ccggatacca ccgagaccgc
  2472361 accaaattca ccaatcgcgc gggcattggt taacaccacg ccatacaaca acgcccagcg
  2472421 aatattgggt aaggtgaccc gacggaacat ctgccaacct gaagcgccga gtaatacggc
  2472481 agcctcatct tcctgactgc cttggctcat catcaccggt accagttcac gcaccacaaa
  2472541 agggcaggtg acgaaaatgg tgaccagcac cataccgggc caggagaaca tcaactggat
  2472601 atcgtgggca tcaagccaac caccgaccac cccatttgag ccgtagaaca acaaatacat
  2472661 cagccccgcc acgacgggcg aaaccgcaaa cgggatatca attaacgtca tcaacaattg
  2472721 gcgaccgggg aaaacaaagc gcgtcaccag ccaagccagc accaccccaa aaaccaggtt
  2472781 cactggcacg gttatcaatg ccactaatac cgtcagccag atggcgtgca acatatctgg
  2472841 gtttaataaa ttctgcccga ccaccgcaat gcctttagaa aacgcggtga taaagatcca
  2472901 caccatcggg atcaccagca gcaaaaacga gaacgccgca ccaatgacaa tcagcgtcca
  2472961 tttgccccaa ttgatcggtg ggcgggcaac accgttaaat tcagaaacat ccaccattag
  2473021 tgcccaccta tccgccgacc aaagcggctt tgtaacgtgt taatgctaaa caacagcgcc
  2473081 agtgacacgg ccagaatcac cgaggcaatg gcgctggctg ccgggtaatc aaattcctgc
  2473141 aaacggatga aaatcatcag cgaggtcact tccgttttcc aggcaatatt accggcgata
  2473201 aagataaccg caccaaactc ccccaagctg cgggtaaagg ataatgcggt cccggccaat
  2473261 agcgcgggtg ccaattccgg catcaccacc agacggaagc tttgccagcg gctcgctccc
  2473321 agagtttctg cggcttcttc gtactctggc cccaactctt ccaataccgg ttgcaccgtg
  2473381 cggaccacga acggaatact ggtgaaagcc atggcgaccg caatccccaa ccaagtaaag
  2473441 gagactttga taccgaattc atttaaccaa gcaccgtacc aacccgtggt ggagaacagt
  2473501 gtggccagcg tcaggccagc cactgcggtt ggtaacgcga agggtaaatc cattaaccca
  2473561 tccagaatgc tgcggccggg gaattgatag cgggtcaaaa tccaagccat caacatccca
  2473621 aacaccgcat tgaacacact ggccacaccg gcggccaata acgtcacttt atacgcggca
  2473681 accacttgag ggttggtaat cacctcccag tactgcgccc aactcatctg cgcaacttgc
  2473741 atcactaacg cgctaagcgg taatagcaaa atcaagcagg tataaagcag gctactccca
  2473801 agactgaggg taaatccggg caagacccgt ttactggatg ccgacaacat tactgatgcc
  2473861 cttctgctaa caatttatcc agtacgccgc cagtcgtaaa atgggtactc atcacctgtg
  2473921 gccagctacc gaattgatct tcaactcgga ataatttggt gtctgggaat tgagatttcg
  2473981 ccgcctccat tgccgcttta tcgtaaacac ggtaattgaa gcgagtgatc acctgctgtg
  2474041 ctggcgggct atagagataa ttgagataag ctttggcggc tttttcagtg ccattctttt
  2474101 ctacattttt atccacccag gcaaccggga actcagccaa aatatccact ggcgggacaa
  2474161 taacttcgta ttggtcgctg ccgtactctt tgcgaatatt gttaacttcc gattcgaaac
  2474221 tgatcagtac atcacccaag ccacgttcaa cgaatgtcgt ggttgcccca cggccaccgg
  2474281 tatcaaacac ttcaacattt ttcaaaaagc gtttcatcca gtcgcgggtt ttcgcctcat
  2474341 cgccgccatc ggccagttgg gtcgctcccc aagcagccag ataggtatag cggccattac
  2474401 cggaggtttt aggattaggg aaaaccagct tgacgtcttc gcggaccaaa tcatcccaat
  2474461 tgcggatatt ttttggattg cctttgcgga ccaggaacgc catggtggag taaaacggtg
  2474521 agctgttatt cggcaaacgg gcttgccaat cggctgggat caaattgcca cggtcatgaa
  2474581 ggatttgcac atcagtaatc tggttgtagg tgaccacatc ggctttcagg ccttgtaaga
  2474641 tagccaatgc ctgcttggaa gaacccgcat gggattgttt gatagtcagt ttgtcaccgg
  2474701 ggttctgctg ttcccactgt gcctgaaaac ccggattcag cgccgtgaat aattcacggg
  2474761 aaacatcata agagctattg agcaactcag tggctgaggc agtgacacca ctgagtatca
  2474821 gcgcactaaa taatgcaatg tgggtcaatc cgttacgcgc attttttttg actgagttct
  2474881 gtttcattcc gcaccttgtc cactgagttc aaccaatagg catgtcattc attatgaacg
  2474941 gtgtgccttt aaattatgtt cagtgtattt ataactaggc gtatacctat aacgctttta
  2475001 tataccgttt agtgatggtc aagcatgaaa tgctctaagc cagcaacccc gctgctcacc
  2475061 agcgactctg gttaatggtc ctctgcgcta tttaggcggg gttatcgaca ctaaaaaaac
  2475121 aaataaaaaa aagcccggtc gtcgcgcacc gggcaagaaa aacagtttat ggatgaaaag
  2475181 taaattctgg ctgaaaaaac gttatttctg tgtcactact cgcgcatgct gggccgtaat
  2475241 ggcaccactg aatggtttgc catcgatggc atccaccatc cgtaaacctg atgggcggac
  2475301 ccaacgctgt acacgggatg gcatatcaaa accaatcagt aggatcacca cgaatgtcag
  2475361 actgaaagag agcgatccca acgcggtgcc taaactgaga tgttgagcaa tcgatgcccc
  2475421 cagtatgggt gccaatgccc ctcccaatgc gccgacgttg taggtaaagc ccagtcctgc
  2475481 ggctcgctgt tcggtatcaa aataaccgcc cagcagtttc ggcaacaggc ccgcaatccc
  2475541 ctgccccagc atctgttgta agaacagtaa tccccccagg aacaaaatac tgctgccttg
  2475601 gatggcaaac agcgggatga tcaagagctg tgatatcagc aaactggtca cataggcttt
  2475661 gcgggtaccc aaccaatcgc caaggaaacc gccaacacaa caacccacgg ccgcaccaaa
  2475721 accactgaag aacaatatat tgcctacggt gtgtgggtca tagccgagat ccattttcag
  2475781 gtaggtcggt aacaacgcct ggatcggcca agaatagagg aacgcacaga acaccacgac
  2475841 catcagcatg acgcccgtag gccagcgatc gccactggtt tgaaccataa aatagataaa
  2475901 tattgcagcg caaagaatac cgagaaccac taccagcaac gtcgagacca tgccagtaaa
  2475961 acagaggtaa agtgagacag cggcaaatat cgtcaggcca atattcagat aactgaggtg
  2476021 actgcgatac agaatatcca ccatattccg gtcagtgacc tgtttacctt ttttctgctt
  2476081 actttgtgcc ttttcccagt cctctgcttc cggtaggttt ttacgcaacc acagtgcaaa
  2476141 gataattggc aataatccaa tgtagaacaa catacgccaa ccaaatgcga gcaccacgta
  2476201 gctgtaggct tgcgccgcga gtaccgcacc gatagagaag ccagaaatca ggaagccact
  2476261 ggctttatta cgcatgtttt taggccagct ttccatcaca taggtcgagc tggaaccata
  2476321 ctcacccgcc atgccaatac cgataatcaa gcgagcaata aacagcgtgg tgtagccagg
  2476381 tgctaagcca caggccaacg taccgaagga gaacaacaca atactggtga tcatggccag
  2476441 tttacggcca tagcgatccc ccatcgcgcc cagtaccaac ccaccaaacc agcgtgagat
  2476501 gaaggcagca gaaatcaggc tggtcgcctg aatcagtgtc aggccaaatt cttgtttaat
  2476561 atcggtcaga accagagtaa tcagaacaaa gtcaaagcca tccagggcat aaccgatcca
  2476621 agcggcaaca aaggccttcc attgcgccgg ggtaagttgc ttgtaccaac ggggtggttt
  2476681 agcgccaccc gataatggtt tatcttcacg agatggacct actgaaatac tcatatcatc
  2476741 gctctctctt ccccactggc aatgatggca ccagcagtaa cggttttccc cgaggcatgt
  2476801 acaaccatag catgtgattg tttataatca ctttattgat tgctaatcga tgtttattgc
  2476861 catgttggtc tttatgcgcc tttcactcca aatgacattc aataaaggag taaaactcca
  2476921 tttgagtgta taagatcagc ccgccatttc aatagcaata tgtctaaaac gtgacaaaga
  2476981 cagcgaaatg ctgataagag aaagagaagc aatgggatta ccaggcgttt actgccactg
  2477041 acaggatatc accgcagaaa ataaaaaaag cacagcagaa agtctatacc ttaaacaatt
  2477101 cgagttgcgg gaaggcggca agtgagcaac aaattgatcg gcaaccgatt ggaactgcat
  2477161 ttatgctagc ccacagagtg agactctcgc gcttacacca gtcaatgact gaggtgacaa
  2477221 atctgccggg agcagattgg aacgcggctt gcagcggaga ggcgaggccc atggacgggc
  2477281 cgaatcacga aggccatcta tgcacatgca gcttgacgta tggcgggtag attaccggtc
  2477341 acccattttg gctaaccgct tgcgtcgttt tacgtttaat actctccgcc tgcgccggat
  2477401 cagctttgac caataaggcg taaatcagat ccaacacaaa cagttgtgcg atttttgtgc
  2477461 cgatggaatc cccctgcaac tgcccctgcc ggttaccatt gatcaggaca taatcggcta
  2477521 attcagtgat ccgtgacccc atattatgcg tcaacgctac tgtcgtcgcc cctgcctctt
  2477581 ttgccaattt gagcgcttgc acagtttcag ccgaggtccc cgaatgactg ataccaatgg
  2477641 caacatcacc cgggttcata agagaggctt gcatatacat gaagtgatta tttgtcgcag
  2477701 catcaacccg caggccgatg cgcattagtt tgcctttggc atcttccgca gtgatccccg
  2477761 aggagccaac accaaaaata cagatgcgat ccgcagggcg cagcactttg accacctgtt
  2477821 caacactctc aatagaaagc aaattaagtg tttcagataa gacattattg atagcggatt
  2477881 gtaatttgct gccgatcgcc agcgtatcgt caccctcttg gacatcggca tctaacaggc
  2477941 tgttttcact gttatggcgg gtggccactt caatggccag gtccattttg aaatcctgaa
  2478001 accctttata acccagtgtc cgacagaaac gaataatggt cgcttcaccg gcctgtgtga
  2478061 gtgccgaaag atcagcaata gataattggg taacctgagc cggttgcgcc aaaatatacg
  2478121 cagcaatacg ctgagcagaa cgagtcaggc tattttgcat cgcacccaag gcatcaagaa
  2478181 ttttacctgg cttaaaacgg ggagcaccag ttttcacgcg gacacctcaa gggaaataaa
  2478241 atgacagaca ggatgatata tttgaggcgc atcattacat agttgacctg tttcgtgaag
  2478301 atcaatggtg gaggtgtacg ggataagatc aataaaaaac ccggaaaacc gggtaaaaag
  2478361 gtcaaaaacg ctgtttttct tatgatataa aatcagaaag atagctagct attcaaaaga
  2478421 ctataatgaa ccttcacgac cacctttttg atagcaccag aaccggctat ctggcagcct
  2478481 ggtttatgtg gctctcccgg taaaaatacc gcaaacatgc cgggcaacat acgtaactgg
  2478541 cttttatctg gaatatcggc gatgagctga taatcatcat cagggtgata aggctccaga
  2478601 tgttctgtcg gtgtcagggt cgaatactca atcccctcaa tgccgctgat cagcaattgc
  2478661 acatcggcgt aggtacgatg cagctctgct ttcttactct ctgcgggttg agtgtcaaac
  2478721 gccatgacat tcataaacat caactcaccg tctatctcat gccgcccgca gcttaactgc
  2478781 gctaaaggca tatccgccag ataagctaat acccattgaa gacgttcagg taagccacta
  2478841 aaaaacgccg gttgtgccaa ggatccactg atcatgttat gcctcgatat tgactgatga
  2478901 cggtatattt actgataacg gtaagtgact caataacggt atatcactga tcgtgatcac
  2478961 aacgacgttc tggcccacag tgccgccccg agtaatccac tatcctgacg gtgatgtgcc
  2479021 tcttgtacgg ggacgcggta aatacccggt aatgtcttct gggcggcaac caccctctcc
  2479081 aggtagccaa ccgccaaccc gacactgccc cccagaataa ccacctccag atccagcgcc
  2479141 atcttcatgt cggccaacat ctgagcaatg gctgcggcag aacggttaat gacttttccc
  2479201 gcctgcgcat ccccttgctg cgccatgtca aacaccgtgg cagccgatac cggttgcttc
  2479261 caccccaagg tttctgcccc aatagccgtg cctgatgcca cgctctcgac acatccccgg
  2479321 cgaccgcaac cacacaaaac accatgagga tcagacagcg tatggccgat atgccctgcc
  2479381 agcccacgtt gcccgaccaa cagtttttta ttcaaaatga tgccgccgcc cacaccagtg
  2479441 gaaacggtca caaacatcat attgtcattt ttatcaccca gcgcctggta ttcagcccat
  2479501 gccgcagcct gaccgtcgtt cagcaggaca caaggcagat cactgataga gcgaatacag
  2479561 tcgtacaatg ggaagtcagc cagaccgccc aaattggccg gattgagcgc cgtcagacgg
  2479621 cccccgctga taatgcccgt tgacgcaaca gcaataaaat caacctgatg gcggtaaggc
  2479681 gctatcagtg tttccagtgc ggcagccagt tgtccggcac cgcctcgtgg tgttgctatt
  2479741 tgctggcggc caatcaacat gccactctca gtgaccaccg cggcggcaat ttttgttcca
  2479801 ccgatatcca gtgctaaccc ttttcccatc tggcgtaacc ctcttgtatc ttaacgagtc
  2479861 tactcacgct gaatggataa ctatgccaat cttttagcgc aaactccatt gttattttta
  2479921 gtttggagtt aaactccttt cgagggattt ggttgggcta acgaatatac cctaaacact
  2479981 cactgggtca tcagataaga aaaacttaaa aaataattta atatcagttt tttcccttat
  2480041 acaggaagcc gtatttatca agcagtatgc ccctgttaaa ataaggagct tactgttatg
  2480101 ggtttaaatt gttttggtat cagtttttca tcaccgaata ttactttaga tagtgaccct
  2480161 actcaccaga aattgtcaaa atctggctat cacgctatat ggaaagagtg gaaagaaaat
  2480221 gcagttcccg gagaagggga acagcgtggt attgccgtag aaagaatgaa atattgcctg
  2480281 aaaaaaaact taaccgagct caacctcaac aatcttggtt tacgttcatt gcccgatatt
  2480341 ttaccccctt gtaccacact gaacgtctca aataattatc taactgaact gccgccgttg
  2480401 ccagctaatc tgacacatct caatttagcc aataatcaat taactaagct ctccagccat
  2480461 tttccactgc ccgataattt gacccacctc aatttagcca ataatcaatt gactgagctc
  2480521 tccggccatt ttccactgcc cgataatttg acacacctcg acttagccaa taatcaattg
  2480581 actgagctct cccgctattt tccactgcct ggtaatttga cacacctcaa cttagccaat
  2480641 aatcaattgg tagccccccc ctgaactccc taatacctta gagtcactaa atgcagataa
  2480701 taatcagtta aaatatttgc cagatatact gccaacatct ctgcgtttaa tcactgcaag
  2480761 taacaaccaa atcacccagt tacctgaagc tatttttaat ttatttaatg acagtgagat
  2480821 cgtactaaat aataatccat taactgaaaa gacgtattat tttccatatg gttccaatgt
  2480881 gccaaatata ttaatgtcac cctcatgcct aacaaaattt aaatattcat cctatgaacc
  2480941 actcagtgag atcgtaaagc actggctgac accagagcaa caacaacttt tagaaaaaaa
  2481001 atggttagaa atagaaaaag atccaagctc agaaggattg acaaaatatc tcaaccaact
  2481061 cattaacata ccaaaatcaa tacaaaaacc aagaccaaac ccccaactat atgttcgaga
  2481121 tcttagtgat ttttctaaac agcagatgac aaaattatta ttcaacatag tagactcaaa
  2481181 ttccctgcgt caggcgatct ttttaaaaaa taatcctaat tggtaagtta acaccctgtc
  2481241 ccccatcagc gataaccctg tggtgggggc tgggtaacct atacccgaga ccttttcctt
  2481301 tccatctgct acagcaaaaa ttttggccgt ttcgtcatac atcgcccttc ttatcgttgc
  2481361 acctgacgga taaacgatct aacataatgg agttaaactt catttataat ttcacatcgg
  2481421 agttaaagac cgtgagcaat ctaagcaatc tccgccacaa gctccaaaat ggccttatcg
  2481481 cctcatgtca accggttccc ggcagtgcca tggatacgcc tgagatcgtc gcggcaatgg
  2481541 cctgtgccgc actggcgggt ggtgctgtcg gtctacgaat tgaaggcatc agcaacatcc
  2481601 aggcagtacg tcgggctaca gatgccccca ttattggcat tattaaacgc gacttgcctg
  2481661 actccgaggt cagaattacc ccttggctgg aagatatcga tgcactcagt gccgccggag
  2481721 cagatattat tgcttttgat gttacctgcc gtgagcgccc agtctccgtg gccgatttat
  2481781 atcagcgagc gcgggcaacc ggctgcctga ccatggccga tgcctccaat attgacgacg
  2481841 gcctgttggc tcatcatctg gggattgatt ttatcggcac caccctttcc ggctacactc
  2481901 aagccaccgt gccaaccgag cccgatctgg ccttagtgac acagttagcg caagccgggt
  2481961 gcagggtcat tgccgaaggc cgttaccatt caccggccct ggcggcagca gcaatatcag
  2482021 cgggggcata tgccgttacg gtcggttccg ccattacccg tatagaacat atttgcggtt
  2482081 ggttttgcga tgcaattaag cagtgtgaaa cagaaaaact gaccgaatac tgattatcgt
  2482141 cattattgat tatggcccac agggccctcc actctcccag tttataagga tgcgtatgaa
  2482201 aaagttaacc ggcctgatcg cagctccgca cactcccttt gatgaacagg gcgaggtcaa
  2482261 ttatccggtc attgaccaaa ttgccgagca tctgatcaat gatggtgtga aaggcgttta
  2482321 tgtctgtggt accactggcg aaggcattca ttgctcagtt gatgagcgca agaaaattgc
  2482381 tgaacgctgg gtaaatgccg ctcaaggcaa actgagcatt accttacaca ccggtgctct
  2482441 cagtattaaa gatgcggttg atctctctcg tcatgcggaa acactggata tcttcgcaac
  2482501 ctcagccatc ggcccctgtt tctttaaacc gggtaatctg gatgacctaa tcgcttattg
  2482561 tcaggcaata gccgcggcag caccgtcgaa gggcttctat tactaccact ccggtatgtc
  2482621 cggtgtaaat ttggacatgg aacagtttct gatcaaagcg gaatccaaga tccctaactt
  2482681 gtcaggaatt aaattcaata acgctgattt gtatgagttt caacgctgtt tacgtgtgag
  2482741 tggcggtaaa tttgatattc cgtttggcgt tgatgaacat ctgccaggtg gattagctgt
  2482801 aggggctatt ggcgctgttg gcagcactta taactatgcc gctccgctgt tccataaaat
  2482861 tatcgctgac tttaatgcgg gtgatcaggt tgcggtacag cgtggaatgg atcacgttat
  2482921 cgccctgatc cgtgtgctgg tcgaattcgg tggtgttgcc gccggtaagg ccgcgatgca
  2482981 attacatggt attgatgccg gtaacccacg tctgccactg cgtgccttga ccaaagaaca
  2483041 gaagcaaacc gtggttaaca gaatgcgtga cgctattacg ttgcagtaat tatttctctc
  2483101 tcttccctaa gtgataaata atgaaaggcc ggatttcatc aatccggcca acggtgatat
  2483161 attttgctcg ataccccatc cccgatttac agagataata aggccgtcag tgagggtgca
  2483221 aaataatagc tgccggtaac cggtttgcta aaacgcagca actgatcatg cttaccatct
  2483281 atatcaccaa acatgctcaa caattgctgt tcgatattat gtaagcgcgc gcaataggcg
  2483341 ataaaataca gcccatgttt accactggcg agaccataag gcaggctttg gcgcagaatt
  2483401 ttcaggccct tgccattttc tttcagatca acacggctga catgagaggt atccgggcgc
  2483461 tgatctgatg gcaactcttg gctgtcgagt ttggtgcggc caataatttt ctcttgctca
  2483521 ttttcaggaa tgcgctgcca tttgttcagg ttatgctcat agcgctgaac cagcacataa
  2483581 ctgccacccg catcctcttc gccatcggca atcacggcca cttccgggcg cttatcgcct
  2483641 tgtgggttct cggtaccgtc gatgaagccg gtaaaatcac gctcctcaac ccaacggaaa
  2483701 ccatgtgtct cttcttcaac cgcaatcgcg ctaccaaaag ccgctaccgc agcttgtgcc
  2483761 aacgtaaagt taatatcctg acgcagtgac tgaatatgaa tcagcaggtc acgctgagtg
  2483821 gcgggagcca agcctttacc caatggaaca aaaggtttta gctcttttgc gccctgtcca
  2483881 ttggataagt cgtgccagac attggagcca aaggcgatca ctgcacctaa atgctcatct
  2483941 ggaaattgtt gctgtaactc ttgcaatgat tgacagaatt ttttgcatcc taggcgaata
  2484001 gcatctaact ccccctgtac ttttgcttcc ataaaaatgg caaaacgaca gtgctccaac
  2484061 agaatgccac tctgaacttg agtcatgctt ttcttcctca ctaaaacctc agtattggtt
  2484121 acgctgaata tcatagctga aacgattaaa attaccttgc gacaacgcaa aataaagcgg
  2484181 gaagagagag taatgcaagg ataggaataa tattaaggcg ctgaggtagc gcccaagtga
  2484241 taatagcaaa atgcaattaa ttcttattcg ctttttgcac gccaaataat cttactcacc
  2484301 gtccaacttt gcaaagcatc gtctgatggc attaactctt cagggccatg ccagttgcca
  2484361 ttaaataaat agctgacgtg tttactctcc ggtgctacgc actctacttg gttgacatca
  2484421 tcaccacggc ctttatggca ggcaccaaat gcttttttgt acaaatcact gaatggcgtt
  2484481 ccgatggtaa ccccccattg gctggggatc cctttatcca tgacatcaat acgttctacc
  2484541 tgccctttag gctggccgga gataaccagt tttatctgat cctctttcag cgcctgatag
  2484601 aaagaaacaa gttttccatc gttggtggcc atgccgctac gtaaacggta atcgccttgc
  2484661 aacccagcgt tgatatcact ctccgtcaac agtgtactgg cagtgatgcc cccgaccccc
  2484721 tgctcagtca cctgcatact gcgactacca ctaaaccagt taagtggcga taaacttgac
  2484781 caagagaaac cagacaccgt tgaacacccg gccaacaaca agggggcact cagtaatagc
  2484841 aaacgcaccc cagacaacct tgggcgaata ttcatctcat gctccttaaa aataaccccg
  2484901 acatcccatc agcgtttctg caactcaaag cacacagaag cctaatatga atcgctaaaa
  2484961 agtgataacc agtggtttga gtgcgagcca gtagaaaagt gccattatct tgttgcctta
  2485021 ataaccataa caagtaaaac accatcatta atcgactttt ttcctaaaaa atccactgtg
  2485081 tcactattga taaaatctac gtcaatccct attaaccagt caaatagtga tgttccagaa
  2485141 acgcttatta cgattttagt ctattattga gtaccaaaga ggcctatacg ggtttctggc
  2485201 ctcagacgaa ttattcattg aaggagcaat aagatgaaaa aattaaccct ggcagcaacg
  2485261 ctcattatgc tatgtggcac cccagtgctg gcccaaagcg ctagcaacac cacacaaggc
  2485321 ggctttgacg gcccggcaac cacgcaaact caacccgcta cccagggggg attcactggc
  2485381 ccgagcgcct ccagcaccac agtagataaa gtcaaaacca tgcgtgatga cgcccgtgtc
  2485441 accctgcaag ggtacatcga agcacgtttg ggccacgata cttacacctt ccgtgatagc
  2485501 accggtacga ttactgttga aattgacgac aaacgttgga gaggccaaac cattacgcca
  2485561 caagataaag tgcaaattga aggaaaagta gataaagact ggaactcagt agaaatcgat
  2485621 gtgaaaaata tcaccaagat taaataatta atttccccac tccctactct cattgaccgt
  2485681 ttatcggtgc tgagagtagg attaacccta tctcatcgcc cctataacct cttttattct
  2485741 tgatgtagta ctattatcaa ataccctgcc tgcatcaaca taatatctgc atcaacacca
  2485801 cacttgaaaa aaacaaaata tccctcatca ccatgatttt gatcagtttt tatcgtaata
  2485861 atcttataaa tacataattt aaaaatccaa ccaggataaa ttttaggtta atacacgatt
  2485921 tttcctacaa caatccgcat gcgttcccat atttcaccct acttgatttt gttaaaatcc
  2485981 ttataagaag aaaatagaaa taaaaattta atggtttact ctccattaag acaattaatt
  2486041 aatcatcatt aatgagcaat gtaaaatcac agcgtatcaa tatggaatac gtaaatttaa
  2486101 tgaaattaaa aaataaattg gagtattgtt acattgaaca ccaatagtaa aaaaacctac
  2486161 cttaacattg ctatttcatt cattctttac gcctcaacag caatgaacgc aaacgccgat
  2486221 tcatgtattg attatactgt cactgatatt tgtgagcaga gtaaatatgc tgcgggtgaa
  2486281 tttcataata ttaagctggg tgatggtgtc actgctggta gcgaagatca ccattttgtc
  2486341 tttaatggtg aaggatatga attatacaat tctaacgcga atttctctgc tcaaattgcc
  2486401 tcaggtacca ttcgctatac cgaagtgaac aacagttact ttactgtaaa cgctcaccat
  2486461 tttccggatg ataccatcta tgccggccgt gcagaaaata ccacattgaa tgatagcctg
  2486521 atgtgggtgg caacatcggc tgatcagaca ctggctaaag gtaattcaat ggtcgttgtt
  2486581 tccacccaaa tggccatggt tgatcaaatt tttgttacga cgttgaatga tggtagcctt
  2486641 ccatttgatc ccgtcattac caatagccgc tatgaagata cgtcatatga aatgttatgg
  2486701 ggtatgaaaa acgaggcaaa agggtgggat accaaagcca catcgcatga ctccgtattt
  2486761 gttgatgcca gcaagcagtc tatcgaagcc aatggtcaca gcattggtgc cacattttat
  2486821 ggtagggcca ctcaggtggt caaagctggc ggtgagtcac aggataccca cttatttgat
  2486881 cacagttatt cctgggtata tgccgaggct aaattaaccg gtctgacgga ggttaatgac
  2486941 gctgccactg tctatctgaa tgccgcagca actcaaggtg cttacgctga gaatgtcgtt
  2487001 ctcaacggcg aagatacaac attgatggtg cgcgcgagtc tggataacaa tgcctatgcc
  2487061 acggtggata acctaatatt gaatggcggt gaagtggttt tccagcagag ctctggcgac
  2487121 caatatgctt cattaaacat cggcacactt tccggctcgg gctccttcct attcaatacc
  2487181 tctattgctg aggggaaagg aaacttcgtg actatcgcca atgccagtgg ggaacataag
  2487241 gtgatagtta acgactctgg ccatgagatc acctcacctg atatgaccac attggacttg
  2487301 attcacgatc tcagtggtga tgcaacattc acactggcct ctatttctgg agctaacatc
  2487361 attgaagtcg atggcggcac ttacgtatat agcttgaata cctgggataa ttccgcacga
  2487421 gctggcggaa atctgtggta tttaggctca ggtttgaata caggcactga gcttgaaccc
  2487481 gaacctgaag agaaaacaac cccgtcaacg gatgcggtgt tgagtatggc ctcatccaac
  2487541 cagtttattt tcgatggtga aatgcaaaat ctgcgttttc gtaaagggga tttaaataat
  2487601 aataaaggtg atggcgccag tgtttggggg cgttatttaa ccaacaatac tcgggtcaat
  2487661 gctgctcatg atgccgctta ccgtttgcag caagatggct ttgaaattgg tgctgataaa
  2487721 gtgctggaaa tgtcttcagg tcaattagtc ttgggtggtt ttacctctta tagcaataac
  2487781 cgagtgaaac atgctcgtgg tggaaacagt acggttgata gttatagctt gggtgcctac
  2487841 ggcacttatt tcgataacag tggttattat gtcgatgccg tcgttaaagc caaccgtttt
  2487901 aaaaactcac tgaatgccca tatgaccaac ggcggttcgg tacaaagtga ttataaccag
  2487961 aatgcaatcg gtggctcact ggaagccggt tatcactaca gcctgtcgaa taattggttc
  2488021 gtagagcctt atgttcgtac cagctattac acggcacagg ataaagatat tgcgctgaat
  2488081 aatggcatga cagcgaatat tgataataac cgctcagcta aaggtgaaat aggtacacat
  2488141 ctgggaacga agattgacct gaataatggg gctatcatcc gcccttatgc caaagtcgct
  2488201 attgaacgag agttcatcaa atcaaatacc gtgacgatca atcaggttaa cgactttaat
  2488261 aatgatttat caggacatac cgcgaagtat ggtttaggca tggatatcaa cctgatgaaa
  2488321 cagacttccg tttatgccga agccaattac cgcaacggga ctcatgtgga gtcacctatc
  2488381 atggctaata tcggtttccg gattaatttc taaagaacat accagatgag tggtttcccg
  2488441 cgataatgcg ggagaccatt tttttgctca atagattaaa catgtctacc cacgttactt
  2488501 cgagctacat cttcctggca ataagcaaag tgtaaatttt taaaccctca gaaataaaaa
  2488561 ggaagaatag attagtcact aatatagtca taccgagtgc attgataact gtaggtatca
  2488621 atgaaataga gtacacgcca aaaataagtc taaaaggctc ttgtataaaa gcagccatta
  2488681 tcgctatctt tttatttttt aaaaagaaga aagcagtaaa caacactgaa atggtggtta
  2488741 gcatcgaacc tataacaata actctatata taagtagaac agaaaagtcc atgggcagaa
  2488801 aattattaat atcactgaca aaggggattt ttccgacaga gaggctaacc catatatatc
  2488861 taacgatata atagagatcc atcatccccc agaaaataaa gattttactt tttaagttca
  2488921 taaatattat ccaatgttac tggcatcccg tgccatgatt tccctgaaac cggccaaaag
  2488981 gcatcgccct catcaataac tacccaatga ccaggcccat actccgatgt ctggggctga
  2489041 taatttcctg tatcggttga tttatccaaa gggtctgata caaaaaatcg gggtcgatat
  2489101 tgtcttaaaa tgcactaact accgatactt aatccttact ctgcactctt ttatatctaa
  2489161 ctgtggcaag agtgtggcaa aaaagatttt acttatctat gcgcatggat aagttatggc
  2489221 aaataaggcc ttttaaaaga gaaaaatagc cgcaaacaga aaaattggcg gttaaaattc
  2489281 ttgagataag gccaaaatca ccttttctat ttctcggtca tttcagccag tggcgctatt
  2489341 gaattaaaag tggatttaaa attaacactc tttacattca aacaactaaa ccctcaatac
  2489401 tcctgatcca caatcagcct tttgcccagc ataatcgtgt cttgggtctc gtaatcgagc
  2489461 ttttcataca tgccaattac cgcgtcattg tcttcacgca ccataatatt gagtttcgga
  2489521 cagccacggg cgatgagttt cttttccaga cggctgatca gcgcattggc aaaaccacgg
  2489581 ccacggtaat ctgggtgaac ccccaaataa taggcagagc ctcggtgacc gtcatacccg
  2489641 cccatcactg agccgacaat cgtgccattc acttccgcca ccaaaaataa ttcaggatcg
  2489701 tgatttaact tacgttcaat atccatttcc ggatcgttcc aaggacgcag taagtcacaa
  2489761 tgctcccaca gcagaatcac ttcttcaaaa tcgtcttgct gaaatatgcg gatttccatg
  2489821 gctgttcaca ccgtcgagta aaatggatag gctgattatc gcgggaatag gatatcacgc
  2489881 aataataaaa tgatatttcc cgcagcgata cccctttgta cttgaatagc gccaaaggtt
  2489941 agctgttagc ttacccacat cactcacatt gggtagataa aaacgacgct cacccgttca
  2490001 ataaaagtaa gctgccgcgc ggatccatac tgacagtaca aaaatagagg gaaattgggg
  2490061 tatacttagc gcctgaaaat ttccaccagt gaacccctct gatgaactca cccgatatag
  2490121 ccctaatcaa aacctacctg ctcactttgc aggataacat ctgtgcggcc ctggctcagg
  2490181 ccgatggcca cgccgaattc acggaagagt gctgggtccg cgaagaaggt ggcggtggcc
  2490241 gcagccgggt cttggttaat ggcgctgtat tcgaacaagc tggggttaac ttctcccatg
  2490301 tgtccggggc gatgttaccc gcctctgcca ctgctcaccg gccagagttg gcgggccgca
  2490361 gttttcaggc gctgggcgta tcgctggtta ttcatccgct aaatccttat ctgcctacca
  2490421 gccacgccaa tgtgcggttc tttattgctg agaaacccgg tgaagacgcc gtgtggtggt
  2490481 ttggcggtgg ttttgattta accccgtact acggctttga agaagatgcc attcattggc
  2490541 atcaggtagc gcatagcctt tgccagccat tcggcgagca aatctatccg cgctataaaa
  2490601 aatggtgtga tgactatttt tatattaaac atcgccagga agcccgtggt attggcggcc
  2490661 tgttttttga cgatctgaat agtcctgatt ttatgacctg ctttaatttc acccaagccg
  2490721 ttggcgatgg cttcctggcg gcttatatgc caatcgtcgc gcggcgtaaa gcgctgggct
  2490781 ggggtgatcg agagcgtcaa ttccagcttt atcgccgggg ccgctatgtc gagttcaatc
  2490841 tggtctggga tcgcggtacg ttgttcggcc tgcaaacggg tgggcgcact gaatctattt
  2490901 tgatgtccct gccgccgttg gtgcgctggg aatataacta tcagccagag gcagatagtg
  2490961 cagaagccgc gttgtaccgc gattttctgc cggtaaaaga ctggttagca attaaaggag
  2491021 aaacacacta atgcagattt gggtcgatgc ggacgcctgt cccaatgtga ttaaagaggt
  2491081 cttatttcgc gccgctgatc gtaccggcat gatggtgaca ttggtcgcta atcagccact
  2491141 gaaaaccccg ccgtcgaaat ttatccgcac agtgcaggtg gcttccggtt ttgatgtggc
  2491201 tgataacgag attgtgcagc gggtggaaaa aaatgatctg gtgatcaccg cagatatccc
  2491261 actggcagca gaagtgattg aaaaaggggg gattgccctg aaccctcgtg gcgagcgtta
  2491321 taccccagat actattcgtg agcggctgaa catgcgtgat tttatggata ctatgcgcgc
  2491381 cagcggtatt cagaccggtg gcccaaatac cttgaatcag cgtgaccgcc agcaatttgc
  2491441 caatgagctg gataagtggt tgcagcaagc ccgtaaccaa gcaaaataag cacgaagagt
  2491501 gatggagact gcaacaccaa gaagaagagg attactcaac gtcattggcg ttgcagcaag
  2491561 gcagcaagcg agcgcatccc gatgagctta ctcaggtaag tgattcgggt aagtaagcgc
  2491621 cgctaacaca gctgcggcat caaggacgaa gagtaatcgc ctccactacc gccaacgcca
  2491681 ccatattcac aatccgccgc accgacgcaa tcggtgtcag aatatggacc ggtttcgtta
  2491741 ttcccatcag gaccgggcct acggtcaccc cttctgacga cgtgacacgc aacaggttgt
  2491801 agctgatacg tgcagcctcc atgttcggca taatcaagat attcgctgaa cctttcagtg
  2491861 ggctatctgg catcaggtta tggcgaatac tctccaccag tgccgcgtca ccgtgcattt
  2491921 caccgtcaat ttccaattcc ggtgccatct gattcaccag cgccagcgtc tgacgcattt
  2491981 tacgggccgc cgggcaatct gatgtgccga aactggaatg ggacaacaac gccactttgg
  2492041 gctcaatacc aaaacggcgc acggtttcag ctgccatcag agtaatttct gccagttgtt
  2492101 ccgctgtcgg atcgttatta acgtaggtat cagcgataaa ggtattgccg ctcggcagca
  2492161 acaaggcatt catcgcccca gccacatgcg ccccttcacg gaagccaaac actttctcga
  2492221 ccacatcgta gtgttcgtga taggtaccga tggtgccaca aatcatcgca tcagcctcgc
  2492281 cgcgatgaac catgattgag ccaatcagcg tcggattacc aatcaccgca cggcgggcct
  2492341 gttcctgcga aacaccacga cgtttcatga tttgataata ttcgtgccag tattcattaa
  2492401 agcgcggatc ggactcatta ttgaccactt caaaatcttt cccggcactg atttgcaagc
  2492461 ccaatttttt caaccgagtc tcaattacgc ttgggcggcc aatcaagata ggataagcca
  2492521 gcccttgtga aatcagctct tgcgtggcat gaagcacccg ctcctcttcc ccttccgcca
  2492581 gcacaacccg tttcatctct ttcttcgctt gcgagaagat tggcttcata aacaggttgg
  2492641 ttttgtagac aaactcagac agtttttcga cgtaagcatt gaagtcagtg attgggcgag
  2492701 ttgccactcc tgacgccatc gccgctttgg ccactgcggg ggcaattttt acgattaagc
  2492761 gcggatcgaa gggtttagga ataatgtatt ccgggccgaa ggagaggtct tgctccccgt
  2492821 aagcggaagc caccacatca ctctgctcag ccagcgccag atcagcaata gcatggacac
  2492881 aagccagctt catctcttca ttaatggtgg tggcaccgac atccagcgcg ccacggaaga
  2492941 taaacgggaa gcacagcacg ttattaacct gattagggta atccgagcgg ccagtacaaa
  2493001 taattgcatc gggacgcacc gctttggcta acggcggtag gatttccggt tccgggtttg
  2493061 ccagggccag aatcaacgga ttcggtgcca tggttttcac catctctggc gttaaaacac
  2493121 cggagccaga gcagccgagg aaaatatcgc tacccggcat gacatccccc aatgtgcgct
  2493181 ggccgttatc atcgatagca taggccgctt tggtttcggc catattcgct tcacggcctt
  2493241 tatagatgac acctttagaa tcacatgcaa tgatattgtg ctgttttaac cccagcgcca
  2493301 ccagcaagtt taagcaggcg atagaggccg cacctgcgcc ggagaccacc aatttcacat
  2493361 cgctgatatc tttcttcaca acccgtaaac cgttcagtac tgcggcggtg cagatgatcg
  2493421 ccgtaccatg ctgatcgtca tggaatactg ggattttcat gcgttcacgg agttttttct
  2493481 caatataaaa acactctggc gctttgatat cttccagatt gataccgcca aaggtgggtt
  2493541 ccaaagacgc aataatatcg atcagtttat ctggatcgag ttcatccacc tcaatatcga
  2493601 aaacatcaat gcctgagaat ttcttaaaca gaacgccttt accttccatc acgggtttac
  2493661 cggccaatgc gccgatatta cccagcccca gcacggcggt accgttagag ataacggcca
  2493721 ctaaattgcc acgggcagtg tatttgtagg cagctaaagg atctgcagca atttccagac
  2493781 agggtgcagc aacgccggga gaatacgcca gtgccaaatc ccgttgggtc gccaacggtt
  2493841 tggttggcga aacctggatt ttccctggaa caggaaattg atgaaaatca agcgcactct
  2493901 gtttcaattg ttcgtccatc gtaggttccc tttgttttta tgttcttatg cattgaagtg
  2493961 aagaggtatg accaataaca gaaccagtat agtgagtgat ttatcacaat ctatgaacca
  2494021 gcccatactc tgcgtaacat ttttattaac tgacgtttta ttgatcaata agatataaaa
  2494081 gcaggggaaa ggcgattcgg gtaaatgagc gcagctaaca ccgctgtggc gtcaaggacg
  2494141 aagggaaaaa atgaatctgc gcatactgca acaacataat cgtcttacca tctttaattc
  2494201 gcccatctgc gaccatcgcg agagcatcgt ggaacggcaa ttcgacgact tcaatgacct
  2494261 cgtcctctac cccaacctca tcggttatct tttgatctgg gtgatattca gccgcaaaga
  2494321 aatagaccag ctcagtcacc ccccccggcg acatataagc ctcgaacagc ttttgtactt
  2494381 tatcaacctg ataacccgtt tcttccatcg cttcacggcg gatacacgcc tctggcgaat
  2494441 cgttattgtc aacgacggat gaaaagtgat ccacttatat ctccaccaac ggcccaatat
  2494501 tgatccaccg ttttactcag gattagcttc tgctataacc ccggcctttc gtttctgtct
  2494561 gagtcgatag ctttctcctt tgatttgaac gacatgtgag tggtgtaaga tacggtccag
  2494621 catcgctgag gtcagtgctg catcaccggc gaacgtttga tcccactgcc cgaacggcag
  2494681 attggatgtc aggatcattg cgctcttttc gtaacgttta gcgatgacct ggaagaacag
  2494741 ctttgcttct tcctgactga acggcagata gcctatttca tcaatgatga gcaggcgggg
  2494801 ggccattact ccacgctgaa gcgtcgtttt ataacggccc tgacgttgtg ccgtagataa
  2494861 ctgaagtaac agatctgctg ctgttgtgaa gcgaactttg atacctgcac ggactgcttc
  2494921 atagcccatc gctattgcca gatgggtttt ccccacacct gatggcccca gtaatacgat
  2494981 attttcatta cgttctatga agctgagtga gcgtaacgac tggagttgct tctgcggtgc
  2495041 tccggtggcg aatgtgaagt catactcttc gaacgttttc accgccggga aggctgccat
  2495101 tcgggtatac atcgcctgtt tacgttgatg acgtgccagt ttttcttcat gaagcagatg
  2495161 ctccaggaag tccatataac tccattcctg gtctactgcc tgttgtgaca gcgcaggcgc
  2495221 tgcgcttata aggctttcca gttgcaactg cccggcgagc gccatcagtc gttgatgttg
  2495281 cagttccatc atcacgccac tcctctgcag aatgagtcgt agatggagag tggatgatgc
  2495341 agggggtgtt tgtcgaagtt caccagattt tcatcaagat gcacgtcata ctcttttttc
  2495401 tccggaggca gtgccagcat ggactgctgc tcttcgagcc agcgatcgca gggacgggcc
  2495461 tggattgttt catgctttcg ttggttagcg acatcgtgca gccagcgcag accgtggcgg
  2495521 ttggctgttt caacatcgac agtgatcccc atcgggcgca ggcgagtcat tagtgggatg
  2495581 taaaaactgt tacgggtgta ctgcaccatc cgttccacct tacctttagt ctgtgccctg
  2495641 aaggggcgac acagtcgggg agagaagccc atctccttgc cgaactgcca cagcgaagga
  2495701 tggaaccggt gctgaccggt ctgatatgcg tcacgttgca gaaccacagt tttcatattg
  2495761 tcatacaaca cttcgcgcgg cacaccacca aagaagcgga acgcattacg atggcaggtc
  2495821 tccagcgtgt cataacgcat attgtcagtg aattcgatgt acagcattcg gctgtatccg
  2495881 agaacagcaa cgaacacgtg aagcggtgag cgaccattac gcatagtgcc ccagtcaacc
  2495941 tgcatctgtc gtccgggttc agtttcgaac cgaacggcag gctcctgctc ctgaggaacc
  2496001 gagagagaac gaatgaatgc cctgagaatg gtcattccgc cacgatatcc ctggtctctg
  2496061 atctcgcgag cgattaccgt tgccgggatt ttgtaaggat gagcatcggc gatgcgttga
  2496121 cgaatataat cccggtattc atccaggagt gaagcaacag caggtcgcgg cgtatatttt
  2496181 ggcggctcag attttgcctg caaataacgt ttaacggtat tgcgggagat ccccagttct
  2496241 ctggcaatcg cccggctact cattccctgc ttgtgcagga ttttaatttc cataactgtc
  2496301 tcaaaagtga ccataaactc tcctgaatca ggagagcaga ttaccccctg gatctgattt
  2496361 caggcgttgg gtgtggatca ctattgcacc gttcgttaca gttatccagt aaaccggcac
  2496421 acgcctccag caacataccg ctggcattgc cgttaacata ggttggcatc cggaattgtt
  2496481 cgatcaacac caccgtgccc tgttggcggt tatacaacaa gatagtcgca ccgttccccc
  2496541 ggtcatagac ttcacggatt tgttgtaccg aggttccctc atctgttttt aaatcaaagg
  2496601 tgtatttgtg taatttaaac cagttctttg ataacaattc acactgtata ttttcaattt
  2496661 tgacagacat agactcttct ttggccctga taatcattaa cgtaatctag catacacctc
  2496721 actgcgatac tttttcctgc tgcagtaaaa acgccctgcc gacgcaaagt ccacagggcg
  2496781 ttaatcatca ctctccgacg tatacccaaa atcgtgcggc taaccccccc tcggcatcaa
  2496841 ggagaagggc gtcctaaaaa ccaataggta catctttcat atccggcaac ttatgggcaa
  2496901 tccctttatg gcaatcaata caggttttac cttcagtaat ggcttggctg tgcattttcg
  2496961 ccgccaccgt tttttgtgcg ctgaaatcca tattatcgaa attatgacag ttgcgacatt
  2497021 cttgcgaatc attggctttc atccgcgccc actcactttc tgccatcgtc aggcgatgag
  2497081 cgtcaaattt ctgcggtgta tcaatcaaac caaaggcttt ggcatacagc tctttactgg
  2497141 ctttaatctt acgtaccatt ttaggccccc actcatgggg tacgtggcaa tcggggcagg
  2497201 ttgctttcac gccactgcgg ttgctgtagt gaatggtact catgtattcc tcatagacgt
  2497261 tatctttcat ctcatggcaa ctgatacaga atttttcggt attcgccatt tccatcccgg
  2497321 tattaaaacc gccccagaag ataatgccac tgacaaaacc aatcagcagt aaggtaccga
  2497381 gtgccagacg acttggtcta cgccaccact gccataaccg acggataaaa ccgggttttt
  2497441 tagtctcgct catcatgccc tcgcttatca ctcatctcgg ttactgacca aagccaggtg
  2497501 ctggctggaa gctattacca acaatcggtg ccgcgtcggt ttgtggcaca tgacactgta
  2497561 ggcagaagta gcggcgcggc gatacttcgc tggagacttt gccatcacgg tcataaaagt
  2497621 gacttgagct gacccggggt gcacccgtgg tgatatagtg ttcaaccccg tggcattgca
  2497681 agcagcggtt agtattttta ctgacctgat agccatccac gctatgtggg atcatcggtg
  2497741 gctggttaac atagttcagc gccatccgtt tttgttgttt aggcattttc accttccctt
  2497801 cggcggtgcc agagacttca ggtgattgcg ttaagtccat ctcaacattg ctggccgcat
  2497861 tgaccccgcc catgaccatc aatattgcca gtagcgatat cacccctgaa actctgcgct
  2497921 ttactaactt aagcattgtg ttattcatta tttgctccca aaagacaccg tttttttcct
  2497981 tggcattccc ggatgatggt tatctgtaat caatggttat ctgtgaatca tcaggccact
  2498041 acccgttcca gtttcactgc gcatttctta aagtcagttt ctttcgagag cggatcggtc
  2498101 gcgtctaagg tcaggttatt gaccaactgt gcggcatcga agaacggcat gtacaccagc
  2498161 cctcgcggtg ggcggttacg gccacgggtt tcaaccagag aaataacctc acctcggcgt
  2498221 gaaatcactt tcactttgtc accacggtgt aaaccacgcg ctttggcatc caatggatga
  2498281 atgaataaca cggcctctgg gaaagcacgg tgcaattcag gtacccggcg ggtcattgaa
  2498341 cccgtgtgcc aatgttccag cacccggccg gtagagagcc agaggtcata ttcttggtcc
  2498401 gggctttctg ctgctggttc ataaggcagg gcaaaaatga ccgccttacc gtctggtttg
  2498461 ccatagaagc gcacctcttc gcctttcggt acgaagggat caaaaccttc acggtagcgc
  2498521 cagagtgttt ccttaccgtc aaccaccggc cagcgcaggc cgcgtacctg atgatataca
  2498581 tcgaaaggag ccagatcatg agcgtgccca cgcccaaagc tggcgtactc ttcaaataat
  2498641 cctttctgta tgtagaaacc aaaatcgcgc gcttcgtcgt tcaattgatc gtcagggatc
  2498701 tcgctcagtg ggtatttact gactacatcg ttggcaaaca gcacctcata taaattttta
  2498761 ccgcgatact caggtttttg attcaccaac tcagcgggcc agacttcttc gacgttaaag
  2498821 cgtttggcga actcgacgat ttgccataaa tccgatttag cctcccccgg tgaggggact
  2498881 tgctgacgcc agaattgagt acggcgttca gcattgccgt atgcgccctc tttctcgacc
  2498941 cacattgagg tcggtaaaat caagtcagca gacagcgcac tgatggtggg atagggatcg
  2499001 gagaccacaa taaagttgcg cggatcacgc cagcccggca tacgctcttc attaatattc
  2499061 ggtccggcct gcatgttgtt gttgcacatc acccagtagg cgttgagggt gccgtctttc
  2499121 agcgcccgat cttgtgctac cgcatgtaaa cccacttttt ccgggatagt ccccgccggt
  2499181 aactgccatg tggtttcagc aatctgccga tgtttttcat tcgtgaccac catatctgca
  2499241 ggcagacgat gggagaatgt ccccacttcg cgggcggtgc cacacgcgga aggctgcccc
  2499301 gtcagggaga aaggccccga tcccggcgtg gagatcttgc cggttaacag gtgcaggttg
  2499361 tagcacatgt tgttggccca cacgccgcgg gtatgctggt taaagcccat ggtccagtaa
  2499421 gagaccaatt tcacctttgg atcagcatac aactgggcca acgactcaag ctgatcttct
  2499481 ggtacaccgc tcattttggc ggctttttct aacgtgtatt cagcgacaaa ggttttgaaa
  2499541 tcctcaaaac tcatcggttc agaagcatcg ctgccgggat tcttcgccgc tttttccaac
  2499601 ggatgggttg gccgtaagcc atagccgata tcggtcgcgc cgcggcggaa attcacgtgt
  2499661 tgagccagga agtctttatc aacggcatta ttttgaatga tgtaattggc gatgtaattc
  2499721 atgatgacca gatcggtttg tggggtaaag acgatcgggt tgtcggccaa ttcaaaactg
  2499781 cggtgttcgt aagtggagag gacggcaatt ctgacatgcg cattggtcag gcggcggctg
  2499841 gtcatacgcg accataatac cgggtgcatt tccgccatat tggagcccca gagcacgaag
  2499901 gcatcggctt cttcaatatc atcgtagcac cccatcggct catccatacc gaaggtacgc
  2499961 atgaatccaa caaccgagga cgccatacaa tggcgggcat taggatcaag gttatttgag
  2500021 cggaaccccc ctttcagcaa cttcaacgcc gcgtagcctt cccacacggt ccattgcccg
  2500081 gagccgaaca taccgaccgc ggtcgggcct ttctctttta gcgcattttt gaatttcagt
  2500141 tccatgatat caaaggcttt ctcccagctt attggggtga aatcgccttc tttatcgtat
  2500201 tgaccgtctt tcatacgcag cagtggctgt gtcagccggt ctttgccgta catgattttt
  2500261 ggcaggaaat agcctttgat gcagttcagc ccacggttaa ccggtgagtc cgggtcacct
  2500321 tgtgaggcca cgatacggcc attttgcgtt cctaccagta caccgcagcc ggtgccgcag
  2500381 aatcggcaag gtgctttatc ccacttgatc gcattggttg tctcacccac cgctttagcg
  2500441 acagtaggta tggtcattcc ggcggcggca gccgcagcaa cggccgcatt cgctttcata
  2500501 aagtcccggc gactgagttt catggcattt cctcaccttg caaatcctgc tggtgataaa
  2500561 ccagcgatac agccaacaca ccatccagat tacgtgctga ctcaatatga ttcaggagcg
  2500621 tgtctgagcg cgctgcctgc ataaccacca ccaacttgcc caaagcaggg tcactggtgg
  2500681 gtatttctgt tcccgggata gcgagcaggt ggtccatcag ctgcacaaaa cgtgccggtt
  2500741 tggcttgcag caccaatcca caaacatgcc attcgttatc gtccatcttc actccgggta
  2500801 agggttaccg cctgcactgg acaccccggc acacaagcgc cgcagccggt acaggcagga
  2500861 aggtctaatt caggttgagc aatgccgctc aagcgtgggc gaaatttaat tgcacgggtt
  2500921 tcacagctat cctggcaact gcgacattca acctggttat aaggcaaaca acggtcagag
  2500981 atactggctt taatctgcca agccgtctgc tctaccgagg taaaaatggc cgcctcgcac
  2501041 gcctggacac aggcctgaca aaagctgcac tcagcacgtt gaaaatctat ttcggggaat
  2501101 ccaccactgc ccgcaatcaa tacgccagtt tcacaggcgc tgacacaggc atggcaacgg
  2501161 gtgcaacccg caataaagtc aacctcagat accgaccagg gaggccggat aataatgttc
  2501221 gcttgtttac cggtttgcca aaaacccgtc agcaatttac gccgcgataa atcagtcatg
  2501281 ccgatatcct taatatcttc tggcgtgccc gcgcatgcgt atgcgtatat aaatcgttca
  2501341 tttaaagccc aaacaggcag ctaatgataa taattcttat ttatattatt gaaatcaatt
  2501401 ttcttggttc actctgttta ataccgaata atgagtaata aaataattac tctttagagt
  2501461 tatttgatgg tagacattgc gcaagatcaa ttaatttagt gattatttaa agggttttgc
  2501521 ccagttaaat caatttgcgt tatcacttaa tatatataac gattcattta acgggaataa
  2501581 ttaccaaaac aagacgatgc tttgataatt attttttaga taatctatgc tactaaatat
  2501641 attggtatct gggctatcga atggcgtttc tctgcggttg gttgaaaatc gccaaccgat
  2501701 aaaagtcttt ttaacgcaaa aaaattacag cggcaaatca gtgagactgc gatacactga
  2501761 gaatgcagtt caactcacta taatggatgt catagtcagc gaaataagct atcactatgg
  2501821 aaatcatcag tgttcagtat gactgaaagt gtagacactc tttttaggtt attttatacc
  2501881 caatatattg atgtgacata cgctaaataa ttcgagtggc aggaagacag ccccctgcaa
  2501941 cttgaagtat gacgggtata gtcaggtaag cgacgaacct tggcggtcag gtgagtaaaa
  2502001 accgcgcgta gcactgcgac atcacgtaga aaggtataaa tcttgccatc agtaacggca
  2502061 tattaagtac gttactgtgt gctttttgag ttacagggag aattattcat tatgacgaaa
  2502121 agtcacacta ttctgatcgt tgacgaccat ccgctcatgc gccgggggat taaacaattg
  2502181 ctggggctag atagccgctt tgatgtggtt gctgaagcga acaatggcag cgacgccatt
  2502241 actgaagcgg ccaaatttca accagatgtt attttgctcg atctgaatat gaaaggcatg
  2502301 tccgggctgg atacgttaaa agccctgcgc cataacggca gtgatgcacg gatcattatt
  2502361 ttgacggtct ccgatgcgcg tagtgatgtg tacgcgatga ttgatgccgg tgctgatggt
  2502421 tatttactca aagattgcga gccagaaata ttactggaga atattcgcca ggcagcgcgt
  2502481 ggggaaaatg tcttcagcga cgaggtgatc cagtatttat catctcgtca tgaacaagtg
  2502541 aaccctttct ctgaattgac tgaacgtgaa ttagatgtct tgcaagaggt ggctcgtggg
  2502601 atgtccaata aacaagttgc tttcgaactg cacatttcag aagaaaccgt gaaagtacat
  2502661 atccgtaatt tattgcgtaa attaaatgtg cgctcacggg ttgccgcgac gattatgtat
  2502721 ttggaaaata aaaaatactg acatccgttg tcactattta atggccgcta aaataaaatc
  2502781 atggttttct tgtatccatc ttttattcag tggcccccaa ctctccaact ggtagtaacc
  2502841 cgcattatta cgcacaccat gctgcacaaa agtcagcgta acccccagac cgggcagtgc
  2502901 ctttaagaca tcttgtaacg ttcgccgtgg ccagccggtt agcgtcatca aacgtggtac
  2502961 attgagcgct tcagcactgc tgattagcca acaaagatag agacggcggg cgaatactgg
  2503021 gttgagttcc ataacaagct cctggttaag tagcgactat cgccttcata catgatgttg
  2503081 cggccaagtg gcaagcgaac gcattttgac gagctggctc aggtcagtga tcttggtgag
  2503141 ctgacgtcgc gaataccgcc gccataccaa tgacgttgag tctaatcagt ttactcgatg
  2503201 ccagaaaaat aactcgttta tcatttcatt ctcttctcag tctgaataaa ctcggtttta
  2503261 tcgagctttt tacgtgatct cctttttttc tccacgtttt atcctacatt cccgcgtaga
  2503321 gtgcagggta gattctgctg catctaccta acgcccttgg cgtcacaaca aggctgcaag
  2503381 tgggcgagag ccgctgcgac gtcaaggacg aagggtactc attttctgaa taaaggttgg
  2503441 cactacatgg caaatttttt catcgaccgc ccgatttttg cctgggtatt ggcgataatt
  2503501 ttgtgtctca ccggcgcatt ggcaatctcg acactccctg tcgaacaata cccgaatttg
  2503561 gcccccccga atgtacgtat cagcgccagc taccccggag cctctgctca aacactggaa
  2503621 aataccgtta cccaagtgat tgaacaaagc atgaccggcc tggataacct gttgtatatg
  2503681 tcatcacaaa gcagcaattc aggtagcgcc agtgtcacgc tcacgtttca ggcgggtact
  2503741 aaccctaacg aagcgatgca gcaggtacag aatcaactgc aatcagccat caagaggctg
  2503801 ccccaagacg tacaacaaca aggggtttcc gtttcaaaat cgggtgataa caccttgatg
  2503861 atggtggcgt ttgtctccac tgacggcagt atggataaac aagatatctc cgattatgtc
  2503921 gccagtaatc tgcaagaccc actcagcaga attgaagggg tcggcagcgt cgatgccttt
  2503981 ggttcacaat atgcgatgcg tatttggctc gatccgaata agcttactaa ctatcagctg
  2504041 acaacgagtg atattgtcag tgcgattcaa tcccagaata ctcaggtcgc cgtaggtcaa
  2504101 ttgggcggaa cccccgccgt tgataatcag gcattgaacg cgaccatcaa cgcccaatcc
  2504161 cagctacaaa cacccgaaga gtttcgggaa attacgctac gggtcaatca ggacggttca
  2504221 ctggtcaccc tgggcgatgt cgcaaaaata gagctgggtt ccgagaagta cgattatctc
  2504281 agccgcttca acggccaagc cgcctcaggt atggggatta aactggcttc cggggccaat
  2504341 gaattacaaa ccgataaacg ggtcaaagcc cggcttgccg aattggcacc gttcttccct
  2504401 cacggtttag aagccaaaat cgcctacgaa accacaccgt ttgtacaagc gtccattaag
  2504461 gacgtggtga aaacactgct ggaagccatt ctgttggttt tcttggtcat gtatctcttt
  2504521 ttacagaact tccgcgcaac cttgatccca acggttgccg taccggtggt gctattgggc
  2504581 acctttgccg tgctatcggc atttggcttt agtattaata cgttaaccat gtttgccatt
  2504641 gttctggcta tcgggctgtt ggtggatgac gccattgtgg tggtggaaaa cgtcgaacgg
  2504701 gtgatgagcg aagaagggct ggatccgcgc gaggccacac gaaaatcgat ggggcaaatt
  2504761 caaggcgcac tgatcgggat agcgctggta ctgtctgccg tatttattcc aatggccttc
  2504821 tttggcggca ccaccggggc tatctatcgt cagttctcca ttactatcgt ttcggccatg
  2504881 gtgctgtcgg tattggtcgc gttgatcctg acaccggcca tgtgtgccac cctacttaaa
  2504941 cccattgcac cggggcatca tcacgctaaa cgggggtttt tcggttggtt taaccgcatg
  2505001 tttgaccgta attctcaccg ttacgaaaga ggtgtcgcgc gcgtattgca tcacagcttg
  2505061 cgctacatgc tgctgtattt actgttgctc ggcgggctgg ccttgctatt ccttaaatta
  2505121 cccacctctt tcctgccatt ggaagaccgt ggtgtcttta tggctcaggt gcaacttccg
  2505181 gttggatcaa ctcagcaaca gacactgaaa gtggttgaga aagttgagaa ttacttcctg
  2505241 acagaagaga aaaacaacgt attatccgta ttcgctaccg tcggctctgg ccctggcgga
  2505301 aatgggcaaa atgtagcacg cctgtttatt cgccttgccg actgggatca acgcaccgcc
  2505361 agcaccgatt cctcattcgc tattattgaa cgagcgacta aagaactcag taaaattgtt
  2505421 gaagcgaagg tgtcggtcag tagtccgcca gcaatttcag gtttaggtgg gtcgtcaggt
  2505481 ttcgatatgg aattacagga ccatggcggc catggccatg ataaattgat ggtcgcccgc
  2505541 aaccaattgt tgcagatggc gtcgcaggaa cccgcgttaa cccgagtgcg gcataacggg
  2505601 ctggatgata gcccacagtt gcagattgat attgatcaac gcaaagcgca agcactgggc
  2505661 gtctctctga atgacattaa cagcacgctg aaaaccgcct ggggctcaac ctatgtcaat
  2505721 gattttgttg accgtggacg ggtgaagaag gtgtatgttc aatcagaagc cacggcccgt
  2505781 atgctgccgg aagacgtcaa caaatggtat gtgcgcaata aaaatggcgg catggtgcct
  2505841 ttctccgcct tctctactac ccgatgggaa tatggctctc cccgcctgga gcgctacaac
  2505901 ggctattcag cactggaaat tgtcggtgaa gcggcttctg gagtcagtac cggtaccgcg
  2505961 atggatgtga tggaaaaact ggtcagccaa ttgcccaatg gctttggttt agagtggacc
  2506021 ggcatgtctt atcaagagcg attgtccggc tctcaggcac ccgccctcta tgctatctcg
  2506081 ctactggtgg tcttcctctg cctggctgca ttgtatgaga gctggtcaat cccattctcc
  2506141 gtgatgctgg tggtcccgtt aggggtgata ggtgctgttg cagccacttg gatgcgtggg
  2506201 ctggaaaatg atgtttactt ccaagtcggt ctattaacca tcattgggct ctcggccaag
  2506261 aatgccattt tgattgttga gtttgccaat gaactgaata accgaggtaa ggacctggtc
  2506321 gaggcaacac tggaggcctc tcgccagcga ttacggccta ttttgatgac ctcgctggcc
  2506381 tttatttttg gtgtattgcc gatggcaatc agccagggcg cgggttccgg tagccaacat
  2506441 gcggtgggca ccggcgtaat gggcgggatg atctcagcca ctgtactggc tattttcttt
  2506501 gtgcctctgt tctttgtctt ggtacgtcgc cgttttcccg gcagaataat accgaacaaa
  2506561 gagataaacc ctaaatagtt caagttacag gaaggtagcc aataataggc aacttgaagt
  2506621 aaagtcggtt ctcccctgcg gcatgacgaa aaaaccatgc cgctttattg catcagattc
  2506681 actcttcata ccctttttac ttgaagtccc tctgggatta gctacgcata ttcacctgaa
  2506741 tcactgattt attggggttc atttgctggc tgcaacgtca aatactgggg gtatattaag
  2506801 gacaaagaat ggctaatatt tatgagagaa atatccctga acgtatagct acatttatcc
  2506861 aatttgcaga aaagaacccg gacttctcca caatattcat cgtgacgtca tccgatgatg
  2506921 aagggttaac ttattggata gattcatatg atgaaaatgg tgcagatcat catatagcca
  2506981 aaagagacct cattcagttc tgcgaggccg atatgggggg cagtcatttt tgtttttggg
  2507041 atgatgggca agggaaatcg ttagatgaaa tgcctgttgt cgtcgccgga aatgaagggg
  2507101 atttcccgat agtggcccgc aattttgatg agctattaag cctgatgtct ctaggtgaag
  2507161 agttatatct tcatggcgat gaggcatcat gttgtaattt tgatggaagt acgcaagaac
  2507221 ctgaattctt cgaatttctc accttccttg aaaaaacact caatattacg ccactaaaaa
  2507281 cagccgacga aggaaatgct attattactc aagcaagatt agcatttctt gatgaattta
  2507341 atttatgggt taacaaagcc ttaaagggtg ttgactcaga gaaccaaaaa taaaactcgc
  2507401 cacaaaataa accaataaat ataacaatcg cgcaatactc accctagggc gtccccgccc
  2507461 tactttctgg ctattttatt gttctttcat ctcagcatca taatataaag aaatatccta
  2507521 caaaaaatgc aggtgagtct gattatcttc ccctcaaaat caacttataa taaataaggt
  2507581 taattccaat gataaacgtg agtgggagtt gagagaatta aatttttatt ccgaatttac
  2507641 ttatcgaaac acgttaatgc tttaggagcg attaatttat aatgccaacc atcattacac
  2507701 atgcggctat tcctttaacc ctcggtcttg gattagggac aaaaattatt ccaccccgcc
  2507761 tattactggc aggaatagcg atttcgatgc tacctgatgc cgatgtattg gcctttaaat
  2507821 ttggcgtcgc ctatggccat gctttcggcc atcgtggatt tacgcactcc ctgctatttg
  2507881 ccttcgcctt acccacgcta ctactggcgt tctatcgatt cttcaatact tcgcttaccc
  2507941 gtatctggct atttttattt gtatcactgc tctcgcacag cgtgctggat tcgctgacca
  2508001 ccgggggtaa aggcgttgga tggctatggc catggagtag cgagcgattc tttttaccgt
  2508061 ggcaagtcat taaagtcgcg ccgtttcagc tcgcgaaata cgcaacacct gcaggacatg
  2508121 cggtgataat ttctgaactg ctctgggtct ggttacccgc gacactgttg atgttgttgt
  2508181 taatcctatt aagaaagtcc tttggcgcaa aaaccagtat gaggaattaa aatgcctgat
  2508241 atacagctca ggaacgcaga aagtcactat ttcgtcatgc catgggctac cagggcgata
  2508301 atatttattc ttcattatta acaattcatt actggtgatg attacgtgta attttttgca
  2508361 caagatggta gtgatttaac gcgggtaata aaaaaggcag tgcctctacg gttctgcctt
  2508421 tttgcgagga ttcctcccct ggggataaaa caaatcactc attaaaacca gaatgatact
  2508481 taacgctcac aataggttta tctggctatg ccttacgcag catcgcatcg ataaacgctt
  2508541 tccaaatatt taactcaacc tcaaccataa ccataacatc ctctctaata atcgcggtta
  2508601 attatacgcc tgtttttttg aatagtaaaa ataatgagca agctaattag aagagggatg
  2508661 attttactga tattgttgcc tagagagcca taatctgagt tttgctcttc aaaaatggcc
  2508721 ctgagactga aaaactgatt catcagaaac cgttagcgct gatgacttca gtaacaccag
  2508781 cgaatattat cccatgctga agaggtcagc cttagaccgt gttccagtac aaaactcacc
  2508841 aacgagaagt atgcctaaat ttactggatt tctggggtgg gtgctgtttg taacaatacc
  2508901 aattagcttg gaccccgtgt tcgctcacta atacgccatc ttttatatta gtgagcctct
  2508961 atcttgtagg tcaatgacca taattaatgc tgctgttgtg attttattcc acattcaatg
  2509021 tcatcgacga tacccatgat cttatccaat ggaataccat ttttttctaa ttcagccagc
  2509081 gcattcatat aaggcaccat aaccgagaag agtattttat accctgcgca aaaataggat
  2509141 ttcatcccat cgctgtcctg atcaatccta tgttttgggc aaccgccata gcaaatggct
  2509201 ttatacatac acttacggca tgactcagat agcacctctt tttgcgcgga taatttatcg
  2509261 ctcgccaacg aatccaattt atcgtggtaa atattgccta ttttatactc agggtagaca
  2509321 aagtgatcac attcataaat gtcaccattg gactccatca caaaattatt tttgcacgat
  2509381 ttttggaaaa cacagctcgt gtgcccattg ccaataaatc ggctgacaaa agactcaaac
  2509441 tggcgaataa agagagttcc tacatcatgg cgaacccatt ctttgaagac ctccgccatg
  2509501 aaatggccat aatcaaccgc agggacagtg aactcaataa gttcaaacgt gcttttttga
  2509561 tttgaaaaat caatattagg ctcggttgtt tccaacagtt caataaattg gatatgttta
  2509621 gcaccgatag attttaacgt tcgataaact tcaagggggt attttacatt gatacgattt
  2509681 atcacggtta atgtattaaa ctctacctga tgttttttga gttgctcaat acctgccatc
  2509741 actttatcaa acgatccttt gcctgagcga gtcacacggt agcgatcgtg taactcttta
  2509801 gggccatcaa tagacacacc gactaaaaaa tgattttctc ttagaaagag acaccatgca
  2509861 tcatctaata aaataccgtt agtttgtaaa gcgttgtgta tttttttagt ccctttatag
  2509921 cggttctgat actgtatcgc tttctcaaag aaatccagcc cagccatggt aggctcaccc
  2509981 ccttgccaag tgaaatacac atcatgcccc gatgcactga tatatcgctc gataaatgtt
  2510041 tcaagggttt cttcagtcat ccaacctttg tgctgaaaaa tgttttcttt actgagataa
  2510101 aagcagtaat cacactttaa attacactgg tagctggttg gtttagccgt gatatgcata
  2510161 gttttcctca tggagataga cagacggcaa gaaaaatact tgccgccttt ggcggcttaa
  2510221 ttcataccaa gcgattgctt aattttatta aatttatcct gattaacttc actaacagga
  2510281 gattgactct gattaatgaa gttcctcatc tcggcttgca ttaccttaac aacatcagga
  2510341 tgggtacttg caaggtcttg tttttgattt aaatcactca gtttatacag atttaactta
  2510401 ttaccttcat aggtataggt taaagagtag tcattactgc ggatggtata agagaattga
  2510461 ctaagatctt cggtatttgg gtttttagga tattcattgg attcattacg cacaaattta
  2510521 tggtaaccat cccagaatgg aatattctct tcatcgaacc agtgggtata ggatgtcacc
  2510581 caggtaagat atttatgcgg ttcagctttg cttttccccg tcaaataagg aagcagtgag
  2510641 acaccatcta aattatttgg agcatcaatc tcagcggctt caagcgctgt aggcatgaaa
  2510701 tccattgcag agatcaactt gtcataattt cctgtttgca atttcccctt ccaccaaata
  2510761 aacattggag tatgggttcc gccaggaaat gtttggcttt tatacccttt ctgattaccg
  2510821 ttcaacggta atggcccatc gataacggca ccgttatcag aggtaaacat aattatcgta
  2510881 ttgtcatatt gaccattctt tttaagctgc tcaagaagcc gttttacgcc ctggtcaaca
  2510941 gaatagacag aggcatagaa gttatcagca gtttggctac ctgtattaaa gtgtttctga
  2511001 tattcatccg gcgctggatt atcattaggt aaatggggag cactgtaagc caaatacatc
  2511061 atgaatggct catctaagga tttagctcta ttggcaacac cgatagcctc atcggtaagt
  2511121 tgatcactga tataaccttt ggctttcacc cgctctttat tatggaaaag agacggggaa
  2511181 ttataataag ccgttcccgc ggcatggtaa cccataaaat actggaagcc tcggttttga
  2511241 ggctgccatt catcggctga gtaagttgta aagttatcgt ggtaatcgcg cgtttgctcc
  2511301 gcttcaggaa caggaacatt actgattttt gaaagatgcc attttccgat ggccgccgtg
  2511361 taatagccat tgttttgcaa taactcaggc aggaatgtct cttctaatga aatcccattc
  2511421 tgagcatcgg tattggagta aacaccaaac cttgcagggg accggcccgt cataatggcc
  2511481 gcccgcgaag gccctgatac gccatgagca acgtagccat tcgtcagacg aaccccttca
  2511541 tccatcaacg agagtagtgt tggcgtggac tttttggcgg cttcaatggc tttatcaatg
  2511601 cctattttgt aggtatcaac aacgtcccga tcttccatcg acttagggtc aaaggaggtc
  2511661 ttatcaaaag ggagctgccc ataacctaag tcatccatgg ttaagacaat gatatttggc
  2511721 ttattcttcg tgctgtattc ttttggcgta aaatcagcga aagcaacatt ggtgtttgtt
  2511781 gctttgagtt tgacatcatc agcatatgca gggccaccca tgacgcccgc agctaagatg
  2511841 accgatatcg aagcactaat aatgctcctg ttaaccttta aattcatcat ttttagttct
  2511901 ctactggtta tcgtccaatt gatattttac gtctaaaaat aagaattaat gtgatcggtc
  2511961 tggtggatta aaaagatatg aatatcgcaa acaatacaac tttaaatatc gttaaatata
  2512021 gatttaagga actaaatata gatataaatt aaatcgctac aattaccgga accaaaaaaa
  2512081 accaaatcag gaagataatt ctcttaaaga attattaaag ccactgaaaa aacacaatga
  2512141 tgcgatatta aacggtgaga ataagcaaga ggagtgcgcc agaaagggac aacaatgaaa
  2512201 aaacggtggc agctagctta tggtgtatag aaattgagtc agtcatttgt aacgaataac
  2512261 ccatttgtaa cgggtatacc gcttgccaga gcgttggcaa acggtatcca ggtgcgataa
  2512321 atccttcccc cgtacgataa aacagatcgg ccaataacct caggttttta tagcttagga
  2512381 aaaatccaca gatgttcagt cggtaaggag agatgacagg actctttacc acgaacttca
  2512441 gggccataag cacggatcac aaaatcgtca gcgacggtgc ggaacagata ctcccagcgg
  2512501 tctcccagat acatactggt cagcaacggt aattcaagct gattgccatc caggttatcc
  2512561 cctaaacgaa cccgctccac acggataacc gccgttcctt cttgacctgc ggtaaccccc
  2512621 tcccccgccc atccccacaa cccccaatct ttaccttcga tacgcgcctt accatcacgg
  2512681 acgtcgataa tcttgccatg taagcggttg ttactgccca taaactcggc ggtgaacaac
  2512741 gttgatggcg agccgtacat ttcctgcggc gtcccctgct gttcaatttt accgttatta
  2512801 agcaataaga tacggtcgga gattgccata gcttcgtttt gatcgtgggt taccatcagc
  2512861 gcggacaaac cgagattcat gatcagttca cgcagaaata ctcgtgcttc ttcgcgtaat
  2512921 ttggcgtcca gattcgataa aggttcatcc aacaggataa cgggcgggtt gtagaccagc
  2512981 gcacggccaa tagcgacccg ttgttgttgc cctcccgaaa gttgatgggg gtggcgattg
  2513041 ccaagcgccc ccagtccaag ctgttcaagc accgcttgta cgcgctggct gatttccgac
  2513101 gttgagattt tgcgtaattt cagtggatag gcaacgttct cagataccgt tttatgtggc
  2513161 cacagagcat aagactggaa tactaagcct agattgcgct cttcggcggg tatttcacta
  2513221 tgggatgagc cgtcataaac cgtcttttca ccaatgataa tgtggccctg actcggtttc
  2513281 tccagcccag caaccgcacg cagtaaggtg gttttaccgc tccccgatgg cccgagcagc
  2513341 gagacaactt cgccccgttt taattccatg gacacccctt tcaacacggg attgtcacca
  2513401 taggttaaat gcaggttatc taccgataat tcaatcatgt aatttgactc caaaacgtag
  2513461 tgcaataccg aggcctaaca ccaccagaag gatattgata aaggagagtg cggcgacgat
  2513521 atcaatggca cccgccgccc acagcgagac cagcatcgaa cctatggttt ccgtgcccgg
  2513581 tgaaaggaga taaacaccgg tggaatattc acgctcaaaa atcaagaaca tcagcaacca
  2513641 tgaaccaatc aggccatagc gggataacgg aatagtgaca tggcgggtaa cctgaccacg
  2513701 gcgggcacca gtactgcgcg cggcttcttc cagctctggt ccgacctgca acagggtcga
  2513761 ggagatcaac cgcaggccat atgccatcca taccacggta tacgccagcc agacactgaa
  2513821 gatggtgctg cgcaaggaac gtagccacac caccagatgg tcctgtaacc actcggtcat
  2513881 gggtaatgcg gccagccaac cctctttcag cgagttatcc agccacatag gcaagaacag
  2513941 aaagacccaa aggaatgcca acccagccaa taaacccggt acggcacgcg gcaccaatac
  2514001 actgtagtcg aggaagcgag tcaccccatc gggcttgcgg tgcatcgcga taccaataaa
  2514061 cagataacaa ataacagcca acgccccacc gaacaccccg atagccatcg agttaacgat
  2514121 agcccgcagt agattcggct gttgccaaat ggtgtagaac gtactgaggg acagttcatc
  2514181 ccaaagggac accccaaccc cccagttaga cacaaaggcg cgcagcacga cccccaccaa
  2514241 cggtacgcca atcgtcaccg tcaaccaaaa tgccaccacc gcaccggcaa cccaacgcca
  2514301 tttgcccagt ggcaaggccc gtgcctgtga ggctttgcct ttgaccgtaa caaaacggtg
  2514361 agccgttcgc atcagcatgt gttgtaacat cacgagcgga atagtgatgc agatgagcac
  2514421 cacagcaacc gcagccatca aatgataaga cggcgtaccc agtttattgg tcaattgata
  2514481 gagataggtc gccagcacca agtttccttc cggatcaccc agcaccaaca tcaacccaaa
  2514541 tacttctagc cccaggaaga acaacaacac ggtggcatag aggatcgatg ggcgcaccat
  2514601 tggcaaactg accgcactca tcacctgtaa tggcgaagcc cctgccgtgc gggcagcttc
  2514661 ttcaacatca gaaccgacgc tgcgtagtgc cgatgaaata tagagatagg catgaggaac
  2514721 atgggtcagg ccagcgatca ccacgatgct agacatggcg taaatattcc agggtacgaa
  2514781 acccagtaag gattctgccc acaaagagaa gaagcccaca ggcccagccg ccaccacata
  2514841 accaaagccc aagaccatgg gtgagacaaa gataggcacc agaatcaacg gttcaattat
  2514901 ccgccggcca ggtaagtcag tccttatcat cagaaaggcc aggatccccc cgagtggaat
  2514961 agcaatcacc actagccctg tcgccagaat aaaaccactt ttcagcgcct tgtaaaaatc
  2515021 aggatcagaa aaaataaacc tgaacgcatc aagactcagt acctttgaag gggagaaaaa
  2515081 aggagctgac aggaagcttt gaataataat aaatgatatc ggtatgtaga taaccagtgc
  2515141 ggttatcaac acaactaagc cgcgcggcaa gctctgccat tttctgcgca atgctttcat
  2515201 agtgagccct gttggttaaa gatccatgta tgatcaagcc gataaaacca aggactgcgc
  2515261 atgcccataa ggcaagcgca cccagataaa gccactattt tgctgctgcg gtacgccact
  2515321 gtttgatgta gtccaaacgt ttagcctgtt ccatatattc caataggctc tcatcaaccg
  2515381 ggatgggtct cagcgcactg cccagttttt tggtcagacc atcaatatcg ttgttaccgt
  2515441 caatatcttt gcggatagaa ggaatatctg actgattggc cagaatattt tggcctttct
  2515501 ctgagagcag atagtcaacc cacagcttgg ctgcattctg gtggggagcc ttttggctga
  2515561 taaaggtcac ccgcgatagc accagtgtgt aatccttcgg gtaggcgatc ccaagagaag
  2515621 ggtccgtttt ggcacgggtt tcagcgtaag aaccgaggat gttaaaacca atcagatttt
  2515681 caccggatga cacccgttcc atcatcgtcc cggtggagga ttgcacggtc agaccacctt
  2515741 tagcgatatt agccagtgtc gtaaagtaat tcggatccgc cttgaaatcc tgtaccgaca
  2515801 acatgaaccc taagcctgat ttttcaatat cataggttgt gactttcctt ttgaatttat
  2515861 caggctggct aacgatgagt tttgccagtg cgatgtgggt atcaggcata tcggcctgtg
  2515921 ggatcaggcg cttgttatag ataaagacaa cgggttcgta agtagagccg taggctttgt
  2515981 ttttccatat tgcccatttc ggcaactccg cctgctcagg ggagagatat tcgagcgcat
  2516041 agtcggtagc caacttgagt gcggtatcca tggaggaact ccacacaaca tcgccactgg
  2516101 tgctccccga tgcctgctca ctgatgtagc ggttgtataa ctccgtgcta ttcatatcgt
  2516161 tgtattcaac tttaataccc ggataagccg cttcgaatcc cttaatcaac ggggctgccg
  2516221 ccttaatatc cgtcgcagaa tagaccacca ctttgccctc tttttttgca ccatccacaa
  2516281 tcttctgata atcggcgggg taatagcttg gaagttgagc gaatgcagga agagtggtta
  2516341 atgccgccat cgcgaacata aatactttaa ttttcattaa catatattta acctctggtc
  2516401 tcatttatga aacgaaaaat caacatatag ttaatgtcta ttcctgcgca acgaagttaa
  2516461 ttctttgtct tcctattttg tgatgtcgct cgttctttaa acttttctct tctaattctc
  2516521 cctcactaaa atcctctaca aaggttagct tatggtataa aacggcacta tttgtaaact
  2516581 atcccctcgg cttaacttgc cagtgacaca tttccagagt agcgtgctcc ttatctaaag
  2516641 cagcaaaatc taaagcagca aacagtttgc tgataagcca cggtgtgaaa tgtatgaaac
  2516701 actccatcga ctcgctaaaa gagcttggcc gctatggtga tgcactggca atggcacagg
  2516761 atttactcag ccgttcgcca gataacgcca gcttgctcta taaaatagcc tcactttatg
  2516821 atgtgcaagg gttggagttg caggcggttc ccttttatcg cgccgctatc gaacataacc
  2516881 tggtgggtac agaattgcag gctgcttatt tggggctagg cagtacctac cgcacgctcg
  2516941 ggttgtatca agcagcgtta gagacttttg atcacgctct ggtccgtttt ccgcaagcaa
  2517001 aagagataac gttgttccga gtcatgacgc tgtacaacct cagcgaaacc aaagaggcca
  2517061 tcagtacgtt attaatatta ctggctgaca catcacatca tcagaacacc agcctctatc
  2517121 agaaagctat ccggcaatat gccgccgatc tcgatcgtat tggctaaatc ctcaggctgc
  2517181 ctctgtttat ctctgtgcta aaccgcccac tgtcatctgg attcaaacac acttttcccg
  2517241 cattatgggc taattgctcc cttggggctg gccttcgcat gagtggctgg cctgattttc
  2517301 tcttttagcc gaggtactat ttttccatgt cagatcgccc tgtaacgccc gcattgcgcc
  2517361 tttatggcat caaaaactgt gacaccataa aaaaggcccg ccgctggttg gaagaacaag
  2517421 gcattgccta tcagttccac gattaccggg ctgatggcct cagtgacgaa tgcctacagg
  2517481 gctttatcga tacactgggt tgggagccgt tgctgaatac ccgtggaacc acctggcgta
  2517541 agctgccccc tgagcaacgc gatgcaataa ccgatgccca aagtgccaag gcgctgatgc
  2517601 tagcacagcc tgccataatc aagcggccac tgctggaagg cccgaatggt gagatgctgc
  2517661 taggcttcaa aattgaaagc tatcaagaat ttattcataa ccaacccgct actgaggtgc
  2517721 aataacatga tctgtccggt aatcgaattg gcccaacagt taattaaacg cccatcgctc
  2517781 agcccttcag atgcgggttg ccaagagatc atgatccagc gcctagccgc catcggcttt
  2517841 accatcgaac ccatgaattt tggtgatacg cttaattttt gggcatggcg tggcgaaggc
  2517901 gaaacgctgg catttgctgg tcacacggat gtggtgccta ccggtgacga gagccactgg
  2517961 cacagcccac cgtttgaacc caccatccgt gacggcatgt tgtatggccg aggtgccgca
  2518021 gacatgaaag gctcactggc agcaatgatc gtagcagccg agcgttttgt cgccgcgcac
  2518081 cctgaccaca aaggccgcct ggcctttatg ataacctccg atgaagaagc caaagccacc
  2518141 aacggtacag taaaagtggt tgaagccctg atggcacgcc acgagcggct ggattattgt
  2518201 ctggtgggcg aaccatccag tactgaccgg gttggcgata tcgtgaaaaa tggccgccgt
  2518261 ggctccatca ccgctaactt gcgtattcat ggagtgcaag ggcacgtggc gtatcctcat
  2518321 ctggcggata atcccgttca tcgtgctatg ccagcgctga atgaattggt tgccacccaa
  2518381 tgggatgaag gcaatgcgtt tttccctgcc accagtatgc aaattgccaa tttacaggcc
  2518441 ggtacgggca gcaataatgt tattcccggt gaattttatg tgcagtttaa cttccgtttc
  2518501 agtactgaac tgactgacag cctgatcaag caacgggtag ccgcattgct ggatcgacat
  2518561 cagcttgatt acaccctgga atgggtattg tctggtcaac ctttcctgac cgccaaaggg
  2518621 gcgttggtgg atgccgtggt taatgccgtt aagcattaca ctgaaatcac accgcaactg
  2518681 ttaaccaccg gggggacgtc agatggccgc tttattgcgt taatgggggc gcaagtggtt
  2518741 gagttggggc cagttaatgc caccattcat aaagttaatg aatgtgttag cgcggctgat
  2518801 ttacaattgc tcagccgtat gtaccagaaa atcatggaac aactgatcgc atgaccgata
  2518861 atacattaac gccgcagatg cttactggcc tttcgacaga tcatttggtg gtgttaagtg
  2518921 gcgctcatcg cctacagcca caggcggctg aggcttttca agcaatgcaa caggccgcta
  2518981 aagttgcggg gtttgattta caacccgcca gtacttttcg cgattttggc cgccaattgg
  2519041 ctatttggaa tggcaaattt cgcggtgagc ggccagtatt agatcaagac agccagccga
  2519101 tagatatttt ctcgttagat accgcagccc gttgtgaggc gatattgcgt tggtccgctc
  2519161 tgccgggaac cagccgccat cattggggta gcgacctgga tatttacgat ccatcgcggc
  2519221 taccaacggg tgaaaaacta cagctagagc catgggaata cgatgcgggt ggctatttct
  2519281 atccgctcac ccaatggtta agtgcccata tggcagaatt tggtttttac cgaccattcg
  2519341 ctacagataa tgggggcgtc gcggtggaac cctggcattt gagttaccgc cctttggcag
  2519401 aacaagcgga gcatttgctg acccccaaga ttctactggc ggcttggcaa tcacaagatg
  2519461 tggcgggcag tgaatggctg gcaagtcatt tgccgatgat tttttcacga tttatctacc
  2519521 ttaaatagtg cgagttgccg gaaggcagac aacttgaaat atgacaggta ttgccacaac
  2519581 caaaggaatt taaccatgca atggttagct gattactggt ggatcattct tatcctgtta
  2519641 gtgggaatga tattaaacgg cattaaagag ttacgccgtc ttgatcataa gcgttttttg
  2519701 gataataaac cggagctacc gccccaccgt gacaataatg cccagtggga tgatgaagat
  2519761 gactggccgg atcaaaataa gaaaaagtaa gcaagccgca aataatattc catgcggcgc
  2519821 taccgcctta ttcaccaatt gacgatggca taatttataa ccgtgacagt cccacgctct
  2519881 tgttcaagaa gaggacctgc gtgggattgc tctaggatac actgctcgat ttgcctaaga
  2519941 ctggataaac cttccattgg gcctttgtgc gaaaccgcta acgcaccgct ggtattagca
  2520001 ttggcatatc gtaaggtttt ttctaccggg taaccggaca gtgctacacc gcgccgatgg
  2520061 tttggcagac atgatcattt tatccacatc aatcattgcc atcccctcgg cggcttcctg
  2520121 acgccacagt gccaccaatg ccttacgccc tatcaaacca agggtattga taatctcaga
  2520181 ctgaggagtg cgtaactgca aatagtgtcg taacgccgaa aggggtaact cggtgtgtaa
  2520241 taacaaccgt tgtagcgccg gtaaactggc ctctaatggg cgaaaagcaa aagcaaatcc
  2520301 tgccagttcc cgccaatcgt cgtcagttaa cgtgacctcc ggcggttcag gtagccgtaa
  2520361 aaataccggg gttggtatgc caatccattg ctgtaaccaa taccaatcac gttttaactg
  2520421 ctgctgcgcc gcctgacaga gtgcctcccc cgcgggacta agaggtaaca acgccattgc
  2520481 ggtataacaa ccgctactgg cctctttatg gctaccaata cgtaccaaac gaaaaccaca
  2520541 gcggtgccaa aaatgagcca actcggcggt atagccaaaa ctgaccgaaa gaaaatcaca
  2520601 ctgctgctgg cgggcatggg cctgttctgc ggcaatcatc cggcgggcaa ttccttgctg
  2520661 ccgccatgct gccgtgacag caacccggct gatacgccgc gataacagcg ttggtgcctg
  2520721 ccactgcccg ctatgagcgg ccagtgattg tgccaccaga ttccctctgg gccgccgccg
  2520781 acccgcccag acatcaaggg ccagtgcctc gctcaatccc ccttcatcca ccagccataa
  2520841 tgcgccaatc acggcatcgg ccactctggc ggcagagaaa tgcatacccg gagcatccat
  2520901 cagacggcgt aaatccagcg gcgtcgtgcg gtaatgagcc gtagagagta agccataaaa
  2520961 acgccgcagt aactccgggt tatctcgcca atcgcgttgt tcataaaggg ggatttcgat
  2521021 ctgcgccaca ggtggccgct ttggtagggg atgattgccg agtaattcat catggaacaa
  2521081 catggcatta tccatcactc gttccaaggg atcatccgtg gcccagcgga taggatccgt
  2521141 cagcgtcaaa tgatgccaat cgcccagtgt cgcgcagaat ttcagtaaaa aaccacgccc
  2521201 cgtgccctca tatccctgta ccgtggtggt caataatgcc cgggggaaat acgccaataa
  2521261 tgccgataac agcggtgtcg ggatcgccgc cgcttcatca atcaacaacc agtcaatatc
  2521321 actgacatca tgccgttggc aataatccaa cagtgcgtct ggtgcccaaa atctggcccg
  2521381 ctcccctgct tgttgattaa gcacttgagt ggccgcttta cccggcccgg tcacccaaca
  2521441 cgccccctgc cagtgggtga ctaacatccc ggcaagtgtc gatttaccgc gcccacgagc
  2521501 ggctgtcagt acccaaatac cgctatctgc ctgcatcaga cgctgaagaa tatgctgttg
  2521561 ctgtgcggtt ggtgaaccgt ctggctgctg ccaacatggg cgagaaccaa ccgctggtaa
  2521621 tatgagtggc cgatcttgct gccacagcac cacatcggga tcagccaaaa actggcgctg
  2521681 taagtggcgg ataaagttcg ctgtgacaat cggagcgggt tgctcactcc agcgcaaact
  2521741 gtctttatct ggccgctgcg gccagtcatc ccactcaggc accagcaata gcagccaact
  2521801 ccccgcccgc aaggtccccg cgacgatggc tagcgcttct atatttaacc catcggttgc
  2521861 atcaaatacg ccgtgtaagt tttcctgccc caacagagtt cttgccgctg ttggactgat
  2521921 actgttgacg ccttcgggag gctgctcgct caaccatagc caatcgcctg ccagatgctg
  2521981 gcgtagcatt attgcctgct gccgtgacca atcggcctga ccactgagga tcagcaaacg
  2522041 cctgatcccc tgctgcgcca tctgtggttg actggcaacg attggattcg tcatcttacg
  2522101 acttgcctat gaccagtgag agcaaaccgg cggcaatcaa tggcccgaca gggacgcctt
  2522161 tgaacaaggc gacgccgagc accgttccta ccagtagccc cgccaccacc gacggttggt
  2522221 gcgtcatcaa tgagacacct cgcccgccga gccacgatac cgccaccccc acgacaatgg
  2522281 ctaagataga tttccactga acaaatgagt gcaatacctc gctggcgctg attttgccac
  2522341 tggcaattgg tgccattacg ccgatagtta aaatcaagac accgatggtt aacccgtatt
  2522401 tttccaccca cgggaaaaat gagttcagtg gcgtaatacg aatagcgatc aatattagaa
  2522461 ttgccaatgt cactgtcatg ttatggctga ggatcccaag cgcggccagc gccaaaagga
  2522521 tcaataacgt tggatcaaga gcggccatga ctttatccct gtattgcaat caatgtcggc
  2522581 acaagcgtgc caatcagaga agaatagatc ttatgattat cgattaacgg ctcagctaaa
  2522641 cctagtgact agcaaacgtg ttacagctat taggatcacc actgtcaaaa ccacgtttaa
  2522701 accaggtata acgttgctga gaggttccgt gagtaaagct atctggcacg acgcggccct
  2522761 ggctttgctg ttgtagccgg tcatcgccaa tggcctgtgc cgcattgagc gcttcttgta
  2522821 aatcccctgc ttccaacacc tgttgctctt ccatcgcctt gccccaaacc ccggcaaaac
  2522881 agtcggcttg cagctccatt tttaccgata agcgattacc ttccgcctga gaaacgccct
  2522941 gctgttgctg acgaaccttc gcatcaatcc ccatcaaatg ttgtacgtga tggccgactt
  2523001 catgagcaat aacatacgcc tgagcaaaat caccgcccgc acctaattta ttcttcatat
  2523061 cttcatagaa agagagatcg atatagatgg tgctatctgc cgggcaataa aacggcccca
  2523121 tgaccgactg accggtacca caaccggtct gggttgcacc acggtacatg accagttttg
  2523181 gatcctgata agtccggccc atcttctgga agataggttt ccaggtatct tcagtatcgg
  2523241 ccaggatgac cgaggtgaat ttagcatatt ggtcatcttg cgtactgaca gctttaggag
  2523301 aacggggcgg cgtctgggtt tgtgacagtg gatcaccgcc atttaatagc ggcgtcagat
  2523361 caacgccgta gtagcccgcg accaacacaa taatcaggat agcgacccct cctttgcccc
  2523421 ttattggggg ccggaaccca ccaccaccgg aagcattccc gcgacgatct tccacattat
  2523481 tactttcacg acgaccttgc caacgcatag cacgactccc agacagattt tctacgcgta
  2523541 tcgtaggaaa tcgatagatc gaataccatt aaaaatagcg gtgattgata taactggtgg
  2523601 gatttcactc aaatatagac tgaatacagg tgacgctatg gtgtcaagaa tgacgagttt
  2523661 ggggggagat aaaggccacc gccccccgat aacgctcacg acagagaaac gtaatcgatt
  2523721 gcgctgttag tctaatttta cgccgatacg gtgcgcaact tcttcgtagg cttcaatcaa
  2523781 accgcccagg ctctggcgat aacggtcttt atccatcttg ttcagggttt tcttatccca
  2523841 cagacggcta ccatcaggag agaattcatc ccctaatacc acttcaccgt taaacagacc
  2523901 gaactcaagt ttgaaatcca ccagaattaa accggcatca tcaaacaatt tgctcagcac
  2523961 atcattcgcc aaatagctca gttctttcat tcgggccaat tgcgcttctg tcgcccaacc
  2524021 aaaggtttta cagtaggact cattaaccat cgggtcatgc attgcgtcat ttttcaaaaa
  2524081 gaggtcaaac aacggtggat tcagtgacaa accttcttcg atccccagac gcttgactaa
  2524141 agaacctgca gcacggttac gaataacgca ctcaaccggg atcatctcca gttttttcac
  2524201 cagtacttcg gtatctgaca gcaggcgttc catttgggta ggaatacccg cctcttccaa
  2524261 tttcgtcata atgaaatggt taaacttatt attaaccata cctttacgat cgaactgctc
  2524321 aatgcgctga ccatccagtg ctgacgtatc gttacggaac tccaatacca gtaggtcagg
  2524381 attttcggtg gtatagacgg ttttcgcctt cccacgatac aactcagcta gcttttgcat
  2524441 cttattactc cagtgatgtg accattttag tcgtcatgaa ataaatatcc tccggcatag
  2524501 ccggaggttt ttcatatgcg cctataaggc tctgttacca gccgcgccct aacaggcgca
  2524561 tcgcgatctg acatttgcat ctatggatta cttacggccc gtaaacgggc taccgggata
  2524621 cgggatcgag agttgctcac ccattttatc ctcttccaat tggtgcttta tgtattcttg
  2524681 tatcctggcc gtgtttttcc ctaccgtatc aacgtaatac cctcgacacc aaaactccct
  2524741 gttacggtat ttgaacttca aatcgccaaa ctgctcataa agcatcagac tgctctttcc
  2524801 cttcaggtac cccataaatc ccgagacact catcttgggc gggatctcca gaagcatatg
  2524861 gatgtgatcc acacagcatt ctgcttccag gatattcacg tttttccatt cgcacagttt
  2524921 tcttaaaata ctgccaatcg ctctgcgttt ttccctgtag aacacctgcc ttcggtactt
  2524981 cggcgcaaaa actatatgat atttacagtt ccatcgggtg tgcgctaagc tcttttcatc
  2525041 cctcattggg accccctttt gatttcttgt tgaacatttg cagttgccag accgcaaact
  2525101 gttttaacaa atcaaaaggg gtttttataa ctgacccaaa gctgaaagct ttactgaacc
  2525161 cccagcctag ctgggggttt tctgggcaca ataactaaag gggccgaagc ccctttggtt
  2525221 ttattttatc gcggttgcgc tagtctggct aaacgctgcc tggaataccg caaccaacgc
  2525281 atcattctgc gcctgggtta aggtatgccc tttcggacca atgaactgta agctactgcg
  2525341 gttatcaagg tcaccgacct gtaacttata atcgccttct ggcaattcag gatctttggc
  2525401 acccagtgcg tcccagctac tgctactcag cgatttactg gtgacgctga cagtaccttg
  2525461 cggacggctg cggtcggtca ctttcatgcc aactttctca agcgcagcag gcagacgttc
  2525521 ccagacaacc gcataagggg cacggacaat cagcagaggc aagccagtat cgtcactgcc
  2525581 actttgtaca tccagcgtac cgactttacg tgaggcctga ctgctctcgc tgtcagcccg
  2525641 cactttatcc aaaccttcga taatggcatt cagcattgcg ctgttatagc gctggatctc
  2525701 gctatactga gtgatggttt tccccccttg ttgtaactca agggatttca ctactaatgc
  2525761 cagctgataa ccttgctcct gcacacttat ctggtaacgg ccttcgaact gtacatcttc
  2525821 atctgcccgg ttccatttga tccaatcagt ggtcagcgtt tggctggcat cctgacggct
  2525881 ggctattggc cagttatgat cttgcaggac acgagtaacc tgagcccaca gatcgcggtt
  2525941 ttgcgggcta ttctctaaca atagcttgct ggtatcggtt gcattttcgg cgcgggagcc
  2526001 actcaataat gtcagtggtt gtaccggtgg acgaatatcc aactgtttgc ccacagcgcc
  2526061 ttgcgaatta acggtgcgga catcaaactc accattttgt accggcagga tcatacctga
  2526121 tggtgcgtta agcggcttta gccctggcgc tgtaagataa gactcgtcac cactcacctg
  2526181 gcgtttgtag cgttggtccg tcgagcaggc ggccagtaac atcaccagcg aaacacctac
  2526241 aacttttacc accgtcgatt tttgcaatga tattgccatc aaatttccct aagaagttac
  2526301 agcaaacctg cgcttttcaa cgcgtcttcc acaatccgtt tggccggatc agtcagtggg
  2526361 gtcattggca ggcgcatagt atcatttgcc attaatccca acctcttcgc ggcccattta
  2526421 accggaattg ggtttgcttc tacaaataaa tgctgatgca acggcatcaa gcgctgattc
  2526481 aaacggcgac cttcggcgaa atttccctgt gctgctaatg cgcacagttc aaccatttca
  2526541 cgggcagcga tatttgccgt cacagaaata acacctttac cacccagttg cataaagtcc
  2526601 agtccactcg catcatcacc actgagcagg atgaaatctt catcatcaac cagcacttgg
  2526661 atctgactaa cccgacttaa gttccctgtg gcttctttaa cagcaacaat atttttaatc
  2526721 ttcgctaagc gagcaatggt tggcggtaac atatcgcaac ccgtacgcga aggcacatta
  2526781 taaagaattt gtggcaaatc ggtactttca gcgatcgctt taaagtgttg gtataaccct
  2526841 tcctgcattg gccggttata atatggcgtc actgttaagc agcccacaac accggtatca
  2526901 ttaaaccgtt gagtgagaga aatggcttcg gaggtggaat tggcccctgt tccggcaatc
  2526961 accgggatcc ggccatcagc cagttcgagt gtctgcatga ccacatcgac atgctcatca
  2527021 tgattcaacg ttgctgactc acccgtcgtc cccacagaga caatcgccgc agtcccactg
  2527081 gccacgtggt aatcaatcag gctcttcagg cttgcacgat cgacatcacc gttgtcgtcc
  2527141 attggcgtta ttagcgcaac tatgctgcct gtaaacattg ggcttcccgt aaacattggc
  2527201 tatcacctcc tcaaacaagt tcctcatggt acttttgacc tctatccaaa agcaagtaaa
  2527261 caactgtgtt gtaagcgctt ggcagcaggt tttttttatg tttaccatgg taaccccaaa
  2527321 gagcatgaca ggaagagcga ttttgccgca gcttgatgaa cattatctgg tcattaccgc
  2527381 actcggtgct gaccgcccag ggatcgtcaa taccatcacc cgccatgtca gtagctgcgg
  2527441 ttgtaatatt gaagatagtc ggctggctat gttcggtgag gagttcacct ttattatgct
  2527501 gctgtcaggc agttggaacg ccgttaccct gctggaatca actctgccgc aaaaaggtgc
  2527561 agagcttgat ttgctgattg tcatgaagcg aaccaacgct caagggcaga aagctatgcc
  2527621 aaccactgtc tgggtaaaag ttgaagtgaa tgactccccc cacattattg aacggtttac
  2527681 caacctgttc cattgccaca atatgaatat cgcggagtta gtctccaaaa ctcagccggc
  2527741 agacggcgag acaccgccat tgctacatat acagatgagt gcacacagtc ctgccagcca
  2527801 aaacagttca ataatcgaac atgattttta tcaactctgt acagaactca acgcgcaggg
  2527861 cagtattagc gtggtgagct atccacagca tgatgaccga atggagagtt agtgatgagc
  2527921 ccattgaaag ccggtgatat agcgccgaaa tttagtttac ccgatcaaga tggcgagcaa
  2527981 attagtttgg ccgacttcca gggacagcgt gtattggttt atttttatcc taaggccatg
  2528041 acacctggtt gtaccgttca ggcttgtggt ctgcgcgata atatggatga actgaaaagt
  2528101 gcgggggtag aagtgctggg tatcagcacc gataaacccg aaaagctgtc tcgtttcgct
  2528161 gaaaaagaac tcttaaactt tacgcttctg tctgatgaac atcatgaagt tgcggaacaa
  2528221 tttggcgtct ggggcgaaaa gagctttatg ggtaaaacct acaatggcat ccaccgtatc
  2528281 agcttcttaa ttgatgctga cggtaaggtg gaacatgtgt ttgataattt caagactaat
  2528341 aatcatcacg atatcgtgat ggactactta cgccaaaatg cctaaggttt cctggctatt
  2528401 tattggtcaa taaaattaac ggaaaagagc gctctggcgc tcttgaggtt attgacaaag
  2528461 cgccggtggc ggaaattaaa aattaattat tttatccgcg ttttcttctg agatatgtag
  2528521 cagcaccata cagcagtcaa aatgaaattt tattactgtt catcatatcg atgacagcat
  2528581 tatattattt atcaatcagc tgatatgaaa aatctgactc tgtaaaaatc acctcaaact
  2528641 gactttactt agagtcacgg tatgtgtgta cttatcgatt gatatataga aataaggaat
  2528701 aacttcatct tttttaatcc acttttcaga tagcccatca tgatctgata ccctgtatcc
  2528761 taaggtagtg agatgatttt taacgtcaga taaacaaaca tcatccctat agacaatact
  2528821 actttctctt ggctgactcc cgtcctgagc tgtaaatata aaataataag attcagctgc
  2528881 ccttggggca gacctaatat ctttgtctgt atacaaataa tatgcccaga tatttgacct
  2528941 tgtatacccg tctctcccct ctgccacctt ttgcatactg caatcgataa gaaaaaaaat
  2529001 aataataatg accagacaaa taaaaatgag tcttttcaaa atcttcatta tctaactact
  2529061 caattgagtg atgattccag ctttcttact ggtgcgaata acagtgtcat catttggatg
  2529121 aaatttatag ggtgtaacct gcatcataaa tcggggaagt tgtcctttat agggtttggg
  2529181 acagatgaat ttctccgcag gatcaggaaa taaaagaggt aaaaaaccag tattcttata
  2529241 acgcccaata gatccatagt gatcccatcg gcggagcgct gacgccttac taacaatctt
  2529301 tagctccccc caatatgttc gaggaaaatt agccctgtag aagccaaata aatcagagat
  2529361 aagatcttca ccactgaacc cactgtcagt ataccaactg aaaaaagaca ttgattgcca
  2529421 gttttcaaat gcaacagcag tgctcatcat catagccaaa gctatacccc gtctttcagt
  2529481 gagtgttctg cctttcttta cctgccagac gttaaaacgt ccggtagcaa accggcttaa
  2529541 ccccatcgtt tgttcataac gcacttggta ataggcttta ccacttgatt caccaatgga
  2529601 aaaccgggtc ataagcgcac gaatatcatc accacgtgca tgccccatat caatccagcc
  2529661 caaaatttct gaataaataa gtccttttcg gataccgttt tctgaaccaa atctggatgt
  2529721 atctaaaata tcttcacgtt tactcatccc tgatatccct ttttgcttaa aaatatgccc
  2529781 tatgatagtg atcggtagtt atgtgttgac aggtatcata cagtaattcc gacttaaccc
  2529841 aaatttacgg cccgttcaat acaagtctac gttttagcga cttatttccc tctgcgttct
  2529901 ttgagtatta aagccatctg cttctcaaaa attaaacacc accagatgcc atgaattatc
  2529961 cctgaagagc aaggtaatct cttcggtacc ggcgctcaca atcagtcgct taaatactga
  2530021 cataccggtc aactcagtat ttattcgtcg gttcccgcca tctggctcca aatattgtgg
  2530081 attaatgacg gtttgcggtg taccactaac gttggatgtt cattggccag taaaggtggg
  2530141 cgacttcatc gcggataacc tcgaaataga tggcagcatc gaccttgtga accagatgat
  2530201 gttacggcga cagctcttca agggtgacca tttcgagttg atattgttgc agagttgata
  2530261 ttgttgcaga gcagattttt tttagcctgt ttctatgagt tcaaagtccc gaccaagaag
  2530321 ccaggacttt gttatcaacg tatttattaa tccgcgtcag gaatgaattc ttctggccag
  2530381 gcatggataa ccgctttgac cagcgttgcc agcggaatgg caaaaaatac gccccagaaa
  2530441 ccccacatac cgccaaaaat gatcactgat aggataataa ccaacggatg cagattaacg
  2530501 gcttcagaga acagcacggg gaccaacaag ttgccatcta acccttgcac cactaaatag
  2530561 gcgacaaaaa gcgtccagaa atctgccccg ataccccatt ggaacaacgc aaccaacacc
  2530621 acagggatgg tgacaatcac ggcaccaata taaggaatca acacagagaa ccccaccagc
  2530681 accgccaata gcagagcgta attcatcccc atgatgaaaa acaccagata agtggcaata
  2530741 cccacaatca ccatttccag cactttgcca cgaatatagt tagtaatctg ttggttcatc
  2530801 tccacccata cctgcccggc caaaccgcgg ttacgcggca aaacacggcg caccgcatta
  2530861 agcatctgtt ctttatcttt gagtaagaag aacagcatca atggaaccaa aatcagataa
  2530921 atagccaatg tcagcaagcc aatcaaagag gccagagaaa atttaaccac ggagtcgccg
  2530981 agacctgaca ttttactgcg tagattttcc gccatcatat cgacaatacc ggcatcgacc
  2531041 agtgccgggt aacgggccgg taatgtatgg gcaaaatcat tgaatttatt gatcatcttt
  2531101 ggcatatctg acgccagatt aatcccttgc tgccaagccg ttggtgccac gacaaatacc
  2531161 gctaacagca tgatactgac aaatagcaca aatacgatac tggccgccca ggatcgtgaa
  2531221 caaccaatac gctgcaagcg ggcagttggc cactctaata aataagccaa aacaagagcg
  2531281 gccagcaaag gcgctaaaat accgctgaag aagtagagaa tgcagaaacc cgccagtaag
  2531341 ataaccagta acgtaatgac ctgcgggtca gtaaaacgac ggcgatacca ttgtaacaac
  2531401 agctctagca tccgaaatgg ctccttaaat acgatgagaa atccgcaaat tggcggatcc
  2531461 ctttaccctc tggcaaacag ggctgaaccc gaaggtgagg tgttaccgtc aactccctta
  2531521 atcgccatgc ctttataatt atttctttat aactgcaggc tggctaagat agcggtgagt
  2531581 ctcaacaacg gatgatgagc ttaacctttg acgtatttga acatattttt gtgatctaac
  2531641 tcgctttcgt gatgattgta ctggagagca gtgcaaggaa gaagaactct tacacattac
  2531701 ggagtctaat tgtcattaca ctagcagggg cagtctcgtt tatgacaagt cggttaagta
  2531761 agacagtgat cgccacacta ctcagtagct tgctgctcac cgggccaata tctgctggag
  2531821 cggaaaccca aggcctatta cccgctcaag acctattacc cgatataggt acctcggcag
  2531881 gcgccacgct cagtattgat caggaaatgg cgatggggga cttttatgtc cgccaaatgc
  2531941 gcgccagcgc accattgatt tatgacccct tattgacaca atacatcaat acattgggta
  2532001 accggctggt tgctaacgct aactcagtac gcaccccatt ccatttctat ctggtgaata
  2532061 acgatcagat taatgctttc gccttttttg gcggtaacgt cgtgcttcac tcagccctat
  2532121 tccgttatac cgataacgaa agcgagttgg cctccgtatt agctcatgaa atctctcacg
  2532181 ttactcagcg ccatttagcc agggccatgg aagaacaaca gcggctcgca ccactcactt
  2532241 gggtgggggt gttaggatca attctgctaa caatggccag cccacaagca ggcatggcag
  2532301 gattaagtgg gacattggct ggcgctcagc aaggtattat cagttttact caaggcaatg
  2532361 agcaagaagc tgaccgaatt ggtattcagg tattacaacg ttccgggttt gatccgcaag
  2532421 cgatgcctaa tttcctgcaa aaactggccg atcagtcacg atatgtctct aaaccccccg
  2532481 aaatgttatt gactcacccc ttaccagaca gccgtttatc tgatgcccgt aaccgcgcaa
  2532541 atcagatgaa accgcaccct actgcctcat cgcaagatta tctctttgcc aaaatgcgta
  2532601 ttttaggtat gtatggcgcg gatgaaaata gcctgacccc tgagctgctg gataagctaa
  2532661 gtaaaggcac agtacgtgag caactggcgg caaaatacgg tcaggcagtc cagctttatc
  2532721 aggccaaaaa atatgatgaa gcccgtaacc tgctacaacc cctactggcg cagcaacccg
  2532781 gcaatatttg gttcctcgat ctcatgacgg atatcgatct ggggcagaat aaatcagccg
  2532841 ctgccatcgc acgtttacaa aatgcgatgg taaaacagaa tgatgaaccg gtactgcaac
  2532901 tgaatctggc taacgcctat gttcagggga ggcaaccggc agcagccatc aaactgctac
  2532961 atcgttatac ttttgcctat ccgaatgatc cgaatggctg ggatctattg gcacaagcga
  2533021 ctgccacgca gggtttacgc gatcaagaac tggcggcgcg ggcagagagt ctggcgttga
  2533081 gcggcaagct gacccaggcc attggcttgc tcagcgatgc cagtgcgcgg gtgaagttgg
  2533141 gcagcctgga acaagcccgt tatgatgccc gaattgacca gttgcggcgg ttaaacgagc
  2533201 gttttcgtaa atatcagaag tcctgattat ttggggctat ttgctggcaa gccgtttgtt
  2533261 tattggcaga tagcatctgg cctgttgata aacagtaggc tagctaagag aaaaacagca
  2533321 aggaaagtta tcatgaaaga tgtcactatt tatcacaatc cacgctgctc caagagccgg
  2533381 gaaacactcg cattagtcga gcagcaaggc attacgcctc aggtcgtgct gtatttagag
  2533441 accccgccct cagtggataa attaaaggaa ttactgcaac aattgggctt cagtgacgca
  2533501 cgccagctaa tgcgtaccaa agaagatctc tacaaaacac taaacttgga tgaccgtggg
  2533561 ctgacgcaag atcagttatt gcaagccatg gcggataatc caaagcttat cgaacgccct
  2533621 atcgtggtta ctcaggggaa agcccgtatt ggccgcccac cagagcaagt gcttgagata
  2533681 ttgaaataac gtgatgttac cgtaaccgat aacccaatgt cattggcatg agtcagcaaa
  2533741 cgagtggcaa atctgccagg agcaaattta aatgcgactg gcagcggcct ctcagaggca
  2533801 agtccatgga tgggccgagt aacgagcgta gctaacgtac gcacagcttg aagtatgacg
  2533861 agtatcaaca gggtagtagc cgccatgacg aagggcatag ttaaagacta agaatttctt
  2533921 taacaaatgg gatagtaagc ttacgttgtg ccgtaattga ggcccgatcc agttgatcca
  2533981 acgtcataaa caaagtgcgc atttctcggt ctaaacgctt gagtaaaaag cggccaacat
  2534041 cttctggcaa ttcaaaacca cgtaatttgg cgcgtaactg caaagcctgc aatttttcat
  2534101 catctgacaa cggctgcaat ttataaatct gcccccaatc caggcgcgag gccagatccg
  2534161 gtaaaccaag gttgagttga cgcggcgggc gatcgcccgt gatcaataaa cgggtacggc
  2534221 cagtttccac aatgcggtta tagagattaa acatcgccat ttcccactgt tcatcacctg
  2534281 caatacactc aatattatca atgcagacca gcgccagttg ctccatcccc tctaatactt
  2534341 caggtatgaa gtaagcgcgt ttatccagcg gaacataccc caccgcctca ccttgctgcg
  2534401 atagctcagc acaagcggca tgtagcaaat gactacgtcc accgccttct cgcgaccaga
  2534461 aatagatata actgccatga ggctgatgaa cggcggattg gatcgctgct aacagggatg
  2534521 ggttctcccc cggataaaaa ctggcaaaag tttcatcatc gggaagatag agtggcagtg
  2534581 aaagctgtgc cggcgtattc agaagcacct caaccaacaa aacgggcggg aaaacgtgac
  2534641 gagtttacca caaaaattta taacaacata acaacctgaa tttggtgaat aaatatcctc
  2534701 cggcatagcc ggaggttttt catatgcgcc tataaggctc tgttaccagc cgcgccctaa
  2534761 caggcgcatc gcgatctgac atttgcatct atggattact tacggcccgt aaacgggcta
  2534821 ccgggatacg ggatcgagag ttgctcaccc attttatcct cttccaattg gtgctttatg
  2534881 tattcttgta tcctggccgt gtttttccct accgtatcaa cgtaataccc tcgacaccaa
  2534941 aactccctgt tacggtattt gaacttcaaa tcgccaaact gctcataaag catcagactg
  2535001 ctctttccct tcaggtaccc cataaatccc gagacactca tcttgggcgg gatctccaga
  2535061 agcatatgga tgtgatccac acagcattct gcttccagga tattcacgtt tttccattcg
  2535121 cacagttttc ttaaaatact gccaatcgct ctgcgttttt ccctgtagaa cacctgcctt
  2535181 cggtacttcg gcgcaaaaac tatatgatat ttacagttcc atcgggtgtg cgctaagctc
  2535241 ttttcatccc tcattgggac ccccttttga tttcttgttg aacatttgca gttgccagac
  2535301 cgcaaactgt tttaacaaat caaaaggggt ttttataact gacccaaagc tgaaagcttt
  2535361 actgaacccc cagcctagct gggggttttc tgggcacaaa aaagccgact ttcacgtcgg
  2535421 ctatcatcgt tatttagttc cgaaaatctt atccccggca tcacccaacc cagggataat
  2535481 ataaccgtgt tcgttcaggc cctgatcgat ggaggcggtg tacaattcaa catccggatg
  2535541 cgcttcttcc agcgccttga taccttctgg tgcagcaact aacaccaata ccttaatgct
  2535601 ctggcagcct gctttcttga gcaaatcgat agtagcaatc atagaaccac cggttgccaa
  2535661 cattgggtca accactaacg ccatgcgttc gttgatattg gaaaccaact tctggaaata
  2535721 cggtaccggt ttcagcgtct cttcatcgcg atacacacct accacactga tacgcgcact
  2535781 gggcacattt tccaacaccc cttccatcat ccccagaccc gcacgcagaa ttggcaccac
  2535841 tgtaattttc ttacctttaa tctgttctat ttcaaccggc ccattccaac cttcgatggt
  2535901 cactgtttca gtttccagat cagcggttgc tacgtaagtc agcaaactcc ccacctcgga
  2535961 agccaattcg cgaaaacgtt tcgtgctgat atcattctca cgcatcaaac caagtttatg
  2536021 ttttactagc gggtgcttca cctcaacgat cttcattatt tttctcctgg ttaggcggtc
  2536081 gacggccaaa aaaatcgcga gattataccg cctttctttt tgaacgccat aatgaatagc
  2536141 ctgattcaga tcaatagaga ttcaattgta cgccaagaat gctaaaaatc agggggatat
  2536201 cacaagccac tcgcaaacgt ttgcctgcgc tgttagaatt gtcgcgtttt cttcctgcac
  2536261 cctaaataat tcgagttgca ggaaggcggc aagcaatata atcccgatga gtctatttat
  2536321 tttaaggtca atgacttatt ttaaggtcaa tagccagtaa gtgattcggg tgattgcgca
  2536381 tagccaatgc acatgtagct tgacgtatta cgggtataag ctcaaacaga caaccgccgt
  2536441 ggggacctcg cagtgaccaa caaaacctct ctcagttata aagacgcagg tgtagatatt
  2536501 gatgccggca atgaccttgt tgatcgcata aaaggtgtgg ttaaacaaac ccgtcgacca
  2536561 gaagtcatgg gcggattagg agggttcggt gccctgtgcg cgttgccgca aaaataccgt
  2536621 gaacctattc tggtttcagg cacggatggc gtcggcacca agctgcgtct ggcgatggac
  2536681 ctgaaacgtc acgatactat cggtatcgat ttagtcgcga tgtgtgtcaa cgatctggtg
  2536741 gttcagggcg cagagccgct gttcttcctc gactactttg cgaccggtaa actggatgtg
  2536801 gatactgccg ccagtgtgat taccgggatt gccgaaggct gtaaacaatc aggttgtgcg
  2536861 ttggttggcg gtgaaaccgc agaaatgccg ggcatgtacc acggcgatga ttatgacgtt
  2536921 gctggcttct gtgtgggtgt cgtagagaaa tctgaaatca ttgatggcag taaagttaca
  2536981 ccaggtgatg tcttggtcgc cttaggtgct agcggcccac actccaatgg ttattcattg
  2537041 gtgcgcaaaa ttctggacgt cagcaacacc aatccagaac agacctcgtt ggaaggcaaa
  2537101 tctctggccg atcatttgct agaaccgacc aaaatctatg tgaaatccat tctcagcctg
  2537161 attgaacagt tagatatcca cgccattgcg catctgaccg gtggtggctt ctgggaaaat
  2537221 atcccgcgcg tgctaccgca aggcatgcaa gccgttatcg acgaagccag ttggcagtgg
  2537281 ccagcggtat tcagttggct gcaacaagct ggcaatgtca gccgccatga gatgtaccgc
  2537341 acctttaact gtggcgtcgg tatggttgtt gccttgcctg cagaactggc agataaagcg
  2537401 gttgagttgc tgacagcttc tggcgaaaaa gcctggaaaa tcggtgtcat tgccgcggca
  2537461 actgagggtg ctgagcaagt catcattaat ccgtaatatt gctgattaat catgttgttc
  2537521 ggcaaggcgg cctcgcctct gcgaggccca ccgatggatc gggtaagtga tcatagctaa
  2537581 ccaccctgca gcttcaagta cgaagggtat atgaaaaaaa ttgtcgtatt aatttcaggc
  2537641 cagggaagta atttacaagc actcatcgat gcccaacaac aagggcgtat ctctggcaag
  2537701 atcagcgctg tattcagcaa taatcctgca gcctatggtt tggaacgtgc tgaatccgca
  2537761 gggatccctc atcatgcgct ggatgccaag gcttttactg accgcgtcag ttttgatctg
  2537821 gctctggcac aggccatcga ccaatatcaa cctgatttat tggtcctcgc aggttatatg
  2537881 cgtattctca gtccagaatt tgttaaacac tatgctgggc gaatgttgaa tattcacccc
  2537941 tcgctgttgc ccaaatatcc agggctgcat acccaccgcc aggcactcga aaacggtgat
  2538001 caagagcatg gtacttctgt gcattttgtc actgaagagt tggatggcgg cccggtgatc
  2538061 ctgcaagcca aagtgccgat tttcagcgat gacagcgaag aagatgtggc ggaacgggtg
  2538121 caaacccaag agcacagcat ttatccgttg gtcgtcagtt ggtttaccga tggccgcctg
  2538181 gcaatgcgtg acaacgcggc ctggctggat ggggtgcgtt tgccgttgca gggttatgct
  2538241 gccgaataac cttcccttcg tacttgaagt cgcataaata ctgttcaaac ggcttcccgg
  2538301 ctaatgtgtc tctcagtgac ccccttcctg caactcttca atgacgttgg gggtgggcat
  2538361 taattaaaag caatgtcgat ctaatattcg cgtttttgcc tgtatataat cgcccaaaac
  2538421 tgacgctgag gttataattc tggcgacagc gattgctgcc gccattgagg agtcaacatg
  2538481 tctaccacta gcagcgtcag attacgccca ctggaacggg aagatctgcc gtttgttcat
  2538541 cagttagata ataatgccag cattatgcgc tattggtttg aagaacctta tgaagccttt
  2538601 gttgagttgt gtgatctgta tgataaacat atccatgacc aaagtgagcg ccgctttatt
  2538661 attgaaagtc agggaacaaa aattggcttg gtcgaattag ttgaaattaa tcatattcac
  2538721 cgccgtgctg agtttcagat cattatcgac ccaactcatc aaggtaaagg ctacgccgga
  2538781 gcagcggcta aattagcgat ggagtatggc ttttcggtac tgaatttgta caaactttat
  2538841 ctgattgtgg ataaagaaaa tgagaaagcc attcatatct acagcaaatt aggctttgaa
  2538901 atcgaaggtg agttgaagca agagttcttt atcaatggtg aataccgtac tgttatccgt
  2538961 atgtgtattt tccaaccaca atatttggct aaatataaaa caccatcgat aaaaaatgct
  2539021 taatacgttg gggtcagatg gccccaattg tttcttcccc gttatctccg tcatacatca
  2539081 agctacatgt gcgttggcta tgcgcaatca gccgcatcac tgactgagtg ccagcaaaga
  2539141 caataacgga aaatcatcgc tcatcgccaa agccgtcagt tcctgtttaa actgttgact
  2539201 cgaacgctct gttgactcgc ggcaggcatg gtaagaataa ataatatcaa tgatgtcatc
  2539261 ttccgtcagt tgcccgtttt tattggcgta agtactgatg agtaatttca gataaaaata
  2539321 atcaatgacc actaaattaa atgcagcggc caccggcagt tcattcccca tcgccaattg
  2539381 gtcatgatga atacgataaa gaaggtaatt acgcaatacc gacgtgtgct gtaagaaaaa
  2539441 gggccatgcc tgttgagacc aggtatttct ccattgcggt tcaggatccg cctcggtgaa
  2539501 ataagccagt gccgtatgcg cataattagc gagcgttttt ttaccgcgga tatcaggcaa
  2539561 ttgtgtcata aaatgcccca ggcaagccaa taacacctta acgagggcag tatcaggatc
  2539621 aaccgcctgt aactcgttca ccgccccccc cgctgccatg gcactgatta atgcgtcacg
  2539681 caggccatcg atttcagcca ttttaatttt attaacgtca ttgccagcct gatagctctg
  2539741 caaaaattga tttattgccc aaagattttc ttcaatattc tcctgttgat tcattgctag
  2539801 cgccgcacag gcacgattag ccaaccgctc ctccgtcaca atctcagacg ccttaaaata
  2539861 atcatattgg ttgatcgtag agaaacgtag agttaatgca tccgctgaaa ataatacctg
  2539921 tcgagtcact tctgggcagg agagcgacat acttttaatt ttttgatata aatatgctca
  2539981 acgcgaggat acgtggcaca agaggtactc aacgcattaa taccggtgtg cttataaatt
  2540041 tggcataaac gctgctcatc aagaaaaggg caattcccct gattatctgg gttgatattg
  2540101 gcccaggatg ccaggctgtc ttgagtaaca gaaatatggc ttatggcgat acgcttaata
  2540161 tcggagtagg ggcttttgat gtatctctga taacggtttt tatcgagcgt aatacttacg
  2540221 ccttggcagc agtgttcacg acaagccgca ccaacacagc taaacgtctc cataaaatcg
  2540281 ggttgggtta tcagtagttc tttcacttaa tgtttccatt caatagtcac tcataacaaa
  2540341 cgacataaaa aatggaaact taaatcgtga aagataaatc cagtaaatac cttatgttgt
  2540401 aacgactgat ttgtaacgac tgatttgtaa cgactgattt tgtagcagcc agcgtcagga
  2540461 caattcacct caaaataatt tgcctaaaaa caatccaccg tagaacaccc caccagcctc
  2540521 attcagcacg ctattaacca tagcggccag taatataatc ttccgtctgg cgctgatatg
  2540581 gcgaggtgaa taacgcatcg gtattgttat attccaccaa acgcccctga tgaataaacg
  2540641 ccgtataatc tgaaacccgc gcggcctgtt gcatattgtg ggtcactaat actaccgtgt
  2540701 attgctgctt caaggtcgta atcagctctt caatggttag cgtcgatatc gggtccaaag
  2540761 cggaagtcgg ttcatccagc aataatactt cgggttcaat ggcaatcgct ctggcgatga
  2540821 ctaaccgctg ctgttggccg ctggagaggc gaaatgcatt ttcccgcagc ctgtccttca
  2540881 cttcatgcca taacgcggcc gcccgtagcg aacgctcaac cgcctcgtca agaacccgcc
  2540941 ggtcacggac cccctgcaag cgtaaaccgt ataccacatt ctcataaata gatttaggaa
  2541001 atgggttggg ccgttgaaag accatgccaa ctcggcgacg taatgcggca acatcggtgg
  2541061 ttttatcggt aataatttca tcacccagcc ggatctctcc gtcaaaatgg cagttatcca
  2541121 gcaggtcatt catccggtta aaacagcgta acaacgtgga tttaccacaa cctgaagggc
  2541181 caatcaacgc cgtgacccga tgtttgggga cacagaatga gatgtcatgc agcacctgct
  2541241 tatcaccata aaataaattg agcctctcga ccgccagtgc agtttgctca tcagtcaaat
  2541301 gctgtacatc aagtagcggc aacgaattcg gcgtcaaaag tcccatatca tgtcctgcag
  2541361 gttaagaatc caattacaac attaagccac ggtacttctc acgcagatgg tgacgaatcc
  2541421 ccatcgcggc taaattaagg ccaacgacaa tgatcaccag tagcagtgcg gtggcaaaaa
  2541481 ccaatgggcg ggccgcttcc acattcgggc tttggaacgc catatcatag atctggaagc
  2541541 tcagatgcat gaatttgcgc tccaaatgta ggaaagggaa aataccatcg accggcaata
  2541601 ccggggcgga tttaaccacc cccactaaca tcagcggtgc ggtctccccc gcggctcgag
  2541661 cgacagctaa aatcagcccc gtgagcatcg caggtgccgc catcggtagc acgatgtgcc
  2541721 acagtgtctc agccttgctg gcccccaaag cctgtgatcc ttgccgcaaa ctggttggaa
  2541781 tgcgggctag cccttcttcg gtggcaacaa tcaccacggg caacgtcaat aaagccagcg
  2541841 ttaacgccgc ccacagcaca cccggtgtgc caaatgttgg attaggcaat gactcggcat
  2541901 aaaagagctt atctagcgaa ccaccaatca gataaacaaa gaaccccaga ccaaataccc
  2541961 catacacaat ggaggggacc ccagccagat tcaccacaga gatacggatc aggcgagtca
  2542021 gccaattttt cccggcgtat tcatgcaaat aaaccgccgc gatcacccct aatggcatca
  2542081 ccacgataga cattaaaatc accatcagca ccgtaccgaa aatagcggga aaaacaccgc
  2542141 cttcggaact cgcattgtac ggattgtcgg tcaaaaactt tttggtttgt gccgcccagt
  2542201 gccgcaactt ctgcccgaaa ctcatgtcgt tgggatacca ggcccggtta atttcactca
  2542261 gtggcagcgg gtgtatttgc ccattcatat cttgccacaa gagtgtatag cggtgttttt
  2542321 ccgtttgtaa gctccgcagt ttatcgataa gagtctggtg acgacgttgt aactccccca
  2542381 gctctgcgtc aatacgatcc tgcgatttgc tgtctaaatc tccggcaatt tgcagccgtt
  2542441 tcttttgtaa ccgtaatgct tcaaattgtt gattgagcat actcatttgg cggaactgaa
  2542501 tatcattagc ttgcctgacc agcgcctgca caatggggat gcgtttttgc agctcttgtc
  2542561 ttaggttatc gccaactaat ggctgcccgt tatccaacat accggcaagc aaaccatacg
  2542621 ccataccatt gttatggcgg tccagagcca atagcccctt cggcaggctg cgctgttgaa
  2542681 tatcactctc cagcaaggta tagaaatcct gcccctgaac ctcacggtta cctgacttga
  2542741 tcagcaagcg agtgactgaa tcacccgtat ttggcggtag agtcatcccg gcctgttcta
  2542801 attgctgccg cggtagagat tgttgccgat aaatttcccc caccagtctt accgggccgg
  2542861 cagcggtttg tttcaactca aattggtaga ccgggctggg ccagaaataa cgcattccct
  2542921 gccctgccaa caataagatg acgccaatca gcgccaacaa gctaatactg actgacgccg
  2542981 cagttagcca gatccacggc gagccagatt taacccattt gtttataagg cccgtgttta
  2543041 taagacccgt gtttataaga tggatgtttg tagatcctgt tttcatcacg ctgtccgctc
  2543101 catttgatag cgttcacgca gccgcaggcg aaccgcttct gccagcgtat tcaccaaaaa
  2543161 cgtaaagcag aataagacca atgccgtcag gaatagcacc cggtagtgcc cactgccgac
  2543221 caccgcttcc ggcatttcaa tggctatatt ggccgccatc gcccgtaacc cttggaaaat
  2543281 gctgccacca ataatgggcg agttaccggt tgccatcagc acaatcatgg tctcacccac
  2543341 cgcacggcca aaacctatca tcaccgcaga gaaaataccg gcgtaggctg aaggcagcac
  2543401 cacgtggagc aatgtttgcc agggggttgc ccccagagcc aacgagcctt ggcttaatga
  2543461 cgggggcaca ctgaacagcg catcctctgc cagcgaaaaa ataataggga ttaaggcgaa
  2543521 ccccattgcc acccccacca ccagcgcatt gcgctgatcg taatcatccc ccagccactc
  2543581 atgcaacggt tggcccaacg cccacaccgc caatgatggc cccaaccaca gggccagcca
  2543641 tccggtcagt aagatcaccg gcagcagtac catcacatcc cagcccgcag gtaatggcca
  2543701 ttgtgtcttg gccgacaggc gagcgctgcc ccaaccacac aataaaatcg ctagggctag
  2543761 cagcagcggc aataacaaga tccccgccag ataacgttca atcaccggtg ccagccagat
  2543821 ccctgcaatt aaaccgataa ccaccgtagg gaatgctccc atcatctcaa tggtcggttt
  2543881 aacgactcgc cgcaaccccg cagacataaa atacgcagtg taaatggccc ccgccaatgc
  2543941 caacggcacc gcgaataaca tggcataaac ggccgccttt aaggtaccga agataatcgg
  2544001 tatcaggcta aatttggcct gatagctctc ttcggcagaa ctcgattgcc atacataggc
  2544061 tggctctggg tagttttcat accataacgg ctgccacagg ccacgccagg tgatgtccgg
  2544121 ataacggttg tctagccgat aaactgacca cccggaggcg ttttccacta acaggctatc
  2544181 gccccacggc gaaaaatcgg catggctgat accttcgacc aacgtagatt gcagtaacgg
  2544241 cggtgactgg atgctggaaa aaagggataa ctcaccgtgt ggcgagagca aagcaaagac
  2544301 ccggcgggtg ttctccgcgg tgagtattcc ctgacttgct ggtgtaaaac tgcggatccg
  2544361 cgtcaaatgg aacgatgggc ttggcccttt tcgcacatca aaccattggg tcaccacacc
  2544421 atccggtgat tgcaccaaca gcgatttccc tccagccaat aaggagagcg ttaaaggccc
  2544481 actgagcgct tccttttcac ccaccagaga caccacttcg cgtaactgcc agccggaacc
  2544541 tggtgcgtca ctcgcaagtt tttcactctc taatggccta ttgaccaatt ggtaaatatg
  2544601 cacttgattg cccgaaagca catagagtaa gcggccatca ggcgcgagca acagttgatc
  2544661 gacagtggcg ggcaccgcgc caagagtggt tatctgctgc ccctgcgggg tgaattgccc
  2544721 caccaacaag cggctatcat cggtaatggc agcaacggaa aattgctgtg gttgcggctc
  2544781 tgccagcgcc aaatgcagca agcgcttgcc ttgtatatcg agcgcacgcg gttgatcgcc
  2544841 caatggaaat tgccagccag gcggggtggc agaaaaatcg ggttgtagca gagtaaagcg
  2544901 gccattactc agaccggcac catataaagg ctgcccgccg atggcacggc tccatgagac
  2544961 gggcggcgcg gataacgcct gttcattgat gacactgcca gcaggtgcac tcccttgccc
  2545021 accaaggcga ataaacacac ctttaccttg gttatcaatg cgataagcta ttttcccttg
  2545081 aatatccatt cccagagcga gtgccggcgc attgcgtttc accacgaact gattatccaa
  2545141 acggatagaa acaggtttaa ataatggcaa tacggcatac aataagtaga caaatatcag
  2545201 catcagtgtc agtaatacca gcaaaccacc actggtgact gtcatgcgca cccaacgatc
  2545261 aataaaagcc cggcgcttat ctctccctga tggtgacgct atgcttgttt gccgcataat
  2545321 gtttagttgc ctcatgcctt acaccatatt ccgtcaatgg ttactgcccg tgatgaatct
  2545381 ttcaggcatt tacatgctac cgtttcaagc tatctgttca aataagttgt tcaaataagc
  2545441 tgttcaaatg accgagcatc ttatgtcagt tttgtggcgt ttgcatgaca atgttaacta
  2545501 atgatatctg ttggactttt ttgtcaattt ttcgcaataa tgtttacgga cactaaatac
  2545561 tcccacaata atcttaatgg agttgcaatg ggtcaggaaa agctctatac cgaaaaagaa
  2545621 ctcagttggt tatcttttaa tgagcgggta ttgcaggaag cggcggataa gagcaacccg
  2545681 cttattgagc ggatgcgatt tcttggcatt tactccaata atctggatga gttttataaa
  2545741 gttcgttttg ccgatctgaa acggcgcatt cttattaacg aagagcaagg ctctgctgtg
  2545801 acgtcccgcc atttgctgaa aaaaattcag agcaaagtgg tgaaagccga tcaagagttt
  2545861 gatgggctgt ataatgacct gttactggaa atggcccgta atcaaatctt tttggttaat
  2545921 gagcggcaaa tttccgagaa tcagcaaacg tggctgaagc aatactttaa acagcatctg
  2545981 cgtcaacaca ttacaccgat cctgattaac catgacacca atctggttca gtttttaaaa
  2546041 gatgattata cctatctggc ggtagaaatt attcgtgggc aggatattgc ctatgccctg
  2546101 ctggaaattc catcagataa aataccgcgc tttgtcaatt taccgcctga agcgcctcgc
  2546161 cgtcgcaagc caatgatatt acttgataat atattgcgct tctgtctgga tgaaatattt
  2546221 aaaggcttct ttgattatga tgcgctgaat gcatattcaa tgaaaatgac gcgggatgcc
  2546281 gaatatgatt tggtgaccga gatggaatca agcctcttgg aattgatgtc atctagtttg
  2546341 aaacagcgtc tgacagccga acccgtgcgt tttgtttacc agcgggatat gcccgatgaa
  2546401 atggtagaac tcctgcgcaa taaattgggt atatctaacg atgattccgt gatcgccggt
  2546461 ggccgttacc ataatttcaa agactttatc aacttcccca atgtaggcaa aagtaatctg
  2546521 gttaaccggc caatgccacg cctgcgccat gtctggtttg ataaattccg caacggtttt
  2546581 gatgccatcc gcgaacagga tgtgctgctg tactacccgt atcatacctt tgagcatgtg
  2546641 ctggagttat tacggcaagc ctcattcgat ccaagcgttc tggcgattaa aatcaatatt
  2546701 tatcgggtcg ccaaagattc acgcattatc gactcgatga tccatgccgc tcataacggc
  2546761 aaaaaggtaa cggtggtcgt ggagttgcag gctcgctttg atgaagaggc caatattcat
  2546821 tgggctaaaa gtctgacggc ggctggggta cacgttattt tctctgcgcc agggctgaaa
  2546881 attcatgcca aactgttcct gatttctcgc cttgaaaatg acgaaatcgt gcgttatgcc
  2546941 catattggca ccggtaactt taacgagaag accgccagaa tttataccga ctattcgttg
  2547001 ctgacggcag atgccaggat taccaacgaa gtgcgccggg tatttaactt tattgaaaat
  2547061 ccctatcgcc cggttacgtt cgataatctg atggtttcgc cacagaattc gcgcttaata
  2547121 ttatatcagt tgattgatca ggaaattatc cacgcacagg ccggtgaaag cgcaggaatt
  2547181 actctaaaaa taaataattt agtggataaa ggcctggtag ataggttata tagcgcctcc
  2547241 agtgctggcg tcaaaatacg tctattggta cgcggtatgt gttcattaat cccgaatatg
  2547301 ccgggtatca gcgataatat tcaggtcacc agtattgttg atcgcttttt agagcatgac
  2547361 cgtgtgtacg tctttgagaa taaaggcgat aaactggttt atctctcctc tgcggactgg
  2547421 atgacccgta atattgacta ccgaattgaa gtggctgttt cgctgttgga tccaaaattg
  2547481 aagcagcggg tgctggatat cttagagata ttattcaacg acaccgtcaa agcccgttat
  2547541 attgataaag agctgagtaa tcgttatgta ccgcgtggaa accggcgcaa agtacgtgca
  2547601 cagattgcta tctatgatta tttaaaagca ctggaacaac cggagcagta gacctaacac
  2547661 tatgccgcta accaataatt cgactaccaa accgcaggaa atcgccgcca tcgatcttgg
  2547721 ctctaacagt ttccatatgg tcattgcccg tgtcgtcaac ggcgctttgc aagttttagg
  2547781 gcgcctgaaa caacgcgtgc atctggccga tggcctggat agcaataata tgctcagtga
  2547841 ggaggctatc gagcgcggcc tggcctgtct ggccctgttt gctgaacgtt tgcaggggtt
  2547901 ctccccagat aacgtgtgta tcgtcgggac tcacaccctg cggcaagccg ccaatgcaga
  2547961 gacattcctc aaacgtgccg ccgaggttat cccttatccc attgaaatta tctcgggcca
  2548021 ggaagaggcg cgcctgattt ttatgggcgt tgagcacacc caaccagaga agggccgcaa
  2548081 gctggtgatc gacatcggtg gcggatcgac agaaatggtg attggcgagg actttgagcc
  2548141 attgctggta aagagccgcc gtatgggctg cgtcagtttt gctcaacagt ttttccctgg
  2548201 tggtgaaatc agcaagaata atttcagacg tgcgcgtctg gccgcggcac aaaagttgga
  2548261 aaatctggca tggcaatacc ggatccaagg ctggcaatat gcgctgggtg cgtctggcac
  2548321 cattaaagcc acctatgaag tcttggtcga aatgggcgaa aaagacggtt tgatcacgcc
  2548381 tgaacggctg gagatgctgg ttgaaaatgt cctgcaattc aagcaattct cagccctgag
  2548441 tctgccgggg ctttcggagg atcgccaatc cgtatttgtt ccagggctgg ctattctctg
  2548501 tggcgtattc gacgcattgg ccatcaaaac attacgttta tctgacggtg cgctacgtga
  2548561 aggtgtgctg tatgaaatgg aaggtcgctt ccgccatcag gatatccgtc aacgtaccgc
  2548621 caaaagtttg gcagatcact acaatattga tcgtgaacaa gcccgtcggg tgctggaaac
  2548681 cacggagcaa ctgtataccc aatggttggc acaaaatacc aagctggtac agccccaact
  2548741 ggaagcatta ttgaaatggg cggcgatgct gcatgaagtt ggcctgagca ttaatcacag
  2548801 cggcatgcat cgtcattcgg cctatatttt acaaaatacg aatttaccgg gcttcaatca
  2548861 ggagcaacaa accctgttgg cgacgttggt ccgaatgcac cgtaaagcca tcaaattgga
  2548921 tgaattgcca cgcctgaatt tattcaagaa gaaatactat ttgccgttaa ttcaattatt
  2548981 gcgtctgagc acattgctga ataatcaacg ccaatccacc accacaccag aaagcctgcg
  2549041 gttgataacc gacgacagtc actggacatt gcgttttcca catggctatt tgacgcaaaa
  2549101 cagtctggtg caactggatt tcgaacgcga acaggcctac tgggatgatg ttgtgggctg
  2549161 gaagctggtt attgaagaag aagagccgga tgaggctgca aaagtggccc ctgaagagtg
  2549221 atctgacgct aataaaatcg tgcaccgggt ggttgtcatc acccggtgcg tcaattgaca
  2549281 gcatgagcgg ttaaatcatt cgtcgttaaa acgatcaatc gttaaacgat cattgctaag
  2549341 cgataaaaca aaggctatgc gaagaagacc ttcaactcaa ttgacgaaaa ttatcttgct
  2549401 ggtgagtttc ctcattctgt ttggccgcct gttgtatgcg gcaatcgcgt cgatctccca
  2549461 tcaccaagag cgtcagtctc aacaaattga actgtcagtc gagggcgaac ctcctggccc
  2549521 gcatcaaaca gaccttagcc cgtagatttg atgccaatcc ctacgccctt agaatgttta
  2549581 gatccaagga cacattatgc ccgtgcctat tattcccgtg tcactttctg ccgctgccca
  2549641 aaaaaatgcc aaaatcaaca ctaaaaaact ggccgaaata cgcgaaagaa tcctctccct
  2549701 cctattaaat aatcgagcgc tggttgacgg tattttgggc cgtcaggagg agcgggaaaa
  2549761 tctcagtgat gaacaactgc aggatcaaac cgcagaaata aaaaccttgc tcgatgacct
  2549821 gcatgcagca gatctcgccg acttactgga agcattaccc aacgacgaac gtttggcact
  2549881 ctggcggttg gttaaaaatg agaagcgcgg ccaaacactg gttgaagtct ctgagaccgt
  2549941 gtgggatacc ctgatcaaag agatgagcga taaagacctg ttaaaagcca tgcgcacctt
  2550001 gcatgtggat gaacaggctt atctggccga gtatttaccg cgtaacctga tgggccgctt
  2550061 actgacgtca ttagatccag atcaacgggc ccgagttcgt gaagtgattc agtatggccg
  2550121 cgacagtgtc ggccaaatga tggattttga gctggtcacc gtccgcaaag atgtcacgct
  2550181 agcaaccgta cagcgctatt tgcgctatcg gaaacgtatc cctgatgcca cagataaact
  2550241 gtttgtcatt gatcgcaaaa atacgttact cggcgaatta cccctgacat caatcctgct
  2550301 caatgcaccg aacaccttgg tgtctgaggt aatggatcag aatccgacga cgttccaacc
  2550361 agagcagaaa gccgaagatg cggcaggggc ctttgaacgt tatgacttaa tcagcgccgc
  2550421 cgttattgat gctaaaggta aactgatggg ccggctgacc atcgaagaga ttgttgacgt
  2550481 ggttaatgaa gagagcgata ccacgctgag gcgcatgggg gggttaagcc cggaagagga
  2550541 tgtgttctcc ccggtaggcc gtgcggtgcg gacccgttgg tcatggctgg cgatcaatct
  2550601 ttgtactgca tttatcgcct ccagagttat tggtttattt gaagacacga tttcacagtt
  2550661 agtggcgctg gcggcgttaa tgcccattgt cgcaggtatc ggcggtaata ccggcaatca
  2550721 gaccattacc atgattgttc gcgcattggc tttacaccac attcaacagg gcagtgtctc
  2550781 cttcctgatg ttaagagaat taggggtggc actgattaat ggcctggtct ggggagggat
  2550841 tatgggcctt gtcacctacc tgctgtatgg cgacccggca atgggtgcgg tgatgacgtt
  2550901 agccatgatg ctcaatctat tgatggccgc ggtaatgggc gtaaccatcc ccatgaccat
  2550961 ggcccgttta ggccgtgatc cggcgattgg ttccagcgtc atgatcaccg ccatcacgga
  2551021 taccggtgga ttcttcatct ttttaggcct cgccacccta tttttagtct agtgacattc
  2551081 tccgcctgca ccgtgattgg cctccccatc atcggcggtg ggtcgcgccc tgatttggag
  2551141 agtgatccac ttgctcccat gttcactcta gggtaaagtc gccccccttt atttggcctg
  2551201 gggagcaatt gatgttcatt ggatttgact acggcacagc aaactgctca gttgccgtga
  2551261 tgcgggatga tgctcccacg ttgttggcgt tagaaaataa cgacgtctat ttaccgtcga
  2551321 tgttgtgtgc acccacacgc gaagccgtga gtgagtgtct gcatcgtcac tggcaagtgc
  2551381 caacgggcag cgacgaaaac caacaactct tgcgtcgggc catcgcgttc aatcgcgaag
  2551441 aagatattcc ggtaaccgcc gatagcctgc tattcggcct ctccgccctt gctcaataca
  2551501 tcgaagaccc cgaagaggtt tactttgtaa aatcgccaaa atccttttta ggcgctaatg
  2551561 gcctgaaacc tcagcaattg gctctgtttg aagatttagt ctgcgccatg atgtttcaca
  2551621 tcaagcgtca ggctgaatcc gttttggccg cagaaatccg tcaaacagtc attggccgcc
  2551681 cggtaaactt tcagggttcc ggcggcgaag acgctaaccg gcaggcggaa gggattttat
  2551741 tacgtgccgc acaacgtgcc ggtttccgtg atatcgcctt tcaatttgaa cccgtggctg
  2551801 cggggctgga tttcgaagcg acattaacgg aagaaaaaac cgtactggtc gtggatatcg
  2551861 gcggggggac caccgactgt tcagtcttat tgatggggcc gaagtggcaa ggtttggctg
  2551921 atcgccaaca gagcctgttg gggcatagcg gctgccgtgt tgggggtaac gatctcgaca
  2551981 tcatgctggc cttcaaacaa ttgatgccac tgtttgggat gggcggtgaa accgagaaag
  2552041 ggattgccat gccgtcccta ccatattgga atgcggttgc caccaatgat gtcccggcgc
  2552101 aaagcgactt ctacagcacg gttaatggcc gtttcctgcg tgatctcatc cgtgatgccg
  2552161 ctaacccaca acacgttgaa cggctgctga aagtgtatca acagcgcctg agctaccgct
  2552221 tggttcgcgc cgcagaagag agcaaaattg ccctgtctga ccaagagcag gtcgctacaa
  2552281 cattggattt tgttgaagcc gaattgggcc aaatcatcag ccagcaacaa ctggccgaag
  2552341 cgattagtcc accgctacaa cgcattcagg agcaagtcag cctggcgctg accaccagca
  2552401 atgtcaaacc ggatgttatt tacctgacgg gtgggagcgc ccgctctccg ttactgcgtg
  2552461 ccgcgctaca gcaacaattg ccggggatcc cgttggtggg ggggaacgat ttcggctcgg
  2552521 tgaccgccgg actggcccgc tgggcccaaa ccctgtaccg ataaccccta ttatgttcac
  2552581 ctctcagtga gttatctcgc actgagagtt tttgttggcg tatcacttgc aagactgcat
  2552641 gtgcggcgcg gcaacgagag tggtcaaccc atagagcgcc tgtacaactt gcgccgcctg
  2552701 agtgacctat acgatgggaa catcggtggt caataacgcc tgtgccgtgg tcattgtaac
  2552761 gaacggtgca atagtgatcc acacccaacg cctgaaatca gatccagggg gtaatctgct
  2552821 ctcctgattc aggagagttt atggtcactt ttgagacagt tatggaaatt aaaatcctgc
  2552881 acaagcaggg aatgagtagc cgggcgattg ccagagaact ggggatctcc cgcaataccg
  2552941 ttaaacgtta tttgcaggca aaatctgagc cgccaaaata tacgccgcga cctgctgttg
  2553001 cttcactcct ggatgaatac cgggattata ttcgtcaacg catcgccgat gctcatcctt
  2553061 acaaaatccc ggcaacggta atcgctcgcg agatcagaga ccagggatat cgtggcggaa
  2553121 tgaccattct cagggcattc attcgttctc tctcggttcc tcaggagcag gagcctgccg
  2553181 ttcggttcga aactgaaccc ggacgacaga tgcaggttga ctggggcact atgcgtaatg
  2553241 gtcgctcacc gcttcacgtg ttcgttgctg ttctcggata cagccgaatg ctgtacatcg
  2553301 aattcactga caatatgcgt tatgacacgc tggagacctg ccatcgtaat gcgttccgct
  2553361 tctttggtgg tgtgccgcgc gaagtgttgt atgacaatat gaaaactgtg gttctgcaac
  2553421 gtgacgcata tcagaccggt cagcaccggt tccatccttc gctgtggcag ttcggcaagg
  2553481 agatgggctt ctctccccga ctgtgtcgcc ccttcagggc acagactaaa ggtaaggtgg
  2553541 aacggatggt gcagtacacc cgtaacagtt tttacatccc actaatgact cgcctgcgcc
  2553601 cgatggggat cactgtcgat gttgaaacag ccaaccgcca cggtctgcgc tggctgcacg
  2553661 atgtcgctaa ccaacgaaag catgaaacaa tccaggcccg tccctgcgat cgctggctcg
  2553721 aagagcagca gtccatgctg gcactgcctc cggagaaaaa agagtatgac gtgcatcttg
  2553781 atgaaaatct ggtgaacttc gacaaacacc ccctgcatca tccactctcc atctacgact
  2553841 cattctgcag aggagtggcg tgatgatgga actgcaacat caacgactga tggcgctcgc
  2553901 cgggcagttg caactggaaa gccttataag cgcagcgcct gcgctgtcac aacaggcagt
  2553961 agaccaggaa tggagttata tggacttcct ggagcatctg cttcatgaag aaaaactggc
  2554021 acgtcatcaa cgtaaacagg cgatgtatac ccgaatggca gccttcccgg cggtgaaaac
  2554081 gttcgaagag tatgacttca cattcgccac cggagcaccg cagaagcaac tccagtcgtt
  2554141 acgctcactc agcttcatag aacgtaatga aaatatcgta ttactggggc catcaggtgt
  2554201 ggggaaaacc catctggcaa tagcgatggg ctatgaagca gtccgtgcag gtatcaaagt
  2554261 tcgcttcaca acagcagcag atctgttact tcagttatct acggcacaac gtcagggccg
  2554321 ttataaaacg acgcttcagc gtggagtaat ggccccccgc ctgctcatca ttgatgaaat
  2554381 aggctatctg ccgttcagtc aggaagaagc aaagctgttc ttccaggtca tcgctaaacg
  2554441 ttacgaaaag agcgcaatga tcctgacatc caatctgccg ttcgggcagt gggatcaaac
  2554501 gttcgccggt gatgcagcac tgacctcagc gatgctggac cgtatcttac accactcaca
  2554561 tgtcgttcaa atcaaaggag aaagctatcg actcagacag aaacgaaagg ccggggttat
  2554621 agcagaagct aatcctgagt aaaacggtgg atcaatattg ggccgttggt ggagatataa
  2554681 gtggatcact tttcatccgt cgttgacagt catctcagac atgctgccct ccattcacct
  2554741 ccctatccgg cgtttatatt taattccatg cccctcggct tattccccgg cagattatgg
  2554801 ggacactgga tgatggcgta aacgctcact acgccgccgg agcagttcca tcacaatcag
  2554861 taacaacagc gaagcgccaa ccattaatga agcggccgcc gcaatagtcg gatcgagatt
  2554921 ttcacggata ccggcaaaca ttttgatcgg taatgtgcgc tgacgcgggc tggcaagaaa
  2554981 cagtgtcacg accacttcat caaacgaaac cgcaaaagca aacaaggcac ctgaaaatac
  2555041 accgggggcg atcagcggta aggtgacctt acgaaagacc cgccactgtg atgcccccaa
  2555101 gctggcggcc gcccgcgaca gattctgatc ataacttttc aagacagcgg tcacggtgat
  2555161 cacgacaaat gggaccccaa gcaaggcgtg ggccaagact aatcccaggt agctgttgag
  2555221 cagtgataag cgggcaaaga agaaaaacat gccaacagca atgatcacca ccggggccac
  2555281 cattggcgaa atcaacatcg ccatcaccaa cgccttgccc cgaaactccc cgcgcaccaa
  2555341 gccaatggcg gccaaaaccc ccagccccgt cgccagcaag gtcgccaacg gggcaatcag
  2555401 caggctgtta cccaaggccc ccagccactc atccgagttg aaaaaggtct gataccaacg
  2555461 cagtgaaaaa cccgccattg ggtaactgag aaaagaaccc gcattaaacg acagcggcac
  2555521 aatgaccaat accggtacga tcaggaataa taaaatggcg gcgctgtaaa aattaaagac
  2555581 ccatttccac cccctaagca gccacgcccc tttttgtttc agtgcctttt gtggtttcgg
  2555641 catcgtctcc tccggcacaa tgtgttgata agctcatgaa cggataaaca catcaataga
  2555701 tgaactaatg aatcgcggtt tcagcctggg tacgggttac tcggatataa accacgtaca
  2555761 gcaacaggac gataatcaat aactggctcc ccaacgccgc ggccattccc cagttcatgg
  2555821 tggtattggt aaagaaagcg acaaagtagc tcaccatctg atcacccgga ccgccgagta
  2555881 atgcgggtgt gatgtagtag ccaatcgcca tcataaagac cagtaacgcg cccgccgtaa
  2555941 cgccgttgta ggtttgcggt acataaacac gccagaaagc agcaaacgga tgcgcaccta
  2556001 atgaaatggc ggctcggaca taattgggcg aaataccttt catcacggca tacagcggca
  2556061 acacgataaa gggcagcagg atatgggtca ttgagatgta gaccccggcg cggttaaaca
  2556121 ccagcgccaa tggttgttcg ataagcctac tccccagcag cgactggttg attaacccac
  2556181 tggactgcaa cagcacaatc caactggcgg tacgcacaat caatgaggtc cagaacggta
  2556241 acaacaccag catcaacaac aggttggcgc ggccagtggg ctgttttgcc aaccaatatg
  2556301 ccagcgggta tcccaaggta acgcataaca gagtgacgac agccgccatc cataacgtcc
  2556361 gcagcaagac gttaacgtac aacgcttgat cagccggtaa tgccttaatt tgcccacttt
  2556421 ctacgtctac tttacggtca aatgcagata gcaggtaata gcgggtcaag ggctgagtcg
  2556481 cccgttgcag cgattgccaa gtgcttaatt ccccccacaa cggtaacgca ctgattagcg
  2556541 cttcacgtac cggcccttca gccggtactt tccgtagtgt cgacatgatc aggctacgat
  2556601 aacggttatc ttcataactc atccgtttgg cgatcgagag cattaatcca ttgctacgcg
  2556661 cgttacgcag atcagtgatc aatgcctcga acattgcctc gtccggtagc gcatcgccag
  2556721 gccaattcgc cagtacagcc actgttaccg gcatggccac cctcaattcg gggttatcga
  2556781 tacttttccc caagatagtc gcaatgggga aaataaagct aacgacgata aacagcagca
  2556841 gcggtgtaat cagtaagaga gatcggcgtg tgtaggccgc cttcactttg cgcagttgtt
  2556901 gacgcagtat cgggccagat tgctgccgct catccgctac aggtttggtg accatctcgg
  2556961 tttggctcat tgcgttccct ccggaaaccg tgggtctacg ccagcagcta tcgccgttat
  2557021 ttagctgccc aagagttgaa gcgttgctca agatcttcgc tatgctcgac ccagaattga
  2557081 ttgttcatgg gaaaagcctc agccaggttg gctggcgcag tgggtaaatt agcggcgatt
  2557141 tcgggatcaa tcatcaaggt ggcgttgata ttggtcgggc cataagcgat attttctgca
  2557201 aagactttct gattttccgc taagttggca aaggcgataa attgttctgc caatactttt
  2557261 tttttggagc ctttgacgat agtccaactg tccatatcgt agatactgtc agtccaaacc
  2557321 attctaaaat catggccttc ttttagcgcg gaccccacac ggccattata gactgacccc
  2557381 atcacaacat caccggacac cagccattgc agcggttgcg ccccagattc ccaccactgg
  2557441 atattcggtt taagttgatc cagtttgttg aaaacacgtt caacaccttc cggcgtcgcc
  2557501 agcacacgat acacatcctc acgtttcacg ccatccgcca gcaacgcaat ttccatggta
  2557561 aatttggcag ttttgcgcag ggaacgtttg ccgggaaaag tggtgacatt ccagaagtca
  2557621 gcccaactgg tcaccggggt tttaaattta ctggcgtcgt agattaatag cattgaccac
  2557681 aaaaaaagac ccgaaccaca ttggctaacc gtgcctttaa tgaactgacg ttcatcgcct
  2557741 aacttgctcc aatccagggt ttcaaatagc ccttcattgc atccccgtag cagttctggg
  2557801 ccttcaactt cgacgatatc ccaccctatt tgacccgttt ccaccatcgc acggatacgg
  2557861 gccatttcac cgttatactc cccggcttca attgttcctt tcccggcggc catgaaaggt
  2557921 ttatagaacg ccttaacctg tgcgtctttg tttaaaccac cgaatgacac caccgtcagg
  2557981 gtttcagcgt gcgtttgaaa tacccatccg gcgagcagcg tagtcagtgt cattatttta
  2558041 aacatgctgt ggctcctggt aacgggttaa cgtttcgaga tcagtgagat aaaaccttta
  2558101 gctcgccagt aggcgggtaa gaatattcat cgcctgttta aattgcttgt cgggaatggt
  2558161 caatgggtag aggaagcgga tcacgttgct gtggacaccg caactcagga gtaacagccc
  2558221 ctcttccagt gcctgacgtt gataggcgcg cgtcagttct ggtgacggtt taccgctgac
  2558281 gggatcgtta aattccaccg ccaccatgga tccacgcgca cgaatgccca caatggccgc
  2558341 attgctcatt tgggcttttt ccagtacgtc aaccaacttc gcgcctaaaa tcagggcgcg
  2558401 ctcgcataac ttctcttcag caataatatc gagcaccgcc agtgacgcag ccaccgccag
  2558461 tgggttaccg gcataagtac cgcccaaact ccccggcaac ggggcatcca taatgtcggc
  2558521 ccgacccgtg accgcggaaa ttggcatacc gcccccaagg cttttcgcca tggtgatcac
  2558581 atcaactttg gtgtcgggat aatattccat ggcaaataac ttgcctgtac gggcaaaccc
  2558641 cgtttgtact tcatcggcaa tcagcaaaat accgtgctca tcacacaggg tgcgcaaagc
  2558701 actgacaaat tccggcgggg cgatattaaa accgccctcg ccctgaatcg gctcaaatag
  2558761 aatggccgcc acttgtgtcg gactgatatc acaacgaaac aggcgctcaa cactgctgat
  2558821 ggcctcttcg acactcacgc catacaactc attgggatag agggcgtgaa aaatggaggc
  2558881 agggaacgga ccaaaaccga ctttgtacgg caccgctcta ccggtcaacg ccatcgccaa
  2558941 taaggttcgg ccatgaaatg ccccggagaa agcaatcaca ccagggcggc cagtcgccgc
  2559001 acgcgctatt ttcacggcat tttctatcgc ttcgacccca gtggtgaaaa aagcggtttt
  2559061 actgttgccc gctgccgtca tatttgaatc agaaataggg gctagcgaat taattttctc
  2559121 tgccaatgtg acataactgg cgtaaggcac cacctgatag gcagtatggg taaactggtc
  2559181 cagttgttgg cgcacagcgg ccatcacttt cgggtggcgg tgtccgatat tgagtgtcgc
  2559241 aatacccgcc gtaaaatcga tatattcccg cccctgttca tcccacagcg tggcattttc
  2559301 agcccgtacc gcatagaaat cacataacac accaatccca cgtggggtcg cctcttttct
  2559361 gcgttgttcc aattcacggt gactcatgat tcgctcctgc tggtatgcca tgggtcaatc
  2559421 cccccacggg ggcgtatgtg gatgactgtc tcggttcgta atgactaatt cgtcgattaa
  2559481 tttgtatatt aattaaccta gtctcggttt tttatcccta agtcgcccta caatccagtg
  2559541 ccaattttga ttattttaag gtgccaattt gcgatcactg ctttctgacc tgctgttaca
  2559601 gcgcctgaca ccggctaccc tctctacggt tccagtggct aaaaataagc ggctctaccg
  2559661 tgcgctgcgt ttatctattc tggacggcag catccgtgcc ggtagccgct taccggcatc
  2559721 acgtgatctg gcacaagaac tggagatttc gcgcaatacg gtgctggccg cctatgacca
  2559781 attacaggca gaaggctata ttcagacacg taccggcggc ggtacctttg tgaccactga
  2559841 tttgccagaa gacgggctga acaaaatgga taccctgccc cagcatagtg ggccagaacc
  2559901 tgatgtggcc ctgtctacac gcgctaccca cctgctgaac cactgcggcg tggcgtccta
  2559961 tcaatggggc accttcatgc ccggcgtgcc agatgtcagg ttatttcccc atgaggtgtg
  2560021 gcgtaaatta caaacgcgtc tcagccgcca tttgaatcca gaaaatctga cttattctgt
  2560081 tcatggcggt tgtccgcaat tgcagcaagc gttggccgac tatctgcgaa ttgcccgttc
  2560141 cgtttcctgt actccggatc agattttgat cactgcgggc acgcatcagg cactggattt
  2560201 gttggcaaaa atgttatgcg acccgggcga tcacgcctgg attgaagaac ccagctactg
  2560261 ggggatccgc aacgtgttaa ccatcaatgg catagaggtc atccccgtgt cagtggacga
  2560321 aaatggtatg gatccactgg atttaccgtt tgaatcgcgc tcgccacgtc ttatttgcgt
  2560381 gacgccatcc catcaatatc cgttaggctc ggtgatgagc ctgacacgac gtcagcgtat
  2560441 tttggcgttg gcgcagcagc ataactgctg ggtggtggaa gatgattacg acagcgagtt
  2560501 ccgtttttca ggcagtccga tccccgcgct gcaagggctg atccccgatg cgcccgtcat
  2560561 ttatctcggt accttcagta aaaccctgta tccagggatg cgtatcagct acatggtact
  2560621 gccacgccca ctggcgcagc agttcaaggt ggcacattcc gagttatacc gtggaggaaa
  2560681 tgggatgatg caactgacgc tggcagaatt tatccgcgaa ggccactatg cctcccatat
  2560741 ccgtcgtatg cggttgatat atggcaagcg ccgggccgca ctggttggca tgatcaaaca
  2560801 acaacttggg ggatcatttc tcgcggaata cggtaacgcg gggctgcacc tgattctggc
  2560861 cttgccggag tctattgatg acgtggcgtt aagcgctgaa ctggagcaga aaggggtact
  2560921 cgtccgtgcg ctctctggct attacttaaa aagtcccccg cgacgagggc tgttactcgg
  2560981 ttatggttgc gtaccagagg aggcgatgga agccgtattc gcaccgatag tcagctatct
  2561041 cagacggcgg ataaaccccg atgacgcgat ctgaaacggg cagtttatca atcaccgcct
  2561101 atcgatttca ctgcattaat taaactgcgt caccaccttg accaagcttg cctatttctg
  2561161 tctaaaccct cactcatgca gagtataaaa atcatacaga taaaaacaaa taaaataata
  2561221 atatagataa aaatcaattt attaaataaa tcattcacac gtgaggtaat ttcctcattg
  2561281 agtcaaaaaa tgcttgtcca gatgaaaaac gaatggtaaa gcttttaaaa agtcccccgc
  2561341 cgtggaggca acgacgagtg tgacgatccg gttctggcat gagtcgtgct ctgcagcaaa
  2561401 tctattttgt ttaacgacca aaatgcttgt tcaacaataa attgagagtg tgcgcaatga
  2561461 gaacctatgt cagcttcaaa aatatcaaga agagctacga tggcgacaag ttggtcgtta
  2561521 aaaacctgaa tctggacatt catgaggggg attttttaac cctgctcggt ccttctggtt
  2561581 caggtaaaac caccagccta atgatgctag ccgggtttga aacccccact caaggcgaga
  2561641 ttacgctgcg tgataaaccc ctgcataacc tgccccctca ccaacggggg atcggtatgg
  2561701 ttttccaaaa ttatgccctc ttcccacata tgaccgtaac tgaaaatctg gcctttccac
  2561761 tcacgatccg ccgattgaat aaggctgata tcaaagagaa aattgaccgt atattggata
  2561821 tggtgaagtt gaagaatttg gctgaccgct atcccgcgca gatgtctggt gggcagcagc
  2561881 aacgggttgc attggcacgt gccttggtat ttgagcccaa actggtgctg atggatgaac
  2561941 cactcggggc gctggataag cagttacgtg agcatatgca attggaaatc aaacagttac
  2562001 ataaaatgct tgaattgacc attgtctacg tcacccatga ccaaagcgaa gcaatgactc
  2562061 tgtcaaatcg ggtggtggta tttaacgatg gtattattca gcaaatggat agcccaagcg
  2562121 tgatttatga acagccaagc aatacttttg tggcgcaatt tattggtgaa aacaactgct
  2562181 tactggccgt taatcagggc agtgacgggg aatattaccg tgccatgttg gacgatggca
  2562241 cccgcctgca agcattaaaa gtgtgcccca gctcaccggg taaaaaaatt atgttatgta
  2562301 ttcggccgga gcgcgtcagt gtgaatcatc ctgcggcggg cagccagcag atcaaggccc
  2562361 gcattcagca atttatttat ctgggggatc atgtgcggat gatgacggaa gttgcaggcc
  2562421 aagggaattt catggtgaaa ctctctgccg cgcatatcga accacactgg cagccgggaa
  2562481 gtgaggtgtt gctgtcgtgg atgcctgcgc atttaagggc actggagggg gtgacacact
  2562541 gagagtgaag tttgaagttc gttgggtctt aatgatcatt ggatattcat gatcgtttgc
  2562601 tattcctacc ccaaatggcc gtgccgtatt gattgccact tctgccccct gcgccactcg
  2562661 ctcaccgtct cgcacaatga atattcaggt cgttgccgag aaatagccag aaattggtat
  2562721 agacttatcg ttatcctctc ccttcatgcc gtttgtaaag cgggccagac aaactctgac
  2562781 actactttca tatttcctcc atttttatcc ggtaattgcc cgttaaacta gtagcatatc
  2562841 cgaaaactca gagactgcgc ccatgtggtg caggtagcca cgataaaaaa ggacgcttcg
  2562901 ccatcatgaa atctcaatcc aaacgcactt cccgattatt cgtattcgtg ggggtagtgg
  2562961 tggcgatcat tattgcggtg cttagttggc gctactttgg taccggctcc gataacaata
  2563021 cgtcaggtgc tcagcagagt gcccgtggtc aggacactag ccatggtggc cgccgtaata
  2563081 caccgctggc accggtgcaa gccgcaaccg caaccgagca ggaagtgcca cgttatctca
  2563141 ctggcttagg gacggtcatt gccgccaata ctgtcacggt aaccagccga gttgatggtg
  2563201 aattgatggc ccttcatttc actgaagggc agcaggttaa ggctggcgac ttactggcag
  2563261 agatcgaccc ccgcccttac gaagtccaac tgacgcaggc tcaggggcag ttggccaaag
  2563321 atcaggccac gctggataac gcccgtcgtg atctggcccg ttatcagaaa ttgtccaaaa
  2563381 ctggcctgat ttcgcaacag gaactggata cgcaatcttc gctggtacgc cagagcgagg
  2563441 gcagtgtgaa agccgatcag ggcgctatcg acagcgccaa attgcaactg acgtatagcc
  2563501 gtattaccgc gcctatctcc ggtagagtgg gcctgaaaca agtggatgtc ggcaattaca
  2563561 ttaccagcgg cacggccaca ccgattgtgg tgatcaccca gacacatccc gttgatgtgg
  2563621 tctttaccct gccagaaagc gatattcccg ccattataca agcacagaaa aatgcggaga
  2563681 agactcacgc catcgtgccc gtggaagcgt gggatcggac gaataaacag atgctggcac
  2563741 agggctacct gctcagtatt gataaccaga ttgatactac gacgggcacc attaaactga
  2563801 aggcccgctt taataatgaa gatgatgtgc tgttccctaa tcagtttgtt aacgcccgta
  2563861 tcaaggtcga tttgctgcaa aatgctgtcg tggtgcccac cgcagcggta caaatgggca
  2563921 gcgaaggtaa ctttgtctgg acgttagatg atgcaaataa agtcagcaaa catctggtca
  2563981 ccaccgggat tcagaatagc caacaagtgg ttatcgacgc aggcctgaac gctgggcaac
  2564041 gcgtggtcac ggatggtatt gatcgcctga ccgagggggt acaggttgaa gtggtgacac
  2564101 cacgcagcgc caatactgat gctaatccag ccagtgcaga gaaagcggct gcagaagcag
  2564161 aaggcagcac cccgcatcaa ggccgagggc gtccggccaa tgcgcctgca cgtagcacca
  2564221 cggctgcgga gaaatcctga tgcaagtgat gcctccaaca cccggtggcg ggccgtcacg
  2564281 gctgtttatt ctgcgcccgg tcgccaccac attatttatg atcgcgattt tactggccgg
  2564341 gattatcggt taccgcgcct tgccggtctc ggccctgcca gaggtcgatt acccaaccat
  2564401 tcaggtggtg acgctctacc ctggggcgag cccggatgtc gtgacatcgt cgattaccgc
  2564461 gccgctggaa cgccagttcg gccagatgtc cggcctgaaa cagatggcct cccaaagctc
  2564521 ggggggcgca tcggtcatta ccttgcaatt ccagctcacc ttgccgctgg atgtagcaga
  2564581 acaagaagtg caggccgcca ttaacgcagc gaccaaccta ctgccttccg acctgcctta
  2564641 tccaccaatt tacaataaag tgaatcctgc ggatcccccc attctaacgc tggctgtaac
  2564701 cgcgaccgcc atccccatga cacaagtaga agacatggtg gaaacccgca ttgcgcagaa
  2564761 aatttcacaa gtcacgggtg tcggtttagt taccctctcc ggtggtcagc gcccggcggt
  2564821 acgggtgaaa ttaaatgcgc ctgccgtggc ggcactgggg ctggacagcg agaccattcg
  2564881 caccgccatc agtaatgcca acgtcaattc cgccaaaggc agtttggatg ggccaacccg
  2564941 ttcggtgacg ctatcagcca atgatcagat gaagtccgcc gaagagtacc gtgacctgat
  2565001 catcgcctac caaaatggtg cgcccatccg cttacaagat gtcgccacca ttgaacaagg
  2565061 ggcggaaaat aacaaactgg ccgcctgggc caatactcaa tcagcaattg tgttgaatat
  2565121 ccaacgtcaa cctggggtca atgtgatcgc caccgctgac agtattcgcg aaatgctgcc
  2565181 tgagctgatc aaaagcctgc ccaaatcggt tgatgtcaag gtgctgaccg accgcaccag
  2565241 caccatccgc gcctcggtca atgatgtgca attcgagtta ctgctggcca ttgcactggt
  2565301 cgtgatggtg atttatctgt ttctgcgtaa tgccgccgca accattattc ccagtatcgc
  2565361 ggtgccgtta tcgctggtcg gtaccttcgc cgccatgtat tttctgggct tttcgatcaa
  2565421 taacctgaca ttgatggccc tcaccatcgc caccggtttt gtggtggatg acgctatcgt
  2565481 ggtgattgaa aatatctccc gttatatcga aaagggagag aagccgctcg atgccgcgtt
  2565541 gaagggggcc ggtgagatcg gttttaccat tatttcactg accttctcat tgattgccgt
  2565601 gttaattccg ctgctgttta tggaggatat cgttggccgg ttgttccgcg aatttgccgt
  2565661 gacgctggcg gtcgctatcc tgatctcggc ggtggtttcc ctgaccctaa caccgatgat
  2565721 gtgcgcgcgg atgctcagtt atgagtcact gcgtaaacaa aaccgcctgt ctcgcgccag
  2565781 tgagaaattc tttgactggg tgatcgccca ttatgctgtc gccctgaaaa aagtcctgaa
  2565841 tcatccgtgg ctgaccctaa gtgtcgcgtt cagcacactg gtgctgacgg tgatacttta
  2565901 cttgctgatc ccaaaaggct ttttcccatt acaagacaac gggctgattc aagggacact
  2565961 ggaagcgccg caatccgttt cgttcagtaa tatggccgaa cggcagcagc aggtggccgc
  2566021 cattatcctc aaagatccgg cagtagaaag cctgacctcg tttgtcggcg ttgatggcac
  2566081 caatgccacc ctcaataatg gccgtttgca gatcaacctt aaaccgttaa gtgaacggga
  2566141 tgatcgcatt ccacagatta ttacccgttt acaggagagt gtcagtgggg tgcccggtat
  2566201 caaactgtat ttgcagccgg tacaagattt gaccattgat acccagctca gccggacaca
  2566261 atatcagttc acgctgcaag ccacttcgct ggaagaactc agtacctggg tgcccaaact
  2566321 ggtcaatgaa ttgcagcaaa aagcgccgtt tcaggatgtg accagtgact ggcaagatca
  2566381 ggggctggtg gcgtttgtta atgtggatcg cgacagtgcc agccgtttgg gcattaccat
  2566441 ggcagccatc gacaacgcct tgtataacgc ctttggtcaa cggctgattt ccaccattta
  2566501 tacgcagtcc aaccaatacc gggtggtgtt agagcatgat gtgcaagcca cgccaggact
  2566561 ggcggcattc aatgatattc gcctgaccgg tatcgatggc aaaggggtcc cactgagcag
  2566621 cattgccacc attgaagagc gctttgggcc actgtctatc aaccatttga atcaattccc
  2566681 gtcagcaacg gtatcgttca atctggcgca gggttactcc ctcggagagg cggtagccgc
  2566741 cgtgaccttg gccgaaaaag agatccaact gcctgcggat atcaccacgc gtttccaagg
  2566801 ctcgacgctg gccttccagg ccgcattggg cagtacgctt tggctgatta tcgccgccat
  2566861 tgtggcgatg tatattgtgc tcggcgtgtt gtatgaaagt tttattcatc caataactat
  2566921 tttgtccacc ttgccgaccg cgggtgtcgg ggccttgtta gcgttgatgc taaccggcaa
  2566981 tgaactggat gtgattgcca tcatcgggat tattttgttg ataggcatcg tgaaaaagaa
  2567041 cgccatcatg atgatcgact ttgccctggc tgccgagcgc gatcagggga tgacgccgta
  2567101 tgacgctatc tatcaagcct gtctactgcg ttttcgcccg atcctgatga ccacgctggc
  2567161 cgcgctgttc ggtgccttgc cattgatgtt gagtaccggt gtcggtgccg aactccgtca
  2567221 accgctgggg gtgtgtatgg tcggtgggct gattgtcagt caggtgctga cgctgtttac
  2567281 cacgcccgtt atttacctgc tatttgataa attggcgcgg aatactcggg ggaaaaatcg
  2567341 ccatcgtgat gaggatattg actcgtctga gttgctgaac ggacaggagc cacagtgaaa
  2567401 ttcttcgctc tgtttatcca gcgcccggtc gccaccacac tgttgacgct ggcgatcacc
  2567461 ctcagtggca taattggctt tagcctactg ccggtatcgc cactgccgca ggttgactac
  2567521 ccggtcatta tggtcagcgc ctcaatgccc ggtgccgatc cagaaaccat ggcctcgtcg
  2567581 gttgcgacac cgttggagcg cgccttggga agaattgccg gggtgaatga aatgacctcg
  2567641 accagttcgc tgggtagcac gcggattatt ctgcaattcg atcttaaccg cgatatcaac
  2567701 ggcgcggccc gtgatgtgca ggcggcgctc aatgccgccc agagcttgct gccgtcaggg
  2567761 atgcccagcc gcccaaccta tcgtaaaatg aacccgtctg atgcgccgat tatgatcatg
  2567821 acgctgacgt cagatacctt ctcacagggg caactctatg attatgcctc gaccaaactg
  2567881 gcgcaaaaaa tcgcccagac cgagggggtc agtgatgtca cggtgggcgg cagttcttta
  2567941 cctgcggtgc gggtcgagct aaatcccagc gccttattta atcagggcgt atcactggat
  2568001 gcggtgcgtc aagccatcag tgccgccaac gtgcgccgtc cacaaggttc agtggatgcc
  2568061 gcagagacac attggcaggt ccaagccaac gatgaaatca aaaccgccga gggctaccgc
  2568121 ccgctgatcg tccactacaa taatggctcg ccggtacggc tacaggatgt cgccaatgtt
  2568181 atcgactcgg tgcaggatgt tcgcaatgcg gggatgtccg caggccaacc ggccgtcctg
  2568241 ttagtgatca gccgtgaacc gggggccaat attattgcca ccgtagaccg gatccgcgcg
  2568301 gagttacccg ccttacgcgc ctcaatcccg gcctcaattc agttaaatat tgctcaagat
  2568361 cgctcaccca ccattcgcgc ttcactggat gaggtcgagc gttcattggt cattgcggta
  2568421 gccctggtca ttctggtggt ctttatcttc ctgcgttcgg gtcgagccac gttgatcccc
  2568481 gccgttgcgg tacccgtctc gttgatcggt acgtttgccg cgatgtacct gtgcggtttt
  2568541 agtttgaata acctgtccct aatggcattg accattgcca ccggttttgt ggtcgatgat
  2568601 gccatcgtgg tgctggaaaa tatttcccgc catttggaag caggtgtgaa accgaaggtg
  2568661 gccgccctac gtggggtccg tgaagtgggt tttaccgtgc tatcaatgag tatttctctg
  2568721 gtggcggtat ttattcctct gctattgatg gcggggctac cggggcgttt attccgtgaa
  2568781 tttgctgtca cactgtcggt ggcaataggc atttcactgg tgatatccct gaccctaacg
  2568841 ccaatgatgt gcgcctggtt gctacgttca cacccaaaag gtcagcaaca acgtattcgc
  2568901 ggttttggta aagtgctatt agctattcag caaggctatg gtcgttcact aaattgggcc
  2568961 ttaagccata cccgttgggt gatggttgtg ctgctttcca caattgccct gaatgtctgg
  2569021 ctgtatatca gtatccccaa aacctttttc cccgagcagg acaccggccg gatgatgggc
  2569081 tttattcagg ccgatcagag tatttcgttc caatcgatgc agcaaaagct gaaagatttt
  2569141 atgcagatcg tcggggcgga tccggcagtg gacagcgtca ccggctttac gggtggctcg
  2569201 cgcactaaca gtggatcgat gtttatttca ctgaagccgc tcagcgaacg ccaggaaacc
  2569261 gctcagcagg tgattactcg cttacgcggt aaactggcaa aagagccggg ggccaacctg
  2569321 ttcttgtctt ccgtgcaaga tatccgagtt ggtggccgtc attccaacgc cgcctaccaa
  2569381 tttaccctgt tggcggatga tctggcagca ctgcgcgagt gggaacccaa agtccgggcg
  2569441 gcgctagcca aattgccaca attggcggat gtaaactcag atcagcaaga taagggcgcg
  2569501 gagatggcac tgacttatga tcgcgaaacc atggcgcggc tgggtattga tgtctctgaa
  2569561 gcgaatgctc tgctgaataa tgctttcggc caacggcaaa tatccaccat ttatcagccg
  2569621 ctgaaccaat acaaagtggt gatggaagtg gctcctgaat atacgcagga tgtgagttcg
  2569681 ctggataaaa tgtttgtgat taacagcaat ggtcaatcca ttccgctgtc ctatttcgct
  2569741 aaatggcaac ccgccaacgc cccgctggcg gtcaatcacc aaggcttatc cgccgcgtca
  2569801 accatctcat ttaacctgcc agatggcggc agcttgtctg aggccacggc ggctgtcgaa
  2569861 cgagcgatga cagaactggg tgtcccctcc accgtgcgtg gggcgtttgc cggtaccgct
  2569921 caggtattcc aggaaacgct gaaatcgcag ctctggctga ttatggcggc catcgccacg
  2569981 gtgtatatcg tgctggggat tttatacgaa agttatgttc acccgctgac catcctctcc
  2570041 actttaccgt cggcaggggt cggggcgttg ctggcgctgg agttattcga tgcaccgttc
  2570101 agcctgatcg ccttaatcgg tattatgttg ttgattggta ttgtgaaaaa gaacgccatc
  2570161 atgatggttg acttcgccct ggatgcgcag cgtaatggca atatcagcgc ccgcgaggct
  2570221 atttttcagg ccagtttact gcgtttccgg ccaatcatca tgaccacctt agccgcactg
  2570281 tttggggcgc tccccttggt gcttagcagt ggtgatggtg cagagttacg ccagccgctg
  2570341 gggattacca tcgtcggtgg gctggtcgtg agccaattac tgacgttgta caccacaccg
  2570401 gtgatttatc tctattttga ccggttgcgt aaccgtttta gcaagcaacc gctgatgaaa
  2570461 ttggaatagt atgcaacaga gtggaagtag gagtggggcg ccatggtaac gcaagcaaca
  2570521 tctgtgcgat ggcaattgtg gattgtcgct ttcggatttt ttatgcagac gctggatacc
  2570581 accatcgtca ataccgccct gccctccatc gcagccagtc tgggcgaaaa tccgttacgg
  2570641 atgcaatcgg tgattgtctc gtatgtcctg accgtcgcgg tgatgttgcc cgccagtggt
  2570701 tggctggcgg accggatcgg cgtcaagtgg gtgttcttct cagcgattat tctgttcacc
  2570761 ttcggatcgc tgatgtgcgc gcaatcagca acactgaatg aactgatcct ctcccgtgtg
  2570821 cttcaggggg tgggcggcgc aatgatggtg cccgtgggcc gcctgacggt gatgaaaatc
  2570881 gtgccacgcg agcaatatat ggcggcaatg gcgtttgtca cactgcccgg ccagattggg
  2570941 ccattagttg gcccggcgct gggcgggttt ttagtggaat ttgccagttg gcactggatt
  2571001 ttcctgatta acctgcctgt tggtgtgatc ggcgcattgg cgaccttgct gctcatgcct
  2571061 aaccacaaaa tgtctacccg gcgctttgat atcagcggct ttatcatgtt ggcaatcggt
  2571121 atggcgacct taacgctggc actggacggc cacacgggac tggggttgtc gccgctggcc
  2571181 attgcggggt tgatcctgtg tggcgtaata gcactgggca gctattggtg gcatgcactg
  2571241 ggtaatcgtt tcgcactgtt ctcactgcac ctgttcaaga ataaaatcta tacccttggt
  2571301 ttagtcggga gtatgtccgc ccggatcggc agcggcatgt tgccatttat gacgcctatc
  2571361 tttctgcaaa tcggcctagg gtttagccca ttccacgcgg ggctgatgat gatcccgatg
  2571421 attatcggca gcatgggcat gaagcggatt atcgtacagg tcgtcaaccg ctttggttac
  2571481 cggcgagtcc tggtcaacgc cacattatta ctggccgtcg tcagcctgag cttaccgctc
  2571541 gtggcaatca tgggttggac actgctgatg ccagtagtgt tattcttcca aggcatgctc
  2571601 aacgcattac gcttttccac catgaatacc ttaaccctaa aaacgttacc agatcgtctg
  2571661 gctagcagcg gtaacagcct attgtcgatg gcgatgcaac tgtccatgag tatcggggtc
  2571721 agtactgccg gaatattatt gggtaccttt gctcatcatc aggtagccac caacacgcct
  2571781 gccactcaca gcgcgttctt atacagttac ttatgtatgg caatcattat cgccctaccc
  2571841 gccctgatat ttaaccgcgt tcccccggat acaggagcca atcgtcattt ggcccgctag
  2571901 attggccgac tgataaagac aggtgaaatt atgataagga tcggcattac cggaaaactg
  2571961 tttatggcta ttttcgccac ttgcatgttg gtattgataa ccatgcactg gggcgtcagg
  2572021 accagttttg aacgcggttt cattgactac atcaagcaaa gtaatgaaca gcggatcgcc
  2572081 atgctaagtc atgcgcttga aggcgaatat cagcactacg gtaactggga ttttctgcgt
  2572141 aataatgacc aagtgattta ccagatcatg cgatcctttg agcaaaacca aaacagtgag
  2572201 agcagaccca gtatgccgcc ccgtggctgg cgcgcccaat tttgggtggt tgatcaagac
  2572261 aataatctgc tggtcgggca ctccgggcat ctccccacag aagctagccg cagtgccata
  2572321 aaagtcaatg atcaggttgt cggctgggtg atttcgaccc catcggaaaa actgacccgt
  2572381 aatgcagata tcacctttga tcaacaacag cgccgcacca gttggtttat tgttggcctc
  2572441 tcgacgctgc tggcggcggc cgtcacatgg gtactctcac gcggcatgtt agccccagta
  2572501 aaacggctgg ttgaaggcac gcatcggctg gccgcggggg attttagcac ccgtgttgcc
  2572561 gtcagtagcc gcgatgaact gggccacctg gcacaagatt ttaaccagct agccagttca
  2572621 ctggaaaaaa atgaacaaat gcgccgtgat tttatggccg atgtctccca tgaactccgc
  2572681 acgccactgg cagtattacg cggagaactg gaagccttac aagatggcct acgccaaccc
  2572741 acccccgagt cattaagttc gctccaagct gaagtggcga ttttgacgaa actggtcaat
  2572801 gacctgcacc agttatcaca gtctgatcgc ggggcgctgg cttaccgtaa aacccaactg
  2572861 gatgtggtcc ggctattgca agtggcgatt gccagctttc atggccgctt ccagaacaaa
  2572921 aagatgacca tcaccgccca cctgcctgaa cacgcggtta tttttggcga ccctgaccgg
  2572981 ctcaatcagt tatttcacaa tttactggaa aacagcctgc gttataccaa cgaggggggg
  2573041 cattagaaat tatcgcgttg atccaagaag agacactcac gctgcactgg caagacagta
  2573101 aaccgggggt tagcgatgaa cagctcgagc gcctttttga acgtttttat cgtacggaaa
  2573161 gttcacgcaa tcgcgccagt ggcggctctg ggttggggtt ggcgatttgc cataatattg
  2573221 tcgatgcgca tagtggaaaa atcagcgcta aacattcacc tttgggtggc ctgcggatta
  2573281 cggtagtatt ccccctattt cattccatag ggtaatccat tgtaatgcac gagtcgcctc
  2573341 tgtctgccag ccagtctggc tctgtattga tcgttgaaga tgaacccaaa cttggccagc
  2573401 tactcgtcga ttacctgcaa gccgcgggtt accgcaccca gtggctgacc aacggggcag
  2573461 aagtcgtggc gacggttcgc caaacgccac ccgccatcat cttgctggat ctcatgctgc
  2573521 ccggcagtga tggcatcacc ctatgccgtg aaatccgccg tttctctgat attcctattg
  2573581 tcatggtgac ggcaaaaacg gaagagattg ataggctatt ggggctggag attggcgctg
  2573641 atgactatat ctgcaagccc tatagcccac gggaagtggt cgctcgggtc aaaaccattc
  2573701 tacgccgctg ctctcagcaa cgtcatcaac ccaccgatga cgcaccactg ctgatcaatg
  2573761 aatcccgttt tcaggcgagt taccaagggc atatgctgga attaaccccg gcagaattcc
  2573821 gcttactgaa aatattagcc tcccaaccgg gccatgtttt cagccgggaa caactgctga
  2573881 acaaccttta cgacgattac cgggtagtga ctgatcgcac cattgacagc catatcaaaa
  2573941 atctacggcg gaaactggaa ttactcgatg gcgaaaaacc gttcatccgc gcggtatatg
  2574001 gcatggggta tcgctgggaa gcagagatgt gccgtttgtt gtaattctgt ttttgccata
  2574061 ggtgcgctat gttggcggtg ttagctcgtt atgtttgcga tgcacggagc acattgacct
  2574121 gacttccggt caaccttgac tacactcatt agaggtatca catgcaacag gagaaacact
  2574181 atggccttgg gtcactatga gattaagaaa gcaaaaaatg ggcaatatca tttcaatctg
  2574241 aaggccagta atggtgaaat tattctctcc agtgagatgt acgccagtaa ggcctcagcg
  2574301 gaaaatggca tcgcatcagt acaaagcaac tccccgcaag aaagccagta cgagcttaaa
  2574361 cacaacacaa aaaatgagcc ttatttcgtt ttgaaagcga aaaaccatca agttattggc
  2574421 gtcagtgaat cctacagttc cccaaccgcc gccaagaatg gtattgcctc cgtcatgaaa
  2574481 aatggcctgt ctacggttat caaagatttg acgctgtaat gtttattgat tagatgccgt
  2574541 acatttattg attagataga ataacgacca cttatccctg cgcggggcca ttaaccgcgc
  2574601 atttcatttt tgcacgacaa gacgaatggg tgattgaggc cccacaataa tcggttgaat
  2574661 tgatctggat catttaaacc ttacaaaaat tgtgcgaagg ctgattttca cccttggcga
  2574721 ggttacaatc ctcggctttt agccacccct acgggcgtgg ttctgacttg aactcagact
  2574781 gagagccact gatatgtctt catcatcatt tacaacggaa agacccttta caccggaatt
  2574841 gttatccccc gccggtaccc taaaaaacat gcgatatgct tttgcttatg gcgctgatgc
  2574901 agtctacgcc ggccagccac gctatagttt gcgggtccgt aataatgaat tcaatcatga
  2574961 aaacctggcg ttaggtattc aagaagccca tgcgctcggc aagcgtttct acgtcgtcgt
  2575021 gaatattgcc ccgcataatt ccaaactgaa aacctttctg cgcgatttaa aaccggtgat
  2575081 tgagatgggg ccggatgcgc taattatgtc cgatcctggg ttgatcatga tggtacgcga
  2575141 cgctttccca cagatggata ttcacctgtc agtgcaagcc aacgccgtca actgggcaac
  2575201 cgtcaaattc tggcagcaaa tggggctaac ccgcgtgata ctctcccgag aattatcact
  2575261 ggaagaaatt gctgagatac gggctcaagt gccagaaatg gagctggaag tctttgttca
  2575321 tggtgcattg tgcatggcct attccggtcg ttgcctgctc tctggctata ttaataaacg
  2575381 cgatccaaac caaggcacct gcaccaatgc ctgccgctgg gaatataacg ttcaagaagg
  2575441 gaaagaggat gatgtcggta atatcgtgca catccaccag cccattgcag tgaaaaatgt
  2575501 tgaaccgacg ctgggtatcg gggcgccgac tgacaaagtc tttgtgatcg aagaagcaca
  2575561 acgccctggc gagtacatga ccgcctcaga agatgagcac ggcacttaca tcatgaactc
  2575621 aaaagacctg cgtgccatcc agcatgtgga acgcctaacc cagttgggtg tccattcgct
  2575681 gaaaattgag ggccggacaa aatcgtttta ctactgcgcg cgtaccgcac aggtgtatcg
  2575741 ccgtgctatc gacgatgccg ttgccggtaa gccttttgac cccagtttgc tgaccacgct
  2575801 ggaagggtta gcccatcggg gctataccga gggttttctg cgccgccacg tacatgaaga
  2575861 gcaacaaact tacgaatacg gctattctgt ttctgagcgt cagcaatttg tcggtgaatt
  2575921 cactggtgtg cgccgcgagg gtttagctga agtgctggtg aaaaataaat tctcacgggg
  2575981 tgatagcgta gagttgatga ctcctaaagg gaatatccaa tttaccctag agagcatgca
  2576041 ggataaaaaa ggccaacccg ccgatattgc accgggtaat gggcatatca tgtatttacc
  2576101 tattcccgag gagattgatg tggaatatgg cttactgata cgtaacttaa acggaacaaa
  2576161 tagccgcaat ccccacgaaa aagcgtaacg agattcaata aaatgaatgc cacagataaa
  2576221 gtggcatttt ttagtaaata ttagaaatag atcacatcaa ttataatagc agtcggatag
  2576281 tatagtccga gtacaatcaa taactaaaaa agtgttaagt aatactagga accacctcct
  2576341 tggctagccc aatctccctt gggctggcct tttctttttt ccctcacatc tggctgatac
  2576401 atatcacctt tatcctttct cgtaatatta gccattcctg ttagacgatt ccataatatt
  2576461 aagaaaaatc tgttttaatg aataatttat tcctaaaata ataattatcc caacagaaca
  2576521 aatatcacat tagaaataca tacctatttt attgtgctcc ctattggcaa caattccctg
  2576581 ttattccttg aataatccga tagaagaatt aagcagatat gctttactgt aacgactgtc
  2576641 cctaaaatta tgggtgttgt cgtaaggcgg tcagtagagg taaggcagta agcagaggca
  2576701 aggcccatga atgagccgag tcacgagtgc agctaatttt tcaccgatac aagcctcatc
  2576761 gatacaagta ctgctgctgc accaagaatg aagggactcc catataaatg atttggagca
  2576821 catatgccac acactctttt gatcctcaac ggcaaagaat caggcaaccc tgaggtccgc
  2576881 gaagcggtca aaaacgtacg cgacgaaggc ttaacgcttc atgtccgtat cacctgggag
  2576941 cacggtgatg caaaacgcta tgttgaagag gccgccacct tggctgtcag taccgttatc
  2577001 gctggaggcg gcgatggcac cattaatgaa gtggcaacag cattgatgag tttacctgcg
  2577061 gataaacgcc cttgtctggg gatcctaccg ctgggaaccg ccaatgattt tgcgactggc
  2577121 tgcaatatcc ctttgcaaat agagaacgca ctgcaactgg cggtcaaagg ccgggcggtg
  2577181 gcaatcgatc tggctcaagt caacggtgag cattacttta tcaatatggc aaccgggggt
  2577241 tttggtaccc gaattaccac cgaaacaccc gataaactca aagcggcctt gggcggagtc
  2577301 tcttacttta ttcatgggct gatgcgcctt gatgccctaa aagcagacag ttgcaaaatc
  2577361 catggccctg actttcattg gtcgggggat gcgctggtca ttggcatcgg caacggtaaa
  2577421 caggccgggg gcggacaact tctttgcccc gatgcactga ttaatgacgg cctgatgcaa
  2577481 ttacgcctac tgacagcaaa ggagttactc cctgcagtgc tgagcaccct gttcaatggt
  2577541 gagaaaaata agaatgttat cgacgccacg gtaccttggc tcgatatcac tgcaccgaac
  2577601 gatatcacct tcaatctgga tggtgagcca ctgtccggca gacatttcca cattgaaatc
  2577661 ttaccccatg cgattcagtg ccggctacca ccgaattgcc cattgttagg ctaaacgcca
  2577721 cttagcccta cacactcagt gccatctgga ggacggcggg cgacgagtgt agaacacgat
  2577781 aaatgaatga taaaacgtgt gaaatgcggc agaagaaaat gaagcacagt agatggaaac
  2577841 ggaacccagc agataaaaat gaaacagagt agataaaaat gaaacagagt aaataaacag
  2577901 cggagcacgg cgagaaccgc ccttgtcttg ctccgccatt ggcgattcgg ggcattgttg
  2577961 gcaataagtc atcactcata agagtcatga cgtgcaaaac tcagcgccag ttaggatctt
  2578021 tctctagctg cgcggtcaac atggcctgga tattctcatt ggggcgaccc agccactgat
  2578081 aagtcgcaaa tttacttggg ttatccaacg cctcgggctt gtcagccacg gtaactcgca
  2578141 ggccccacac gtgcttttta tcgttgctaa acgccaccca cataaagtta ttactgcaat
  2578201 cgtgaggctt acagagactc cccactttat attgctgtgc gccccacgtg atgttttcat
  2578261 aaggccctga cgttcccgcc cctttacgtg cccatgccgg caaatttttc tgccccttta
  2578321 ccattttttg ccaacgggct ttatagacag gttgctggag aagttcagcc atggtgggcg
  2578381 ttgaggctac cggctcaggt acggtaaccc caggggatga gaccactgct gctggctgtg
  2578441 caaaggagcc agagctgata ctcaataata ttcccgctaa aagacaatgg aggttttttt
  2578501 ggcctttcat tatcgaattc cttttttata tgattaatca acgcgtcagg cagtgataaa
  2578561 gggggacgct gttcagcgga cttgaatgcg ccatgtgatg tcgcgtcgcc ttatatgacc
  2578621 atcaattgcg acaaaagttg atccattgca cgaatttctc atttcaattt tagttattcc
  2578681 gcaatcggta tgacaacttg agttaagcta tgaaccagat aatgttcaga aggccatgcc
  2578741 atgttaccca ttgagttacc cgaagagcct gaaaagctgt attactccgc aggggaggcc
  2578801 cacccattgg ccaaacttga gacggataaa atccgccaga tggtgattga tttagacgtt
  2578861 gccaattctg atagtgagca ttatgtcacg ggttggatgg gggttaaata gcatcgtcgt
  2578921 ggtgcgtaat tatcaaaaca aacgcggtac cgcgaacggt tttgtcatta ataaagggga
  2578981 tcgctaccgg ctgagcattc agtctattga atttcgcatc cccaaaatgg tgttgtggat
  2579041 gagctttcgc cgcaaaccac gaaccatgga attgatcacc tacgaagaac tgggcgaaaa
  2579101 accaagtggc atgcagcaat atcgcaatat tcttgatgaa gagttacttg ggcagttaga
  2579161 tcaagattgg cacgaactga atgactatct gggtgcagcc tgctggcaac tggagaacgg
  2579221 cacccctctg tggcaacaac tccatcaaca gattacccct gatgctattc gtcagttagc
  2579281 caccgcccct attttccgta ccaaacattt gcaggcagat ggtgaatatt caggcttctg
  2579341 ggccggggag tacttctttg ccgtcaggca accgggcacc aagcaagccg ccgataatcc
  2579401 attccctgca gtgcaaattt cctggcggga aaatgataaa gatatcggca gttatcagtt
  2579461 cgatctcatt gaaggtgaat cgggcaaatc aagattctcg ctgtgtattc gtcctcgcaa
  2579521 aggtgcaaac agctacctgc ttaaccgttt tgatgcccac catctgcaac gtgcgatagc
  2579581 catgtttact ctggcacagc agtatttgtc gggaccagtc gctggctgac agcacggcaa
  2579641 cgccagagtg aaccaatcaa taaacccacc tgcaattttc atcattttca ttaccaccat
  2579701 tggtgaaaat gatgaacagg cccgatgccc tgccccacct ccagggtatc ggcctgttcc
  2579761 agcgcacgtt gcaaatagtt tttagctacc gccactgttt ctccccaatg gccgtatcgc
  2579821 gggcgcagtg ctgccaatgc cgccgatagt gtacaccccg taccatgagt attccgggtg
  2579881 gccacgcgtt gagccacaaa acgctgctcc ccctctgcgg taaacaacca gtctgggcta
  2579941 tcctcgcccg ttaagtgccc gcctttcatt aacaccccct gacagcctaa ggctaatagc
  2580001 gcccgcccct gctcacgcat ttgttgttca tcgctggccg gtggacaccc cagtaacgcg
  2580061 gcggcctctg gcaaattcgg cgtaattaat gcgacttgcg gcaacagcca ctgacggacg
  2580121 gcctccacgg cgtcaggggt caatagcgga tctccacttt tggccaccat caccgtatcc
  2580181 aaaaccacga acggaatagg ataacggcgc aactgctcgg cgaccatttc gaccaccgca
  2580241 gtattcgcca gcataccaat tttggcgctg tcgatacgca cgtcactgag aacagaatcc
  2580301 aactgagcgg caacaaaatg aggatcgata ggataaaccg actgcacacc acgggtgttt
  2580361 tgtgccacca gcgcggtaat gacactggta ccataggccc gtaaagcaga gaatgttttc
  2580421 aaatcagcct gaatacccgc cccaccactc gggtcagtac cggcaatcgt cagtgtatta
  2580481 atacgcttca tgaatacgtc tccgtactca tcattgaggg ggctaatggc gtaaattcag
  2580541 ccgcagtggc tgaaaagaga acggcaggta gaacgtacat attccctcct aaccggcggt
  2580601 caagaaggcg gaaccctacg gtgccgagac ttccctacgc tggcataatc cagatcaggt
  2580661 aatacgggtc atctctcagc cttaccaccg cattgtggca ggcaccccga gtcagaatgg
  2580721 tcattatcac gggcgggcaa cagaagatca atgatgtatt aatcacaact atgattcacg
  2580781 acggatatta gagagagccc ccttcaggaa gagaggtgat tggacagttc tcacccaaat
  2580841 ggtattgggg ccaaataacg ccacaggttt gacacaattg gcgacaatgg gactacaaac
  2580901 ctgtaggaaa attttgaata ttctataaat gaagtaaata cccttgtatt gaatctgtat
  2580961 acatagaaga ctgtttaact tgtacctatg gaagtaacca ttgagattga cgatggccgt
  2581021 gatgatacta agaaataaaa aattttcact tctctcgttg ctgctcatat ctgcactaat
  2581081 ttatttttta tggatggaat tcaaaccggt taaaattatc gcagttcatc aaagaaataa
  2581141 ttacagtgat attttagtgg agaacttccc tatcactgat agcggaaaaa tagcttggtg
  2581201 gataaaaaat aaaagtatgt tggcagagaa atataaaata cccaagcctg catcatatgg
  2581261 ttcttttact attattttct gggatttcgg tgatggctat caagaggaag gtaaatatga
  2581321 cagattgtgc ttcgatgata tgaaaaccgc tgagaattgt atagataaaa attcatttct
  2581381 tacagtaaga aacacacctg acaatagagt attttttatt gttgacaatg gtaaatactt
  2581441 acttaaagag agtaacaagg tgactaaggt aagagagtag ccaacgcaca tacagattga
  2581501 agtatgacag atataaaaca tattaaagag ggatctgaat gacatataaa aagtataact
  2581561 ccagttggga aggctacatg ggggatgttt taaacggtaa tgttggcatt aaccagctaa
  2581621 aacctcaaca tgagtatttt gatgctatag ggctaggaaa ggtattaagt gagaatacac
  2581681 aataccatgc agttctcaca ttagcagaag ccaaaagtat tattgaagat attaaccctc
  2581741 ctcggacaca aagcccaagt aacggagaag cactggcacg aggatttgag atagagcctg
  2581801 tccataattc tgtgtaactg ccaccgtatt aaaggtgatc gctcaggcgg tcaccgaact
  2581861 cgataataaa acggctcatc gctaaccgcc agttctggat cggcatactc catttttttg
  2581921 atgcatcctt gatcgccaaa taaacaacct tccgcactga gtcgtctgtc gggaacactt
  2581981 tgcgcttttt aatggctgca cggatcacgc tgttcaccga ttcgatggca ttcgtggtgt
  2582041 agatagcctt gcggatatcg ggcggatagc cgaagaatgt attgagattt tcccagtgcg
  2582101 tacgccaact tttgctaatt tgcgggtatt tgtcgtccca ggcctccgca aacttatcca
  2582161 gcgccatcag cgccgcctct tctgtcggag cctgatacac cattttcaaa ccgctggtga
  2582221 cggctttata gtccttccat gacacatatt tcaggctgtt gcgtaccata tggatgatgc
  2582281 acagctggat gtgagtctgc ggataaacac tgtttatcgc atccgggaac cccttcaggc
  2582341 catccacgca ggcaatcaga atgtcctgaa gaccgcgatt tttcagctct gtcagcacac
  2582401 ttagccagaa cttcgcacct tcattttctg ccagccacat gcccagcagc tctttctgac
  2582461 cttcagtgtt gatgcccagc gctaggaaca ctgctttgtt tatcacgcta ccgttctggc
  2582521 ggacttttac gacaatgcag tccatataaa caatgggata cagagcatcc agttggcggt
  2582581 tttgccattc agcaacctgc tcttttacgg catcggtgac tttagatatc agcgtgggag
  2582641 acacatcggc gtcatacatc tctttgaagg tggcgacgat ttcgcgggtg gtcatgcctt
  2582701 tggcgtacag ggacaaaatc tggctgtcca tctgtgtgat acgcgtctga tttttcttta
  2582761 tcagctgcgg ttcaaaggtg ttttcgcggt cgcgtggcgt attcagctcg atttcgccgt
  2582821 cgtcgcatag cagtgttttg gacgaatagc cgttgcgggt attcgagcct gatttagggg
  2582881 tatttttctc gtgcccgagg tgttcggtaa gctctgcatt taacgctgtt tcgacggtaa
  2582941 gctttgttag catacgagaa aatgcattaa ggtcggcttc ggttttaaga cctttagcca
  2583001 gttcagccgc aagtgcttta agtttctttt cgtccataat ttgcctgtct ccgttgttgg
  2583061 agtgaagata tcaaaaacag gcaattacac aatattgttt acagtctcta ctaatcctgt
  2583121 ggcgcgggtg ttttccgtta ccgatcctat ttctgcttat gccggaaata tctacgactc
  2583181 acggggagtc tatgatgtta tccgagaatt taagcgattc agcatcaccg cgacagagta
  2583241 tgtgggcgag aatgggcgta agtatattca catttctggt tatgccggcc ttaggcgtat
  2583301 tatcactgga acccgttatg gtgccagcca cccacaaatg ctatcaatgg gaatcggcca
  2583361 gcaaggtctc agttccaata ttgttaaagg tctaaaattc tgtattctct tttctattgg
  2583421 ctatcgaacg attgaaggta tctttaaaga tgaatatacc ttagcggaat ttatcggcaa
  2583481 tataacgatg gatatggcta aaatagccat tgtcgcggcg acttctttta ttgtaggtgt
  2583541 actcttcact gcgacagttc ttgcaggtgg cagtattatt gtcgttgctg gggtagcttt
  2583601 tgccgttggc tttgtagcta ccgctatcct agatcatttc gatgaaaagt atggtataag
  2583661 tgaaaaatta atcgcattat taaccaaaga aatgagaaaa aaaccaagaa cacaagaagc
  2583721 aaactttcag tctattctta atggattagg gcgacttaaa tgaataatag attatttaaa
  2583781 acattaggtg caatcatagc attattaata tttacgccaa tgatatattt agtgagcact
  2583841 tacatcattt cattaataaa aatggaagac ataataaaat tctccggacc tattttcata
  2583901 gctttcctat catcccctat actactttac tctctcgtag gatctgtttg gttttttatc
  2583961 tttaataagt tacctaaatt taataaattt attattaagt atttatccat accaatgttt
  2584021 ttatcattta tcgtcagctt ccctatttct ttatatgttg attacaaatt aaaaagtaat
  2584081 ggttatgtgg tatgtgacag aatttcatgg atgtcgccga atacttatgt aaaagactta
  2584141 tcactttgta gataaatata aaatattcaa cagaaaaaga taattataaa tacagtaaac
  2584201 tggaaccgag taattaagat gaaaaataga cctttcaaca ttctatttgg aatgataata
  2584261 ttttcagtgg ttttatttat gatgtatttg gtttttttat gtctcatttc attaattaga
  2584321 atggaagata aaataacatt ctcaagttct attgttatat gtttgatttc gtctcctcta
  2584381 ttattttatg ctaccgcagg gtctgtttat atttttgtat ttaataaaga acctaaattt
  2584441 aacaaaatga ttgtaaaata cttaactatg ctagcaatag catcattcat catgagtttt
  2584501 cctatttctt tttatgttga ttacaaatta aaaagtaatg gctatgtagt atgtgacaaa
  2584561 atctcatgga tgtcgccgaa tttttatgta agagatttat cactttgtag ataaaaataa
  2584621 aatatttaac aagaaaataa ttttaaatac agtgaagtgg atcagggtaa ttgagatgaa
  2584681 aaatagactt ttcaatgcac tacttggggt tatgttatta ttaattatca ctcccatgat
  2584741 gttattagta ggaagttacg ttatttcact aatgcgaatg gaagacgaaa taacattctc
  2584801 tagttctatt ttcatatctt tactttcatc tcctctcgtt ttttatgctc tcgcgggttc
  2584861 tacttgtgaa tttatattta ataaattacc aaaatctaga aaaatagtta taaaatactt
  2584921 aacaatgcta gccatcgcat catttatcat tagtctcccc gtgtcttttt atgttgatta
  2584981 caaattaaaa agtaatagtt atgtggtatg tgacagaatt tcatggatgt cgccgaatac
  2585041 ttatgtaaaa gacttatcac tttgtagata aatataaaat atttaacaga aaaagataat
  2585101 tataaatata gtaaagtggc tctgggtaat tgagatgaaa aatagattat ttaaaacatt
  2585161 aggcgggtta gtttttttac tttcatttct atttctgatg aaatacttaa ttattaactc
  2585221 tataattcca ctaataaaaa tagaagatag aataatattc tctagctcca tagcaatatg
  2585281 ccttatttca tttcctttaa tgtcttatgt tatgacagct tcggtttatt tttttatttt
  2585341 caataaagta cctaaattta acaaactgat tgtaaaatac ttaaccatgc taacaattgc
  2585401 atcatttatc gttagtttcc ccattccttt ttatattgac tacaaattaa aaaataatgg
  2585461 ttatgtggta tgtgacagaa tttcatggat gtcgccgaat acttatgtaa gagacttatc
  2585521 actgtgtaaa taacaacttt aaatataagg aattgtatgg ctaacttaat ttatgcaagt
  2585581 attgatggcg aaaaacaagg gttgatatcg tctggctgct caacgcttga ctctattggt
  2585641 aatcgatgtc agttggggca tgaggatcaa atatatgtct atgggtttga tcataatata
  2585701 gccagagcac aaaatgtcgc gcatcagcca atcataataa ccaaacccat tgacaaatca
  2585761 tcgcctttac tagggatgtc tatatcaaat aatgaaaaac tacaaatagt attatatatg
  2585821 tacaggataa attcatcggg ttccttagag gtgttttata caataaaact gaaagatgcc
  2585881 tatatctcaa atatttctca acattgccca aatgcgctga cacataatga tattcagccc
  2585941 tatgaaatca tatcaatttc gtacaaaagc attgattggg agcacaatat ttctgggaca
  2586001 tctggctata gcatatggga tgaaagagtt tattgatttt taagtgacgg ctataggcat
  2586061 ataccctata tcgttaaaaa ccataaaaat aaatatcctc cggcatagcc ggaggttttt
  2586121 catatgcgcc tataaggctc tgttaccagc cgcgccctaa caggcgcatc gcgatctgac
  2586181 atttgcatct atggattact tacggcccgt aaacgggcta ccgggatacg ggatcgagag
  2586241 ttgctcaccc attttatcct cttccaattg gtgctttatg tattcttgta tcctggccgt
  2586301 gtttttccct accgtatcaa cgtaataccc tcgacaccaa aactccctgt tacggtattt
  2586361 gaacttcaaa tcgccaaact gctctttccc ttcaggtacc ccataaatcc cgagacactc
  2586421 atcttgggcg ggatctccag aagcatatgg atgtgatcca cacagtattc tgcttccagg
  2586481 atattcacgt ttttccattc gcacagtttt cttaaaatac tgccaatcgc tctgcgtttt
  2586541 tccctgtaga acacctgcct tcggtacttc ggcgcaaaaa ctatatgata tttacagttc
  2586601 catcgggtgt gcgctaagct cttttcatcc ctcattggga cccccttttg atttcttgtt
  2586661 gaacatttgc agttgccaga ccgcaaactg ttttaacaaa tcaaaagggg tttttataac
  2586721 tgacccaaag ctgaaagctt tactgaaccc ccagcctagc tgggggtttt ctgggcacaa
  2586781 caaaaaaccg cctaatattt aaggcggttt cagactgctg gcaaagtcaa ttgaagggga
  2586841 aacgtgccgt tggggtcgta gtggcgtaag ccaccggagt gcccctaggt gcggtcaacc
  2586901 cttcattcac caagctaaaa tagcgttgtc aataacctca aaccgcctaa tattcaaggc
  2586961 ggtttttgct attttcaatc gttatcaacc atggttaaaa acgataaaat cattcccact
  2587021 caatcgttgc aggtggcttg ccgctgatat cataaactac gcgcgagata ccattgactt
  2587081 cattaatgat gcggtttgaa acgcggccaa ggaagtcgta tggcagatgt gcccaatgtg
  2587141 cagtcatgaa atcaaccgtc tctaccgcac gcagagagac aacccaatca tatttacggc
  2587201 catcacccat cacaccgact gaacgtactg gcaggaagac agtgaaagcc tggctaactt
  2587261 tattgtacaa atcagctttg tgcagctctt caataaagat agcgtcagca cggcgcagca
  2587321 aatcgcaata ctctttcttc acttcgccca atacgcgcac acctaagccc ggccctggga
  2587381 aaggatggcg gtacagcatg tcgtatggca agccaagctc cagaccaatc ttgcgcactt
  2587441 catctttaaa cagctctttc agcggctcaa ccaggcccag cttcatctct tttggcaaac
  2587501 cgcccacatt gtggtgagat ttaatcacat gcgctttacc ggtagctgat gcagccgatt
  2587561 cgatcacatc agggtaaatc gtaccctgtg ccaaccattt cacctgctct tgtttacagg
  2587621 cttcttcgtc gaagagttcg acaaagacac ggccaatgat tttacgtttc gcttctggtt
  2587681 cgtccactcc cgtcagtgcc gaaaggaagc gatcctctgc cgccacatgg acaatattca
  2587741 ggccaaattt atcgccaaac atttccaaga cctgatctgc ttcgtttaag cgtaataggc
  2587801 cgttatccac gaatacacag gtcaggcgtt taccgatagc gcggtgcaac aacatggccg
  2587861 tcactgaaga gtcgacaccg ccacttaacc ccaagatcac atgatcgtcg ccgatttgct
  2587921 cacgcaaacg gacaattgca tcttcgataa tggtggcaga tgtccatagc gcttcgcagc
  2587981 cacagatacc cagcacgaaa cgctccaaca aacgcaggcc ttgcttggtg tgtgtcactt
  2588041 caggatggaa ctggacacca taaaaacgtt tttcttcgtt agccataatg gcaaacggac
  2588101 aggtatccgt gctggcaacc gtgacaaaat cagcagggat ctccgcaact ttgtcaccgt
  2588161 gactcatcca aacatccaat acggcttcgc ctgccggatt gatggcatct ttgatatcac
  2588221 ggatcagcgc gctgtcagct ttaatttcaa cttgcgcata accaaattca cgctgatttg
  2588281 aactctcaac tttaccgccc aattgtatcg ccatggtctg catgccatag cacacaccca
  2588341 acaccggtac accagccgta aacacatagt ctggtgcgcg cgggctaccg ttttctatcg
  2588401 tactttcagg gctaccagag aggatgatac cacttggatt aaattcacgg atttgggctt
  2588461 cggtgacatc ccatgcccat agttcacaat agacaccaat ctcacgcaca cgacgcgcca
  2588521 ataattgggt gtactgcgag ccgaaatcaa gaataaggat gcgatgctta tggatatttt
  2588581 ttgtcatgtg tggcgtattc caaaaatacc cttcttactt gacattaccg tggtgcgagc
  2588641 acgaatcact gacttcgaga cccgtttatt tgctgcctta ctgcaacgcc aatgactttg
  2588701 ggtattgatt ttaaaataaa aaataaccat ctgatggcca gcaccagatg attatttaac
  2588761 taattgttac atcatacgat aattaggtga ctctttagta atcgtcacat catgcacatg
  2588821 gctttcttga atgccggcac cactgatgcg gacgaactcc gctttagtgc gcaattcatt
  2588881 gatagtgccg caaccggtca gccccatgca agaacgcagg ccgcccattt gttggtgcac
  2588941 gatctctttc agcaggcctt tgtaggctac gcgcccttcg ataccttctg gaaccaattt
  2589001 atcggccgca ttatcggttt ggaagtaacg gtcggaagag cctttggaca tcgcgcccag
  2589061 cgaccccatg ccacggtaag atttgaagga gcgaccttga tacagttcga tttcgcccgg
  2589121 agactcttca gtaccagcca acatagaacc gaccatgacg caagacgccc ctgcagcaat
  2589181 cgctttggca atatcgccgg agaaacggat accaccatca gcgataaccg gaataccggt
  2589241 accttccagt gcttcaacag catcggcaat cgcggtaatc tgtggaacac caacaccggt
  2589301 aacaatgcgc gtcgtacaga ttgaacctgg gccgataccc accttaaccg cactcacacc
  2589361 ggcatctgcc aacgctttcg ccccagcacc ggttgcgacg ttaccgccca caatttgcaa
  2589421 gttaggatat ttagcgcgag tttcacggat acgttgcaga acaccttcag aatgaccatg
  2589481 agaggagtct atcagtaata catcaacacc agcggcgacc agcgcgtcga tacgctcttc
  2589541 attgccagca ccggcaccaa cagcggcacc aacacgcaaa cggccatgct cgtctttaca
  2589601 ggcatttggc ttacgttctg ctttttggaa atcttttacg gttatcatgc cgcgcaaatg
  2589661 aaagctgtca tcaacgacca acactttctc tacacgtttt tcgtgcattt tttgcagcac
  2589721 aacttcgcgg gtttcgcctt ccttgaccgt caccaagcgt tctttcggtg tcatcaccgc
  2589781 ggtcaccggt tgatccaaat cagtcacaaa gcgaacatca cggccagtga tgatcccaac
  2589841 caattcgtaa tcttcggtca ccaccggata cccggcaaaa ccgttacggg cagtcaattc
  2589901 tttaacctga cggagggtcg ttgttggggt aacagtctgt ggctcagtaa caacgccact
  2589961 ttcatgtttt ttcacgcggc tgacttcttc agcctggcgc tcaatggaca tatttttgtg
  2590021 aatgaaaccc aaaccgcctt cttgtgccag cgcaatggcc agacgagatt cggttacggt
  2590081 atccatggct gcggacagca taggaatatt caggcggata gttgcggtca gttgagtgcc
  2590141 aagttctgcc gtgttaggca agactgtgga gtgggctgga accaggagaa cgtcatcaaa
  2590201 tgttagtgct tctttcgcga tacgtagcat gggcaatatc tcaccaaggt gaatgtgaaa
  2590261 aagataaaat attgccgtgg cattatacag agcgtaatcg attgcctcca gcactttctc
  2590321 ataatatttc ttgccaacca gtttgaggca ggtaatatcg gttaattaag tccttgtttt
  2590381 aaaatttgat ccaggtcaca tgtcgcaatc ttccgcctcc tcaattttta ctgtcagccg
  2590441 cctgaatcag acggtacgag aactattgga aagggaaatg ggccagattt ggctcactgc
  2590501 cgagatttct aatttctctc agcccgcttc tgggcactgg tatttcacgc tgaaagatga
  2590561 tcgggcgcaa gtgcgctgtg ccatgtttcg taacagcaac cgccgcacca ctttccgtcc
  2590621 gcagaatggc caacaagttt tggtcagggc atcaattacc ctgtatgaac cccgtggtga
  2590681 ttatcagtta attgcggaaa gtatgcagcc tgccggtgat gggttgctgc aacaacaatt
  2590741 tgaacagctt aagcaacaat tagcggccga agggctgttt gatcaaagcc acaaacagcc
  2590801 actccctcac cccgccaaac aagtgggcgt aataacgtct gccagtgggg ctgcgctgca
  2590861 tgatgtgctg catgtgttac agcgccgtga tccatcgctt ccagtaatta tttatcccac
  2590921 atcagtacag ggcgttgatg cgccattgca gatagtccgt gcgatccagt tggcgaactt
  2590981 acgtgctgaa tgcgatgtat tgattgttgg ccgcggtggc ggatcgctag aagatttgtg
  2591041 gagtttcaac gacgaacggg ttgcccgcgc tatctttaac agccatatcc ctatcgtcag
  2591101 cgctgtcggc catgaaaccg atgtcactat tgccgatttt gttgctgatt tacgcgcccc
  2591161 aaccccttcg gctgccgccg agctagtcag tcgcaatcag attgagctcg ttcgtcagat
  2591221 tcaagggcaa cagcaacgaa tggaaatggc gatggattac tatctggcgc aacgcaacca
  2591281 gcaattcacc cgccttgaac accgtttgca gcaacagcat ccgcatttac gtttagcccg
  2591341 tcagcaaaca ttgttgctga aattacaacg taggctggaa gagagtgcac aaacacagat
  2591401 ccgcttatta agtaaacgta ccgagcggct gcaacagcgt ttgcagcaag tgcagcctca
  2591461 ggggcaaatt caccggtata accagcgggt acagcagcaa gaataccgtt tacgtcaagc
  2591521 tgtagagcgc cagctcaatg gctatcgcca acgctttggt atcgcctgct cccagctaga
  2591581 ggccgtgagc ccactggcaa cactggcccg tggctacagc gtgacacaga cgccagcagg
  2591641 ggcgttattg aagaccacca agcaagtaca ggccggtgat aaactgacca cccggttgca
  2591701 agacggttgg gtggaaagtg agattaccca agtcaccgta gcgaagaaaa gccgtcagaa
  2591761 aaaagtagtg acgcagtgac gcagtgacgc agtgacgcag tgacgcagtg acgcagtgac
  2591821 gcagtgacgc agtgacgcag tgacgcagtg attatagcgg caaggatggg gctgccagta
  2591881 aaatcatcag cctctaacac tctttcgttg atcatttccc ccacctgata agccgtcagc
  2591941 ttaccggtaa gtaattgaag tggacacgcc gttttgagat taatccatgt ccgtgttggc
  2592001 aaaaataatc aacggcacca caggctttca ggacttgcag aggttgcgca caatcagggc
  2592061 actctgcttg ttgttgatag ttaccatggc aggtctcgca atgaaagtgg ccactcacct
  2592121 cagtcatcgc cttctggcaa accggacata atgcatccac tttttctctc ctatatctca
  2592181 gttgaaaccc acatatctcc gttgaaacct acatcacacc cagcgaacgt aaaaagtaga
  2592241 tccctaacgc cgtggtgaaa aatgagccga ccgtcgtaat ggcgataata ttggccgcca
  2592301 aggttgcatt gcctcccatt gctcgcgtca taacatagct accggcagcg gttggggtgg
  2592361 cagaaaacag aaagatcacc cccagcgtag caccacgaaa ccccatcagt aagccaccca
  2592421 atgtcatcaa tattgggact aaaaataatt ttgccaccga ggatagcgct gccacattgg
  2592481 aagaacgaaa catcgcatgc caatcgaggc tggccccagt acagagtaac gccaagggca
  2592541 atgccagagc agaaatatag ctccccgttt gcacaatgac ctgcggaagc gataaggcgg
  2592601 tttgggcaaa gagtaggcca cagactaagc cgataatcag tggattcgta acgataccgc
  2592661 gtaagagcga taatttgctg attttgccac cctgccccgc ttgcaggcta cgggtcaggg
  2592721 ttatcaccga cagcgtatta aataaaatca ctgtcaccgt cagatacata gaaccgatcg
  2592781 caaccccttc ggcaccatag gctgtcatgg caaaagctaa accaacaatg gcagtattgg
  2592841 ccctaaaacc gccctgaacg aacacaccac gctctctcgg gtcttttacc aaccatttgg
  2592901 cggctacttc gagcagtaaa aaggttagca aggtcccccc cgctccgtag atagctaacg
  2592961 gcaggttatc cagtaaactt acgtgattgg tagcgacact gaaaaacagc agacacggca
  2593021 gcgctaaatt gaagactagc cgggtcgcac catcgcagaa attatcatcg attaagcgac
  2593081 agcgccgtaa tagcacgccg agtaacatca tcagtaagtt aggtaccgtg acactgaatg
  2593141 cgaaactcca ggtttcccaa gacatggctg gctctcaact ctcttttctt taaacggcca
  2593201 gcggccaaca catctgcaac ttggatgtca cttgggtata taaccattta tatttaggta
  2593261 tataactatt tatatataaa aaccaggtta tatagagaaa aaaaccaggc tactgacaaa
  2593321 ccccgatgac gcgatcttga acggtgagga taggcagaag agtaaagtgt ccgcgccaga
  2593381 gatggcgcgg ctcaagctcc caaggaagct atttttatac agggaaaccg gcgtctttac
  2593441 ttgctgcccg ttctctccgt cgcgggcact ttaccaataa cctcagcgcg gggtatccgc
  2593501 tctatcttga attacttacc ttttttcaga tgagacatca aacgtttacg tttacgcatc
  2593561 tgattaggtg tcagcgggtt gcgcttaccg gcaaacgggt tctcaccctc tttaaactga
  2593621 atgcggattg gcgtccccat aactttcagt gaacgacgga aatagttcat cagatagcgt
  2593681 ttgtaagaat ctgacaggtc agtcacctga ttaccgtgaa tcactacaat tggcgggtta
  2593741 tagccaccgg catgggcata tttcagcttc acgcgacgac cacggaccaa cggaggttga
  2593801 tggtcttcct ctgccatttg cataatacgg gtcagtaagg aagtacccac tcgcttggta
  2593861 gagcaatcat aagcttcctg taccgattca aacaggttgc cgacgccgct gccatgcaag
  2593921 gctgaaataa agtgaatgcg agcaaaatca acaaagccaa gacgcaggtc cagcatatct
  2593981 tttacttgcg cacgggcttc ttcagtcatg ccatcccatt tgttaactgc aataacaagt
  2594041 gagcgcccac tattgagaat aaagcctaat agcgatagat cctgatctga aattccatca
  2594101 cgggcatcaa taaccaacag gacaacgtta gagtcttcaa ttgcctgtaa cgtcttaatg
  2594161 acggagaatt tttcaaccgt ttcagtgatt ttaccgcgct tacgtacacc cgccgtatca
  2594221 atcagaatat attcacggtc atcacgcgtc atcgggatat aaatgctatc gcgcgtcgta
  2594281 cccggcatgt cgtaaaccac cacacgatct tcaccgagaa tacggttagt tagtgtggac
  2594341 ttgcctacgt taggacgccc cacgatcgcc aatttaattg gcaaagtccg tggatcaaaa
  2594401 tcatcttccg gatcttcagg cggaacatct tcaccttgag cttcctgctc agcccaatag
  2594461 gccgcatttt cctcttcttc ggtcaactca acttcaggtt cctcggcatc catataaggt
  2594521 gccatgacat cttcaatcag ttgagtaacg ccacgcccat gggaggcagc aatagcgtga
  2594581 acttcgccta aacctaaaga gtagaaatct gctgtagcag tatcaggatc aataccatcg
  2594641 gttttgttag cgaccaggaa agtggctttt tcacggctgc gcagatgttg agcaatcccc
  2594701 tgatctgctg gcatcaagcc agcgcgtgca tcgaccataa acaggacaat atccgcctct
  2594761 tcaatcgcca ataacgattg acctgccatc ttggtttcta caccatcttc tgtgccatca
  2594821 atacctccgg tatcgacaac aataaactca tgcccttcga cctcggcacg accatattta
  2594881 cgatcacgcg ttagcccggg aaaatccgca actaatgcat cacgggtatg cgttaagcgg
  2594941 ttaaataaag tggatttacc cacattcggg cgcccgacca gcgcgatgac aggtatcatt
  2595001 gttgaagcct cattacttaa ttttcaaagc gttacagcgc tgcatcgaac cttcaacagc
  2595061 gcagttttta gaatacaaac ggcccctgag tcccaggagc cgtttttgag gtactggcct
  2595121 gtcaaacaac aggcgctaaa tcagaattaa cgggtgaacg cgtataccgt accgcttctt
  2595181 gcctgaatca acagcttatc gctggcaacc actggcgcac tcaggaaacc tgagctgtcc
  2595241 acgctctgtt gagcaacaaa acggccatca tcggtattca cccagtgcag ataaccttcg
  2595301 gcatcaccta cgaccagata gccattatac atcactggag cggtcaagtt acgatgcaat
  2595361 aaatcgcttt gactccaaag cgttacgccg ccatcagact tcagcgcgat tatacggtca
  2595421 ttttgatcaa cgagataaat gcgcccagcg tcaacaataa agtcattcac ggagcctatc
  2595481 tcgcgcttcc acaggatctg gccggaacgc aaatccaagg cggttagatt accgttataa
  2595541 gccaacgcat aaaccacacc gtcaaccacg acaggcgtga tatcgatatc attcaagcgg
  2595601 tcaatttcag tagcaccggt cacttgtgag atacgttgtt gccagatcaa ctgaccctgt
  2595661 tccatcatca ctgcactgac ccggccattg tcaccaccga caatcgctgc accaaatgca
  2595721 accgcagggg ctgactcacc acgcagagac aatgcaggcg tatccagatt tagtgtccac
  2595781 ttgatagcac cgtcagactc attcagcgct tgcagcatac catttgatgt gtggatcagt
  2595841 actacgccat cgctcaccac aggacgggac aacgcctcac ccgcaacgac cgtctgccat
  2595901 gcaacctgac catcataggc attaagcgcg taaaccaccg ctttttcact gccaacataa
  2595961 acatgcgaac ctgaagctgt tacgccacca gataacatcg cagaatggtt gctggagaga
  2596021 aagttcgttt tttcagacag gtcggtttgc cagatttgct taccggtgtc tgcatccatg
  2596081 gctttcacta aacctttgcg atcggcagca aatacggaag tcccctgcca tgctgggcgc
  2596141 aaatgggagt aataatcacc aacaccgctc ccaacagagg tgctccacac cttagttggt
  2596201 gagaattgat tttcaacctt tggcagtggc gacatggtaa ccacatcttc ttcactgtta
  2596261 aacagtgagc aaccactcaa tagggcaaca gataccagtc ctactaagag tgttttacgc
  2596321 aattgcatgg gaatacccct tagctggaca agttattcag tttcatacgc aacaatgctt
  2596381 gcagcgcctg agaagcatta gattcgatag ctttactata agcagcgcgc gcacctgcgg
  2596441 tatcaccttt gcttaataat gcatcgccac gaacatcttg agccatcgct gtccagccat
  2596501 caccttgtac tgcatccagc gttttcaatg cttcatcggg ttttttcagt tgcagttgca
  2596561 cacgcgcaag gcgcagatta atcagcgaca acagattttc atctttcgtc tggcccaagg
  2596621 cttgactgag ttgctgtgcc gctttatcga atgcattttg ttcaacaaaa tcatgagcca
  2596681 gttctaaccc gacgagtacg ccgtagttat ttttattgct ctgaacaaac ttttcagcga
  2596741 gagcaatgct atcagcacta acattacccg cactgttagt tgacagagca gtactgactt
  2596801 tctgataggc agaggaggct tccgtcatgg cagtattctg attaccctgc caataacgcc
  2596861 aacccactaa tgcaccaatc ccgagcacca cacccacggc cagtgcttta ccattttcac
  2596921 taaagaaacg gcgcactgca tcaacctggt cattttcagt ggtatagact tccacggtgt
  2596981 ctctctcctt aacccaacat caaagccaga cgcgcagcaa catccgcttg cgccagcgtt
  2597041 tcttgttcac catttcgcag atcttttaca acgacttgct gcgcggccac ttcgctttca
  2597101 cccagcatta aagcgacacg agcgccccac ttatcagcgc gtgtaaattg tttcttaaca
  2597161 ttaccgccac cgtaattggt cattattttt agcgttggta aggcatcacg taggctctca
  2597221 gcaagtagca tcgcagcact ttgcgccccc tcaccggagg agataacata agcatcaact
  2597281 gtcgcaggca cctggaaatc agcattaaca gcctgcacca gcagaaccaa gcgctcaagg
  2597341 cccatcgcaa aacccacggc cggtgttgca cgaccaccga gttgctcgac caacccatca
  2597401 taacgcccac ccgcacagac tgtgccttgt gcgcccaggc tgtgcgttac ccactcaaat
  2597461 accgtacggt tgtaataatc taaaccacga actaaacgct cattaacggt atatgggatg
  2597521 ctggccttat ctaaaagttc acacaacccg gcaaaatgtt gttttgactc ttcatccaga
  2597581 taatcagaca gttttggcgc atcatcaagc aactgctgaa catcagggtt tttggaatct
  2597641 aacacccgca acggattgct gtacatacgg cgcttacaat cttcgtccaa tacctcaaca
  2597701 tgttgctcca ggaacgccac cagcgcttct cgatagtcag cacgggcagc caacgaacca
  2597761 atagagttca gctccaactt cacatgttca aagataccta atgcacgcca ccagcgggct
  2597821 gtcagtaaaa tcagctcggc atcaatatct ggccctggca gaccaaagac ttcggccccc
  2597881 aactgatgga actgacgata acgacctttt tgcggacgtt catagcggaa catcggaccg
  2597941 atgtaccaca gacgctgttc ctgattgtac agcagaccat gttcaatacc cgcgcgcaca
  2598001 cagcctgcag tcccttccgg gcgcagtgtc agactttcgc cattgcgatc atcaaaggtg
  2598061 tacatctctt tttcaaccac atcggtcact tcaccgatag cgcgtttgaa taacggggtc
  2598121 tgctctacaa tcggcatacg gatttcactg taaccgtaac cgcttagcac ttgcttcaag
  2598181 atgctttcga tacgctgcca tattgccgta tcggctggca ggtaatcgtt cataccacgg
  2598241 atggcttgaa tgttctttgc cacgtcagtt ctctatagtt ttagtgcaag aaataaagcc
  2598301 gattatagag gcttgccgcc cgcatattca atggggacgg ctcgttaact ctattggcgc
  2598361 aatataaaac tctattagca caatataaaa cactatcggc acaatataaa acacggtcac
  2598421 agcataactg tctgtttgat tctggccgac aacaaggatt gccgatagag cctatttatt
  2598481 atcatccaat tggttgataa caatccggtt attcgcatca agaattgatg ctttggcacg
  2598541 aatttttgct tccaattggt caatcatggc tttgttatca aagcgctctt tttgacgcac
  2598601 cccgtcttcg taaaaaccac tgtggttacg cgcaccagtg acaccaattg tcgacaccaa
  2598661 cgcttctccc ggaccattaa ccacacaacc gatgatagaa acatccatag gtgtaatcag
  2598721 gtcttccagc cgttgttcca aggcattcac cgtcccaata acatcaaact cttgacgaga
  2598781 acaggttggg caagcgatga aattaatccc acgcgcacga atacgcagtg atttaaggat
  2598841 atcgaagcct actttcactt cttctactgg atctgcggcc aaagagatcc gcaaagtatc
  2598901 gccaatccct tccgataaca gcaaacctaa tccaatcgca gatttaaccg aaccactgcg
  2598961 cgcaccaccc gcttcagtga tccccaaatg cagaggatta ttaatttgtt tcgctagcaa
  2599021 acgataggaa ttgacggcca ggaagacatc ggaggcttta acactgactt taaactgatc
  2599081 gaaattgaga cgatcaagga tatcgacatg acgcatcgcg gattcaagca gggcttctgg
  2599141 tgtaggttca ccatatttct cctgaatatc tttttccagc gagccgccat tgataccaat
  2599201 acgaataggg atattgtaat cacgtgcaca ggcaacaact tcacgaatac gtgattcatt
  2599261 accaatatta ccggggttga tccgcaaaca atcgacacca tactcagcca ctttcaaggc
  2599321 gattcggtaa tcaaaatgaa tgtctgcgac tagcggaaca gtagactgct gtttgattaa
  2599381 cttaaaggct tcagctgcat ccattgtcgg tatcgagacc cgcacgatat ccacaccaac
  2599441 acgttccaat gctttaattt gggcaacagt ggcatccaca tccgtggttt tggtattggt
  2599501 cattgattgc acagcaatcg gtgcgccatc accaataggc actttaccga cgtaaatccg
  2599561 ggtcgattta cgccgaataa taggggatcc gttatgcatt acatactctc ctttacggtc
  2599621 gtgtagttct tacaacatga tatttgtcaa aaccatcatt ctactctaca cagacagtca
  2599681 ggcgggctac gcgattagcc ttaataaact tacttaaatc taccgggtta ccctgatacg
  2599741 aaatcgtcag agcacctggt gcaccgatag tcagcttata gggcgcttta cccgccaggt
  2599801 taaggacagc gccccctttt tgaatgccac taaacagcgt cttgcccgtt gcatcaacaa
  2599861 cctgcaacca acaatctgct gtaaaattca tcactaacgc ccccacagat gacgcgctac
  2599921 cacttacccc tgcgtctgct gtaggtaatg gcggttggcc tgtgggcata ccaggttgcg
  2599981 ggacctgact tggggaaacg gccgctgacg cagccccctc ctgatgcatt gtggtatttg
  2600041 tattcgccgt atcgacaggt tcggtactag ttgtttttgg aactgaactg gttgtagctg
  2600101 aattagttat tgccgagcct gaatgatttg tcagtggtac cggctgacca ttggctaccg
  2600161 gtgccggggc atccgttggc gcaatagcat cgctgttatc atcagttagc ggcactggtt
  2600221 gcccgccatt ttgtgacagt tgggcagaag attgatcaac catattggca atctctgctt
  2600281 gctgtgcctg atgattttgc caccaccatg ctccggtcag acctaacaca accaacacaa
  2600341 taagccaggt gaaactcatc aaccagccat cacgtttttt gtgtttttta cccaatgaaa
  2600401 aactttgcat tggggcaact ttcgccgctc tgactggcgc ttgtttctcc aaaataggca
  2600461 ataactcatc ttcaggaaga tgaaccagct tggcgtaaga acgaatgtag ccacggtgga
  2600521 atgtcgaggc gagattagct tgcgcgttat cctcctcaat atcacggatt gtggatactt
  2600581 tcagacacag acgttctgca actgtctgct gggttagccc taatgattcg cgggcttgac
  2600641 gcaggcgcac acctggcgtc tctgtaacag tttgatcttg ggaggcttca gtattcatta
  2600701 gctagaaaat gctggtactg tttggattgt ggaaaacttc gcgcaagctg cttgccatag
  2600761 cgttgtacac tatcttgacg gcctgccagc gcggcgaaac gaatttgtaa ccataaactc
  2600821 tcagcactgg ctggaagcgt atgttggtaa acatccagta atagttgcgc ttgtgcgcga
  2600881 ttaccttccc caaaatgcct ttgggcttcc gcaagcaaag gctcgccttt atccggatca
  2600941 tacttcaacg cccggctcaa caagacccga gcttgtttat cctgattagc ccgtaaaaag
  2601001 caataacctg cgttttccag actatcagca acctgaccgt aatcaggtag caatgccgca
  2601061 gcactaaact gttgttgcgc cgatacatac tgccctaaac tacacagaaa cgcaccgtaa
  2601121 ttattcagta cagtgccatt tcccggagcc agtttcattg cttgttgata acgctgctct
  2601181 gcggcactgt tttcaccgat acgttgcgca taaaatgcca tccctaattg agtgcgataa
  2601241 tcctgtggat ccgcctctac cgctttttca aggttcttcc gcgcggcagt aagatcgcct
  2601301 tgtgccaaat acgctaaacc cagttgtaag cgtgtctgcc cagcaactgc ctgactcgtg
  2601361 ttctccggtg gggtaccgga gcaccctgtc aatacactta cgaccaggca aactctccac
  2601421 agttttgtca gcttcatgct ttctcaattg tccttatata tgcagataag taccaaattc
  2601481 tggcgctcat ggtattctca tcacgggttt ttagccacct ttacgcgatg agacttcaac
  2601541 aaattataag ttaaataaca attagttatc tggtgaatca atcttatgaa tcagactgtc
  2601601 ttaatcgcaa taggttcacc cgccattttc tttttcaagg tgcgtttagt acggtcgata
  2601661 acctcaccgg ccaattggcc acatgcggca tcaatgtcat cgccacgggt cttacgcacg
  2601721 atagtggtaa agccgtattc catcaacacc ttagaaaagc gatctacccg gctgtttgag
  2601781 ctacggccat aaggtgcacc agggaacggg ttccatggga tcaaattgat cttgcagggc
  2601841 gtatctttca aacactcagc taactgatgg gcttgctcag tgctgtcatt gatatgatcc
  2601901 agcataacgt actcaacggt aacccgcccg ccgttggctt tggatttatc caaataacgg
  2601961 cgcactgcag ccaggaacgt ttcaatatta tatttacggt tgatagggac gatttcatcg
  2602021 cgaatatcat cggtaggcgc atgtaacgag atagccaacg caacgtcaat catatcgccc
  2602081 agtttatcca acgccggaac caccccagag gtggacagcg tcacacggcg tttggataaa
  2602141 ccaaaaccga agtcgtccat catgatatcc atcgctggca ccacattatt cagattcagt
  2602201 agtggttccc ccatccccat catgaccacg ttggtaatgg gccgggtacc ggttgatttc
  2602261 aatgaaccaa taatttttgc cgcacgccat acctgaccga taatttcaga tacgcgaaga
  2602321 ttacggttaa agccctgctg tgcggtcgaa cagaatttac actccaatgc acaaccgact
  2602381 tgggatgaca cacacagcgt tgcgcggtct gcttcaggga tatataccgt ttcaacttgt
  2602441 tgatcgccga ctttaattgc ccatttaatg gtgccatcga cagagcgttg ctcttctgca
  2602501 acttccggcg cacggatctc tgccacgcgc tgcaatttcg cccgcagccc tttattaatg
  2602561 tcggtcattt gctcaaaatc gtcgtagcaa tagtgataca tccacttcat gacctgatct
  2602621 gcccggaaag gtttttctcc catttcggca aaaaactcgc gcatttgctg acgatttaaa
  2602681 tcgagcagat tgattttgct ggtagcaggt gcggtggtct gaacggtatt gtcagacaga
  2602741 ggtgcggcat caattggcgt tgatgcagtt aataattgtt cagacatgag ttgtcgtggc
  2602801 ctcgttgtta cactttacgg cgctgcgctt taaaccgggt acggcttccg aaacggcgat
  2602861 aaataataga atgtataaat aatagaacgc cccagcagag ctgtctctac tggggcgtgg
  2602921 cattgtacaa attttaaagc acggattcca tgaatggaaa cgggtctggg caactttatt
  2602981 gtttcagttg attaaatccc cccaccttcc tgcattgaat caacccacta gccgcttaaa
  2603041 ctaatacatt agctacgggg aaaaatttca tctgccgcaa agaaatacgc gatttcgcgt
  2603101 tgagcagatt caacagcatc agagccatgt accgcattcg cggtgaaact gtcagaaaaa
  2603161 tcagcacgta gcgtaccggc tagtgcgtta tctgggttag tcgcccccat aatatcgcga
  2603221 tggcgctgta ccgcattttc gccttccaga acctgaacca taatggggcc agaggtcata
  2603281 aattcaacca aaccatcaaa gaacgggcgg cctttatgct cagcgtaaaa accttcggcc
  2603341 tgttctttgg tcaggtgcaa catctttgcg gcgatgattt tgaaaccagc acgttcaaaa
  2603401 cgcgcataaa tggcaccgat gtcgttattg gcaacagcat ttggtttgat aatcgagaaa
  2603461 gtacgttcta aagccataat aacctctatt ggatttctaa tattaaccgg actcggaacc
  2603521 tgctctgata agcgtattta cttggctggc agcccgttcc tttacactaa aatgatgccg
  2603581 ctttacgtat gccgaataat cagtggccgc agattataag tgcgcttgta gcaattgcat
  2603641 acggggatcg caacatttca ttaaaaaaaa agcatcttaa acgttcattt ttatacacat
  2603701 ctcacatttt tgtaaaaacc taaccgcgcc taatgtcact gagaaaatgc acataataat
  2603761 gtttaattta tctttttttc caatcagtga gtacccaata tccttaaagt tcttcaataa
  2603821 atctaaaacc cacttttttc ttcacaatag cggatggctg actaataaca gaagagacca
  2603881 aggatatttt ccctttacgt ttaaagtggt cagctaatgc tcggatcgcc gccgtacccg
  2603941 cgcctctgac ggccccttct gcattaggtg ttattacata atctggattg gttaatgacc
  2604001 cggcaacccc cacatcatta atattgatat cgactgccat ggtgaggcta ataacctcgc
  2604061 cctccaaacg gactacgacg taaacaaaat catcacggct agtccttaac caactgattg
  2604121 caacttcgct ggtcagccgt gaagcctcta acaacggctc aatttcatat cgagccaggc
  2604181 tactttctgg aagaatatcc gaggcgtgaa aaagtaattc ttgttggcta tagctatgct
  2604241 gccacgcttc gataatcggc aaaagcactt gccggctcgc atcagtttct tcgggaaccc
  2604301 cgctaatcac ttcaatatca aaatgcagat ctggacgttc tacccaacgg ccatcctgac
  2604361 gaattctggg taccgtctcg ataaaatggt aatctaccag tgccagttca taacgcccta
  2604421 agggtagcgc ctgcgcgctt tgtggcgata ccacttcttc ttcggtatga cgtacataac
  2604481 tgacataact gagttgagaa aagtcgaatg ccgttttgag atgaatgata tctgcaacct
  2604541 ctgtcgcttc agccacatgg gcctgaactg actcgattaa acgtgatgct gtgtccacat
  2604601 ctgccacagc agaaccgatc tccccttcgc gaacaatatt ttctattact cgcccaaaat
  2604661 ttttgctatt ccaatactca atgctggcac caaacaacaa ggtaaaatcg gttaaaatac
  2604721 tcaaagtcca atcgatacac cctggagcaa gatcacgtcg gttacgcaga tgaggcagga
  2604781 ttttctctcg cattgaggct ttgcacgcga gtgccgttgc cggtacggtt aatgcgtgtt
  2604841 cgcccatatt ggtcgtaata taggttaacg tccctttaac atcagacata aaattaatta
  2604901 atgcagattc gtcatctaat gtttcattgc tattttttgg gggtaagggt aaagaggaac
  2604961 caaatatttg taatatctta tctgccgggc taccaaaaaa atcggcagca ttatggacaa
  2605021 acttatctgc ctgattgcaa tgcccctgaa caatatagtt ataaatactc agtatgggta
  2605081 ttgcccaaca agtcgctagc cccagagtac tacgttcagc ccggttatgc tccttaccaa
  2605141 cggttaatac cattttatca ataacgattg ggctatttgc atctacatta ttgatatcaa
  2605201 aaataacatc tgagttagca tcatcaaata acgttccaat caaaggagaa gaataaacaa
  2605261 tttcattatt taatgattca acaaattgaa tttgaaaaaa accaccgtta aaacgcaata
  2605321 aaaatgacaa attactactt ttgtcactta aattaaacaa aaaaccctca ccatgttttt
  2605381 cattaccatc aaagaaaaat aatttataat ttttaacttt tataagaccc tcatcaaaaa
  2605441 attttattga ataatcatca gtgtcagata actgaaaatc gagcaatata tctctgtatt
  2605501 ttattcgtgg gtcaatccaa taggaaccaa aacttttttg tattttaaat ttaattgatt
  2605561 tttttataga acagaaacga tcacaaatga aatcttcatc ttgagaaact cgcatgctac
  2605621 tgattttatt gttcattctt attatcaaca aatcatcagg tgtgtaatcc tctgtcaaaa
  2605681 caaagtattt accattataa tcatcgtcct catagactgt agtttgcatt cctggaggga
  2605741 tttttattga atatacctca tcatttaagg gatttaccaa atgagattgc ttcctttcag
  2605801 gatagttacc acgatacaag tcaaattgct caccactaga taagcacaac gagtcacctg
  2605861 taaagttact ttcgccataa aaacaaactg ccttttttat tttaaatgca cttatattat
  2605921 catttaaata tatcaaatcc ttatctgaaa ccaaatccac atcggcttca aaagaccgag
  2605981 aagcgcccaa aaaatcgaca tcttcataga cggtgacaac taaaccgtgg ggaatggaaa
  2606041 ttgaggatat gcgatcattc catttatccg gaatactggc aactgagttc ccttgagccg
  2606101 cgcagagaga ctcaccatta tagtcatcat ccatataaaa acagactttg ggttcatttg
  2606161 cataggcatc aaaaattaat aaagagaaca ttaacgttag catatggtta cgattatatc
  2606221 tcataatata tatacctttt aaactattat taataatcca ttattttaaa aataagagat
  2606281 tgttatttcc tgacctaaaa actttatatt agaataaata atttattgat aacttttttt
  2606341 attacaaata aatttattat gagaaacaca tttaaaatac aaacacgaat acattgagtt
  2606401 gcttattttt tatagcctga ataattcaag ttacagcaag gcggcaagcg agagacaagt
  2606461 ggtcgaaagc acatttgaac agcatttact ctgctcacag agacaaggcg agatccatgg
  2606521 atcggccgag tcacgaagaa agccaacgac ccgaattatt tttggtataa acgctataaa
  2606581 actcacacaa aaaatccatt actcaaaaaa tcaaaaaaaa ctaaatatca tcaaaaacct
  2606641 gccagggaaa ttttgacaat aaaaaaataa caaaaaaata tcatattatc attttaataa
  2606701 ttttttaaat aaaacaccga ataatattaa ataatcgtta aaaatcaata aaataaaaca
  2606761 acaaaaagat attaaaaata aattaaacca ctctaataat atatgtatta attttttata
  2606821 ttttaataat taggttttgt ttttttgtgc cggtatattt ttcaacggaa ttaccttgtc
  2606881 accattattt taaatgcgcc tcctttcttt tgaataacag taaataggaa acacagaata
  2606941 tgaaaaacag taatactctt aatacgcgtc tgctaccact gtctatttta atttcatcgt
  2607001 tggtttctgg cggggctatg gctgtgtcac aaatagcaac cactgataca cccgcagtaa
  2607061 caccaataaa atcaacacta acaggtccat ttgagcggaa ttcggctggt acaagttttg
  2607121 gatcaaatgt agatgtagat gtaattgata atacatctac ggcaacccgc gtgattgctg
  2607181 aaactacgcc ggaagccgag agcacaattg gtgaagcgac tgggcaagaa ggcggtaacg
  2607241 caacagccgt tatcccccct actacaacac catcagagca ggaaatcaca gaacctgaac
  2607301 aaccgggcct gcttgataag atcaaagatc tgctggggtt gggtgaaatt actcaagaac
  2607361 aagccgatgc attagaaaaa aacgttaaga ctaaagttga gaaagtggac gcacagactg
  2607421 cggcgaagtt ggcacttgaa tcagcccaag cagaggccca aaaagcagca gaagatgctt
  2607481 tatatctaaa aaccgaaaat gtttcatatc aggcattcgc tcaaactgaa gaaaagatta
  2607541 aaaaagaagc tgatgaagca aaaaaaaagc aagataagac taaagaagat gccattaagg
  2607601 ccgtcaaggt taataacact ccattagttc ctggtgataa ggatattgct gagaaagtca
  2607661 ccaaagccgt gaccgataca acaaaagtac agggagaaaa agcagttact ctggctacaa
  2607721 aaataactga tgccaaagtc gcccaagaaa agaaagacgc gaatacagag gcgcttgcag
  2607781 aaatcgacgg gcggctcatt tctgtctcaa acgctttaat acaagcgaca ggtaccgata
  2607841 agggtccgtt ggatcagaaa cttaaagaag ctcaacaagc taaaaccgaa caagacggaa
  2607901 aagaactggc gtccggcggg tataaagaac tcttcgagga ggataagaaa actagcggtt
  2607961 actttggcat tgcggaaaat gacaacggct cgggacagca agaaaaatta gccgaagcaa
  2608021 aaaagaatcg agatgcctat aacaaagcag ctaaaaaaga acttgacgct atcgccaagg
  2608081 cccaaaaagc agttgaggct attgatgcac agatagtaaa attaaaaaaa gataaaggtg
  2608141 atatcgaaca agaacaaagt accgaaaagg gcaaaacagg tggtttagat attgcgctca
  2608201 gcggtgctaa cgacgctaaa gacgcagcac agggtgaatt cgacacggca aaaaacgcag
  2608261 ctgaattagc tgaaacagca gcaaaggcta tcgaagcagc aaaaatcacc gataaggcag
  2608321 ttgaggatgc aacagcagct tataaagaag ccgcagacaa agcggaacaa actaaaacag
  2608381 cccttgaagc ggctgaaaaa gctaaagaag acgctgataa actcgtagtc actaacactg
  2608441 gcctattgaa tgacgctgac caagcacttg agcagttagt gaccgcccaa aataacgccc
  2608501 aacctacact tgatctgcca gccattgatg tgaccattgc gcctgccaag acacaagatg
  2608561 tgattgaggg caccagcgcc attgccaccc aagtggccgg tggcacacaa aatgttgcca
  2608621 agggcggtaa agcgattgat agcgttatta ccaaagacgg tattgtaaac cttgctgctg
  2608681 gtgccaatgc caaagggacc gaggttacta aaggtaccct gaacaacaac ggcggggttg
  2608741 ataccgatac tgttgtcagt actgaaggta aattggttct gacgggtggt agcgaaacgg
  2608801 ccatcgcaac ctcaaccggt gccaaggttg ctgaaggtgg tgtagtgacc gcaggtgacc
  2608861 attccgttat cgaaaaaatg atcagtagcg gtaacgtgac cgccagcggc aataatacca
  2608921 tcgtgcgtga tacgaccatt aatgacggta aattaagcct ggcaggcacc gcaaccgcca
  2608981 ataacaccac gttcaacggc ggtattttca gcgttgaagg tgataccgct gccaccaaga
  2609041 ctaacatgac tggcggtaaa tttgcggtta caggcaatgc caagatcgaa gagacggtag
  2609101 tcagcgcggg tgacgtctcg ctggctgaca aagccaccgc gaacaacacc accctgactg
  2609161 gcggtacttt tgccgctgca ggcgataccg cggtgagcgc aactaacatg actggcggta
  2609221 cctttaccgt tgcaggtgat accgctgcca ccaagactaa gatgactggt ggtgaatttg
  2609281 ctgttacagg caatgccaag attgaagaca ccgtactcaa cgcaagtgac ttctcgctgg
  2609341 ctgacaaagc caccgcgaac aacaccaccc tgactgacgg tactttcacc gttgcaggtg
  2609401 atgccgcggt caccgcgacg aacatgagtg gcggtaaatt tgcggttaaa ggcaaagcca
  2609461 agatcaaaga cacccaactc agtgcaggta atttcactct ggctgaaaat gccacagcga
  2609521 atgacaccac actgaatggc ggtaaatttg acgtttcgaa cgaggctaca gcgactaaca
  2609581 ccaccattaa taacggcctg tttacgctga aagatggcgc tcacgcggac agcaccacag
  2609641 tcaatagcgg caccttcgtc atggccgatc aatctacggc caacggcatc caactggtag
  2609701 acagcgcctt cacactcgca agcggtgcta aagcctccgg tatcaccaaa ttaactggcg
  2609761 gtcaggcaca ggtagccggt tcactggaaa gcttgagcct taccggtggc cgcgcagact
  2609821 ttgccaacag cgccaaagcc tctggcctgc ttgatatcag cgctgatagc cagatcataa
  2609881 tgaaccgcgg tgcagatacc gcacaagcga acctgaacct ggctggccgc cttgaattgc
  2609941 tcgccagtga tgttgctcaa gcagtggctc agccagttgc ccgtgcggcc atggagttat
  2610001 caaatgcgcg tgcggtaatg ccagcccctg caatgccagt ccctgccgcc gcaccggttg
  2610061 cacacttcgc cctcaacgat gtggttatga ccgggggcac tgtcgatatg agcaacgcga
  2610121 aaaatgctca actgaccatg gcttcactga atggtacagg gaactttaac ctcggttctg
  2610181 tcatgcaaag cgattcggtc gcgccattaa atgtatccgg tgacgcgaac ggtgacttca
  2610241 tcattgcaat gaatagcagc ggtcaagcac caactaacct gaatgtggta aataccaacg
  2610301 gtggtgatgc acgctttgcc ttagccaatg gtccggttgc tttaggtaac tacatgacta
  2610361 acctggctaa agatgccaac ggtaactttg tcctgaccgc agataaatcg gctatgacac
  2610421 caggcactgc cggtattctg gccgtggcta acaccacacc ggttatcttt aacgctgagt
  2610481 taagttctat tcaacagcgt ttggataagc aaagcaccga aaccaaccaa agcggcatgt
  2610541 ggggcagcta cctgaacaac aactttgcag tgaaaggccg cgccgctaac ttcgatcaga
  2610601 agttgaacgg gatgacattg ggtggcgata aagccactgc actggcagac ggcgtgttga
  2610661 gcgttggtgg tttcgccagc tacagcagct ctgatatcaa aacggattat caaagcaaag
  2610721 gtaaagtgga tagccattca ttcggtgcct acgcacaata cctggctaac agcggttact
  2610781 acatgaacgc ggtagtgaag aataaccagt ttagccaaga cgttaacatc acctcaatta
  2610841 acggcagcgc cagcggtgtg tctaacttct cgggtatggg tatcgcactg aaagccggta
  2610901 agcacttcaa cttcaatgag gcttacgtct cgccatacgt tgcaatgagc gcctttagct
  2610961 cgggtaagag caacatctcc ttgtctaacg gcatggaagc acagagcagc agcacccgct
  2611021 ctgcgatggg tacccttggg gtgaatgcag gttaccgctt cgtgatgaac aacggcgcag
  2611081 aactcaagcc atacgctatc ttcgcggtgg atcatgagtt cgcgaaaaac aaccaagtga
  2611141 cggtgaatca ggaagtgttt gacaataact tgagcgggac ccgtgtgaac accggcgccg
  2611201 gcatgaacgt caacatcacc cctaatctgt ctgtcggttc tgaagtgaag ttgtccagcg
  2611261 gtaaagatat caagacacca gtaaccatta atctgaacgt gggttacagc ttctaagtca
  2611321 gttgttgata cgaatttatc gtcacgatga taattgactg ataaagggtt attagctgat
  2611381 aaagggctat tgactgataa aaaccgcagg gggctgcaat tggctccctg ctttttacct
  2611441 gattaattgt cattttattt gccagcccaa aggcaaataa aaaagcaata tttatctagg
  2611501 aaatactctc tattgagccc aaaaaaatca aaaaaaacag aataccgtaa agataaacct
  2611561 catttaaaac atttttaata ttttattaat agtggcttat tgctttagcc gttggttgtc
  2611621 accgcacttc actttcttaa ataaaaggca aataaaacag accaatatga aaataaactc
  2611681 accctccaaa aacacccgtc acaatgaaat aaattaatgc cttattgaaa ataatatcaa
  2611741 tccgagttga ttacattttc agtctatagc caatactttt ttatccatta tattagcggc
  2611801 cataaattgt cgttagcgac ctttttcact cttagtttac tcatctgatc atctgtattc
  2611861 aggaatacct acaatgaaat ctcgtcatca tttaaacacg cgtttattgc cgttatctat
  2611921 tttaatctcc gcattgatac ctgctgccgt actggcagca ccttctgtcg caataccacc
  2611981 gccggttcaa gacctcatca accaagtaca atcttatgcc aatgcgcatg tgatcagccc
  2612041 agagcaagcg gaaacactga ttaagcgctt aaccgttact cccgaaaaac tcaaagaaga
  2612101 agaagcacgg gtgaaacaag aactggcagc ggtagaaaaa aaacaaaaag aagcaaatac
  2612161 agaaattatc accaccagta ttgaaaaaga tcagtttaat aaagcgctta acaacaaaca
  2612221 aaaggctaaa ttggcggctg aaactgtatt cattaacgct aacagtaagc aaaacgaggc
  2612281 gattaaagca gtcaataaaa attggagcct agcggatgaa aatatcagta caaagctttc
  2612341 tgtaatagtt aatggcgaga gcaagacaca ggccatttta gcagaaaaaa taaaactgac
  2612401 tgaaaccgct aacatcaatc aacaagaaca agtaataaaa gcgcaacaac tggatacaga
  2612461 aattcagaaa aaccaatctg aacttgatga tgcaatcaat aataaaacaa caggcaccat
  2612521 cgtactgcaa gaaaaactga ctcaggctga aacaaagcta gaaacggcta aaaacaaccc
  2612581 taaatctaaa ctatccctcg ctgaagccaa acataaaaga accagcaaaa accttaagaa
  2612641 ccctaaaaaa caagctaaga gcgaagccct aagaaatcaa aaagactatg aaagagaact
  2612701 taaaaatctt caaaccccca taaccacagc aacagaagaa ttaaaagtct ctcaagaaaa
  2612761 agttgaagtc ttaacacaag aaaaggcgct tatttctaca aaaaaaatag ccagcgatgc
  2612821 aataacagat aacctacaag gcgagattaa ccgggctcaa caagcccaac tgcaagcgga
  2612881 acaagacgca caacaagcga aagacgcgac attagcacaa caagcaatgg caaaggccgc
  2612941 cgcggcggag aaatcacttc aggaagcaga gcaaaaactc gccgctattg ccgttatcgc
  2613001 acaagaagct gaggctaaat tgactgccgc ccaacgggct aaagcggatg ctgagttaca
  2613061 gttagccgat aaaatggaac aactggcaaa cattaaccta gaccttacgg cactgaataa
  2613121 cctcgatcct aaggtgatca gccaacagac cctcgccaaa ggcgaagcgc aacctgttgc
  2613181 tgatggcgaa ctggccgtgg caaccaaggt ggcgggcggt gagcagaata tcaccaccgg
  2613241 cggtgtggtg ttagccagcg tggtcaccga ggacggcgtg gttaacctga gcgacagtgc
  2613301 actggcgcac gatagccaac tgatcaacgg tacgctgaat aatacccgcg cccatgatgt
  2613361 gaatactcag gtcggcgcac aaggcaaatt attgatcaac ggcacccagg aagcggctgc
  2613421 cacctcggaa ggggcaacgg tggccgcagg cggcagcgtc actgctggca cgaatactct
  2613481 ggtcaccaag atggtcagcg ccggtacagt aacaggtaac gacggcgctc tgtttactga
  2613541 aacgaccctt aatgacgggc aatttagcct caacaacggc gcaatcgcta aaaataccaa
  2613601 ggtcaatggt gggcaattta acgttaatga aggcgcgacc gctaaagata ccgaggtcag
  2613661 cgccggtgcg gtaacaggta acgacggcgc tctgtttact gaaaccaccc ttaatgacgg
  2613721 gcaatttagc ctcaacaacg gcgcaatcgc tcaaaacacc aaggtcaatg gtgggcaatt
  2613781 taacgttaat gaaggcgcga ccgccgaggg tgtgacggta aaaggcggtg aattcaacct
  2613841 gcgagcgcgc gctcaggcga tgaaattaac cattgagttc ggtgaagcac agatcgccgg
  2613901 cacgctgacc gatgtgacac tgcgcggcgg taataccacc ctggctagca ctgccgacgt
  2613961 ggcgggcacc attcactcaa tatcagggag tgcgcttaag gtttatcaag gcgcacatac
  2614021 cgcacaagcg gatctcaatc tggcggggcg agtggtgtta ttcgccgacg acgttgcccc
  2614081 agcggcagca ctgccctcac gggcggtacg tgctgccgat aaccgtttat ccgcgccatt
  2614141 tacctttaga agagtcaata tgagcggcgg cacactggat ttacgcaatg tgaaaaaggc
  2614201 acagttagtg atggactcgc tggcaggcaa cggcaccttc aaactgggct cgatgttgca
  2614261 acaagacgcc tcggcaccgg tgaatgtcac gggtaacgcg gatggcgatt ttatcctcca
  2614321 gatagacggt agcggtatcg acccgaccaa ccttaatgtc gttagtaccg gcggcggtga
  2614381 cgcacgtttt accctaaccg atggcccgat aggccttggc aaccgcgtgt ataacctggt
  2614441 taaagatgcg agtggcaagg tcacgttggt agctaatgaa tcaaccgtga caccgggtac
  2614501 agccagtatt ttagccgtgg ctaacaccac accggttatc tttaatgcgg aattaagctc
  2614561 tgttcaacag cgtttggata agcaaagcac cgaagccaat gaaagcggca tctggggtac
  2614621 ctacctgcac aataactttg cagtaaaagg ccgcgccgct aacttcgacc aaacgttaaa
  2614681 cggcataacg ttggggggcg ataaagccac tgccctggca gacggcgtat tgagtgtggg
  2614741 ggggttcgcc agcgcgagta catcaagtat taagaccgac tatcaaagca aggggaatgt
  2614801 cgatagccac tcatttggtg cctacgcgca atatcttgcc aacaacggtg gctatgtgaa
  2614861 tggcgtggtg aaagccaata aattcaatca ggatattcat gtcaccagcg ccgataacag
  2614921 cgccagcggc aacactaatt tctcgggtat gggggtggca gtgaaagccg gtaagcatat
  2614981 caaccataat catctgtatg tttcgccata cgtggcaatt gagcgccttt agctcgggta
  2615041 aaagcgcggt caaactgtct aacggcatgg tggcgcaaag cagcagcacc cgctcgatga
  2615101 taggcaccct tggggtgaat gcgggttacc gcttcgtgct gaaaaatggc gtagaaatga
  2615161 aaccttatgt cagcgcctcg gttgatcacg aatttgctgc caataataaa ttcagagtga
  2615221 accaggagat gttcgataac aacctgaacg gcacgcgagt gaacaccggt gcaggcctga
  2615281 acgtcaacat cacccctaac ctgtcggttc tgaagtgaag ttgtccagcg gaaaaaacat
  2615341 caaaacgcca gtgaccgtta atctgaacgt gggttatcgc ttctaagtga ataaaatcat
  2615401 tttttagaga tgacggtgtg gcagaaatgg aagggagcct ctattggctc cctgaggtta
  2615461 ttgacaaagt gcccgcgacg gagagaacag gcagatcgta aagacgccgt aaatacatcc
  2615521 atgtaggctc gagccgcgcc atccttggcg cggacgcttt actcctctgc ctatcctcac
  2615581 cgttcaagat cgcgtcatcg gggtttgtca gcagtctggg agcctctatt ggctccctat
  2615641 ccttttagat actaatcagt ggttcgtcga aggaataaca tttctcaacc aactgcccca
  2615701 tttgcgttga taaaacgcct gcgtatgggt ggtgagatag tggctgaccc ctcgctcttt
  2615761 ttcactgacc aggcaaaaat ctaccgggcc gccgtctggg gcgtgatcac tggccacatt
  2615821 accggcctct tggatcaact gatctacttc attagcggtg ccatccactt ccaaaccaat
  2615881 caacaggttg ggtttttcat caacactttt atcatgcatc agcgccagaa aagcccgccg
  2615941 cactggttta cgctgactaa ataattggat cagtgcatcc accatcgcgg agggatactc
  2616001 ctcgggttgg cccagtaaaa tttggctctc tttgtctacc accatttcag cgggttgcac
  2616061 caacccgccg ttcttcaaca gcatcgccac ttcttccggc cagaactctt tgccatattc
  2616121 agattttggg ttcaaaaaca gatgtgcgcc ttgtgtcatt tcaaataaca cccgcaccgg
  2616181 catcgcgacg aaaggctgct tttcactgcc gatggtctcg ccatcagttt gttccaaggc
  2616241 ctgctgcaag acctctaccg aggtgaaaaa aggaatgaca gactcaccat cttgcttttc
  2616301 ccaatgcaaa atattcaccc cgttagcggt ggtgaaactc atttcgccat catcactgcc
  2616361 ctgctctgaa tcccctacca gtaccaagac cgtggcatcc aacaacacgc ggaaaaacgc
  2616421 cgtgcgatga atagacgcgg tggcggccag tttcagcaaa gattccagat cctcgccatg
  2616481 ttcgtcatga tggtggtgtt cgtgacgctc gtcagcggca gagttgtcat cggcggtatg
  2616541 gttatcatca gcagccgggc tatcatcaat agcatgttta tcatcaatag atgggggcgg
  2616601 aaaactcatt ttttactccc aaaacatcga gaagatgaac gaagggacgc caaatgcgcc
  2616661 cctttgagtc ttctcaattc aataagatta ctgttttgct tgcgctaaca ataagttggc
  2616721 aacggtgcgg acacccaagc cagtcgctcc ggcagaccat tgatcaacgg cgcttttgcg
  2616781 atatgtcgcc gagcaatcaa tgtgtaacca gccctgctga taatttttca caaaatgcga
  2616841 caggaaagcg gcggcggtgc tggcccctgc gctgtaggcc ccaccggcca cgttatttaa
  2616901 ctcagcaaag ttagatggca actggctgcg atggaattcg gccagtggca gacgccagaa
  2616961 aagctcgtgc tcactgtgcg cactgttgag tagcgcttgt gccagttcat catcaaagct
  2617021 gaacagggca tggtaatcgt tacccaaggc agttttggcc gcgccggtta aggtggctgc
  2617081 gtcgataatc aacggcgcat tttgctcgga ggcatcgatc agaccatccg ccaagaccaa
  2617141 gcgcccttca gcatcggtat tcatgatttc gaccgttttg ccattacgat agcgaataat
  2617201 atcgcccagc ttaaaggcat tgccactgac catgttatcg gcacaacaca gatacaactt
  2617261 cacgcgctct ttcagcccac gtgcggctgc caacgccaat gcaccggtca aggttgccgc
  2617321 accgcccata tcggacttca tcgaatccat aaaggcgctc tgctttaagc tatagccgcc
  2617381 ggaatcaaag gtaatgcctt tccccaccag acaggccatg actggcgcat ctgggttgcc
  2617441 ggttgggttg tagtccaacg ccaacaatac cggcgcacga tcagaaccac ggcccacggt
  2617501 gtaaatcccg gcatagttct gttcacggag atcttcgcct ttggtaatac ggtagctgac
  2617561 cgcatcacag gagaccgcac acagcaaatc aatcgcattt ttcgccagtt gttctggccc
  2617621 taaatcttcc gcaggtgcgt tgatggtatc gcgtacccaa tcgatgattt ttaaacgctg
  2617681 ttccagctct gttttttcat tcgctggcag ctctgcccac accacgctgc gctgaccttt
  2617741 tggcccacgg aagccttgcc aaaaggccca gctttgttcc aggccccagc cttcaccagc
  2617801 cagtttgact tgtttaatgc cctgaccgtc aattttgcgg gctgcacgtt ggatcccccc
  2617861 cagttgatcg tgactcgtca agtggatagt caccccttga tcattagtgc tgatcagggc
  2617921 tttctcaccc cagcgggcat ctgccgggtt gtgagacagg gatatttgca ttatttctgt
  2617981 tgtcatggcc tacctcgtca ttattatttt tgctgtatac ccgtcatgct tcaagccaca
  2618041 ggggcgtgag cggcgacgtc aataatttgg gcataaaata ttagatacgc aataaaaaag
  2618101 gccgcttgcg cgacccagtc agtattcact caaactcatc taaccagacc agtaagatcg
  2618161 cttccagtac tttttcattc gatctttgcg gatcgtcgtc aaaaccgtcc agctcacaaa
  2618221 tccattggtg catatcggta aaacggaccg ttttgggatc ggtatccggg aacctttcgt
  2618281 aaagggcttc ggcgatttcg cgggtatctt gccacgttaa actcatatca atcctttcta
  2618341 cctattgcga taacgttagt gttctcgggc atggttaatg gtatagcgtg ggatctcaac
  2618401 caccaggtct tcatcggtca ctctcgcctg gcaactcagg cggctctctg gctccagacc
  2618461 ccaggcttta tccagcatat catcttccaa ctcgctgctt tctggcagtg aatcgaaccc
  2618521 ttcgcgcacc acgcagtgac aggtagtaca agcgcaggat ttttcgcagg cgtgctcaat
  2618581 atcgatccca tgacgtagag caacgtctaa tatggtctca ccttgtattg cttccagtac
  2618641 tgcaccatcc gggcaaaggt ctttatgggg cagaaatact attttgggca tgattaaacc
  2618701 tcatccactg aatgacccgc taaagcacgg cgaatggaag cgtccatccg gcgtgcggca
  2618761 aaatcttgcg tttgtgcatc taacgctttg atcgcagctt cgatggcttg tgggtcgctg
  2618821 ccctgcatct gctgctgtaa taacgcgacc gcttgggcga tcgcggcact ttcttgctca
  2618881 ctgagtaacg cggcgtcttc tgccagtgcg ccttgcaggc tctctagcac tctggcggca
  2618941 tcaacccgtt gttccgccag cttacgggcg gtgatatcac tttgcgcatt cgccatggaa
  2619001 tctttaatca tattggcaat ttcatcatca gatagcccat aagatggctt cacctgaatc
  2619061 gatgcctcaa cgcccgtcga tttctccatc gctgtcacac ttaataagcc gtcagcatcc
  2619121 acctggaaag tgacacgaat atgtgcccct cccgcaggca aaggaggcaa gccacgcaac
  2619181 gtaaaacggg ctaatgaacg gcaatccttc accaattcac gctcgccttg cagcacgtgg
  2619241 atcatcatcg cactctgacc gtctttgaag gtggtgaact cctgcgctcg agccgccgga
  2619301 atggtggtat tgcgggggat cactttctcc accaaaccgc ccatcgtttc cagccctaag
  2619361 gagagcggga tcacatcaag cagcagcatg tcgctgtccg gtttattgcc caccagaata
  2619421 tcagcctgaa tagcggcacc aatggcgacc actttatcgg gatcgataga ggtcaacggc
  2619481 gtgcggccaa agaattgccc cacctgctct cgcaccaacg ggactcgggt cgaaccaccg
  2619541 accatcacca cttccaaaat ttcatcagcc gtgacgcccg catctttcaa ggcgcggcgg
  2619601 caagccatca gtgtgcgttt tacctgcgga gcaatgagcg actcaagctg ctcacgagta
  2619661 acctcccctt gccagccagc cacggaaact accgcagtct cggcctcact caaggcaatt
  2619721 ttggcggcaa ttgccgtatc aagtaactgc cgttgaatgc cgtggtcatc gcgggtcgca
  2619781 accccggctt gctcacgtaa ccagtcagcc aagaggtgat caaaatcatc gccacccagc
  2619841 gccgagtcac caccggttgc cagcacttca aatacgccac ggcttaaacg cagaatggag
  2619901 atatcaaacg tcccgccccc cagatcataa accgcaatca ccccttcctg accggaatcc
  2619961 aggccatagg cgatggctgc cgcagtgggt tcattcagta aacgtaagac atgtagcccc
  2620021 gccaaacgcg cagcgtcttt tgtcccctga cgctgagcat catcgaaata cgcagggacg
  2620081 gtaatgacaa cgccatcgag ctcgccggcc aatgccgctt gcgcccgctg agccagtgtt
  2620141 ttgaggatct ctgccgacac ctgaaccgga ttcaccaacc cacgcgccgt ctggatcatc
  2620201 ggtaaaccgt tttcactcgc gtggaattgg taaggtaaat tgggataacg ctgtacgata
  2620261 tcagccagag agcggcccat catgcgtttc actgaactga tggtattaac cgggtccaag
  2620321 gccgccagat tgcgcgcctt ccaaccaaca tcaataccct gtgggtgata atgaaccact
  2620381 gacggcagta aatcccgctg tttttcattt attagctgtt gacctgctat taactgttga
  2620441 cctgctatta gctgttcacc tgctattaac tgttcatcgg ctattaactg ttcatcggct
  2620501 aactgttcat cggccagcgt ctgcgcttta ccgctgcgca cggtcgccac caatgaattg
  2620561 gtggtaccta aatcgatccc cgcagccagc cgacgttggt gtggtgccgc ggttaaaccc
  2620621 ggctcactaa tttgtaataa ggccatgttg agcttccatc aatcatgagt ctataccctt
  2620681 cgtatttgaa gctgcaggag gcttagctgc gcacatgact cggcccatcc agtggcctct
  2620741 acgaggctgc tgcaagccac attcaaatca gttctcgacc gatttgtcat ttgcttgcta
  2620801 cctagctaca acgtcaatta ctaagggaat ataataatta atcacttgaa ttttatttgt
  2620861 tttttattaa tcaaatgaga tatttgaatc aggcaaaatc gtcaaacaag cgctcttcca
  2620921 actgttcaac ttgctgctgc aacttatcca gaaagcgcaa tttgcgtacc gtatccgctg
  2620981 cctgcaccca tagctgcgca tccagttgct caaccatttg ctgcgtgcgc gttgttgtca
  2621041 tctgcgccac acggcggcta aattcagcca gtaaagtttc agcatcgggt ttgcgctcaa
  2621101 tggcatcaag ctcctcacgt aattccaact gttccatcag aaacgcggta tcacgcatag
  2621161 tgtgttgttc gttgcctaaa tcaaaaccct gcaaagatag catatactcg gcacgtttta
  2621221 acgggtgctt gagcgtttgg taagcatcat tgatggttgc agcctgctgc attgaggcca
  2621281 aacgctcacg ctcgggctgg gtggcaaagc gatcggggtg gaattgacgt tgcaactcct
  2621341 ggtaacgcgt ggtgagttgg ttgccgtcaa tcaaatagcg agccggcaac ccgaataacg
  2621401 taaaataatc catagcatgc tctggaagtt gttgtaatgg ctaagctgag atctgtttcg
  2621461 ctcccttttg gcaaaagaga gcggaacaga gcaacaaaca tctggggcag gaaaaagcag
  2621521 cgatcaaacg ttaaagcttt cgccgcatcc gcactcattt gagacgtttg gattgttgaa
  2621581 cttaaagcct tcgttcagcc cttctttgac gaaatccagc tcggtaccgt caagatagac
  2621641 catgctttta ccgtcgatga tcactttcac acctttgtct tcaaaaacga tatcgtcatc
  2621701 gtttatttcg tcaacaaatt cgagtacata tgccatgccg gaacaacccg aagtccttac
  2621761 gcccaagcgt agacccaagc ctttaccgcg gtgatttaaa aaggcactga cccgctgtgc
  2621821 agcactgtcg ctgattgata tcgacataca acaacctcaa ctctgagaac cagctcatat
  2621881 ccccgtcatc tttcaaacta caggtgttgg ttgcgctcgt tcacccaaat gacttacctg
  2621941 tgtaagctca tcgggatcct cttgtttgcc gccttcctgc aacttgaaat cttttggata
  2622001 gactaagtga aaaatgagct aattattaat aacctatata tacctgtcgt ccttcaagat
  2622061 gcacgagtgt tagctgcatc tcgaagtcac ttggatataa aaatcacata tcacaattac
  2622121 ttggcagtat gcttgctttt gtagtcggcg attgcggctt taatagcatc ttctgccaaa
  2622181 attgagcagt gaatcttgac tggcggtaac tccagttctt cagcaatctg agtatttttg
  2622241 atggcttcag cctgatcgag agacttgcct ttcatccatt cagtgactaa agagctggag
  2622301 gcgatggcag aaccgcaacc ataagtctta aagcgggcgt cttcaataat accggcttca
  2622361 ttcactttga tctgcaactt catgacatca ccacaagcgg gtgcgccaac catgccacta
  2622421 ccaatagtag ggtcttgact gtcgaacgac cccacgttgc gtggattttc gtaatgatcg
  2622481 attacttttt cgctgtaagc catgtgattt ctcctgagtc ttaaagtgtg gaattaatga
  2622541 tgggaccatt caatgctgct gatatccacg ccctgcttga acatatccca caatggggat
  2622601 aaatcacgca gacgaccaat ggatttatgt accagcgcaa tggcgtagtc gatctcttct
  2622661 tctgtggtga aacgccccag agagaaacga attgaactgt gagccagttc gtcgttcatc
  2622721 cccaacgcac gcaacacgta agaaggctcc aaactcgcag aggtacaggc tgaacctgat
  2622781 gagacagcca aatctttcag tgccatgatc aacgactcac cttcaacata gttgaagctg
  2622841 acgttcagaa tgccaggagc gccattctct aatgagccgt tcaggtaaac ttcttcgata
  2622901 tctttgatgc cgttccacaa acgcaaacgc agtgaacgca gacgtgcagc ttcgctttcc
  2622961 atctcttctt tggcaatgcg gtaagcttca cccatcccaa cgatttggtg cacaggcaag
  2623021 gtgcctgaac gcataccgcg ctcatgacca ccgccgtgct gctgtgcttc aatacgaata
  2623081 cggggtttac ggcgaacaaa cagtgcgcca atgcccatcg ggccataaac tttatgggca
  2623141 gagaaggaca tcaaatcgac tttcagtttg ctcagatcaa taggtaattt accgacgctt
  2623201 tgtgtagcat caacgtggaa aatgatcccg cggctacggc acatttcgcc gatttcagcg
  2623261 atatcctgta ccacgccgat ctcattattc acatgcatga tagaaaccaa aatggtgtct
  2623321 tcacgcattg tcgcttcaag ctgtttcaga tcgataatac cgttaggctg cggtgccaga
  2623381 taagtcactt cgaagccttc acgctccaat tggcgacagc tatccaacac tgctttatgt
  2623441 tcggttttac aagtgatgat gtgcttgcct ttcttctgat agaaattagc agcaccttta
  2623501 atggcgaggt tatcagactc ggtcgcaccg gaggtgaaga cgatctcacg agggtctgca
  2623561 cccaccaatg cggcgacgtc attacgtgca atatcaacag cttcttctgc ctgccaacca
  2623621 aacttatgcg aacgtgaggc tgggttaccg aagataccgt ccagagtgag atactgcatc
  2623681 attttttcag cgacacgcgg atctactggc gtcgttgctg cataatccag atagatcggt
  2623741 gtctttactt ttgattcggt cattgctctt atgctccgta catcacttcc aaaacgtaaa
  2623801 attccgcaaa ttctgcttat gcgcgcagat tgacgttaat cgtctcttgc ggtcggccat
  2623861 tagccgtgcg gcgcgtatcg ttattctgac gatccgctac ctctaggata tcttggttat
  2623921 taaccagttc tgccaatgta atattgttga ggaagctgct gatacgctcg ctcaaatcac
  2623981 gccacagggt atgtgtcagg cagcgatttc cgccctgaca gccttcttta ccctgacaac
  2624041 gggttgcatc aacggattcg tcaacggcag tgataaccgc gccaaccgcg attgctgatg
  2624101 catctttgcc cagcagataa ccaccgcctg ggccgcgtac gctggcgact aagccatttt
  2624161 tacgtaggcg tgaaaaaagt tgttccagat aggataacga gatcccctga cgttccgaaa
  2624221 tatctgccag aggaacgggc ccgtcctggg aatgtaatgc cacatcaagc atggcggtta
  2624281 cggcatagcg gcctttggat gtcagtctca tagctaaagt tacctgttgg tgaacacgaa
  2624341 acagaatttt gacattcttg agtgttttag tcaactattt aacctagtaa ttcactcaac
  2624401 tattatcacc atacttacgc tcgatagtat caattagaat taattataac caattgatat
  2624461 aagacattaa tccttactct tacccgccgt atcaccggta ccgcgttgtg gatatttatc
  2624521 ctgcttttcg atggatgtca gcatcccacg tagaatattc agctcttgag cctcgggccg
  2624581 agcgcgggta aagaggcgcc ttaatttgct cataatctgg cccggatggg cctggcggat
  2624641 aaagccacta tgagacaaaa cctgctccaa atgctgatag aaacgctcca gatcatccac
  2624701 caaaggataa ggtgcctctt cctcttcttc tacaggggca tttgcctgct gacgatcaag
  2624761 gtatgccacc cgcacttcat aagccaaaat ttgcacggcc atggctaaat ttaaggagct
  2624821 atattcagga ttggcgggga tagccacatg ataatggcat ttttgcagct cgtcgttagt
  2624881 caggccaaca cgctcgcgac caaacaccaa ggcaaccgga gcatgttcag cttcgcgcgc
  2624941 actgcgtaca ccgcattcac gcggttccag cattggccaa ggtaacgttc tggaacgggc
  2625001 gctggtgccg accaccaaac tacatccggc aagggcttca tctaacgtat caacgatagt
  2625061 cgccttacca ataacatcac tggcaccggc tgacaaagca atggcctgag aatctggttt
  2625121 taccaatgga ttaaccaaat atagattggt taatcccatt gttttcatgg ctctggcggt
  2625181 cgagcccatg ttgccggtgt gtgaagtttc aaccaagaca atacgaatgt tgtgtagcat
  2625241 acaaactctg aggataacgg ataatcgcca tatcttaaca cagacatagg catttatcag
  2625301 atcccctgct atactgtgcg ccgtttctcg ttctttaaca tcctagtgga agatacccat
  2625361 gcatccgatg ctgactatcg ccatacgcgc tgcgcgtaag gccggtaacc tgattgccaa
  2625421 aaattatgaa accccggacg ctgtcgaagc gagccagaaa ggcagtaatg actttgttac
  2625481 taacgttgac cgcgatgcag agcatctgat cattgacgtt atccgtaaat cttacccaaa
  2625541 acacactatt attagtgaag aatgcggtga gttggtcggc gaagatgatg atgtacaatg
  2625601 ggttattgat ccactggatg gcactaccaa cttcatcaaa cgcctccctc actttgcagt
  2625661 ctctattgcc gtgcgcatta aaggccggac agaagtcgcc gtggtttacg atccaatgcg
  2625721 taacgaactg ttcaccgcca gccgtggtca aggcgcccag ttaaatggtt atcgtctgcg
  2625781 tggtaccaac gctaaagatt tagatggcac tattctggct accggtttcc cattcaaagt
  2625841 gaagcaacac gcccctgctt atattcgcgt cgtcggtaag ctatttgagc agtgtgcaga
  2625901 tttccgtcgc accggttcag ccgcattgga tctggcttat gtcgcagcag gccgtgttga
  2625961 tggcttcttt gagattgggt tgaaaccgtg ggatttcgca ggtggcgagc tattggttcg
  2626021 tgagtctggt ggtatcgtga ctgactttgc cggcggccat aaccatttca gctctggcaa
  2626081 tatcgtggcc ggtaatccac gtattgttaa atctatcgtt caagccatga gcaacgaaat
  2626141 cagtgatgcg ttaaagcgtt aattccacgc aaatagccgt ttcagataaa aagccagtca
  2626201 gggttagccg actggctttt tttattggga acccctctgc agcgtcaagg tcgaagggta
  2626261 tcagcgacca aatggacgaa cagccccaac catctccggc tgactggaca aataaaacag
  2626321 aacccccgcg aacagcagaa taattccccc ggttaatgcc agcgtggccc aggcaatctc
  2626381 tccccaagcg gcaggggcgc gtttacggct taaatatacc gccaagcgcc gtgcataatg
  2626441 gacgaacagt gccaacagcg agatagtcag cgacgtccct aaagccatcg ccatcgccga
  2626501 caaaatcccc caccagtaaa cgccaatcac cttggaaaac agcaacacca taatcgcacc
  2626561 ggagcaaggg cgcatcccca tcgccaatac aatcgtcaaa cgggtgcgcc aatcgccacc
  2626621 ggcttgtagc tctttatcac tgggcagatg acggtgccca cagccgcagt tgtcgctgtg
  2626681 cacatggtta gccggtaatg gctgaatctg ctgaaaagtc attttctgtg gttttaaggc
  2626741 gttaatttgt cgatagatcc gctttaccgc ccggaaacag agcaacatcc ccaacccaat
  2626801 aaccaataga aaactgcctt tttctagcca aaaactgctt tgatgcagat accgtgaaga
  2626861 gagctgccat accccaagta acaaagttac cagtagaatc gctacgctac cttgcaatat
  2626921 tgaagcggca aaagtcagtt tcaggctgct ttttaaccgc gccgggtggg ttgccagata
  2626981 cgtcacaatc accactttac cgtggcccgg ccctacagca tgtaacacgc cataaatcag
  2627041 gctaaacaac atcagcaccc accccgcctg atgcggttcg gctttaactt gctgcaacag
  2627101 ttgggccatt tgctgatgca cacttttttg ccaggctact gttttaaaca gcaattctgg
  2627161 ccaataaagc caggagacat acccagcgct agccaatatg agtaagaaca acaatagagg
  2627221 ccataaattg atcagccaat gtcgctgttt gggccgtgga atcggagcaa taactactga
  2627281 cattgaagcg tcacttgttg ggcaaattgt tttccaagtt ccatatcgtc tcctggtgaa
  2627341 tcacttttat ccaatgacag cgcataagcc tgtagcgatg cgtctgggtt gggagtcatc
  2627401 aaagtgagtt tgcagttttt ttccatttca gccgatagac tgagcgcttt ttgatccgca
  2627461 taggccatat cgacaaaata agtcgggtca taggttgaga taataaaagg cttaccgact
  2627521 aatggctgcg gctcagccaa cggtaaaacg aatgagagta ccgcctgatg cccctgacgg
  2627581 gataaatgat attctgttgg caaattttta tatttcaccg gttggccatc acggtatata
  2627641 tcggtgaaat agtgctgccc cagcacatta gccatcactt ctgcggccag tttcttccag
  2627701 atttcagagt cacttttggc attctctgcg tcatacaaca ggtcagaaga ggttatttca
  2627761 tccatggtcc ataccatttt cattcccacc agcatctgtt tttcattgat gaaagtggtt
  2627821 ttcatatcaa taaaactgtg ggggtgcgct tgagccaatt ggctataaat cattgcggcc
  2627881 ccggttaata acaaggttat cagccggctg actgtaataa aaccgttata atgtaacaca
  2627941 tagcgcatta ttcaaccctt ggatattctg caattactgt gatgtaagtt gtaagtcgat
  2628001 gtaaaaaact actggcccgg taaaccgaat gaatctcttt tgctatgctt aaatccgata
  2628061 aataacgatg attcatcaaa gatatttata tgcgcctaaa cacgcccttt aagcctcggt
  2628121 tatctgatga tcaaccgcta tctggtcaac aacgccgctg ccatatgttg ctgatgttat
  2628181 ttatgccagc acgcaaggta cagttagaca ccattagcca atttaacggg gtcgatcttg
  2628241 cgactacccg gcaagatata gccgaggttg ctagcgaaat ccagcgtttc taccatttgg
  2628301 aacttaatgc cagtgccgac gattattatc agattaatgg gagccgactc gataaacgac
  2628361 tctgtttgat ccattggcta cgtcgtgggc tgcgttattg tccacatttt attgaacact
  2628421 atttttcccc cgacttatat caagcactgg cgtggaataa tggcctgctg tcgtcggctc
  2628481 tgcgacgatc aactctacga caatcaactt tgcggcaatc aattctacgg caatcaactt
  2628541 tgcgacaaat cgtttaccag tgtgagcccc acctaaaccg ccaactcagt gaaaaagatc
  2628601 gtcagttttt gcaactgtat ttggcgtatt gtgtctggga aaaccaacag cacaccgtgc
  2628661 cacaattatc catgacccaa cagcaatggt tagaacaaaa acctgcgcgg gttgccgctg
  2628721 atcatttatt caatgcactc aaccggttat tgatccctcc gctgggttta attgagcgcg
  2628781 atatgctgat cctgatgttg acaatgatca aagcacacca ctaccacagc acccaatcac
  2628841 cggaagatgc ccgcctgata gcggctatca agcaattaat tcaccgtttt aagcgactgt
  2628901 ccggcatgca ttttagttgt gatgactcgc tggtcagcca gctattcgcg catctcgccc
  2628961 ccgccattga gcgttgctat tttaatattg ggatcgacca ttcactcccc aaagatatca
  2629021 gtaagatgta tccccgtttg ctccgtacca cacagcaggc gctgatcaag tttgagcagg
  2629081 agtaccagat tcgcttttct attgaagaag tgattttgat cgccatcagc ttcggtgcct
  2629141 ggttaataca ggggaatgca ttacaggaga agcagatttt attattgacg cacgataacc
  2629201 caatattgga agcccaagtc gagcagcaaa ttcgtgaact gaccttacta ccgctacata
  2629261 ttaaatattt atctcatgat gtttatctgc aatcaggggc ccccgcgggc actgcggtgg
  2629321 tacttacccc ctatgttttg caatcaactg aatcagcgcc gccgctgatt cagatatcat
  2629381 ttccgttaac tgagccgcaa agtattcagt tatgccgcat attggaactg ccttagctgg
  2629441 ctaattcatt tgggttcgcg gccactcgtg gccggataaa cagcgccgga ataacaatga
  2629501 gcgccataac ccaaaagacc ccactctgat aattctcaaa taagaagccg gaaatcactg
  2629561 tcatcaccgc aataccgccg cccatcgcta gcgccgagta gactgattgc aaacggatca
  2629621 catccgcccc actgcgggcc gaaatgaaac gcatcgcggc cagatggcag acagtaaacg
  2629681 aaccacaatg taaaatttgg ataaaaatca accaaggcaa ttcagtcgtt gaagccatta
  2629741 agctccagcg gattatccca cttaccgctg agagcagtaa taagctacgg gctgtccatc
  2629801 gacggaaaag gatgtgactg aacgcaaata ccagaatttc ggccacaacc cccagcgacc
  2629861 acaaatagcc gatggttgcg ggggaataac cggcatcttt ccagtaaata gaactgaaac
  2629921 tgtagtaagc cgcgtgggca ccctgtaata acgtcacaca gagcaaaaag cgccaaactt
  2629981 gcggctcgga taatagaacc ttccatggcg ttgcagcaac attgcgatgt ttaacctcac
  2630041 cccgtggcat cacaccaggc cgtaacaatg cccccagcaa catcgctgtc acaccaaaca
  2630101 gcaggctgta gagaatagcg ggatggcccc aaacggatac caattttccc gtcagcgcag
  2630161 agccgataac aaacgccagc gacccccata accggacctt gccgtaatcc atggtgatct
  2630221 gtttttgcca cgtcgcagcc aaagcatccg tcaatggtac cagtgggcca aagaacaggt
  2630281 taaaacctgc gataaccacc atcaaccaag cccagccgtt accaaaccaa aaaccgaccg
  2630341 caaacgctaa cgtcagaagt gccaaaatac ggattgcagt aaccagatga gaaggatctt
  2630401 ttactctcgg agcaataatg aggctgccaa ggaagcggga gagtaaacca gcaccgagca
  2630461 aaataccgat ggtttccggg gggatacctt caccttctaa ccagagcccc caaaaaggca
  2630521 aaaaaatgcc ataagaaaaa aaataggtga aatagctgag cgatagccaa cgtgttgatt
  2630581 gcaataccat gattcctccg gggtcagccc gtcactgtga cagaggcctc ctccgctagc
  2630641 aactttaccg tctcaacact ggattttttg tgacaaactt cacgttaaaa aatcgtctat
  2630701 gagccagaag cagcccggta ttcattggtg acttgctcga aataatgttg ttgttcgaaa
  2630761 tattgtgatt gtttgaaaca cggtgattgt ttgaaacgcg gtgaaggacg gattctttta
  2630821 gcattggaat aagctcgttt tttagcctac ccctattaat ttaaagcccc agctataagg
  2630881 ccaggacttt gtcagcaatt tgaaaccacc attatggtgg gttttcatgg ttaggaggac
  2630941 gttagaaccg gtaacccgcg ccaagcatcc aagtacccac tttcacatca tcgagtttgg
  2631001 agtattcata tgaagcatca atgacaaaat ttggatgtgg attaaattgt aatccggcac
  2631061 cgtatgccag agatgtttta cttctactct ctgattgacc aaatattgag gaaaatttag
  2631121 cctttccatg acctgccccc aataatccat acaagctaac atactcgtta atgcggaaaa
  2631181 caggccccgc agtcactgag tagtacttaa aatcaccatc aataagtttg aatccgtcaa
  2631241 cagattcctc gaacccccgg cgagtctgag caaatgaacc tatcactccc cagtcattat
  2631301 tgaattcata acgatacttc aggttgaaac ctcttggatt tttatccaac ttgtacccat
  2631361 cttccttgac acgactttga gcatatccaa tagaaatact gctttcgcct tcggcataca
  2631421 cattaacaga cgcaattgat aaacatgcaa ttaaagaaga gaccagtaat gtcttattca
  2631481 taaaaaccat ccagattgtt ataacaatac ctaatacagt aaccacagac taaagtggcc
  2631541 agccaaatat taacaaatat ctgacacatg aaaaatatgg atattcgtac agtattccat
  2631601 tacacacatt ttctcggttt atacaggccg atgttgaaca gaagaatagg ggctagccgg
  2631661 gcgaccattg ccgtgacaaa taagcatgga cgactgcctc gcggaataaa ttcgaaatca
  2631721 atagccccat tgaccttgcg gaccagataa tgttgcagcg ccagatgacc ggtaaatgtc
  2631781 aaaataatgt tgcagtgccg gctcttcgcg gggggaggca tgtcgagttg atacggttga
  2631841 agggaattat tttagtcgcg ggataggcgc gtttttagcc tatcccgatg agatcaaagc
  2631901 cccggccagg aggccaggac ggtgacagcc gccttatgcg taaaccggta aacgagcgca
  2631961 gatagccaga actttctgtt tcacacgctc aatggtcgct tcatcgttga tgttatctaa
  2632021 cacatcacac atccagccag ccaattcacg ggattccgct tctttgaagc cacggcgggt
  2632081 gatcgctggg ctaccaatac gcacaccaga tgtcacaaac gggctcttcg gatcgttagg
  2632141 tacgctgttt ttgttcacgg tgatattcgc acggcctaaa gccgcatcag cgtctttacc
  2632201 ggtgatgtct ttatccacca aatctagcaa gaacaggtgg ttatccgtac caccagaaac
  2632261 cactttgtaa ccgcgctcca agaacaccgc caccatggct ttcgcatttt tagccacttg
  2632321 ctgttggtaa attttaaact caggttccat tgcttctttc agcgcgaccg ctttacctgc
  2632381 gataacatgc atcaatgggc caccctggtt accagggaaa acagaagagt tcagtttttt
  2632441 gtacaagtct tcatcgcccc ctttcgccag aatcaaaccg ccacgtgggc cagccagagt
  2632501 cttgtgcgtc gtggtggtaa cgatgtgggc atgtggaacc gggttaggat aaacccccgc
  2632561 agcaaccaga ccagcaacat gagccatatc aacaaagaac catgcgtcaa tgctgtcggc
  2632621 aatttcacgc atttttgccc aatcaacgat accagaatag gcggagaagc caccgataat
  2632681 cattttgggt ttatgtattt ctgcctgacg tgccagatct tcataatcaa tttgacccga
  2632741 ctcatcaata ccataaggga cgatgttgta gagtttgccg gagaagttca ctggtgaacc
  2632801 atgcgtcaag tgaccgccgt gtgccagatt catccccaat acggtgtcac cgggtttcag
  2632861 cagcgcggag taaacagcaa cgttagcttg cgaaccagaa tgaggttgaa cgtttgcgta
  2632921 atcagcacca aataatgctt tagcgcgatc gattgccaat tgttcaacaa catcaacata
  2632981 ttcacagcca ccgtaataac gcttgcctgg atagccttca gcatatttgt tcgttaactg
  2633041 agatccctgc gcttgcataa cacgcgggct ggtgtagttc tcagacgcaa tcagttcgat
  2633101 gtgttcttcc tgacgcacga cttcttgctc cattgcacgc cacagatctg catcgtaatc
  2633161 ggcaatgttc atttcacgct ttaacatccg gctctcctga cttagctaac taaatatacc
  2633221 tataccctac gtcattggag ttgcagccag gcagccaatg agcgagtccc gatgagctga
  2633281 ctggtgtcag tgattcgggt gacaaatctg ccgggagcag atttgaacgc ggcttgcagc
  2633341 aacctctgtg aggcccatgg atgggccaag taacgagacc gcgaacatcg ctgcagcttc
  2633401 aagtacgaag ggtataatgg aacacccgtt tgggttctgt cacacagtgt aaactgtttc
  2633461 cccctcctga agataggcct tagcagaggt ttttacgcaa acgattggct ccagatagca
  2633521 taaggctttt agctgttcag acttcattca atgcaacaga attatcctca tattcactat
  2633581 gtgaattttt catcttcagc gagtaagtgc gttgatacga tccccctaca ggtgaaaatt
  2633641 acatttacaa agagaagaga aaaccataag atgcatttaa aatacatgta ttaatttgta
  2633701 tattattaaa acacttaagg agccactatg ctggataccc aaaccatcgc tatcgttaaa
  2633761 tctaccatcc ccttgctggc tgccaccggc cccaaactga cagcccattt ctatgagcgc
  2633821 atgtttaagc atcaccctga actcaaaaac atttttaata tgagtaacca atcgagtggt
  2633881 gatcaacgcg aagccttatt taatgctatt tgtgcttatg cgaccaatat cgaaaatctt
  2633941 gcggcactac tccccacggt tgaacgtatt gcccaaaaac ataccagttt aaatattcag
  2634001 ccagagcatt accctattgt tggtgagcat ttaatcgcta cccttgatga actattttca
  2634061 cccggtcagg ccgttttaga tgcctgggct aaagcctatg gtgtcttggc tgatgtgttt
  2634121 attcagcgtg aaagccagat ttatcagcaa agtgagacgg aaaccggtgg ttggagaacc
  2634181 ttacgccgct tccgcattat aaaaaaagag caacaaagcg aggtaatttg cagttttgtc
  2634241 ttggcaccgg aagacggcgg ccaagtgctt cactataaac cggggcaata tttaggcatt
  2634301 tatatcgagc atgaaagcct tgaattccaa gagattcgtc aatattcgct gaccaccgcg
  2634361 cccaatggca aaacttaccg tattgcagta aaacgtgaag aacaaggcac ggtttcaaac
  2634421 ttactgcatc gggagttaaa tgaaggggat atcgtgcgca tcgcaccacc ccgtggcgat
  2634481 ttctttttgg atgtatcacc agatacccca gtagcactga tttctgctgg ggtgggccaa
  2634541 accccgatgc tcagtatgct caataccctc tatagccaac aacatgctgc ccccgtacat
  2634601 tggttacacg cagctgaaaa tggtcgtgta cacgcattcg ctgatgaagt tagcgctatc
  2634661 gcagccaaga tgcctaatct aagccgccat gtgtggtacc gcgagccaga cctacaggat
  2634721 aaacacggcg aggattacca tagccaaggg ttgatggatc tgagttcgta ccagtggcta
  2634781 gctgatgatc ctaaacgaca ttattacttc tgtggcccgc tgccatttat gcaatttata
  2634841 ggtcgtcaat tactggccca agggatagca cctgagcaga ttcactacga atgcttcggt
  2634901 ccacataaag tcatttaact gttcattttt atcctatctc tacgcactta atgccgctga
  2634961 tcaggaaggt acctgatcag catttcggct atttcaattc tcccatttat tacatttaca
  2635021 tttcgtggaa cgtgacatag atctcgtatg tcctcaccat ttattgccac gataaattcg
  2635081 ataaaaggct atttaaattt ttatataatt gaagatttaa ataacagcta aaatgatctt
  2635141 tattattatt tatacccacg cgacttcgag gcgcaggttg gcggcaaccg agtaacaaat
  2635201 ggtcaggaac ccatttgcac agcatttatg ctgcccacag ggtgagtctc agggatgaag
  2635261 ctcattaatc cccggtcact taaataactc agtgactggg ggtgagcaag ggcagctaac
  2635321 ccctgcatct tgaaggacga cgggtatatt gcccggtaac ataaggctag atcgttacat
  2635381 catgagtaaa agattcataa aaaaagaagg gttagcatta gtctctatgg cgcgctattt
  2635441 aattggcgaa cgctcaggaa atcgacttaa aactattgat gatctatcag gtgattttgg
  2635501 tatttcagtc ggtgtgattc aacacgcctt gaaagtactg gaagctgacg gggctatcgt
  2635561 ggttgaacgc cgaggccgca atggcacgcg gcttctcgac ctgaacatga cgcttctgct
  2635621 acaacaagcc gatttaggca atatggtgtg tgctatgccg ctaccttaca ccaaacttta
  2635681 tgaaggctta gccagtggtt taaaagaaca attcacctta ctccccctgt attttgccca
  2635741 tatgcgaggc gctgaagtcc gtatcgaatg cctgatagac ggagtctacg atatggccgt
  2635801 cgtgtcgcat ttggccgcta aaaactacct taagcaagag aaggtcacgc tagcgctaaa
  2635861 tttaggccgt ggttcttatg tcgatggtca tcaacttatt tttcgccgtg gtgagcaaaa
  2635921 aaaaaatccg ccgggttggg tttgactcac gttcacctga tcaatgttta ttgactgaaa
  2635981 ttaagtttgc cgggcaacca atcgaacggg tcgaattatc ttacagtaac tgcatcccgc
  2636041 accttatccg tggcgatatt gatgctgtca tttggaatca ggaacagatt gtcccgtcag
  2636101 aatatttaca gtcaataaag ttacagggcg atgaacgcta tattcaagcg tcacaggcgg
  2636161 ttatccttat ccgcccagat aactatccga tcaagctact gttggaaaga ggcattaatc
  2636221 aaacacagtt actgcgccat caacgggcgg tacagagtgg gatagtcgaa cctcgatatt
  2636281 aatagattaa taaatagtga atagagacat tagccagaga acgctgggct atataggttg
  2636341 gattgtatat attgaattat attattttgg attatatgta aaaaaacccg catcgttttg
  2636401 gcaacgaacg ggcttttgtt attcagcgtg agataaagcc aacagcttaa ttaaatcgct
  2636461 tcttcatcct gctcaccggt acgaatacgc acaacacggg agacatcaaa aacaaagatt
  2636521 ttaccatcgc caattttacc cgtatgggcg gtttgcataa tggcttctac gcaggtatcg
  2636581 acgatgtcat ccgcaacaac aatctcaatt tttacctttg gcagaaaatc caccatatac
  2636641 tcagcgccac ggtagagttc agtatgcccc ttctggcggc caaaaccttt tacttctgtc
  2636701 actgtcatcc cggtaatacc gacttcagcc agcgcttcac gtacgtcatc cagtttgaat
  2636761 ggtttaataa tcgcgtcaat ttttttcatg gtgaatccct gttttaccaa ttcttgcggc
  2636821 caaagcctga tgtgatcgga tagcgtctat ctttaccaaa actgcgggcg gtaatacgtg
  2636881 gccctacagc tgactggcgg cgtttatatt cattaatgtc gaccaggcgg atgactttac
  2636941 gcacgatagc ttcatcaaaa ccgtcagcca ccagctcagc cactgactta tcctgttcaa
  2637001 catatccttc aaggatagcg tccaaaatat cataaggagg caggctatct tcatctttct
  2637061 gatcaggtgc caattcggct gaaggcggac gcgtgatcac gcgctgcggg atcacataag
  2637121 agaccgtatt acggtattcc gctaatttga atactaacgt cttcggtaca tctttcagga
  2637181 catcaaagcc ccccgccata tcaccgtaca gcgtcgcgta gcccacggcc atttcacttt
  2637241 tgttacccgt agttaataca atactgcggc gtttattcga taaagccatc agaaccacgc
  2637301 cacggcaacg agcctgaagg ttctcctccg tggtatcgcg cccggtatcg gcaaacatcg
  2637361 gtgccaactg gcccataaaa gcatcaaaca tgggttcgat agacatcaca tcaaatttga
  2637421 cacccagtat ttcagcttct tctttggcat cagcaatact gatatctgcg gtatagcgga
  2637481 atggcatcat caatgcctga accttgtctt tgcccaacgc atcaaccgca atggccaatg
  2637541 tcaatgctga gtcaatgccg ccagataaac ccagcactgc cccattaaag ccattcttgg
  2637601 tgacgtagtc acgtaccgcc aataccaagg cttcatagac ttgagccaga ggaggcagtt
  2637661 ccgccacagg tgccgtcatc gggatcacgt tacactcatt taactgcaac agcgtggttt
  2637721 gctctgcaaa tgcagccaaa cgatgggtca tgttacccgc cgcatcgaag actttggagc
  2637781 agccatcaaa aatcagctca tcctgcccac caatctggtt gagatacacc agtggtaagc
  2637841 ccgtacgctg gcaatgagcg gccatcagcg ttttacgaat atagggtttt tcacgattat
  2637901 aaggagaggc attgatcgac aataccactt ctgcgcccgc ggctttcact gcatctatcg
  2637961 gaccatcaag ccataagtct tcacaaatca gtagacccag gcggtagcct ttcagctcaa
  2638021 cgacacagct ttgatgacct gcggagaaat agcgtttttc atcaaatacg ccgtaattag
  2638081 gcagttgttg tttaaaatag cgccccagca gtttaccttg tgcaaacagc gacagtgcat
  2638141 tatacagctt atccccttcc cgccatgggt ggcccaccag cacggcaata tgcggggttg
  2638201 ccgcttgcaa acgctcaagt tgcacttcac aacgttgata aaagtcatca cggtacagaa
  2638261 gatcttccgg tggataaccg gacaaagcca gctcggagaa catgaccaga tcggcacccg
  2638321 ccttctgctg ctcatttagg gtttgcaaca tacgttcagt gttgccttca atatcgccga
  2638381 ccagccaatt caactgggct aacgcaatgg aaagtgatct gctcattggt gtttaaactc
  2638441 tgtttcagca ttgtcaggga ataatatacc ctcatctttc aaaaccacag gggcattggc
  2638501 tggcccatca cgggccccgc ctttaccagg ccgcctgtct gcatcttgaa atctattggg
  2638561 tatcattgtc agtagctaac gatgattact ctttaaaatc gttggcatcc aactcgtggc
  2638621 gagacaacaa tttatagaac tcagtacggt tacgccccgc catacgagcg gcttgggtaa
  2638681 cgttaccttt ggcaatttgt aatagcttac gcaaatagtt tagttcgaat tgattacggg
  2638741 cctccacaaa cgtcggtaat acggtatttt caccctccag cgcctgctca accagcgctt
  2638801 cgctgataac cggtgccgag gtcaacgcca cgcattgctc aatcacgttg accagttggc
  2638861 gcacgttacc gggccaactg gctgtcatca accgcttcat cgcatcgttt gagaaactgc
  2638921 gaacaaacgg cttatgccgc ttagccgact cccgtaatag atggtttgcc agcaatggaa
  2638981 tatcttccgc ccgctcgtgt agcgccggga tttttaggtt aaccacattt aaacggtagt
  2639041 agagatcttc acggaattca ttctttgcca tcgctttggg caagtcacgg tgagtcgctg
  2639101 aaatcacccg gacattaata cttaaatcac gattgctgcc caatggacga actttgcgct
  2639161 cttgcaatac ccgcagtaat tttacttgta atgagagcgg catatcgccg atctcatcca
  2639221 ggaacaatgt gcccccttca gcggcctgaa acaacccttc acggctgctg actgcaccgg
  2639281 taaacgcacc cttagcatgg ccgaataatt cagactccag caactgctct ggtaaggcac
  2639341 cacagttgat ggcaataaag gcttttttgg cccgtgggct ggcggcatgg atagcctgtg
  2639401 ccaatacctc tttaccggtg ccgctttgcc cgttaatcag cacactgacg tcagattgtg
  2639461 cgaccatttt cgcttgttct aacagacgta gcatgaccgg gctgcgagtc actatctctt
  2639521 cacgccaagt atcatcaccc gctggaatcg aaagttctaa tgccgcatca atagccttat
  2639581 atagcgcatc gcgatcaaca ggcttggtca gaaaactgaa taccccttgc tgggtcgcgg
  2639641 caacggcatc agggatcgaa ccgtgcgctg tgaggataat cacaggcatc cccggttgat
  2639701 atttttgaat ttcagcgaac agcgccatgc cgtccatctc atccattcgc agatcactga
  2639761 taacaatgtc aattttctca cgcattaaca aacgcaatgc ttcgtgaccg ctttcagctg
  2639821 tcgtgacatt aaacccttca ctggttaaac gcatccccag caatttcaat aagctgggat
  2639881 cgtcgtcaac cagcagtaga ttggccggtt tgcgtggtgt catgagattc cttattagac
  2639941 gcaggtggta catctgcagg ccaaaccact ggcggtgtat gcggttcagc cggtttttct
  2640001 accacaggtg gtgctgattt actgcccggc tgaactgcct caggtttggt ctctgccggc
  2640061 ttcacaccgg ttgacttagg ggcaaccggc tgagcttctg ttggtttggt gtctgttggt
  2640121 ttggtttctg ctggtttggt ttcagcgggt ttactttcag ctggcttagc cgctgcaggc
  2640181 tgattttcag cggatttagc ctctgccgct gacttcgcct ctgcatccgt ttccggaatt
  2640241 tcattttgta gctgcttacg cgatgaaagt tgccgttcga tatcggtcag gttttccagc
  2640301 ttgcgggtgg tgtccaataa gttgtattgc aaccggacct gattttcccg cagacgatca
  2640361 atttgagcat ctgattcatc ctgtagccgt tgataacgaa tacgctcttc cgctaaggca
  2640421 atccgcaaga cctgctgctc acgccacaat tgaatgagtg gccgcactgc aaccgggaag
  2640481 gtttggctat aactattcag acgttcaacc acctgccgcc gctctgccat tgacggctca
  2640541 gcactgccga tcaaaatacc ttgtttaaaa gctgaggacc aggttgttac gggcaatgtc
  2640601 ttagccatcg cccgtgcctg tggcgagcca aggcgttcag cacaatccat cgaccttagc
  2640661 cagtaaaggg agttttctag tgtctctttg tcatccagcc cccacaatac gtcgcaggat
  2640721 aatgtccgat aatcaacgat ttttgtttct ggtatcacta actgaaccgc ttgggaaaag
  2640781 cggttcgcag cccggttatc agtacacccg gtgagcaata gcggagtcag taataacgct
  2640841 ccccaaaaaa tccctctgcc agagagaccg gtctgtttca cgactccact agatatcgga
  2640901 tatgacaaag agacggtctt tttaatcaca cagcgtatag accacttgta cattattcat
  2640961 tcattctcgg cggttaatgg caattcaata cggaagcaga cggcggcgta gtcaacggtt
  2641021 accagttgca aatcaccttg catacgccgg atacaatcct gagcaatgct cagcccaagc
  2641081 ccgctacctt tgacagcccc ttttcgctga tgacttcctt ggaaaaaagg ctcaaatatc
  2641141 attatttctt ctgaagttgg gattggtgcc ccggtattcg caacatcaat ttgtacccga
  2641201 tcattcacct gacggctaca aatccaaatg gtaccggatt cctcaccata gtgcaccgca
  2641261 ttggagtaga gattatccaa tacccgcatt aataatgtag gctctgccca acaaatgcgc
  2641321 gcatcgagct cagtctcggt acgaatcatc ttcgcgcgcg caggtaaact gtgggcagaa
  2641381 atcacattcc cgaccatttc ggccagatca acatgttcag gttcgccggg gccatcagct
  2641441 aacttacggt tatagtccag taattgctca atcaattgct gcaaatggcg gctactgtga
  2641501 tcaaggatcg ccaccacctc ttgttgatct tgtgttaatg gcccggcaac ctcatcggcc
  2641561 aagagctccg tcccttcacg catactggcg aggggcgttt ttaattcatg ggagatatgg
  2641621 cgtaaaaatt catggcgctg tgactctagc caggctaaac gttcactaag ccaaatgata
  2641681 cgctgtgcca atgagcgtaa ttctcgaggc cctttaaaca gcgccgtatt gcccagagaa
  2641741 cgcccttcgc caaggcggtt aatcattctc tcaatgcctt tgacggggcc gatgatcatg
  2641801 cgggtaaaaa gaaccaccag cagcacactg accagaaaca gtaaaaggga ctgccagccg
  2641861 aaaaattgcc cacgttcggc gatatctttc tgtaactgtt gaccacgaga aaaaataaca
  2641921 tcgcgagtcg cttgtaccat ttcggcattt gagcgagaga actgctctaa taaaatggat
  2641981 gcttctttgt cagggccgct gtttttacat ttaatatcag taagctgatt caacaatcct
  2642041 tgcagcgtct ggtaatagcg ggcatccggg agtatagggg cgtgggccac gagcatttga
  2642101 gtatattgct tacgctgatg ctgatataac gtcgccagtg ttgcatcatc caacacacaa
  2642161 tattgacgat agctacgctc catctcaagc gcgacactgg tcatggcctc gctacggcga
  2642221 gcatctgcaa gcgttgtacg gttaatatcg gcggcttgag tactcagatg gtccagactt
  2642281 tgataggcct gatatgccag caccaataaa ggtagcagca ccaatagaaa tgccataagg
  2642341 actaattgac gtaaagaacg ggggaataaa cgccatcttt tcaacgaaat catctcatta
  2642401 cctatcactt tgatgtgatg ctaactgact cagccaagat tacaatgcct gctccccaat
  2642461 ttatgctgcc ctatccacca ccgcatcctt tggttgaaat aacaaaataa atatcctccg
  2642521 gcatagccgg aggtttttca tatgcgccta taaggctctg ttaccagccg cgccctaaca
  2642581 ggcgcatcgc gatctgacat ttgcatctat ggattactta cggcccgtaa acgggctacc
  2642641 gggatacggg atcgagagtt gctcacccat tttatcctct tccaattggt gctttatgta
  2642701 ttcttgtatc ctggccgtgt ttttccctac cgtatcaacg taataccctc gacaccaaaa
  2642761 ctccctgtta cggtatttga acttcaaatc gccaaactgc tcataaagca tcagactgct
  2642821 ctttcccttc aggtacccca taaatcccga gacactcatc ttgggcggga tctccagaag
  2642881 catatggatg tgatccacac agtattctgc ttccaggata ttcacgtttt tccattcgca
  2642941 cagttttctt aaaatactgc caatcgctct gcgtttttcc ctgtagaaca cctgccttcg
  2643001 gtacttcggc gcaaaaacta tatgatattt acagttccat cgggtgtgcg ctaagctctt
  2643061 ttcatccctc attgggaccc ccttttgatt tcttgttgaa catttgcagt tgccagaccg
  2643121 caaactgttt taacaaatca aaaggggttt ttataactga cccaaagctg aaagctttac
  2643181 tgaaccccca gcctagctgg gggttttctg ggcacaaaaa aagcacttgc tgcgagcaaa
  2643241 gtgctttttt taaaggttgt tgatcccaaa ccgtcagcat catcatcaga cctgcttatt
  2643301 attgtcttaa acttgcttgt tatagtatta aatttgctcg ttataatatc agatttgctt
  2643361 gttacagtgt gtttcgacgg ggatagacaa ctaaacattg atcaacgggg caataaattg
  2643421 ccccgttgca agaatatgtg gatgccctta agcatcgtct ccagtttgat gaagccgaag
  2643481 caatcatcgg aaggatgaga cgaatagcat ccatatatgt ccaaaattga tgaataattc
  2643541 atcacagcag gacataggcg gtgcctcact caacgtgtcg tccgatgttt gataatgtgc
  2643601 tttcacacaa tgtcggttta ggtggacgat aggcaccagt cttaggcatc attcggaggc
  2643661 ttatgaagcg catcatccgc ttaattgcgg ggctatcata aaaaggtgaa tgagcaactg
  2643721 ttattgataa tgcagttagc gtgccaagtt taaataaata ttattaatat attgatttaa
  2643781 aatagttatt agtatttttt ttaataaatt ttttaataat ccttagaaaa aaatattatt
  2643841 aactgatgtt ttgtcgctgc ttcacgacac ttaatcacct ttaaattaaa actcatataa
  2643901 atcaattaat taaatgtctc ctatttgaga cattaattta acctcctgtc gcaacttgcc
  2643961 gacagaatat aaaaaataac tttaaatcag tcagttaaaa acatcatctc ctgtttttta
  2644021 atatcagtgt cagctatccc ccttctcgca acgcgacctc ttgtgtgact actaaaatca
  2644081 ctattacgtt ataaattatg agatttcatc acgacaagga atgagtcact ctgtagacct
  2644141 gactcaggtg ctgatttaaa acacagccaa agagcagatt gcgaaaaagt ggcatccgtt
  2644201 catcgaggca agcgttcatt gatgcaaacg ttcattgatg caagatagcg gtgagtgact
  2644261 gctgcaaatt ttcgcccccc ataaaggaag atattcacat gaaaataatc tatatcactt
  2644321 ttgcctctgc ggtgttgttc aactcaccat cgctagcata taaccccctt ttctcatcat
  2644381 ttcctcccat ttattgggta tataattccc ccacagcgac cacttggctt aagcttgaaa
  2644441 atcaatttaa tccactctat ttgatgacaa gctccttttg gtttacgcag catggcaatt
  2644501 cagcccaaca attgacaaat ctggcattaa taaccagtaa tggtgctgta tctggcaatt
  2644561 tttcaataga gggagtccaa acgaattatt ggcttgatcg cgggcaggga caaatcgaga
  2644621 taacagctac aacccatgaa catttgttga taaccgctta tctctttgat gtgaatggtc
  2644681 aggaaaaagc acaaaccgcg acattaatta ataatcgaac aaaaaacctg atattactct
  2644741 tagataatat cgtggcagga aattatcggc tggttattaa agcgttagcc actgaccatc
  2644801 aaaccgccat taaaaccttc cacataacct tagccgatat cgttccccag acacgctagt
  2644861 cactaacaaa aaagatagcg tactgcctat ataaaaatta acacccaaca ggaagagttc
  2644921 ttcctactca atgggtatgt gctaaatata tccattatcc acaatcaaac aataatattt
  2644981 acggagagat ccaatctttg agaaagtatt aaaagtcaaa tagcagcatt cataaaaaaa
  2645041 ttattaatgc tgttatgcca aaaataattc gagttgtagg aaggcggcaa ttgagtaagt
  2645101 cctcagaatt tattttaagg tcaacaacaa gtcagtgact tggatgacaa cggttattga
  2645161 cacctagcgc cagaagcaga tttgaacgct gcttgcagcg acatcaaaga ggtgagaccc
  2645221 atagatgggc cgagtaacga aagcagccga catacatgca gcttgaagtc tgtcgggtat
  2645281 atattattaa ccctcaacaa aggtactata atgaataaat ataatagcgt attcctcctt
  2645341 gttactctca gtgctgccat tatctctttc aatactcgcg ctgcagaaca tggaatgatc
  2645401 acattgaatc aaaactcggg taacctgcaa cctattagcc ccctagttct cttggccgct
  2645461 gaaaatgggg ttctcccttc atttgaagtt caacatttag caaatagtta taatcgatat
  2645521 ggcaacaaag taaaaataga gtttaccatg agctcggaac aattaataaa ttattatatt
  2645581 tacataacca atagcacagg ggttaattat tatgaaacct ctggatttat taataactca
  2645641 caaaaaaaca tcaatctgga aattgaagac atccctttgg ggaattataa cctagtcatc
  2645701 aacgcctata ataatgatca gaactcaatg ataaagagat atcagatcga tataaaatag
  2645761 caggtaataa aaataacttc atcaagtcga tgattaaata aaataaacta tatacccaaa
  2645821 ataatttgag ttacagaaag gcaacaaggg agtaagttcc aaggagttta cacaagtgag
  2645881 taactgaagt tattaagcgt agtcaatgca catgtagctt gaaatataac gggtataaat
  2645941 tgataaagag aagggtatct tcaataccct tcagactgct gacaaacccc gatgacgcga
  2646001 tcttgaacgg tgaggatagg cagaggagta aagcgtccgc gccaaggatg gcgcggctcg
  2646061 agcctacatg gatgtattta cggcgtcttt acgatctgcc tgttctctcc gtcgcgggca
  2646121 ctttgtcaat aacctcaagg gtatcttcaa tacccttctc actttaactt attaacctaa
  2646181 ttgcttacgc gcattacgga acatacgcat ccatgggcta tcctcgcccc actcttctgg
  2646241 gtgccacgaa ttactgaccg tacggaacac ccgctcaggg tgtggcatca ttaccgtggc
  2646301 ccgcccacta acactggtca ccgccgtaat accattcgcg gaaccatttg ggttagccgg
  2646361 atattgctca gtgacaaccc cgtggttatt cacaaagcgt aacgccacca gatgactctg
  2646421 ttccagagca gccaaatgtg ccgcatcacg gacttccacc tgcccttcac catgtgaaac
  2646481 agcaattggc atacgtgagc cgaccatgtc ctgcataaac agtgatgggc tgcttgccac
  2646541 ttcaaccagg ctgaaacgtg cttcaaagct atctgataag ttgcgtacaa accgtggcca
  2646601 atgctccgca cctgggatta attcacgcag attagacatc atctgacagc cgttacaaac
  2646661 cccaagcgcc aatgtcgttg ggcgatggaa gaaagcctcg aattcatcac gaacacgatc
  2646721 attgaacaga atggattttg cccaaccttc accggccccc aagacgtcac cgtaagagaa
  2646781 cccgccacaa gcaactaagg tttggaagga ttgtaaatca gtgcggcccg ccaacaggtc
  2646841 actcatatga acgtcgaccg catcaaaccc ggcacggtgg aaagccgcgg ccatctcaac
  2646901 gtgagagtta acgccctgct cccgcagcac agcaactttt ggccgcgcct gtttgaggat
  2646961 gaatggtgcc gcgatatctt cagcggggtc gaacgtcagt ttcacattca ggccgggatc
  2647021 actttcatcc tgtttagcct gatgttcttg atcagcacaa tccggattat cacgcagacg
  2647081 ctgcatttgc cagctcgttt ctgcccacca caagcgcaga gtgctgcgtt tctcgctgta
  2647141 caccacgtca gtaccactgc gaatatcaaa ggtatcgccc gcaaccgcac gccccagata
  2647201 gtgaacacaa tttgccagac cgtggtcagc cagcaatttc tccacgtcgg cacgctgctc
  2647261 agcacggact tgaatcactg cacccagttc ctcgttgaac agtgcagcca gagcatcgtt
  2647321 acccaaagac tgaatatcaa ccgttacgcc acaatgccct gcaaaggcca tttcggccag
  2647381 cgtgaccaac aagccgccat cggagcggtc gtggtacgcc aacaaatgtt gatcggctac
  2647441 taaacgctgc atggcgttga agaagccagc cagttgctgc acgttacgga catccgctgg
  2647501 tttatcacct aactggcggt aaacttgcgt cagcgcagtc gcaccgagcg cattgtgacc
  2647561 tgcgcccaaa tcgatcaaca acagcgcgtt atcaccttta tctgtacgca attgtggtgt
  2647621 cacggtgcgg cgaacatctt ctatgcgagc aaaagcggtg atcaccagtg acagcggtga
  2647681 ggtcatttcg cgctgctcgt gaccttcctg ccagcgggtt ttcatcgaca tcgaatcttt
  2647741 gcccacagga atcgtgattt ccagggctgg gcacagctct tcacctaccg cacgtaccgc
  2647801 gtcatacaaa ccagcatctt cccctgggtg accagcagca gacatccagt tagcagataa
  2647861 cttgatacgc tttaattcac caatttgggt tgctgcgatg ttcgtcaagg cttcaccaac
  2647921 cgccagacgg gcagaggcgg caaagtccag caatgccacc ggagcgcgct cgcccagcga
  2647981 catggcttcg ccataatagc tatcaaggct ggcactggtt accgcgcaat cagccacggg
  2648041 gatctgccaa gggccaacca tctgatcacg ggtgaccata ccggttaccg tgcggtcgcc
  2648101 gatggtgatc aggaaggttt tttccgctac cgccggtaaa tgcataatgc gttttaccgc
  2648161 ctcggcaagg ctaatatcag cccgttgcag cgcgtcaccc ttagcctgta ggcgggtaac
  2648221 atcacgcagc atcttcggcg ttttgcctaa tagcacatcc agcggcatat caatgggttg
  2648281 attgccgaaa tggcgatcat tcaggagcag atgtttttct tctgtcgctt caccaataac
  2648341 agcatacggc gcgcgttcac ggcggcaaat ttcgtcaaac agggccatct gtgcgggtgc
  2648401 gactgccagt acataacgct cctgagactc gttacaccac acttccagcg ggctcatacc
  2648461 cggttcgtcg ttgaggatat cccgcaattc aaagcggcca ccacggccac catcgttgac
  2648521 cagttcaggc atggcattag agaggccacc ggcgccaaca tcatggataa acagaatggg
  2648581 gttatactcg cccaactgcc agcagcgatc gataacttcc tgacaacggc gctccatttc
  2648641 tgggttatcc cgttgtaccg atgcaaaatc cagatccgca tccgactgcc cggatgccat
  2648701 agaggaagcc gcgccccccc ctaaaccgat attcatcgat gggccaccga gtacgaccaa
  2648761 tttggccccc acggtgattt cacctttttg cacatgatcg gcacgaatat tacccaaccc
  2648821 acccgccaac ataataggct tatggtaacc ccgtaattca ataccgttat ggctgttaac
  2648881 ccgctcttca taggtgcgga agtaacccaa caacgccggg cgaccaaact cattgttaaa
  2648941 cgcggcaccg cctaatgggc cttcagtcat gatatctagc gcagtcacga tacgatcagg
  2649001 cttaccgaag ttctcttccc acggctgctc aaaacctgga atgcgcaggt tcgaaacgga
  2649061 gaaccctacc agccccgctt taggcttggc accacgcccg gttgcacctt catcgcggat
  2649121 ttcaccccct gaaccggttg ctgccccagg ccacggtgaa atcgctgtcg ggtggttatg
  2649181 agtttcaacc ttcatcagga tatgggcttc ttcctgatgg tagtcataaa tccctttctc
  2649241 cgccgtggca tagaaacgcc cgacctgaga gccttccatc accgcagcgt tgtctttata
  2649301 tgcagacagc acataatcag gggtgtgttc gaaggtgttt ttgatcatct tgaacagggt
  2649361 cttcggctga acaacaccat caatgaccca atccgcatta aagattttat ggcggcaatg
  2649421 ctctgagttt gcctgcgcaa acatatacag ctcaatatcc gttgggttgc gccccaaacc
  2649481 ggtaaaagcg gtcagtaagt agtcaatctc atcctgcgcc agtgccagac ccaatttaat
  2649541 attggcctgc tccaatgcac tgcggccctg ccccagaata tcgacccgtt gtactggtgc
  2649601 tggttggtga tgagagaata gctgctctgc ttgctgtaaa tcggtgaaga cagcttccat
  2649661 catgcggtca tgtaataacg ccgctaattg tttccactga ctctcgttta aatccgggcc
  2649721 ttggatagag aaagccaaac cacgttctaa acgtaaaatt tgtgataatc cacagttatg
  2649781 tgcgatatcg gtggctttag aagaccatgg agaaatagta cccggccttg gggtgaccag
  2649841 cagtaaacgc cctgcggggg gatgctcggg aagagatggg ccatattgaa gcagccgctg
  2649901 gagtctggcg tgttcatcag cactcagtgg ggcgctgaca tcagcaaagt gaacatattc
  2649961 ggcgtagata tcactcacca gcaggtgagc atcctggcaa cgggacaaca gtttggtgat
  2650021 acgaaaagcc gacaaagcgg gtgaaccacg cagtatttcc ataatctaag tttctctcgt
  2650081 cttcgaagcg gctggaacag cacttcattg ggcgcaacat tcattggcgc aacaacaggg
  2650141 caaaacgcgc gccattatag tgaatctgag ccgccgacga aaccgtttgc gtatctatta
  2650201 ttaataattc agtcagaaac agccgctatg tgtgtgtaac gcagactcag caaatagctc
  2650261 gcaataaagt tgcacactgg cgttttgttg cgcaaaatgc cactccactg gggatttaac
  2650321 catgttgaat ttagctttac cgcacacacg aagagagcgt ttccgagaga taactatttg
  2650381 acacgcataa aattaagtta ctttaccatc ggtctggttg ctctgcttct ggcgcttgcg
  2650441 ctgtggccca atattccttg gcgtaatggg caagagggcc aacttgacca aataaaagcc
  2650501 cgtggagaac tgcgcgtcag taccatcagt tctcctttga tctactctac cgaaaaggat
  2650561 accccttccg gttttgacta tgagctagca aaacgttttg ctgactatct gggggttaaa
  2650621 ctggttatca tcccccatca taatattgac gatctgtttg acgcattaga taacgatgac
  2650681 accgatctgc tagccgctgg gctgatttat aaccgtgaac gcctcaatcg ggcgcggact
  2650741 ggccctgcct actattctgt ttctcagcaa ttggtctacc ggctgggttc gccacggcct
  2650801 aaatcgttca gcgatctgaa aggtcaggtg gttgtggcct ccggttcggc ccatatgacc
  2650861 acactaaaac ggcttaagca gacaaaatat cctgaactca attggagttc atccgtcgat
  2650921 aagtccggta aagaattact ggagcaagtc gcggaaggta agctcgacta tacccttggc
  2650981 gattcagcca ccattgccct gttacaacgc attcatccgc aattggcagt cgcatttgat
  2651041 gtcaccgatg aagagcccgt cacctggtat tttaaacaga gtgatgacga tagcctgtat
  2651101 gcggccatgc tcgatttcta cagtgagatg gtggaagacg gtagcctcgc acgtctggag
  2651161 gagaaatatc tgggtcatgt ggggagtttt gactatgttg ataccaaaac tttcctgtcc
  2651221 gctatcgata atgtcctgcc ctcttaccag cacctatttg aaaaacatgc aggggacatt
  2651281 gactggaaat tgctggccgt gattgcctat caagaatcac attggaaccc gcaagccacc
  2651341 tcccctactg gtgttcgtgg cttgatgatg ctaacccgtg cgaccgcgga cgggttaggg
  2651401 gtcaaggata gggttgaccc tgaagaaagc atcagaggcg gggctatcta tttgcaacgg
  2651461 ctgatgaaaa aactccctga aaccatccca gaagatgaac gcatctggtt tgcactggct
  2651521 gcgtataatt taggctatgg tcatatgctg gatgcccgcc gtttgactaa aaatcagaac
  2651581 ggtaacccag acagttgggt tgatgtgaaa atgcgtttac cgatgctaag ccaaaaacgc
  2651641 tactacccaa gcaccactta cggttatgcc cgtggtcatg aagcctataa ctatgtcgag
  2651701 aatattcgcc gttatcaggt cagtctggtg ggatatttac aggaaaaaga gaaaaaagcg
  2651761 gctcaacatg ccgccattga ggcggagctg ggcaaaagca acccggttgt cggccccggt
  2651821 tggtcaatcg gtgactaatt gctcgtcagt cactcgtcgg cagtcgttca accttaatta
  2651881 caccgtgatt tagtcaccaa ccgccgcccg tcataacatg ctgggcggcg catcacctgg
  2651941 ccaccgtcag aatttacctt ctgctgcccg ctgtgcttgt ttcaatgctt tctgctgctc
  2652001 acggcgttgg cgaaagaacg cactcaattg atgggaacac gcaatcgcca gtatgccagc
  2652061 actgacctct atttggtggt tcatcccagg gtggcgcaaa atatctacca gcgaccccgc
  2652121 ggcgccagtt tttacatcat ttgcgccata aaccaaccgg cggatccggc tgtgtaccat
  2652181 ggctccggcg cacatcacgc aaggttccag cgtcacatat aaggtggcat ccaacaggcg
  2652241 ataattctgt accgcctgcc caccttggcg tagcgccata atttccgcat gagcagttgg
  2652301 gtcattatcg cgaattggcc ggttccaccc ttcaccaatc accttattcc ccaagaccag
  2652361 cactgccccc accggaactt caccctcttc ctgcgctcgc agcgccagcg ttaaggcatg
  2652421 gcgcatccag tactcatcgc tgtattcagc aggagaatca cattcagaag acaagccatt
  2652481 atcagcaggc aaactattat cagcagacac attaacctct ctggcacttt tgcggcgggc
  2652541 attatacaca gcttgctggc gagtcggtta gtttgtcgca aaacaggggg ttgctttggc
  2652601 tagtggctaa aatggctcgc tactccaatt gctgtaattc gccggtttta cttacccgcc
  2652661 agcggtgttc gcaaaaagct aacagcggat tatcctgctt actgtcgctg tacccactat
  2652721 ataacttcag tggagacccc agacgctgtt ctaattgcac cactttttca ggccctaaac
  2652781 agcgcagtgg caacacccat cccccattgc gccgttccat acggctacct atcaaccgta
  2652841 agcggtgtat aaagtttgaa tcatggtaaa cctgttcgac cagccgctgt ggggagccgg
  2652901 tgattaacca cacctctgca tcgctgcttt ccagatactg gcgtaagcgc atagcaacca
  2652961 cggggaattc agtcactttt tggcgaaatg cggccacaaa gcgccactcc aggtcgcgca
  2653021 gatgtgcttc ccgtcgccca aaagtcatcg cccacaacaa gaggctcatc ggccaacgtg
  2653081 cacaacgccc ccccaccagg agccctacgc caatcagtgg tagcaacggg ataaccagta
  2653141 acagattaag cggcaagtgg cgtaatagaa aacgcaaaaa actgccgaac atatcctgtt
  2653201 gatgtaacgt gccatctaaa tcaaagaaga taatgcgttt cgccccggct gattgcggtt
  2653261 caaccacccc atcagcccta tttctatcgc taacatctgc ttgctttacg ctcaaaaagc
  2653321 ctccttaaaa tcatcaagat aaaacccaat aatgcagtga tagctatttt cgcttcaggt
  2653381 cactttagca agctaattat cctcagaatc aaaccagaga caatgaacgc agccataata
  2653441 agaatgaata tactgatcac tagcttcatg attcaataat gggtgttacg cattttgaat
  2653501 acggctaatt tatccattgc caatgtcttg aatgtgagcc tttatagagc tgcgcgtaaa
  2653561 tagccatgat gttgccgtaa atcctgacgc gcctgctcag cactcacccc tttcaagagc
  2653621 atcagaatgg cgggtttgac ctcaaaatct gtttgtctca acgcgtgttc agcctctgcc
  2653681 cggctgacgc ccgtggcctc gacaacaata cggcaggcac ggtcaactaa cttcacattg
  2653741 gttgccttca catcaaccat caaattttga tagaccttac ccagtttaac catagccccg
  2653801 gtggataaca tattcagcac cagtttctgt gcagtccctg atttcatccg ggtcgaaccg
  2653861 gtcaatgcct caggccctac caccggtgaa atcgcaacct gcgcttcctg cgcgataggg
  2653921 gaatctggat tgcaagaaat ggcggccgtt gggcacccca actcacgggc ataacgtaac
  2653981 gcaccaatca cataaggcgt gcggccagat gcggccagcc cgaccaccat atcggtggca
  2654041 gtgagttgca aatcttgcag gtcccgcatc cccagagcta tatcatcttc agcgccttcc
  2654101 accgctttga gcaaagcccc tgggccacca gcaatcaggc caataaccat accatgggga
  2654161 accccgaagg tcggcgggca ttcagaagca tccaacacac cgagtcgacc actggttcca
  2654221 gcgcctaagt agatcaaccg cccgccctgc tttaatgcat cagcagctaa atccaccgct
  2654281 tgagcaaccg ccggtaagac caaacgaatc gcatctggta ctttacggtc ctcgtcattg
  2654341 atacaggtca gcatcgccaa cgtagagagt ttatctaatt ccatggttgc cggattacgg
  2654401 ctttcagaaa ttaatgctcc cagactcata gcccactcct tattgaattt ttaattcatc
  2654461 gttatctagt tatgattgaa tgtaatattc attaaaacaa acactttact ccccctttcg
  2654521 ctcgcaactc acaaaaaagt gtagtcaacg ctcataactc aaccttttgc cataagtatt
  2654581 tataggtatc actcataaac atgtcagaat acctccccaa acacaggaac tgatttatga
  2654641 gtagcctcct acgcatccgc caaatttatt ccacgctggc acaaaatgac cgtaagctgg
  2654701 cggatttttt gctgattaat cccgagcagg ctcgccatct cagttcacaa aagctggcgc
  2654761 aacagaccgg tgtcagccaa tctgctgtgg tcaaatttgc ccaaaaatta ggctataaag
  2654821 gtttccccgc gttgaaactg gccctgagcg aagtggtcgc tatgccgaag gcggtaacgc
  2654881 tgcataatca gatcttgagc accgacagtt taaaaacaat tggggagaag ttgctgaacg
  2654941 agaaaaccgc agcactgcga gcaaccctag acattaatag cgaacaacgt ctcatccagg
  2655001 gattagggat gttacgcgca gcacaaaagg tgcttttaat cggcattggt gcctctggtt
  2655061 tggttgccaa agatcttgcc tataagttac taaagatagg catcgtcgcc atctcagaga
  2655121 cagatatgca cgtgcaattg gcggcagcac aagcgctggg agagcagggt ttactcttgg
  2655181 cgatctcttt cagtggcgaa cgtcgtgaga tcaatctggc ggcggaagag gcacaatatt
  2655241 gcggtaccaa agtgttggcg ttaacccgct tttcccctaa cagcttgcag cagcgggcag
  2655301 atcactgctt gtataccatt tcagaagaac cggttatccg tagcgcggcg atctcttcca
  2655361 gtaccgcaca atacgcactg accgatcttt tgtttatggc catgatccag caagacattg
  2655421 aaaatgcgca agatcatatt aagcacagtg cagcactgat caaaaagctg atctaatggt
  2655481 aggcaacaaa atagcttact tgcgcatttt ggtgtgactc acttaagttg tttaatgcat
  2655541 aatacgcgat ataaaaagta ggttatgtaa agtggcaagc gatgagatat gtcattaact
  2655601 gcatgattta aaaagattaa aaaggtaagt tactgaaatg gctttattga ttactaaacg
  2655661 ttgtattaat tgcgatatgt gcgaaccgga atgcccgaat gaggcaatct ccatgggtgc
  2655721 agaaatctat caaattgatc cgatgcgctg tactgagtgt gtaggtcatt acgaaacgcc
  2655781 aacctgtcaa ctggtctgcc ctattgataa tacgatttct gccgacccag cttgggttga
  2655841 gactaacgag cagttgtggg ataagtttgt tcagctacac catgccgatc gtctgtaata
  2655901 ccgctcgtca tacctcctcg ctcatatcaa caagccccag tatgcaataa atatcctccg
  2655961 gcatagccgg aggtttttca tatgcgccta taaggctctg ttaccagccg cgccctaaca
  2656021 ggcgcatcgc gatctgacat ttgcatctat ggattactta cggcccgtaa acgggctacc
  2656081 gggatacggg atcgagagtt gctcacccat tttatcctct tccaattggt gctttatgta
  2656141 ttcttgtatc ctggccgtgt ttttccctac cgtatcaacg taataccctc gacaccaaaa
  2656201 ctccctgtta cggtatttga acttcaaatc gccaaactgc tcataaagca tcagactgct
  2656261 ctttcccttc aggtacccca taaatcccga gacactcatc ttgggcggga tctccagaag
  2656321 catatggatg tgatccacac agcattctgc ttccaggata ttcacgtttt tccattcgca
  2656381 cagttttctt aaaatactgc caatcgctct gcgtttttcc ctgtagaaca cctgccttcg
  2656441 gtacttcggc gcaaaaacta tatgatattt acagttccat cgggtgtgcg ctaagctctt
  2656501 ttcatccctc attgggaccc ccttttgatt tcttgttgaa catttgcagt tgccagaccg
  2656561 caaactgttt taacaaatca aaaggggttt ttataactga cccaaagctg aaagctttac
  2656621 tgaaccccca gcctagctgg gggttttctg ggcacaaaaa gggatggcat ttccataccc
  2656681 atcccttaaa ttttcggcta tcacgctcag tggttaactt tcaataatca ctgtcgcgca
  2656741 ggcataacgt cgctcatcag ccagagtgac atgcagcgat ttcaccccta attctacagc
  2656801 caactccgcg gcccgcgaat gcaaacgcag tgtcggtttc cccaatgcgt cgttaaccac
  2656861 ttcgaattga ttaaacgcca acccattgcg gatgcccgtt ccaaatgcct tagcggcagc
  2656921 ttctttaacg gcgaaacgtt tggccaaaaa gcggaccggt tgctgatgct gttgataatg
  2656981 ttgccattca gacgggctga gaatacgccg cgccagcctc tcaccagtac gctcaacaac
  2657041 cgcttgaata cgtgagattt caacgatatc cgttcctagc ccaagaatag ccattaacgg
  2657101 cgcgcttccc gcatcaatac cttcatgtct gtcactgcgg cagcaaggcc tgtcatcaca
  2657161 gcctggccaa tgatcgcatg accaatattc agctcatgca tttctggcaa tgcagctatt
  2657221 ggctgcacat tatggtatgt cagaccatga cccgcattca ctttcaaccc tttgcctgca
  2657281 gcataggtcg ctgctttggc gatacgcatt aattcagcct gacgttccag aacggtcgag
  2657341 gcatcagcat aagcaccggt gtgaatttca atataaggtg cgccagcggc aacagccgca
  2657401 tcgatttggc gaaaatctgc atcaataaag agtgaaacca gtatgccaac atccgctaac
  2657461 cgccctaccg ccagggtcat tttatcaacc tgaccggcaa catctagccc gccttcagtc
  2657521 gtgacttcct gacgtttttc aggtaccaga caacaaaaat gcggtttgat atcacaagca
  2657581 atatcaacca tttcatccgt taccgccatt tccagattca tgcgagtctg gatggtctga
  2657641 cgcagaatac gcacatcgcg atccgtaata tgacggcgat cttcacgtaa atgtacagta
  2657701 atgccgtcag cgcccgcttg ctcagcaata aaagcagcct gaaccggatc gggataaatg
  2657761 gtcccacgtg catttcgtag tgtcgcgatg tgatcaatat taacgcccag caacaaatca
  2657821 gccatgacag ccctccaaat atggatgcat ctttaatcgg ttaataagca tataaataaa
  2657881 gcataccaat aaccacgtca gtgattttca gtttacaccg actagaccag cagcggatag
  2657941 gctacacttg tcaacgacgg atgaaaagtg atccacttat atctccacca acggcccaat
  2658001 attgatccac cgttttactc aggattagct tctgctataa ccccggcctt tcgtttctgt
  2658061 ctgagtcgat agctttctcc tttgatttga acgacatgtg agtggtgtaa gatacggtcc
  2658121 agcatcgctg aggtcagtgc tgcatcaccg gcgaacgttt gatcccactg cccgaacggc
  2658181 agattggatg tcaggatcat tgcgctcttt tcgtaacgtt tagcgatgac ctggaagaac
  2658241 agctttgctt cttcctgact gaacggcaga tagcctattt catcaatgat gagcaggcgg
  2658301 ggggccatta ctccacgctg aagcgtcgtt ttataacggc cctgacgttg tgccgtagat
  2658361 aactgaagta acagatctgc tgctgttgtg aagcgaactt tgatacctgc acggactgct
  2658421 tcatagccca tcgctattgc cagatgggtt ttccccacac ctgatggccc cagtaatacg
  2658481 atattttcat tacgttctat gaagctgagt gagcgtaacg actggagttg cttctgcggt
  2658541 gctccggtgg cgaatgtgaa gtcatactct tcgaacgttt tcaccgccgg gaaggctgcc
  2658601 attcgggtat acatcgcctg tttacgttga tgacgtgcca gtttttcttc atgaagcaga
  2658661 tgctccagga agtccatata actccattcc tggtctactg cctgttgtga cagcgcaggc
  2658721 gctgcgctta taaggctttc cagttgcaac tgcccggcga gcgccatcag tcgttgatgt
  2658781 tgcagttcca tcatcacgcc actcctctgc agaatgagtc gtagatggag agtggatgat
  2658841 gcagggggtg tttgtcgaag ttcaccagat tttcatcaag atgcacgtca tactcttttt
  2658901 tctccggagg cagtgccagc atggactgct gctcttcgag ccagcgatcg cagggacggg
  2658961 cctggattgt ttcatgcttt cgttggttag cgacatcgtg cagccagcgc agaccgtggc
  2659021 ggttggctgt ttcaacatcg acagtgatcc ccatcgggcg caggcgagtc attagtggga
  2659081 tgtaaaaact gttacgggtg tactgcacca tccgttccac cttaccttta gtctgtgccc
  2659141 tgaaggggcg acacagtcgg ggagagaagc ccatctcctt gccgaactgc cacagcgaag
  2659201 gatggaaccg gtgctgaccg gtctgatatg cgtcacgttg cagaaccaca gttttcatat
  2659261 tgtcatacaa cacttcgcgc ggcacaccac caaagaagcg gaacgcatta cgatggcagg
  2659321 tctccagcgt gtcataacgc atattgtcag tgaattcgat gtacagcatt cggctgtatc
  2659381 cgagaacagc aacgaacacg tgaagcggtg agcgaccatt acgcatagtg ccccagtcaa
  2659441 cctgcatctg tcgtccgggt tcagtttcga accgaacggc aggctcctgc tcctgaggaa
  2659501 ccgagagaga acgaatgaat gccctgagaa tggtcattcc gccacgatat ccctggtctc
  2659561 tgatctcgcg agcgattacc gttgccggga ttttgtaagg atgagcatcg gcgatgcgtt
  2659621 gacgaatata atcccggtat tcatccagga gtgaagcaac agcaggtcgc ggcgtatatt
  2659681 ttggcggctc agattttgcc tgcaaataac gtttaacggt attgcgggag atccccagtt
  2659741 ctctggcaat cgcccggcta ctcattccct gcttgtgcag gattttaatt tccataactg
  2659801 tctcaaaagt gaccataaac tctcctgaat caggagagca gattaccccc tggatctgat
  2659861 ttcaggcgtt gggtgtggat cactattgca ccgttcgtta cacatatgtc gatggagtca
  2659921 ctttacgaat atggaactcg tgctggcttc tggcgtatcc atcaggagtt tgtttctcgg
  2659981 gggctgccta tgacggtctt tggtgtcgcc atggcattgg agcgtaatcc attgattgtc
  2660041 gaagcgatta agtgtgcggg ttatgatgtg gtttgccatg gctggcgttg gctccattat
  2660101 caacacgtcg atgagcaaac tgaacgtgag catatgcagc gggccatcaa gatattacat
  2660161 gatttattcg gccaaccccc tgcaggctgg tataccgggc gtgatagccc aaatacccgg
  2660221 cggctggtgg tggagaatgg tcaccttctg tacgacagcg attattatgg cgatgatttg
  2660281 cccttttggt cgcaggtcag gggagttgat ggcagtacca ccccacatct ggtcgtgcct
  2660341 tatacactgg atgccaatga tatgcgtttt gcctcagcac agggatttaa ctccagtgag
  2660401 cagttttata cctatttaaa agacagcttc gatgtgttgt acgcagaggg tgaaactgca
  2660461 cctaaaatga tgtcagtggg gatgcactgt cggttattag ggcgccctgg acgtttccgg
  2660521 gctttgcagc gctttttgga ttatatccag caacacgaaa gggtgtgggt ttgtcggcgt
  2660581 caagagattg cggagcattg ggttaaacat cacccgtttg aaggtatcaa tggccggtag
  2660641 ggataaaaaa cagatacccg aaagtatctg tcagactgct gacaaacccc gatgacgcga
  2660701 tcttgaacgg tgaggatagg cagaggagta aagcgtccgc gccaaggatg gcgcggctcg
  2660761 agcctacatg gatgtattta cggcgtcttt acgatctgcc tgttctctcc gtcgcgggca
  2660821 ctttgtcaat aacctcacag atacccgaaa atatctgttt tctctcaact tactgcgccg
  2660881 tttgggaatt agccgcttca gccgcggttt ttacccaacc atcgaaggtc gcctgatgag
  2660941 cgttgatcca gccatttaca tggcgttcaa tatcggcatc tgaggattca ccactgtgca
  2661001 tccgcatgtt ttgagcattc acatcattaa tagataattt catgatagag aaaagcttgg
  2661061 cggctgccgg attggcttca gcccattttt tgttcgccac aatatgcatg acgctaggtg
  2661121 ggaaaccata gttcgcgcca ttagaaagct gggtatcgat agttttgtct ggcaaggaag
  2661181 agaagggaac ttgtagccac acgacatcac ggcccggcac caatacgtca ctgacccaat
  2661241 aaggcgtcca agtgtaatac agaatgggct tgccttcttt gtaacgggta atggtatcgg
  2661301 caatcatggc ggcatagtta ccctgattat gggtcaccgt atcgctcagg ccgtaagctt
  2661361 tgatctgatg gttaattggg gcctcacaac cccagccggg gttacagccg gtcagatcgg
  2661421 ctttgccatc attattggca tcaaacaatt tggctatttt cgggtctttt aactgtgcaa
  2661481 cattggtgat gttgtattgg tcggctgttt ttttatcgat cagataaccc tgtgccaagc
  2661541 cttcaatata gttaccctgc cggtaaaatt tagcatcacc accggctgca ttatattgat
  2661601 cgttatgcag tggcacccaa tttaccgcca gataggttgc atcacctgca gcaatggagg
  2661661 agtaggcgac attgtaatcg acttctttcg tgggttggac gtcgtaaccg agtttttcca
  2661721 acgctttatt gaccagcgag gtctggaagg tttcttccga aatggtgctt tgcagaggct
  2661781 ggacggtgat acctttgccc ggcaattctg ctgcggataa ctgagagctg atcagtgtgg
  2661841 tgagggccaa ggcccagatt cctgtcgtgc gcatagtttt tcctttttta agctatttta
  2661901 tttgagcgta attaattgaa attatttgct gttacagaag ggtttggtga gcaacccaac
  2661961 aggccctgtg gtataccagc gaccagtgcc tttactgcgg cgatcacgac ctaatgattg
  2662021 ggttaagcga tccaaaataa tggcgaggat cacaataccg acgccgccta cggcagccag
  2662081 ccccatatcc agacggccaa taccgcgcag gaccatctga cctaaaccac ccactgcaat
  2662141 cattgaagcg ataaccacca tggacaatgc cagcatcaac gtttggttca ccccagccat
  2662201 aatggttggc atcgccagcg gtagctgtac tttgaacagc aactgacgcg ggttggcacc
  2662261 aaaggactcc gctgcttcaa tcagatcttc cggtacttgt ttgatgccga gaatggtcag
  2662321 gcggacaata gggggcaggg caaaaataat cgtcaccacg acaccgggga cgttaccgat
  2662381 accgaacagc ataacgatgg ggaccagata gacgaacgcg ggtgtggtct gcattgcatc
  2662441 cagtaagggc cgaataatcc gggcggcatt attgctgcgc gccagccaga ttccgagggg
  2662501 gagcccaatc agaatacaga agaacaggga ggtcagaacc agtgccaagg tcaccatggc
  2662561 ctgcgaccat gcgccgatag caccgatggc aatcagtgat atcaaggttg ccgcgcccat
  2662621 actgagcgtg gaaaactgcc aggctatcag ggcgaaaact aaaatcgcta cgggtgcggg
  2662681 catccccagt aacaatgtct gaaagccgct gaggataaaa tcaaccggta cgcggatccc
  2662741 ctgaaacagc ggacgaaagt gcagaacgac ccaatcaata ccttgggtaa cccacgagtc
  2662801 cagtgggatc cacgtattct ggaacgggtc catcaggctg aaatgctctg gtgctggggt
  2662861 aggtgcgctg ttcaaccaat cggtattttg tgcggcctga gacgccgcct catgcgttgc
  2662921 agaccctacg ctattgcttc cctcggccat gcttgctccc catgggtcag cagcggctga
  2662981 caggctctga ggtgcactat cggtaaccgt gggagcgact gatgttgccg tatcagttgc
  2663041 ccacggatta ttgactgttt gttcgttcac ctgaatttga tcactcattt ggcgtctcct
  2663101 tatctagggc ctgcaagagc atggcttttg aaataatacc gatatagcta ctgtcttcac
  2663161 cgatcaccgg gaccgcacac ggagcctgtg ccaccaatga aatcagctca ctgaggggca
  2663221 tatcagcagg aacaggtgcg ggttcagcca gcaacgcgct atccaacggt tgatgttctg
  2663281 ccaatgcttt tttcagtgat tctatcgata ctacgccaat gaatttttga ccgcgttcca
  2663341 gcacataacc gtaatcacgg ttttcatcct gaagcagttt taacgctgaa cgcgggccga
  2663401 aacccggtgt tttacggatt aatgaagcag gacgacggcg ggcgatatct ttggcactga
  2663461 agacatgagt aatatcgaca ccacggaaga aggtacgcac ataatcattg gctggattat
  2663521 tgaggatctc atccggtgtc cccacttgca caacttcacc accttgcata atggcaatac
  2663581 gatcgccaat acgcatagct tcatccaggt catgggaaat aaaaacaatg gttcgctgat
  2663641 gcttggcttg taacttgacc agctcatctt gcatttcggt acgtattaag gggtcaaggg
  2663701 ctgaaaaggc ctcatccatt aataggatat ccggattatt ggccattgct ctggctaagc
  2663761 caacacgctg gcgcatccca ccggaaagtt cgtcaggata ggaattggca tagctatcca
  2663821 aactgacctg acgcaatgct tctaatgctt tttcattgcg ttccagcaat gggatgcccg
  2663881 ctaattccat gccaaatgcg gtattatcta atacatttaa atgcggcatt aatgcaaagg
  2663941 attgaaatac catactgatc ttattacggc gtacggtgcg cagggcactg tcagatattt
  2664001 tggcaatatc ttcaccatcg atcagtactt caccacgggt gggttctatc agacgattga
  2664061 gaaggcgtac cagtgtggat ttaccggaac cggataaccc catgatgacg aatatctcgc
  2664121 cttcttcaat ggccagattg gcatctttga caccaacgga taaaccggtt ttggcaaata
  2664181 tctgctcttt atttttacct gattcaagca gtttaaaagc ccgttccgga tgttcaccaa
  2664241 atactttata taagttcttt acttcgagtt taattgccat gcagtaggta tatccctctg
  2664301 tcagttttaa atttttgttt attcgaacaa tgttatcctg atgaaaatat aaaacgctat
  2664361 ataccctaac acagtgagaa tctgagacaa ccctcaattt tcttatatgc gatttttatt
  2664421 ttctctcatt actaatatat ggcttttaga tgggtgtata tatctatgtt aataatgtgt
  2664481 tttttagggt ttattaaccg ttgaatattg gcacaaagaa ttaagggtaa ttaggccgcg
  2664541 agtcggttaa ttgtcatgta tatatctgta atgtatttcg ctataagatg actgattata
  2664601 tccttcttct atgagttcat gtattgcatg atatttgtgc gatattactc attcgacacg
  2664661 ttcgttatac gtccttgttg cgttcggtgt attccccttg tgctctggcc tgaatgccaa
  2664721 taaacagatg ataatagtta aattcagcac ataacatgct cattaagcag gctatagcga
  2664781 agtgagatga tggcggtcat atagccgtaa atgcgacgac ttacggcggt aagcgataag
  2664841 gcatattagg gggcgattgg ctaactgcct attggggctg agtctccccc ttttttatct
  2664901 agaatatttc cttttttatc tagactaaaa aggagggccg ccgtgtgggg aaatcttaaa
  2664961 aatcccaatc ttcgtcttca gtattgaccg ctttaccgat cacataagat gaacctgatc
  2665021 cggagaaaaa atcgtggttt tcatctgcgt ttggcgacaa cgcggccaga attgcagggc
  2665081 tgaccgccgc ctggctggcg ggaaataatg cctcatagcc taaattcatg agtgctttat
  2665141 tggcattgta gtggagaaat ttttttacat cctctgtcca gccaacgtgg tcatacagat
  2665201 cttcggtata acgcacttca ttatcataga gatcttgcag taggtcgaaa gcgaaattct
  2665261 ttatttcctg acgatgggca ctatctattt ttcccaaccc cttttgaaac ttatagccga
  2665321 tataatatcc atggacagct tcgtcccgaa taataagccg aataagatct gcggtgttgg
  2665381 ttaatttagc tctactggac caatacatgg gtaaataaaa tccggaatag aataaaaatg
  2665441 attccaaaaa tacactggct atttttttct tcagcggatc gtcattatgg taatgctgtg
  2665501 aaataatatc agctttcttt tggagtggcc cattatcctc actccaacgg taggcatcgt
  2665561 ctacatctga tgtcagacaa agtgtagaaa aaatagagct ataagaacgt gcgtgtacgg
  2665621 cctccataaa gctgatattt gaaaatatcg cttcctcatg gggggtaatc gcatctttaa
  2665681 ttaatgcagg tgcgcccagt gtattctgga tcgtatccaa tagcgtgagg ccggtaaaaa
  2665741 cccggatagt cagttgttgt tcatgtggcg tgagtgtcgc ccacgacgga atatcattcg
  2665801 acagcgggac tttttccggc agccaaaaat tagatgtcag gcggttccac acttccagat
  2665861 ctttatcgtc ttcaatttta ttccagttga tggcgctgat acgtgttatt ggttttacta
  2665921 cgttcatatc attgtttcct taatctatcc gacctgatta attcagtgct atctatttac
  2665981 cgtgagcagg aaagttaccg taaacagaaa agttaccgta aacagaaaag ttgccgtaaa
  2666041 cagaaaagac attacagcga acaggaaacg cagccctcga cttcggttcc ctctaatgcc
  2666101 atctgacgta gccggatgta ataaatggtc ttgatccctt tcttccaagc gtaaatctgt
  2666161 gctttgttaa tatcgcgggt ggtagcggta tcacggaaga acagcgtcag agagaggccc
  2666221 tgatcaacat gttgggtcgc tgcggcatag gtatcgatga ttttttcagg cccgatctgg
  2666281 taggcatctt gataatattc aaggttatcg ttggtcatat agggtgcggg ataataaaca
  2666341 cggcctattt tgccttcttt acggatctca atcggagaga caatcgggtg gatacttgat
  2666401 gtcgaatgat tgatatagga aatagagcct gttggtggca ccgcctgtag gttctgatta
  2666461 taaataccgt gttccataac ggattgccgt agcgcgatcc aatcttgttg gtttggtatg
  2666521 gcaataccgg catcggcaaa cagtgcctgt actcttgctg tttttggctg ccagctttgc
  2666581 tcgatatatt tgctgaagaa agcacccgaa gcataatctg attcatcgaa gcctttgaaa
  2666641 tggctggccc gttctattgc caactggttt gaggcacgga tcgcgtgata cgccacggta
  2666701 taaaaataga tattggtaaa atccaacgcc tcttccgagc cgtaaaaaag acgctcccgc
  2666761 gccagataac cgtgcaggtt catctgccca aggccaatgg catgtgattc ttgattgcct
  2666821 ttttcaatgg atggcactga gcgaatattg ctcatttcag atacggcagt gagcccacga
  2666881 atggcgatct caatggattt accaaaatcg ggtgaatcca tcacctgcgc gatattcagc
  2666941 gagccaagat tacaggagat atctttcccg atacggcgat agctgaggtc ttcgtggtat
  2667001 tcagtggggg cgttgacctg caaaatttcc gaacacaaat tactcatatt aatccggcct
  2667061 ttaatcggat tagcgcgatt aaccgtatct tcaaacatca tataagggta gccagattca
  2667121 aattggatct cagccagaat ttggaagaac tcgcgggctt taattttgct tttgcggatg
  2667181 cgtttgttat ccaccatttc gcggtatttt tcgctgatgc tgatttcaga catgggcacg
  2667241 ccgtaaacct gttcaatgtc ataaggtgaa aacaggtaca tttcttcatt attcttcgcc
  2667301 agttcaaaag tgatatccgg tatcaccacc cccaacgata aggtcttaat ccgtactttt
  2667361 tcatcggcat tttcccgctt ggtatccaga aaacgcaaaa tatctggatg atgggcatgg
  2667421 agatagaccg cccccgcccc ctgacgggca cccaactgat tggcatagga gaacgcgtcc
  2667481 tccaacattt tcattatcgg gataacaccc gaagactgat tttcaatccg tttgatggga
  2667541 gcacccacct cacggatatt gctgaggagg aacgccacgc ctccgccacg tttagagagt
  2667601 tgcagtgccg agttaatcga gcggccaatg gattccatat tgtcttcgat acgcaacagg
  2667661 aagcaggaga ccagttcacc acgttgtttt ttgccacaat tgaggaaggt tggtgtggcg
  2667721 ggttggaagc ggccagagat aatttcttct accagttccc gcgccagtgt ctggttacct
  2667781 gtagccagtg tcagtgcgac catgcaaacg cgatcttcat agcgttccag gtaacgtttg
  2667841 ccatcaaagg tttttagggt gtagctggtg taatatttaa acgccccgag aaaagtgggg
  2667901 aaacgaaatt ttttgctata ggcttgctgg aatagacttt tgataaagct aaaatcgtat
  2667961 tgatccagaa cctctttttc gtaatatccc tcctcaatca ggtaatcaat tttttcctgt
  2668021 agattatgga agaacaccgt gttttgatta acgtgctgca aaaagtattg ccgtgcggcc
  2668081 agccggtctt tatcaaactg gatacgccca tcagcatcat aaaggttcag cattgcattc
  2668141 agtgagtgat aatccagctc actgtcggat gaatcgatga cgttcagttt tgtcgttgcc
  2668201 aaaattcagt tactcccttg cgaacgtttg ccacatcttc tgctgtacct aggagttcaa
  2668261 agcgatacag gtaaggaacc tgacacttgt gggagataat atcccccgcc agacagtagg
  2668321 cgtcgccaaa attagtgttg cccgcggcaa taacaccgcg gatcaatgaa cggttatgaa
  2668381 catcgttcag gaaccgaatg acctgaatag gtaccgcgcc aaccgggctg ccccccccat
  2668441 agctaggtac caacaaaata tagggctgct caacccgtag cttttcccgc gccccggcaa
  2668501 tagggatccg gatggcgggt agttgtaact tttcgacaaa acgatgggag ttctccgagc
  2668561 tgctggagaa ataaaccagc ggattcatgt catcgacctc atcaaacact gaccgcctga
  2668621 accagtgcat taatcttatc cgggtggaag cctgaccaat gctcatctcc tgccacaatc
  2668681 acgggaactt gctgataacc caacgatttg acatggttta gtgcctgttc atcttctgtt
  2668741 aaatcaatga tttgatatga gatgccttgt ctgtcgaatg cccggtaggt ggcattacac
  2668801 tggacacagt caggtttgct gtaaataata atgctcatga ttcgtattta ccttttatgt
  2668861 taaaggaaaa tcatcccctt caggctgcta tggggtccgt atgacgtacc acggtggcct
  2668921 atgattatca tctgcgtatt catttccgca agtgatgaca aaatactata tgtagtgctt
  2668981 atttaattca accacactac atgtagttat ttgtgcctat ttaatccgct attcagggat
  2669041 aaggccgtca gcacagggct ggcagcagaa ttttgggatg gttagccggg gaaaatattt
  2669101 tattgcagaa caaagaaggg ggatcgtaga gagggatctc ggtgatgagc cgtgctaatt
  2669161 ttttactgga tcaaaacatt tgctagatca aaacattgac tagatcaaaa cattgactgg
  2669221 acccgatcat gacgaccagg ctgtacattt ggttacttag cgaaaccaat gactcacgga
  2669281 agggcaaatc ttgttcctct atgatttatt tcaacggccc attgggggct tagcgaaaca
  2669341 aactctgagg atttgaaaat gaaaaaagta ttagcattaa tggttgccgc caccctgggt
  2669401 ctatcttcag ttgctttcgc tgctgacaca acagcaacgg ctacacctgc ggcaaccagt
  2669461 acgacagcca cagttgctgc tcaaactaaa gcaactcaac atcaaaaaca taaagtgacg
  2669521 aagaaaacca cagaacagaa agcacaggct gctaaaaaac acgagaaaaa agcatcagtt
  2669581 caaaaaacac ccgtgcagaa agcacaagca gcgaaaaagc atgtgaaaaa agcatcagtt
  2669641 caaaaagcgc ccgtgcaaaa agcacaggca gcgaaaaagc accataaaac ggctaaaaaa
  2669701 ccagtagcgg cacccgcagc ataaggtcgc ccccagaggt tgtatcatca ggttaatccc
  2669761 aatcacccac ttaattgtgg gtgttttttt ataagcttat cattatgatt cattactctt
  2669821 ggttcgaact tattttcagc gcagtgatat tgttggggat caccaatacg ctgttttgac
  2669881 caatattttt atcttttttc gacgttccat ttctgcagca ttaaccgctt ccattcacct
  2669941 gaatcactga cgtaaactat tatttgaggt atagtcagtt attgcatgtc cattaattta
  2670001 agctaaacgt aaattattta gtttgatatt ttattaacat tacaattatt aatcataaaa
  2670061 aattacataa atatacgctc attgtttttt tgttacaaaa aagaaaaatc ctaaatatct
  2670121 taatgaaatg acaaatttct gtttaatgta tgtttttaat gggatagtaa attataagaa
  2670181 tacttaaaat taggacaatt tatgtatctg agacctgatg aagtcgctaa agttttggaa
  2670241 aatgcgggtt ttgaacgtgt atatacagtt aatgaagcgt atggttatca aaagggaagg
  2670301 cattatgttt atgttaatcg tgaatcttat atgggccgaa cagcattaat gagactgtaa
  2670361 acaatattgt gtaattgcct gtttttgata tcttcactcc aacaacggag acaggcaaat
  2670421 tatggacgaa aagaaactta aagcacttgc ggctgaactg gctaaaggtc ttaaaaccga
  2670481 agccgacctt aatgcatttt ctcgtatgct aacaaagctt accgtcgaaa cagcgttaaa
  2670541 tgcagagctt accgaacacc tcgggcacga gaaaaatacc cctaaatcag gctcgaatac
  2670601 ccgcaacggc tattcgtcca aaacactgct atgcgacgac ggcgaaatcg agctgaatac
  2670661 gccacgcgac cgcgaaaaca cctttgaacc gcagctgata aagaaaaatc agacgcgtat
  2670721 cacacagatg gacagccaga ttttgtccct gtacgccaaa ggcatgacca cccgcgaaat
  2670781 cgtcgccacc ttcaaagaga tgtatgacgc cgatgtgtct cccacgctga tatctaaagt
  2670841 caccgatgcc gtaaaagagc aggttgctga atggcaaaac cgccaactgg atgctctgta
  2670901 tcccattgtt tatatggact gcattgtcgt aaaagtccgc cagaacggta gcgtgataaa
  2670961 caaagcagtg ttcctagcgc tgggcatcaa cactgaaggt cagaaagagc tgctgggcat
  2671021 gtggctggca gaaaatgaag gtgcgaagtt ctggctaagt gtgctgacag agctaaaaaa
  2671081 tcgcggtctt caggacattc tgattgcctg cgtggatggc ctgaaggggt tcccggatgc
  2671141 gataaacagt gtttatccgc agactcacat ccagctgtgc atcatccata tggtacgcaa
  2671201 cagcctgaaa tatgtgtcat ggaaggacta taaagccgtc accagcggtt tgaaaatggt
  2671261 gtatcaggct ccgacagaag aggcggcgct gatggcgctg gataagtttg cggaggcctg
  2671321 ggacgacaaa tacccgcaaa ttagcaaaag ttggcgtacg cactgggaaa atctcaatac
  2671381 attcttcggc tatccgcccg atatccgcaa ggctatctac accacgaatg ccatcgaatc
  2671441 ggtgaacagc gtgatccgtg cagccattaa aaagcgcaaa gtgttcccga cagacgactc
  2671501 agtgcggaag gttgtttatt tggcgatcaa ggatgcatca aaaaaatgga gtatgccgat
  2671561 ccagaactgg cggttagcga tgagccgttt tattatcgag ttcggtgacc gcctgagcga
  2671621 tcacctttaa tacggtggca gttacacaga attatggaca ggctcgcatt aattattcat
  2671681 ccatctcaaa aagataagag cattgggttg tcgatgccta cagcattaat taaaaccagt
  2671741 aataaatata ttgaattccc tctctatttg gttggtgcta tcggtgagta ttatggtatt
  2671801 gcgcatggtt ttagttcaag agagttgtta ctgaatttct taggccggat gttcgaatag
  2671861 cgccatgata aggctgactg cctatctgat gtcgcgagaa aatcagataa taatgcagcc
  2671921 atatccacga tgctaatggg taggtaatag aacatcacta atgaagcagg gtgccgggtt
  2671981 ctggattaaa atgcagatta taatgacgcc gaaattgtgc caattcaaag gcatctaaat
  2672041 ccagttcggc aaaataaaac aaagcggcgt cggtatgctc tgctgccaga ataggggaga
  2672101 tctgtgcgcg gatcagggta tttcgccaca gctccacatt ttcatccgaa gggtttttga
  2672161 taaaagtatg ataaataaaa actaaataag ctgcctttct aacctcttct gccgagccat
  2672221 tgctggtgga gcgaataaac atttgcgttt ggcgtggccc catctcttgc aacatcgatt
  2672281 caatataaat cggttttatt ttcagtaggt tagagattgt atcgatagct ttgcgggtat
  2672341 ctgatgtcaa tacacgatag cccacaataa aaaccacgat caaaacagca ataattatcc
  2672401 acgtcattta aggtttcttt acgccataga agatgaattt agcaatgtaa atctatcggc
  2672461 ttattaaatt tccataagtt gttaaattgc gataagttat taaattgcta taagttatta
  2672521 aattgtcata aaatattaga ttgccataaa tagacaacat caacaaagta ctcacgtatt
  2672581 atcgccactg aagttatcag tatttttgtg ctgactattc aggtgaagat taaacgcggc
  2672641 agcatctttt gccagagcat caaggtgtgc ccccagcatt ttcatttgcc tgaccagtga
  2672701 atgctgttcc ggtagtgtat tcgccgtatt gagttttctt agcagcatct cattcttcac
  2672761 ccgcaatgcg ctttcccggg cttttgattg ttccagctca tattgcaacg cattatagct
  2672821 tgattgccat gtcttatgct gtttctcaaa agttgactgc aactcactca ttgctttgag
  2672881 aaattgtact tcaagctcac gcattgtcat tgcttttcct ttatggcgtc ttccgatttc
  2672941 cagcggcagt ataacgaaat ctgagcataa cctcatccat caactctgtc ttgtcttcct
  2673001 gattgtgggc taaccgatga tattgtaggg taaccgatga tattataggt gagccaatat
  2673061 tgtggttcga ccaatattgg ttcatcaaca gacggtgaaa cgactgatcg tggggcccgt
  2673121 cagctgatgc attattgtcc gcttgccacc acggagacac aatttatttc tttgttacct
  2673181 attcgcaagt gtaataatta agtcttgcta ttagtgtctc atcatgcgtt aatagcatca
  2673241 tcggtttgta gcacagacct atttatgtaa gccatttaaa gtaaagagtt cctagttaaa
  2673301 gcgatatttt ttagacatca cttctccgac gaattacctt cttttgtgcc cccataagta
  2673361 actcaagcag acctcaattg ccatgtagtg gcacaaaata atgaaggaaa tatatttatg
  2673421 tctaataaaa tgactggttt ggtaaaatgg tttgatgctg gtaaaggttt tggttttatt
  2673481 tctcctgcag atggcagcaa agatgtattt gtacatttct ctgcaatcca gggtaatgac
  2673541 tacaaaactc ttgatgaagg ccagaacgtt gagttcagca tcgagcaagg ccaaaaaggc
  2673601 ccttcagctg taaacgttgt agcactgtaa ttcacattac tgttgttaac gtttagctgt
  2673661 aaatagattt agaagcctcg tcttttgacg gggttttttt tattattttt tggggcgaca
  2673721 aaaattgtaa ctcttgttat cacctgtcac ctgtcacctg tcacctgtca cctaccacct
  2673781 accacctacc acctaccacc tacaacctac aacctacaac ctatccccct tcctcttgct
  2673841 tgatgttttc gccatgttag ctattctcaa actcgtttcg ttaaatatga acacctgaat
  2673901 caactcattt atatcggctc attttttggg ttgtaatacg catgagcctt tgcctgatgc
  2673961 ctttggtgtg ttcaaaaaat aggctaattt aggtgaaaat aataacccga ttaccgtaga
  2674021 taattcactc aataagttag cgtgagaata ataatcaagc caatcaatag cctggggctt
  2674081 ttggttcttt tctactactt tgggttcttt gctactaata ggtcagtggc ttgatcagat
  2674141 gtcatattga acagaatgag aaaaatttat ttgtcttttt tgggttctag atcaatttca
  2674201 tgttttatct attttatttt tgtctgattt tattttgatt tttatcatat aattctgaaa
  2674261 tttatgggtt aacttcttta atgttccttt ttaaagggtg agaatcagac gctaatgctg
  2674321 ttatgagcat gcattaccca tatttatgtt tagtgctacg cttaataatt cgttgaatct
  2674381 gtgcctgaca ggcaatcact tatatattcg ctgattgatt tatcaaagga agattaatgt
  2674441 ctagacgtct atggcttcga aacaccttgg tggcaactgc gttattgagc gttttttctg
  2674501 tcccagtgag tgccgcaact cacacattgc aattagctat cggtgatgag ccgaccgaag
  2674561 gttttgaccc catgttaggc tggagtcacg gtagctatct attacttcac agcccgctac
  2674621 tgaaacaaaa tgaagatttt agttgggata gtctgttgct cagccagtac cagcctagtg
  2674681 atgatggaaa aacgtggttg ctgacactta agcctgacct taagttctca gatggctctc
  2674741 ctctcaccgc aaaagatgtg gcttttacct acaacaacgc cgcggccagt ggcgggaaag
  2674801 tggatatggg gaatttcctc agcgctgaag ttatcgatcc cctcaatgtc cgcatccact
  2674861 tgaaagcacc acaaagtaca tttgtgaatg tgctgggttc actgggcatt gtttcagccg
  2674921 ataaatacaa tgcaaaaacc tatgcacaaa aacctattgg cgcgggtccc tatcgtttag
  2674981 tgagtttcca gccgggtcag caaatgatcg tggaagctaa cccttattac gcgggcaata
  2675041 agaacgattt tgataaattg atttttgttt tccttgatga agatagtgcc ttcgctgccg
  2675101 cgcaaagtgg gcaattaggt gtcgtgcgta tccctccctc catggcagta ggctcggtta
  2675161 ataacatgaa gttgtgggtc cggccaagcg tcgaaaatcg tggcattgtg ttcccaacca
  2675221 ctcctgcagg caaaaaagac gcacatggtt accccattgg caatgatgtg accgccgatg
  2675281 ttgctatccg tcgtgccatt aactacgcca ttaatcgcca attattggcc gatcaaatca
  2675341 tggaaggtca tgctattccg gcctataccg gagtgcaggg cttgccatgg aataaccctg
  2675401 attcagcgat taaagatggt gatattgata aagctaaaca gatattggag caagcgggct
  2675461 ggcagcttaa tagccaaggc accagagaga aaaatggcct accggccaag ataacgcttt
  2675521 ggtataccag cggtgatacc acccgccggg atttggcaca ggcgttacgc tcgatgttga
  2675581 aacctatcgg tatcgatgtg gatttaaaat ccggcagttg ggaaacggtt gagcgcaata
  2675641 tgcatgccaa cccaacctta tttggctggg ggagtcttga tcctatggag ttgtatcatc
  2675701 attacagcag caatgcggct ggtgttgaat attataaccc cggttactac aagaatccga
  2675761 tggtcgataa acatctgcaa caggcgttgg atgcaccgac ctggcagcaa gcggtaccct
  2675821 tctggcaaca ggtggattgg gatggtacga ccggtgccgg tatccgtggc gatgctgcgt
  2675881 gggcatggtt gttgaacatc cagcatactt atctggccaa taactgcgtt gatttaggta
  2675941 aaggaacacc ggaaattcac ggctcctggt cattgctcaa tagtattgat agctggaaat
  2676001 ggacctgtca gtgatgaagg ggatctcgct gtttactctg cgcttaattt gcctgctgct
  2676061 ggtcaccgca gccggtactt ttacattgct gagtttttcc cctgttgacc ctatacgtgc
  2676121 ctatattggt agcgatttac tgcatgtgcc gccagagcaa tacccactga ttgcggctcg
  2676181 ttgggggctg gatttacctt tgtggcaacg ttttttgcat tggtttactc aagtgctcca
  2676241 aggggatttt ggttactcga tgctgtataa cgcgccggtt tctcaggtga taggtgagcg
  2676301 ttttgctacc tcgtttgcgt tattggtatc ggcctggcta ttttcgggaa ttgtcgggtt
  2676361 gctattgggg ttgaccgctg ggcgctatct caaccgttgg cctgatcgtc tgatttcaac
  2676421 gttgtcctat ttattggcat cgttgcccac cttttggatc ggtctattgt tgttgtcgtt
  2676481 atttgcggtg aagctcaatt gggcccccat ttgctgtgca tggacgccag ggagtcaggc
  2676541 cgagaccgcc agttgggggg ataagcttca ccacctgatt ttaccgatgc tagcgctggg
  2676601 gttactgggg gttgggaaca ttgcactgca tacccgtgcc agagttgctg aagtgatgaa
  2676661 tagcgaattt attcgctatg cacaggcgca gggggataaa ggctggcctt tggtgaactt
  2676721 ccatatttta cgccatgcca ttacacccgc gctttgcctg caattcgctt cagttggcga
  2676781 attactgggg gggtctttat tggccgaaaa agtgttcgcc tatcccggtt tggggcaggc
  2676841 gacgattgat gccgggttgc atggtgacat tccactcttg atgggaatag tgatgttctg
  2676901 cgccatattg gtcttttgcg gtaatagcat tgcgaatgcc ttgttacacc gtttgaaccg
  2676961 gggggctgcg cggcaattat gacttataac ccaaaccggg ccttgttccg gctgttcgtc
  2677021 tcactggtct tattatctat tttaatcgtt tatggttggc taatttatgg cgctgaagtt
  2677081 ccaatggatt taatggcccg ccggcaacca ccttcaacga cctattggtt tggtactgat
  2677141 agcttggggc gcgatttatg gctgcgctgt tttcagggaa tgactaccag cttgcaaatt
  2677201 ggcctgattg ccgcgtttgc cagtggtctg ctcgccatgc tgacggccag tttatgtgcc
  2677261 gttaataaaa ccctcgatta tctgatccgt gggttgattg acagtatgtt ggcattgcct
  2677321 catttattgc tgttagtcct gatttgcttc acgttaggag gcgggaaaca aggggttatc
  2677381 ctggcggtag cattaaccca ctggccaaag ctggccttga ttttacgtgc cgagatttta
  2677441 cgtattcgtg agacagatta tgtgatgctg tctcatcggc tgggcaacag taatttctac
  2677501 tgttggcgtc atcatctgct accgttatta ctaccacagt ggattgttgg cacactgttg
  2677561 atgtttcccc atgcggtgtt gcacagtgcc gcactcagct ttttgggctt cgggcttgcg
  2677621 cctcatgaac cgtcattggg gatattactg gccgatgctt tacgttatct gagcagtggg
  2677681 tcatggtggc tggcattttt tcctggcttg attttggtgg gattggtgct gatatttgat
  2677741 cagttcgcgc gatcactaca acaactctgg gtgaggttag cctgatgctg agatttgacc
  2677801 aatttgctat tgatgtcgct cattatcgtt ggttgggccg gaaaacctgg cacccgttgt
  2677861 tgagccatat ttctctggat gtgaatccgg gggaattggt ggcattggtc ggcgggagtg
  2677921 gagagggtaa gagcttgtta ctccaaagtg tcttgggttt attgccggag aatatgcggt
  2677981 gccatggcga gattatcctc gatggtgagg tactgtgcgc ccgcgataaa attgagcagc
  2678041 ggggtaaaac cttatgttat gtcccccaag gcgtcagtgc tctgaaccca ctgattaaag
  2678101 ttggctcaca aatcacccga gcagcgcaac tcagtggtgt aaaactgcgt ttggaagatg
  2678161 tcgccatgca gttgaaaact tataatcttg cgccggggct ggtaaatgat ttcccgcgtc
  2678221 agctctcagg cggcatggcg aaacgggtac tgaccagctg cgcgaccttg acccatgccc
  2678281 gctatattct ggccgatgaa gtgacctcat ggctagatga agaccatgct tgccagttac
  2678341 tgacgcatct gcgtgctttt tgtcagcagg ggcgcggtat tctgtgggta acccatgatt
  2678401 tagcgttggc cgcacgtttt gccgataaaa ttgcggtgtt acataaaggt gagttgcacg
  2678461 aaacattgag cgctgacgaa ctgaaaaata gcggtggtag cccatggttg cagtcactct
  2678521 gggccgcatt accggaacag caatttgtca gcaagccaat cccactggct gaggtggccg
  2678581 actatgctta gtgtcgagaa tctgaccatc gttcaaagcg gaaagcggct atgggagtcg
  2678641 gtatccttca ctttggcacc aggggaacga ttaggtatct cagcacccag tggctttggt
  2678701 aaaacgacgc tgggccgggt attagcacaa tggcagtcgg caactgcggg tcatatcctg
  2678761 ttagagggga aaccattagc taaaaaagga tattgtccgg tccaactggt tcctcagcac
  2678821 ccagagcaaa gttttaatcc ttatcgcacc accggtgaga gcctacatga tgcctggcgg
  2678881 cccgatgctg attggttggc gcggatggcg gttaatcctg attggctgca acgcaggccg
  2678941 gatgaattat cgggtggtga attggcccgc attgctttgt tacgcgcgct ggatccacgg
  2679001 acgcgttatt tgattgcgga tgaggttacc gcacaattag acgcccgtat tcaggctcaa
  2679061 atttggcaag ttttattgga agaagctgaa caccgtcgat tagggctcat tgtttttagc
  2679121 cataataagg cattattaga aaaagtgtgt tcacgtattt ggatccctga aagagaaagt
  2679181 aaaactacaa tttatccaac gccattggtt aaaccccatt tggggttagc aatggtaaaa
  2679241 acgggttaat ggtaaaaaca ggttgatgct aaaaataggt taatactaaa aagaaccgtg
  2679301 gaatgcgatt aaattaaata tcacagctag aataataact aatagtgatt gttgtagagg
  2679361 tgttttaatg acacttgttt ttataaaaat attgattgag atcatgtttg ttattaatga
  2679421 ttggagttac aagcttgatc gggggcgtta ttgtggcgag ataaatttac acattagaat
  2679481 gtgtgggttt taatttctgc ctgtaattta ttggcgtctt atagacttgg cgttcattat
  2679541 aactctagca tggaatgcga atttattgat tgctgattac gggggtgatt ccctcaggcg
  2679601 ctctcttgcc gttagccatc ttatccataa gattttacgt ttttttgaat gtaaaacagg
  2679661 tttttcatgg tgttgatggt aaatgctgcg tcagattggg tgctttttaa tttattgatt
  2679721 ttaaagtttt tttgttttaa ttttaactga ttttatactt ttgactataa agttataaaa
  2679781 taatggtgaa atttccaagt tttagcctat attctttata ggtgaagcat ctatagcaat
  2679841 gaattgattt ttagcgtctt tttttacaaa aataatgatg taaaatctaa ctcatgataa
  2679901 ttatttattg actatgtaaa gtaaatccgt aatggatttt attatcaatt atccagtgta
  2679961 gacaaataca gtaaacgtat tgccctttgg taaaaaaata tttctgaaca ctgtttttat
  2680021 gttgaattcg ctcactgagc gcggtaaaaa tactgagcga taaaattatc atacaaatag
  2680081 ggtggtggat aatttgtctt gattttagct tgctggcagg cagcaggtta atggaagttt
  2680141 aaatgtaggg ttagcgttaa agataaggat ttaacctaat gtacaggagg atgtgcttaa
  2680201 ttctgaaata ttctaacgag tgggtataaa taacctattc tttatcttct atataccttc
  2680261 ttcattgacg ttgcagcggt ctcagcggcg ctcattcatc cgaatcactg gcgggagtca
  2680321 gcgcatcgtg atgcgctcgt ttgtctggct gtaacacgag agaccttgga tataggctgg
  2680381 gaagatcata ggtttagtca gttgcttttt ctcactttca ctttcttaac atgatacagg
  2680441 agggcttatg cagctcaccc caagagaagt tgaaaagctc atgatctaca cgctgtctga
  2680501 tgtggcgttt aagcgcaaag cgcgtggctt gaaactcaat tatccggaag ctgtttctat
  2680561 cattactgtg actgcaatgg aaggagccag agatggcaaa tccgtagaag atgtgatgaa
  2680621 ggaagccagt aaagtgctga ccaaagatga tgtgatggat ggggtggcag atttgatccc
  2680681 gaatgttcag gttgaggcga tttttaccga tggcagccgt ctggtcacgg tacacgaccc
  2680741 tattaagtag tgacggcaac atgcgagtaa aacctgaact gattattgca gaggattcaa
  2680801 gcatgagcgc gaagaaaagt acgaaagaca gtaaagaaca gaatacgcca ctgggtggcc
  2680861 tcgttttagc ggaaacacca attacgttta acgaaaataa acccgtgacc aaagttaaag
  2680921 tccgcaatac cggtgaccgg ccaattcagg ttgggtccca tttccatttc ttcgaggtta
  2680981 accgcgcact ggaatttgat cgtgcagcag cttatggcaa gcgcctcaat atctcctcga
  2681041 cgacggctat ccgttttgaa cctggtgatg aaactgaagt tccgcttatc ccctttggcg
  2681101 gcaagcagac actgtatggt tttaacaatc ttgtcgatgg gtggaccggt gagggtgtgg
  2681161 tacccaacag tgagcgcccg gataaactcg cggctatccg ccttgccgcc gagcgtggtt
  2681221 ttaaatcatc taaataacgc cttgtttaca gagcaaatca tcgaaattcg catacgtgta
  2681281 atggggtaaa gcagttacac gcaccggaaa aagaaaggag cgacagatgc ctcaaatttc
  2681341 tcggcaagaa tacgcgggtc tatttggccc aacaactggc gataaaatcc gtttgggtga
  2681401 taccaatctg tttatcgaaa tcgaaaaaga cttgcgtgga tatggtgaag agtcggttta
  2681461 cggtggtggg aaatcgctgc gtgacgggat gggggccaac aataatctga cccgcgataa
  2681521 tggtgtgctt gacctggtga ttaccaacgt cacgattgtc gatgctcgct taggggtgat
  2681581 taaagctgac gtcggtatcc gcgatggcaa aatcgccggt atcggtaaga gcggtaaccc
  2681641 cggtgttatg gatggggtta cgcagggtat ggtggtcggt gtgagcaccg atgctatctc
  2681701 tggtgagcat ttgattctta ctgccgccgg tatcgatagc catattcatc tcatctcccc
  2681761 gcaacaggcc tatcatgcgc tgtccaacgg tgttgcaaca ttctttggtg gggggattgg
  2681821 tccaacggat ggcactaacg ggacaaccgt aacaccaggg ccgtggaata tccgtcaaat
  2681881 gctgcgttcg atagaggggt tacctgtcaa cgttggtatt ttggggaaag gtaattcata
  2681941 cgggcgcggc ccgttgctgg aacaggctat tgccggtgtt gtgggctata aagttcatga
  2682001 agactggggc gcgacggcga atgctttgcg tcatgcgctg cggatggcgg atgaggtgga
  2682061 tattcaggtt tcggttcata ccgatagcct gaatgaatgt ggttatgtag aagatactat
  2682121 cgatgcgttc gaaggccgca cgatccacac gttccacacc gaaggggcgg gtgggggcca
  2682181 tgcgccggat attattcggg tggccagcca aactaacgta ctgccaagtt caaccaaccc
  2682241 caccctgccg tatggtgtta acagccaggc tgagctgttt gacatgatta tggtgtgtca
  2682301 caaccttaac ccgaacgtac ctgctgacgt ctcctttgcc gaaagccgtg tgcgcccaga
  2682361 aacgattgct gctgaaaacg ttctgcacga tatgggcgtt atctccatgt tctccagtga
  2682421 ctcacaagcc atggggcgag tgggggagaa ctggttgcgt attttgcaaa ccgcggatgc
  2682481 gatgaaagcg gctcggggca aattgccgga agatgcggcg ggtaacgata atttccgcgt
  2682541 gctgcgctat gtggcaaaaa tcaccattaa ccccgcgatt acacaggggg ttagccatgt
  2682601 tatcggatcg gttgaagtgg gcaaaatggc cgatctggtg ctatgggatc ctcgcttctt
  2682661 tggtgcgaaa ccgaagatgg ttatcaaggg gggcatgatt aactgggccg cgatgggcga
  2682721 tccaaatgcg tcactgccaa caccacagcc agtgttctac cgcccaatgt ttggcgcgat
  2682781 gggcaaaacg ctacaagaca cttgtgtcac tttcgtttct caggctgcac ttgatgatgg
  2682841 tgtgaaagag aaagcggggc tggatcgcca agtgatagcg gttaaaaact gccgcacgat
  2682901 ctccaaacgt gatctggtgc gtaatgacca aacaccaaac attgaagtgg atcctgaaac
  2682961 ctttgcagta aaagtggatg gggtacatgc cacctgtgag ccaattgcaa ctgcgtcgat
  2683021 gaatcagcgc tatttctttg gctaacctct ctttggctaa tctgaggtag cagcgttaat
  2683081 cccgttaccg gggcgttgta atactcaaag taagtagggt actacccggt ttcagcattc
  2683141 agtttgtcca cagtaaaggc ggtatccaac gttattggtg ttgcgggcag gcggcaaatg
  2683201 aacgtcgtta atagccagtg cttcagatac gaagggtgaa ttcagttcct gatatggggt
  2683261 gtaggaaagt ccttgggctg aatatcgttg aacaggatgt cattactgtg ggcaactgat
  2683321 ctacacaagg agtgaacaac atgattttga tagagcacat tctgggtaat gtgaaaaaag
  2683381 atccggtttg gcgggaaaaa ctgaaagatg ccactttcga tcttttgatc ctggaccaac
  2683441 gggaagcaca aaaaagccgt tgccgaaaat ccagtactca aggtctggat ctgggtattt
  2683501 ctctcgaccg caacgtggtc cttgctgatg gtgatgtact ggcatgggat gaagaaacca
  2683561 atgtggccgt ggtggtacag atcaatctac gtgatgtgat ggtgattgac ttgagtgaac
  2683621 tgaaaagtcg ttcacctgat gaattaatta aaacctgctt tgaactggga cacgcgctgg
  2683681 gtaatcagca ttggaaagcg gtgaccaagc ataacgaggt gtatgtgcct ctgaccgtcg
  2683741 cgacaaccat gatggactcc gtcatgagga cgcacggctt ccaacatctc ccttttcgtt
  2683801 tcgtgaaagg tgccgagatt ttacctctgc tgacgaactc cgaagcccgg ctactgtttg
  2683861 gtggtgctga ggataccgac acgcacgttc atgttgccag cccccttgat gaacctcatg
  2683921 gctctggtct gcacattcac ggtattcact cccacgaaga aggccatagt catggtgatc
  2683981 acgatcatga ccacagccat agccatggtg atcatgacca cgaccataaa cactgattca
  2684041 ggcagcgagg caccgcgatg aacgcatcag atctcattcg tatcatgcaa tttggtgatt
  2684101 ccgtactgcc ggtcggggcc tttacgtttt ccaatggcgt ggaatctgcc attcaaaccg
  2684161 gcatcgttca tgatgtagca acattgaaag gcttcgtttt gacagcgttg aagcaggcgg
  2684221 ccagttgtga cggcatgggc gttgttgtgg ctcatcgtgc tgttgtggca gatgaccgtg
  2684281 acggtattat ccgtgctgat tgggcggtta ataatcgtaa gttaaatgaa gaaagccgcc
  2684341 tgatggcaac ccgcatgggt aaaaagctgg cagaaatgtc gatccatgtg gtggagcacc
  2684401 cattgatcag ctggtggttg gaacaaatca aaaatggcaa cacggcgggc acctatccgg
  2684461 tgactcaagc ggtggttatg gcagcacaag ggatcgggca acgggaagtg gttgtgatgc
  2684521 atcaatacgg tgtggcgatg accattttaa gtgcggctat gcgcttgatg cgcgttacgc
  2684581 atttcgatac acagcatatc ttatttgaac tgaaccatga cattgagaaa ttctgcgata
  2684641 ttgccgaaat cggcgatatc aaccagatgt cttcttatgt cccgattgtg gatgttttgg
  2684701 ccgccgtaca tgtgaaagcc catgttcgcc tctttagtaa ctgagtgacc gcggtgtgaa
  2684761 cgatcgagac atgaataatg tatcgataaa aatgaattca ggatgctgcg gtgaggtgtt
  2684821 agccgagtac ctaccccaaa tcagataaaa agaatgaaga ggattatccc gtgaccgata
  2684881 aaagcacagc acgtaaaaaa ataacccgta ttggtattgg tggtccggta ggttcgggga
  2684941 aaacggccat tatcgaagtc ataaccccga tcctgattaa acgaggcatt aagccactga
  2685001 ttatcaccaa tgacatcgtg acgaccgagg atgccaaaca ggtaaaacgg acgctgaaag
  2685061 gtattctgga cgaagagaag atccttgggg tagaaactgg cgcttgcccg cataccgcag
  2685121 tgcgcgaaga cccgagcatg aacattgctg cggtagaaga gatggaagag cgcttccctg
  2685181 aaagcgacct gattatgatt gaaagcggcg gggataacct gacactgaca ttcagtcctg
  2685241 cactggcaga cttctacatc tatgttattg atgtggctga aggtgaaaaa attcctcgta
  2685301 aaaatggccc cggcttggtt caggcagaca ttttagtgat caataaaatt gacctggcac
  2685361 cttatgtcgg tgccagcctg gatgtcatgg agagtgatac caaagtcgtg cgcggcaatc
  2685421 gcccttatat tctgaccaat tgcaaaactg gccagggcat tgaagaactg gtcgatatga
  2685481 ttatgcgaga tttcctgttt acccatgtac agccggaagg agaacaggca tgacagcaca
  2685541 gagccagaat atcgtggaga cgccttcacg ggttcgcgct cacgcattag gtgttaacgc
  2685601 gccggaatta gcgaaatatc aggatgaacc ggcgcaaatg cgtagcgggg cggttgggaa
  2685661 aagtggctat ctgaaactga gatttgccaa acgtgaacat tgcagtattt tggccgaaat
  2685721 ggaaaggcgg gtaccctcat tggtacaaaa agcactgtac tgggatgaag aaatacctga
  2685781 gttaccttgt gtcaccatga tttcgacatc aggttgtatt ttgcagggtg atcggttagc
  2685841 tactgatgtg catgtggaag cgggcgcttg tgctcacgtc accacgcagt cagccacaaa
  2685901 agttcacatg atgaatgcga actacgcctc gcagatccag aatttcattg tggaggaagg
  2685961 cggttatctg gaatttatgc cagacccgct aattcctcat cgaaattccc gttttattac
  2686021 tgataccacg atcagcattc atccaactgc gaccgcgatt tattctgaag tgctgatgtc
  2686081 cgggcgtaaa tatcaccatg ctgacgaacg attcggtttt gatgtttatt cctctcgggt
  2686141 ggcagcacaa aatctagcgg gcaaagagtt gtttgttgag aagtacgtat tagaaccaaa
  2686201 agtagaaagc cttgacgcag tgggtgttat gcaaaccttt gatgcgtttg gtaacgtgat
  2686261 tttattaacg cccaaagaac atcatgaccg cattctggca cgggttccgg ctcattttga
  2686321 catcaaaggg ggggattgcc agcggcgcga cgcgtctacc taatgattgt gggttagtct
  2686381 tcaaggcgtt gggtatcgat agcgccggtg taaaggcaga gattcgccaa ttttggaaga
  2686441 tagcccgcga agagatttta ggcgtcacat tgcctgaaca atttttgtgg cgctgatttt
  2686501 gctgttttga tgcgccattt taaggggaga aaagggggaa taagtcagtc tattgaatag
  2686561 aggctgggta cccagcctcg tttatcagcc agtgatccaa gcaagtgaaa gcagccacat
  2686621 caatcagtga ttccgggtga gtgagagcag cgaataccgc tgcagcttca agtagaaggg
  2686681 taaaataatg aatgctaaaa cagtcaacaa atcaggttgg gggcagcttg ccaattcaaa
  2686741 tgttttcatt gaatttatcg atacggcttt gcgcggttgt gctcaggtaa tgtttcagaa
  2686801 taacccattg accgggctat tctttttcat cgcaatattc ataggtgctt atggtgaagg
  2686861 taacccggcg gtcgcttatg gctgtgttct gggaacgctg gttgccacac ttaccgggtt
  2686921 gagcatccgt gaccggaaat catggcgctc agggttatac ggttataacg gctgtctggt
  2686981 gggggccgca ctacccacct ttctgatcgc cacaccggtg ctatgggcct gcattgtctt
  2687041 gggcagtatc gtttcggtga ttgttactgc ctgtatcgct gatattttaa aaacctggaa
  2687101 agtggctgca ctgacggcac cttttgtctt aaccacttgg gtggtcttat tggccagtta
  2687161 cgcctttgct ggcctacata gcagcggatt accggcaccg gctttaccac agcaactggt
  2687221 tttagaggct ggtaatacgt ttgctggcac caacattttt gtcagcatgt tccatggtgt
  2687281 ttcacaggtg ttcttattca gtagcctgat cgcgggcatc ctgtttgtta tcgggttggc
  2687341 cattgaatca ctttgggcag ctgtttttgc tctgtgcgga gccatattgg cgatcctcac
  2687401 cgccaccctc ctcgaggcgg accatcacag cattaatgct gggctttatg ccttcagtgc
  2687461 ggtacttacc gcgatagcac tggggtcgac gttcaataaa cccagttggc gggttttagc
  2687521 ttataccgtt atcggggtta tttttacggt attcgttcaa ggcgcactga acaccctgtt
  2687581 attacctatc ggtattccta ctttaacaat gccttttgta ttggcttcgt ggctattcct
  2687641 ggtaccgaat aaagatgtca tgccagagca ccgacagtag cgattaaatt taagacattc
  2687701 ttggttctga acatgttacc ggtcatattt tatcgatcat atagacctca aattattggc
  2687761 gttatcgtgt tgtcagcgat aacgccaggt cagaacgggt agggttgaaa ataatctgga
  2687821 gtgcgaatat gacgacaata atcgccagca gcagcgcctt tggtaatcag caaacaaagc
  2687881 gcagagccat ctacctgcta atcggcctgt tggtggtgaa tgggttagct tgggtctggg
  2687941 cttttgctga atttaatgat aatgccgtgc tgatgggaat ggctttcctg gcctacagtt
  2688001 ttggtttgcg ccatgcggtt gatgcggatc atattgcggc tattgataac gtcacgcgta
  2688061 aactcatgca acaaggtaaa acaccgattg ctgttgggac ttttttctca ctcggccatt
  2688121 caactattgt gatcttagct tcactggcaa ttgctgcgac cgccatggca tttaagaata
  2688181 atatggcgtg gtttcacgaa accggtggtt taatcgggac gttggtgtca tccgtttttt
  2688241 tattgttatt tgcttttctc aatttaacga tcctgatttc agtgtataaa aaattcaaac
  2688301 aagttaaagc tgggtatatt tataaagatg aagagcttga ccttctggtc gtgaataacg
  2688361 gtggtctgtt atccagaatg tttaaacgtg tatttaatat ggtcaataaa agctggcata
  2688421 tgtatccagt tggttttttg tttggcttag gttttgatac cgcaactgaa attggtgttt
  2688481 tggggatatc agcggccagc gccactcacg gtatgaattt gtggtcgata atggtgtttc
  2688541 cgattttatt tgcggccgga atggcattga tcgattcact ggataatttt gtgatgattg
  2688601 gtgcttatgg ctgggcattt tctaaacctg ttcgtaaact ttattacaat atcactatca
  2688661 ccgctgcgtc ggtgattatt gctttcttta tcggtggcat tgaagccttg ggtttgattg
  2688721 ccgataagtt aaatttaact ggtggtatct ggacgccaat taataatatc agcgagaact
  2688781 taggtcagat cggttactgg attataggga tgtttatatg ttgctggtta gtttctatta
  2688841 ttaattacta tgtccgtggt tatgacaagc taaatataag ccgataagtc atatttattg
  2688901 cgagtgaatt attagacccg ctgacacaat aagttgtatg tgcgttggtt agggaaggct
  2688961 aacaaataga gacactcatt aaccgataac gcttaatgag tgtctttttt ttacaggtta
  2689021 catattgaac ttgttattac atattgaact tgttattaca tattgtgttt tttggcgaaa
  2689081 tttaaaatgt cctgtttaat ttcagacagt ttactttctg gggccttctt acatacctcg
  2689141 accactttag gtgtcacgag agtatcggtc tcatgcagat caacataatc accttgttta
  2689201 tattgggtat catcgttcaa tacccaataa actaccggag taaatgactt aggatttaga
  2689261 tccaagaact ctttgcaagt catatcactt ggtgtggtcc ctgtcggcgt tgctgcaaag
  2689321 gtagttgccg cggtggaaag aagcaaacca gtcagtgcaa tattacgcag tgatttgtag
  2689381 gacatgttta ttttccttat ttacttgtta aataaaaatg cggtaataac ctttataccc
  2689441 atcatacttc aagctgcatg tgcgttagct actctcaatg attttaatta cttactggtt
  2689501 tttgacctta aaataaatag acccatcaag gttttttcac ttgccgcctt tctgaagctc
  2689561 gaatttttag agtatataca tggcgtgtgc atactcaaaa tattgaatga gtgagaatga
  2689621 tgattaacat cactctgata taaagatcca acgattgcga tatgttggat tgcatctatt
  2689681 attgttcata agtggcacta ttgctaatat ctacatctgt tttttttact cacaatagag
  2689741 tgtggtgagg tttacacggt gtaaagctat gaaaaataag ttactacagt aaataatacc
  2689801 gttttatgat aataactaag tgtgtttttt atgtggatta aattcactcc cgtaaatatg
  2689861 agaatgctgc gtatacgtgt ggtgtgcgta ttaagataaa actatcattt gatttctatc
  2689921 aaaaataatt taatttaatc atgatttttc tcatttctta tctatactaa aattacctat
  2689981 aacaattcta gttactctat cgatgaaaac attacgggaa tttagagcta aggtatcggt
  2690041 acccattttt cttgccattt tggtggcaat taacgggtat ctgattttaa gcccgctact
  2690101 ctatcgggcg attgcacatt caagcgatgc aataaataac ttcaatactt ggaaggaggc
  2690161 gttaagtttt ctggaattat tcgaaatccc gcaatttatg atcggtctgg tcttgatgtt
  2690221 gatggcatat gcactatcaa tgaaaacccg tacagcatgg tttttatcgg tattgctgct
  2690281 atttactctt gttgccatca atatttttat cgcgaaaaaa tatgatagcc tgacgattta
  2690341 ctccatcgtg attatcttag cactgctctt ttattggcgg cggtttgatt attacagtct
  2690401 tggcagcggt acattctttg ctgttgtgag tatcgcttca ttaatcgtct atagcatgtt
  2690461 gggtacgctc tatatgggtg atgaatttgc ccccgtagtg actgatttat ctacagcatt
  2690521 ctatttcgcg atagtgtgta tgtcgacggt ggggttcggg gatattatcc cgcataccac
  2690581 tgtggcgaga atgtttactc ttacggtgat tattgctggt ataactgttt ttgctacctc
  2690641 agtggcttcg attgccggcc cgatgatcag taataatatc aaacgcatag ttaaaggtag
  2690701 gatttctcac gtggaacgta aaaatcattt tattattgtc ggtaccaact ctttggcact
  2690761 gaatgtatat aaaggtctgc gtgaccgggg tgatgatgtc actgtggttt gtgcggtagg
  2690821 tagccaacat gatttccctt ccgatgctga tattatcgag ggtgaccctt cttctgttgc
  2690881 cacgctaaaa ttagccggtg cggcgaaggc aaaatatatt atcgtgttgt gtaacaatga
  2690941 tgctgataac acctttacca ttttagcggc taaagaaatt tcgggtgagg ggacgaaaat
  2691001 actggcatta gtcaatgaaa ctcagaatat agaaaaagtt aaaagagtca atccagacat
  2691061 ggtcttctct ttgccattgt taggcagtga gttactggtc aggactctga atggcgatac
  2691121 catcaataat acccttatta cggaaatgtt ctttggtcat tgccagaaac tggattgata
  2691181 tcattaatag cccactatca ctgtgtttat atcaaaacac cctcggttaa gtgagggtgt
  2691241 tttttttgtc acgagccttg gtttttatgg gctatttatt cagaggcaac ttgtggatct
  2691301 ttaggtttct cttttggccc gatcatcaaa cccaactcga cagcaataaa accaacaatc
  2691361 aaactggcga ctaaataaca gattgaaacc aaaacttcgg taggattttt catcatttct
  2691421 actgcgccaa atacgaagct ggagaaggtt gaaagaccgc ccataatccc agtgcctacc
  2691481 atcagatgta catactggtt aattttatct ttcttaaaga aagaggttgt cagccctaat
  2691541 agaaacgctg caataatatt agcaacaaag atatccatcg ggaaaccatc agccagacgt
  2691601 ggtaccgaca gcataataaa ttcacggcac atggcaccaa aagcaccacc gacaaagact
  2691661 aagataataa gattcggcat aatcactcct cccaattagt aagccagcca ggcaccgaag
  2691721 gcagcggcag ctaaaccgac caatacagaa ataatcagat atccggcggc aattgctctg
  2691781 cctcgggctg tggccagttt ggccgcatct aattgcatac tgctgaaggt ggtataaccg
  2691841 cctagaatcc cagtcaatac ggcggtattc attaagtcgc catagcggtc gcgccagtca
  2691901 acactgaaca aaatactcaa gtagccaatg acaaatgcac ctgaaatatt aattaaaaat
  2691961 gtaccgagtg gaaaattacc tttatagact ttgccaatac ttaatcctat ccaccatcgt
  2692021 aaaagtgagc cgataccgcc gcccaatccc acccacatta catcgattgc agtcataata
  2692081 aagcctcaat aacgattagt ttgagtcaag taattgtagt ctaaagtaga caataaaatg
  2692141 ataaatatcg cgtacctatt tattttaatc tgataatgga ttcgtttttt gtccgccatc
  2692201 aataaagtaa aagaataaca acaacgccgg cttggtggtt ttattgatta aactctgaaa
  2692261 taatatctga atgtcactat tgcgcttctt ttttaatttg ttgtcaaaac atttggctga
  2692321 aataacgatt aaagaatatt ccactcatta cgtatgacag tttatatcgg tagggcgttt
  2692381 ccttggatta tggctctgcg ttagttctga taatatttgc agggttattt atcccaccgc
  2692441 agcctgacaa cttctttcgg ttcacatatt ttcaaatatc ttctttctag acagataatg
  2692501 gatggttgtc catttaataa ttcttattac ggaaattggt atcaggctgt aatgctagaa
  2692561 tcagctattt tctgtctcct gttagtatga atagcctata acttgctatt tttcggctag
  2692621 cctgagaacg tcattttgct gttttaacac acaaaataat ctgcatattg atcactacgc
  2692681 ctgttgggtc taaatggcgt ttctttcctc aatacaaaac attcggcagc cagcaaaaat
  2692741 aataagattt gctaatttat attctgacta ttttctattg ccttaagtta gggtatcttc
  2692801 tgtaaacaaa ataataaaaa tttatttaat atcaatggat taaacttatt tcgtcaagaa
  2692861 aaaaattagc cattttgcga taaccatcac attgagatag ttgaaaaatg tgaaggttgt
  2692921 caatctgtaa agtcaatatg agacgattat tgtaagcctt ggattactgc tttatctacc
  2692981 aattccgtat actgccgaca accagagaca atggaagtga gctaaggcgc acaatgaggt
  2693041 acagataaag ggacgtttac cattgcaact ggcatatcaa taacttgtgt cttttgaaca
  2693101 tcaaaaggtg ttgggtatgg aaaagaaaaa aatttatctg ttttgctctg ctgggatgtc
  2693161 tacctcgcta ttggtttcca aaatgaaagt gcaagcagaa aagtatgatg tgccggttat
  2693221 tatcaatgct tacccagaag cgctggcatc ggcgcagggt gctcatgctg atgtgatcct
  2693281 actggggccg cagatcgcct atatgttgcc tgaaatagcc aaaatgttcc cgaataaacc
  2693341 cgtcgaagtg attgatacgc ttctttacgg caaagtcgat gggttagggg tattaaaagc
  2693401 tgcggtggcc gcaataaaaa aagcaaaaca ataaggggat cactgtgagc acatttatta
  2693461 cgtcgttgga gaaggtcata ttacccttcg ccattagaat tggcaggcag caacacgtta
  2693521 atgccatcaa gaacgggttt atccggctga tgccattaac cctgactggg gccatgtttg
  2693581 ttctaattaa taatgttttc ttaagtttcg gtgaagggtc gttcttcttt tcaatgggtg
  2693641 tgcgattaga cggcgatacc attaccatgc taaatggttg gaaagccatc ggtggtaacg
  2693701 tttataacgg aacgctcggg ataatgtcgt taatgacgcc attctttatc agtatggcac
  2693761 tggccgaaga gaagaaggtg gatccactct ctgccgcctt actggccatc gcagccttta
  2693821 tgaccgtgac cccgttcagt gttggcgagg cctatgcggt tggtgccaat tggctcgggg
  2693881 gggccaatat catctcgggt atcatcatcg gtctggtggt ggctgaagta ttcactttca
  2693941 ttgtccgacg taattggatt atccgtctgc cagatagtgt acccacttcg gtttcccgtt
  2694001 ctttctcggc attgattcct ggctttatca ttctttccat catgggcctg atttcataca
  2694061 ctctggcgct atatggtact aatttccatc agatcattat cgattccatc tccgccccgc
  2694121 tgtcgaaaat gggcagtgtc gtggggtggg tgtatgtgat gttctcctct ctgctgtggt
  2694181 tcttcggtgt acatggtgcc atggccttgt ctgcgctgga aagtggcatc atgatgccgt
  2694241 tcgcgttgga aaacgtggca acctataccc aatatggttc ggttgaggcc gcactggctg
  2694301 cgggtaaaga gttccatatg tgggcgaaac cgtttgtcga ttcctacatc ttcttgggcg
  2694361 gaaccggtgc aacgttgggg cttattattg ccatctttat tgcttctcgc cgtgaagatt
  2694421 atcggcaggt tgcgaagctg gctgctccgg cgagtatttt ccagatcaac gaaccaatcc
  2694481 tgtttggctt accggtcatt atgaacccac tcatgtttat tccgtttatc atggttcagc
  2694541 cgatattagc cattatcacg tcagtagctt attacagtgg ccttattcct ccgatcacca
  2694601 atattgctcc gtggactatg cccgccgggc taggtgcatt ctttaacacc aatggtagca
  2694661 ttgctgcatt attattaagt ttgttcaact tgggcgtggc aacactggtt tatctcccgt
  2694721 tcgtgattat tgccaataaa gcacagggcg agatcgaccg tactgtcgaa agcgaagacg
  2694781 atattgctaa cagcctgaaa ttctaagcgt tacaacctgt ttgagtgtta tggttttggc
  2694841 tcaaggccga taaaaatcgt tatggattgg tccggctcaa tatgcggacc agacactcaa
  2694901 gtacgaaaga acagtggcta ttgattggcg gatgttgcca ggcgaaatgg ctttcattga
  2694961 cggagtaatt gtatgtttga tttaagtagc atcgttgata acgaacaaac cagtgatgcg
  2695021 ctggaagatg tggtcatggg gcttatcatc aacgcgggcc aagcccgtag cctggcctat
  2695081 aacgcactga aacaggccaa agccggtgat tttgcacaag cagatgaact gatggcgcag
  2695141 tcccggagcg ccttgaatga cgcccacttg gtgcagacac aattgattga agccgatcag
  2695201 ggcgaaggga aaaccaaagt taccctggtg ctggtacatg ctcaggatca tttgatgaat
  2695261 gccatgttag cgcgagaatt gattactgag cttatcgagc tgcatcaaaa aattcagtga
  2695321 tacgccgacg gggcgataat tctcaatggt agagcgatgg tgactaagat ggacgtcaga
  2695381 ttagtacgtg aaagagactt ttttaacggt aaagaattcc atctgtttat ttacaacaaa
  2695441 acggagagtg cgaccggttt acatcagcat gattattatg aatatacgct gatattaacc
  2695501 gggatgtgct accaggaaat taacggaaag cgtgtttttt tggagcgtgg ggactttatc
  2695561 tttattcctc ttggttctca tcatcaaagt ttctatgagt ttggtgccac ccggatcctg
  2695621 aatgtcggga tcagtaaagc tttctttgaa gaacattatt tccatttact gtctcggcct
  2695681 attgtggcct ctcaggcgta tcgcttaaga ggtgattttc tttcctatat cgaatcggcg
  2695741 atctctgctc cacactacag agaaaatgag caaacagaac ttttagagct actgaccttt
  2695801 tatgtgacta accgcatcag tcattacaaa gagagtgaag ttaacgacga tataccttcg
  2695861 tggctgaagg ccacaatcga caaaatgcat gataacgcga tgtttagtga gaaggcgttg
  2695921 gtgaatatgg tcgagctttc tggcaaaacc caagaatatc tcaccagagc gacacggcgc
  2695981 tattatcaga aaacgcccat gcagattatc aatgaaatta gaataaattt tgccaaaacc
  2696041 caacttgaag tgacgaacta tttagtttcg gatattgcat ttgaagcagg ctacagcgac
  2696101 accacgttat tcatcaaaaa cttcaaaaaa ttaacctctt ttacgccagg aaactatcgc
  2696161 aagaacttct acagcgccag agagagttta tcccattagt tttccaaccg gttattccca
  2696221 tagtgggaga gggttggcaa ggaaccttta atggaaaaat tacttattgt taatgccgat
  2696281 gattttggtc tgtgtaaagg gcaaaactac gggatcattg acgccttccg caacggcgta
  2696341 gtctcctcga cgaccgcaat gatgaacagt gtggatatta accatgcggc ggaactcagt
  2696401 gcgcaatatc cggcactgcc ggtggggatg cattttgtat tgaccttcgg acgtccattg
  2696461 accgcaatgc cttctttaac cgacgcgaat ggtgaactgg gtaaatggct atggcagcgt
  2696521 gctggagcag ggacattgga tctgaatgag atagcgcaag agctggaatg ccagttcgag
  2696581 cggtttagtg cggtctttgg ccgccctccg acccacattg acagccatca tcacgtgcat
  2696641 atgttgccgc agatttatcc cttagtcgcc gccttcgccc gtgaaaaatc actcccgctg
  2696701 cgtattgatc gacatgaagt gcagcaacat gggctcactc tcgataaccc acgtagtagc
  2696761 gagtggttta acgctggctt ctatggtgag aacttatcag agccgtcgtt cttgcagcta
  2696821 ctggaacacg ctgatcaaca aggcgttaac tcgctggaaa ttatgtgtca tccggccttt
  2696881 atcgatcaga cgttgatgac cagtggttat tgttatccgc gattgaccga gttggcgatt
  2696941 ttgacctctc cgacattaaa gcccgctatc gcgcaacgtg gttatcggct ggggtcgttt
  2697001 ttagattgtt aattttgttt actcaggtgc atgggtcgtg actatataga agacgacaaa
  2697061 taggaaagat aataaaatgg cgagcttgcc tttatctgtt tcgattttaa ctacgccata
  2697121 aatgaaaagc agaatgacca aaatgccggt cgagataaga aaaagtaaaa acctaatatc
  2697181 actggctgat agcatagaaa ctcattggga gtggttatca tagacatcac agataatgcc
  2697241 cccattttta ggggcattat cctacaagag gcgactcatt gagagaaatc gacagattga
  2697301 gaggattcag tctggcgttg ataccggggt ttcagatgca gccgatgctg gaatcgaaac
  2697361 attcgctttc gaaagctgag caatccgggc ctcgtacgac aaaatcaagg catcttcact
  2697421 cgtgagagta ttacgtgagt tctttagcca ttcacgctgt tcattgcgaa tattgatttc
  2697481 ttggtcaggt gctgcagcct gcgccttagc ataaacgctg agaagtgtat catccagttt
  2697541 agaaagaaca gggttggtac agattgatgt ctctacgtag ccttttgcgt tgtcgcagtc
  2697601 aaaactggct gcatagcctg gcactgccag gaaaaatgtt gaaattatga gtcctgatgt
  2697661 aaactgtttc accacgtttt atcccttcat tctcatttag ttatcatatt gagccattga
  2697721 gtattattga tcgaaagaca aaaagtaatc accttcagcg tttttcttga aaaaaacaga
  2697781 tcccgcttaa ctaacggtgc tacatcttcc tttctctaaa taatagtgat tatcaatcaa
  2697841 tgtgttggtg tcacgttgcg tgattgtgac gttctcgttc ctcctcgcgt ttatttgtct
  2697901 gccactcagc gatatcggct cgctcataga gaagcccaag gcggtcattg agatgatatg
  2697961 gaggccgggg attggcgggc atcattgtgg tgacaataca aagtcatggc ggggaaagtt
  2698021 ggatgaccct ctagagtctg ttaatctaac cgaaagtaat gaaataccgt aaaaccagat
  2698081 ggttgaaaaa atgtaggtca aaattaaact tttctttgat tgctataaaa acactataaa
  2698141 aatcaactgc attattgttt tggataaaga tgaaaactat tgaactcgac gaagaacttt
  2698201 atcgctatat cgccagccat acgcaacaca taggtgagag cgcgtcagat atcttacggc
  2698261 gtatgctgaa gtttactgcc ggtcagccgg taactgacct gtctgtcagc ggtgctgctg
  2698321 tgaaagtgac tgcccagcca gccccacggg atcgggttcg tgccgtccgt gagttgctgc
  2698381 tgtccgatga atatgcagaa cagagtaggg cggttaaccg ctttatgttg gtattatcga
  2698441 ccttatatac cttagatgcg caggcgttta ctgaggcaac tgaatctttg catggtcgta
  2698501 cccgagtcta ctttgccggt gatcaacaga cattgctgca acacgggacg catactaaac
  2698561 ccaagcatgt gccaggtacg ccattctggg ttatcaccaa taccaatact gagcgtaagc
  2698621 gcagtatggt acagcacatc atgctggcaa tgcagttccc gccggagttg actgacaaag
  2698681 tgtgcggaac tatctgattt cattgaaacc atcctctttc tcagccaatg gcaacgccct
  2698741 tgctgaggac gtgtatagga gtagtgactg tggcgaatca ccctcgggct gggcaacctg
  2698801 ctcagcaaag cgatttaatt aacgtagctc agttgacatc gcaatattat gtattgcagc
  2698861 cagacgctga agaccccgct catgccgtta aatttggtac ttccggccac cgtggtagtt
  2698921 cagtgcgcca cagttttaat gaagctcata ttcttgctat cgcgcaggcg atagctgaag
  2698981 ttcgtcatca acacggtatc agcggcccat gctatgtggg taaagatacc catgcgctat
  2699041 ccgagcccgc ctttatttcg gtgctggaag tgttgacggc gaatggtgtc gatgttgtcg
  2699101 tacagcaaga taatggtttt acgccaacac cggccatttc ccatgtcatt ctttgtcata
  2699161 acgcccaggg taaagcgttg gcggatggta ttgtcattac gccatcccac aacccaccgg
  2699221 aagacggtgg cattaagtac aacccgccga atggtggccc agcggatact aatctgacgt
  2699281 ccgtgattga aaagcgggct aatcagttac tcagccagaa tttaaagggt gttaagcgcc
  2699341 aaacattgga taaagcctgg cagagcaatc atctgcgtga gcaggatttg ctccaacctt
  2699401 atgttgaagg tttggtggat gtcgttgata ttcccgccat tcaacaagca gggctgaagc
  2699461 tcggtgtgga tccgcttggc ggctccggta ttgcctactg gcagcgcatt gctgagtact
  2699521 acaagctgga tttgacgttg gtcaataatg ccatcgatca gacattccga tttatgcatc
  2699581 ttgatcacga tggtgtgatc cgcatggatt gctcttcaga gtcggcgatg gctggtttgt
  2699641 tggcactgcg cgataaattt gatttagctt ttgctaatga tccagattac gaccgtcatg
  2699701 gcattgtgac cccagccggg ttgatgaatc cgaatcatta tctcgcggta tctattaatt
  2699761 atctgttcca gcatcgccca caatgggggg cgggggtggc agtcggtaaa acattggttt
  2699821 ccagtgcgat gattgatcgg gttgtggctg atttgggccg caagctggtg gaagtccccg
  2699881 ttggctttaa gtggtttgtt gatggtttac acgacggcag ttttggtttt ggtggcgaag
  2699941 agagtgccgg ggcttctttc ctgcgcttta atggcacgcc gtggtcgacc gataaagacg
  2700001 gcattatcat gtgtctgttg gcggcagaaa ttacggccgt gaccggtaag gacccacaac
  2700061 gtcactatga tgatttagca caacgctttg gtgcgccaag ttataaccgt attcaggcgc
  2700121 cggcaacgca ggcgcagaaa aatgccttgt ccagattgtc acctgaaatg gtgaaagcca
  2700181 atacactggc gggtgatccg atcactgccc gtttaaccaa tgccccaggg aatggtgcat
  2700241 caattggtgg cttgaaagtg atgactgaga acggctggtt tgccgctcgc ccatcaggca
  2700301 ctgaagaagc gtacaaaatt tactgtgaaa gtttccttgg cgcggagcat cgcgaaaaaa
  2700361 tagaacaaga agccgtaaag attgtcagcg aagtgctggc tgaggcgaaa taagcgggta
  2700421 tattcctgtc cttaaagacc aacgctgtaa tcttggcact cgatcaatcc ggcacaggct
  2700481 ctgttgccgg attttttatg tgtttttctt aatccgttat ctttgactca atattgtcac
  2700541 tgcactcctg tctagggtta ttttattgga tgccaattcc atatttaatg tatggttgta
  2700601 ttttgaatgt taacgccata aggatttgga atgagtttaa gtctgcctgg aaacgacctg
  2700661 tactggctct caaaagataa tctggcaccc gaagagtacg aacgtatcat cagtgctaat
  2700721 gcggcttggt cgcggattac gtgatgatgc tagtgataaa cttatcggtt ttttggagcc
  2700781 tccaagatga taaatacaaa attaacggct caaatagcaa gtgtgcagga tagagagaat
  2700841 gttgtttatg aaatctactg tgggactgat caagttgctg agatatcaaa tgaaccaggc
  2700901 attggccctc gcatagaaat tttctcttgt cctaatggtg gaatatggga ttttgaacta
  2700961 caagaatttt tatctcttgt tgagcaatcc aagaaaaata tcatcaagga attatctgaa
  2701021 gaggcttaat gctaaaaata taaactatct tgcatgattt ggcgcaatta aaaatgaccg
  2701081 ctcaggcggt catctaagat taatttaata atatcaatgg gcggtggttt aattaattat
  2701141 gtttttgggg agggtattac cccagagcca ccatcaatgc gccggcagta atcagtgcta
  2701201 cgcctagccc ggcaactaat gagatttttt cgccaaacag aataaacgcc aagagcacgg
  2701261 caaacaccac actgagttta tcaatgggag ccacttgcga aaccgtgcca tttttaatgg
  2701321 ccataaagta gaacagccag gataaagccc ccgcaacgcc actcagtacg ataaacaaca
  2701381 gggctttttt atcggccagc acggtaccca ccagattaaa tttcccctga accacgacca
  2701441 cgccgactaa aaatagcgcc atcaccaccg cccgtacagc ggtggcggta ttagcatcta
  2701501 aatgctgcag accgatttta ccgaagattg ccaccagcga ggcactcaag gcagacagca
  2701561 gggcgtaaat taaccaagtg ctcataacaa ataagaccta ttagcattca aaaataggat
  2701621 gctacgccgc tgagtttcat tttcctagcc ctaatcagca gtctggcatt gaaaaaacct
  2701681 tagggaataa aacgatagcc aacaccggtt tccgttaaca ggtgtttagg acgggtggga
  2701741 tcggcttcta atttctggcg taaatgcccc atgtaaatgc gcaggtaatg actgtgctcg
  2701801 acataattcg gcccccaaac ctgattcaat agctggcgct gagtaatgac cttaccggca
  2701861 ttagccagca gtgccgtaag cagacgaaat tcgatgggcg tcaggtgaag attttcaccc
  2701921 gcacgggtga cttggcggtt gatcaaatcg acgctgatat cagcaaaatt cactaacggg
  2701981 ctttcctgac tggctccgct gtggcgacgt aaggccacac gtacccgagc cagtaattcg
  2702041 ctgataccaa aaggcttact caaatagtca tcagctcccg catccagtgc ggcaacttta
  2702101 tcttcttcat tgttacgggc agatagcaca atgattggga tagcgctcca ctggcgcaga
  2702161 tcttgaatat agttcaggcc atcaccatcc ggcagcccca aatccagaat gatcaaatca
  2702221 ggcttacggg taccggcttc aataagaccc cgttgtaacg tctcactctc aaatactcgc
  2702281 cagccctcac tctccagtgc aatacgcaca aagcgccgga tctctttttc gtcttctaca
  2702341 atgaggatgt gtgtcgggga tataatttgc tctccttttg ctcgtcatac ttactcgtca
  2702401 tacttcaagc tgctgatgcg ttggctgcct tcgctgcctt cgctcatctc ggtcacttac
  2702461 tgatgtcagc tcccggggat tctctccatt gccgccttcc cgcaactcga attatttaga
  2702521 gtaatgtttg tcatgcttca agcggctggt gcgttggctg ccttcgttat tctgtctgcc
  2702581 gcgggcattt tgttatcaac ctcaggatat atcattattt tcagtatcaa tattgttggt
  2702641 atcaatattg tcggcatcaa tttccggcac tttttccagt ggcaaaacaa aacggaagct
  2702701 ggctccgccc tcttgacgct tctccaccca gatacgcccg ccgtggacat caataatggc
  2702761 acgacaaatg gctaaaccca agccaacacc cggaatggca gactctttat tcccgcggga
  2702821 aaacttatca aaaataagat tttcctgacc gatggtgact ccggggccat tatcccacac
  2702881 gtccacattt aaccactcgc cttgcacttc cgcccggata cccaacaagg cggcgtgacc
  2702941 tgcatattta tgggcatttt ccaggaggtt gataaagacc cgctccagca agcttgcgtc
  2703001 gcaattgatc aacaccattt catccggcaa ttcaacgcgt atctgatgct gacttaaggt
  2703061 ggtttccagc atatacaggg cgctgccaat aatctcttcc agcgattgcc actctttacg
  2703121 tagattaaaa ccaccagact gaatacgcgc catatccagc agattgttca ccaaccgggt
  2703181 ggtgctcaag acctgctggc ggatttggtt agcctgcggg gcatggcgcg aaccttcggc
  2703241 ggccagatcc agcgtcagaa tttctgcctg accgaataac acggtgagcg gggtacgcaa
  2703301 atcatgggac aatgccgcca gcagcgaatt acgcaattgc tcccgttcag catccagttt
  2703361 tgccagttca gcactgcggg ccagatgtag cctttccaat gcattggcaa tcaggctggt
  2703421 aaatgtttgc aacagccgtt gctgctccgg caccatcagt tggcgtaagt tagcgggttc
  2703481 aatcgccaac acgccgtagg tctgttgagc cgctgtcaac ggcagcagtt ggtagggcac
  2703541 gcccggcagg gtatcggtgc ccgctcctgc aggggcaccc tgattaaaac tccaatgggc
  2703601 aatggcatca tcaacggaca ggatgccccc gtcatcgggc attattggct gtaaatggcc
  2703661 ctcttcctgt ggcagtagca ggctggtttt ggcctgaaaa ctgctggaaa gaaaatggcg
  2703721 gctggttttg gcaatatcct ccggtgtcag agcgcggctt aaactgcgag acatttcata
  2703781 cagatgtctg gcccgttgtt cccgataacg ggcaatttta gcctgatagc gcaccccagc
  2703841 ggtcagattc cccaccacga taccgacaat cagcatcaca ccgaaagtca gcaaatattg
  2703901 cacatcggta acggctaatg accagtgcgg ttggacaaaa aacagatcga agctggcgac
  2703961 attaatcacc gccgccagca ctgaaggcca gcggccataa aacagggcaa taatcaccac
  2704021 gcccaacaag taaaccatca ccagattggc ttgatcgaaa cgggggatca accacaacga
  2704081 tagcacggtg atcagcgcac atagggcgat agcggcgaca catccccgta gctgcatacg
  2704141 ccatttttcg gtgaaggggc gcgagtctgg ttctttagcg acattggttg gcggatcggc
  2704201 atccagtgca ataatcacca aatccagatc tggccccagc ttacctaagc gatcggcaaa
  2704261 actgcctcgc agtttccaat gttgctcggt gcggcggcca ataatgattt tccccagatt
  2704321 gtgttcacgg gcgtagcgca ataccgcctg ttcttcactg gggtccgata aggtagcggt
  2704381 ttccgcgcct aactcttgtg ccagtttaag ggtgcgcagg atagcgcgcc gtttagcctc
  2704441 tggcaggccg tgcaaccggg gggtttcaac atagactgca tgccagatgc agcctaagcg
  2704501 ggcggccaac cgggcggcgg tacgcactaa cttttcatta cccgcgtggt ggccgataca
  2704561 cagcaaaatg gcatcgcgag tatgccaaac ccgttcacgt ccttgggtat cgcggaaggc
  2704621 gcgcatttga tcatcaaccc gatcggccgt acggcgtagc gccaactcac gtagggcgat
  2704681 taaattccct ttacggaaaa aatgttcgat ggcgcgctca gcttggccgg ggatatacac
  2704741 tttgccttca ttgaggcgtt ggcgcagatc atcggggggt aaatcgacta aaaccacttc
  2704801 gctggcttcg tcgaacatat ggtcgggcac ggtttcacgc acccgaatac cggtcacacc
  2704861 gccgaccacg tcattcaggc tttctaaatg ctgcacatta acggtggtca gcacatcaat
  2704921 gcctgcatcc aatagctctt cgacatcttg ccagcgtttg ggatggcggg agccattggc
  2704981 attactgtgc gccagttcat ccatgaggat cagcgcggga cggcgggcca gcgcagcatc
  2705041 taaatcaaat tcacgtatct ggcggttacg gtggtggatg cgtttcaggg ggagggcggt
  2705101 tagcccttca agtaaggcgg cggtttcact gcgcccgtgc gtttccacca ccccgaccag
  2705161 cacatctaac ccttgagcgc gcaagcgttg cgcctcttgc agcatggcgt aggttttacc
  2705221 taccccggcg caggccccaa aaaagacttt taaccggcca cgaggttttt cattcgccac
  2705281 ggctaacagg ctatcggggt tcggacgggt tggttctgca tccaccatga tcgttcctta
  2705341 cggttttgcc gggttggcgg ggacttttac gtggctgtgg ctatccagcg ccatatttaa
  2705401 attcagcaca ttgacgacgg gctcgccaaa gaaactgggt atcgcttttt gcatactgtt
  2705461 atcaatcaat tgctggacat cagacagcgg catctgacgg atactggcaa tacgcggtgc
  2705521 ctgataataa gccgctgcca gtgaaatatg gggatccaga ccactgccgg aggcggtgac
  2705581 taaatccacc ggtactggac ccaattgggt gggattagcc tgacgctgca atttaactcg
  2705641 ttcgccgata gcctggccca gtgccgggtt gctgcttgcc aaattactgc cacctgaagc
  2705701 cattggatta taaggcctat ctgcggtggc tgatgggcgg ccagtaaaat aacccggttg
  2705761 agtaaagttt tgaccaatta aagtggagcc aacaacgtta tcgcccagtc gcgccagtga
  2705821 accactggct tgctgtgaaa acatcaagtg cgctaacccg gtggtgagca gaggataagc
  2705881 tatcccggtg atcagtgtca gtaatatcag taaaaccagc gctggccgta ggtaggacat
  2705941 gcccgatgtc ggcgatgcag atgataatgg agatgttgtc gatgacataa atattgcctc
  2706001 aatttgtgtc ttaaaaccgg ccaccgcatc agggtgcgat ggctgtggtt aaacggttta
  2706061 ttgtcgcctt ggtcatggct gtcgtaataa atgccgttat gataattatt gcgctaaccc
  2706121 ttctgtgctc atgattacag cggctgagtc gctagcccat attcagggcg gttaacagca
  2706181 ggtcgatcaa cttgataccg acaaacggca ccagtaagcc acccaaaccg taaatccaca
  2706241 gattacggcg taagagggcg gccgcactca tcgctttata actgacacct tttagggcca
  2706301 gcgggatcag aaacacgatg accaatgcat taaaaatgac cgccgacaaa atagcggaag
  2706361 acggtgaatg caactgcatg atgttcaacg cattgagttg cggatacgtg gcggcaaagg
  2706421 cagccggaat gatggcgaaa tattttgcca cgtcgttggc gatactgaag gtggtcaggg
  2706481 aaccacgggt catcagcatt tgcttaccga tatgcaccac ttcgatcaac ttggttgggt
  2706541 tcgagtctag atccaccatg ttaccggcct ctttggccgc ctgtgtgccg gagttcatcg
  2706601 ctaccgcgac atcagcctgt gccagtgcgg gggcatcgtt ggtgccatcg ccggtcatcg
  2706661 ccaccagccg cccttcggct tgatattggc gaatcagtgc cagcttggcc tcgggtgtcg
  2706721 cttcggccag aaaatcatct acgccagctt cagcggcaat tgccgctgcg gttaggcgat
  2706781 tgtcaccggt gatcatcaca gttttaatgc ccattttgcg cagttcggca aaccgttctt
  2706841 taatgccccc tttcacgata tcttttaacg ccaccacgcc cagtacgcgt gatccctcgg
  2706901 caaccaccaa tggggtaccg ccggtccggg cgacactggc gaccaaatca tccacggcgg
  2706961 gtgggaagtg gccctgattg gattccacat ggcggcggat agcgtctacc gcgcctttgc
  2707021 ggatcatccg ctcctgtaca ttgacaccgc tcatccgcgt ttgtgctgag aagggaataa
  2707081 aggtggcatt caggctatgc agatcacgtt cacgtaaatt aaaacgttgt ttagccagca
  2707141 cgacgatact gcgcccttct ggcgtttcat ctgccagcga ggaaagctga gcggcatccg
  2707201 ccagttgttg ctcggtgaca ccgggagcgg gtaaaaactc ggaggcctgg cggttaccga
  2707261 gggtaatggt gccggtttta tccagcagca gcacatcgac atcaccggca gcttccaccg
  2707321 cccggccact cgtggcgatc acgttagccc ccaacatgcg gctcatcccg gccaccccga
  2707381 tggctgacaa caacccgccg atcgtggttg ggatcaggca aaccaataaa gcgactagca
  2707441 cggtgatggt caccgggcta ccggcttggc tggcctccac gctgaaaaca gagaacggat
  2707501 acagggttgc tgttgccagt aaaaagacga tagtcagtgc caccaacaat atggtcagcg
  2707561 ccacttcgtt gggagttttg cgccgttttg cgccctcgac catggcaatc atccgatcaa
  2707621 ggaaggtctc gccggggtta acgcgacatt caaccaccag ccaatcggac aatactctgg
  2707681 taccgccggt aactgacgag aagtcgccac cggattcacg gataacgggc gcagattcgc
  2707741 cagtaatggc actttcatcg accgacgcac cgccttccag cacttcgccg tcacacggca
  2707801 ccgtgtcacc ggcttcgatc aacaccaggt cgcctttgcg caaactgtcg gcagagactt
  2707861 tttcttgtgg tgcatcaaca cgggcctcgg acagtttttt agcccaactg gtttttttca
  2707921 ccccgcgtag actggcggcc tgcgctttgc tacgcccctc ggccaaggct tcggccatgt
  2707981 tggcaaacag cacggtaaac catagccata aagcgatact gccggtaaac atggcgctgc
  2708041 ccgtggtgtg cccacttaat atgtccagcc agatcagggt ggtcagccaa ctgcccaaat
  2708101 acaccacgaa catgacggga ttgcgccact ggacgcgcgg atccaacttt ttcactgcat
  2708161 cgagaagcgc agtgcgaacc agtgcaggct caaaaatcgc gcgttgtttg tgagtcatcg
  2708221 ttattctctc tttgcgacaa atggatattc agtcggtatt gacgagtcat ctcttgatga
  2708281 tccctttttt gctcacctat aaaccggata atcaatgtgc taaccagact tgtagatgtt
  2708341 cagcgaccgg ccccagggcc aatgctggga taaaggtcaa tgcgcccact aataagacgg
  2708401 ttccgatcag taaaccgata aacaacagcc cacccgttgg cagggtgccg ttacccgcag
  2708461 gttgccgttt cttcgccacc agtgaactgg caatggccag caccggcaga atgacgccaa
  2708521 agcgcccgat aaacatggcg gcggccagca gcaggttata aaacggggtg ttgacactca
  2708581 gacccgcaaa agcgctgccg ttgttattgg ccgccgagga gagggcgtac agcacctcac
  2708641 taaaaccgtg cgcaccgggg ttgaggatcc ccgcccgtcc agcctctgtg cagagtgcta
  2708701 acgccgtccc taacagcacg atagtggggg tcaccaaaat ggccagtgcg gtcattttca
  2708761 tatcaaatac gtcgattttc ttacccagat attcaggtgt gcggccaatc atcagaccag
  2708821 caataaagac agtcagcagc acgaacagca gcatgccgta taaaccggaa ccaacgccgc
  2708881 caaacaccac ctcaccaatc tgcatcaacc acagggggat catgccaccc aatgcagtga
  2708941 aggagtcatg catcgcgtta accgcaccac aggaggcggc ggtggttact acggcataca
  2709001 ggctggtggc gagaataccg aagcgcgact ctttaccttc catattgcta ttgctgtcag
  2709061 cccctaacgg ggataaatgc gggtttcccg ccagttcggc gtacatcacc accaccacag
  2709121 caacgataaa aatcagtgac atggcccaga taagagcgtg cccctgacgg ttatcgccga
  2709181 cgacctgacc gaaggcaaaa cagagtgcgc aagggatcag aaaaatggcc agcatttgga
  2709241 caaaattact gaatgcagtc gggttttcaa acggatgggc tgagtttgca ccaaagaaac
  2709301 cgccgccatt ggttcccagc acttttatgg cttcctgcga cgctacgggg cccatgggta
  2709361 aggtctgttg cacgccttcc agtgtggtga tatgcaggta gtcatccaga ttttgcaata
  2709421 cgccctgact gacaaaaata agggcgatga tcaaggcgat agggagtaag acatacagcg
  2709481 tgatgcggac cagatcgacc caagcattgc ccagtgtggt ggctgaatgg cgtgcaaagg
  2709541 cacggatcag tgcaaaggcg acggcaatac cagtggcagc ggagaggaaa ttctgtacgg
  2709601 ttagccccgc catttggctc agataactga gggtgttctc accgctgtac gcttgccaat
  2709661 tggtgttagt cacaaaactg accgcggtat tgagtgccag atgccatgac atccccggca
  2709721 gatgttcggg gttcagcggt aatgaccctt gggtcatgag cagcacaaac agcaagacga
  2709781 tccccagtag attaaagcag agaatagcga gagcatattg ccagccgttc atctctgcat
  2709841 ttttcacccc actgcaacgc cataaaccgg cctcgacttt ttgcagcgca gagaagggct
  2709901 caccttcaat caaacgtgct aaaaacccac ccaacggacg ggacaacacg aacaacacca
  2709961 gcatgaagct ggcaataagc agaaatcctg acgctaccat ttaaaagtcc tccgcgttaa
  2710021 ataaggcata aaccaaatag cccaacagca gcaggaccag caacgcacca caaacgatgc
  2710081 tgaaattcac gatatacctc ctgaggtagt attttttaat aacaacagct taggaagtcg
  2710141 taagaaaagt tcttgataaa aaaacagggt atagcgtaaa aaaaatataa aaacggtcaa
  2710201 aaaatgctca ttaattgagt gtaatttgat cagttgaagt attgatgtca agcttggttt
  2710261 gtgaaactta ctttcaccgg gtgaatgtat ttggtttgct aattggcaaa taatacgcaa
  2710321 ccaaagcata acaatgattc atttaaatca acttttacgt aacaaaatta cgaaactggc
  2710381 agtttatttc tacttttcag gtaaaatggt ggtcggatga gtggtaaaat ttcagccaat
  2710441 acggtaaaat tttgtccagt ttccacattc acgcatttta tcgggaggat cgttatgtcc
  2710501 atgtacaacg catacccatt gcatctggtt ctcctgcgtc gtatcgcagt cgttttagtc
  2710561 ggtgtattgg cgctgcccgt catgtttttc cgccgtgacc gtgcccgtct ttacagctat
  2710621 ttgcaccgta tctggataaa aaccagtgat aaaccggttt ggctgaccca atcagaaaag
  2710681 gcaggtcgtg acttttactg agtcatatat cggctgaatt cacattggta agaaatttac
  2710741 aaaaaatagc tggcccgtga gtatcatgcc cacgggcttt tttaatgcgc tttaaacagc
  2710801 ggtatttttt ggctgtggct gtggtagata atatcgacag tgggttttca gccgattccg
  2710861 ggctggcgct gtttttttat gctgtataac ctccccatca gtaaacccgt caaccaatac
  2710921 cgcagattct tggcaactac tgttatgatg aaaacgattc tgatgaccaa agtatctgat
  2710981 gaccaagtac ctgatgatca agtatctgat gatcaaagta accgcagagg gaggatgtca
  2711041 tgccgggaac cgatcgggca gttcacagta aagaatatcg ctatgcgtgt gaggaacttg
  2711101 atgttttgtg tcgcgctggg gtgacccgtg gcgggttgat ggattttcat cgtcgctata
  2711161 agttggtctt actggcgcat tctcagcctg aataccgtga aatcggtcct tttattgcgg
  2711221 caatcagcaa ctggtcatcc ttgagcgaat ttacggctga atatcgtcgg cgcttactgc
  2711281 atttactttc tcacttgccc acggtagcca atcacaccaa tgtgttaatg cacgtacagg
  2711341 gctattttcg cccttatctc agttcagctc agcgtcaggc attggcacag cttattgagc
  2711401 aataccgttt aggcaatcag cctctgcagg ctcccattgc acaaatcacc gagtatctgg
  2711461 ctgagttccc caatgattat ctggctcagc agcgctattt ttctttttat ttacaagatt
  2711521 aagtacccag ttatgtacag gattaagtat taagttacgc acaggattaa gtaccaagca
  2711581 ggccgttgtc tggtggttga atgaaattta accctgaaga cgttgagccc atgagtaaat
  2711641 aaggataagg catgtctacg catctggtct ggttccgcaa tgatttacgg gtcaccgata
  2711701 atttggcgct tcatgcggcc tgtcaggacc cacaagcgag cgtaattgcc gtgtttattg
  2711761 ccacacccgt gcaatgggct gcacatggta tggcacccag gcaggcggct ttcctgcgac
  2711821 aaaatttaca acatttgcag gcagctctcg cggctcgagg gataccgctg cattatcacc
  2711881 aatgtgatga ttttcaggcg tcaaatactt ggctagtcga tttttgtcag caacagcagg
  2711941 tcgatagcct gttttattct caacagtatg aactgaacga gcggttacgt gacgatgcgc
  2712001 tggcggtgca actcagtgag cgagctatca cctgccagtc ttttcatgac agtgtattgc
  2712061 tcgcgccggg gacggttctg accggtaata atgaaatgta taaagtgttt acgccttttc
  2712121 gccgtgcgtt tattcagcgt ttattgatga gtgataacca ctgtgttccg gccccgaaag
  2712181 cccgccatgc tcctcccgtt ctgctctcac cgttgccttt tgattaccca cagcagtccg
  2712241 ttgatagcca gttatttcct gcaggggaag acgctgcctt acagcgttta cgccgttttt
  2712301 gtcgtgaaca ggtacaggat taccggcaat accgcgattt gccggcggtg cccggtacca
  2712361 gttgcttatc cccttatttg gtgttggggg tcctttcacc gcgtcaatgt tttaatcgcc
  2712421 tgtgggctga atccccagaa atgttagaga acgcagacag tggtgcattc acttggctta
  2712481 atgagctaat ctggcgtgag ttttatcgcc atttattagt ggcctatccc cgtttatgcc
  2712541 aacatcatcc ctttattggc tggactgatg ggttagtatg gaaccgatct gaatcgcaat
  2712601 tgaaagcctg gcagcagggg caaaccggtt atcccatcgt tgatgccgcg atgcgtcaaa
  2712661 tgaatgaaac tggctggatg cataatcgcc ttcgcatgat cagcgccagt tttttggtta
  2712721 aagacctgtt gatcgactgg cggcaaggtg agcgttattt tatgtcacaa ttggtggatg
  2712781 gggacttagc cgcgaataat ggcggctggc aatgggccgc atcaaccggt accgatgccg
  2712841 caccgtattt tcgtattttt aatcccacca cgcagggcga gcggtttgat aaggacgggg
  2712901 tatttattcg tcgttggtta ccggagctgg ctgcggtacc agacagtgat attcatcagc
  2712961 catggcgctg ggcagaacgg caacatctgg attatcctgt cccgttggtt gatcacaagc
  2713021 aagccagatt ggctacactc gcggcatttg aagccgctaa gcgggatagc acaaggatcc
  2713081 ctaatcgcaa ggagccttca tgttattgaa atatctctcg attaaatctg catcagataa
  2713141 gataaagagt ggtctgctaa agacgggcgt gattttatct ttcagtctct tcagttcact
  2713201 gtccactgcg gcttttgagg tcgtggcgct tggcgttgat gggggtgtca gtgatggtaa
  2713261 tctgacctct tatctgattc gcaatgatag ccagccgctg tatttggggc tggatgccgg
  2713321 ttccgtgttg ccagggatcg ctcgtgcctt ggagaaaggc cattttgcag cgatcaccga
  2713381 tgccatggcc gctccgctaa cccggcaggg ctatattttt cgccagagca ttaacagtta
  2713441 ttttattagc catgcgcatt tagatcatgt ctctggcctg attatcggtt caccggatga
  2713501 cagcaagaaa accatttatg cttcggctga taccattgat gtgctgagaa actactattt
  2713561 taactggcgc gtttggccca attttaccga cagcggcagt ggggctcgtt tagggactta
  2713621 ccgtatgcaa gtggtgcgcc cggctcagtc tttgagcttg gggttgaccc gcttaacggg
  2713681 ggaaatgtat ccactgagtc atgataaatc gccctcatcc atgctgctta tcagtagtaa
  2713741 taatgagttc tttgcctatt tcggtgatac cggcccggat gatgtcgaaa aatccaaaaa
  2713801 tctggatacg gtctggcgca aactggcgga gaaggttaca caacaacaac tgaaagggat
  2713861 gattattgag gtctcgtatc ctaatgatgt ggcagacaat aagttgtttg gccacatgac
  2713921 accaacgtgg ttgttgaaag aattgaaaaa actggagcaa tacagtgggg aaggccagcc
  2713981 actaaaagga ttaccggtgg tgattagcca cataaaaccc tcattccagc aggggcagga
  2714041 tgtgcgtaaa ttaattctct ctgagttgca acaaggcaat gatatgggaa tcgaatttat
  2714101 cctgatggaa caaggtgata gccagaaatt ccagtgactt gcggttggct tttcttttat
  2714161 aggatgaaaa tagctatatg acgaaaatag ctaggtgaca aaaatagcta ggtgacaaaa
  2714221 atagtccccg cgctgtattt atactgatta attgacactg acctgatgag attgaaatga
  2714281 tgcgtaacgt tgaactggaa actgtactca ataaccaact gaatatcggg gcttttcaag
  2714341 attatgcccc caatggtttg caagttgagg ggcggcggga tatccagcgg gttgttactg
  2714401 gtgtgaccgc cagtcaggcg ttgctggatg cggcagttgc gcatcaggcc gatgctattt
  2714461 tagtccatca tggctatttc tggaaaaatg aaccggtagt ggtgcggggg atgaaacgca
  2714521 accgcttaaa aacactgttg acccacgata ttaatctgta cggttaccac ttaccgctgg
  2714581 atgcacatcc cgaacttggc aataacgccc aactggctaa attgctggag atacaggtct
  2714641 tgggtgaaat cgaatctttg ttgccctacg gtgagttcac cacaccgctg aatgccgtcg
  2714701 ctttacgtga gcgtctggaa aaacagttgg ggcgcagtgt attacattgt ggtgatcggg
  2714761 cgcccgcaga ggtacgccgt attgcctggt gtacgggcgg cgggcagggg tatatccaac
  2714821 aagcggctga gttcggtgtc gatgcattta taacgggtga agtttctgag caaacaattc
  2714881 atatagcccg tgagatgaaa gtgaattttt atgcggcagg gcatcatgcg actgaacgtt
  2714941 atggtattaa agcgctgggt gaatggctgg ctgaacaata tcaattagat gttaccttta
  2715001 ttgatattcc taaccctgcc tgagttaggg gatagggcta ttttcgccga tgtttagcat
  2715061 cggcgtgtct ccgtcttaca tggcgctgcc gggcgattaa gcggcgttta tgttcctggc
  2715121 tgatctgtca ttcgttggcg agttacccca agttttttgc cactcctcgc tttataccca
  2715181 taaaataaac aggcctttgt cctattaatg ctgcttaaaa cagtcatttg attgtttttg
  2715241 gatgataaat agacattttt catacatacc tcctctccag tcgttgattt taaacaagaa
  2715301 aagtattgct gacttcccgc catcttgatg aaaaaaacct caaaacgtgc cattcatggt
  2715361 gattaatttc acgcttgccc ccctatttag tgattgatag tatttattgg ttagtttagt
  2715421 tctattgaca gcagccaagg gctaaagcat aaatatgtgc ttattgacga taattattga
  2715481 gttataccct gcttgctggg catgacggcg tggctagcgg cggtgaatgt ctgaatcctt
  2715541 gttgagataa gtttaccggg attcgagtat tttattttgc tgtcgcgcca atgacgttgg
  2715601 gtatctaaaa acaagaacca taaattaatc agggggacgg ggtgcaacga gcacgatgct
  2715661 atttactggg agagagtgcg gtggtgttgg agttagaacc accggtaaca ttagccagcc
  2715721 agcaacggat ttggggctta gctgatcgcc taattcatca tgccgatatc cttgaggtga
  2715781 tccctggcat gaataattta actctactgt tggccgatcc acacaatact gccttagatg
  2715841 cgattgagcg gttacaacgt tggtgggaag agagcgagtc attgataccc gaatcgcggg
  2715901 atatcaccat cccggtaatg tatggcggtg aagtcggtcc cgatctggct gacgttgccc
  2715961 gtcatacggg gatgagtgaa cgtcaggtgg ttgagtgcca cgcgggcgcc cgttatatcg
  2716021 tctatttttt aggctttcag ccggggttct cttatctggg agggatgcca gagcaactgg
  2716081 ctacaccacg gcgtgcagat ccacgtttag tcgttgcacc gggttcggtc gggattggtg
  2716141 gcagccaaac gggaatttat cccttggcaa caccgggagg gtggtagtta attggtcgca
  2716201 cctcactggc attgtttaat ccagtggcga tgccaccgac cttattgcga cctggggata
  2716261 atgtgcgctt tctgccgcta aaggagggcg tatgttgaat atcatccgcg caggtattta
  2716321 taccacggtt caagatgctg gccgtggcgg ttttcgccgc ttggggatca gccaaggggg
  2716381 agcgttagat ttacccgcgc tgagtatggc gaatatgctg gtgggtaacg ctagcgatgc
  2716441 cgctgggtta gaaatcaccc ttgggcagtt tacagcagaa tttacccaat cgggttggat
  2716501 tgccttaacc ggtgccggtt gtgatgccag acttgatgaa cagcggctct ggaccggctg
  2716561 gtgctatccg gttaaggccg gacaacagtt aaaactcagt gtgccgcacc gcggtatgcg
  2716621 cagttatctg gctctttctg gcggtattat cgtgccagaa atactgggtt cacgcagcac
  2716681 cgatttgaaa gccgggtttg gtggtcatca ggggcggttg attaaagaag gcgaccgcct
  2716741 gccattgggt aaacccaccc gtttgcccag tgaatctgtt ggcgttaaac agctattatt
  2716801 cggtaaccgt gtccgtgccg tgccgggacc ggaataccac gaattcgatg aggttgcgcg
  2716861 gaatgctttt tggcgagaag cctggcagct cagtccgcaa agtaaccgca tgggataccg
  2716921 cctgagtggc cgcgaattaa cgcgtaacac cacgcgtgaa atgctatctc atggtctatt
  2716981 gcccggtgtg gtgcaggttc cccataacgg ccagccgatt gtattgatgg ctgatgcaca
  2717041 aacgaccggc ggctacccac ggattgcttg cgtgattgag gcggatctct accacttggc
  2717101 gcaaattcgg ctgggtgagc cgatacattt tgtaccatgt actgtggaag aagcactacg
  2717161 cgccaaaaga gagcaacagc atttcctaca gcaaattgaa tggggtttag agaagggttt
  2717221 tgttaccccg gaggcccagt gaaaattgat ttaaatgctg atttgggtga gggctgcgcc
  2717281 aatgatcagg cgctgctgca attggtcagt tcggccaaca tagcctgcgg ttttcatgca
  2717341 ggtgatgcgc aaactatgcg tcaatcggta cgctgggcgt tggagtatgg tgtggctatt
  2717401 ggtgcacatc cgagcttccc ggatcgggaa aactttggtc gcactgctat gcagctacca
  2717461 cctgagaccg tctatgctca agtggtttat caattgggcg cgcttgccgc catcgtgcag
  2717521 gttgaagggg gggttatgca gcacgtaaaa ccccatggca tgttgtataa ccaagcggcg
  2717581 gtcgatccgt tattggcgga tgccattgct caggcggtta aggctgtgga tccgtcatta
  2717641 cgtctggtcg ggttagccgg gagtgagttg atccgcgccg gtacccgtgt ggggttagtc
  2717701 acccggcagg aagtgtttgc tgatcgccac tatcaacccg atggcacgtt agttcctcgc
  2717761 agtcagccag atgctctaat agaaagtgac gagttagcgc tgtcacaaac tctggctatg
  2717821 gtgcaacagc atcaggttca ggcctgcgat ggcagctggg tacaggtaca agctgatacg
  2717881 gtatgtgttc atggcgatgg cgtacaggca ttagcgtttg cgcgttgttt acgagaccgt
  2717941 tttcagcagg aaggcatcag cgtgatagcg caataaccag cgcctacctc gggcagaata
  2718001 tatttatcac ttaaatacgt tttacattat tgaaatagac ttcagggcgg gagaattctc
  2718061 ttggaacaaa cggtaaatct ttggccgctg atcggtattg cggcgattgt aattggattt
  2718121 ttattgcgga taaacgcggt attagtggtg atcaccgccg ggattattac tggtctggcc
  2718181 gcgttgatgc caatagccac tattttagaa aatctgggtc aggggtttct taacacccgt
  2718241 aatctgccct tgattctgtt actgcccttg gcggtcattg gtttgcttga acgtcatggt
  2718301 ttgaaagagc gggcgcaggc atggattatg caaattaaaa gtgcgacatc aggccgctta
  2718361 ttaattgttt acctctttgt gcgtgaagtg acggctgcta tggggttaac cagccttggt
  2718421 ggtcaccccc agatggttcg gcccttattg gcaccaatgg ctgagggggc ggcagagaac
  2718481 cgctatggcg aattgccgga gaaagttcgc taccgcctgc gtgccatgtc agcggcaacc
  2718541 gataacgtgg ggttgttctt tggcgaggat atctttgtcg ctttcggggc gattatcttt
  2718601 atgcacaact ttatgttgga gtcgggtggc attcagacgg aaccattgca tatcgcgctg
  2718661 tgggggatcc caaccgcgat ttgtgctttc ctgatccatg cctaccgttt acagcggtta
  2718721 gataaacaac ttgctgcgga attaacggcg ctgaatcagt ctgccctggc agctcaggga
  2718781 gaggctaaat gattttccaa caacaatact tatattggct ggccggagtg gtgctattga
  2718841 ttgtcgcggt gatgtcattt cgtgataaag ccaatccaag gcgcttaacc accggtttgt
  2718901 tttgggggtt gtatggcttg atttttctgg ttggcgattg gacttatcgg ctggcgaatg
  2718961 cgctggcggg cgaaggccca gatgagaaac gcgtcctgaa tattattgtg ggtctggtcg
  2719021 tggtggtcat ggcattgatt gccgggtttg gtggtgtcaa gctgggcagt taccatcaac
  2719081 ggacgccgca agagcgtgaa gttagcgcaa aacgtttagg taatcggcta tttattccgg
  2719141 cattagctat cccattggtt acggttatcg gtgtgctgtt gttcaataac atcccggctc
  2719201 tgcaacaagg gatgtttggt ccgggtaacc actccacgct agtgacgctt tttttcaatg
  2719261 acggtcggtt gtgttcttgg cttggtcctt gccgtggcga tgacccgtga gacggcggcg
  2719321 caaccggtac aggaagcgcg ccgcttgctg gattctatcg gctgggcatt tattctgccg
  2719381 caaattctgg cgacactggg gttactattt actggcgcgg gtgtcgggac ggccattgct
  2719441 catcttacgc aagaatatct ggccgtcgac cagcgcttta ttgctgttgc ggtctatgct
  2719501 attggcatgg cgctgttaac catgatcatg ggtaatgcgt tcgccgcttt cccgatagtg
  2719561 actgccggta ttggtattcc tattttagtg ttacaacacg ggggaaaccc ggcagtgatg
  2719621 gcggccatcg gcatgttctc tggctattgt gggacattga tgacaccgat ggcggccaac
  2719681 tataatattg ttccggccgc attattggaa ttgccggaca aaaatgcggt catcaaagcg
  2719741 caaatcccaa ccggggtagc tctgttgatt gttaacgtat ttttactgta tttcctgatg
  2719801 tttctctaag gagaggcgat gagacgtgta ttaattaccg ggttcgaacc ttttggtggg
  2719861 gagcggatca atccttcctg ggaagtggtc aaacaaatga atgatttaat gatgggtggc
  2719921 gtcagaattg tggcgcgcca gctaccctgc gcattcggtg aggcactgac cgccctgaac
  2719981 accgcgatag atgatgtcca gcccgtattg gtacttgcta tcggtcaggc gggaggccgt
  2720041 gcggatatta ccattgaacg ggtggcgatt aacgttgatg acgcgcgtat cccagacaat
  2720101 ttgggtaatc agcccgttga tcagcctatt attcaagagg gacctgcggc atatttcacc
  2720161 cgcctaccga tcaaagccat ggttcagggg atacgagaag cggggatacc ggcatcagtt
  2720221 tctcaaactg cgggtaccta tgtgtgtaac catgttatgt atggtttatt gcatcggtta
  2720281 aatcagttta ataatgaggt caagggcggt tttattcata tcccttattt gccagaacag
  2720341 gcagttgatc accccggtgc gcccagtatg tcggcacaat cagtgttggt cgcgttagaa
  2720401 ttggctatct ctatcgcatt gcagattgag catgatttgc atatcacggg gggagcagtt
  2720461 cactgatctt ccaataacct cacggcagcc gaaggtggcg tgaggttaca gacaacgtcc
  2720521 tggcttaaga ggtggggttg tgatctgaac ggtgatttac tccaccgctg gcagcttagg
  2720581 ttgccaatca ataggctgct gattttgttg ttgcagtaat tgattagctt gcgaaaagtg
  2720641 cttacagccc agaaaaccac ggtgtgctga caagggtgat ggatgaggtg ctttcaaaat
  2720701 ataatggcgc tcagtattaa taatgcggcc ttttttctga gcatgtgatc cccacaacat
  2720761 aaaaatcaca ccttctcggt gttcattcaa cgcagcaatc actttatccg taaaggtttc
  2720821 ccaaccaagg ttagcatgag agtgggcttt gcccgcttct accgtcagga ccgtattaag
  2720881 taataaaacg ccttgctcgg cccagctttg taaaaaaccg tggttagggc gctggaatcc
  2720941 tggaatatca gtgaccagtt ccttgtatat attccccaat gaaggggggg caggaacacc
  2721001 aggtagaacc gaaaatgata atccatgagc ctggttgggg ccgtgatacg gatcttgccc
  2721061 cagaatgacg acttttactt gatccagttc ggtcaggcga aaagcgttaa atatatcttt
  2721121 ttgtggtgga tagatggtct tacccgcacg gcgttctgct gccacatagg ccagcgtatc
  2721181 tttaaaatac ggttgttctt tttcttggcc gattacatcg tgccaagtaa gggaggggga
  2721241 cataaacact ctccttggtt tctgcaaagt attgatgtgc gctagcttac cggttcaaac
  2721301 cgatgagtga aactgttaaa ccgatgtctg tgacatgatg ttgttttttt gacctttata
  2721361 tataaaaaat gttgaaaatt tacaaaaata attgctggtc gcgtttctga caaaattgat
  2721421 ataaaacata aatttgccag tgtcgatatt gatgatgtgg tgaaaaaatt gatttgaatc
  2721481 aaagaatggt aggggctgga ctggtatata gaacaataag acaacattgg ttttaccaaa
  2721541 taaccaagat aattatcttc ccttggaatt tatagccgta ctacggaggc accaaatgat
  2721601 tactggtatt caaattacta aagctaacaa tgaagccttg ctgaactctt tttggctgtt
  2721661 ggatgatgaa aaagcggaac tgcgctgtgt ttgcgcgaaa tctggctatg ctgaagatca
  2721721 gatagttcca accagtgagt tgggcgagat cgaatatcgc gaagtgccac tggaagtgca
  2721781 accaactgta cgtgttgaag gtggtcagca tctgaacgtt aacgttctga gccgtgatac
  2721841 gctggaagat gcagtaaaaa atccagaaaa gtatcctcaa ctgacgatcc gtgtttccgg
  2721901 ttatgcagtg cgtttcaact cactgacacc agaacagcaa cgcgatgtga ttacccggac
  2721961 tttcactgaa agtttgtaat tcttagacga gcaattaagt cataagaaat taaatcataa
  2722021 agtgataggg gacttcggtc cccttttttc atgcctgaaa tttagtaagt taacttaaga
  2722081 gcatcatctg atgtgtcgat agataccctc attgagccgg gataacgatt tagattatcc
  2722141 cccaacaagg agttggcatg agtgcatctg tcagtttgac tacgcctgtt tcagtctctt
  2722201 gcttaataaa tgatgttaat ccatcggtta aggcaaagaa agaagacgcc acggcggtga
  2722261 ccaccacaca ggcccccaaa atagcagagg caattcaccg atcaactccc acgttggcgg
  2722321 acaatgttct ctatgacagt acgtcataca ctcacggggt gaccacaggc agtaccaatg
  2722381 taccaatatc aagtgggcag agaccacagc aagcggatta ttcattagca ctgctcgcta
  2722441 aagatgttta tgcccccacc tctggcaatc tcaacgggtt tgtccgttta agtgacgaga
  2722501 ggctactggc agcaggtatt gacccaacgg ctttgtctga tagcgcttca ggctttctcg
  2722561 cggggattta cagtgataat caacagtatg tcttatcttt tgcaggcact aatgatcggc
  2722621 acgattggtt gagtaatatc cgacaggcgg tgggctatga ggatgtgcaa tacaatgaag
  2722681 cggtggctct gggaaaaaca gcaaaaatgg cttttggtga tgcgctggtg atcaccgggc
  2722741 attcattggg cggtgggttg gcggctactg ccgcattagc cactgggact tttgccgtta
  2722801 ccttcaatgc cgcgggggtt gccaagaata cactcaaacg ccttggtatg gactcggcta
  2722861 aagcgcggcg ttcggcagag aatggcggga tacggagcta tagtgagaag tatgatttac
  2722921 tgaccggtat tcaggagcta acttcactta ttcctaatgc ggtgggccat aaaatagtct
  2722981 tggccaatag cgacaaactg actggcgtgg atgattggtt accacacaaa catctcgaac
  2723041 gccgtatatc ggcgcatagc attgagaaag tacttagctc aatgagtgag caacagcctt
  2723101 gggagcggcg gtatgtttga acataaaggt gagatgtcca cggcgttatg ccagttgccc
  2723161 tattttgatg ttgctattgg gtttcggggg atgagcaatg acaaaaatta gtactgcttt
  2723221 tactgatcca ttggttatgc ctatcgccga tgcgattgcg cacggagaga gacaacagat
  2723281 ccatcattta gccaataaag cgttgctgca gcagcgaggt gatcggctaa taacactgat
  2723341 gcaatgggcg atctttaacc aacagccaac cagcctggtg gcattaatac aagaacacgc
  2723401 cgatccttct caatcaggga tacaaggcga cacggcatgg cataccgccg ccagtgtgca
  2723461 agatgcatgt tacatgcgca ttttacttga gggtcaccag ccgccgaata cccgaaacag
  2723521 tgtgacttta gcggttccat tggccttagc ggttatggca gggcgcgaga ttcaggtggg
  2723581 tttgctattg gccgcgggcg ttgatcccaa tcttgctgat cgtatgggtg acaccccatt
  2723641 acatatagcg ggtaagacca atgcaccggg tttggcctta cagttactaa cagcaggcgc
  2723701 tgatccgaaa ttacgtaaca agcagggtgc aacgttccag cagtatttag cgatgacacc
  2723761 attggatatt caacacattg acatacaaca agaatatcag gaattgaatg attggttgcg
  2723821 cggtaacgat tttgcagaag ttgatgagca atagagtaaa aaagtcagtt ttaggtaacg
  2723881 caatattcgc aatgtcattt cagtctgaaa atggtattgg taatgagcag atatctgaca
  2723941 acaaaaccgc tatgtgagca gcggctttgt tgtcgtgcat atcactaacc agcactcttg
  2724001 gtatcaggtt ttgcttttgg tgtacgccgc ttaccaacgt ttttggcatc acgatgacga
  2724061 accttaacct ttactttctc tttgctggat tctttttgtt ctttacgctt cgctaaaacc
  2724121 tttttagagg gtttacccgt cgctttttca cttggtgcct tgctcgttgg gcgcaactca
  2724181 tcaataacgc gtggtttcag tggttcgtta agataacggc caattttgcc taacaagata
  2724241 tgatcatgag cttcaaccaa ggaaatggcg acgcctttgc ggccagcacg gccagtacgg
  2724301 ccaatacgat gtaaataaac atcggcggtg cgtggcatat caaagttgaa tacatggctg
  2724361 atatcatcaa tatccaaccc gcgtgaggca atatcggtgg caaccagcac atttacccgg
  2724421 ccatcaccca agcgaatgac cgcttcggta cgtttagctt gtaccatttc gccttcaagg
  2724481 aaccaggcat taatgcccgc ctcacgtagc caactgacta actcatggac acgctcgcgg
  2724541 gtacgaacaa aaatgatgga cttcgagaca tcgggctgtt tcagcagatg acaaagtaac
  2724601 gctgtcttat gcttgatgtc gtcagcccgg tagtaccatt gctgaatttt tttgcgttcg
  2724661 cggcgcgatg gatcggcctc aagttctact ggctcattga gaatgcgctc cgcaaattcg
  2724721 cggatggctt caccttcaag agtggcagag aacagcagtg tttgcttacg ccagcgggtt
  2724781 tcggctgaga tggtttcaat atcttgggca aaacccatgt ccagcatacg gtcagcttca
  2724841 tccaggatca gggtctctac cgcacgacaa tcaaagtttt cttctttgat gtattgcagc
  2724901 aggcggcctg tcgtggcaac gacaacatcc tgattctcac tgaagacttc ggcatggttc
  2724961 atatatgcca cgccgccggt tattgtggcg atatccaact gagtatactt tgccagttca
  2725021 cgggcttggt ctgccacttg catggctaac tcacgggttg gcgtcaggat caggatccgc
  2725081 ggtggcccgg attttttgcg ggggaaatcc agcaaatgct gcaaggctgg cagcaaaaag
  2725141 gcggcagttt tgccggtacc tgttggagcc gaacctaata cgtcacgccc atccatagcc
  2725201 ggcgggatcg ccgaagcctg gatagccgta ggacgctcat agcctttgtc gcgcagtgcg
  2725261 tcaatcagac gttcatcgag atcgagttcg gaaaaattgg ttacagtcat ggtcttcctc
  2725321 tacttggggc gccgattata gacgggttag ccgaattctt cacctgttta agtcggaatg
  2725381 atgtcttttc cctttaataa tattgtccta aataatattg tcctctgcta cgccggttat
  2725441 atactcgtca tacttcaagc tgcatgtgcg ttgctacgat caatcacccg aaccgatttg
  2725501 tctctcgctg gctgccttac tgcaattcga attatttaga gtataaattt tggtgactaa
  2725561 tgtgggcgaa caattaaaaa aacaaccggt attacgtggt ggcggtttca cctttaaaca
  2725621 attctttgtg gcacatgatc gctgtgcaat gaaagtgggc actgacggcg ttctgctggg
  2725681 ggcttgggtg ccggtgttac acgcccgtag agttttggat attggctgtg gcagtgggct
  2725741 tatcgcctta atgattgccc aacgttcatt gccacaggtg cagattgacg gggttgaact
  2725801 ggaacccgcc gctgcgcaac aggcgagcag taatgttgag ttatctcctt gggctgaacg
  2725861 cattcatatc catcagcaag atattcatca gtttgctgag aatcatcctc atcagtatga
  2725921 cctgattgtc agtaacccgc cttactttgc tccggccatt gcttgtcgag atgaagcccg
  2725981 tgataccgcg cgctataccg ggtcactcac gcatgatgct ctactgaact gtgcggagaa
  2726041 gcttatcaca gaggacggga tgttttgtgt ggttttaccc catgagttag gaattgaatt
  2726101 tgcccgcctt gctgggcaac agggctggtt tgtccggtgc caggttgata tcagggatcg
  2726161 ccccggtaaa ccgttacatc gaatgctact gacactttca agacaagcgg gtgagacggt
  2726221 gtatcaacat ttagctctgc gtcagtctga aggtgtttac tcacctgagt tttgccagct
  2726281 catcagtgat ttctatctaa actattaatt ttaaataaag taattaattt taaataaaat
  2726341 aattagcgtg aaataagaat cgggcgtcgt agagacgccc tgaggttatt gacaaagtgc
  2726401 ccgcgacgga gagaacaggc agatcgtaaa gacgccgtaa atacatctat gtaggctcga
  2726461 gccgcgccat ccttggcgcg gacgctttac tcctctgcct atcctcaccg ttcaagatcg
  2726521 cgtcatcggg gtttgtcagc agtctgcggg cgtcgtagag acgccctcaa tcttatggat
  2726581 tcagaatgtg ttatggatgc agaatggttg gctgtgggtt ttctatttga tcagggtaat
  2726641 caagcgtata gtgcaaccca cggctctctt tacgttccat cgcacagcgc acgattaact
  2726701 ccgcgacttg taccagattc cgtaactcca gcaggttatt ggagatacgg aaattggcat
  2726761 aatattcatc aatctcttgc tgcaacgtgt taatgcgccg taaagcccgc tctaagcgtt
  2726821 ttgtggtacg gacaatgccg acgtaatccc acataaataa acgcaactca tgccagttat
  2726881 gctgaatgac aacccgttcg tcagaattat caacgcggct ttcatcccaa tctggcagat
  2726941 gcttggccag tttggccgtc ggcagccgtg tcagaatgtc ttctgctgct gaccagccat
  2727001 agaccaggca ttcgagcagg gaattggagg ccatgcggtt ggcaccgtgt aagccggtgt
  2727061 agctcacttc accaatcgca tataacccat ctaaatcggt acgcccatgt tgatcaacca
  2727121 ttacgccacc acaggtgtaa tgagctgcgg ggacaatcgg aatagcttct ttagttagat
  2727181 cgatacccaa tgacagcagt ttttcataga tcattgggaa atgttgcatc acgaaatcag
  2727241 taggtttatg gctgatatcc agatacatgc aatcagcacc gaggcgcttc atttcatggt
  2727301 cgatggctcg ggcaacgata tcacgtggcg caagttcacc gcgtggatca aaatcaagca
  2727361 tgaaacggct gccatcaggg cgtttaaggt aggcaccttc accacgtaag gcttctgtca
  2727421 gtaaaaaatt acgtgcttgc gggtggaaga gacaggttgg atgaaattgg ttaaattcca
  2727481 aattagcgac ccggcacccg gcacgccacg ccatggcaat accatcacca gacgaaatat
  2727541 ctgggttagt ggtgtattga taaactttag ccgcgccgcc tgtcgccaaa accacggctt
  2727601 tggcgcggaa agtctcaact ttctctaact cacggttcca gacataagca cccactacgc
  2727661 gtttggtacc cgccaaacca attttgtttg atgtgataag atcgacagca ttgcagcgtt
  2727721 ctttcactga aatattaggg tgattgcttg ctttacccac taaggtagtt tctacttctt
  2727781 taccggtagc atccgctgta tgcagaatac ggcggtggct atgaccacct tcacgggtaa
  2727841 ggtgatagcg ctcttcaccg ttagcactgg tctctgtatc aaaaagaacg ccttgatcaa
  2727901 tgagccactg cacacaagag cgggcattgc tggcaataaa ttcaacggct tctttgtcac
  2727961 aaagcccggc accggcgatt aaggtgtcat ctacatgtga actgatactg tcagtttcgt
  2728021 cgaaaacagc ggcaatacct ccctgagcat aaaaagtggc tccctcatta agaggccctt
  2728081 tgctcagaac ggtaacttta caatgtggcg cgaggcggag agctaaagac aagccagcag
  2728141 cgccactccc gatgatcaat acatcgctaa tgtgttcaga tgatgattgc atatcgtatg
  2728201 atgtgtgcag aagaagagtt ggtttcatgt tagcctatct gctcaagaaa aagctatggg
  2728261 tataagatgt ctgaataata tttggacaaa aaatcgggca acatggaact ttacaatttt
  2728321 tataaactcc aagcgtgtgc ttgctcagga aacaatgata tggctggcag tactgttttt
  2728381 agcatgggga tagatttcgg gagagttcac ctcggatgag cgagcagtta acggatcaga
  2728441 tgctggttga acgggtccag aaaggcgatc aacaatcgtt caatttactg gtcattcgct
  2728501 accagcataa agttgcgagc ctcgtatccc ggtatgtgcc tcagggcgat gtccctgatg
  2728561 ttgttcagga atcttttatt aaagcgtatc gcgcactgga gtcatttcgt ggtgatagcg
  2728621 ctttttatac gtggctatat cggattgctg taaatacagc gaaaaattac ttagtcgctc
  2728681 aggggcggcg cccgccatcc agtgatgtgg atgcgaatga tgctgaaaat tatgaaaatg
  2728741 cgggtgcatt gaaagaaata tcgaaccctg agaacttaat gttgtctgaa gaattaaggc
  2728801 agatagtttt taaaaccata gagtcacttc ctgaagatct tcgaatggcg atcacattaa
  2728861 gggagctaga tggtctaagc tatgaagaga tagcagccat tatggactgt ccggtgggta
  2728921 ctgttcgttc acgtatcttc cgtgccagag aagctattga taacaaagtt cagccgctaa
  2728981 ttcagcgata ggcggacaca caaagggtat ttaggcatgc agaaagaaaa gctttccgct
  2729041 ttgatggatg gagaaactct cgatagcgag ctgctgggga ttttatcgaa agataaggcg
  2729101 ttacagcaaa gctggcagag ctaccattta atccgtgaca ctctacgcgg agacgttggc
  2729161 aatgttttac atctggatat tgctagtcgt gtagcagaag cgctcaagaa cgagccagcg
  2729221 cgcttgattc ctattgctat acctgaatct cagccacagc cacatctttg gcagaaaatg
  2729281 cctttctggc aaaaagtccg tccatgggcc agtcagatta ctcaggtggg aatggccgct
  2729341 tgtgtttctc tcgctgtcat tgttggtgtt caacaatata accaaccggc acaaaattat
  2729401 ttacaacctg aatcaccggc gtttaatacc ttgccaatga tgggtaaagc atcaccagtc
  2729461 agttttggtg tccctgctga tggttctttt ggtactaatc aacagaatca ggttcaagag
  2729521 cagcgtcggc gcgtcaacat gatgactcaa ttgcaagatt ttgaattgca acgtcgtttg
  2729581 ccacaaactg atgtattgca gcagccttca gattcaacgc aagccgcaat tcaagtccct
  2729641 ggaactcaat ccttaggaat gcagcagcag taatgaagca actttggttt tccgtctgtt
  2729701 taatgacggg cagcctgttc atggcaaaca ttgcttcggc ggaatctacg ccgatagcaa
  2729761 tgttgcagga aatgggcagt gccagcaagt cgctcaatta tgagctatct tatattaacg
  2729821 ttaacaagca agggattgat tcccttcgtt atcggcatgc cattttagat aaaaaatcgt
  2729881 tagcgcaatt gttgcgtatg gacggtccgc gtacggaaat tttacagcgt ggcaatgaga
  2729941 taagctattt cgagcccggt tttgaatctt tcacgttgtc cggtgagcac attgttgatg
  2730001 ctctgccgtc tattgttttc tccaattttg aaaaactatc caagacgtat aactatattg
  2730061 cgttaggccg ggcacgtgtg gctgataggc catgccaggt gattcgagtg gtcgctaatg
  2730121 acagtactcg gtacagctat attatttggc tggatgaggc aacgaaactg ccaatgcgga
  2730181 tagatttgtt ggatcgtgat ggcgaaacac tggagcaatt ccgtgttatc tcttttgtgg
  2730241 tgggtgagcc tattcagcaa gtcttacaag gtatgctgaa attagccttg ccaccattac
  2730301 tgtcgttgcc agcgaagact aaagttgatt ttacctgggc tccgcgttgg ttaccgcagg
  2730361 gggtcgcaga ggtttcacgt agtcgccgta cactgccgaa tatggatgca cccacagagt
  2730421 ctcgcttgta taccgatggt ttgtttagtt tttcagtcaa tgtgaatccc gcaggcaagg
  2730481 aggggacttc ggaacaatcc ctgcgtcagg ggcggcgtac tgtccagact gaagtccgta
  2730541 ataacgtcga gataacggta gtgggtgagt tgccaccttc aacggccaaa cgtattgccg
  2730601 acagtgtggt tctggagtcg acaaaatgat gaaggaatgg gcgacggtga tatcatggca
  2730661 aaatggtatt gccctattac gttgtgaacc acactctggt tgtgggaatt gccattctcg
  2730721 ccgaggatgt ggtagccatt tattaaatga gttagggcct gagaccgacc atcaattaca
  2730781 ggttgaaatt tcacaaccgc tcgagccagg gcagaaagtt gaagttggca tcagtgaagg
  2730841 gagtttatta cgttctgcat cattggttta tttaaccccg ttagttgggt taattgctgg
  2730901 tggggcactg ttccagtctt tatttttaac cgatgcattt accgctcttg gggctatttt
  2730961 aggcgcaggg ttaggttttt tactggcacg aaaactggca accagaattg aggggctcag
  2731021 tgcttatcag cctgttattt tgcaaatcgg tttgccacca acggctatgc gtattcagta
  2731081 ataataagac gttattattg attaggcatg ataagcagga atgcggttct gtatcatatg
  2731141 ttcgatcaaa acaataaaaa gatctgcatt gattaaatca gacgagtcta ttgaaaaaat
  2731201 aatgtcccct tgagtatcca ataagcgtat tttgtcatga aaatcttttt gtaatgtttc
  2731261 tatccgaaaa atattctcaa tattaataat gccgttaatt gtgatcagtg tgtgtgcgct
  2731321 gagtgatagt gagtatgtat ccatctgatg agtgtttatt ctcccgatac ccattttaat
  2731381 ctctccatga tatatcagtc ttttcaacca acactcctct ttcttaataa tatcaaatgt
  2731441 cagcgtttca ccgtgtgata aactgtttaa gctttttacg cctatcctca tgatttgttg
  2731501 atgaatgatg gtattaatca acagatatgc attattgatg ttattaatga taacgttcca
  2731561 tggctgagat ttagatgtgc gaaatgccat agcattaatc ttcccgttgg ggtttattcc
  2731621 tgtgtgatat ttataaatat attgaatttt atcaaatggg atgaaataaa tttccagatt
  2731681 gttatggttg aaaactctaa cgccattttc atagagaaaa taagtaaata gtgggttgtc
  2731741 atacaaacgt aaataaagta gtgcactcag tgatactgca gcgatagcaa cgcataagat
  2731801 agaaagaatt gacggtgtta agaatattga agtcgtgagc gcaagggtga taattacagt
  2731861 gctaaatact aatatagcta ttattgtagc aagggtaacc catgcatttt catttctcat
  2731921 ttcgtggcga ctcagtattt ttccttcgtc aatcataata ctctcctcgt taccgccaag
  2731981 agaatatttc acttggttat tataaaatca cactaatgct gtaactgtat gtcttttcct
  2732041 tggtgggtat atgagcattt tcctaaagtg gcagagtatt ttttaggttg taacagaata
  2732101 tctcgaatat catcaagatg atcagactgc gtttattcat tagatgatta tcagaaaata
  2732161 aattttacag ttatagcggc taatcgacat tctatataaa tagggtgatt agccagcgct
  2732221 ttatcggata acggctgaaa cgatactgtg cgggtttctt ccctggcttc aaacgaaggg
  2732281 gaatacagcc tttgtagagg ataaatcagg taacaagcta agtgtgatgc ctttcacgag
  2732341 gctgacttac agtgtaagat gcgtgaatat ttatgtgggt agttttgggt ttgaatccat
  2732401 cgctgtgtcc accaataatt aattaaagac aacgactaga gaaaaattca tataaatgaa
  2732461 gcacataaga aacttttcta ttattgccca tattgaccac ggtaagtcga cgctgtctga
  2732521 tcggattatt cagatctgtg gcggtttatc tgagcgtgaa atggccgcac aggtactgga
  2732581 ttccatggat ctagaacgtg agcgtggtat taccatcaag gcacagagtg tgacgcttga
  2732641 ttaccattcg aaggatggtc aaacctatca acttaacttt atcgataccc ccggccatgt
  2732701 tgacttctct tatgaagttt cacgctcttt agccgcgtgt gaaggggctc tattggttgt
  2732761 ggatgcaggg caaggcgttg aggctcagac gctagcaaac tgctacaccg cgatggagat
  2732821 ggacctggaa gttgttccgg ttctgaacaa aattgatttg cctgctgccg atcctgagcg
  2732881 ggttgctgaa gaaatcgaag acattgtggg gattgatgcc actgatgcga ttcgttgctc
  2732941 ggcaaaaacc ggtgtgggcg tgcctgatgt tcttgagcgg ttggtccgcg atattccagc
  2733001 ccctgagggg gatccaaatg ggccattgca ggcattgatt atcgattcct ggtttgataa
  2733061 ctacctgggt gttgtgtcat taatacgtat caagaatggt tcgttgcgta aaggcgataa
  2733121 agttaaggtt atgagtaccg gccagagcta taacgcggat cgtttaggga tatttacacc
  2733181 aaaacgtgtt gatcgtgatg ttctgaactg cggcgaagta ggctggttgg tttgtgcaat
  2733241 aaaagacatt cttggcgcac ctgttggcga tacattgaca ttaacgcgta acccggcaga
  2733301 aaaatcattg cctggcttta agaaagtaaa accacaagtt tatgcgggcc tgttcccgat
  2733361 aagctctgat gattatgaat ctttccggga tgcgttaggt aagttaagtc ttaacgatgc
  2733421 ctctttgttc tatgaaccag aaagctctac agcattaggc tttggtttcc gatgcggctt
  2733481 ccttggcttg ttacatatgg agatcatcca ggagcgtctg gagcgtgaat atgatctgga
  2733541 actgattact acggcaccaa cagtggtgta cgaggtgatt acgactaatc aggaaacggt
  2733601 ctatgtcgat agcccttcta aactgcctgc gttgaacaat attgaagaac tgcgcgaacc
  2733661 gatcgctgaa tgccatatgt tgttgccaca ggaatacctc ggtaacgtca ttacattgtg
  2733721 tatcgaaaaa cgtggtacac agaccaatat ggtttatcac ggtaagcaag tcgcgctgac
  2733781 atatgaaatt ccaatggcgg aagtcgtgct tgatttcttt gatcgtttga aatcaacgtc
  2733841 acggggttat gcttcactgg attataattt caaacgcttc cagacgtctg acatggtacg
  2733901 tgttgatgta ttaatcaata acgaacgtgt ggatgcgctg gcactgatca cgcatcgtga
  2733961 taatgcacaa tatcgtggcc gtgatttggt tgagaaaatg aaagaactga tcccacgtca
  2734021 acaatttgat attgcgatcc aggctgcgat tggtaaccac atcattgctc gctcaacggt
  2734081 aaaacagcta cgtaaaaacg tattggcgaa gtgttatggt ggggatgtta gccgtaagaa
  2734141 aaaacttctg cagaaacaaa aagacggtaa gaaacgtatg aagcaagtcg gtaacgttga
  2734201 attaccacaa gaggccttcc tggctattct gcatgttgga aaagacagta aataaggagt
  2734261 tttcatggct aacatgtttg ctttgattct ggcaatagca acgctgttga cggggattat
  2734321 ctggtgcttc gagcggttta aatgggggcc agcccgtcag gcaaaaattg cggcagttaa
  2734381 tgcacaaact gcggaaatca aggcccaaac cgggtgtgcc gtagataata aaaccttagc
  2734441 ccaagctgca aagcaaccgg gttggatcga gacatgtgcc tctatcttcc cggtgctggc
  2734501 cttggtcttt atcgtgcgtt cgtttattta cgagcctttc cagatccctt ctggttcgat
  2734561 gatgccaacg ctgcttatcg gtgattttat tttggttgag aaatttgctt atgggattaa
  2734621 agatcccatt actcagacca cattaattcc aacaggtaag ccaaaccgcg gtgacattgc
  2734681 ggtgtttaaa tatccgttgg atccacgttt ggattatatc aagcgtgtgg tggggctgcc
  2734741 gggggatcgg gtaatttata acccgataag taaagaagtc acggtacaac cgtcatgtaa
  2734801 taccggtact tcttgtgata gtgcgttggc catcacttac agcacgtctg agccaagtga
  2734861 gtttgtgcag acattccgtt atagcggtaa tggcgaaagc tccgcagggt tcttcccaat
  2734921 cccgctaaat caggcagtac ctgatggcgg tgtccggtta cgtgagcgta ctgaaagcct
  2734981 cggcccggta gcgcatcaca ttctgaccgt cccagggcgg caggatccgt taggctctta
  2735041 ttatcagcaa cccgatcaac cgttaggggt ttgggtggta ccggaaggcc attactttat
  2735101 gatgggtgat aaccgggata acagtgcaga tagccgcttc tggggttttg taccagaacg
  2735161 taatctggta ggtaaggcta cggctatttg gatgagtttt gaaaagcaag aaggtgaatg
  2735221 gccaacgggt gtgcgtttaa gccgaattgg tggaattcac taaagcagtg gatattcccc
  2735281 aagccgttga tgttgcagtt aggcagtaag gccgttattg agtgaacccc gatgagctct
  2735341 ctcagtgagt gactcggggc aagtgagtga ttcgggatcc agattagtga ttcaggtgaa
  2735401 tgagagccac ttgcggcgct gtaacttcaa atgaggaggg catataaacg cagcattata
  2735461 tatccactcg ttgtagaata acctttcgag cgataaagtt ggctctctta tgggagccac
  2735521 tgcaaacgaa acagttttgt cttggttact tttgtcggtc agacctgttc cgtatgctgt
  2735581 agtttttgac gcattcttga tctattggta actcatgaat cccatcgtaa taaacaggct
  2735641 gcagcggaag ctgggctaca ctttccaaca gcaggagctc ttgctgcaag cactgactca
  2735701 tcgtagcgcc agcagcaaac acaatgagcg tttggagttc ctgggtgact ctatattaag
  2735761 ttttgttatc gccaatgagc tatatcgccg tttccctcgc gttgatgaag gggatatgag
  2735821 tcgtatgcgg gccacattgg ttagagggaa tacacttgcc gaaatggccc gtgaatttga
  2735881 ccttggcgaa tgtttacgcc ttgggccggg tgaattgaag agtggtggtt ttcgccgcga
  2735941 atcaatttta gccgatacgg tagaagcctt aattggcggt gtattcttag atagcgatat
  2736001 ccatacgatt gaacggctga tcctcgagtg gtatcacagt cggttagagg aaatcagccc
  2736061 tggtgataag cagaaagacc caaaaacgcg cttgcaagag tatttgcagg gccgtcatct
  2736121 gccattacct tcatatctgg tcgtgcaggt tcgcggcgaa gcacatgacc aggaatttac
  2736181 tatccactgc caggtgagtg gcttgaatga accagtaata ggtactggct caagccgtcg
  2736241 taaagctgag caggcggcag cggaacaagc gctgaaacag ttggagcttg aatgagcgaa
  2736301 gtagaaaaaa cgtattgtgg ttttattgcc attgtagggc gcccgaatgt aggcaaatcg
  2736361 accttactaa atgagctgtt ggggcaaaaa atctccatca cctcacgtaa accgcaaacc
  2736421 acacgtcacc gtattatggg gatccacact gaagggcctt atcaggctat ttatgttgat
  2736481 acccctgggc tgcatattga agaaaagcgt gccattaacc gcttaatgaa tcgggcggca
  2736541 agtagctctc ttggtgatgt ggaattagtc atttttgtgg ttgaaggtac tcattggact
  2736601 gctgatgacg agatggtggt taataagctg cgcagtttgc aatgcccggt attattggcc
  2736661 atcaacaaag tggataacgt aacggataaa accaagttat taccgcatat gcagttcctt
  2736721 agccagcaga tgaacttcct ggacgttgtg ccaatctcag ctgagaaggg aatgaatgtt
  2736781 gataccatcg ccagcattgt gcgcaagcat atgccggaag ctgaacatca cttcccagag
  2736841 gattacatca ctgaccgttc ccagcgtttt atggcgtcgg aaattattcg tgaaaagttg
  2736901 atgcgtttcc tgggcgaaga actgccttat tcggtgacgg ttgagattga gcagttcgtg
  2736961 ccgaatgaac gtggtggcta taatatccat ggtctgattt tggttgagcg cgaaggccaa
  2737021 aagaaaatgg ttatcggcaa caaaggcagc aaaatcaaag taatcggtac cgaagcccgt
  2737081 caggacatgg agcggatgtt tgaagctaaa gtgcatcttg aactgtgggt gaaagtgaaa
  2737141 tcaggctggg cagatgacga acgtgcattg cgcagcttag gctataccga cgatttgaaa
  2737201 taaggcttgc cgatggacgg ttggcaacgc gcatttgttc tgcatgggcg gccttacagt
  2737261 gaaaccagct taatgctgga tttatttact gaaggggaag ggcgcatgcg ggttctggca
  2737321 aaaggtgcgc gtgggcgtcg ttccaattta aaaggctgct tgcagccttt tacgccgtta
  2737381 ttggttcgct ggtcagggcg tggtgaagtt aaaacattac gcagtgcgga gccagtatcg
  2737441 ctggctcttc ccctgagcgg ttctatgtta tacagcggct tatatgttaa tgagctgctt
  2737501 tcccgcgtgt tagagcacca aaccagctac tcagccctat tcttcgatta tctgcactgc
  2737561 ttacaagcgt tggcggggag cgatggttca cctgaacatg ctttacgtca gtttgaattg
  2737621 gcgatgctgg cgaatctggg atatggcgtc gattttctgc attgtgccgg tagcgggcag
  2737681 ccggtatccg ataccatgac ctatcgttat cgggaagaga aaggctttat tgccagtctg
  2737741 gtggtcgatc actacagctt taccggccgt caattgttag ctttagccaa tcgagagttt
  2737801 cctgacgccg atactttgcg cgcggctaaa cgtttcaccc gtatcgccct caaaccttat
  2737861 ctgggcggta aacctttaaa gagtcgcgag ctatttcgtc agtttgtgat taagcctcca
  2737921 gccgatcctt caccctagcg ctgctttaaa ctgcctatta ttaactttcc cgtagtgttg
  2737981 taacgaacgg tgcaatagtg atccacaccc aacgcctgaa atcagatcca gggggtaatc
  2738041 tgctctcctg attcaggaga gtttatggtc acttttgaga cagttatgga aattaaaatc
  2738101 ctgcacaagc agggaatgag tagccgggcg attgccagag aactggggat ctcccgcaat
  2738161 accgttaaac gttatttgca ggcaaaatct gagccgccaa aatatacgcc gcgacctgct
  2738221 gttgcttcac tcctggatga ataccgggat tatattcgtc aacgcatcgc cgatgctcat
  2738281 ccttacaaaa tcccggcaac ggtaatcgct cgcgagatca gagaccaggg atatcgtggc
  2738341 ggaatgacca ttctcagggc attcattcgt tctctctcgg ttcctcagga gcaggagcct
  2738401 gccgttcggt tcgaaactga acccggacga cagatgcagg ttgactgggg cactatgcgt
  2738461 aatggtcgct caccgcttca cgtgttcgtt gctgttctcg gatacagccg aatgctgtac
  2738521 atcgaattca ctgacaatat gcgttatgac acgctggaga cctgccatcg taatgcgttc
  2738581 cgcttctttg gtggtgtgcc gcgcgaagtg ttgtatgaca atatgaaaac tgtggttctg
  2738641 caacgtgacg catatcagac cggtcagcac cggttccatc cttcgctgtg gcagttcggc
  2738701 aaggagatgg gcttctctcc ccgactgtgt cgccccttca gggcacagac taaaggtaag
  2738761 gtggaacgga tggtgcagta cacccgtaac agtttttaca tcccactaat gactcgcctg
  2738821 cgcccgatgg ggatcactgt cgatgttgaa acagccaacc gccacggtct gcgctggctg
  2738881 cacgatgtcg ctaaccaacg aaagcatgaa acaatccagg cccgtccctg cgatcgctgg
  2738941 ctcgaagagc agcagtccat gctggcactg cctccggaga aaaaagagta tgacgtgcat
  2739001 cttgatgaaa atctggtgaa cttcgacaaa caccccctgc atcatccact ctccatctac
  2739061 gactcattct gcagaggagt ggcgtgatga tggaactgca acatcaacga ctgatggcgc
  2739121 tcgccgggca gttgcaactg gaaagcctta taagcgcagc gcctgcgctg tcacaacagg
  2739181 cagtagacca ggaatggagt tatatggact tcctggagca tctgcttcat gaagaaaaac
  2739241 tggcacgtca tcaacgtaaa caggcgatgt atacccgaat ggcagccttc ccggcggtga
  2739301 aaacgttcga agagtatgac ttcacattcg ccaccggagc accgcagaag caactccagt
  2739361 cgttacgctc actcagcttc atagaacgta atgaaaatat cgtattactg gggccatcag
  2739421 gtgtggggaa aacccatctg gcaatagcga tgggctatga agcagtccgt gcaggtatca
  2739481 aagttcgctt cacaacagca gcagatctgt tacttcagtt atctacggca caacgtcagg
  2739541 gccgttataa aacgacgctt cagcgtggag taatggcccc ccgcctgctc atcattgatg
  2739601 aaataggcta tctgccgttc agtcaggaag aagcaaagct gttcttccag gtcatcgcta
  2739661 aacgttacga aaagagcgca atgatcctga catccaatct gccgttcggg cagtgggatc
  2739721 aaacgttcgc cggtgatgca gcactgacct cagcgatgct ggaccgtatc ttacaccact
  2739781 cacatgtcgt tcaaatcaaa ggagaaagct atcgactcag acagaaacga aaggccgggg
  2739841 ttatagcaga agctaatcct gagtaaaacg gtggatcaat attgggccgt tggtggagat
  2739901 ataagtggat cacttttcat ccgtcgttga cattagtcaa aactaccggc aagaaaattt
  2739961 ggcgtttcca ctatcagctt cccaacagta gtaaacgcac tatggtaagc cttggcgcgt
  2740021 accctgcact ttctttggct gatgccagag aagtacgagc cgagaaactg gccatgttag
  2740081 tgcgaggggt tgatccccaa gcaagagctg atgaagaagc tgaaaagctc cagatagcgg
  2740141 aggaaagcat ttttgtgaat gtcgcccgta aatggttcga gttgaaagaa agccacgtta
  2740201 gcgcagccca tgcgaaagat atttggcgtt ctattgaaaa agacatctta cccagcatcg
  2740261 aaagtgttcc catccaagaa ttaaaagcac gtaccctgat tcaggtatta gaacccatca
  2740321 aagcacgggg agcattagag actgacctgc tccccattga ataacacact ccgatgttag
  2740381 taatgtcttc atcagcaaca tgaggacacc ccatgaagaa acgtttttcc gacgaacaga
  2740441 tcatcaatat tctccgcgag gctgaagccg gagtttcagc ccgtgaactc tgccgtaagc
  2740501 acgccatctc tgaagccagc tattataact ggaaggcaaa atatggcggc atggaagcga
  2740561 gtgatatcaa aaagataaaa gatcttgagg acgaaaaccg tcgtctgaaa cagatgtttg
  2740621 ccaacctgag cctggagtgt cgggcattga aagatgttat cgaaaaaaag ctttaaaacc
  2740681 agcgataaag cgtgagctcg tcaattacct gaccgcgcaa tttgcgatcc tacggctcca
  2740741 acgagatcat ttgttaaaat gacccaaaca gaagtttatg gtcttggttt ccgttttaag
  2740801 gcttgtagcg cattgcttga gtcaggtttg tggtcaaaag acgatgtaga atgccagatg
  2740861 agtcatcagg agcgaaatac cgttcgttcg tcttctatcc ataaggccga acatatagat
  2740921 aaacgcaagc taatggttca gtagtggtca attaccttgg tgccaaccgt gaagggatgg
  2740981 ttaggctgtt tgattttgcc aagaaaaata acctattaaa aatcaccgat ggctgactat
  2741041 tttgaactgt caggtggtca accttctacg aaaggggcgt tcgccccaat agttaatcaa
  2741101 gacagattat ttacggtctt tatttgcttg tgctaataca gaggccgcta gctgctttgt
  2741161 caatgcactg gaacgtggat tatcgagtgc agcagatgct ttatgctcca tttccccact
  2741221 tgtctgattt ggtgttcctc gttgggatag ggcagaaccc gcaaggcttc tctggattgc
  2741281 agaagagtta gggtcattta aagtcttcgc agcaatagaa gcgaccttgc cagatgtttg
  2741341 ttttgtattt ttactcatag cctgaatcct tatagtcgaa gtattaattt ggcatatgtt
  2741401 gtgcttaaaa aatttaaata cacaacatat agaatcagaa tcctaatatt tagtcgctga
  2741461 tttttcaata gtaacgcagg cgtttactgg ataaaattac agtcagtagc ttatttagta
  2741521 tataatgttg aaaatatgac ctgaactgat gttagttggc atctttaact actttattga
  2741581 gatgaacaca cagacttaac agtttgaatt tataacttaa atctatggaa tttgatgctc
  2741641 taattaagcc gggattatgg ttatacaaag taattgagct aaaaatggaa tatcatcaaa
  2741701 ttattcatat cttcacctca gaaggcaatt cattaaaaat ctctatccaa taatccttcc
  2741761 ggttattatt aagcgagaat ttttattatc ttcatcaaca agatgattat taatgatttt
  2741821 ttatatctat cacgatactc gcctcaaatc ccataaaagc tctaagaact ctattaaatg
  2741881 gtaagactaa atttgggggg acgacaataa cgctataatg attttaacgt gacacagaat
  2741941 tctgagcata ctctcaaacg gctaaatatc tgcgcctaag gtcgccctca cttaagcatc
  2742001 agaaagatca acttcaggca ttcatggtac cctaaccaga atatctctca gtatgaacgt
  2742061 cgctcgctat gaaattaaat ttccgcttac aaaacgcacc gtcccctacc tcagccctgc
  2742121 caatcattct gatccatgga ttattcggca atttggataa tctaggtgta ttggctcgcg
  2742181 atctgcagca acaccataat gttattcagg tcgatttacg taaccatggc ttatctcccc
  2742241 gtgcaccaca gatggattat cccgtaatag cgcaggatgt gttggcgtta atggatgaac
  2742301 tggcaataac acaagccatt attatcggcc attccatggg cggaaaagtg gcgatggcaa
  2742361 tgaccgcgct tgccccaaat cgggttgaaa aactggtagc gatcgatatt gcgccagtga
  2742421 attatcaggt acgccgtcat gacactattt tcgccgcgct taatgctgtg agtgccgctg
  2742481 gtgtgactca gcgcaacgaa gccgctcaac tgatgcgcac gttaataaaa gaagaagggg
  2742541 ttattcagtt cttactaaaa tcatttcagg gcggtgaatg gcgatttaat gtccctgccc
  2742601 tctgggatca gtacgagaac attattggct ggcagcccat tcccccttgg ccacatccta
  2742661 ttttgtttat ccgtggtgag ttatctcctt atattcaaga cagctatcga gatgatattg
  2742721 cccgtcagtt cccacaagcc cgtgcgcatg tcgtcgccgg aaccggtcat tgggtccatg
  2742781 cggaaaaacc agattctgtg ttgcgggcaa tccaccgttt ccttgatgcc gcataacgca
  2742841 agattcccgt catgttgatt aaaaatcata ccttggggaa aagaaatgta tttcctgtgg
  2742901 aaaaattgtg caaaaaagaa cgaattagcc caatctaatc acagtaaggc attgtcgttg
  2742961 ctcggttggc tagggtatta tggcgcgcta taattttgct gcggtgttcg gttgctgttc
  2743021 ttggacaggc ccgatggcaa atgcaaattc aggctgtcgg tatataggta attcaatgtg
  2743081 tgctatcagc ctgaaacgtg ttaaccgaat catctggaaa ggctccgtca cgctttctga
  2743141 tgtaactccc ttgtagtacc gctacctatg gcaaaagaac aaacggatcg cacgacgctg
  2743201 gatctgttcg cagatgaacg ccgtccgggg cgcccgaaaa caaacccatt atcccgtgat
  2743261 gaacagctta gaattaataa gcgaaatcaa ctacggcgcg ataaagtacg tggcttacga
  2743321 cgcgtggaac tgaagattaa tgcagatgcc gtcgatgctc tcaacagcct tgcagagcag
  2743381 cgtaacatca gccgcagtga gctgattgaa cagatgttac ttgctcagtt agcgcatgat
  2743441 caagaagggt gctaaccctg tcggttacca caacagcgtg gtgtaagtga ttacgccacg
  2743501 ctgttattac ttttatgccg ttatgacttt ttataccgtt atgacttcct atgattaggc
  2743561 tttcctgctt agccctgatg tgcctgccgg ggctcacgtt tatcaaaccc acattttccc
  2743621 tatttgtcct gctgcctgag tgcggccctc cctcctttgg tatcacaaat gatggctctc
  2743681 ggttacacca cggttatcgg caatggcaag ataagagcga gtcacccaca aaagatttta
  2743741 tatcgcataa acttgatatc agtctgacgg aattttctgg cattatgtcg ccctattgaa
  2743801 atgtgttata ttgttgagca atacgctcaa ttattgacgt aaatatttga atttaaaagg
  2743861 tattaagtta tatggcaact gtaggcattt tctttggcag cgatactggc aataccgaaa
  2743921 atattgccaa gatgatccaa aagcaactgg gcaaagaggt tgctgaggtt catgacattg
  2743981 ccaaaagcag taaagaagat ttagaaagct tcgatattct gctgttcggt attccaacgt
  2744041 ggtattacgg cgaagcacag tgtgactggg atgatttctt cccaacactg gaagagatcg
  2744101 atttcaacgg caaattagtt gctttgtttg gttgcggcga tcaggaagac tacgctgagt
  2744161 atttctgtga tgcgatgggg acgatacgcg atatcattga accacgcggc gctgcgattg
  2744221 tcggccactg gccaaccgcg ggctatcact ttgaagcctc caaagggttg gccgatgatg
  2744281 accactttat tggtctggcc attgatgaag accgccaacc tgaactgacg aatgaacgtg
  2744341 ttgaggcgtg ggttaaacaa atcagtgaag agctgaactt gtcagagatt atcggttaat
  2744401 ctccccgcaa caagaaacgc tctgcgatag tattcacagc agagcgtttc tgttccagtc
  2744461 actggcaccc cgctttgtta agccgcccac agatccgcat attcgtctgg gcaaaatgaa
  2744521 aataaaccgc tacaagtttg taacttgaca tctgagccct gtacactcaa gtgatgtgtt
  2744581 tcccccatcc atcaatacac tgcatgatta atcttacaaa gtgtgcaatg atatctttgt
  2744641 taacaaccac cgttttcatt tggggctagc agctctataa taagacgcaa ttatgattat
  2744701 tgcgccacgg atgtcatagg ctaaacagcc ttaatttgaa tcgattgtaa caggactgaa
  2744761 tccgcatgac tgacaacaac aaagccttaa aaaacgctgg ccttaaagtc acactccccc
  2744821 ggcttaaaat tctggaagtg ttgcaaaatc ctgcgtgtca ccacgtcagc gcggaagatc
  2744881 tttataaaat actgatcgat attggtgaag agattggctt agcaacggtt taccgtgttc
  2744941 tgaaccaatt tgatgatgct ggtattgtta cccgccacaa tttcgaaggg ggtaaatcag
  2745001 tttttgagct gactcaacaa catcaccacg atcacctaat ttgcctggat tgcggcaaag
  2745061 tgatcgagtt tagcaacgaa tccattgaat cacttcaacg tgaaattgct aaacaacatg
  2745121 gcatcaagct gactaatcat agcctgtatt tatacggtca ctgtgaaacc ggcaattgcc
  2745181 gtgaagatga gtctgcacac agtaaaagat aatatcgttt tatcgcatta ctcttataaa
  2745241 gattttaagc actgctaggt ttactgttta tgtttgataa ggccatgtca ctagagcgtt
  2745301 acacatcagg ctgttgacat aaacacgcaa tcagatggtc gcctttcccg ctagctaccc
  2745361 gagttaaact gggtcgtgag tcaggtggct attcttcgtt gccccatcag cactccccgc
  2745421 ccgtagaaaa tcgttgtatt agccgccagt cattcacctg cccgtcactc agaaaacagc
  2745481 caccagccaa ctttcggtta acggtctctt tcgggcaaaa aaatccccgg accagccggg
  2745541 gaaatacgat caactcaact ttaatatgca aaaaaagaca ctaaccagac gcaaccaaaa
  2745601 ccgtgactaa aacaagctac agcgtcagat attattagcc aaatacccta attcagatgt
  2745661 taactggctc cgcacggcta ctgcgcttac cgtctgggct ggtggaacgg atcatcactt
  2745721 caccgctgac agtaggttgc gctttagcat catactgctg ccattttttg cctccatcag
  2745781 tggagtactc gataaggagg cctggcaagg aaatattggc ttccaactgc cccgccacca
  2745841 ctctggcccc cggtactggc aagcggtaag ccacacccgc tttatccagt tttgccagtt
  2745901 cacgttgccc cataatgtta gcgaaacgct gccaatccgt gcttaatgcc tgagtatcga
  2745961 cccactgagt ctcgccacct ttatattcac gccccgcttt atactcctgc tcccaggatg
  2746021 cgcgatgcca tgcacgctca gccagcggta atacacgagg gaaggccatg tactccatct
  2746081 gctcatcagt ccgtaccgtt tcattccaag actgaccgga gataccctgt acacccggcc
  2746141 agggtttatc actcttcgca ctgaaatgat taccatcgcg atcaaccgag gtttcggcgt
  2746201 tctgtggcat gttgtcaggt gcgaagctga acaccttggc ttcatcgcta aagcgcgtcg
  2746261 cccagtagta accgcgttca cttgggttaa cttcatacgg catatcgaag tagacataat
  2746321 ctggattcga ggcaatgact tcataacctt tattggccca atcgttgacg gagtccgctc
  2746381 cgccccagta gagggtatcc cagaagttga cgccaacacg cttggtagca aacgcgctcg
  2746441 catctttggc atctctcagt ccatcctgcc aggcctgcat tttttcgata ccgtgcgcat
  2746501 taaccagttt gctgacttca atggcgaagt agctggaaag atgagcaata tcttgaactt
  2746561 tgccttgctt gaccatgtcc tgacaaacct gagatttcgc ccacggttta tcttcaacgc
  2746621 gcatatcgat gatgccttta cctggctcaa ttttgccatt cttatcctga taacccgccc
  2746681 ccagacggat gttcttcgcc tcatcgcccc cgaaatgcca ggtggtcagc ggcataccgg
  2746741 cctctttgtg catcttcgcc atttcaccaa tgactttgtc gacaaaatgc ttagaagagt
  2746801 ccaggcaggg attcaggtaa cttttacgct catagaactg tactgatgtg gtattcgagt
  2746861 catcggtcgg atcaaccaga cggaattcat tggcttcttt ctctttaccc tgtttcatca
  2746921 aattgttata acgcgcttcc atcgatacca cagcagcacg ggcgtgagcc gggatatcta
  2746981 tctcaggaat gacatcaatc tggcgcgctt tggcatattt cagaatatcg atgtaatcag
  2747041 cgcgagtgaa ataaccgctc cccagattat tgctctcagg gccagagcct agctgtggta
  2747101 gcaaacaggt ggtttcagtc aaatcatggc aacgctggct gccgacatcg gtcaattcag
  2747161 gcaggccagg gatctcaatg cgccagcctt catcatcact cagatggaag tggaatttat
  2747221 tcagtttgta agcagacatt tgatccaata aacgtaggac cgccgctttg gttttgaagt
  2747281 tacgccccac atcgagcgag acaccacggt agtcaaagcg tggcgcatct ttcgcatcaa
  2747341 gggtggctat tgttttgctc ccctcaatag gtaccaagga aaggatagat tgcaggccat
  2747401 agaatacacc gacctgatca aaaccaatca cctctgcgcc cttctcacca attttcagtt
  2747461 catacgcacc ggaaacagcg tgatccccgt tgaaggccgt tggctgaatc actgttttaa
  2747521 tcggatagcc cgtcgcgctt agcgccaggc ccagcaattc aaaacgttgc tgtatggcat
  2747581 cagaggccgg tttgggtagc gcactcaatt ccagcgccac accgaggctc agatcggcat
  2747641 cttgcggata aaccttaacg tccagtggtg ttgggataat ctgcccacgc aggttagccg
  2747701 cagagagtgt tttcactgcc tcgtttttga cgaaacgtga ttctggcgtc atcatcgtct
  2747761 ttggtacgct tccactggtc accggtaaac ggtgtcaggt atgcgttaat gtcttccgta
  2747821 tcagtactgg ccaaaacttt tggcttggca tcgcccgagg ttgcatacca acgcggcata
  2747881 aagtcagtgg caaataattg ccagtattcc cccgtaattg ggatttcaat tgtctgattg
  2747941 gcggggaaac cagcaaactt agcggttggt tcaattttgt gcagatcccc cgtcaggtga
  2748001 gtcaccgtaa actgatcgtt atccacagcc aaaatcatac gaatactgtg aaaataaatc
  2748061 gcccagtcct ggcctttgat ctcatccccg gtgttggtca gcgttatcat gaccttatta
  2748121 caagatgccc aatcagcacc caatttggcg caatcaacgc cattatcagc agcacggtta
  2748181 tccaataatt tatagttaac tttcaaggta ctgagttggt caacaacttg ttgattggtg
  2748241 gcgctaccgt tcgcgtagcc aatcaaacca aaggtagctg tgatggccgc caacgcattt
  2748301 aacttaaatt tgttcattac taacctcatc cataattaat aactattggt gacaggcgtg
  2748361 ccgctatcgg agtttattat tacgaaacct acctattact gaaccggcta ttacggaacc
  2748421 tgtcccgctg ttccgatact tattgttccg tgatttattg ttccgcgact tattgctcca
  2748481 aaataatagc gccgaattcc ctgccaaagt ttcctacact gcgcctttag gcctgaccgt
  2748541 taccggtata ggctgcatca atgcaacgcg ggttatctga ttttcgagcc atccaacgct
  2748601 gccggctatc tccccaacat cactgccggg gagaattatc aaaatcagaa gagagtaaat
  2748661 ggtgcaatta cgataaattt aacgtctttt tcatcttgga agacgttacc gaacccatcg
  2748721 ccataacttg ggatattggt gtggttgtca tacagggtgt agtgcagctt gaagagcgtc
  2748781 ccttttgccc ggccttcttg cagggtatag agaatgtcaa agttccatgc tgattctttc
  2748841 agacgggtat tttggtcaaa ttttggattg gtgcttggct tcgcatccca accataagca
  2748901 taggaggtgc ctaccgacca gccagccata ttccaatttt tcaggtcata catcacacca
  2748961 ccaaacagtg ctttttcacc gttggcgttg aagtcagagc gggaatccca ccagacatcc
  2749021 aaacgaccat ttgatgtggc ataacctggg gtcatacgtt gtaggaagta accttggtta
  2749081 ccatcagctt tagcccaggt cccttccaaa cgcaggtcaa atggacccgt ggtgtaaccc
  2749141 agcgtcagcg cttgtagcca ggctagccca tcatagacat cattagcatt gctcgcgccg
  2749201 ccatcaactt tgtcttttgc gccatagaat tggtaagtgg tgcgcagatc attaccggca
  2749261 accgggaagg cataggacgc tttagcaaag tactggtcca tataatcttt agcctggccg
  2749321 aaagccgctt ccatcaccag attattttta aagtcgtatt tagcaccaaa tgaatgcagg
  2749381 taactgacac cagtcaggcc atccgcttga cggaagtgat acatattttg gtaccacggc
  2749441 gctttatatt catcggtcca catataagac atggacaacg caccagcagt atcaaaatca
  2749501 aatttcgcgc caccttccgc gccacgataa gtccctggca taaagctcca gtgtggtgct
  2749561 aacagtgtct gccccgttga ctggatatac cccccgcgcg cccagaaatc acctaattta
  2749621 aatttggctg cggctctata aacactgacg ccactcttat ccccggtcca cttttcgtcc
  2749681 cagcgggttt tggcgtcact gaagccaatt tcatttggtg ctgccgggcc gctgttcgat
  2749741 atttcaaccg cgccaaatgc cgctaaatcg agaccaaaca tgtccgccac ataacctgaa
  2749801 gagaaagcta aattagcgtt aaaagtggag tgatgcaggt tagcgacata tttgccgtac
  2749861 tctgggctgg ttggcgtcat atccttacga tcacgctgtc gctgccaata ataaatccca
  2749921 ccagtcaggg atgaatcatc aataaaaccg tcagctctgg cctctggggc cgccataaat
  2749981 cctgttccga acaatacacc cgcgatggcg agcgctaacg ttttacgttt agccttgtgt
  2750041 gcagcaatct gacagtgcgt aaccatatga aaaaattcct ctttgacatc acatttgaag
  2750101 tgcgttgcct gagtccacca cagctcacag acttcgcctt aaaaacccta agtgggtaaa
  2750161 attttgctga ggcttatctc catcagcact tacttttaaa cgtatgtttt ttaaaaaatg
  2750221 tcatgtttaa aaatgtattg cttaaaaaat gcgttattca aaatgcgtat cgcttaaaaa
  2750281 gcgcattgtt taagaatcat gtgatttaaa aatggtgtta tttaccgctt tgctgaaaca
  2750341 cagactattt ttcgcgacgc gaattatcaa tcaaaaatag agatatatat tcaaagtatg
  2750401 acaatgagca cataaccgaa aaaaaacata atttcattta tgtcattaaa aaacctcaca
  2750461 tatttaatta ataatcttct ctcattgatt tttttaatca ctacaaatca cccaataaaa
  2750521 tacaaaagag ttcgctaaaa atagtatttt tgctcagtta atttgcaaag cgaatattaa
  2750581 ataaagactt acagataacg catttaatta aataggaatg ggaaatatgt cgtcattgac
  2750641 caatgaataa aaaaataaag aggggaaaaa ggaggacagg aaccggtgtt taataaacca
  2750701 agcagaaccc gtttatcaga gacaaaaaag gcgtggactg tgccacgcca attgaatctg
  2750761 agcgctaaag tttactgagt ggctttcgcc gcccaggtat cacgtaagcc gacagtacgg
  2750821 ttaaacacca gagcaccggg acgtgaataa cggctatcag cacagaaata accttcacgc
  2750881 tcaaactgat aggttttatc tgataccgca tcagccagac ttggctcaac aaagccctga
  2750941 cggataacca aggactcagg gttgatggtt gacaggaagt cttccgctgc cgctgggttt
  2751001 ggtacgttaa acaagcgatc gtataaacgg atctccgcag gcagcgcatg ggcaacagaa
  2751061 acccaatgaa taaccccttt aactttgcgg ccatcagccg gatctttgtt taatgtctca
  2751121 gcgtcatagc tgcaataaag tgtcgtgaca ttgccttctg cgtctttctc aacgcgttca
  2751181 gctttgatca cgtaggcatt acgcaggcgc acttctttgc ccaagaccaa gcgcttatat
  2751241 tgcttgttag cttcttcgcg gaaatcagcc cgatcaatgt agatttcgct atcgaatggc
  2751301 acctgacggc tccccatttc ggggttattc gggtggtttg gcatcgtcag ccactcttca
  2751361 cccgccgcgc gattttcaat aacaacctta atcgggtcaa gcacggccat cgcccgtggc
  2751421 gcatgttcgt tcagatcatc acggatacac gattccagtg acatcatttc gacattgtta
  2751481 tcctgcttgg tgacaccaat acggcggcag aactcacgga tagacgctgc ggtataacca
  2751541 cgacggcgca ggccagaaat ggtcggcata cgtggatcat cccagccctc aacgaccttc
  2751601 tctgtgacca actggttcag cttacgctta gacatgatgg tatattcgag gttcagacgg
  2751661 gagaactcat actgacgcgg atgacaatca atcgagatat tatccagaac ccaatcatac
  2751721 aagcgacggt tatcctggaa ttccaacgta cacaatgaat gagtgatccc ctccagcgca
  2751781 tcggaaatgc aatgggtgaa gtcatacatc gggtagatgc accacttatt gccagattga
  2751841 tgatgttctg caaatttgat gcggtacagc acagggtcac gcatcacaat gaacggtgac
  2751901 gccatgtcaa ttttggcccg taagcaggcg gtgccttcag caaaaccccc cgcacgcatc
  2751961 ttttcaaaca gcgccaggtt ctcttccaca ctgcggtcac gatatgggct atttttaccc
  2752021 ggcgcagtca aggtgccacg atattcgcgc atctgctcgg gggtcagctc atccacatac
  2752081 gcaagaccct tgttaatcaa ctccacagcg tactgataca gttgatcaaa gtagtctgag
  2752141 gaatagcgta catcaccact ccaagtgaag cccagccact ctacgtcgcg tttaattgac
  2752201 tcgacgaact cgacatcttc tttcactgga ttagtgtcat caaagcgtaa attacattgg
  2752261 ccctgataat cttcagcaat accaaaattc aggcaaatag attttgcatg gccgatatgc
  2752321 agatagccgt taggctctgg cggaaaacgg gtatgaaccg acgtgtgttt accgctggct
  2752381 aaatcttcgt caataatttg acggataaaa ttacttgggc gggcttctgc ctcactcatt
  2752441 gttctattcc tcaatgcaaa cgcaacaaac ataaccgcat ataatccaac aagcccggcc
  2752501 cggaaacaac cgtttgttac ggcaaacaaa acaataaata tcctccggca tagccggagg
  2752561 tttttcatat gcgcctataa ggctctgtta ccagccgcgc cctaacaggc gcatcgcgat
  2752621 ctgacatttg catctatgga ttacttacgg cccgtaaacg ggctaccggg atacgggatc
  2752681 gagagttgct cacccatttt atcctcttcc aattggtgct ttatgtattc ttgtatcctg
  2752741 gccgtgtttt tccctaccgt atcaacgtaa taccctcgac accaaaactc cctgttacgg
  2752801 tatttgaact tcaaatcgcc aaactgctca taaagcatca gactgctctt tcccttcagg
  2752861 taccccataa atcccgagac actcatcttg ggcgggatct ccagaagcat atggatgtga
  2752921 tccacacagc attctgcttc caggatattc acgtttttcc attcgcacag ttttcttaaa
  2752981 atactgccaa tcgctctgcg tttttccctg tagaacacct gccttcggta cttcggcgca
  2753041 aaaactatat gatatttaca gttccatcgg gtgtgcgcta agctcttttc atccctcatt
  2753101 gggaccccct tttgatttct tgttgaacat ttgcagttgc cagaccgcaa actgttttaa
  2753161 caaatcaaaa ggggttttta taactgaccc aaagctgaaa gctttactga acccccagcc
  2753221 tagctggggg ttttctgggc acaaaaaaac gggaagagat cgctctcttc ccgttggttc
  2753281 gattaaaatt cagatcggtt attcagtaca cctgtacgtt atcgccctga atctcaaacg
  2753341 gaatacggct catttcaaac aaattatttg ccacgaatct caaataattg gctttgaccg
  2753401 gcaacgactg aaccgctcgc caacagcgag atccccgcgt agtcatcaat attactgacg
  2753461 acaactgggc tgatcattga atgcgcgttg gcattcagat aagccagatc cagttctaac
  2753521 accggctgac cagcaaccac tgtcgtcccc tcttcaacta aacgggtaaa gccctggccg
  2753581 ttaagcttca cggtatcaat cccgatatga accacaatct cagcaccggt ttccgtttcc
  2753641 aggcagaacg catgatccgt attgaagatt ttcacaatag tgccgctagc gggagaaaca
  2753701 actattttgt ctgtaggacg gatagcaacc ccctcaccta ccgctttgct agcaaaagcc
  2753761 tcatcaggaa cctgcgccaa tggcacaaca tcaccggtaa ttggcgaaac cagaactaaa
  2753821 gaagccgttt tcgcggtgtt aatgaccgcc tgcggtcttg cacccgtagg cgcagcattg
  2753881 ctgcttgccg cggggattgg gccacccgcc agcaccgtgc gcattgctgc ggcaatcagt
  2753941 tctgcgcgag taccaacgat aatttgtaca ctttgcttat tcagacgaat aacaccagag
  2754001 gcccctaagc gtttggctac actgtcatta accaaggctg aatctttaac attcaggcgt
  2754061 aggcgggtaa tgcaggcatc aatggccgtc aggttgtctg aaccaccgat ggcaccaata
  2754121 tagcgacgag caaggctatt gatttcactt tcattcactg ctggcgtttt atcaacattt
  2754181 acgtcgtaac catcttcttc actgccttcc accgccagct cacggccagg tgtcaataag
  2754241 ttgaatttct ggatagtgaa acggaatact aagtagtaaa tcacaaagaa tatcagacct
  2754301 tgtgggatca gcatgtacca ttgcgtagcc aacgggttac gggaagagag caccatatcc
  2754361 actaaaccgg cactgaaacc aaagcccgcg atccaatgca tgctggcggc gatgaatacg
  2754421 gaaataccgg tcaacacggc gtgcaagaag tacagcacag gtgccacaaa catgaaggag
  2754481 aattcaagag gctcagtgat acctgtgaag aaggctgcaa atgcccccgc catcatgata
  2754541 cccgccactt ttgctttatt ttctggacgt gcgcagtggt aaattgccaa cgcagcaccc
  2754601 ggtaaaccaa acatcataat cgggaagaaa cctgcctgat aacggccagt gataccgaca
  2754661 atgccggtgc ctttattgat cgattcttgg ccgccgagga agttaggaat atcgttaatc
  2754721 ccagcgacgt caaaccagaa caccgagttc agagcgtgat gcagaccaac agggatcagt
  2754781 aagcggttga agaaagcata gatacccgca ccaacagaac ccagatcttt gatgtattca
  2754841 ccgaaggtca ctaatgcgtt ataaatcagt ggccatatgt acatcagcat aaaggccact
  2754901 gcgatcatca ggaaggacgt caagattgga accaaacgac gaccactgaa gaaagagagc
  2754961 gcttttggca gttcaacgcc gctgaaacgg ttataaagct cagcagagat aataccgacc
  2755021 aaaataccca cgaactggtt ttcgattttg ccaaatgcgg cagggacttg atcaagtgga
  2755081 atctgtttga tcatcgaaac cgctgctggc gaacacagcg tggttaatac caggaaaccg
  2755141 acaaaaccgg tcagtgccgc agcaccgtct ttatcttttg acataccgta agcaacacca
  2755201 attgcgaaca gtaccgacat gttttcgatt attgcagcac cagatttgat gaataatgcc
  2755261 gccagtgcat tatcagcccc ccaaccgact gggtctatcc agtagcctac acccatcaat
  2755321 atcgcggccg caggcagtgt ggccacaggg accatcaacg ctcgacctac tttttgtaag
  2755381 taaccaagaa tactcatctt tccccctgtt cgtccgatat cggaccctta taagtagttt
  2755441 atttgaaacg ctcactacct tttagaaaag tacatggcac acattatata aacacatgac
  2755501 agactcttat ttattcacaa cacgtatcac tcatcttgga gtgtaaaaaa attatttcgt
  2755561 aacgcaaatt aaaaccccct attttgtgat aaatatcacc aaaacccagt aaaaaaacac
  2755621 caaaatacta gccatgacgc aaaacttatt ttatcagccg aaaaaaatga actaaacatc
  2755681 aaaccaacgc atgggtcaga atctgagtta cgcttagctg gatgattcaa accgcgttaa
  2755741 gcatagccac ttttagcaat caaaatagcc actattagca atcaaagagg tgcacgatga
  2755801 gacttatccc actgagaaat actgccgaag ttggtaaatg ggccgctcgc catatagtga
  2755861 atcgcatcaa tgcgtttaaa cccactgccg aacgtccgtt tattctgggc ctgccaacag
  2755921 gcggcacacc aatggaggca tataagtatt tgattgcgat gcataaagcg ggcgaggtca
  2755981 gcttcaagca tgtggtgaca tttaacatgg atgagtacgt tggcttgccg aaagaacatc
  2756041 cagaaagcta ctacaccttc atgcacacta atttctttga tcacgttgat atcccggctg
  2756101 aaaacatcaa tctgttaaat ggtaacgcag cggatatcga tgcagaatgc cgccgttatg
  2756161 aagaaaaaat taagtcttac ggtaaaattc acctgttcat gggcggcgta ggggtagatg
  2756221 gccatatcgc ctttaatgaa ccagcgtctt ctctggcatc acgtacccgc atcaaaaccc
  2756281 tgacacaaga aacccgcata gcgaactccc gtttctttgg gggtgatgca aatctcgtgc
  2756341 ctaaatatgc attgacggtt ggggtgggga cgttgcttga tgcagaggaa gtgatgattc
  2756401 tggtgaccgg ccatggtaaa gcacaagctt tgcaagccgc cgttgaaggg agcatcaacc
  2756461 acatgtggac tatcagttgc ctgcaacttc atgccaaagc catcatggtg tgcgatgaac
  2756521 cttccacgat ggaactgaaa gtcaaaaccg tgaaatattt ccgcgaatta gaagctgaaa
  2756581 acgtaaaaga tctttaatga ctattagggg gctcagatgt acgctttaac tcacggccgt
  2756641 atttatacca gccatgaagt actggataat catgctgttg tcgttgctga tggattgatc
  2756701 gaacgtatct gtcctgtcga tgaacttccg gctggtattg agatatgcga tttgggtggt
  2756761 gccattctgg cccccggttt tatcgatgtt cagctcaatg gctgcggtgg tgtgcagttc
  2756821 aatgactctc tcgaggctat ctcagcagag acgttggata tcatgcagcg agccaatgaa
  2756881 aaatcaggtt gtaccagctt cctacccaca ctgattacct gcagcgatga atttatgaag
  2756941 cacggcgttg atgtcatgcg ttcatatctg caaaaaaacc agcatcaggc gctcggcttg
  2757001 caccttgaag gcccttatat cagcccactg aagaaaggca cccacaaccc ggcctttatc
  2757061 cgtaagccca gcgctgaaat gattgactat ctgtgtgcca atgccgatgt gatcaccaaa
  2757121 ctcactctgg cacctgaaat ggttgatcct aaatatatac agcagctcac agaagcaggt
  2757181 attttggttt ctgccgggca ctcaaacgca acctatcagc aagcccgtca agggtttacc
  2757241 gccggtatcc gatttgcgac ccacctttat aatgcaatgc cgtacatttc ggggcgtgaa
  2757301 ccgggcctta ttggggccat ttttgataca ccagaggtat acacaggcgt gattgccgat
  2757361 ggcctgcatg ttgactgggc caatattcgc aatgctaagc gcctaaaagg cgaaaaactg
  2757421 gtgctggtaa ccgatgccac tgcgcctgcc ggtgctaaaa ttgaacaatt tatttttgct
  2757481 ggcaaaacaa tatactatcg cgatggttta tgcgtagacg aaaatggcac attaagcggt
  2757541 tcggcactaa ccatgattga agcggtgcaa aacagtgtcg aacatgtcgg tatcgcgctg
  2757601 gatgaagccc tgcgtatggc aacactttat gcggcccgcg ccattggcgt ggataaacag
  2757661 ttaggaagta ttgaagtcgg caaagttgcc aacctgactg cctttacccg cgattataaa
  2757721 atcactaaaa ccatcgttaa tggcaacgag gttttatcat aagcgagtaa ctttattgat
  2757781 gagcaccggc ggacaagcac aaattggtaa cgtggatctg gtaaaacaac tcaatggagc
  2757841 cgtggtttac cggctaattg atcagcaagg cccgatttct cgcatacaga ttgccgatct
  2757901 cagccagcta gcccccgcca gtgtcaccaa aatcacccgg caattgttgg agcgcgagct
  2757961 gatcaaagag gtcgatcagc aagcctccac cggggggcgt cgcgctatct ctatcgtgac
  2758021 ggaaaaccgc caattccata ccgttgcagt ccgtttaggt cgtaatgatg ccacgatcac
  2758081 cctctttgac atgagcggta aatcgctggg tgaagagcac tatgccctgc cagaacgaac
  2758141 acaagaaacg ctggaacacg ccttatttaa tatcatcagt cagtttattg acgcctatca
  2758201 gcgtaaatta cgtgaactga ttgccatcgc ggttatcctg cctgggctgg ttgagcaaag
  2758261 caaaggtatc gtgcgctata tgccgcatat cagtgtcagt aactggccgt tagtcgataa
  2758321 tctacaagcg cgctttaacg tcaccagttt tgtgggtcac gatatccgca gcctggcact
  2758381 ggccgagcac tattttggtg caacccgtga ctgtgaagac tccattttgg ttcgtctaca
  2758441 tcgaggcacg ggtgccggta ttatcgttaa cagccaaata tttttaggca gcaacggcaa
  2758501 cgttggcgag ataggccata ttcagattga tccattaggt gatcgctgct attgcggtaa
  2758561 ctttggttgt ctggaaaccg tggcatccaa cgccgcgatt gaaaaccgcg tcaagcacct
  2758621 tctcacccag ggttatccaa gtaagctgtc tcttgatgac tgccatattg gtgctatctg
  2758681 taaggccgca aaccgcggtg acttgctggc ctgcgaagtg attgaacatg ttggtcgcta
  2758741 cttggggaaa gccattgcta tcaccataaa cttattcaac ccacaaaaag tggtgattgc
  2758801 cggtgaaatt attgaagccg agaaaatcct actacccgcc attcagggtt gcattaatac
  2758861 gcaagttttg aaaaacttcc gccaaaacct gccgatagtg acatcacaac ttaaccacca
  2758921 gtcggctatc ggcgctttcg cactggctaa gcgcgctatg ctcaatggtg tcttgctgca
  2758981 acgtttgcta gaaactcacc cgtaggttga aagaaactgt catggtcaca gccatgttat
  2759041 agtgacctat tgccgcgcta aatgagtaat ataaacaatg acaatcaaaa gcgttatttg
  2759101 cgatatcgat ggggtgttat tacatgacaa caccgccatt aagggcgcca atgacttttt
  2759161 agcccgtatt caggatgctg gaatgccatt ggtgatccta accaactacc catcccagac
  2759221 ggcgcaagat ctgactaacc gctttatcac tgccgggctt gatgtgccgg aaagcgcgtt
  2759281 ttatacctca gccatggcaa cggccgactt tttacgccgt caggatggca aaaaagccta
  2759341 tgttattggc gagggtgctt tagttcacga actctataaa gctggcttta ccatcaccga
  2759401 tatcaatcct gattttgtta ttgtcggtga gacgcgttct tataactggg acatgatgca
  2759461 taaagcagcc tattttgttg ccaatggtgc acgttttatt gccactaacc cggacagcca
  2759521 cggccacggc ttcgccccag cctgtggtgc tctgtgcgca cctattgaaa aaatatcagg
  2759581 ccgcaaaccg ttttatgtcg gtaagccaag tccatggatc atccgtgcgg cgctgaataa
  2759641 aatgcaggcg cattccgaaa gcaccgtgat tgtcggcgat aacttacgta ctgatatttt
  2759701 agcgggcttc caggccggtc tggagacgat tctggtctta tccggtgtct caacccttac
  2759761 tgatatcgac gccatgccgt tccgtccaag ctacgtttac ccctcggttg ccgacatcga
  2759821 tattatctaa gatctactgg cggttacggc cgccacgctt ttttggccta attccccttt
  2759881 ttagtgcagt gcaccaaatt ctcttgccat cacgccccat tttggcgcac tttcttttta
  2759941 tgttatcacc accgcgccag ctatagcggc aaatcattgg ctctgtaaat tggcgtgttt
  2760001 tttgcattat ttttacaaat tacgcgtttt acacgttcat tcgttttaca ggtcatttag
  2760061 acaattgcat cgtcatgggg ccaagcttgc atcaatcgat agcaaacgcc caaaaagccc
  2760121 ctggcgataa ataacgcaat gtcaagatca tcaccgccaa agcagagaca ttagggagat
  2760181 tattatgtgt tctattttcg gggtcttaga gcttaaaacc gaccctattg aattacgcaa
  2760241 gaaagcgcta gaaatgtcac gtttgatgcg tcaccgtggc ccagactggt ctggtgtctg
  2760301 ggcgaatgat aaagccatcc tcgcccatga gcgcttatct attgttgacg tcaataccgg
  2760361 tgcccagccg ctgtataatg ccgcccacac acatatcttg gccgtgaatg gtgaaattta
  2760421 taatcatcaa gcattacgtc agcaatatag cgaccgttac gccttccaaa cgggttcaga
  2760481 ctgtgaagtt attctggcgt tgtatcaaga aaaagggccc gcgttcctcg atgatctgca
  2760541 agggatgttt gccttcgtcc tatacgatac cgagaaagac gcctacctga tcggccgtga
  2760601 ccatttaggt attatcccgc tgtatatggg gcacgacgaa cacggcaata tgtttgtagc
  2760661 ttcggaaatg aaagccttgg tacccgtttg ccgcaccata aaagaattcc ctgctggcag
  2760721 ctatttgtgg agtcaggatg gcgagatccg cgaatactat catcgcgatt ggtttgatta
  2760781 cgaccacgtc aaagacaacg taaccgacaa aatccaactt gccaacgcat tggaagatgc
  2760841 ggttaaaagc catctgatgt ccgatgtccc ttatggggta ttgctgtctg gtggcctgga
  2760901 ttcatccgtt atctctgcta tcaccaaaaa atttgccgcc cgccgtgtag aagataatga
  2760961 acgcagcgaa gcctggtggc cacaactgca ctccttcgcc gtcggtttga ttggctcacc
  2761021 cgatttacgc gcagcacaag aagtcgctaa ccacttgggc acggtacacc atgaaattca
  2761081 tttcaccgtg caggaagggc tggatgccat ccgcgatgtg atttatcaca tcgaaaccta
  2761141 tgatgtgacg actatccgcg cgtcaacgcc gatgtacctg atgtcacgta aaatcaaagc
  2761201 catgggcatc aaaatggtgc tatctggtga gggttctgac gaagtcttcg gtgggtatct
  2761261 ctatttccac aaagcgccca acgccaaaga attacatgaa gaaaccgtgc gtaaactgtt
  2761321 agctctccat atgtatgact gcgcccgtgc caacaaagcg atgtcagctt ggggcgttga
  2761381 agctcgtgtg cccttcctgg ataaaaactt ccttgatgtc gccatgcgta tcaatccaca
  2761441 ggataaaatg tgcggcaatg gcaaaatgga gaaacatatc ctgcgagaat gtttcgaatc
  2761501 ttacctgcca cacagcgtcg cctggcgtca gaaagaacaa ttctctgatg gtgttggcta
  2761561 tagctggatt gacaccttga aagagaaagc agccgagcaa gtcactgacc aacagatgga
  2761621 aaccgctcac ttccgcttcc cgtacaacac acctggctcg aaagaagggt atttgtaccg
  2761681 tgaaatcttt gaagagctgt tcccgctacc tagtgcggcg gaatgtgtcc ctggcggccc
  2761741 ctctgttgcc tgttcatcag ctaaagccat tgaatgggat gaatcattca aaaatatgga
  2761801 tgatccatca ggccgtgcgg ttggcgtcca tcaggatgct tacaaataat tgaacacgat
  2761861 aagcggggtt aatcccccgc gccgactgct gacaaagtta aatgaaggag gcacgtgccg
  2761921 ctggggtcat agtaaccctc ttgcttatca ccccttcact cactgaacga taaattgctt
  2761981 tgtcatcaac ctcggtctga ataagagaga cgggataata gagaatagat agcaaggtcg
  2762041 cctctggggc ggccttgttt ttttacgtca cccaaccgac caaaggccaa cctcttcgtt
  2762101 gtcaatgagt gatatccgcc aaagattatt tttgttggca aattcaacaa tcaatcacca
  2762161 taactgctgc tttaatcgcc agactgttca caagccaaac aaatgaaccc tttcagcgct
  2762221 ttttcgggaa aaaattagtt gacgcaattc ggccatatac gcataatgcg ccccgcaacg
  2762281 ccgatgaagg taatgcgaaa aaagatggct acgtagctca gctggttaga gcacagcact
  2762341 cataatgctg gggtcacagg ttcgattccc gtcgtagcca ccatcttttt gcgggagtgg
  2762401 cgaaattggt agacgcacta gatttaggtt ctagcgccgc aaggtgtgcg agttcaagtc
  2762461 tcgcctcccg caccattatt tgttcatcgg tttgtcacag cggatgggat atcgccaagc
  2762521 ggtaaggcac caggttttga tcctggcatt cccaggttcg aatcctggta tcccagccat
  2762581 cttttttgat gagttgctgt agacataaag ctgtagctgt agacaaaaat agagtgatgc
  2762641 aacaaaagaa ttgtatatca gttgggatat cgccaagcgg taaggcacca ggttttgatc
  2762701 ctggcattcc caggttcgaa tcctggtatc ccagccatac aatcttttaa gcaaaaaaga
  2762761 tttaaagatg gctacgtagc tcagctggtt agagcacagc actcataatg ctggggtcac
  2762821 aggttcgatt cccgtcgtag ccaccatctt ttggggtatc gccaagcggt aaggcactgg
  2762881 attctgattc cagcattccg aggttcgaat cctcgtaccc cagccaaatt tagaaaagct
  2762941 cgcttcggcg ggctttttgc tttttcattg gttgttgacg ctcaaagcac atttgagccg
  2763001 cgtgaagaat gaagatagga tgcgcggcat tcttgagata ccgtcttgtt gttcagatga
  2763061 caagagcagg agcggaacac ggcggtccgt cagcggaatg atgagcccgg cagaataccg
  2763121 ggctcaggca gaaaggcagt aaaaatcagg tgtccaactt ttggggttca gtgcacgctt
  2763181 gtggcccctt tggcatcgga ggttagataa gccgcgaagc catcacaacc gaacaatcac
  2763241 caaatcaacc gaatcccatc aaccaaagcc tacgccgatt ttccctaaaa aaacaaaatc
  2763301 tccctacaac cccaacgcat acctcaatgc atgttctttc agcttcccgg cacgctgggc
  2763361 caccatcaac gccagattac gtgcaaactt aaccgccggc agatcattac taaaggccgt
  2763421 gtaaaacaga tccatgccac tttgcatcat gagattatcg gtgcggcggc gacgctggta
  2763481 acgcagtaaa acctgctcac tgtgccaagg ttcagccaac tcacgggcct gactaagcac
  2763541 ctccagcaat gcgtcaacat cacggtatcc caagttgacc ccctgcccag ccaatggatt
  2763601 gatggtatga gcggcatctc ccaataatac caaccccggt tttacgtact gctgcgcatg
  2763661 gcgacgaacc agcgggaaag cgccagcggc aatcgccttg acagccccca aacgagaggg
  2763721 gaagaaggct gcgatttcct ggctcagttg tgccatcgac atcgcctgaa gctgacgaat
  2763781 acgttgaggg ctgtcgtacc aaaccaatga tgcccagtga tcaaacaggg gtaggaaagc
  2763841 acgcggcccg gtcgggaaga attgctgcca tgtcgtatct tgctgcatga catcagtttc
  2763901 tacggtgatc aacatgcaag actggcgata ctgccaaccg ctggtgccta tccccgccaa
  2763961 acgcctcacc aacgagttcg caccatcggc acctatcact aaacggccct gtatctcctc
  2764021 ctgttcattc aatgtgactt tccagtagtc atctattcta accatgcttt gtagccgtga
  2764081 cgggcacaac agcgtcaaat tagggcattc agcaaactgt tgccatagag caagctgcaa
  2764141 aatccggttc tcgaccataa agcccagctc aggtaaagac agcgaggccg catcaaacac
  2764201 cacctgtgac cccggttgtt cccaggtttc caagcgacga taaggtgcat aacgcatctg
  2764261 ttgtacttga ggccaagcac caagctgctt caataacgcc accgaagtac aaccaagagc
  2764321 agaaacccgc aaatccggta cgctatcctt gtcaaacggt gcaggagcat catgttccag
  2764381 taacgccacc gaccagccaa tttgtgccag ccccaacgcc gccgcagcac ctaccatgcc
  2764441 accgccaacg accacaacat cataatttgg ttgcgatttg ttcatttttt ctatgcttta
  2764501 aaagtgaatg tacttcttgc attagcaagg ttttgtctaa ccgcagtgta acggattttt
  2764561 tatcactcaa cagaataact caacggttct gcggtggtca tcgcagaggc aaatgactac
  2764621 aatgctccct aacgacgaag cctttgcgac tctctactac aacggagatt atctaccaca
  2764681 acggagtacc gcacggaacg aggtgatttt gatgatgaat aacccgatga ctaaaaaact
  2764741 gcatatcaaa acctggggtt gccagatgaa tgaatacgat tcatctaaaa tggcagatct
  2764801 cttggccagt acccatggct accagttaac caccatcccg gaagaagcgg atttactgct
  2764861 gctaaatacc tgttctatcc gggaaaaagc acaggaaaaa gtattcagcc tgctagggca
  2764921 atggaaatta ttgaaagaga aaaacccgca gttgattatt ggggtcggtg gttgcgtggc
  2764981 gtcacaggaa ggtgaacaat tgcgccagcg cgccccctgt gtcgatgtca tcttcgggcc
  2765041 acaaacgctg catcgtttac cggaaatgat taaccacgtg caaggaacga atagccctgt
  2765101 cgtggatatc agttttcccg aaattgaaaa atttgaccgt ttgccagaac cacgggctga
  2765161 aggcccaact gcgtttgttt cgatcatgga aggctgcaat aaatattgta cattctgtgt
  2765221 cgtaccctac acccgaggcg aggaagtcag ccgtccaagc gatgacattc tttttgaaat
  2765281 cgcccagtta gccgctcaag gcgtacgtga agtcaactta ctcggccaga atgttaacgc
  2765341 ctaccgcggg gcaacctacg atggcgatat ctgtagtttt gccgagctgt tgcgtttggt
  2765401 tgcggcgatt gatggtatcg atagggtacg atttaccacc agccacccca ttgagtttac
  2765461 tgacgatatc attgatgttt atcgcgatac gcctgaattg gtgagcttcc tgcatttgcc
  2765521 ggtacaaagc ggttctgacc gtattttgac catgatgaag cgtgcccata ccgccttgga
  2765581 atacaaagcc atcatccgca aactgcgtca agcacgccct gatatccaga taagttctga
  2765641 ttttattgtc ggcttccctg gtgaaaccca gcaggatttt gaacagacca tgaaactggt
  2765701 cgcagatatt cattttgata ccagctacag ctttatttac tccccgcgtc ccggcacacc
  2765761 agcggctgat ttacccaaca atgtgtccga agaggagaaa aaacagcggc tacatatcct
  2765821 gcaacaacgc attagccaac aggcgatgga aattagccgt aagatggtag ggacagtaca
  2765881 gcgtgttttg gtggagggta cctctcgcaa aaatgtcatg gaactggccg ggcgtacgga
  2765941 aaacaaccgc gtcgtgaact ttgagggttc acccgacatg attggtaaat tcgttgatgt
  2766001 cgaaattgtt aacgtttatg ccagttcact gcgcggcatt ttactgcgta cagaagatca
  2766061 gatggacctg cgaacccacg agtcaccgca atcggtgatt gctcgcaccc gtaaagaaaa
  2766121 tgaaattggt gtaggtattt atcagcctta accaacatcc attttggtaa cgcccggcct
  2766181 aacatcattg atctgacagg tttagttgat cccgcccgcg taacgaggca ctgcattgtc
  2766241 agtgcctgtt ttattttagc gggccgctac gcagatccga atattttagg ttgcgccgcc
  2766301 ttgttacctc catttgaata aaggcaattc aagctcaaat taataagcga cagacttgcg
  2766361 tcagtaccat tcaccatgaa taatcctcaa atgacctgta tgattgaggt tatatgagtc
  2766421 aataatgtac ctaacgtagt gaccctaaac cggcccgata taacccagag gaactcagtg
  2766481 acccagaaaa acagtttgca cgtagtgaca caagaaatct tgctggaacc tgcagataat
  2766541 cagcgcctgc taagcctgtg cggtcccttt gatgacaaca tcaagcagtt ggaacgccgg
  2766601 ttaggtattg agattaatcg ccgtgacaat cgcttcaagt taatcggtaa gaatatctgc
  2766661 gttgttgcag cggcagatat tctgcgccac ctatatgttg atactgcgcc aattcgtggt
  2766721 gttatccctg atatcgatcc agaacaaatc cacctggcgg taaaagagag ccgagtgctg
  2766781 gaacaatccg ctgaaagcgt gcccgattat ggtaaagcgg tcaatattca gactaagcgt
  2766841 gggatggtaa aaccccgtac tccgaatcaa gcgcagtacg tcgccaatat tttagatcac
  2766901 gatattactt tcggtattgg ccccgcaggt acaggtaaaa cctatttggc ggtggccgca
  2766961 gcggttgatg cgctggagcg ccagaatgta cgccgtatct tactgacgcg tccagccgtt
  2767021 gaagctggtg aaaaactggg cttcttaccc ggtgacctca gccagaaagt tgacccctat
  2767081 ctgcgcccac tttatgacgc attatttgaa atgctgggct ttgagcgggt tgagaaactg
  2767141 attgaacgca atgtgattga agtggccccg ctagcgtata tgcgtggccg aacgctaaat
  2767201 gatgcgttta ttattttaga tgagagccag aacaccacca tcgaacagat gaaaatgttc
  2767261 ctgacccgca ttggcttcaa ttctaaggcg gtgattaccg gtgatgtgac acaaatcgat
  2767321 ttgccacgcc accagaaatc aggcctgcgc catgccattg aggtactgtc tgacgtcgaa
  2767381 gaactgagtt ttaacttctt ccatagcgaa gacgtcgtgc gccacccggt tgtcgcacgc
  2767441 atcgttattg cctacgaagc gtgggaagcg gctgaacagc aacgtaaaga tgccattatt
  2767501 gaacaacgtc agcgggaatc ccataccccg ctagagcagg aggctccgtg agccaggtta
  2767561 ttctcgattt acaaattgcc tgtgccgata gccagggttt acccacagaa ggtgattttc
  2767621 aacgctggct ggaggctgta ttaccgctat ttcagcccgt atctgaggtg accatccggc
  2767681 tggttgatga ggctgaaagt catgatctaa atctgactta tcgtggtaaa gataaatcga
  2767741 ctaacgtatt gtcttttcct ttcgaagccc cacctgaaat cgagttgcca ttattaggcg
  2767801 atttgattat ttgccgtcag gtcgttgaga aagaagccat tgaacaggaa aaggcgctgc
  2767861 tcgctcattg ggcgcatatg gttgttcacg gcagtctcca tctgctaggg tatgaccaca
  2767921 tcgacgatga ggaagcagaa gaaatggagt tgatcgagac tgaaatcatg cacggtttgg
  2767981 gttacccaga cccgtatatt tcagagaaag accccgacta agccagtcat aaagggcaca
  2768041 ttaattgccc tattaaaatt ggcccaaacc gtcagtagcg tgaatctacc gctgctgaca
  2768101 ttatcatcac taacatgagt aaatttaact aaaacgccat gagcgacgac cattcacaaa
  2768161 acagcgatag ccccagtccc aagaaagggt tctttactct tatccttaac cagctcttcc
  2768221 acggtgaacc caaaaaccgt ggcgatttgg ttgagcttat ccgtgattct gaacaaaacg
  2768281 atctgatcga tcccgatacc cgagacatgc tggaaggcgt gatggatatt gccgagcagc
  2768341 gcgtgcggga tattatgatc ccacgttctc agatggtcac attaaagcgt aatcaaacgc
  2768401 tggatgagtg tctggatgtg attattgaat ccgctcactc ccgctttccg gtgatcagcg
  2768461 aagataaaga tcatatcgaa ggtattctga tggccaaaga tctgctgccg tttatgcgca
  2768521 cagattctga accattcagt attgataaag ttttacggac ggcgattgtc gtgccggaaa
  2768581 gtaagcgtgt tgaccggatg ctcaaagagt tccgctcaca gcgctatcac atggccattg
  2768641 ttattgatga atttggtggc gtttcaggct tagtaaccat tgaagacatt cttgagctga
  2768701 tcgttggcga aattgaagat gagtatgacg atgaagaaga cagagatgtc cgtcaactca
  2768761 gccggcacac ctataccatc cgtgcgctaa cgcaaattga agatttcaat gaagtgttca
  2768821 atacccattt cagcgacgat gaagtagaca ccatcggtgg tttagtgatg caagcctttg
  2768881 gccacttacc tgcccgtggt gaaacgattg aaattgaagg ttacttattt aaagttgcca
  2768941 tggcagatag tcgacgtatc attcaggttc atgtaaaaat cccggatgat gctccgcaac
  2769001 ctaaactgga agaataaatt cttgatgtct attgctctat tcctccaacg ccagtgggtt
  2769061 cgcgccctac tggcgctatt ttttggtgcc tgtggcacgc ttgcttactc gccgtttgat
  2769121 cattggcctg ccgccattgt ttcactattc ggtttgctca gtctgacgtt gaaccgcacc
  2769181 accaaacaag ccaccttcat tggtttttgt tgggggatgg ggctatttgg cagtggcatc
  2769241 aactgggtgt atgtcagcat ctccgaattt gggggtatgc caacggcaat caatatcgtc
  2769301 ctcgtcatct tgctagcagc atatttatca ctctacacca tgctattcgc cggtttatta
  2769361 gcccgcctgt gccctaaggc tacctggtgg cggctcgcga ttgcggcccc ggtactctgg
  2769421 caattaactg aattcctacg tggctgggta ttaacgggtt tcccgtggtt acaattcggc
  2769481 tacagccaaa ttaacggccc tctgcgaggg atagctcccc tcctcggtgt tgatggcatc
  2769541 acatttatct tgatggctat cagtggcttg ctggtctacg cctgctatca acgtcgtatt
  2769601 gtcgcagcaa ttatcgcgct ggccttactg ctgctgccct ggccactgcg ccaaatacag
  2769661 tggttcacac cagagcctga aagagcagtc aatatcgcca tggtacaagg caatattgct
  2769721 cagtcaatga agtgggatcc caaagccctg atcaccacat tgcaaattta tcttgatgaa
  2769781 acccggccat ttatgggcaa agcccccatt attatctggc cagaatcagc tattcccgat
  2769841 attgaaaccg atcagaacac cttcctgaca atgatagatg gcctgatgcg ggcaaatcat
  2769901 agcagcctga tcaccggcat tgtagatgcc aagcggcaac ccgaggggca agggtatcaa
  2769961 ttctttaaca gcatcattgt gttaggcgat aaagatacct atcaataccc gacccgcaac
  2770021 cgttatagca aacatcactt ggtgcccttc ggtgagtacg taccgctcga gtccctactg
  2770081 cgcccgctgg ctccgttatt taatttaccc atgtcttcat ttaaccgggg tgattatgtt
  2770141 caacccccac tcactatcgc tggatttaac ctcacggcgg ctatttgtta tgaaatcgtc
  2770201 ttgggccagc aagtacggga taacttccgc cctgaaacag attttctact gactatctcc
  2770261 aatgatgcct ggtttggtca ctccattggg ccgtggcaac atttccaaat ggcacgtatg
  2770321 cgcgcactgg agctgggccg cccgctactg cgcagcacca ataatggcat tactgccgct
  2770381 attggcccaa gtggtgaaat tctggcgcag atcccacagt tcactcaaca ggttctagag
  2770441 gtcaaggtca ccccaaccac cggtatcacg ccatatgccc gttttggctc atggccaatg
  2770501 tggattatta ctctggtttt gggcgccttt accctgtact gcgcaatccg ggggcgctct
  2770561 gataagcact aatttatgat cagtactaat tgatgataag ccttggtcaa cttgccataa
  2770621 acattggcta acctgttata aaaacgggct aatttgctat aagcatcgat agttacaatt
  2770681 tataattatt tatagttaaa aacattgata gttacaaata ttgatggtta caaacattga
  2770741 tagttataaa aattgagagc cattaaccaa caacttagtg cttccagtca cagataacgt
  2770801 ctgtttttct catctgttat tccactcatt ctatttatac ctgatagccc tgcactccag
  2770861 ggctatattc cgcttagttc tccccctact ggcacaaacc ttgcattatt tctactcata
  2770921 gtatgagcca gcaacggtaa tcgcttagca agttaggact ctggccgtgg ttagtgtgtt
  2770981 tctaactccg ttgcacgttt attcgcttgc acatttatag ggccttgtcc gcactacgga
  2771041 agtgcatggc tgctttactg cctctatttg gtgcgattcg tgtctcaaaa aacaaacaat
  2771101 tattcatcat ttgcataaca ataagctatt ttttaaagat aatctgatac aaatagcagc
  2771161 gaaaatcgaa tactcaccga taaaacggcg gtgattacac cagcaaagcc aacaaaccga
  2771221 ttttattgtt accgttattt aacataagag cgttttaata taagaacgtt tcaacatagc
  2771281 catgtgtttt cacatcacaa cattaagcaa gaaaacaaca gcaaaggagt tggaccatgc
  2771341 aaatgcgtaa attggcgtta gtgctactgt tagcagggat gacaagtagc gtggctcaag
  2771401 cagaagatgc aacagcgaag gcagatacgg ctattgatac gttgcaaaag gttaaaaaca
  2771461 acggtgttat cgttgtgggc caccgtgaat cttctgttcc attctcttat tatgataatc
  2771521 agcagaaagt tgtaggctac tcgcaggatt actccaacct catcgtggat gccattagga
  2771581 aagaacttaa tgcgccaaat ttagaggtga aattgatccc catcacgtca cagaaccgta
  2771641 tcccattact gcaaaacggt acctttgatt tcgagtgcgg ctctacgacc aataatctgg
  2771701 aacgtcagca gcaagcggca ttctcaaata ccatttttgt cgtcggcacc cgtttactca
  2771761 ccaaaaaaga ctctgaagtc aaagacttca aagatttggc aggtaaagcc gttgtggtta
  2771821 cttccggtac aacatctgaa gtactgctca acaagctgaa tgaaaaagac aacatgaata
  2771881 tgcgcatcat cagtgcaaaa gatcacggtg actctttccg taccttggaa agtggccgcg
  2771941 cggtcgcctt tatgatggat gatgcgctgt tagccggtga acgggcaaaa gccaagaaac
  2772001 ctgatgaatg gagtattgtc gggacaccgc agtctgagga agcttacggt tgcatgatgc
  2772061 gtaagaatga cccggccttt aaagcgttat tagataaaac gattgcaaca gcgcaaacca
  2772121 cgggcgtagc tgaaaagtca tttgaccgct ggttcaaaaa cccaattccg cctaaaaatc
  2772181 ttaatatgaa tttcgcactc tctgacgaaa tgaaggcgct gttcaaagca cctaacgata
  2772241 aggcgttgaa ctaacaataa taatcagggc gggtcatacc tgccctaccg attgatgatg
  2772301 gcctattggt agacaggatg cggggtggtc gttccccacc ccgcattttt ttgtcaaccc
  2772361 tcgggagccg aaggtattga atcatcagtc atcagggtgg cttatccatc ctttaaggga
  2772421 gtttgttatg gcaatagact ggaactgggg cattttttta cagccagccc ctttcggcaa
  2772481 taccacctat ctcggttgga tttggtccgg ctttcaggtc acggtcgcat tatcattatg
  2772541 tgcttgggtg atcgccttct tcgtcggttc actatttggt attttaagaa cggtgcccaa
  2772601 ccgaatcctt tcaggaatag gggcttgtta cgttgaattg tttcgtaacg taccactgat
  2772661 cgtgcaattt tttacctggt atctggtggt tcccgaacta ttgccagtga accttggcac
  2772721 atggtttaaa agtgaactgg cacccaatat acagttcttc ctctcatcta tgatttgcct
  2772781 tggattattc actgcggcgc gggtttgtga acaggttcgc gcaggaattc aatcactgcc
  2772841 tcgtggtcaa aaagcagcgg gcctggcaat ggggctcacc ctcacacaga cttaccgcta
  2772901 tgttttactg cccaatgcat atcgggtgat tattcccccg atgacctcag aaatgctcaa
  2772961 tctggtaaaa aactccgcaa ttgcctcaac catcgggcta gtcgaaatgg cggcacaagc
  2773021 gggtaaattg ctggattatt cagcgcatgc ctatgaatcc ttcaccgcca tcaccctagg
  2773081 ttatgtactg atcaatgccg tgatcatgct gttaatgcgc ttagttgaaa agaaagtgca
  2773141 attacccggc aatctgggga gtaaataatg tacgaatttg attggagttc catcgccccc
  2773201 agcctgccct atctgctgca aggcttgatt gtaactgtca aaataaccct catcgccatt
  2773261 gtgttcggga tcctctgggg aacaattttg gcagtgatgc gtctgtcacc gattaaagcc
  2773321 atcagctggt ttgcaactgc ttatgttaac gtgttccgct ctattccgtt ggtcatggtg
  2773381 ctgttgtggt tttatttagt ggtgccaggc ttcttacaaa atgtgctggg cttatcacca
  2773441 aaaactgata ttcggttgat ctcagccatg gtagcctttt cgctgttcga agccgcctat
  2773501 tactcggaaa ttatccgggc cgggatccaa agtatttctc gtgggcaatc ctctgcggca
  2773561 ttggcgttag ggatgactca gggtcaatca atgagactgg ttatcctgcc acaagctttc
  2773621 cgggccatgg tgccgctact gttaactcag gggatagtat tattccagga tacgtcactg
  2773681 gtatatgtcc ttagcctggc cgatttcttc cgtacagcca ccaccatcgg cgaacgggac
  2773741 ggcacgcagg tcgaaatggt actgtttgcc ggtttagttt atttcgttat cagcatttcc
  2773801 gcgtcaatgc tggttaacta tttgaagaaa aggactgttt gatgatttcc ctgaagaatg
  2773861 tttctaaatg gtatggtcaa tttcaggtgc tggctgactg tactactgaa gtcaaaaaag
  2773921 gtgaggtagt cgtcgtttgt ggtccttcag gctcaggcaa atcaacgtta attaaagtgg
  2773981 tgaatggatt agaacctatc caagaaggga acattacggt taatgggatt gctgttaatg
  2774041 ataagggcac taatctggcg caactgcgtt ccaaggttgg tatggtgttc caacattttg
  2774101 agctattccc acacctctcg atcattgaaa acctgacact ggcgcaaatc aaagtgctca
  2774161 aacgcgataa ggcagaagcc cttgagaaag gcttgaaatt attagagcgt gtcggtcttt
  2774221 ctacccatgt agataaatat ccatcccaat tatctggcgg ccaacagcaa cgggtagcga
  2774281 ttgcccgcgc tctttgcatg gaccctatcg ctatgctgtt tgatgaacca acctcagcgc
  2774341 ttgatccaga aatgatcaat gaagtgctgg atgtcatggt caaactggcg ctggagggaa
  2774401 tgaccatgat ggtggtaacc cacgaaatgg gcttcgcccg caaagtggct aaccgggtta
  2774461 ttttcatgga tgaagggaag attgtcgaag acagcgataa agatgatttc tttaataatc
  2774521 ctaaatctga ccgcgccaag gacttcctgg ctaaaatctt gcattaattc gttctcctcc
  2774581 cctgcgtttg taggggaggt cacttttatt ttttatgact tcttatcttt tctgattttt
  2774641 tactttttcc ttatttctta ctctgttctt ttggcgatcg cagtggcgct acttccccta
  2774701 tcatggctgg aatgggcggc gagtaaactg gtcatgccca catttagggc agacggggag
  2774761 gacttccggc gtatagaaag ccaggtgata atggcatttt tcgcagacca aattccccag
  2774821 cccaacaact tcaccactgt gataaacccc atggtgactt acgtctttaa agacctcgcg
  2774881 ccactctagc tgtgttttat ctgtgatatc agccagctcc tgccacagac tttctttaat
  2774941 cactctcatg aatacgctat cgcgaaactc ttccttgctc tcttcatagc tacgggcaaa
  2775001 ctcctccaag tcacgtcgta ctgcctgaac aatctgctcg acatcgttgc gggttaactc
  2775061 ttcaactgta tgcaaccgcc gttcggcgct ttccaccagt tgatcaatat cacgttcacc
  2775121 atttttcaag cgttcggtca gcgatgccac taactcacgg tagtactgag ctatcttgtt
  2775181 catactgtct cctcgatcca cggttatgat gtttaattat aaattattct agtcgtaaat
  2775241 aactgaagtc atgtcgtcat caggttgtgg ccccctcact ttggtgattt atgccattca
  2775301 ctgcgcagaa aaatccttcc atggggtgct gagtgttgtt gcgcctgccg cttatcagct
  2775361 atgctatgcg gatctctctt tatgatatga aacagatgat gctacaggcg tagctgtttt
  2775421 tcactatagg acctccggcc gccatgcaag agcaataccg cccagaagat atcgaaacgc
  2775481 aagtacagct tcactggcaa gagaagcaaa cctttaaagt cactgaagac gccagcaaag
  2775541 aaaaatatta ttgcctatct atgctgccat acccttcagg acgcctgcat atggggcacg
  2775601 ttcgtaatta caccattggc gacgttatct ctcgttacca gcgtatgttg ggcaaaaacg
  2775661 tcttgcagcc aattggctgg gatgcgtttg gcctgcccgc tgaaggggct gcggtaaaaa
  2775721 acaataccgc ccccgcacct tggacttacg acaacatcga atacatgaag aaccagttga
  2775781 aattactggg cttcggctat gactgggatc gagaaattgc cacctgcaaa cctgattatt
  2775841 atcgttggga gcagtggttc ttcaccaagt tgtatgaaaa aggaatggtc tacaagaaga
  2775901 cctctgcggt taactggtgt ccacacgatc tcactgtgct ggctaacgag caggtcattg
  2775961 acggctgctg ctggcgttgt gacaccaaag ttgaacgtaa agagatcccg cagtggttta
  2776021 tcaaaatcac cgattacgct gagcagttgc tcaacgatct ggacacgctg gaaagctggc
  2776081 cagagcaggt gaaaaccatg caacgtaact ggattggccg ctctgaaggg gtcgatatcg
  2776141 ttttcgacgt cgtggatagc gaagagaaac tgtctgttta taccacccgg ccagacacct
  2776201 ttatgggcgt gacctacgta gcggttgctg ctggtcatcc tttgtcattg caagcggcgg
  2776261 cgactaatcc ggccctggct gatttcgttg ctgaatgccg taataccaag gttgccgaag
  2776321 ctgaaatggc aaccatggag aaaaaaggca tggcgacggg tctgtatgcc atccatccat
  2776381 taactggcga gaaactgcct atatgggccg ctaactttgt cttgatggat tacggtactg
  2776441 gcgcagtgat ggccgttccg ggccacgatg cacgtgactg ggaatttgcc accaaatata
  2776501 acctgccaat caaaccggtt attttggccg cggatggcag tgagccagac ttgagtcagg
  2776561 aagccatgac cgagaaaggc acgctgttta actctggtga gtttgatggc ctgaatcatg
  2776621 aagatggttt taatgccatt gccgataaac tggtcgcact cggtgttggg cagcgcaaag
  2776681 taaactatcg tctgcgtgac tggggtgttt ctcgccagcg ttattggggt gccccgatcc
  2776741 caatggttac gttggaagat gggactgtcg ttcctacccc agaagatcaa ctgccggtta
  2776801 tcctgccaga agatgtggta atggacggta tttccagccc gatcaaggcc gatcctgagt
  2776861 gggctaaaac caccgttaac ggtattccgg gtctgcgtga aaccgatacc ttcgatacct
  2776921 ttatggaatc atcttggtat tacgcgcgct acacctgccc gcaatatgat gacggtatgc
  2776981 tggaccccgc agccgctaac tactggttac ctgtcgatca gtatgttggg ggcattgaac
  2777041 atgccattat gcatctgatg tatttccgct tcttccacaa attactgcgt gacgccggtc
  2777101 tggtggactc cgatgaaccc gccaaacgcc tgttatgtca ggggatggta ctggctgacg
  2777161 ccttctatta caccggtaat aacggtgagc gtatttgggt ttcaccggtc gatgcgattg
  2777221 tcgaacgtga tgacaaaggc cgtatcgtta aagctgtaga tgcggaaggc catgagctgg
  2777281 tgtacgccgg catgagtaaa atgtcgaaat cgaaaaacaa cggtatcgac ccgcaagtca
  2777341 tggtagaaaa atacggcgcg gataccgtac gtctgtttat gatgtttgcc tcaccagcag
  2777401 aaatgacgct ggaatggcag gagtcgggcg ttgaaggggc taaccgcttc ctgaagcgtg
  2777461 tttggcgtct ggcctttgat cacaccgcga aaggtgcagt gaagccactg gatattgcca
  2777521 gcctgactga agaacagaaa tccctgcgtc gcgacctgca taaaaccatt gcgaaagtga
  2777581 ccgatgatgt tggccgccgt caaaccttca acacggcaat tgctgctgtg atggagttga
  2777641 tgaacaagct gggccgtgca cctcaggaaa cggagcaaga ccgcgcactg atgcaagaag
  2777701 ctttactggc ggtagtccgg atgctttatc cattcacccc tcacgtctgc ttcagtttgt
  2777761 ggcaagcttt gggtggagaa ggcgatatcg atactgcgcc gtggccaatt gctgatgaac
  2777821 aagcgatggt tgaagactct aaattagtgg tcgtacaggt caatggcaaa gtgcgtggca
  2777881 gaattacagt gcccgccgat gccactgaac agcaagtccg tgaacgcgct ggtcaggagc
  2777941 acttggtggc taaatatctg gatggcgtta ctgtacgtaa agtcatctat gtccctggca
  2778001 aattgcttaa tctggttgtg ggttaagtca aggaggcgtt gtgcgacatc gtattctgac
  2778061 gttgttgctg gggttggcgg tgctggtcac cgctggctgc ggttttaatc tgcggggcac
  2778121 cactcaggtg ccaactgagt tgcaaaaatt attgctggag agcagcgatc cctatggccc
  2778181 gttagccagg tctatacgtc aacaactacg tttaaataac gtgactattg ttgatgacgc
  2778241 catgcgtaaa gatataccga cgctgcggat catcggctca tccgaaagcc aagagacagt
  2778301 gtctatcttc cgtaacggtg tcgcggccga gaatcagtta gtgctacatg tacaggcgca
  2778361 ggtgttgatt ccgggccatg atatttaccc attgcaggtc aatgtgttcc gcacattctt
  2778421 tgataacccg ttaacggcgt tagccaaaga ggctgaagcc gaggtgcttc gtcaagaaat
  2778481 gcgtgagcaa gccgcccagc agttagtgcg tcagttactg acggtacatg cggcagaagt
  2778541 taaaaacacg cagaaaaatg gtgataaacc ggtgagtgat gccaacgcgg ctcagggctc
  2778601 aaccccgaca gccgtcaatg aaaccactct cggcgaacct gccgtcagta cctcagccaa
  2778661 atgatccgga tttaccctga acaacttgtc gcgcagctcc atgaggggct acgcgcttgt
  2778721 tatctattgt gtggcaatga acccttgttg ctacaggaaa gtcaggacca cattcgtcgg
  2778781 gtggcatcgc agcacgattt cactgagcat ttcagctttg cgttggacgc gcacaccgaa
  2778841 tgggagcata tttttagcct ttgccaggca ctgagtttgt tcgccagccg ccagacactg
  2778901 ctgctgagtt tcccagacag tgggctgacc gcgccaatta gcgagcagtt ggttaaatta
  2778961 tctggcctgt tacacccaga cattttattg atattgcggg cgaataagtt gaccaaagcg
  2779021 caagagaaca gcgcctggtt taaagctctc agtaaaaatg gggtatttgt cagttgccag
  2779081 acaccagaac aggcccagct tccccgctgg gtgagcgctc gcgccaagag cctcaacttg
  2779141 aacgtagacg atgccgccat tcaattactt tgctactgct atgaaggtaa cttgctggcc
  2779201 ttatctcagg cgttagaacg gctctcgctg ctctaccccg acggtaagtt aaccctgcct
  2779261 aaagtagaac aagccgtcaa cgacgctgcg catttcacac cataccattg gcttgatgcc
  2779321 ttgttgatgg ggaagagcaa gcgggcttgg catattttgc agcaattaca gcaagaagac
  2779381 agtgaacccg ttattttact gcgtaccgta caacgtgaac tgctcctgct gttagcgctc
  2779441 aaacgtcaga tggaacaagt tccattgcgc gcattattcg atcaacacaa aatttggcag
  2779501 aaccggcggc ccatgatgac tcaggcactg caacggctct cccttcagca actgcaacag
  2779561 gcggttcatc tgctcacaca gatggaaatc cggctgaaac aggattatgg tcaatcaatc
  2779621 tggcctgagt tagaaacgct atctatgctg atgtgtggaa aaacattacc tgagagcttt
  2779681 tttgatgccc attaaatcct cggatcattc tctgtatgcc ttattcggcg gtacttttga
  2779741 tcccattcat tacggtcatc tgaaaccggt tgaagcatta gctcagcaag tcgggctgca
  2779801 acacattatt ttattaccta atcatgtgcc tccccatcgc cctcaacccg aagccaatgc
  2779861 acaacagcgg cttaaaatgg tggaactggc ggtggctggg aacccactgt ttagcgttga
  2779921 ttctcgtgaa ttattacgtg acagcccatc atttaccatc gagacactgg aggcactgcg
  2779981 taaagaacgt ggtgcagaac agcctttagc gtttatcatt gggcaagatt cattattatc
  2780041 gctgcataaa tggcaccgct ggcaggcgtt gctggatgtg tgccatttat tagtttgcgc
  2780101 ccggccaggt tattcacagt cattggaaac accggagttg cagcaatggt tagagagcca
  2780161 taaggtcatg gatccacagg cattgagtca acgtccacat ggcgcaatct acctggcgga
  2780221 tacgccgttg ttagatatct ctgctaccga tatccgtcgt cggcgtcata acggcgagag
  2780281 ttgcgatgac cttctccccc aagctgtcca gcgatatatt gagttacaag gtttatatcg
  2780341 cggctgaggg tttctatcac cacggaaagt cccgcggtat actccgccgc taaattttag
  2780401 gtattcgctg acaaccccct gtgaaataag cacgaacggc gggctttcag cggcatcctg
  2780461 ccgataaata catcatagcc gttcattaac ggtcgccatc ctacgagaaa tcgggtggaa
  2780521 cggcacctta gtgaaaacgt tacgaacaaa aacgacccga gggggaacct ttgcaaggta
  2780581 aagcgctcca agaatttgtt atcgacaaac tcgatgattt gaaaggccaa gacattatcg
  2780641 ctctggatgt tcagggtaaa tccagtatta ctgactgcat gattatctgt accggcacat
  2780701 caacccgcca tgttatggcg ctggcagata atgtggtcca agagtcacgc gcggcgggca
  2780761 tgataccgct gggcattgaa ggccaaggcg tctcagactg gattgtcgtt gatctcggcg
  2780821 aagtgattgt gcatgtgatg caagaagaaa gccgccgtat gtacgaactg gaaaaactct
  2780881 ggagctaagc ggtgaaactg caactggtag ccgtcggcac gaaaatgcca gactgggtgc
  2780941 agacaggttt tatcgaatat ctgcgccgct ttcccaaaga tatgcccttc gagctggcag
  2781001 aaatacctgc gggtaaacgg ggcaaaaatg ccgatatcaa acgcattctg gaaaaagaag
  2781061 gcgagctgat gctagctgcg gtagggaaaa ataaccgtat tgtcacgctg gatatcccag
  2781121 ggacaccctg ggagaccccg caattagccc aacaattaga acgttggaag caggatggcc
  2781181 gtgatgtaag cctgctgatt ggcgggccgg aggggttagc cccggcctgt aaagccgccg
  2781241 cagagcagag ttggtcgctc tctccgttaa cgctacctca tcctttagtg cgtgttttag
  2781301 tggctgaaag cctctatcgt gcctggagta ttacgaccaa tcatccttat caccgggaat
  2781361 aaacgggcga tgaaactgaa tcaagtgatg gctctggctc tgagtaagat gctggttttg
  2781421 agcaaaatga cgtaagctgc ggaatgaaaa aagaacctaa cccttttcgc gactattcgg
  2781481 ctgaatcagc cctgtttgtc cgccgcgccg tagtggcttt tctgggtatc ctgctactga
  2781541 gcggggtact ggttgctaac ctctataatt tgcaaataat ccgtttcgac gattacagca
  2781601 cccgctccaa cgacaaccgc atcaaactgg ttcctatcgc ccctagccgt ggcatgatat
  2781661 ttgacagaaa tggcacacca ctggcattaa accgcaccat ctatcaatta gagttgatgc
  2781721 cggaaaagat cgaaaacttg tcagccaccc tcaatgcgct gcgcccaata gtggatctga
  2781781 ctgacgacga tatcgctaac tttgaaaaag agcgcaaacg ctcacgtcgc tttacctcta
  2781841 ttgccgttaa aacaccgttg accgaggtgc aagtcgcccg ttttgcagtg aatcaattcc
  2781901 gcttccccgg aattgaagtc aaaggctatc aacgtcgctt ctacccgtat ggctccgccc
  2781961 tgacccacgt gattggctat gtctctaaaa ttaacgataa agatgtcgaa cggttggata
  2782021 aagaaggcat tctccccaat tatgctgcga cccacgatat cggtaagttg ggtattgaac
  2782081 gctattatga atccacctta catggcaaaa ctggttatga agaagttgaa gtcaataacc
  2782141 gaggccgggt aatccgccaa ttacatgagc aaccgccaca agcaggtaaa gatatttatc
  2782201 tgactctcga tctgagtcta caaatctata tcgagaagtt actcagtggc agccgtgctg
  2782261 cggtcgtcgt cacagaccca cgcaccggcg ggatcctggc cttggtatca aacccaagct
  2782321 atgacccgaa cctgtttgtc gacggcatct ccaacaaaga ttatcaaggg ttgcttaacg
  2782381 atacgaaccg ccccttaatc aatcgggcaa cccaaggcgt ttatccaccg gcatcaaccg
  2782441 tgaaaccgta catcgcagtg tcagcactga gtgccggggt tatcaccaaa aacaccagcc
  2782501 tgttcgatcc tggttggtgg caactgcccg gttcggaaaa gcgctaccgt gactggaaaa
  2782561 aatggggcca tggccgcctg aacgtcacca aagcactgga agaatcggca gataccttct
  2782621 tctaccaagt cgcctatgat atgggcattg atcgcttatc atcttggatg agcaaattcg
  2782681 ggtacggtga atatactggc attgatttat ccgaagagcg tgcgggttta atgccaacac
  2782741 gcgagtggaa gcaaaagcgc cataaaaagc cttggtatca gggtgatacc attccggtag
  2782801 gtattggcca gggttattgg actgcgacgc caatccagat ggctaaatcc ttaatgaccc
  2782861 tgattaatga tggcacagtt aagacacctc acctgttgca aagcacccgg attgatggcg
  2782921 tattagtgcc ctataagcag gaagacagta cgcagattgg gagtatcaat tctggctatt
  2782981 gggaaattgc taaagacggc atgtatggcg tagcgaaccg cccgaacggt actggccgca
  2783041 agttttttga aggtacacct tataaggcag cggcgaaatc gggtaccgca caggtttaca
  2783101 gttatgaaac ctataatgcc agtaaagtgg cagaacacct gcgcgaccat aagttaatgg
  2783161 ttgcgtttgc tccctatgag aaccctacgg tatccgttgc aataatcttg gaaaatggag
  2783221 gcgcggggcc tgcggtaggg accattaccc gtcagatcct cgaccatatc ttgttgggcg
  2783281 ataataatac tgaattaccg gatgcggttc ctctgcctcc tggcgttgaa gcagattagt
  2783341 tgaaacaggt tagttgaaac agattagttg aagcagacta aaagcaaact aatcgttgat
  2783401 gcccgttgag ttgaaatagg tcgcattgaa gccgatcacg ttaagatagg ttacgttaag
  2783461 acaagtcacg ttaagacagg tcacgttgaa aataaatagc gttggagcgg gttaaggtaa
  2783521 ctcatgactg ataatcaaca aaaaggctcg ttgtggtaca aactacacat cgacctaccg
  2783581 tttctgattt gcatcttggc gctgctggct tatagcgcct ttgtgatgtg gagtgccagt
  2783641 gggcaagata ttggcatgat ggaacgcaaa gttggccaaa ttgctatggg cttgattgtc
  2783701 atgttggtca tggcacagat cccgccacgg gtgtatgaaa gctgggcccc ctatctctat
  2783761 tttgtttgtg tcatattact gatactggtc gatgcctttg ggcagataag caaaggcgct
  2783821 caacgctggt tggacttagg ttttatccgc tttcagcctt ctgaaatcgc taagattgcc
  2783881 gtccccctga tggttgcacg ctttatgaac cgcgatgttt gtccaccctc actgaaaaat
  2783941 accggcatcg cactgatttt aattttcatc cccaccttgt tggttgctgc tcaacccgat
  2784001 ctgggaacat caattctggt tgcggcctcc ggcctgtttg tgttgttcct ttcgggtatg
  2784061 agctggcgct taattggggt tgcggttgta ctgttggccg ggtttatccc cattctctgg
  2784121 ttcttcctga tgcatggtta tcaacgtgat cgcgtcatga tgctgttgga tccagaaagc
  2784181 gatccgctcg gtgcgggtta ccatattatt cagtctaaaa ttgcgattgg ctctggtggt
  2784241 ttatctggaa aaggctggtt gcacggcact cagtcacagc tagagttctt acctgaacgc
  2784301 catactgact tcatttttgc cgtattggct gaagagctcg gtttaatcgg tgtgctggtc
  2784361 ttattaggcc tctatttatg tttgatcatg cgcggcttgg tcattgctgc aaatgcacaa
  2784421 accaccttcg gccgggtcat ggttggcggg ttgatgctga tactctttgt gtatgtattt
  2784481 gttaacatag gtatggtcag tggcatttta ccggtggttg gcgtaccttt gcccttagtc
  2784541 agttatggag gctcggcgct agtagttctg atggccgggt ttggtatcgt gatgtcgata
  2784601 catactcatc gaaaaatgtt atctaagaat ttatagaggt gggcaatgcg taaggaatgg
  2784661 ctttgggtcg gcatcgcaag tgtgctgcta tcagcatgta ttgatcagcc tccggccccc
  2784721 cagcaacaag tacaacaaac ctacagcggc ctagttgaag aaattggcgg ggcagaaccg
  2784781 cgctacgaac cttttaatcc taacgttaat caggattata aagttaatgg ccagtcctac
  2784841 cgtattatca aagatccgca gaatttctct cagatagggc ttgcttcttc atatggtgaa
  2784901 gaggcacgtg gcaataccac ggcaaccgga gaaatttttg atcccaatgc cttgaccgcc
  2784961 gctcacccta ctctgccaat cccaagctat gtccgggtaa ctaacgtcag taatggccgc
  2785021 caaattgtgg ttcgtgtgaa tgatcgcggc ccctacacgc cgggccgtgt gattgactta
  2785081 tccagagcag ccgcagatcg cttaaatatt tctaacaata ccaaggtgaa gatagatttt
  2785141 atcaatgtcg cgcctgatgg ctcgctgtct ggccctggta tggtaggcac caccatcgcg
  2785201 aaacaaagct atgcgttacc cagccgcccg gacctaacat caagcgggat gggtacgccg
  2785261 atgcaacaag atgccccagc aaccggtgcc gctgtacagg cgattgataa cagccagtta
  2785321 tcgggtactg atgccacgca acccgtcgca tcacaaagta gtggtttcct aagagcgccc
  2785381 acgccagtcc ctgcgggtgt gctggaaagc tcggagccag tgatagattc agcgccagtc
  2785441 accccccctg tggtcgccaa tcccggcccg gtcactacaa caccaacatc cagcgcgata
  2785501 tcaggcggtt atgtcgttca ggtcggtgca ctgagcgatg ctcagcgagc acagtcttgg
  2785561 caacaaagcc taagccaacg ttttggtgtt ccgggtaaag tgtccaacag tggcagcata
  2785621 taccgtgttc agctagggcc tttcagtcat cgtcaacaag cggttgatct gcaacaacgc
  2785681 ctctcaaatg aagcacagca gcaatccttt atcgtggcag cgccctaagg cagacacgcc
  2785741 ttgtgtaacg aacggtgcaa tagtgatcca cacccaacgc ctgaaatcag atccaggggg
  2785801 taatctgctc tcctgattca ggagagttta tggtcacttt tgagacagtt atggaaatta
  2785861 aaatcctgca caagcaggga atgagtagcc gggcgattgc cagagaactg gggatctccc
  2785921 gcaataccgt taaacgttat ttgcaggcaa aatctgagcc gccaaaatat acgccgcgac
  2785981 ctgctgttgc ttcactcctg gatgaatacc gggattatat tcgtcaacgc atcgccgatg
  2786041 ctcatcctta caaaatcccg gcaacggtaa tcgctcgcga gatcagagac cagggatatc
  2786101 gtggcggaat gaccattctc agggcattca ttcgttctct ctcggttcct caggagcagg
  2786161 agcctgccgt tcggttcgaa actgaacccg gacgacagat gcaggttgac tggggcacta
  2786221 tgcgtaatgg tcgctcaccg cttcacgtgt tcgttgctgt tctcggatac agccgaatgc
  2786281 tgtacatcga attcactgac aatatgcgtt atgacacgct ggagacctgc catcgtaatg
  2786341 cgttccgctt ctttggtggt gtgccgcgcg aagtgttgta tgacaatatg aaaactgtgg
  2786401 ttctgcaacg tgacgcatat cagaccggtc agcaccggtt ccatccttcg ctgtggcagt
  2786461 tcggcaagga gatgggcttc tctccccgac tgtgtcgccc cttcagggca cagactaaag
  2786521 gtaaggtgga acggatggtg cagtacaccc gtaacagttt ttacatccca ctaatgactc
  2786581 gcctgcgccc gatggggatc actgtcgatg ttgaaacagc caaccgccac ggtctgcgct
  2786641 ggctgcacga tgtcgctaac caacgaaagc atgaaacaat ccaggcccgt ccctgcgatc
  2786701 gctggctcga agagcagcag tccatgctgg cactgcctcc ggagaaaaaa gagtatgacg
  2786761 tgcatcttga tgaaaatctg gtgaacttcg acaaacaccc cctgcatcat ccactctcca
  2786821 tctacgactc attctgcaga ggagtggcgt gatgatggaa ctgcaacatc aacgactgat
  2786881 ggcgctcgcc gggcagttgc aactggaaag ccttataagc gcagcgcctg cgctgtcaca
  2786941 acaggcagta gaccaggaat ggagttatat ggacttcctg gagcatctgc ttcatgaaga
  2787001 aaaactggca cgtcatcaac gtaaacaggc gatgtatacc cgaatggcag ccttcccggc
  2787061 ggtgaaaacg ttcgaagagt atgacttcac attcgccacc ggagcaccgc agaagcaact
  2787121 ccagtcgtta cgctcactca gcttcataga acgtaatgaa aatatcgtat tactggggcc
  2787181 atcaggtgtg gggaaaaccc atctggcaat agcgatgggc tatgaagcag tccgtgcagg
  2787241 tatcaaagtt cgcttcacaa cagcagcaga tctgttactt cagttatcta cggcacaacg
  2787301 tcagggccgt tataaaacga cgcttcagcg tggagtaatg gccccccgcc tgctcatcat
  2787361 tgatgaaata ggctatctgc cgttcagtca ggaagaagca aagctgttct tccaggtcat
  2787421 cgctaaacgt tacgaaaaga gcgcaatgat cctgacatcc aatctgccgt tcgggcagtg
  2787481 ggatcaaacg ttcgccggtg atgcagcact gacctcagcg atgctggacc gtatcttaca
  2787541 ccactcacat gtcgttcaaa tcaaaggaga aagctatcga ctcagacaga aacgaaaggc
  2787601 cggggttata gcagaagcta atcctgagta aaacggtgga tcaatattgg gccgttggtg
  2787661 gagatataag tggatcactt ttcatccgtc gttgacacct tgtagcaatt tagacactga
  2787721 ctaataaaaa taaccgtaac cgcctgtgca aacagggtgt tacggttaaa actgtttggg
  2787781 tgaaataagg ggctactccc cttcccgtaa atatataccc taaatacgtc gagttgcagg
  2787841 aaggcagcaa ttccgctaat cccaggcgct atttatgtaa ggtcaactta tgtaaggcca
  2787901 acggcaagat gtctggccaa tggcaaatca gtgactgggg tgaaggaagg ccgccaacgt
  2787961 acaggcgact tgaaatatga cgggtataaa cgccacaggg caaggagatt gtcggatgtc
  2788021 tgccgggatc tcatctgcta tagtgtggca tgttcttaac ttactcccac ggatgttgtt
  2788081 gtcctgatca tgaaatatgt aattacctct cgcattatca agagcctagc gctcggcact
  2788141 gttattgtca tgagcgctgc taacgctgat gacgtcaatc tgaaaaccat gatccccggc
  2788201 gtaccgcaga tcgacgcaga agcctacatc ctaattgatt acaactccgg gaaagtattg
  2788261 gcggaaatga acgcggatac gcgccgcaac ccagccagtt tgaccaaaat gatgaccagc
  2788321 tacgtcatcg gccaggcgat taaatcaggg aaaatcgggg ctgaagacat ggtcaccgtg
  2788381 ggtaaagatg cctgggctac cggtaacccg gaatttaaag gctcctccct gatgtttctg
  2788441 aaaccgggcg accgtgtgcc ggtgtctaaa ctgacccgtg gtatcaactt acaatcgggt
  2788501 aacgatgcct gcgtcgcgat ggccgattat gtcgcgggga gtcaggactc attcgttaac
  2788561 ctgatgaaca actatgttaa ggcgctgggc ttacaaaata cccacttcaa aactgttcac
  2788621 ggtttagatg cggaaggcca gttcagctct gcacgcgata tggcattgat tggtcaagcc
  2788681 ctgatccgtg atgtgccaga tgagtatgct atctataaag agaaagagtt taccttcaac
  2788741 aatatccgcc agacaaaccg taacggttta ctgtgggaca ccagtttgaa cgtagatggc
  2788801 atcaaaaccg gtcacaccga ggcagcaggt tataatctgg tcgcatcagc gactgatgga
  2788861 cagatgcgtt tgatttcagt cgttttaggc ggccatacct ttaagggccg tgaaactgaa
  2788921 agtaaaaaac tgctgacctg ggggttccgt ttctttgaaa ccgtcgcacc gctgaaagtc
  2788981 ggtaaagagt ttgcctcaga accggtctgg tttggcgata gtgatcgtgt gcagttaggt
  2789041 gtagataaag atgcttatct gactattcca cgtggccgaa tgaaagacct gaaagccagc
  2789101 tatgtgctga atacacctga aattcatgcg ccactggcga aaaaccaagt tgtgggaacc
  2789161 attaacttcc agttagatgg taaaaccatc gatcagcgcc cattggtggt gatgaacgaa
  2789221 gtaaaagaag gtggtttctt cagccgtatg gtggattata tcaagctgat gttccaccgc
  2789281 tggtttggct aatccgctag cttgaaaaac agaagagact tgaaagccag tagattggcc
  2789341 ccatattgtg attaatctta tattgcaaat aagctgatct tatctggcga acagtacgtc
  2789401 actcccgctc cggcgggagt tgtgatttta tagccggata cgttttatca ttaccccact
  2789461 atcagtccgg cgacagccca ggagcgcaca tgaaaacgaa actgaacgaa ctacttgagt
  2789521 tcccttgctc ttttacctac aaggtcatgg gcatcgctga acctcaactg gttgaccaag
  2789581 tagttgaagt ggtacagcgc catgctccgg gtgaatatac cccgcaggta aaaccgagca
  2789641 gcaaaggcaa ctatcactcc gtgtctatca ccatcacagc cacccatatt gatcaggtgg
  2789701 aaacactgta tgaagaactg ggcaatcttg aattggtcaa gatggtgctc tagttcaagc
  2789761 tatataggcc atttgggtta tagataaact atcaagccat tcacaacgcg ctaatgacgg
  2789821 cccgccctgt ttattcaggt accgggcctt attttttcgt ggttaaatta tcccctttag
  2789881 ccatcaaatt atagcgttga actgtcaaaa tagtggcccc actcagcggg gctggtatac
  2789941 tggcgctacc atttctgtaa ccagatgatg cctcgcttgc aacaacacaa gatcatttta
  2790001 cgtcagctag ggttacaacc ctatgcaccc gtatcccaag ccatgcataa ctttactgag
  2790061 tttcgcactg ataccacacc agacgaaatc tggttggttg agcatcagca cgtctttact
  2790121 cagggtcagg ctggaaaagc tgaacatgtc ctgatgccag gtgatattcc ggttattcaa
  2790181 agtgataggg ggggtcaggt cacctaccat ggccccggcc agcaagtgat gtatgtcatg
  2790241 gttgatctca aacgtgccaa aatcggtgta cgccagctag tcaccgccat tgagaatacg
  2790301 gtgatagaga ctctcgccca tttcaatatt gattcacatg ctcgcccaga tgcccccggt
  2790361 gtctatgttg aacaacagaa aatatgctca ctggggctac gcatccgccg aggctgttcg
  2790421 tttcacggtt tagcattgaa cattgcgatg gatctggaac cgttccagcg cattaatccg
  2790481 tgcggctacg cgggtatgca gatgacacaa gtcagtgcat tacaaccagg ggttaccgtt
  2790541 gcggatgtgc agcctgtatt ggttcgcgaa tttacccgcc aattaggtta tccgacggca
  2790601 aaattgcagc cgtggtcatt atcagactat ttattatcaa gccattcatc atcaagcgtg
  2790661 ttgtaaatga ctcatatgcc cgatgtaact gaaaccgtga acgccaccat cgcgccaaaa
  2790721 gtgaatggct gaacgaaaca gagtaaagat gatataattt ttaaacaatt ttcaaataat
  2790781 ttttaacgaa cgctacatta cgttgaattt aatgaaaaat ctcaagttga gagattcaga
  2790841 actggaacct gcccgattat gagtaaaccg attcagatgg aacgcggcgt aaaataccgt
  2790901 gatgcagaca aaatggcgtt aatcccggta aaaaacgtgg tgaccgaacg tcaggagctg
  2790961 ttgcgtaaac ccgagtggct aaaaatcaag cttccgactg attccagccg cattcagggt
  2791021 atcaaagctg caatgcgtaa gaatggtctg cattcggttt gtgaagaggc ctcctgccct
  2791081 aacctgtctg agtgctttaa ccacggtacg gcaacattta tgatccttgg tgcaatttgt
  2791141 acccgccgtt gcccattctg tgacgttgcc catggtcgcc cagtcacacc ggatgctaat
  2791201 gagccagaga agctggcaca gacgatccaa gacatgggtc tgcgctatgt tgttatcacg
  2791261 tccgttgacc gtgatgacct acgtgatggt ggtgctcagc attttgccga ttgtatttca
  2791321 gcgatccgcg ccaagaatcc aaccatcaaa attgaaacgt tagtccctga tttccgtggt
  2791381 cgtatggatc gcgcactcga tattctgacc gcaaccccac cagatgtatt taaccataat
  2791441 ttggaaaacg taccacgtgt ttatcggcag gttcgtccag gggcgaacta cgattggtca
  2791501 ctgaaattac ttgagcgctt caaagaagca catccagata tcccaactaa atccggctta
  2791561 atggtcggct tgggcgaaac caatgccgag attgtcgagg tcatgcatga tttacgccgc
  2791621 cacggggtca cgatgttgac gctggggcaa tacttgcaac caagccgcca tcatttaccc
  2791681 gtacaacgtt atgtcagccc ggccgagttt gacgaaatga aagcagaagc catggctatg
  2791741 ggctttaccc atgcagcctg tggcccattt gttcgctctt cttaccatgc agacctgcaa
  2791801 gcgaaaggta tggaagtgaa gtaagcggta ggctaaagac ttcagcccat ggctgaaata
  2791861 acttattaca ccttaaaaca gcagccacca aaaaacggat ttccattgga gatccgtttt
  2791921 ttttatcagc ccgatcccct gcttatacgc ttcctgcgcc acgctttagc cgaaagactg
  2791981 gcgatatggc acaggcaaaa agagtcagtc tttgcgctca accgaagctg cggcttggga
  2792041 gtcagatgcc gctttagttt cggctactgt tttggtttcc gctgacattt tggtttctcc
  2792101 aagcacactg gttgaaacct catcatcatt tctcatcgct tttttaaagc ctttcagcgc
  2792161 tgcgcccaaa tctgccccca gcgtgcgtaa tttactggta ccaaacaaca acacaattaa
  2792221 tatgccgaca accaacagtt tggtaatact gagaccttcc ataactcacc ttcttggtta
  2792281 gttcttctga taaaacagtt cggtctataa aaccgttcag tttataaagc agttcagtgt
  2792341 ataaaacagt aacgagttaa attctggctc atttacgaat aaattaccga taaagacaac
  2792401 acgaatatgt aacagatttc gtaagtgaac gatgatgagt tcacgagtct gtttagcatt
  2792461 ttggcgcatc cctacgaagc attaccgtaa catccctcac gttagccagt tgaatatcat
  2792521 ttcaatcatt ttatgatgga tttcagatga ttattatctt atcgccttgc attaatggcc
  2792581 ctattgggaa taatgccagc aaaatgggtc atgataaaaa ccgacaagct acaaattaat
  2792641 attcaagcag tgtaatatcg cccctcaaga tctggagatg acacgcctcc ataaccgccc
  2792701 taacaaggct aatgatgtct acgtgacctt ctcattaggg tacgtagggc taccaacgag
  2792761 cctttctgaa aagatttacg ggtaaacaaa acgccccaat ggtcagtatc tgttagagaa
  2792821 aagtgcctat gtttaataca ttacttgcag tgtttattgg tggcggtgtg ggcagcatgg
  2792881 cccgttggtt ggtcagtttg aagttaaaca gtgcatcggc tcacttaccg gtaggtacgc
  2792941 ttattgtcaa cctggtcggt gcctttatta ttggcctgac actggcgttt tttagccgaa
  2793001 tgactcatat tgatcccgtt tggaagctac tgattaccac cggtttttgt gggggcctca
  2793061 cgacgttctc caccttttct gtcgaagtgg tctatctaat ccaagaggga aaattagcgt
  2793121 gggctgccgg aacaattttg ctcaatgtgg cgggttcact ggcaatgacg atgctggctt
  2793181 ttatattggt caataacttt gccagccaat aatggctagt ggcctatgat taaacacttc
  2793241 aaggagtgaa tagcgtggct atggtgttta ttcagtagaa aatagtgcta ctaataatat
  2793301 cgccttaatg ttttcttaat ctatggtgcg gataatcgtc tggtagagga cagctaaccg
  2793361 agtggggtta ctgaaatact ggatgggtgg atgtatgttt ggattgccta aaacatcagt
  2793421 tgagtggcta acaactattt tttgtctgtt tattaccgta gttttcatta aaatctatct
  2793481 cttctaagcc cctctaatct ctccttataa tgcgctatgg gtatctccct gcctgatcat
  2793541 cgattaggta acagactaaa catattgtct tgtacgctaa cgctacccat aaaaaacccg
  2793601 cccagtaagg cgggttttta aagatatggg ctacttagat agcgataaca ttagcagcag
  2793661 atggcccttt ggcaccgttc gtgatttcaa attctacacg ctggccttca gcaagcgttt
  2793721 tgaaaccatt gctagcgatg gcagaaaaat gaacaaaaac gtccttgcta ccatcttctg
  2793781 gggtaatgaa gccgaaacct ttggattcat tgaaccactt aacgctacct ttaatcttag
  2793841 acatcaaact tacctttaac gtgaatgttg gacacaaaaa ttgtgtcaat tacagtacag
  2793901 caatagaacc gttttttgtc cacaatggag atcacaaaaa agagagaaaa agtgaaaaat
  2793961 ctcttttttc tggcgaatat ccagcacaga aaaccacctt ttcttgcttt caccgttccc
  2794021 cctctcgggg tctaaacgcc tccggtaaac tgccagactg tatctgaacg tcattcacct
  2794081 gtattatact tatccattgg atacactaat atgagatgca tgatgaacgg tagaataaca
  2794141 actttttttg aagataaagg ctttggtttt atcaccgatg aaaacggcga taaccgttat
  2794201 tttcacgtta taaaagttgc taatcccgag atgatcaaaa agggtgctga agtaaccttt
  2794261 gaaccgacaa ccaacaccaa agggttatca gcattcgctg taaaagtagc gattgagagc
  2794321 aaatatatat tcatcgctaa tgaaaggata aagctgacca gtatcaagtc attcaatacc
  2794381 tttacaaaag aagtccctgc tcaagccgag gttgataaag ccaatacaat attatcagta
  2794441 aacttactga tgaataaaat taggccacag gaagaggaca tttcagagaa aaccatacca
  2794501 ctgaaaatgc tgtcgataac aacattccaa aatgtgacat acacattttc tgaacacgaa
  2794561 gtcgatattg atagtacggt tgctaaatta aagagtattt aatattgatt ttgggacttg
  2794621 ccaaggccag ctagccctga aatatttggg gctaccagtc gcaggtagtt ggtgatagtc
  2794681 ggtgatagtt ggtgatagtt ggtgatagtc gttgatggtt gatgatagtg attggcgata
  2794741 gaggctgatc gtagcggtat cgttttagca acggtaacgt tttagcaatg gtaatagaag
  2794801 gtaacgcaag cgtccttgcc tgcaaatgca aaagcgtccc ttataacatc ctctggtgtc
  2794861 gacaataaaa ataacgacaa ccccagatat ccttatgcta attatttaaa cataaacatt
  2794921 tttattaact cgacatcagt ccgtgcacca agtttcttca tggcggagcg cttttgtcca
  2794981 ctgactgttt tttcactttt cttcaagatt ctggcaatat caccaccaga aaagccttca
  2795041 ttgaataact tcagtacaat attttcattc ggtgtcagat attgacgctc agatgatact
  2795101 agatgaagta ctttagctgt tttacgttcg attaaattgt ctttaaaccc acggaactta
  2795161 cgcttaaata cagtagcgat tttattactc accgtttcca atgagtcttc tctgaagatc
  2795221 atggtcacat cgctaaatct tggaatacct tgtaaaaaac tattcaatct ggcatcacaa
  2795281 atcaaaaaga catccgcttc tgcgggggtc ttatccagac gtttgagtgc ctcgaaaaaa
  2795341 ctgaattcat cgacgccaat aaaaatcaca tctgctgaat aaaaagcttt tcgatagaat
  2795401 ttaatctctt ttttaaatcc taaggatgtg aagatttttt ttacgataga taccatacct
  2795461 aatgtttgat atttatcgtt atcgactatc atgcagctta tcattttggc tatgcccatt
  2795521 agtgcttaag cactctgtga atccctgatg cttatctgtt tgctatatga taaaatacga
  2795581 ttgaatatca tatagataac cagacacact cctatgcata cagtaaacca cggcgggcgt
  2795641 gtgcgaggat ataggatgtc aacaccggaa tatgtaggaa acgtctgttt ctctttgggc
  2795701 tatttcttgc ctatttctta aagctatgtt tggtaggcgt gacagcatta agattgtatg
  2795761 caaagataga caacgctata agtagtctga ataggaaggg ttttctttta ctcgctgagc
  2795821 accaaatata tagcagcagg tattctgtca atgcgcgatc ttatgtcatg catgaggttt
  2795881 aacgtagcag ccctctcacc ttgcagatct catttaacct tatcgtaagt caaattattt
  2795941 tatgagaaac gtcggtttac atgccctaaa aacgttgagc tgcttttccg ctgttacgtt
  2796001 ctactccgcc agtaaaacct gtactgaaca gtgcttttta agtggggaag tcatgggcgt
  2796061 tttgtacttt ttgtcgatca ttgctacccc gttgtttttt atgatcattg gctatatcga
  2796121 ctcaaatgac aaaatcgatc agaaagacat tttcagaaaa ttaaaatcga ttataaccat
  2796181 tattattttc tggaacgttc tcttctactt tatcaatgaa gatggtttca aacggggtta
  2796241 tttcctgcaa agctggcttc tgtttagtat cgccatcatt tacctcataa acccgattat
  2796301 ctccaagata ttaaaaagta acaggacagc tatcatcacg ctctcttgcc tggtcatttt
  2796361 ctccgtgact attgatctga tcagtgcctt cagtgagcga ccatacctta ttgattttcc
  2796421 acaatacttt aggctatgga cttggatttt ttactacatg acgggccgat tcctctgctc
  2796481 gcgaatttgt cagaagatga caaaattgcc aaaggttcgt cttgctgcca agttactgct
  2796541 gctccctaca tccatctcga tgtattatta cgaaagtttc atgtcaattt acgtgtataa
  2796601 aaccgtgaac gcgagttact tccttgataa cttccacgtt ttagtcctca gcttatgtct
  2796661 gtttgttata tttgataact ttgacactca atatgaatgg ataaagaaaa cattggcgta
  2796721 tatcagccca tcaatgattg gcgtttatat attgcatgat ggaattttct actttattgc
  2796781 cagcgcatat aacttatcag atgtaacgtt aagatttacg ctgctgttat ccgtatttgc
  2796841 cgcctcagtt ttattgtcac gggccctatt actgaataaa tacacctcgc gctttatctc
  2796901 attctgatcg aaaaagacct gattgtgatt atctgggaac gtgcagatct gatggaaggt
  2796961 tatcactatc cacgttagtt gttgtggctc ggggtgatca ccagcgtatt aacatagtat
  2797021 atggcttcgg tgtccattgg tgccattttc aattttttga atgttgttta aaacataaag
  2797081 gtgtcgccat gaaaaccagc catcgggcaa tcagtaccgt tcgtgaagcc cgaaaggcga
  2797141 ttcgtagtgg ttatgacaaa cccatcccaa agaaaggcat taaaactggt tttaaaattg
  2797201 ataagccacc agatgaaatg accacgatag aggttcacat cacgcaggtg gcttatttaa
  2797261 tatcagtgta gacttcaatc aatacacact acaacggcct gtaaatatcc ctgtagtacg
  2797321 ttaatctttt acgaaaaaaa tgacgttcat ccacagaaag ctttgcttca attttatcga
  2797381 catcaatatt ctttttttgg ctttccataa aagcaactgt ggatgccaca aagtccaaac
  2797441 tggtatggca atatgcagaa accagcttct ctaatgttga catatcacac ccccactcac
  2797501 tttcgtaaac aacaataaca caaatattta ctcagataat gtgactaaaa tctcatgatt
  2797561 aaagttaaat ggttatcatt caacctaatg ctaacttatt attaacctaa ttgactacaa
  2797621 tagggtaaat cctataacat aaatataatc agtaagttaa tagataatat tctactatag
  2797681 cattagcgaa aagtggggaa taattttcag tcaccacagc ggcgagtatg attaaccacc
  2797741 gccgattgac atgcattttt atccatatac cgtgtttttt tgaatgattt cagctatctt
  2797801 cttcgactag cctaaaacta acgacagact caagggcagt aatgagaaaa ataacgatga
  2797861 tcatgatagc agtagcgctg gccgtgttcg cttataccta ctttaccggg gcatagagtg
  2797921 aaaatatgct aaaagttatt gctcaggatt ttataaaact ggaacacatt aacgatgtgc
  2797981 taccactgta taaagaatta gtggctaaaa caaaattgga agcgctttgt ctctcttatg
  2798041 atttatttat agatcataac gatccaggcc actttatttt tattgaggag tggcccgatc
  2798101 aagcagcttt agatacccat tgtgcaactg aacatttcag gcggttagtg ccgcaaatta
  2798161 atcattatca gcgtcaggcg tgtgcggtta cccttatgag gccactggaa taaccgccga
  2798221 caatatcctt acagcacagg ctgctctgcc tcatgatacg cttcttcttc atgatactga
  2798281 ttttgccaca tacccgcata gcggccattc tttagcagca attcgtcatg gcggccacgt
  2798341 tcaacgattg aacccgcctc cagtacgata atttcatccg catcaatgat ggtcgataaa
  2798401 cgatgcgcaa tcaccagcgt cgtgtggtca cggctgactt cccgcagatg agattgaatc
  2798461 tctcgttcgg tgtgggtatc aagggcactg gtggcctcat cgaagactaa tatcgacggt
  2798521 ttcttcaaaa tggtgcgagc gattgccacc ctttgtttct ccccgcccga taacttaagc
  2798581 ccccgctcgc caacccgagt ttcataacca tccggtaagc taatgataaa ctcgtggata
  2798641 tgcgctaatt tcgccgcccg ctcgatctct tcatcggtcg aatctgtttt accgtaacca
  2798701 atgttataac gcagagtatc gttaaacagc accgtatctt gcggtacaat cccgatagcc
  2798761 tcacgtaagc tcgactgcgt cacaccacga atatcctgat catcgaggta aacggccccc
  2798821 gcagtgacgt cataaaaccg gaacaacaaa cgagcaagcg ttgatttccc tgccccggac
  2798881 gcgccaacaa tcgccaccgt tttccccggt gggatagtga acgatacatt attcagaatt
  2798941 ggccgacgtg gatcatagct aaaactcact gcatcgaaac gcacttcccc tttcgtcaac
  2799001 tgtaatggca aggcatcagg gcgatccgtt atctcttgtt ttaccatcaa gaggtcgagc
  2799061 atattttcca tatcaatcag ggcctgccta atttccgaat aaataaagcc gaaaaaatta
  2799121 agcggctgat ataactgcaa gagataggca ttaaccagca caaagtcacc tattgtcatc
  2799181 tggccttgta caattccctg cgcggccatt gccatcatga caatcagccc gacggaaata
  2799241 atcgcagttt gcccgaaact gagtacggtg aaactgatct ggtttttgat tgctgcatat
  2799301 tcatataact gacgcgatag attaaaacgt tctgcttcga aatcttcatt accgaaatat
  2799361 tttacagttt cataatttaa taaactgtcg atggatttag tattcgcatc cgcattcgct
  2799421 ttgtttaatt cacgcctaaa ccgagtccgc cagcccaccg ccattaccgt gaataaaata
  2799481 taacagctaa ccgtgacaag gatcgcgaga gcaaaccagc cacttaataa ccgccacata
  2799541 atcaccgaga ccaaggttat ctcaaataaa atggggagaa tagaaaatag caggcgcgac
  2799601 agtaccgtgg aaacggcctg tgtaccacgc tcaatagata atgatagacc gccagtctgg
  2799661 cgctctaggt gaaaccgcaa actcaaggca tgcaattgcc tgaatacacg taaacccaat
  2799721 aaccgtgttg cgttctggct aacatgcaca aacatcacat tacgcaactc ttcgaacagc
  2799781 gaagcactga ctctggctac gccatacgcg atgataaggc tgatcggtat tgccagcatt
  2799841 ttggcatttt cactgctcag cgtatccacc atcgacttat acgccagggg gaccagtgtc
  2799901 gtactgatct tagcaatcac catgaaaaat aaagcgatta ttaaatagta acgtagtttc
  2799961 ggattatctt taggccataa ataaggaagc aaaaatttga gtatgcggga acggtccata
  2800021 tttatctgtt tttcatctct ggcaaagcaa caacattcat gccttatatt ctgacagcta
  2800081 tccgtgcaat ctccgagtaa taatagccgc gcacattgca gcaaaccctt tttatatcgc
  2800141 caaaatcagt ggcattttaa ccaggcaata agtgaatatc gccttcctgc tccgttaagt
  2800201 gcgcaggatt taaccgatag cgtcaatcac atcaacatga gcgtgataaa ggacaacgcg
  2800261 atcagagcca gtgggacagc gaaaataatg atgaaccacc gcttacgaag aacagccgcc
  2800321 acgattaaac ctacgcacat cgcagcgaca acaggccaat atatcattga aaaaacaatg
  2800381 atataaaaaa tccatgatcc taattctgtg ggattaaatg aaaaatccat gttaacctca
  2800441 gttattccat tatattaaaa actaaatttt acagtataaa tttattatct caaacgaata
  2800501 aaaacaaaga aatttggtta tttacaatga aaatttaatc ctttttttgt tgactactta
  2800561 ataaatcatc atttacataa taaataattt atgtaatagg ataattatga tttatccaaa
  2800621 catgatcgtt ttcccagcta aatatccatt tacgtaccgg accagccatt acattcagat
  2800681 aataactgtc atagcctgcc atcgtcgcta ctgggtgata acctcttggc accatgacca
  2800741 cctcgcggtt gtaaaccgcc atacattcat caagtgagcg gtcatcagta taaacacgct
  2800801 gcatacagaa gccctgctct ggattaaggc ggtgataata ggtctcttcc agataagttt
  2800861 cgtgtggtgg gttgtcagtg tcatgtttgt ggctcgggta tgaactgctc gccccttcgt
  2800921 tggtataaac ctccaccacc agcaggctat cggcggggtg atcttctggc aaaatgttgt
  2800981 gtacatagcg ctggttatga cccttaccgc gcgcttctgc gccgatatcc tctggcgaaa
  2801041 tcagccgggt tgggtaagtg cctttaccgg gggcggaaca aaccgccagt tcaagcgggg
  2801101 taatggcctg cacctgtacc gcttcgcccg gagtgacata caccgcccaa ggtttatggc
  2801161 gctcaaacgg gctcatgcga tcacctatgt tagggaattg tgcgctgggc gtactgatac
  2801221 tggcgcgccc agcgatcaaa accaggcaac gctcatcggg aaccgcggtg agcgtcagtg
  2801281 gctgcccttc attcagttca tacacctcaa accccacata cccccagccc gcctgcgctg
  2801341 gagtgattcg ctgcgtcagg ccccgctcat ccggtgcctg cctgcgtgat aataaacgtg
  2801401 acatatgacc cccttaaatc agcccagcgt tatgtgccag acggcttaaa ttgtggtagc
  2801461 ccatgcgcgc ataggtcatt gggtgggcga cattaggatc ttgctctgcc tcgaccacca
  2801521 gccagccctg ataaccgtgt tgtttgagta acgccatgat gggtggatag tccacaccgc
  2801581 cgtcacccgg aacggtaaat acgccactca acaccgcgtc cagaaaactg gttttacggt
  2801641 ttttgacatc ggccagcacc gacgtgcgca catctttgca atgaacatgg ttgatccgcg
  2801701 caatccagcg ttgtgccacc gccagcggat ccgcccccgc aaaggtgagg tggcccgtgt
  2801761 cgagtagcag cccgacctct tcgccagtat gaatcatcag attatcgata tcttgcgcgc
  2801821 tttcgatcac cgtgcccata tggtggtggt aagcaatctg cacccccagt gcctgcgtgt
  2801881 aacgggcaaa ggcggtgagc ttcgcgccat actccgccca acgcgctggc ggaaaccttg
  2801941 ggcgcagatg cactggcgtt tgctgttcac catgaataca accggacact tcagcaaata
  2802001 ccatcacctt agcccccagt tcacgcagca gtgccagatg tgaccgaacc gccacaatct
  2802061 cctcttcaac cgagcgttcc aacagccgcc cggaatacca accagagacc aatttcagtt
  2802121 gatgatgctc tagaattggc cctaaaaccc ccgcctcgcg tgaaaattta ttgcccagtt
  2802181 caaagcccgc aaaacccgcc tctttacctt cgctcaggca tgtttcaagc gatgtttccg
  2802241 cccccagaga aggcagatcg tcgttagtcc atgtcagcgg attaatgcct aactgcaccg
  2802301 cggtggtatg ccgatcagct tctgtttttc gcactgtctc tgtttttcga acaatgtcta
  2802361 tttttcgaac aatacctatt ttctgattaa cttctgcttt tcgaacaacc tctgttgtct
  2802421 gatcaaccgc cgtttttggt tcaaccgccg ttctttgatc caccatcgtc atgtttctcc
  2802481 tgaagattat ttctgcccgc gctcacgcca cagcgtaatg agctgtagat agttgtcccg
  2802541 aatgcgggca ataagctgcg tatcgtcaat atcgcgcttt agccaagcga gggaagcgtc
  2802601 accaaacagc gtgcgcccta cggcaaaacc tttgactatc gggtagcccg ccgcggcatt
  2802661 aaagcctgtg cgcagtgcct caagtgaggc atcgagccca aggatcacta cgccgcggca
  2802721 gtgcggatcg cgccgttcaa tcagtttgtt cagcgccgcc cagccctctg aggcgagtgg
  2802781 cggcagtttc caccaatcgg gatagacccc gagattgtag aagcgtgaaa tagcacgtag
  2802841 gtagagttca tcactgcgtg gcatgccagc gggtaatatc acttccagca gcagttcgtg
  2802901 gccagattgg caacacgccc ggtacacctc aataattttc tgttcctgct ccaggcgtag
  2802961 gctgtaggca tcttctggat ggaagaacac cagacacttg acgatatgct cttgcggcca
  2803021 accaataagt tgtgagccaa tattgccgtg ctccatcgcc agcggccttg agccaggcag
  2803081 ttcaatgggc cgcccaatcc accagcctgc tcccgtaatg gcattaaggg cgtcctgacc
  2803141 aaaagtgcca tcgcacagca gccccgcttt cccctgcagc ccggcagtgt gtactgcctc
  2803201 acggctggcc tgtaaaatta gtgtcttgag cgtcgagata tggccgcacc acggcatctg
  2803261 cccgcgccag ataattatcc agctcaattt tactcggcat cgcaggcgca cagccgtggc
  2803321 gcgagaccac cagtgcgcca caagcattgg cgtagcgaca tgcctgcggc caaccttcat
  2803381 cattgagata accgcgcagg agacctgaca taaatgcgtc ccctgcgccc aacacgttca
  2803441 gcacttttac ccgcacaccg ctaacggtca acccctcatc aagggtctgc gggatggcct
  2803501 cggtgtacac cgaacaaccc agcgcccccc gcttgcacac cagcgcagcg tcactgacct
  2803561 cacgcacacc tctcagtgca tccagcgtat tggtgctgcc acccgcaata tgaaattcct
  2803621 cttcggtccc cacaatcaca tcaaacaaat tgaatactgc gagcagttca gcagtgacct
  2803681 gatgggattc aataaagcgc gtttcgccgt caccaagcga cgtcagcccc cacagtaccg
  2803741 ggcggtagtc aatatccaac acggtacgca ctccattgcg gcgtgcatag cgcagcgctg
  2803801 tcagtaccgc ttcacgagtg tttggatgag aaagatgggt gcccgtgatg gcaaggctgc
  2803861 gggcagaggc gatgtattgc tcgctgaaat cctgcgccgt aatcgccata tcggcacagt
  2803921 tatcgcggta gaaaatcagc ggaaaggtgt ctcgatcttt aatactcagg agtaccagcg
  2803981 ccgtgagccg ctttttatct gtggtcagat ggctggtatc acagccaacc tgatgaagct
  2804041 cttcacgcag aaaacgcccc atatgctcgt cgcccacccg tgccaacatt gacgagcgca
  2804101 gcccctgccg ggcggaacca taagccacgt tgccggatga accgccgaga tatttggcaa
  2804161 agctggcaac atcctctagc cgtgcgccaa tctgctgacc gtagagatct accgcaatgc
  2804221 ggcccatgca tatgacatca aatttttttt ccgtattaca tttattttcc gtattacatg
  2804281 tcttttccgc gctaacgcta aattgctttt ccacactcat accccccctc agaccctgtc
  2804341 atacctcatc ctcagacaat gtcggtcaca ttcacccagc ggctatcctg atgagacaga
  2804401 gcaatcgcat cgagaatgcg tgagactttc cagccctcgg cgaaatcggg ccacagcggc
  2804461 gtgtccatcg cgatgccgtc gatcaagtca cgcacttcca cggttttttg atcgttaaaa
  2804521 ccaataccgt ggcccgcagc catacagaac gcggcatact ctgggtgcgc cgggccgacg
  2804581 agcagggtac ggaagccttg tcggttgacc gggtcgttgt gcaggtagag tttgagttcc
  2804641 gccatacgtt cttgggtaaa actgatcgcc ccttgagtac cggtaatcat gtaagagagg
  2804701 cccattttgc gcccgcaagc cacccgcgag gcttcaatca ctccctgagc gccattcaca
  2804761 aaacgcacca tggcatgggc ctgatcttcg ttttcaaccg ccactctggc gctggagcca
  2804821 acgctcgccg ggcgtgtcac cacgacggtt ttcagatcac cgcatacctg cgttatttcc
  2804881 cccaccagat attgcgccat gctgacgatg tgggccgcca gatcgccaag tgctcccagc
  2804941 cctgccgtcg cgtgtaaaca gtgccagtga ataggggtat tgggatcggc catatagtct
  2805001 tcgttatggg tgccataaaa gtggatcacc tcaccgattt caccacgttc aatgatctct
  2805061 ttagccagct tcgcactggg gtttttgatg taattgaacc ctaccaacgt tttcacccca
  2805121 gcgcgcgttg cggccgccgc catctcgctg gcgtcacggg cattcagcgc cagcggtttc
  2805181 tccgcataga catgtttgcc gtggtggatg gccgccagcg ccatctcttt atgtagataa
  2805241 ttaggtgagc aaatatcaac cacatcaata gccggatccg cgaccagctc ccgccagtcg
  2805301 caggtaaacc ggttgaaacc gaaagcctgc gcacgctgtg ccgccagcgc tggtgagact
  2805361 tcggccacca tttcgcgcac cagtttgccg cgcaattcaa acaccgtcgg tgcctgtgcg
  2805421 taggcaatgg cgtgcgcctt accgatatac ccggtaccaa tcaatccaat acgcacttct
  2805481 ttcatcattc actcctgaca tgaacgtatt acagcgcgcc gcgacggttc ttggcgtagg
  2805541 tatcaaaggc caccgccaat acgatgatca ggccggtgat aatttgctgg tagtaagccg
  2805601 aaacattcat cagcaccaaa ccgttaatca agatccccat gatgatggag ccaataatgg
  2805661 tgccgccgat acgcccgtag ccgcccatca gtgaagtgcc accaatcacc accgaggcaa
  2805721 tcacccgcaa ttcaaacgag atcccggcta ccgcttcagc actgcccagc cgggcgctta
  2805781 ggatgaaacc cgccaacccg gcaaggcagc cgatcaccac gtagacgctg accagcacgc
  2805841 gtttcacatt aactcccgcc aaacgtgccg cttcaggatt accgccaatc gcatagacga
  2805901 aacgccccca gcgggttttg tgcagcgcca gataaccggc tatcgcgaca atggcaaaaa
  2805961 tccaaatggg tattgaaata ccgagtaagt ccccgcgccc ccaccagcgg tagcctgcat
  2806021 caaacccggc gataggggca ccgtcgttaa tcaccaacgt caggccacgc cagatggtca
  2806081 tcccacccag ggtgacaata aagggcggca gacgcagacg cgtgaccccc aagccctgca
  2806141 aaaaaccaat aagggtgccc attgccagac aaatactgag gccaattagc caactcatgc
  2806201 cgccccaagc gttggggtca atggtggtaa agttatcgcc tttaatcaca taagcggctg
  2806261 tcatggcgga caccgcaaga attgagccga cggaaagatc aatacccgcg gtcaggatga
  2806321 cgaaggtcat gcccacggcc atgatgccgt agatggatac ctcagttagg atgttgaaaa
  2806381 tattgcgttc tgagagaaaa ttactgttct gcaattggaa gaaaatcagc agcaggaaca
  2806441 taaaaatcag gacgccgaag cgttcaaaaa aagtgatcgg gtcaaaacgc atcgcgcttt
  2806501 ttaccgatgc ctggggcttg gaaagcggct gtagcatgag gtgctccgtt aggcggcatt
  2806561 taaggcgtta tgattgatgg tcatcatggt catcagccgt tcttcgctgg cgtcatcacc
  2806621 gtgaatctct ccagtgactc gcccttcgct tagcgtgatg atccggtcag aaaccgcgag
  2806681 aacttccggt aaatccgagg agatgacgat cactgccacg ccctgtttag ccatatcaaa
  2806741 caacacctga tgcacttccg atttcgtgcc cacatcaatg ccccgtgtcg gttcatcgac
  2806801 gatcaggatc cgtggattga gcgccatgca gcgggccaag atcaccttct gctggttacc
  2806861 gccagagagc ttacgcaccg cctgttcgct gttcaccatc ttgatttgca gtgctaaacg
  2806921 gtaggtctca atcagttgat cttctttgcg ggtattgacg aaaaaacgcc actgtaacag
  2806981 cccggccagg ctcgaaagtg tcagattgtc gcgaatagaa agcccttgca ctgccccctc
  2807041 ttttttacgg tcttccggca ccagtgctat cccctgttcc agcgcgaaca ttggatcccg
  2807101 tggctgatag ggcacaccgt ctatctcaaa attgccagag gtgaaagccc ctgccccaaa
  2807161 cagacaacgt gccacttcgg tacgccctgc ccctaccaac ccggcgatac ccaagacttc
  2807221 cccggcgtgg acatgaaagc tgatgtcttt tagcgccaca ccatgtgggt cgagcggggg
  2807281 tttttcacga cacagccctt gcacagatag gcgaatgggc tggtcttggt gatgggtctc
  2807341 actggcgggg cggcggttaa atacgacgtc tcgccccacc atcaggcgga taatcttctc
  2807401 aacgttggtg cctgcaacct catcagaacc ggtgtaacgc ccatcctgaa acaccgtgaa
  2807461 acggtcacag agttggaaca cttcgtgcaa gcggtgggtg acatagataa tgctcacacc
  2807521 acggcctttc agttcccgta ccacgcgatg caggctttcg acttcgctgt cgctgagtgc
  2807581 tgccgaaggc tcatccatga caatgagctt cgcgttcaag gtcagcgccc gggcgatctc
  2807641 taccatctgt tgctgcgcga tactcaagcg cgccaccgcc gtggtgggtg acacgttaag
  2807701 ttgcaggtaa tcgaggatcg cttgggcttc ctgattgacg gctttttcgt cgacaaatac
  2807761 ctgacggcgg cgcggttcac gaccaagaaa catgttttct gccaccgtca tgttgggcag
  2807821 taggttaact tcttgataga tggtgataat gcctttgttc tggcgttcca ctggcgagtc
  2807881 gtccaatgcc agcatttcac cgttaaacca gatttcgccg tgagtctggg gttgagcacc
  2807941 cgagagtgct ttcaagagtg ttgatttacc tgcgccgttc tcacccaaga gtgcatgtat
  2808001 ttcaccctgc tctagggtga gctgtacgtt actgagcgcc cagacaccag agaagctttt
  2808061 cgccatatcg gtgattttca ataaaggttg cgacatcggt gttctcctcc tgacgccgcc
  2808121 cccgtcgcgg cgacgctgac agggttactt acccgcttcg ctaacgcgct cggcctggtc
  2808181 tagattttct ttggtgatca tcgttggcaa gaaatctgca ccggtgatcg ctttttggtc
  2808241 acggatattc gccaccagtt ggttcatggc ggttgtcacc gcgtaacccg gacgttgatc
  2808301 ggccgtcacc gccatccacc cttcacgtac acgtgccagc gcctctggca cggcatcgaa
  2808361 acctgtcacc ataatttcac ccggtttcat gccatggctc tgtaatgctt caatggcacc
  2808421 cagcgccata tcatcattgg ctgagaggat cacttgcggg ggttttggca gcgatgggag
  2808481 tacgctttct ataatgcgca tcccttctga ccgcatccag tttcctgtct gatcgacgac
  2808541 gatacgatac ttgtcacccc ccgttttcag gctgtcgcgg atccctttgg ttcgttcaat
  2808601 attggaggag gaaccgggct gaccggtgag tagcacgatc tctgcgccat tcgggaacat
  2808661 cgatttcaca tagttggcaa tggcctcgcc acctttgtaa ttattcgcgc caaaatgcgg
  2808721 cacttttttc tcgctctcga ctgaccgatc cagcgtgacc accggcagtt tggcctgctg
  2808781 aatttcctct acggcactgg aaatggcgtt aatgtcattc ggcgagacaa taaaaccctg
  2808841 cgcgccacgg gtgatggcat tttccaggtc agccacctgc ttaggcgaac tgccctgccc
  2808901 atccagtact tgtaacttca cacccaacgc tttggccgtt ttcacggcag tgcgctgcat
  2808961 atgcacttca aacggcatcg ccagatttgg tgtactaaaa acaatttgtt cattctcggc
  2809021 aaaggccacc ccagaagtga atacgatgag ggcggcgagg atcagctttt tcattgttat
  2809081 ctctctttat cgttgtagag tcggtacggt tgtaaggtct agagggttgt agaatcgata
  2809141 gatgttgtaa gatcgataga tgctgtaagg tcgatagatg ctgtaaggtc ggtcaaaatt
  2809201 tacagggaga tttcacgctg gctgtgcaac gattccagcg ctttgtcggc caaatacaac
  2809261 gcccgctcac cctcttcacc accgcattcc ggttgcacat cgccgcgtaa aacagcgaca
  2809321 aagtgttccc attccgcagc ataggcggct tgataacgtt gcaggaaaaa atgctccggt
  2809381 aacgcacggg tacccccctt ttggccaaag tgctgtacct ggttttccag aatattgccc
  2809441 acgcacagca acccctgcga tccatgcagt tctaaccgct ggtcgtaacc ataagccgag
  2809501 cggcggctgt tgacgatggt cgccatcgcg ccagaggcgt atttcagcac cacaaacgcg
  2809561 gtgtcgatat cgccagccgc accaatggcg ggatccacta aattgctacc ctgagcaaat
  2809621 acggcaaccg gttcttcgcc catgatgaaa cgcgccatgt caaagtcgtg gatggtcata
  2809681 tcacggaaca taccgccgga aacgcgcaca tactccaccg ggggggcgac gggtcgcggg
  2809741 agataatcag taacgattcc ggtttaccaa tgcgccctgc caacacctcg tttttgaggt
  2809801 gccgaaactg tggatcgaag cggcggttaa aaccgataaa cagcggcacc ccatactctt
  2809861 tcacgacttt taggcaatcc cgcacacggg caagatcgag atggaccggt ttttcgcaga
  2809921 aaatggtttt gccgtgtttt gctgccagct caatcaaatc agcatgagta tcggtggcgg
  2809981 aagcgatcaa caccgcgtgg acgttcagat ctgccatggc ctcattcaca ctctgctgac
  2810041 gggtccgata ctgtgatacg aggcgagccg cgttttcctg attgggatcc accacagacc
  2810101 agagggtggt ctctgggtgg gcggcaatat tggcggcgtg aacctggccg atgcggcctg
  2810161 cgcccagtaa ggcaatgtta aacatagcgg ctcctgctcc tgatctagcg atatctcggt
  2810221 ggtctggtaa tcccccctaa aaactggggt acaccgcgaa agcaatactg cggtataacc
  2810281 tttgcccaat aaaacataac ctttattcaa taaaacattc atttcatttt aatgaaaagt
  2810341 gaaaattaca ttttttgagc agaagttaac atttttttaa taaagtgagt tagttttgct
  2810401 atcacagtca taacattttc taaaactaac cccatttttt gcagccaacg acggatgaac
  2810461 aggcaggata acggagggtt agtactgacg ggcacgtttt accttcatct gggttcgctc
  2810521 tgcagcctgc tgtaccgcgg gtgaacgggc gatttgcgca tcgccagtac gccaccaaga
  2810581 cgcataatcg tgcgtcatgc ttttcggcaa gactttaata tccagtagca ccggccccgg
  2810641 atgatcgcgg gatgctgcca atgccgctag caggcttggt tcatcgtgca cccgccaggc
  2810701 gcggcagcca taactttcgg cgttttgggc gaaatcaacg caaatcaatg ggccattgag
  2810761 ttgccccgac tcgtggttac ggtggcggct ctcggtacaa aaactgccca tcccgtggcc
  2810821 catttgcagg ttgttgatac agccgaatcc ggcgttatca aacagtagga cggtaatttt
  2810881 tagcccctct tgtaccgccg tgtgcagctc ggaatgcagc atcatatagg agccatcacc
  2810941 caccatggcg tacaccggtt gatgtggcat cgcaattttc gccccgatgg cggcagcgat
  2811001 ttcatagccc atgcatgaat aaccgtattc aagatgatag gtgtctgccg tttttacctg
  2811061 ccatagacgc tgtaaatccc ccggcagcga ccccgccgcc cccacgacaa tggcatcgtc
  2811121 ttcaatatgc tggttgataa gcccaagtac ccgagtctgg gtcagtgtgg tattgagcac
  2811181 ctcggcgtat tcttgtagcg aatcatcaag atgaccggcc acctctggca cctcatcagg
  2811241 ccgccaggtg cgtgaccaaa gccgttgaca ttcgtcgcac cacgctgctt tggcctcaat
  2811301 gatatcgccc tgccaagcag tgcgataacc tgccagccct tcggttaatg cctcaagccc
  2811361 cacccgcgca tcggcaatca gggccgtggc atccagttta agtgcatcga attccgccac
  2811421 gttaagcagc aaaaacgcca cctccgggtg agaaaatagt gctttggaac ccgtagtgaa
  2811481 atcggtgagc cgggtaccga tgccgatcac cagatcagcc tgtggagcta accggttagc
  2811541 ggccaacccg ccagtgacac caattccccc caagttgagg ggatgatcac ttggcagcgc
  2811601 ccctttgccc gcttgggttt cagtaaaggg taattgagcg ttttccacaa aggcacgaaa
  2811661 cgcctcatgc gcccccgaat agcgcacgcc gccgccacac accaccagcg ggcggcgttt
  2811721 acgggcgatc aggctgagcg catcagaaag cctgcgcgta tccggtggac ggcgctcgat
  2811781 acgatgcacc cggcgctcaa agaagctcgc cgggtaatcc cacgcttcgc cctgcacatc
  2811841 ctgaggcaga caaagggtca ccgcaccggt atccgccggg tcagtcagta ctcgcatagc
  2811901 actcagcatg gcgctcatca attgctcagg gcgattaatg cgatcccagt aacgtgatac
  2811961 cgggcggaag caatcgttag tgctaatact aaggtcgtga tattgctcga tctgctgtaa
  2812021 caccgggtca ggctgacggc tggcgtagat atcccccggc aatagcagca gcggaatgcg
  2812081 gtttgccgtg gcggtggccg ctgcggtgac catattggcg gctcccggcc cgatagacga
  2812141 actgacggca tagatacgct gacggcgata ctgtttcgca aaaccaatcg ccatatgcgc
  2812201 catgccctgc tcgttacagc cctgatgcac ctgtaaatgg cccggatttt cttccagagc
  2812261 ctggccgata ccgagtacat tgccgtgccc gaaaatcgtc atcacgccgt ggacaaatgc
  2812321 gacctcctga ccatcaatgg ccacatattg ctgattaaga aacctgacca gcgcctgtgc
  2812381 catggtcatc cgtactgttt tcatcgccat gtttacggtg ctcatgcggc ctctcccttc
  2812441 aaccgagtgt cggcatagag aatgccgcgc cctgatcatg ctgtgcttct ggccagcggg
  2812501 cagtgatggt tttcatccgc gtgtagaagc gcaccccgtc attgccatgc acgttgagcg
  2812561 gcccgaaaat cgaacgtttc cagccgccga agctatgaaa cgccaccggt actgggatcg
  2812621 gcacgttgac gccgaccatc cccacctgta cctcctcaca gaagcggcgt gcggtacccc
  2812681 catcgcgggt gaaaatagcc gtgccattac catattcatg acggttgatc agatccaccg
  2812741 cactgcgata atccgcgata cgtaccacag aaagtaccgg tccaaaaatc tcttcttgat
  2812801 aaatggtcat ggccggggtg acatgatcga acaacgttgg cccgacaaaa tacccttgct
  2812861 catggcccgc caccttcaaa ccacggccat cgatgcgcaa cgttgccttc tgggccacgc
  2812921 cgctgtcgat ataccccaat accttcgcgc ggtgtggcgc agagatcagc ggccccatgt
  2812981 cgttttctgg ctcctgtgcc agccccggac caacacgtaa cgtgctaatt tgctgttcca
  2813041 gccgtgcgca aaggttatct gccgtttcat cccccaccgc caacaccacc gagagcgcca
  2813101 tacagcgctc ccctgccgcg ccgtatgccg cgcccataat ggcgctagcc gccatgtcca
  2813161 tatcggcgtc cggcatcaga atgcagtggt ttttggcccc gcccagtgcc tggcagcgtt
  2813221 ttccgtgggc cgatgcggtc tggtagatat attcagcaat cggcgtagaa ccgacaaagc
  2813281 ttactgcctg cactcgcgga tcggtcaaca gcacgtccac tgcggtttta tcaccctgta
  2813341 cgacgttaaa tacaccgtct ggtagcccgg cctcggttaa aagttgtgcc agccgcacag
  2813401 ccagcgacgg atccttttcg gacggtttca gtacaaaagt attcccggtc gccagggcta
  2813461 tcgggaacat ccacatcggt accatcgcgg ggaaattaaa gggcgtaatc cccacgcaca
  2813521 cccccagcgg ctgcatcaac gagtgattgt ccacgccagt gccaacattg gctgagtgct
  2813581 cgcctttttg gaggtgcgga atgccacagg cgaattccac cacttccaga cctcgggtta
  2813641 gctcacccac cgcatcggaa tacacttttc catgctcttc gctaataagc tgtgccaatg
  2813701 catccagatg ctgctccagc aaacttttaa accggaacat cacgcgcgcg cgtttaagtg
  2813761 gcgcttggcg cgaccaactg gcgaacgctt gttgtgccgc cgtgatggcc tgctcggtct
  2813821 cctgcgctgt gctcatcatc acctgacgga taggttcgcc agtggctgag ttgaagattg
  2813881 cctgagcgcg cgggctaccg ctggtgacac tgttgccgca actaaagaca catttgccat
  2813941 taataaaatt cgctaccgtc tccattttga cccctcgctg ttaaaaggtg actgacacct
  2814001 ggacactgta tataaaacaa acgttctact ttaagttaaa ataaatattg gatattgtga
  2814061 tcaataatgg gtttttatgt taacaagctg catgactggc gatgattgag gtattagatg
  2814121 attgaggtat tagatgactg aggtattaaa ggccgttatc gtctccattc tcccggagcg
  2814181 tctgtttcat tttgtgggta gtctgagtga caggcgttta aaaacagccg ttgagcgatt
  2814241 acattcaaat catgtattaa gggagaaata atgactacag caagcaatct gagtgaacta
  2814301 cagcagcaga tccgtgatcg ttacgacaac ctgagtaagc ggctgcagca agtctcccgc
  2814361 tatgtgttgg acaataccaa cagcgtggcg tttgacaccg ttgccgtcat tgccgaacgc
  2814421 gcagacgtgc ctccgtcaac cttaattcgt tttgctaacg cctttgattt cagtggcttc
  2814481 aacgagatga aacagctgtt tcgtatgaat ctggtggaag agaccgcgag ttataccgat
  2814541 cgtgcacggc tgtttcgcgc aatggaaagc gaagccgtgc cggaaacgcc actcggtatc
  2814601 ctgcaagagt ttgcccgatc caatgctcag gcactacagc agttggcggc acgtactgag
  2814661 ccagagatgc tgcaacgtgc ggtggaactg cttgctcagg ccgataccat ttatgtggtg
  2814721 ggcctgcgcc gctcgttcag cgtggccgcc tatctgacct acgcactcag ccatttagaa
  2814781 tgtcgcccag tacaacttca tggcctcggg gggatgttgc gcgagcaggt gaacagcatt
  2814841 aaagcacgcg atatcgtggt ttctatcagt ttctctcctt acgccgaaga gaccgtgatg
  2814901 gtcagcgaaa tagccgctag cgcgggtgcc cggcagattg tcattaccga cagccagata
  2814961 agcccgctcg ccacgttcag cgatctctgt tttgtggtga aagaggctca ggtagatgcc
  2815021 ttccgatctc aatcagccac gctctgtcta gtgcagtcgc tggtcgtggc gttggcctac
  2815081 cagcaggagg cgcaggccgg ggccgcgctg gcgcacagac agtgaccctc tataagctgc
  2815141 ctgtgcggca gtgaactctg tacgcatacc gccatcttgc atcagtcttt tctaagctgc
  2815201 ctgtgcggca gtgaacttta cggcacggcg aaagattcgg ttcttgtctt tctaagctgc
  2815261 ctgtgcggca gtgaacttaa cgtagccagg gcgtgtggaa catgcctagt tttctaagct
  2815321 gcctgtgcgg cagtgaacag taagataata cgggtaacag actgtttgta aaataattct
  2815381 ttcgccaaag ggtaaaaaat gatttttttt aaccctcggt aagcaggata taaaatcaat
  2815441 gagttagcca tagctaaaaa aatagggtca aaaaatgatt cccctgatgc gaataggcta
  2815501 agaatcccca tgcgttatta tcgtgatctt tatcacgggc tgattttaac gcgataacca
  2815561 ctcccctgaa cctgtatttt tcacttgcct tccctttact gaatcgaata ctccaccatt
  2815621 tttcctttac cgcctattaa cgctttttta tcttttttgt aaaattctcc atgcaaaaac
  2815681 gagaggagaa ctttggctat gtctgaaaaa agagtgaatc tacaagtcat tgcatgggcc
  2815741 acgatcatcg gtggattcgt cagctcgcta gtaaaatcag gaactgaagt gaatatgcct
  2815801 ccccgcgtag ttggtgagat atcgcctcct gcggcaaata ttgacgcatg gcttgggtgg
  2815861 ctaggaatta attctcattc gatggactat gtttatcaag gggtaaccat ttcggggact
  2815921 gtagtgctct atcactggct atttagtttt gtttttgctt ttgtttatgt cctattgtcc
  2815981 gcctattggc ccaaagtcag attatggtat agcgcagcct atggattgag tatcactgtc
  2816041 gccatacatg gggttctgat accagcatta ggcttcaggc atccagctta cttggcgggt
  2816101 gaaactgggt ggttatggaa tctcaatggg tatgaattat ggagtgaaat aatagggcat
  2816161 ctctgctggt ctgcctctct tgagatctgc ctggttgctg tccttgcctt tttctcaaaa
  2816221 cccattaaag ggatatgggc aaattaaaac tccgttttat ttaatacttg ctgtaccaac
  2816281 gccctgaaac gctctcaggg catgactctg ccatagcttc gtttttaggg ttcaggtcaa
  2816341 ttgggttatt aactaaatga ggttattagg tacattaaaa aaagaatatt ggcgtactct
  2816401 aatgggattc ctatgataaa tatcagaaaa ttcccacacc aatgtctgaa atatcctaat
  2816461 cgatgcgcgt tttatctgaa ttattatata ttggatcaat aagaggcttt ttaccattag
  2816521 cccctccccc ctatttcacc tattatccct gataaaatat aacctgaatg gggaaactgt
  2816581 gacttatccg tccgcggaca gtaactaacc tcttgggttg ttgtgctgtc tggtgtttaa
  2816641 aggattatta tctatggatt tgttgaggtt tctgctgatc tccccctttg cccttatcaa
  2816701 gggactctat cggttaagcg cttatctttt acggttagtg ggccgcctat tgcgcccagt
  2816761 cgtcggtaac ctgaattggc gcgcgccaca atggatgacg aaaaccgcca acgggctaca
  2816821 ctgtgccttc aaccgttcag agcaatgggt cgctaagcat cccaaaggga tcagtgcggc
  2816881 aatagtgctg ttgatggctg ccgccagcgc cgccttctat ggctatcact ggtatcttaa
  2816941 ccggccccaa ccgattgaac cggcacctat ggtttatcag gaaaccagta tcagagtctc
  2817001 ggcgccaaga acggttaact accaggcgca aaaaccagaa gcccagccgc ttagtcttaa
  2817061 ttttatgcat tcagccgcac ctatcaccgc gatgggtcag gtcgtcgatc agggcatctc
  2817121 attaaccccc gcgatagagg gtgaatggaa atgggcaact gaacgcacgt tggtgtttac
  2817181 tcccaaaaaa gcctggccga tgggcgctaa ctaccaaatt acgatcgata cagaaaaact
  2817241 tttagcacca cagattaagc tcaatcagac cgaacttaat ttcacaacgc cagcttttgc
  2817301 ttatcaattg gaaaaagcgg aatattatca ggatccgcaa gaggcccaaa agcgcagcac
  2817361 tattttccat gtgcaattta atgccccagt tgatgttgcc agctttgaaa aacagatcct
  2817421 cttgggattg gtcgaaggta aatccaagtc agagaagaaa cttaatttct ccgtcgttta
  2817481 tgatgagaaa aagcttaatg cctggataca ttcgcaaccc ttgatgccaa tggataaagg
  2817541 cggttcggtc catctatcga ttaataaagg ggtgaatgcc agtgtcgccg ccacgcctac
  2817601 gacacaggca cagaataaat gggtatccgt ccctaaccta tatagcctgg cggttaatag
  2817661 tatcaatgcc acgttggtcg agtcagataa caataatggt gagcgggcct taattattgc
  2817721 tatcagcgac gcggttaaag ataaagagat caaaaatgcg gtcaaagcct ggttactgcc
  2817781 gcaacataat tttcaagcga aagagagcgc caaaacatca accgatttct atccttggga
  2817841 tatggatgat attgacgata atctgctgca acaatcaacg ccgctggcgc tgaccctcaa
  2817901 tgaggccgag caagagtatc agccaatatt cagctttaag tttgatgccc cttcctatcg
  2817961 cacactgctg atcgaggtta acaatagcct gacatcggtg ggcggttata aaatgccgga
  2818021 aaaaatctac caaatagtca gggttcccga ttaccctaag acgctgcgct ttatgtcaca
  2818081 aggctcgtta ttatcgatgc agggtgataa gcagatcagc gtcgccgccc gtaatatgac
  2818141 tggcatgaaa ctggatatta agcgggttat tcctagccag ttacaacata ttgtgtcatt
  2818201 taaaagcagc gaatattcat cagctcactt taaccgcctg agtgatgaat attttactga
  2818261 acacttccag taccaaaccg cgctgaataa tgacaacccc ggcgagatca attatcaagg
  2818321 ggtcgatctg tcccgttatc ttgcaaataa tccgagtgct cggcgtgggg tgttcttact
  2818381 caccctgtca gcttgggatc cggagaaaag ggataatcag caacacagcg aggaagacta
  2818441 cgacgaagac caggaatggg tcggcgattc acgctttgtg gtgatcacgg acttaggcat
  2818501 tatcaccaag caatcgcagg atagatcccg tgatgtgttt gtgcaatcca ttcactcggg
  2818561 tctgcccgcc gccgatgcta aagtctctgt ggtggcaaaa aatggtgtgg tcttactgag
  2818621 ccaaatcacc gatagcaaag ggcatgtcca ttttcctgcg ctggacgcct ttaaaaatga
  2818681 acgccaaccg gtcatgttcc tggtggaaaa agaaggggat gtctccttcc tgcccacccg
  2818741 agccacctat gaccgtaacc ttgatttctc acgttttgat attgatggcg aagagacccc
  2818801 gtccgaccca cgtactctaa gcagctatct gttttctgac cggggagttt atcgcccagg
  2818861 cgaccgcttc aatattggtc tgatcacccg gaccgccaac tgggctaccg cactcgatgg
  2818921 cgtccccctg cgggcggaga tccgtgaccc acgagatacc ttgatgagta ccctgccgat
  2818981 aaccttggac agcagtggtt tcaatgagct cagctatacg accggtgaaa actcacctac
  2819041 cggtgaatgg aacgtctatc tctatctggt tggtaagaat aatgaaacgt cgatgttgct
  2819101 ggggcacacc accgtaaatg ttaaagagtt cgagcctgat cgcttaaaag tgcaactgca
  2819161 actgacgcca gagcgtcaac aaggctgggt taaaccgcag gagctgcaag ccaatatcaa
  2819221 tgtacaaaat ctattcggta caccagcaca ggagcgccgt gtcacctcta gactgatctt
  2819281 gcggccaatg tacccgagtt ttgccccgtt ccctgattac ctgttctatg agaatcgcca
  2819341 taacagcgat ggttttgaga ccgaactgga agagcaaacg accgatctac aggggatggc
  2819401 gaccattcca ttggatctga aatcctatgc tgacgccacc tatcaactgc aattgctgtc
  2819461 ggaagccttt gaagcgggtg gaggccgctc tgtggccgcg actgcgcggg ttctggtctc
  2819521 accttacgac tctctggttg gggtgaaagc cgatggcgat ctgagttata tcaaccgtga
  2819581 tgccgtgcgt aagctgaata ttattgccgt tgacccgagc ctgaataaaa ttgcgctgcc
  2819641 agacttgagt ctgtcattga ttgagcagaa gtatatttca gtgctaacca aacaggattc
  2819701 aggcgtttat aaatatcaat cacggctaaa ggagcagttg gtctcagagc aaccgctaca
  2819761 aatcagcccg acagggacgg atttcaccct ggtgacccag cagcctggtg attttattct
  2819821 ggtggttaag gacagtcagg ggcaggttct gaaccgtatt agttatacgg tggcgggtaa
  2819881 cgcaaacctg acccgctcac tggatcgcaa caccgaatta aagctaaaac tgaatcaggc
  2819941 cgaatatctg caaggcgaag aaattgagat tgcgattaat gcaccttatg ccggtagcgg
  2820001 tctgatcacg atagaaaaag ataaagtgta tagctggcag tggttccaca gtgataccac
  2820061 cagctctgtg cagagaatcc gcatcccacc ggcaatggaa ggcaatggct atatcaacgt
  2820121 acaattcgtg cgtgatgtga attccgatga gatctttatg agcccactga gttacggtgt
  2820181 gatgccattt aagatcagta ccaaagcgcg tcaggcggct atcgagttag cgtcgccgtc
  2820241 agtcattaaa ccgggtgaag tgttaccgat taaagtgacc accgattcac cacagcgcgt
  2820301 ggtggtgttt gccgtcgatg aaggtatttt gcaggtggca cgctatcgcc tgaaagatcc
  2820361 actggattac ttcttccgta aacgtgaact gagtgtacag agtgcacaaa ttctcgattt
  2820421 gatcctgccg gaattcagca agctgatggc actgacctcc gcacctggag gcgacgccgg
  2820481 ggaagggctg gatctgcacc tcaatccgtt taaacgcaaa caagacaagc cggtggctta
  2820541 ttggtctggt atcaccgaag tgaatggtga aaccaccttc aattacccga ttcccgacta
  2820601 tttcaatggt aaaattcgcg tgatggccat ctctgcgacc cctgatcgca ttggtaaagt
  2820661 ccagacctcg accaccgtgc gggataactt tattctgacg ccgaatgtcc ccgcgatggt
  2820721 agcaccggga gatgaatttg atgtcaccgt gggtgtgagt aacaacctgc aaggattgaa
  2820781 gggtaaagcg gttgatatca ccgtgcgtct gacaccaccg ccacaactgg aagtggtggg
  2820841 tgaagcgcaa cacagcctgt cgctggcaga aaaacgtgaa acgcttgtca gcttccgcct
  2820901 acgcgcccgt tcagcattgg gtgatgctcc actggtgttt gatgccagct atggctctca
  2820961 atccagccgc cggacggtca gtacctcggt acgcccggcg atgccattcc gaacgcaatc
  2821021 ggtgatgggc cggatggagg gtaacaagca tactgtgacc aatctgcgcc agatgtttga
  2821081 taattatgct caacgtcagg cgaccgcttc ccactcaccg ttggtcttaa cccaaggtct
  2821141 ggcgcggtac ctggctgatt acccgtacta cagttctgag caaattgtca gccgctcgat
  2821201 tccgttgatt atgcaaagca aacatcctga aatggacagt gccctcaatc agaatgaggt
  2821261 ccgtgatcaa ctgaaaaaca tgctacgtat cctgagctct cggcagaata gcactggtgc
  2821321 aatcggtttg tggcacgcct cccctacccc tgatccgttt gtcacacctt atgtcgtgca
  2821381 atttctgctg gaagcgaaat ctgccggtta cagcttgccg aatgacatct tggagggggc
  2821441 caacaacgca ctgcgtctgt tagcggctcg accttatgat gacctttact ctctgcgttt
  2821501 gcgggccttt gctgtttacc tgttgacctt gcagggggag atcaccacca atactctggc
  2821561 atcggtgcaa agtacgttac agcaacttta tcctgacagt tggcagactg atctgagtgc
  2821621 catttatctg gcctcatcat accgtctgct caaaatggat gacgaagcca ataaactgct
  2821681 gcaacccacc tggaaacaac tgggtaaagc ctacagcaag gcctggtgga cgcagaatta
  2821741 ttttgatcca ctggtgcaag atgcaacccg gttgtatctg atcactcgcc atttcccaga
  2821801 gaaagtctct tctattccgc cacaagcact ggaaaatatg gtgctggcac tgagggatga
  2821861 gcattacacg acctattcat ccgcgatgag cattctggca ctggaaagtt acaccagcca
  2821921 ggtagccgcc cagcaagata cgccagaaac cctgcaaatc atcgagatca gtaaaagcaa
  2821981 agggatcgac cctaacgtta tctcaacgct gaacggcctg ttcgttcaag gtgattttac
  2822041 cggtgaggct aaagcgattc agtttaacaa ctatgcctcg gcacccgctt ggtatgtggt
  2822101 caatcaatca ggctatgacc ttcagccacc aaaagacgcc atctctaatg ggctggaaat
  2822161 cagccgcagc tacaccgatg agcagggtaa gccggtgacc caagtcacct tagggcagaa
  2822221 agttaacgtg cacctaaaaa tccgggctaa cgctaaacaa ggtcaaaata atctggcgat
  2822281 tgtcgatcta ctgccgggcg gttttgaagt ggtacaacaa acggcacctg aaccagagtt
  2822341 ttatgataat caggatgatc aggatgagga aactggcagc ggctggcagt cgccgctaat
  2822401 ggtatctggc tccagttggt accctgacta cagtgatatt cgtgaagatc gcgtgatcat
  2822461 ttatggcagt gccagtaccg acgttaaaga gtttatctac caaatcaaat caaccaatac
  2822521 gggtcgcttt gtggtgccac cggcttacgg cgaagccatg tatgatcgta atgtacaggc
  2822581 gctgtcggtc ggtaaagggc atatccttgt cgttccacct gaggcaaaat agctgaaaac
  2822641 aacgcgcccc gcatcgccgg ggcgctatcg gatttcagcc gtaaccagat gcgcatccca
  2822701 accttaatgg caaccaaacg cctgttgcaa aatatcctga tggccctctt tctgttggcc
  2822761 ctcttggtca tcggctttcg gctgtggcca cacccgccct tgtctcaggg gctcccactc
  2822821 tctacggctt actatgatcg gcacggcacg ctattacgtc tttcgctggc taatgatgat
  2822881 cgttatcgcc tgtggacacc gttggaagag atctccccat tggtgataca gggtatccaa
  2822941 ctgcatgaag accgcggttt ctattatcat cccggtgtta atcccattag cctgttacgc
  2823001 gggttctggc aaagctatgt acaaggcggc aggcaacagg gcggttcaac cctgaccatg
  2823061 cagttggcac ggatgcactg gcatctcaat acccgttcgc caacaggtaa attgcgacaa
  2823121 atcgcccgag ctatccaact ggaactgagc tattccaagc acgatatttt agaggcttac
  2823181 ctgaattacg ccccttatgg ccgtaatatc gaaagtattg ccgctgccag cctgatttat
  2823241 tttgataaaa aaccccagca actgacgctg ccagaagccc tgacattggc ggtattgccc
  2823301 caatcgccca gttaccgcat tgatcccacc accggtgtgc tggggagcgc cctgacccaa
  2823361 gcccgtaacc ggctattcgt tcgctggcaa caaacgtacc ccaccgatag cagccaaatg
  2823421 gcgctattcc agttaccgct cagcctgcgt caacccgaaa aaatgcccta tatcgcgcca
  2823481 cattttattg aacagatccg gcggcaaaat caacaactgg cgaatacccg agactgtaaa
  2823541 caatattgtg taattgcctg tttttgatat cttcactcca acaacggaga caggcaaatt
  2823601 atggacgaaa agaaacttaa agcacttgcg gctgaactgg ctaaaggtct taaaaccgaa
  2823661 gccgacctta atgcattttc tcgtatgcta acaaagctta ccgtcgaaac agcgttaaat
  2823721 gcagagctta ccgaacacct cgggcacgag aaaaataccc ctaaatcagg ctcgaatacc
  2823781 cgcaacggct attcgtccaa aacactgcta tgcgacgacg gcgaaatcga gctgaatacg
  2823841 ccacgcgacc gcgaaaacac ctttgaaccg cagctgataa agaaaaatca gacgcgtatc
  2823901 acacagatgg acagccagat tttgtccctg tacgccaaag gcatgaccac ccgcgaaatc
  2823961 gtcgccacct tcaaagagat gtatgacgcc gatgtgtctc ccacgctgat atctaaagtc
  2824021 accgatgccg taaaagagca ggttgctgaa tggcaaaacc gccaactgga tgctctgtat
  2824081 cccattgttt atatggactg cattgtcgta aaagtccgcc agaacggtag cgtgataaac
  2824141 aaagcagtgt tcctagcgct gggcatcaac actgaaggtc agaaagagct gctgggcatg
  2824201 tggctggcag aaaatgaagg tgcgaagttc tggctaagtg tgctgacaga gctaaaaaat
  2824261 cgcggtcttc aggacattct gattgcctgc gtggatggcc tgaaggggtt cccggatgcg
  2824321 ataaacagtg tttatccgca gactcacatc cagctgtgca tcatccatat ggtacgcaac
  2824381 agcctgaaat atgtgtcatg gaaggactat aaagccgtca ccagcggttt gaaaatggtg
  2824441 tatcaggctc cgacagaaga ggcggcgctg atggcgctgg ataagtttgc ggaggcctgg
  2824501 gacgacaaat acccgcaaat tagcaaaagt tggcgtacgc actgggaaaa tctcaataca
  2824561 ttcttcggct atccgcccga tatccgcaag gctatctaca ccacgaatgc catcgaatcg
  2824621 gtgaacagcg tgatccgtgc agccattaaa aagcgcaaag tgttcccgac agacgactca
  2824681 gtgcggaagg ttgtttattt ggcgatcaag gatgcatcaa aaaaatggag tatgccgatc
  2824741 cagaactggc ggttagcgat gagccgtttt attatcgagt tcggtgaccg cctgagcgat
  2824801 cacctttaat acggtggcag ttacacagaa ttatggacag gctcgaatac ccagagtcag
  2824861 gttgacacca cactggatgc caatctgcaa caactggtag aaaaacaggt cgaggccttt
  2824921 atccgccgta ataacagccg gggtatccat aatgcggcgg tattattgct ggatacacgg
  2824981 gatatgggcg ttcgggcgct ggtggggtcg gcaaattatt atgaccgaga aattcagggg
  2825041 caagttaacg gcaccaatgc caaacgctcc cccggttcga cactgaaacc ctttatttat
  2825101 gctctagggc tagaacaggg gatactgcat ccgatgacca tcctgaaaga tgtgccctct
  2825161 tctttcgggg cctatgcgcc agagaatttt gaccaccgtt ttctggggcc agtgaccgcc
  2825221 acggacgcct tgaatttcag ccgaaacatt cctgcggtgt atgtcgcatc ccgtttaaga
  2825281 caaccaacgc tataccaatt tttacgttta tccggtgtta ccaatatggc cagtgaaaac
  2825341 cattacggtt tatcactggt gctggggggc ggtgaaatta ccctacagga gctggcgcgg
  2825401 ctctatgcca tgttggcgaa tcgcggcaca ctgcacccca tacaaatggt acaaacagat
  2825461 aaaacgctgc cctccattcg tctgttaagc gaggcggcca gtttcatcac gcttgatatg
  2825521 ttgcgtcagc accgccgccc cggtgatacc ttggcacaaa gccccacctc gctaccggtc
  2825581 tactggaaaa ccgggacctc ttggggattc agagatgcct ggagcgcagg gatttttggc
  2825641 ccttatgtgt taatcgtctg ggaaggcaac tttgcgggta agggcaacag cgcctttgtc
  2825701 ggtgccgatg ccgccgcacc gttattcttt aatattattg acagtattca ggctaactac
  2825761 ccagcgctgc gcgagcctaa acatccttgg ccgccacagt taaaacgggt ggctatctgt
  2825821 ctggccagcg gcaacttgcc cacgccttgg tgtcagcagc aaggtaaaac ctggtttatt
  2825881 ccggggaaat cgccgatcaa agtcgatacg gtctatcgcc ccgtcgtgat tgatataaat
  2825941 agtggtcagg ccgcttgtct accttatgac cgcagccaga cccgtactga agtttttgag
  2826001 ttctggccat cggatctggc caatgtattt gctcaagcgg gcttgccgaa acgccaacca
  2826061 cctgaccgct ctcactgcaa agaagggaat actctcgcat cgggtaatgc accacgtatc
  2826121 acctcaccgc tgcgcaatac cacctacacc ctgcgccaat cacaacaggg ccgtgatcag
  2826181 attgtattca gcgccactct tgatgcggat agcaccacca cttactggtt tgttgacgat
  2826241 atctatctag gcagcagcac cagtaaaaaa tccatcgatt ggcatccgac ccgcagcggt
  2826301 caataccgca ttcgggcaat tgatgatcat ggccgcgctg atagtaggct aattcgtgtt
  2826361 gagaaagtgg attaatggca caccttacgg tttccatcct tagagcgcct gctgtgcttc
  2826421 tacggggtaa tatattgata ttggtcaacg agatgagtaa ccagcaaacg gccggagggc
  2826481 ggttcctctt gccgcgtcac atgtgaaggg gatcaaaaaa gccccacagg tcacaccatt
  2826541 gtggggcagc aatctcgcgt ttttattatc cttttcaata aacggaatca gcctggatta
  2826601 actgactctg cgggtgattt tttaggtttt agataacgtg acggccaaat ttccgcaggg
  2826661 tgtaactcca gcacctctgc aatcaatctt tcgcctttcg gccaagggcg taatagcgta
  2826721 ttcgctagcg ttgaagaggc cagccccgat tttctggaaa gagccgccat cgtcgtaccc
  2826781 cgttttttca accccgccaa aatatctgcc ggatgccaat cttgtttatc cataacgttt
  2826841 acccctccat ctgatgtgtt cgggtaatta tcccatgctc tgaaaaacat cccaaaacag
  2826901 gatattttta ggttatagag atcttaatgg gatttgtatg gtatccctgc ttataggatt
  2826961 agctttaatg gctgcgagtg tctctattat tgtcacgcca gccatcgcct tatcattatt
  2827021 taactgtatc actcagggcc tcgattgaca ttttatcgta aatactcagt ttggttttta
  2827081 acactgcata aggtgttttc ccaccatgtg cagaattgaa tcggggtgca actgggtgcg
  2827141 ctaatttcgg ctgcgatgga aaaaacttaa tccaacctaa gaaaactagg gattaagcag
  2827201 gaaaaagcac agtgggctga aataaagcaa ataattaaaa tttaattcta aaaataagtt
  2827261 gaatggctca tacccattca gctctggtca tcttcttcgt aatgaagttt ttcttcattt
  2827321 aaataattac tccagtcttg taggccatga caccaacaac tctcctgctg gttagttgat
  2827381 tggtcagttt ggaattccgt tggaaagcag attttagctt tttgccagaa aattatggga
  2827441 ttctggtgca caactcccta taatgcgtta acttaactta aattatatac agggagttaa
  2827501 taattatgaa gtataactca gttttaaaaa cttttgttga tgatgattat cgattagaag
  2827561 atcatcttga ttttaaaaag caacatgcag atatcagata tcaaaaacta cataaacaac
  2827621 tcaatgaaat gagtgatgaa aatatgcatg cattattaac aatagaggaa ggggagtatt
  2827681 ttttaaaaac attatgtaat cccaaccctc accaatcgtg gaaggatgct attttttcct
  2827741 gtaccgatcc cacatcggtt ttttttggaa gtctcgttga gtcattgtct gtgagtagaa
  2827801 tagtctttga aataaggggg tttggtgtaa ctgcaactga atatgtgggg aaaaatggca
  2827861 gttcatatat taaattatct ggatatgctg gaataagaaa gtatttagat gcaacaagat
  2827921 acttaattga taacccaaaa atattagata taggcatagg aactcaaggt attgaaaatg
  2827981 ggatcgttag aggcgcaaga ttctgcattg tattttctgc tgcttatcgt tccgttgaat
  2828041 tgttgttgaa agatgaatat gggttagctg attttttgtt aatttaactc ttgatgctgc
  2828101 aaaactagga gtatctattg gggttgcttg gggggcaaag gcgttagcta ccggttttat
  2828161 ggtcgccgga ggtagtgttc ttgctattgc tattggcatt tttaccatcg gagttctcgc
  2828221 aagcttaatt ttatactggt tagataacga atataaaata agtgaaacaa taataaaaaa
  2828281 tataaaatcg catagagtac aaaattcacc gtatcatgct gatcaattct ttaacgcttg
  2828341 ggggcgactc agccgtggtt aaaataaaca ggccattagt tggtgcattt gcaatcttgc
  2828401 ttttctttct ttcatcttgg gggtgctggt tttctttaag tggatattta gctttcttta
  2828461 aattaagcga tgttattatc ttttcatgga aggttgggtt tgtaatattt gcagtccctt
  2828521 tattgttcta tttttcatac ttggcatttt tttctgcaat aaaaaataaa cctgcaataa
  2828581 tgaataacaa actggctaat gcattggcta ttttagctat attgggatct ataattagtt
  2828641 tattttcatc agcatatatc agttatagcc tcaccgaata tagttataaa tcatgcccaa
  2828701 gatcatcttg gatgtcccct aataaatacg taaaagatat aaagctatgt ccatagttaa
  2828761 ccactaatgc tgttatatat ttccgagcac tatattgcgc cttggcgctg actccattgt
  2828821 gcgctacggc taccggtatt ccatcgtatt ttccatcggg gttctcgtaa tcttattctt
  2828881 gttagataac gaatatagaa taagcgaaaa aaaaaataaa aacacataga gtacacaata
  2828941 ttccttatca tccagaccaa ttatttagcg cttgggggag gttcagtcgt ggttaagata
  2829001 aataggccat tgtttggtgc atttgcagtc tttcttcttt ttctttcatg ttgggttagc
  2829061 tggttttctt taaatggata ctgggatttt tttaaattaa gtgatgttat tatcttctca
  2829121 tggaaagttg gagtgatgat atttggtgct cctgtattgt tttatttttc atatcttgca
  2829181 ttttattgtg caataaaaaa taaacctgca aaggtgaata ataaactggc taatacattc
  2829241 gctatgttag ccatgctggg tgttgtgatt agtttttttt catctgtata tatcggttat
  2829301 agcctcaccg aatatggtta taagctatgc tcaagatcat cttggatgtc ccctaatgaa
  2829361 tacgtaaaag atataaagct atgtccatag ttaaccgcct cttacttctc ccaaaaataa
  2829421 ttttggtaaa caagccaatt gaagaatata aatatgttca agcacacttg aaaaagtgtg
  2829481 cttgatatca gaaacgagta aaccctatct tcccatacac tgtaaccaga agtacccgca
  2829541 cttttgtgat cccacgctat ggatttatat tttaattgaa ttttttcata cggtatcatt
  2829601 tcattattat ctattgagtg tggataaaca ctggtgatat ctacaatact cgcatctgtc
  2829661 agtttaactt cataataaag ttccaactgc ccagcagaat ttactctata aaaataaaag
  2829721 acaacattta ttcgttcatt ttcagatatt gccacgccta gcaatggaga tgacttatct
  2829781 ataggcttaa caaaatgaac agggtgatga gctacattct gttggcggct tatactatga
  2829841 tttaaactta atacctgtat ttgatcttca tgacctgcct ggcaccgatt accaatagag
  2829901 ttgagtgacg agcatccggc agatattaaa ccttgttttt taccattaac acttgcataa
  2829961 atcaaattag acatgacaat tccttatgta atagaggtta gtgctgtcgt tccaaaattg
  2830021 gcggcacttc aagcctgagt ataaaccgat aatcctctcc agcagaatca atgaatttca
  2830081 tctctgcaag atgaccttct gtttcagaaa acaacgaaaa aatactctcc ataactactg
  2830141 ataatatctc caccgaatcc aactggctgt tatttatcat ttctttgatt tgctgagaca
  2830201 atttatctga aaattcatct ttatttatat ttttattatt tttcatcatg tcaccccatt
  2830261 cttattaaaa aagaaaaata tcgaacatta atgcaataca gatgatgttt tttcaagtgt
  2830321 gagttttagt atgcgaccat ctgagacttt catttcagca gcatccgtct tattttctct
  2830381 aaataataaa acacatagtt tcattattaa tgctagtttt tcctctggaa ctaatgggct
  2830441 attatgtaaa gaactttcaa gttgctctga cagctgcatc attgcggggg ttttgtggcc
  2830501 gaatagcgtc tttttttctt tttccatatg aataaactcc cttatagtaa atgactttta
  2830561 gtacatgagt aattatcatt ttagttctca atgtgacatg attcacacaa ttgcaaaaac
  2830621 agatgtacgt aattatttta tacgtgttgt ttacagacgc aaggcaaatg tcgaaaaatc
  2830681 tgccgttatg tttatgagga cgtttacgtg ttgcattcca attactctag tggctagcgt
  2830741 attaatgcca gttatacccg ccaaactgta tgtgcgttgg ctacgctcaa caacccgaat
  2830801 cacttactgg tcgttgacgt taaaataaag aagcgcatag ggatgagatc ccttaccacc
  2830861 ttcctgtaac tcgaattatt tagggtatag atgggcagaa tatcaaccaa ccgcagacat
  2830921 taacccgaag cgacctaatc cagatgtggc aacacttagc ctccccactc tgtattacgc
  2830981 cacttgcttc gataaaatat aattatgaca agaatagtct caaaattaat taagaatatt
  2831041 ctttcatgaa ctgaatgatt tcattctttg tcgtcctcca taaaaaacaa aattggccct
  2831101 attatgattt caaactgaat tgtgctactt tcacattgct agaatataaa gtaaaattct
  2831161 tttgtctggg ataataatcc ttgaaactca gtgctgttga gtatctatat acttcccctc
  2831221 ctatgtatat tgctactgat aaacataacg ttcaaaccgt cccaagggcg gtgtgtctct
  2831281 ttttacaatg agtgatatag catcatctca ttacatttaa tatttttgag gttttatgga
  2831341 caaaacatta ttggccggtg ctatcagtct atctttagtt atattacctg ttcaggtatt
  2831401 ggcttttaca ccgaatgtgg tgggaataac tgtcaacgat gaagtcgtca ttcatggtat
  2831461 acagaatgtg cgcgacggcg gagtcattaa taatgggctg gttagtgaca atgccgcaat
  2831521 tactgtcacc aacgggagca gtgctggtac ggcaaataat actaccgtgg gtgataaagg
  2831581 ctggttacag attaccggtg ctctggcgac gggtaccatt gttaatcaag gcgggctgct
  2831641 tgacaccaaa acggcgggta ccgtaataga tagccaaatt aatgatggcg gccatatgac
  2831701 tctgggactt aatagccagt ctaaaggcta cctcaatata gcggctggcg cagaactttt
  2831761 tgttaccaac aacgatccat acatctccga tgtgaccacc cataaccccg cactgcctgc
  2831821 caatgttatg attgagaacc tcaacgtcgc gggtctggtc gaaatcggcc cttcctggaa
  2831881 gggcacgagt atcgtgccgc ttcccctctc tgacgtttta gggccggtgc tggttacccg
  2831941 aatcaataat gtgactttgc aaggggggga tatcaattta atggcctatt ctgctggtgg
  2832001 gcaatttaac cggctggaga tagaaaattt gtctggtcag ggtaattttg cgatgacaac
  2832061 ccagcttgcc agcaataccg gggatttcat tacggtctca cagcaggcga ccggccaatt
  2832121 tggtattacc gttcaggaca gcggtaaaga gccgcaatct gccgacaacc tggcactggt
  2832181 acatattaat cgtggtgatg ctcagttccg tttactcaat acaggcggag tggtggattt
  2832241 aggtgtttac caatacgggc tatatagtca ggaaagcaat ggcagcactg actggtatct
  2832301 ggcaactagc acagaagaac tgcctggtac aacaccgaac gtaaccgctc caatgctcag
  2832361 ttccgcagca caaggtgtgc tgaatatggc agcggcaccg cggcatatcc tgaatgcgga
  2832421 attgagtacc ttgcgtcagc gccaaggcga gttgaaggca gatgcggaag ggactgttgg
  2832481 cgtttgggcg cgttacctta cagatgacag ccggttgtct gataataaaa atatcgcttt
  2832541 caagaatacc ttaagtggca tggaaattgg ggccgataaa caacttggat taaaccgggg
  2832601 taatatgttg atcggagcat ttacctccta cagttcatct gatgtcaaat ccacccacga
  2832661 cgctaatggt gatattcgca gttacggtgg tggcctctat ctgacctatt tggatcaaag
  2832721 cggattttat gttgatacgg tgctaaaagc taaccgcttt aataataaga tgaatacaca
  2832781 ggaaacccgt ggcgaatata accagaatgc tcttaccacc tcagtagaaa gtggttatca
  2832841 atggcctgtt tatgccaatc tggtgctcga accctatgga aaggtgagtt attcacgtat
  2832901 tggtagcgca gattatactc tcagtaacgg catggtagcg gaagtggcga aagccgatag
  2832961 cgtgcaaggc gagttaggca cggtactcgc cgcctcttac agcattaacc aaatgacgat
  2833021 aaagccttat attaaactgg ctattacccg tgaatttacc aaaagtaatg ctgtagcgat
  2833081 taataacatt ggtttcgata atgatttctc cggtaatgtc ggtaaatatg gcgtaggcat
  2833141 aaatgcgacg gtagccaata acaccgccat ttttgctgaa gtggattatc tcaatggttc
  2833201 aaaaattgaa acaccggtaa ctgccaatat cggtttccgc cttcggttct aattgtttca
  2833261 gcccctcttc tgaggggttc agactgctga caaaccccga tgactcactc ttgaacggtg
  2833321 aggataggca gaggagtaaa gcgtccgcgc caaggatggc gcggctcgag cctacatgga
  2833381 tgtatttacg gcgtctttac gatctgcctg ttctctccgt cgtgggcact ttgtcaataa
  2833441 cctcagcccc tcttctgagg ggttattttt tctatttcac tctattttat taaattaaaa
  2833501 aaaaatgctc agtcagcaag ataatttcca caataatcga tgctatttcc tgtattccct
  2833561 acaaatttaa aaatgcatta caaatggcga acgtatcagc atagcgcgag gaatttattt
  2833621 tacacttata tcccggaaat attggggaag gtcttttacg tgttgcattc ctattattcg
  2833681 catttattga cgtatatact tgcttttaca aaccaacctt catcaatagt ttgataattt
  2833741 cagtaaatac ggcagtaatc accgtataaa ggagatttat taaaccatgc taaacacaga
  2833801 cgcacggcaa caacttcgca aactcctgcc attggagatg gtagcgacta aacagtggtt
  2833861 acttgaccaa gggttgagtc tgcacttttt ggacaatgcc gtgcgcagct caaccctact
  2833921 gccgcttacc gccggggtgt attgcctgct agaggccaga gtcagttggc aaggcgttgt
  2833981 tgcgtcacta caaaggatgt ctgagcaacc tatacatgtc ggtggcctga cagctttaga
  2834041 gttggccgga ttaggacact acctctctaa aggcgctgag cagcatattc atctctggtc
  2834101 agaggcggct ctgccaacat ggctgaatag agtaccactt aacgctaaat tcaaatggca
  2834161 tggtacccat cgcctgtggc cgaaaatgac aatggatgat cccagattcc ttaacgaaga
  2834221 aacctggcgc gaggagctac cgccagtgac attttcttgc ccagaaaaag ctatatttga
  2834281 gacgctggtc gatgtaccga aagcgatcag ctttgagcat gccgatgaat taatgcaggg
  2834341 attacacaac ctgtcaccca ttatttaggg tatatagcgc tattattcgt tgaagaacca
  2834401 atagccctga ttaatcaatt cggttaattc cgtgacgaaa gccgaatcct gtagtgcctc
  2834461 gcccaactct tttttgccaa taatggtgta acggcacaga gcatcagcgg cttcagcatt
  2834521 ggccatttcc aaccgttcgc tgttaatgaa aacgttgtcg ccaacacgca gaactcgcaa
  2834581 cccacctaag cgcgtcaata cagcgccctc catcagggca tcaacaatct catcctgatc
  2834641 atagggcggc tgtgcggggg cgatatccag ttcatggcgt ggtgtcgtca cgaagcggcc
  2834701 aaaccactgt ttaaaatctt ccggctgatt aatcgagcct gtccataatt ctgtgtaact
  2834761 gccaccgtat taaaggtgat cgctcaggcg gtcaccgaac tcgataataa aacggctcat
  2834821 cgctaaccgc cagttctgga tcggcatact ccattttttt gatgcatcct tgatcgccaa
  2834881 ataaacaacc ttccgcactg agtcgtctgt cgggaacact ttgcgctttt taatggctgc
  2834941 acggatcacg ctgttcaccg attcgatggc attcgtggtg tagatagcct tgcggatatc
  2835001 gggcggatag ccgaagaatg tattgagatt ttcccagtgc gtacgccaac ttttgctaat
  2835061 ttgcgggtat ttgtcgtccc aggcctccgc aaacttatcc agcgccatca gcgccgcctc
  2835121 ttctgtcgga gcctgataca ccattttcaa accgctggtg acggctttat agtccttcca
  2835181 tgacacatat ttcaggctgt tgcgtaccat atggatgatg cacagctgga tgtgagtctg
  2835241 cggataaaca ctgtttatcg catccgggaa ccccttcagg ccatccacgc aggcaatcag
  2835301 aatgtcctga agaccgcgat ttttcagctc tgtcagcaca cttagccaga acttcgcacc
  2835361 ttcattttct gccagccaca tgcccagcag ctctttctga ccttcagtgt tgatgcccag
  2835421 cgctaggaac actgctttgt ttatcacgct accgttctgg cggactttta cgacaatgca
  2835481 gtccatataa acaatgggat acagagcatc cagttggcgg ttttgccatt cagcaacctg
  2835541 ctcttttacg gcatcggtga ctttagatat cagcgtggga gacacatcgg cgtcatacat
  2835601 ctctttgaag gtggcgacga tttcgcgggt ggtcatgcct ttggcgtaca gggacaaaat
  2835661 ctggctgtcc atctgtgtga tacgcgtctg atttttcttt atcagctgcg gttcaaaggt
  2835721 gttttcgcgg tcgcgtggcg tattcagctc gatttcgccg tcgtcgcata gcagtgtttt
  2835781 ggacgaatag ccgttgcggg tattcgagcc tgatttaggg gtatttttct cgtgcccgag
  2835841 gtgttcggta agctctgcat ttaacgctgt ttcgacggta agctttgtta gcatacgaga
  2835901 aaatgcatta aggtcggctt cggttttaag acctttagcc agttcagccg caagtgcttt
  2835961 aagtttcttt tcgtccataa tttgcctgtc tccgttgttg gagtgaagat atcaaaaaca
  2836021 ggcaattaca caatattgtt tacagtctct tgcgaagctt aaccaaggta cattgcgaag
  2836081 cttgatcggg gtaatacgac ccggagtttc aaaccaatag cgtgccattt tagcggcctt
  2836141 cgccatacct ctgcccaatg ccttccctct actcattgct tatattgaac gctttcattg
  2836201 cttacattga acgctttcat cgcttatatt aaatgcactt atcgtttata ttaaacgcat
  2836261 tcaccgttta tattgaacgt gttcattact tattactttt catcatttat cacttttcat
  2836321 catttataaa gaaaccagag atgactcgcc atcttgccgc cgtcagagcc tatcggcaac
  2836381 aagacggcat ttgatatccc tttcgctttc agaaacaagg atgtaaacca tggctgaacc
  2836441 gaaacccgcg tcttggatgc cttcacatgc ggcagcgcaa ctctgccgcc agttgcagtc
  2836501 actcttgcca atgcatcttc ttgcacctgc ggcctttgaa cagatattac gttattgcgg
  2836561 tgtccggccc ggacgtcagg cttggcgttt gtttctcagt agaacgctgc tactggccgg
  2836621 atccctcgcg gccatctgtg gcgtcatctt tttctttgcg tggaactggg cagcaatgcc
  2836681 cgcaatggca aagttcggta tcatcgaatt gctgatcgtg gccttggcca ttctcatctg
  2836741 gtggcgctgg tatgatgccg tcagtcgcac ggcattattg gccgcagggt tcctctttgg
  2836801 tgcgctgttt gccgtcttcg ggcagattta ccaaaccggg gccgatagct gggagttatt
  2836861 ccgcgcttgg gcactaattc ttctcccttt agcgttgctc agcaggcagg ggggattatg
  2836921 gtttttaacc tggctggtga ccaatattgg cctgaatctc tttttcttca gttactcatc
  2836981 gccgtttacg gtctctttct cactgttcga caacattttt tatctcaaca ccttgttcac
  2837041 gtatggttat ttgctttttc agggattatg tcttttggcc tgggaagtga cacaaagatt
  2837101 cagcaaaacc caatcccccg ataaaacggt aaatcgctgg tttccgaggc tcatggcagc
  2837161 ctatttttta ctgtcactga caaccccaat aatcagtgaa ctcacttact ttcacttcca
  2837221 acagcctggc tacgttttac tactttgctg ggtagcggtt atggccggtg gctactggtg
  2837281 gtatcgctat cgccaacccg atttatgcat gctgacactg ggtgtttgca gcttattagc
  2837341 ggtgggaact gccgctatcc ttacctcggc gggttggggt tggtatagaa atgttggctc
  2837401 cctgttcctg attgggatat taatcgccct attgcttggc gcagggggca aattgttact
  2837461 ccactggcgc cgaaagatgt atccaaatca agccgtggag ttatcccgat cagcctacga
  2837521 cgaactgtta gttaatctcg aacagcattc gttgctcaac gcagaccaaa aagcggtgtt
  2837581 gcttgctgaa caaggcaagt taactctgcc ttggtatatt cgtaccgctt ttgcgttcgg
  2837641 cgggtggatc gcggcattaa tcctgttagc tctgttgata ttgctgggat ttgtcagtgg
  2837701 gatgtttgac aatctcaatg ctggaacaat tattgttgtt tcactgatag gcggagcctt
  2837761 tgccgcgttc ttgctcaccc gaccgggtat ggggatacag cagattggtt tggtatgggc
  2837821 aatagcgtcc tcgatcgggt tatatagcgg aataatatta atccaggatt caagcagcag
  2837881 attgatgctg atgcaaagtc tgtggttcat tcctgttttg gcggttctga ttgtggtatt
  2837941 ccacaatgat atgtatcgct ttctggcgac gggcacgttg gtattcatga gtattgtgac
  2838001 gacaagctac gctctgatat ggcacttggc acccgataac caacagctct ttttcttcat
  2838061 tccaatcctg atagtcaccg tcattgtcat gttgattctt tggctgatct gcaatgaaat
  2838121 taaattgctg gcgaccgtca atgcaccact gattcatccg ttaatgtatg gcgggatcgg
  2838181 gggcatactg gtggtttgcc tgcacagcat tcagatgggg aatatccatg aattctactg
  2838241 gatgtcagat cgggggcttt atttggaaca gagtttgagc tacgggatcc ctgccgcttt
  2838301 cttgctgttt acgctaattc aatgggtttt gcatcgcagt aagctcaagc cactctggtt
  2838361 gatagcggcg gtcgtaacct cccttgcagc ctattttgca ccgggaatgg gttttggttt
  2838421 ggcactgtta ttgattgccc gttatcaggg gaatcagtgg ttactggggg ttgcagccag
  2838481 ttttctcgcg gtttacacca gtggctggta ttacttcctc ggcttcagct tgttgtataa
  2838541 atcattgtta ttaattgggg ggggtgtctt gctgctggtt ttggccggcg tattgaatcg
  2838601 agtactctct gctggggagg tcaatcaaca tgcttaagag aaaatggctc agcatcgcgg
  2838661 ttattatcgt tgccctgatc atggtgaata tctctattta tcagaaacaa catttgttgg
  2838721 ctaaaggtga catcattatt ctggaactgg ccccggtgga tccccgctca ttgatgcagg
  2838781 gtgattatat ggcgctgagt tatgcccttg tagcgccatt caatgaacaa ttcaatgcag
  2838841 aacaagaaaa atgcagagaa gagcctttac tactttgtcc tgagtccaaa aggcggctaa
  2838901 ttgttgaact cgacgatcgc cagcgggcca cagcggccag aattgatcag ggcgagcctc
  2838961 tggcagataa ccaacattat ttacaatacc gctttaaagg caggtctatt cagataggaa
  2839021 cggatgccta ttttttccag gaaggacatg cagaagatta cgtcaatgca cgctacggtg
  2839081 agtttcgtgt tgctaaagat ggttcggcgt tgctgaccca tttactggat gccgatttgc
  2839141 agcgcataga gaataagtaa tccttaaaca ataaaaaaga accgtctggc cccatgccaa
  2839201 cccgttatcg cgcttatatt cacggatggt atacccccgt attgatgggg gtataccacc
  2839261 actggcgggc ctatgtgagc ataaacaact tcactttcat tagtacaatg gatgatatat
  2839321 gaatctgaat aaaacaggtt ttttcacagc gtttactttc ctttcagctc ccgtttgggc
  2839381 cacacctcag ttaaaagagg ctgagtctat tccctctgtc atcgcggcaa tgacactgga
  2839441 agaaaaagca gcctttgttt ccggcacggg tatgaataac gcagaaaaag ttgccggtgc
  2839501 tgccggttca accctggcga taccaagatt ggggatacca cagattgttt ttgccgatgg
  2839561 gccggtaggt gtcaggctgg gggcaggacc caccggcggt gagaagcgct ttgccacagg
  2839621 gtttccagtg tcggtggcaa tggcggcgac ctgggacccc gccattatta agcgtgtcgg
  2839681 cggagccatt ggtgatgaag ccaagcaata tggtgtagat ttaattctcg gtcctgcgat
  2839741 taatattcag cgccacccat tgaatgggcg taatttcgaa tatttcacag aagacccctt
  2839801 actcaatgcc atcatgacgg ccagttatat tgacggtatg cagaccgagg gcgtgggcgc
  2839861 agtgctcaaa cattttgccg ccaacaatca ggaaacacgc cgtcagatag tcaacgagat
  2839921 tatttcagac cgtgcgctac atgaaatcta tttccccggt ttcgaatatg ccatggaaaa
  2839981 ggcgcaacct tgggcagtaa tgagctctta tccatcaatt aatgggacac catcctcgca
  2840041 aaatccctgg ttattaaagg atgtcttgcg ccaacaatgg aagttcgatg gctttgtcat
  2840101 gtcagattgg tatggtgtgg ccgatccggt cagcgcattg aaagggggta acgatctcaa
  2840161 tatgccgggt gggcgcacac cagacgactc actattccta acacccaata ccgatcctaa
  2840221 agacgtggtg ttagcggcgc taaagtctgg tgagctaacc caagaccaga tagacgaaaa
  2840281 tattcgcaat atcctcaatg tcgtgatcaa gactcaccgg ttcaaaaacg gggacgcggc
  2840341 catgatgcca gaacctgtcg atcattcagc attggcgcga caaattgcag cagattcaat
  2840401 ggtattacta aaaaatgatg cacataccct tccaataaaa gccgccttcc gcgttgccgc
  2840461 tttcggtcaa aatattgaca atttctttgt aaccggaggg gggagcgcgg aggtcaatat
  2840521 tgatcccaaa cgcttggtga cactgccaca gggcctgaaa aacgcaggga tagcgctcat
  2840581 caggcagatt ggggatcagg cgttggatga accggttaac cagcctgccc tcactaaagc
  2840641 agcacaacag agtgatatcg ccctgatttc gatcggccgc agttcaacag agggggctga
  2840701 tcgctactct atggcgatgc atcccgatga agtggcaatg attaaaaagg tggcctcagc
  2840761 gttccatcag cagaataaaa aggtggtggt tctgctcaat attggttcgc cgatagaaat
  2840821 gacctcttgg gaacaatatg ctgatgccat tcttctcacc tggcaacccg gtgaacaggc
  2840881 agggaatgcg gttgccgata ttctgcttgg taaggtaaat ccttcgggta aattgccgct
  2840941 aaccttcccg aaacgactcg aagattcacc aagctttggt aactaccctg gtaacgctaa
  2841001 aacagttatc tatggtgaag ggatctatgt cggctatcgc tactttgata ccaagcgcat
  2841061 tgccccgatg tatccattcg gttatggcct ttcttattcc acagtgaatt atgggaaaat
  2841121 cagcccagaa aaaccggtat tcaacatcga tacagagaat agtattgagg tcagtatccc
  2841181 tgtacgtaat acctccggta tcgatacaaa agaggttgtg cagctttatg ttcatgacaa
  2841241 tgcctcacgc cttgatcggc cagaacagga actgaaagca tttgaaaaag tcagcctgtc
  2841301 ggcgggagag gagaaacgcg tggccttcaa actggataaa cgcgcgttct cttattacga
  2841361 tgaggataaa aacaactggg tgcttgaacc ggggctcttc acactgcgca ttgggcgttc
  2841421 gtcaagagat atccatgcag aaacacctct gattgtgaaa tcctcgaccc cagctttctc
  2841481 gtttgatacc ccctggattg acatccagac gtatgaaaaa gcggccacga tcgtcgcccg
  2841541 ttttatcggt gatgagcaaa ctaacgcttg gatttatggc aacccaacac tgggtgataa
  2841601 actggaagat gccctgaaac tgaaacctga attcgctaaa gatgaggcga aaaggcagaa
  2841661 actgaagcag gaaatcttac aagaaatcaa ttcattgtaa tgactgagct ttcaatgctt
  2841721 tgctaacgcc ctgctgcttt tccatctctg ccagggcgtt tttcaaaaac tatctgggtc
  2841781 agcccgtggt gatcccaaga ttgacacata acttatgcaa acgctcccgc atctgttcat
  2841841 cgggctcatg acataaacta tccgccaacg cctgtgacat atcaggcgac caatcatcct
  2841901 gaggccaaac gtccaatgcg tttagcgcca tagaccggtc acggatcctc tcactacgta
  2841961 accccaccgc caacaatgac cagcccattc ctgggaattt tttcagatcc tgcagtacaa
  2842021 aatccaatgc ctgatgctgc tggtactcca acccgagccc catagccatt cctggcccgg
  2842081 aagcgatagc ctctaaatcc aactgctgtt cagccagcga tatcactctg gcgatatgct
  2842141 caggctgggc agtctgcatt aactggtacc aattgttatc tgctgcatcc gccaactgcc
  2842201 gcgcgaaaat actctcccac ggatcctgct ggcgtaaccg gctagcggaa acggccaggt
  2842261 taaaaagata cgtatcactt ccctgcaagt tattggcgat gatacccgac cattccggca
  2842321 gtgccatgac aacattggcc aattcgacca agttgttgca ctgtgcctga tcccatacgc
  2842381 cctcctcttc gctattttgt tcctgtgcaa aacgcgcaat ctcactcgcc gccagataat
  2842441 gctgtatttc tgccggggga gccgcctgca aacagcgcag atagtattcg caagccagcg
  2842501 caccttcggc gtaatcatgc atattttgcg ctgggccgcc gttaattaac gcctgcaaaa
  2842561 tctctgcagc ccccagtaat agcggcgcat cgggctgttt ttgcattgtc ttaagttgtt
  2842621 gcattgcctg aagtaattgc ccgtgagtcg cacaatgcca ggcagtgtat tcatacatca
  2842681 ccgcgttacg gtaaccctca cgcaacaacc aatcgcgact ctgtttgctc aaaaattcgg
  2842741 gcaaacgctc gatcaactgc actcttcccc agccaccagc acgcttcgcc atcgcaagcc
  2842801 aggcacgttc atattcatcc tctggcagta tggatctcag tgccactgcc gcataaagcg
  2842861 taaactcgtc atgtgccccc aatgtactga gtatctgaca acttttctgc gttgggaaaa
  2842921 aacccaatag cgctatggct accttaacgg cgttgcgatc tgggctttcg gttgccagcc
  2842981 attctgccaa cgcctgcaat ttattggcgg gcagttgcgg atcttgcgca accgcaggga
  2843041 gcaagacatc gagataattt aacggcgacg catggcacaa caaacgatac agttgctcga
  2843101 tatcctgctg ctgcggctta tgcaacacac ttctcagtgc cgccatgatg gcctcaaccg
  2843161 gagtttcatc atcagcctct gcaacatggt gcccaaagac accatcaagc gctccagccg
  2843221 accaccggat tttaccctca atggccgaag gctcatccgg caaggtttct gcctctgcgg
  2843281 gcagaggccc atcgctatcc ggccaagtcg ccaaccaacg ataaattgcc gtgctatcgg
  2843341 ccgcccaagg ggctggaaaa tcaattgaaa tatctttacc taaaagacgc gctatccatg
  2843401 ttttcatttt tctatcctta acatcaccgt gcgataaagc cgttgatcca gcgattggtc
  2843461 gcgacaaacc gggctatttg gcaggggtgc ctgccgaaca ttggcctccc gtttttgtgt
  2843521 gagaaacaca gggtgctgcc tacaccattt aattgttgtt ccatcatttt tttatccttt
  2843581 tatacagatt atctgccgta gagtatgaac gatctccacc agtaaagatt gtgacgccat
  2843641 acaccgtatc aatatcttgg tcagtcatcg gggtattttt gtcagccatt gggatctcat
  2843701 cgatcacccc gctgtcttta cggcattatg cctattcggt tacccagagt gggtcgacca
  2843761 cgatgaacgg ttttaagcat tcatgaatat gactaataaa ccctagttaa ttaccccttc
  2843821 taatcaaata aattactttg cgctatgctt ttcctacaca acagttgaag gataacgtca
  2843881 tgcaaacagt aaaactgaac aacggtattg caatgcctct gctgggcttt ggtgtcttcc
  2843941 agatgactaa taccgcggaa tgcgagcgcg cagttatcga tgcgattgaa acaggctatc
  2844001 gcctcataga caccgccgct tcctaccaga atgaaacgca ggtagggaat gcgcttaagc
  2844061 tgagtggtat tgcacgagat gaactgttta tcacgactaa attgtggttg caggatacct
  2844121 attatgaagg tgcgaaagcg cagtttgaac gctcactgaa tcgcctacaa ctggattatg
  2844181 tcgatctgta cctgattcac caaccctatg gcgacgttca tggcgcatgg cgtgcaatgg
  2844241 aagaattaca ccaggcgggc aaaatccgtg ccattggcgt cagtaacttt catccggaca
  2844301 gactggctga tctcatggca tttaataaga tcattccagc cgtaaaccaa attgaagtta
  2844361 atccgttcaa ccaacaactc cacgctgtgc catggatgca aagccgaggt attcagccag
  2844421 aagcatgggc accgtttgcg gaaggaagaa acggtctctt ccagaatccg gtattaaccg
  2844481 ctatcggcga aaaatatggc aaaagcgtgg gacaggttgt attacgctgg attttccagc
  2844541 gcggcattgt ctcgctggca aaatcagtgc gaaaagggcg aatggaagag aatattaaca
  2844601 ttctggactt cgagctcagt gctgaagaca tgctgcagat agcggctctt gataccgcaa
  2844661 cgagcgcctt cttctcacat cgcgacccgg caatggtgga atggctgact ggccgtaaac
  2844721 ttgatgtcta agccgctata gaagaggaga ttattgatgc aaaaacgtta tctcggtaaa
  2844781 tccggacttg aagtatcggc actgggtctg ggctgtatgg ggctgagcta tggctacggc
  2844841 ccagcaacag atactcgtca ggccgtcgaa ctgatccgcg cggccgttga gcgtggtgtg
  2844901 acatttttcg ataccgccga agtgtatggc ccttatctga atgaagaggt tgtcggcgaa
  2844961 gccttaaaac cctttcgcga ccaagtcgtt attgccacca aatttggttt taccttcggt
  2845021 gaagacaata aacagcagat tttaaacagc cgcccagagc atatccgcga agcggtggaa
  2845081 ggatcactgc gtcgactcaa aactgacgtg attgacctgt tgtatcaaca ccgcgtcgac
  2845141 cctgatgttc ccattgaaga cgttgcgggt accgtgaaag acttgattgc tgaaggcaag
  2845201 gtcaaacatt tcgggctttc cgaagccggt gcacaaacta ttcgtcgtgc gcatgctata
  2845261 cagccggttg ccgcgctgca gagcgaatac tcaatgtggt ggcgtgaacc tgaacaggag
  2845321 atcctgccgc tgctggagga actgggtatt ggctttgtgc cgttcagccc gttaggtaaa
  2845381 ggcttcctga ccggggccat caaggccgga gcgacattcg gtgaggatga cttccgaagc
  2845441 aaagtgccac gttttgccgc agaggctctt gaagccaatg aaaggctcgt ggccttgctg
  2845501 ggtattcttg ccgcagaaaa aggcgtgacg tcagcacaaa ttgctctggc atggttgttg
  2845561 gcacaaaaac cttggattgt gccaatcccc ggaaccacaa aactgcatag gctggaggag
  2845621 aacctggggg ctgcagatat taccctttct caggatgata tctggaatat tactcaggca
  2845681 cttgcaacgg tgaaaattgt gggagagcgt tatcctgcgg ccatgcaggc tcgagtgggt
  2845741 cgttaatact taattgtagt cgctcaaatt tcatctggct tacgataatc cgtaagccag
  2845801 ttaatccgaa taacgcagtg catctatcat aagcgcaaaa acaggtgggt gctgttttct
  2845861 acttgggtag taaaggtaat aaccagggaa agatggacac cacgcttcca gcacctgaat
  2845921 aagtttcccg gatcttaaga atgcctgaat cgaatcctct ggcacgcaag caaggccaaa
  2845981 tcctgactgc gccgcgtcta tcctttctgg caggatgttc agcgtcaact ggccttcaac
  2846041 tttcacacgc agcggcttgc cttctttctc aaactcccag tgatacaaac ctccggcggt
  2846101 gggcagccgc atattaatgc agcgatgatg ctgtaattca tgtggcgtga cgggaatggc
  2846161 gtttgccata aagtattctg gcgagccgac gacggccata cgcatttccg gcccgatctt
  2846221 tacggcaatc atgtccttat cgacactctc gccaagacga acgccggcat cgaagcggcc
  2846281 atctacgata ttgacgaaac cattatcaac caccagttcg acattgattt ccgggtattt
  2846341 tctgagaaat ggttttaact ttggccacaa caagctacgt gctgcgtgct ctcccgcaga
  2846401 gagccggata ttgcctgata cagtaccgtt cagttggaga agggtttcca actcttgttc
  2846461 aagatctgcc agacgaggtt ccaggcaggc aataattcgc tcaccagctt ctgtgggagc
  2846521 gacacttcgc gttgttcggg tcagaaggcg taggtttaat ctttcttcca gtcccttaat
  2846581 tgcgtggctg agtgccgact gagaaacccc cagcttacct gctgctttgg taaaacttct
  2846641 ctctctagca acaacaagaa agctctgcag ttcattgaag ttttctttta gcattggcta
  2846701 ttgtaacgaa cggtgcaata gtgatccaca cccaacgcct gaaatcagat ccagggggta
  2846761 atctgctctc ctgattcagg agagtttatg gtcacttttg agacagttat ggaaattaaa
  2846821 atcctgcaca agcagggaat gagtagccgg gcgattgcca gagaactggg gatctcccgc
  2846881 aataccgtta aacgttattt gcaggcaaaa tctgagccgc caaaatatac gccgcgacct
  2846941 gctgttgctt cactcctgga tgaataccgg gattatattc gtcaacgcat cgccgatgct
  2847001 catccttaca aaatcccggc aacggtaatc gctcgcgaga tcagagacca gggatatcgt
  2847061 ggcggaatga ccattctcag ggcattcatt cgttctctct cggttcctca ggagcaggag
  2847121 cctgccgttc ggttcgaaac tgaacccgga cgacagatgc aggttgactg gggcactatg
  2847181 cgtaatggtc gctcaccgct tcacgtgttc gttgctgttc tcggatacag ccgaatgctg
  2847241 tacatcgaat tcactgacaa tatgcgttat gacacgctgg agacctgcca tcgtaatgcg
  2847301 ttccgcttct ttggtggtgt gccgcgcgaa gtgttgtatg acaatatgaa aactgtggtt
  2847361 ctgcaacgtg acgcatatca gaccggtcag caccggttcc atccttcgct gtggcagttc
  2847421 ggcaaggaga tgggcttctc tccccgactg tgtcgcccct tcagggcaca gactaaaggt
  2847481 aaggtggaac ggatggtgca gtacacccgt aacagttttt acatcccact aatgactcgc
  2847541 ctgcgcccga tggggatcac tgtcgatgtt gaaacagcca accgccacgg tctgcgctgg
  2847601 ctgcacgatg tcgctaacca acgaaagcat gaaacaatcc aggcccgtcc ctgcgatcgc
  2847661 tggctcgaag agcagcagtc catgctggca ctgcctccgg agaaaaaaga gtatgacgtg
  2847721 catcttgatg aaaatctggt gaacttcgac aaacaccccc tgcatcatcc actctccatc
  2847781 tacgactcat tctgcagagg agtggcgtga tgatggaact gcaacatcaa cgactgatgg
  2847841 cgctcgccgg gcagttgcaa ctggaaagcc ttataagcgc agcgcctgcg ctgtcacaac
  2847901 aggcagtaga ccaggaatgg agttatatgg acttcctgga gcatctgctt catgaagaaa
  2847961 aactggcacg tcatcaacgt aaacaggcga tgtatacccg aatggcagcc ttcccggcgg
  2848021 tgaaaacgtt cgaagagtat gacttcacat tcgccaccgg agcaccgcag aagcaactcc
  2848081 agtcgttacg ctcactcagc ttcatagaac gtaatgaaaa tatcgtatta ctggggccat
  2848141 caggtgtggg gaaaacccat ctggcaatag cgatgggcta tgaagcagtc cgtgcaggta
  2848201 tcaaagttcg cttcacaaca gcagcagatc tgttacttca gttatctacg gcacaacgtc
  2848261 agggccgtta taaaacgacg cttcagcgtg gagtaatggc cccccgcctg ctcatcattg
  2848321 atgaaatagg ctatctgccg ttcagtcagg aagaagcaaa gctgttcttc caggtcatcg
  2848381 ctaaacgtta cgaaaagagc gcaatgatcc tgacatccaa tctgccgttc gggcagtggg
  2848441 atcaaacgtt cgccggtgat gcagcactga cctcagcgat gctggaccgt atcttacacc
  2848501 actcacatgt cgttcaaatc aaaggagaaa gctatcgact cagacagaaa cgaaaggccg
  2848561 gggttatagc agaagctaat cctgagtaaa acggtggatc aatattgggc cgttggtgga
  2848621 gatataagtg gatcactttt catccgtcgt tgacagctat ttcccctaca ggattcgaat
  2848681 aacaccctta caagccttgc tattactggt tttcctctgt tcaaaaaacg cagcccccca
  2848741 attagacccc caaaaacggg aagccctgct cccggtattc gatttcagcc acacaagttg
  2848801 gacgttttct gcaattacac atatatccta cacatatatg cacacataga cctgcgttac
  2848861 gtttagccgc acaacggggt acccgtggca caaatgaaaa gatttgttag ccaaaccaaa
  2848921 tctggcgcca atccgtattg atacctaccg ggtatttata gctccaggat ctcttgaatc
  2848981 caatcatccc agcactcgct gccaagtgcg gactcaacag tacctggacg agagacaagc
  2849041 caccaggcct ttacctcctc atattcagaa ctcgtgagtg taaatggaca ccaactatcc
  2849101 attctttcat cttgatcaca tgggtcactg ccagccatga agaattcatt caagaaaggt
  2849161 aaaggtggaa aatagccaga acagctaatg acaccaaaga tgccgtaaag cactttggcg
  2849221 ttttcatcta aaacgcgttt agcattatta atgtgatcca tagaaatcca tttgtaaata
  2849281 tctccgtttt agttccagat gtaagatggg ttgcaggtgc catgcaccgc ttcagttcat
  2849341 ggtcgtttat ggctcgccta atcaaccaac gttaacgtca gataaagcac ggaactcaat
  2849401 gaggtcagcc acagcgcaat aagtgagaac atagcccgat aaaacagtcc cctaacccca
  2849461 caccagcgct ctgtcaacgt gcgagtcgct cccgacttgg ctatccacaa ttgggccatt
  2849521 ccttcatcaa actcagcgag actgctttct ttattcagca gggtgaaaag tcgttcatcc
  2849581 agccataaac gccagcaata gtaatgcgtc accaaaaaca gcattagcag caccaagctg
  2849641 gcgaacgagt acaaaagatt aaaagccagc accagcggtg gtagcgttaa taaggcgaaa
  2849701 taacgccagc tcgatagatg aattttcaca atgcgattgg tcagagcgat atctggcata
  2849761 gcgttccctg aaactgttcc agtgcgtgga tataggcagg tgtcagcacc acctgcgggc
  2849821 gttggctttt gataaggtca atagcctcct gaacacaaga aacgtggccc tgagccagaa
  2849881 gccaggcggc aacaaccgtt gcgctgcggg ataaacccag tgcgcagcac accacaaccg
  2849941 ttagatgtcc ctgccgtagc tcagtgagtt ttgctaccgc ctgcgcaata tcctgtacat
  2850001 ctggcaccac taaatccatc aacggataag cataccagac accaggcacg cgggttctgt
  2850061 gatgaaactc ggccgtcagg tcgagcaccg cggtctgttg cagcgattta tcaggaaaac
  2850121 agcccagcga taccccatct aaaatggcgg aagttttggg aatgtggcga gaaaaccaca
  2850181 tctttgaaag ccttgcaccc gttaaataag gccagagcaa taaacgggcc gaaagagata
  2850241 aatgcccgtg ttcgtttttc tggaataggc tcgtgccaag gcccacataa cccgcagaga
  2850301 ccatcagtag agcgcccgca ggccacagta aaaaatagct gcctgggatc agcaccccgg
  2850361 ccagtaaaaa gatgatgcca ccgagtgtat attttgccgc aaggcgcagc gcgtgaggtg
  2850421 acgggcgttt ccagcgccac tggccttcaa tcggaatggc gtagctgata acgacggcca
  2850481 caataaatcc actaagaacg tcgacaaaat ggtgctgcca ggtcgtcaac accgaagcgg
  2850541 ctatcagcaa aaaccatgca ccagagacca tccttgcccc acggttcaga tgctgacgaa
  2850601 agcgtagcca cagtagccac gtcagaatga tatgcaatga cggagcctgg ttataaggca
  2850661 aatcaaacag ttcgagctgg tgaaacaacc agccaaacat gtcctgtgtt tccggacgta
  2850721 caaaagtgaa tttcagcggg aagagtaaaa atcccgcaca ggcgataagt gaggaggcaa
  2850781 gcagccgaca gccgtggcgt gtcagttcct gctttgaagt gcaaataaaa agcgaaatac
  2850841 catatagcag gtcaatgctc cagtaaggca cgatggtcca cggcataaag gggatcgcgt
  2850901 gttcccaggc aaacaccctg ctccctacat cgtaccttgt ggctgtaaat tgattcacct
  2850961 gcccgtagct gaggaaaaac agcggcccca acagcaacaa ccagcacacc ccctgtttcc
  2851021 agaggctgta tttgttctgc gtgagtgcgg actcaaccat gctgctttct caccgccagc
  2851081 gacacggtga aaatgccaaa ctcatcaatc acctgatggc atttttcaaa gccggcctgc
  2851141 tccaccagcg tgtccatctc tttctggctg cgcacacgca tcatccacgg gatcccgttt
  2851201 tgatggctgg ttaaggtata cgcgatggtt tttaactgtg ggtgccacgg ttgcccggtg
  2851261 tataccagca tgccgcctgg tggaatagcc gcagccagcc cggccaacga cgttttgatt
  2851321 aagtcgttat ccgggaagag ctcatacagc ccggaaacaa tgcccagcgt cggagcagga
  2851381 tcgagcgtgg caagggaatc atagtcgaag gcgttgcctt ttctgaactg agcgacgtgg
  2851441 cttagcccac gctcttcgat catcgcctga cctttttcta cattcaaatc gctgtaatca
  2851501 cgcagcagta tactttcgat accctgctgt ttttccagtg catccagcac atagcggcca
  2851561 tgtccggcgg cgatatcgac cactcgcacc ggcatgtgac tgagctgaat cttcgcaacg
  2851621 gcctgttcaa tcatctgctg gatattcact ttacgcacgc gaataccacg ccagccaacg
  2851681 ctgttcagat agttgtggtc aatcatacgc cccagaatgc cattaccttc aggctgatta
  2851741 cgatagacgt aatccagcgt actgccggag tcaaaacctg tttcataacc caggcgcatc
  2851801 cctttggact gtcgcccgat ggtcttcatg ccgaaactta gcgcagcata aaacatccct
  2851861 tccagcgagc gtgattttgg tggagcctgc aattcacgat acgcatcggc actcggactc
  2851921 cagcgatctt catggctata atcaaaggca taaggcgcag ttgcatagag tcggtcgata
  2851981 aagtttttca ttttatcaaa agcaatagag cggtcttttt cacccagcgt gtcgtgatag
  2852041 aaacccggca gaatatgttg ctcttttatc gcgctgcgaa gaccggcata aaattgtttt
  2852101 tgcggtttct catgcaccac aaaatcatcg ccggaaataa gcaactgggt cgggagagta
  2852161 atcgccgtcg agtctgaaac aatacgttca gccgttttgt agagatcgag caaaatattg
  2852221 acggcgatct ggcgcgtgat taatttgtcc tgctcaaagc tggcgatgcg ctcggggtcg
  2852281 tggctgagga atttcccttt cacgtaggaa ttcacgtaaa acaggccacg tatacgctgc
  2852341 attaatccca gccccaggcg ggcaaacggc acatacagct tgaccttaaa tgccggggac
  2852401 gccagcacca tgccacggat tttcggcgcg tagtcatgaa cccaggttga taccagcacg
  2852461 gcccccacgc tttgcgcaat caccacgata tcgtcgaggt tgacctgcgc atcctgtgcc
  2852521 acaaaacgca caaactcatc cacgtctaaa accgagcgag caaggctggg gctgtagcca
  2852581 cgagcccctg gcgactgccc gtgtccacgc gcatcccacg cgtaaaaatg ggtatcgggc
  2852641 atcatcagtt catccacaat atgttgcaga cgccccgagt gttcatgccc gcgatgaaac
  2852701 aacacaataa ctttcttgct gttaccttcc gtggcagacc agtggcgaaa atacaacgat
  2852761 gtttcatcgc tggcggtgaa catgccttct tgaaataaac gcacttcctg actcatgagg
  2852821 ttttccttgt ggcaagttgc tgtaaagcga caaaacgatt taagagtaat tgcttaaaag
  2852881 tcactttctc cgcatcgtaa aacagcgggt cgtcgataaa tatgtcgatg aaaaacggga
  2852941 cggggatttt ctggccttta cccatcgaac ggtcaaggcc gtgcatgtag acaggaataa
  2853001 tggggacttc cgggcaccgc tgacttaaat gccagatacc ggattttatc tccgagaatt
  2853061 tacccggctc tccccgcgta ccttcgggaa aaataatcac gatctttttt tccgccagag
  2853121 catccacaca ggcctgcaat ggattcgcct gatgagcgcc gcgataaacc ggaataatgc
  2853181 caatcacctt cagggcaaac caactaatca ctttattctt cagaaaataa tctgctgcag
  2853241 caacgggttg cactttcacc agcgtcgaga gcgggaacag ggtgaataac gtcagtacgt
  2853301 ccagatggct gttgtggttc gctacaataa tcgccgggcc gtctcttggt aactttttgc
  2853361 ggccagcaac ccggacaccg agccaaatcc agaccacggg ataagcgatg cacagcgtaa
  2853421 aaatccagcg caacatacgg ttcatcagcg cgccttaaac gtagaagtag tgatagaagt
  2853481 ggaagaacag cggcgcggta taaatcaggg agtccagacg gtcgagaata ccgccgtgcc
  2853541 ctggcagtaa tttcccggag tctttaacgc caaaatcacg tttaatagcc gacatcacca
  2853601 catcgccgca gaatccactc aggccaataa tgacgcctgc gcccagagaa tggagccagt
  2853661 ccatcggtgt caacaagggg ccaaaaatgg ccgccagcag catagtcgtc aacacgccac
  2853721 ccaataaccc ggcaagcgtt ttatttgggc tgactttcgg cgtgactttg attttgccta
  2853781 gcgatttccc ccacagatat tgcgaaatat cgttcagctc agtcgccaca accaggaaaa
  2853841 taaccagcag cgcccctgct ttagcatcca caccgggtaa cgtcagcaga taagcgacgt
  2853901 ggcttaaggc aaataccgtg gccatcatgc cccaatgcat gatggacgct gaatgtaaga
  2853961 accctttagt atcgccgacg agaaccatgc gagctggcag gaataaaaag acataaatgg
  2854021 gaatgaagat aataaacatt ccgtaccacg acatcccgat ccagacatat tgcagtggaa
  2854081 tggcagcata catccacaac aacggcacac tgtctgaacg tcgcgtgggg gcaagcgtca
  2854141 aatactcctt taatgacagg aagctaatga aaccaaagaa agtgagtgcc agccattttg
  2854201 gcgacaacat cgccagcgag aacaggcaaa taatcaccca ccagctatta atgcgctgct
  2854261 gtaattccag ccagtcacgc tgagggcggc atttttttaa tacgaaaata ataatggtcg
  2854321 ccagcaataa aacgctgaaa atcccaccga ggcagtaata caacgtctgc agggaatcag
  2854381 gcatttttca cctctatcgc actacggcag cgattaatac aggtccagac caacaataat
  2854441 gccgtcacgc caaacacgat attggtaacg ccgatatact gcggccaaag cgcaataaac
  2854501 agacctaacg cccccagcac aaaagcacga tcacttttcc cgagcgggcc acggtagttt
  2854561 cttattcccg tcagcgtctg ggcaatcacg ccacaaaact cggtcagcca tgaaagcagt
  2854621 accaccagaa taaccagcca cggggaaacg ccggacaaaa aagcaaaagc gagatagagt
  2854681 gcggcgtcgg aaataatatc gccgacttca ttgagaatgg caccgagcgt cgattgctga
  2854741 ttgaactctc tggctaacat gccgtcgatg gcattgagcg ccatgcggaa gaacaaaaaa
  2854801 acaggtagcg aaataaataa cacaggctgc ggaaaacaga taagccaccc gcccagcagg
  2854861 accgaggtca gcattgccag caatgtaatc tggtttgcgg tcactccccg cgcatggagc
  2854921 ctgacgacaa gcggtcgcag cagattctga aactgaggtt taatgtcata caatgtcacg
  2854981 ttatggctcc tgcctttaat ttgacggttc tttatttcga tgaacgtaaa atcaatgtgt
  2855041 tgtctcttac tgcaacgact cgcggctcgt ccggatcaag atcatcacgg cttagcaccc
  2855101 gtttccaggt gccacgggtt ctgtccggtc tgcggaacag taccgccacc gccggctgcg
  2855161 tcaacaggtc ggtgtcttcg gtattatcga aggtcttgcg gtcactcagt tgcagtgatt
  2855221 catatccgct gatcgctcac atggctgaac ggaggtgata acaccgcgca atatacgggg
  2855281 attgacggct tcccagggtt tttcatcggg gtaaaacagg aactgtgtag tggtgttgat
  2855341 tttgtctttt ggctcggggt gcaactcgcg taacggcttc atcccaaaat acgcaatgag
  2855401 cgaagttttt tctgcacctg ttcgatcata ttttcgcaat gttgataaag ggcattatta
  2855461 acagtcacac cgggcctgtt acgactggtc agagcgagta accacgtatc ctgaaatatg
  2855521 ttatcgatga ataaggaggt gatagatttt gtctgaagat ccgtctcaaa atttgttgaa
  2855581 gccacgccat tatatccatg attaaaatag ggcttagtgt ccatgatggt attgatgcgt
  2855641 aatcagacga gcaatgaagc ggatgttaca aaatgtaaat taactgcatt caatgctacc
  2855701 agcccttgct atgagaggat accttgatat ttaaaataat cgaaaagtga gtttgataac
  2855761 gttaaatttc gccctcagag gaaagcaaat caggcaattg gcgtcgctct caacgacacc
  2855821 gcatgccggt tattacggga ccagagcggc aatcacaaaa aatgggtgtt tgttcatcga
  2855881 aaagaaagca cgttacccag cgggaaaaaa tcagccgcag tgaggaaagt gcgcgttaat
  2855941 ggtaacacag catggaggct tgcattaaag agagctggaa tcgataactt ccgctttcac
  2856001 gaccttcgac acacatgggc aagttggtta gttcaggctg gagttcagcg ggtagataac
  2856061 gtgctgacac cgtgagatat cagtaggcgc tggtggacgt tcggcctctt tacgcttaaa
  2856121 ctataaccac ttaattctca ctgtttgggg cctgagtatg atcacacatt cgccacatac
  2856181 tattgctagc agaaccgagt gtattgggtg ttttaccgta cctggtgttt tgggtggctt
  2856241 tgaagtgaga agcatgaaga atcgtaaaga acgtcccctc ttgatggtcg ttcgtaccgg
  2856301 ctgggaaaaa gccgctgcct atgaacaaat tcgcccagta tctgaaatcg ttattgagaa
  2856361 aaacggtcag tctcgtccag ttaaccaagc ttttttctgg aatgatttgc aggatacctc
  2856421 tatcgatttc tcacaaaagg cggttgattt gttcttcagt aagaaaggaa ctctatctgc
  2856481 atgtcaccca atttaattgc tgaacacgat aaaatattaa aatggccgga agttaatgat
  2856541 ttagcttacg gccatttttt atggctccct gaatttaaaa cccccgagtg gtgacctctt
  2856601 tcgagcatta cttgaagatg atggtagcaa tatggcccat cttcatatca aagagagact
  2856661 ttcaggtgag catatagcaa gctatgtttt gactttcgac ctcaccccac cactggattt
  2856721 aggccaacgt ttaccccaag ttgaatcagc ttatgtctca caagaatatc aaggcggggg
  2856781 cgtgtctact gccacctata aagccattat tgaccactac ggtgctgtaa taagtgatac
  2856841 ttatcagact gagggcggga tggtgctttg gctgtttggt ctatctaaag atgacagcat
  2856901 ccagttaacc attctaaatg tggatggtca tacgttggat tataaaatta acgaacacgg
  2856961 cgaaaggatc agttttcagg cagatagaaa gtctttactg gaaattgccg atacggtttg
  2857021 gggaaacccg gataatgtcg aactgagtaa tctggagacg ttgggcttta caccatcctg
  2857081 gcgtaatcac agcaatcacg ttttagccgc aactaaatct attatctaaa tcccctgatg
  2857141 gctccccata aataaagaca gacatatagg atcgtgatct acttagtgtt ccagtaaaaa
  2857201 gtaaggtcag ttaaaaggaa ggagaagtta gtagtcgata acgtggaatc attacctgac
  2857261 gagtatgtcg atgttgctag tcaaattacc tacacagcaa aatctgacga gattaagagc
  2857321 gctagtgaaa acacggcaga agctaaagcc attgctggag gaaaggatat cagtgaagta
  2857381 tttattaacc cagttccggg cgctcgtatc gagaccggac caagatcatt gcaagtgcga
  2857441 tgatgcgggt tatttattgc cgcttacgca cagttcgcgg tgaaaaagtt ttacgcagaa
  2857501 tgcgtgatga gggaccgctc tattacatct cagcaataag cggaaaacga ctcaagatgg
  2857561 gttctgcgag aaatgggtga atgcagaagt tgcttgatca aggtcggctt tatttgcgtt
  2857621 tttcaagttg atttttaaaa atcaaaacca atccagccaa gagcgttttg gtcggttgcg
  2857681 tggcaagcaa gacggctaat tatggctaca agatatatta aatggcccga gatgttgctg
  2857741 ctagttggaa agagtaggcc aacaatctgg cgcatgtatt ccaagcgtaa tgaattcccg
  2857801 aaaccagagc gcacaaaaag cgggatgttt ttaggttggc ctgaagcttc ttatgaggaa
  2857861 tgggttcaaa gcaagaagtg ctaaatcact acctgacccg tctaaatggc gggttttgta
  2857921 ttttaagcgg taacttattg attttattgg tacgccctac agggctcgaa cctgtgacct
  2857981 acggcttaga aggccgttgc tctatccaac tgagctaagg gcgcatttga tatttaccgt
  2858041 agcatagaac gctgacggta gtcagttgcg ggttggatta tacgggcagt cgctttcgag
  2858101 tcaatgggtt ttcaccttat gcttcatcaa ctggttattt aatcgttaat taatcgtcat
  2858161 tatgcgcctg acagcgcggc ccgcttctga caaaataggc cgattcccgt ttttttcaat
  2858221 tgatggaccc ctccactgat gtcagcaaaa attattgatg gtaaaacgat tgcgcagcag
  2858281 gtaagaaacg aagttgctgc ggtggttcaa caacgtctgg cagcaggtaa gcgtgccccc
  2858341 ggtctggcgg ttgtcttggt cggtgaaaac ccggcgtcac agatctatgt ggcaagtaag
  2858401 cgtaaggctt gtgaagaggt gggctttgtc tcacgctctt atgatctgcc aatggcgacc
  2858461 agtgaagcag agctactggc cctgattgat tcattgaatg aagataccga aatcgacggc
  2858521 attctaatac aactgccact gcctaacggg attgataacg ttaaagttct ggagcgtatt
  2858581 caccctgata aggatgtgga tggtttccac ccatataacg tgggccgcct gtgccagcgt
  2858641 gcgccaaaac tgcgcgcttg taccccccgt ggcatcatga cgctgttaga acgttatgac
  2858701 atcccaactt acggcctgaa cgcggtggtc gtcggcgcat ccaatattgt tggtcgcccg
  2858761 atgagtcttg aattgctgct ggccggttgc accaccacgg ttacccatcg ctttactaag
  2858821 aatctgcgtc accatattga gaatgccgac ctgctggtgg tcgctgtcgg taaaccgggc
  2858881 tttattcccg gagaatggat taaaccgggc gctatcgtga ttgatgtggg tattaaccgt
  2858941 ctggaaagtg gtaaagtagt cggcgatgta gcatttgatg tcgctgctga acgtgcgggt
  2859001 tggattacac cggttccagg tggcgtcggg ccaatgaccg ttgcaacact gatacaaaat
  2859061 accttgcaag cctgcgagga atatcacgac atcagccaaa attgagttaa aggacagtaa
  2859121 tggacatttt tcatttggaa aaacaccccc atgtcgagct atgtgaccta ctaaagttac
  2859181 aaggttggaa tgacagcggt gcatcagcaa aagcagctat cgctgatggt ttggtgaaag
  2859241 tggacgggaa ggtagaaacc cgcaagcgct gcaaaattct ggcagaccag atcgttgagt
  2859301 ttcaaggcat gaaagtgcag gttaaagcct aatagccgtt gtaatagcca gcattgctgg
  2859361 cctattgaac aataaatatc ctccggcata gccggaggtt tttcatatgc gcctataagg
  2859421 ctctgttacc agccgcgccc taacaggcgc atcgcgatct gacatttgca tctatggatt
  2859481 acttacggcc cgtaaacggg ctaccgggat acgggatcga gagttgctca cccattttat
  2859541 cctcttccaa ttggtgcttt atgtattctt gtatcctggc cgtgtttttc cctaccgtat
  2859601 caacgtaata ccctcgacac caaaactccc tgttacggta tttgaacttc aaatcgccaa
  2859661 actgctcata aagcatcaga ctgctctttc ccttcaggta ccccataaat cccgagacac
  2859721 tcatcttggg cgggatctcc agaagcatat ggatgtgatc cacacagcat tctgcttcca
  2859781 ggatattcac gtttttccat tcgcacagtt ttcttaaaat actgccaatc gctctgcgtt
  2859841 tttccctgta gaacacctgc cttcggtact tcggcgcaaa aactatatga tatttacagt
  2859901 tccatcgggt gtgcgctaag ctcttttcat ccctcattgg gacccccttt tgatttcttg
  2859961 ttgaacattt gcagttgcca gaccgcaaac tgttttaaca aatcaaaagg ggtttttata
  2860021 actgacccaa agctgaaagc tttactgaac ccccagccta gctgggggtt ttctgggcac
  2860081 aaaaaaatcg cggttactgg taaacaccag aaccgcaatt tttttagtac tatccactga
  2860141 taatgagtac tctccattga taatgagtac tctccacgga taaatagtac ccactaataa
  2860201 atagtgtcag ctaacaaata tagctcgcta aacagttccc tatcccgcct tattccataa
  2860261 ccttaaaagc gtatcaaaca acgttacttg cggcgccatg tcgtgccttg cgggccatct
  2860321 tccagcacaa tacccagttc attcaattga tcacgtgcgg catctgccaa cgcccaattt
  2860381 ttgctgctgc gggcatcatt acgttgctta atcagggctt cgatttttgc tacttcgtcg
  2860441 tcatcagcct gcgcaccgcc ttgtaaaaac agttctgggt cctgttctaa taagcccagc
  2860501 acctgagcca atttacgtaa ctcagcggcc agaccattgg cagcggccat atcttcgttt
  2860561 ttcaggcggt tgacttcgcg ggcgatgtca aacagcaccg aataggcttc tggtgtattg
  2860621 aaatcatcat ccattgccgt gcggaaacgg gcttcaaatt cagcgccccc tgctggcgta
  2860681 gcgttagcat cagtaccgcg cagcgcggta tataaacgct ccagtgaagc gcgtgcctgc
  2860741 ttcagattct cttcgctgta gttaagctgg ctacgataat gaccggacat caagaaataa
  2860801 cgcacggttt cggcatcgta atacgccagc acatcgcgaa tagtgaagaa gttattcagg
  2860861 gacttcgaca ttttctcttt gtcgatcatc accataccag agtgcatcca gtaatttaca
  2860921 tacgggccat cgtgtgcgca ggtagattga gcgatctcgt tctcgtggtg cggaaacatc
  2860981 aaatcagagc cgccgccgtg aatatcaaaa tgcgcgccta actgtttgcc gttcattgct
  2861041 gaacattcaa tatgccaacc agggcggccc ggcccccaag gtgattccca gcgtggctca
  2861101 cccggtttgg acattttcca cagcacgaaa tccatcggat tacgtttaac atcagccact
  2861161 tcaacccgtg caccggcctg tagttgatcc agatcctgtc gggataacac accgtaatca
  2861221 ggatcgctat cgaccgcaaa catcacatcg ccgttagagg caacataagc atggccccga
  2861281 gcaattaagc gctcggtcat ctcaattatt tcagcgatat ggtgagtcgc acgcggctcc
  2861341 aaatcagggc gctcaagatt taatgcgtca aaatctttgt gcatctctgc cagcatccgc
  2861401 gttgtcagtt gctcacaagt ctcattattc tcaatcgcac gtttaatgat cttatcgtca
  2861461 acgtcagtga cattgcggac atacgtcaga gagtaaccta aataacgcaa ataacgcgcc
  2861521 acaacatcga aagcgacaaa agtgcgccca tgcccaatgt gacacaggtc ataaatagtg
  2861581 atcccgcata catacatacc cactttaccg gcatggatag gcttgaattc ctctttttgg
  2861641 cgactcagtg tattaaaaat ctttagcatt gggacattcc gtggttttat tttgcggtac
  2861701 gcatagataa acaagatatc atcagattat gcggtaaatc agtctctgat acagcacttt
  2861761 ttcgcccata aaggcagcag aacgagtact gactcaatct cagagatatg atataagagc
  2861821 cgtctaaaga gttacgactc atttgtgaat acacctatta cactagcagg aacattatta
  2861881 tggtcacgtt tcatactaat cacggcgata tcgtcattaa taccttcgct gataaagcgc
  2861941 cggctaccgt tgaaaatttc ctgaattact gccgtaaagg tttctatgat aacactattt
  2862001 tccaccgtgt tattgatggt ttcatgatcc agggcggcgg tttcgaaccc ggcatgagcc
  2862061 agaaaacaac ggatgcacca atcaaaaacg aagccaacaa cggtctgaaa aatacccgtg
  2862121 gcacgttggc aatggcgcgt accaatgatc cacactcggc taccgctcag ttcttcatta
  2862181 acgtcgctga caatgatttt ctgaacttcc gttcagagcg cccggatggc tggggttact
  2862241 gcgtatttgc tgaagtaacc gacggtttgg acgtagttga taaaatcaaa aatgttgcga
  2862301 cgggccgcag tggcatgcat caagatgtgc caaaagaaga tgtgatcatc aaaagcgtca
  2862361 ctattagcga gtaatgacgg cttaatgagc acgcttttta ttgcagatct gcatctcagc
  2862421 gttcaggaac cggcaatcac tgccggtttt ctgcatttta tacagcgtga ggctattcat
  2862481 gctgatgctt tatatattct gggtgatctg ttcgaatcct ggattggtga tgacgacccc
  2862541 gagccactgt atcggcaggt tgctgctgcg ctgaaatcac tccaacaaca gggggtgccc
  2862601 tgttatttta tccacgggaa ccgcgatttt ctgctcggta aacgttttgc tgaagaaagc
  2862661 ggcatggtct tgctgccgga agagaacgtt gttgaattat atggccgtaa aatccttatt
  2862721 ttacatggtg atactctgtg tacggatgat accgattacc agcattttcg taaaaaggtc
  2862781 cataatccgc tgattcaaaa attatttttg tggatccctc tgcgcctgcg tctgcgtatt
  2862841 gcggcctata tgcggaataa gagccagcag aataatagcg gtaaatcaga acgcattatg
  2862901 gatgtgaatt caaaagcggt aattgatgct ttcctgcgcc atgacgtcag ttggatgatc
  2862961 catgggcata cgcaccggcc agccatccat agcgtagaat tgccgatggt aacagcacat
  2863021 cgggtagtgc tgggggcctg gcatgtcgaa ggttcaatgg tcaaagttac ggcagataac
  2863081 gtcgagctaa ttacattccc gttttaacat ccatttctac gcaataacct cgattaccac
  2863141 acagtaacct cgattaccac gcgataacct tgattaccaa gcaatcaccc gctcatgacg
  2863201 aataacagcg tattcctcat cacaatggcg cgacaagacg ataacttcca gcaggaaaaa
  2863261 accaataaat cccactaaaa gccgccacgc aaccgttttc ctcgcctttg gctcatgata
  2863321 tgctctacgc cctcttcgcc agccacgatg tatagtcagt cgttctggcc gacgcttgcg
  2863381 caattacagg agctttacac ccatgggagc caacctcaat tcagcttatg cagccggggt
  2863441 taaaatcgcc atcgtaatgg ggtccaagag tgattgggcc accatgcagt tcgccgccga
  2863501 cgttctcacc acgctcaatg ttccgtttca tgtggaagtc gtctctgcac accgcacccc
  2863561 agataggttg ttcagctttg ccgaacaggc cgaagccaat ggcttacatg tgatcattgc
  2863621 cggtgccggt ggtgcagcac atttgccagg gatgctggcc gccaaaacgc tggtgccggt
  2863681 tttaggggtt ccggtgcaaa gtgcggcctt gagtggcgtt gatagcctgt actcaattgt
  2863741 gcaaatgcca cgcggcattc ctgtagggac gctcgctatc ggtaaagccg gtgcggccaa
  2863801 tgcggcgctg ctggccgcac aaatcttagc attacacgat actgaattag ctggccgctt
  2863861 ggcacattgg cgtcaaagtc aaacggatga cgtgctggac aaccctgatc cgagggaaga
  2863921 agcatgaaac cagtttgtgt actgggtaat ggccagttag ggcgaatgct gcggcaggca
  2863981 ggtgaaccgc tgggaattgc ggtttatccc gtcggcttag atgctgaacc tgaagcggtg
  2864041 ccttatcagc acagtgtgat caccgctgaa attgaacgtt ggccggaaac cgccttaacc
  2864101 cgtgaattag ctacccatac tgcttttgtt aatcgcgata tttttccacg tctggcagat
  2864161 cgtctgcccc aaaagcagtt actcgatagc ttgggtttgg caactgcgcc gtggcaattg
  2864221 ttatccagcg ccagtgaatg gcctgaggtg ttcgccacgt tgggtgagct agccatcgta
  2864281 aaacggcggg tcggcggcta tgacggccgg ggtcaatggc gtttacgccc tggtgagcag
  2864341 ggtaccttac cccccgatgc ttacggcgag tgtattgtcg aacaggggat taacttctcc
  2864401 ggcgaagtct cattgatcgg cgcgcgcagc caccaaggtg aatcggtatt ttatccactg
  2864461 acccataatc tgcatgaaga tggcattttg cgcatgagcg tggcattacc acagcccaac
  2864521 agcaaactac agcagcaagc cgaaaaaatg ctgtcagcca ttatggataa gctgaattat
  2864581 gtcggtgtga tggcgatgga gtgttttatc gtcggcgacc gtctgttgat caatgaactg
  2864641 gccccgcgcg ttcataacag tggtcactgg acacaaaacg gcgcatcaat tagccagttc
  2864701 gaattgcatc tgcgggccat tttggatctg ccactgccgc agccggtggt gaataccccg
  2864761 tcagcgatgg ttaatctgat tggcacgcca gtaaatattc agtggctgtc tctgccatta
  2864821 gtacatctgc attggtacga caaagaagtc cgtgaaggcc gcaaagttgg tcatctgaat
  2864881 ttaaacgatc cagagggtac ggcattaagc gcatccctgg ccgcactggc tcctttgcta
  2864941 cccgcggagt atcagaacgc actgcgttgg gcgcaagata agttataaca agaagcgggc
  2865001 ggcctctgct gctgcccgcg aataaaatcc actactcgta acgacgaaat agcgcctgcc
  2865061 ctcgtaatag ccgaacccct agccagccac cgcacactga cagcaacgac gcccccgcca
  2865121 ggggtaagat ccaccacatc atccagtttg gctgccatgg gaaatcaaag actaacctct
  2865181 gcaatgccca gagcgcggct tcagcaccta tcgccgccgc cagccccgct accaagccca
  2865241 gtaaagcaaa ttcccaccat aatgtgcctc gaagtaagcg tttactcgct ccgagcgtgc
  2865301 ggtagaccac caactcctgc ctacgctggc gcatccccac ttgtacctgt gccagtagca
  2865361 ataaggtgcc acacagaatc accaacacca ccatcacttc cagcgcccgg ctgacctgtt
  2865421 gtaacacttg accaacctgt ttcaacatcg caccgatgtc taacaaactc agtgttggga
  2865481 actggcgatt taactgaacc aaagcctctc catcaccgtg atagcggaag ctggtcaacc
  2865541 aggtttgtgg ttgttgatcc aatgcgccgg gtgggaaaat aaagtaaaaa ttaggccgta
  2865601 aactgtccca atcaacctga cggatactgc tgaccgtcgc cccaaatgac tgagtatcac
  2865661 cgctgaaagt cagtttatcg ccaattttaa tccccagccg atcggcaatc ccctgctcca
  2865721 tcgagacttc atcggcttta ggaggccact gccctgcggt caatacatta tgagcgggta
  2865781 aatcctgctg ccaggttaaa ttcaactcac ggttaactgc ctcaccaccg ggtgagtctt
  2865841 cactcactcg ctcagtagcc agttgctgat taatttccgt caaccggacc cgcacaatgg
  2865901 ggtagaacgt cgagggttga atatgatgct gagccaaaaa tgccgtgact tgtggtacct
  2865961 gctggggcgt catattcagc aaaaaatagt tcgggctatc cggtggcaat tgctgctgcc
  2866021 atctctccaa gagatcacca cgtagcacta gtaacaacgc caacaacatg aaggagagtg
  2866081 aaaatgccgc aagctgagtc agcgtcatcc acggttggcg cagaagccga ttaatggcca
  2866141 accgcagtga taaacgggtt accgttaggt gacgcagcaa cagcaagctg ccccagccga
  2866201 tccccccgag cagcaacgcc aataccacca tgccccccag aatggcccat agcagggagt
  2866261 tcccccccat cagcaatgcc aataacccaa tcaccaccag cagcatcact ggaataaaat
  2866321 agcgcaatgg ccagacattg gccgccacat cacggcgcaa tacccgcaat ggctgagtgg
  2866381 cgagtaattg ccgatatggc ctcaccccca ccagcaacga aatcaatact aatgatccca
  2866441 ttgaccacac ccatggccat agcccggcag tgggtaactc tgcgggcaat accggcgcta
  2866501 ataaccaaac caatagcctc tcaaataaga gaccaatgac actgccgcag aggccggcca
  2866561 atgccagcac ggatagccat tggccgataa tcaatcgacg cagagcaccg cgcccggccc
  2866621 ccaatgtttt cagcacagcc accagatcat agcggctgcg gcaatagtgg cccatagcga
  2866681 cggcgaccgc agcaatcgac agcaataagg tcagcaacgc cgataataat aagaactgtt
  2866741 gcgcccgttg cagggatttc cccaatgcgc caccggattc ttgcaagcca taccaacgct
  2866801 gctctggtgc taattgcggg gtgagccagt cgctaaactg cgtcacggcc tccggggtgc
  2866861 cagcaaacat atagcggtaa gtcaaacggc tacccggttg caccgcaccg gttttctcga
  2866921 catcagccag attgatcaga atgtgtggtg cggtttgaaa cggattaaaa ccggcatcgg
  2866981 gttcttgaat aatctcaccg ataattttta gcgaggtatc gccaacatcc aacatgtcgc
  2867041 caaccttaac ccccagtagc gccagtaatc gcggtgccac cagcaccgtg cccggttgca
  2867101 actctgcccc cttaggtaag gtttctaatt tcccatagag cgggtaggcc agatcagtgg
  2867161 ctttcacctc agccaactgt gggcgatcac cggcaaaggt catggtcaaa aatgagagtt
  2867221 ggcggctaac cgccagcccc tgctgcttcg cttcctgtaa ccacgcctct ggaacagggt
  2867281 gtgccgcccg gagaacccga tcaccggcca gaaaatcgcg gctttgctga ctcagccctt
  2867341 tttccattcg atcgctgata gtccctaacg ccaatacgca ggctactgcc agcgtgagcg
  2867401 ccagccagac aatgagcagt gaaggcgcgc gccactcacg ccaaaaccag cgccaaatca
  2867461 tgactcctcc cacaatttac cgtccctcag gcgcaaccga cgctgacaac gaccggccag
  2867521 ttgttcatca tgtgtgacca gaatcaacgt ggtcgcgaaa tcccggttta gggaaaacag
  2867581 caaatcagcg atacgatcac ccgtctgccg gtcaagatta ccggttggct catcagcaaa
  2867641 taagattttt ggccgcccac tgaaagcccg ggccagtgca actcgctgtt gttcaccacc
  2867701 ggacagttgg gcgggaagat ggtaaaggcg cttgcccagc ccaagttgct ccaataattc
  2867761 aatagcttgc gatttgcttt ggcgatcact ctcaccacgg agtaatgccg gtagttgaac
  2867821 gttttcaagc gtgttcaatg taggaaccaa cataaacgac tgaaagacaa agccgacatt
  2867881 tttcgcccgg agtagcgcgc gaccttcttc atccatcgtg gtcaatgact gcccaagcaa
  2867941 gctcacatca ccgctgctgc catcatccag cccggccaga atccccaata atgttgattt
  2868001 gcctgaaccc gactcgccaa tcagcgcaat tgtctgggca ggtttgacaa ccagctcaac
  2868061 tccggtaagg atggagagct gttgctcacc ctgaccgacg tgcttattaa gatgatgaac
  2868121 ttcaagaacg ttttccgctg gcatcttccc ttccttttac tgttgggatt attcagtttg
  2868181 cgtgccgccg caaccgatac actattgatt ctcggcgaca gtttaagcgc cggttaccgc
  2868241 ctgcctattg cacaggcatg gccttcgcta ttggataaaa aatggcaagc cacgccttca
  2868301 ttaccgaagg tggtcaatgc cagtatcagt ggagataccg ccgcgcaagg gctagcgcgc
  2868361 ttacccgctc tactcaaaca acatcagcca cgctgggtgc tgattgaact gggcgccaat
  2868421 gacgcgctgc gcgggtttcc gacgcaggac attcaacggg atctgagcga aattatcaat
  2868481 cagataaccg cagcgaaagc ccagccatta ttgatgcaaa tccgtattcc ccctaactat
  2868541 ggccgccgtt atactgatgc tttcaccgct atctatccac aactggcgca acagttcgac
  2868601 atccccctac tccctttttt tatggaacag gttgccgtta agccagagtg gatgcaggat
  2868661 gatggtttac accctaacgg cgatgcccaa ccgtttatcg cggattggat ggcgcaacaa
  2868721 ctcaagccgt tagttgttga tccgaaataa atatgattta aacatcgctc agactgttag
  2868781 ccctgttttg acaggttaat caggctagaa aaaagggaaa gcgcactaaa agtgcggtaa
  2868841 tcccttcgct taccaatcaa taaaacagtg ttgttattaa tttcagtgac tactcagaaa
  2868901 tggcatccca aaaataattc gagtttcagg aacgcggtaa ttaaggtagc ccccaggagc
  2868961 ttatttattt taaggtcaac aacaggtcag tgactggggt gaacaaagac agccaacgta
  2869021 catgcaactt gaaaacgtac atgcaacttg aagtatgacg ggtatattta ttcaagacta
  2869081 accttgctca gttaaccatt tgtttaagca aatagattca ttcattaggt aaagttatgc
  2869141 aaaaagcagt attgattacc ggctgttcca gtggaattgg tctggtagcg gcacaagatt
  2869201 taaaaaacag aggttatcgc gtgctggccg cctgccgcaa acctgacgat gtcgccaaaa
  2869261 tggtgcagtt aggtctggaa ggtattgaac tggatttgga tgacagcgcc agtgtcgaac
  2869321 gcgctgcggc acaggttatc gaactgacgg gtgggcggtt atatggcctg tttaataacg
  2869381 gcggttttgg tctgtacggt tcactgcaca ccatttctcg ccaacagttg gaaaagcagt
  2869441 tttcgactaa tctgtttggc acccaccaac tgacacagtt actgctaccc gcaatgttgc
  2869501 ctcacggtga ggggcgaatt attcaaacca gctcagtgat ggggttggtt tcaacggcgg
  2869561 ggcgcggtgc ctacgccgcc agtaaatatg cgctggaggc ctggtctgat gccctgcgaa
  2869621 tggagctaca gagtagtggt attcacgtca gcctgattga acctggtcca atcagcaccc
  2869681 atttcaccca aaatgtgaat caggcagagg ccgataagcc ggtcaataac ccagggatcg
  2869741 ccaagcgatt tacactgcca ccggaagcca tattacccaa attgcgtcat gcgctggaaa
  2869801 gcccacgccc gcaattgcgt tatccggtca cgatggtggc ccatgcgttg accctactac
  2869861 gtcgtctatt acctggccgg atgctagata gagtcctgcg cggtaatagt taagccagat
  2869921 cattgactaa gggttgaagc aaggcaatcc gcccccatct atcgttaaaa cggatgagag
  2869981 aaataattca tgctaacacc tacaacgatt gaaattactg aagcaaacct gcaccaagcc
  2870041 atagaacaat ccatgtcagt tcctgtgttg ttctattttt ggtctgaacg cagccagcac
  2870101 tgcctgcaat tgacaccaac actggataaa ctggccgccg agtatgcggg tcaatttatt
  2870161 ctggcccgtg tcgattgcga tgcacaaccc atggtggcgt cgcaatttgg tttacgctct
  2870221 attccggcgg tgtacctgtt taaagatggc cagcccgttg atggcttcca agggccacaa
  2870281 ccagaagagg tgatccgcga actgctacag cgggtactgc caaaaccaga agagctaaaa
  2870341 tcggccgaag cggcgcaact gatgagtgaa ggcaaagtcc ctgaagcgct gccactgctg
  2870401 aaagaagcct ggcaactcgc ccaacaaagt aacagcccac aaactagcga aatcgccctg
  2870461 caactggcag aagcacaaat tttgctgaac cgcagcgaag atgccgaaag cgtattggca
  2870521 acccttccac tgcaagatcg tgatacccgt tatcaggggc taattgccca aattgagcta
  2870581 ctgaaacaag cggctaatac gccagaaatc cagcaactac agcaacaact ggcagaacag
  2870641 ccggataacg tcgagctggc cgtgcaattg gccttacaac tgcatcaggt tggccgcaac
  2870701 gaagaagcgt tggaactgct attgggtcac ctgaaaaaag atttagccgc agcgaacggt
  2870761 acggcacgta aaacattaat ggatatttta gccgcattag ggactggcga tgcactggcc
  2870821 gctaaatacc gccgccaact ctacgcatta ttgtactgat tagcgtattt ccaccgttat
  2870881 ttgtaccgta cttgtaccat catttgctac tgcgcggggc aatcctgcgc agttttatgc
  2870941 tgctttcccg ccatttttcc tctttacacg catttaccgg tctttcgtta ggtatttaac
  2871001 cccccatcac gtaatattaa gatacaattt ttcttgctga caggaagtta agtatgttca
  2871061 cagttatccc tattcttatc gttgtcgctc tgattgtcgt actttctgca atcaaaatcg
  2871121 tcccgcaagg ttttcagtgg actgtcgaac gttttggtcg ctataccaaa acactgatgc
  2871181 caggcctgaa tatcgttgta ccgtttatgg atcgtgttgg ccgtaaaatt aatgtgatgg
  2871241 aacaagttct tgatattcca tctcaagaaa tcatttcccg tgataacgcc aacgtggcaa
  2871301 tcgatgccgt ttgctttatc caagttattg acccggtgaa agcggcttat gaagtcagca
  2871361 atttggaatt ggctatcgtc aacctgacca tgaccaactt ccgtaccgtc ttaggttcga
  2871421 tggaactgga cgaaatgctg tctcagcgcg ataacatcaa cagccgcctg ctgcatatcg
  2871481 tcgatgaagc caccaaccca tggggcatca aaatcacccg tatcgaaatc cgtgatgtgc
  2871541 gtccaccaac tgaactgatt tcagcgatga atgctcagat gaaagctgaa cgtaccaagc
  2871601 gtgcggatat tctggaagct gaaggggttc gtcaagccgc tattttgcgt gccgaaggtg
  2871661 aaaagcagtc acaaattctg aaagcagaag gtgaacgtca gtctgcattc ttgcaagctg
  2871721 aagcccgtga acgtgccgct gaagcggaag ctcaggcgac taaaatggtt tctgaagcca
  2871781 tcgctgccgg tgatattcaa gccattaact actttgtggc acaaaaatat accgatgcac
  2871841 tgcaacacat cggctcggcc aataacagta aagtcattat gatgccgctg gaagccagta
  2871901 gcctcatggg tgctatcggt ggtattgcag aactgattgg tgagagtaaa aacagccgag
  2871961 gtaaataacc atgctggagg aaattgcagt aaatccaaat tggttttggc tatcacttgg
  2872021 cgggctatta ttggccgctg agatgctggg agcgagtggc tatctgttgt ggagcggtat
  2872081 tgccgccgtc cttgttggcg ttctggtatg gctgttcccc tttagctggg aaatgcaagg
  2872141 cgtgctgttc tccattctga ctgtcgtgtc tgctttccta tggtggtatt ggttgagtaa
  2872201 acgcactaaa ccgcaacctg ccatgcttaa ccaacgtaat catcaactgc ttggcatacg
  2872261 ggcaacattg accgagccaa cggttgatgg ctatggccgg atgaaggtcg gtgacagcag
  2872321 ttggcgaatt tactgcgcta ccgagcttaa cccaggaact gaagttgaag tgattttggt
  2872381 agaaggtaat accttgcatg tccgtgccgt taatcgctag cgtttacatt gacagcctca
  2872441 cgtcattgtc actacagcaa ggcagtaaac aaacagcccg aatcacttac tctggtaggt
  2872501 gattcgggtt atttatcacg gcagcgtatt attttaatgg tagcgaactg cttgagtggc
  2872561 aacatcccgc caggctatta ataattgggc aatctgcgcc ctcatcccct gggcactctt
  2872621 ctgccaacgc taacaaacgc atacgcattt gattcaaatc attaatatgt tgctcgattt
  2872681 ccgctacttt tagcaatgtt gccgctttca catccgcgct gtgccgtgct gggttatgaa
  2872741 ataatgccaa caattcacga cactcatcca gtgtaaaacc cacttgccgc gcctggcgca
  2872801 gcaacgtgag ctcttcaata tgtttggccg tgtagctgcg ataaccgtta tccgtgcgaa
  2872861 caggtggcgt caccagtttt ttttcttcat aaaaacgaat ggctttgctg gttaaaccgg
  2872921 tttttttcgc aacatcgcta atgttcatta ttcccccttg accttcacct tgctggaagg
  2872981 tttaacctct atggttagtg aaaatagcca tgccagtcaa gcggaataaa agccgccccc
  2873041 cgatattatg ggccaacaaa atattaccgt cattaatgta tggggcaggt aataccgact
  2873101 aagcttattc tggtgaattt atgagtaagt ttttactcaa taaggagtta aataatgttg
  2873161 caaaccacac tgctcgcctt acaaggactt tcttgtatga attgtgctca acgcgttaaa
  2873221 gccgcgttgg aaagccgtga ggatgttcac catgctgaag tgaatgttca ctacgctaaa
  2873281 gtgactggtg aagccgacac tcatgcactc attgaaacga tcaaacagac cggttatcag
  2873341 gctacagaag cccaaacgcc ggacgttgaa ttacacctat caggattgag ctgcgggcat
  2873401 tgcactgaga ccgtccgtaa agcgctggaa gcggtttcgg gggttatttc tgccgatgta
  2873461 accctcgaga gtgccaacgt gtacggcaag gccgatatac agacattgat tgccgcagtg
  2873521 gaacaggctg gctatcacgc cacacagcaa ggtatcgact ccccaaaaac tgagccgctg
  2873581 acacactcag cccaatctca gccggaatct ctggcagcgg ccccgaatac agttccggca
  2873641 acaaacgtgg ctttagccac aagtacggtt tctgatacaa ataccgtttt acctacaaat
  2873701 accgctttac ctacaaatac aacgtcgaca acttcaacag ccgatacggc gtcagccacc
  2873761 agcacggcac cggtgatcaa tccgctgcca gtgaccgaat cagtggccca gccggcagcc
  2873821 tcagaagggg agagtgttca gctattactg acggggatga gctgtgccag ttgtgtctct
  2873881 aaagtacaaa atgcattgca acgtgttgat ggggttcagg tggcccgcgt taatctggct
  2873941 gagcgcagtg cattggtcac agggacccaa aataacgaag ccttaatcgc tgcggttaaa
  2874001 aatgccggtt acggcgcgga aattattgaa gacgaagggg agcgacgcga gcggcaacag
  2874061 caaatgtcgc aagccagtat gaagcgcttc caatggcaag cggcattagg tctgttgtta
  2874121 ggtatcccat tgatggcctg ggggctgttt ggcggtagca tgacgctgac gccagaaacc
  2874181 caaacgccct ggcttatcat cgggattatc acgttgctgg taatgatatt tgcgggtggt
  2874241 cacttctacc gtaatgcgtg ggtcagcctg aaaaatggca gtgcgaccat ggataccttg
  2874301 gtcgctctgg ggacaggtgc ggcctggatc tattccatca ccgtcaatat ctggccagat
  2874361 gttttcccta tggaggctcg tcacctttat tacgaagcca gtgccatgat cattggtttg
  2874421 attaaccttg gtcatgcgat ggaacaacgt gccagacagc gctcatctaa tgcgctcgaa
  2874481 cgcctgttag atttggcccc accaacggca aagttagtga ccgatgacgg cgagaaggtg
  2874541 atcccgctgg ctgatgtcca actggggatg atcctacgcc tgactactgg cgatcgcgta
  2874601 ccggttgacg gcgagattgt gcagggcgaa gtgtggatgg atgaagcgat gctgactggt
  2874661 gagccgatcc cacaacagaa atcagtcggt gatattgtcc acgcggggac acaagtacaa
  2874721 gatggaaccg tacaatttcg ggctagcgct atcggtagcc aaacgacctt ggcgcggatt
  2874781 atcaaactag tccgtcaggc acaaagcagt aaaccggaaa tcggcaaatt ggcagaccgt
  2874841 atctctgcgg tattcgtccc aacggtggtg gtcattgcca ttgtcgctgg cctgatttgg
  2874901 tatttcttcg gcccacaacc ccagttggtc tataccctgg tggtggccac cacggtgtta
  2874961 attatcgcct gcccttgtgc tttgggctta gcgacaccga tgtcgattat ctctggcgtc
  2875021 ggccgggccg ctgaatttgg tgtattggtt cgagatgcag atgcattgca gcaagccagt
  2875081 aacctcgata cgttagtgtt cgataaaacc ggcacactga ctgaggggca cccgcaggta
  2875141 gtggcaatcc atacctttaa tggtgtcagt gagcaacagg ctttgggctg ggcggcagca
  2875201 ttggaaacgg gatcaaatca cccgctggcg cgcgctatct tacaacgtgc tgaagggctg
  2875261 acattggcca ccgccagcca atttcgtaca ttgcgcggtt tgggggtcag tggtgaagtt
  2875321 gacggcattc cactgctcct tggcaataat cggctactgg aagagcaaca gattgatacc
  2875381 cgcgagctgc aatcattgat acagcaacaa gcggaaagtg gcgcaacacc ggttattctg
  2875441 accgccaatg gtaagcccgc cgcactgtta tcgatccgtg atccattgcg cgaagacagt
  2875501 atcggcgcat tacagcggct gcatcaattg ggctatagtc tggtgatgtt gaccggtgac
  2875561 aaccctatta ccgccaatgc cattgcgaaa gaagccggta ttgatcgtgt gatcgcgggc
  2875621 gttctgccag atggcaaagc cgatgctatc aagcaactgc aagcggccgg gcataaagtg
  2875681 gcgatgattg gtgatggcat taacgatgct cctgcattag cacaagcgga tgtcgggatt
  2875741 gccatggggg gcggcagtga tatcgcgatt gaaaccgcgg cgattaccct tatgcgtcac
  2875801 agtttgtacg gtgttgtcga tgcggtagaa ctttccaaag caacattacg taacatgaag
  2875861 caaaacctgt tgggcgcgtt cttctacaat gcgctgggca ttcccattgc cgcagggatt
  2875921 ttatatccct tcaccggtac attgctcagc ccggtcgtcg ccggagcggc aatggcgttg
  2875981 tcgtccatta cggtcgtcag taacgctaac cgtttactgc gctttaagcc taaacagtaa
  2876041 atgctttcag tgacctcaat ggcgcacaat atcgttttgt gcgccattga gcgttgatat
  2876101 ccaaaatgta agtgccgcta acaacgctac aatttcaagt aagaagggtg ttacccaaag
  2876161 taattggaat tacagctagg cagcaagcga atgaatcccg ataagctgac tcacgtcagt
  2876221 gattcgggtg agtgagtgcc gctaacaacg ctgcaatttc aagtaagaag agtgttaccc
  2876281 aaagtaattg gaattacagc taggcagcaa gcgaatgaat cccgataagc tgactcacgt
  2876341 cagtgattcg ggtgagtgag tgccgctaac aacgctgcaa tttcaagtaa gaagggtgtt
  2876401 acccaaagta attggaatta cagctaggca gcaagcgaat gaatcccgat gagctgactc
  2876461 acgtcagtga ttcgggtgag tgagtgccgc taacaacgct gcaatttcaa gtaagaaggg
  2876521 tatagcatac agaaaatgct aataaaggag ccaaactaac atggacaaac tcttacgccg
  2876581 tatcgcaaaa ttcttgggca ttattacacc caccacctat gcttacccgg ctttggatat
  2876641 cacgctacct ggcgagcgcc acctacattt agttggcagc attcatatgg gaacggcagg
  2876701 gatgtttccc ctcccccaca cgctactgaa taaattgaat caggctgacg ctctcattgt
  2876761 tgaagcggat atcaccgacg caacctcttc ttttggccat agcacggtta ctgaaccttt
  2876821 agtcgacaga ttatctgagg aatattatcc gcaactccag cgacgctgtg aagaactggg
  2876881 gagtgaccca ctggcgatga cctatctccc ggcatggcaa gtcgcgttaa tgttgcaggc
  2876941 acatcaggct caacgtttgg ggttgcgtgg ggaatatggc attgattatc aactactgaa
  2877001 agccgcaggg gcgcaggaga aagagattat tgaactggaa ggggctgaaa tgcagcttga
  2877061 tttactcaaa accttaccgg ataacggcat ctctttactg cacgacaccc ttctccattg
  2877121 gcataccaat gcccgcctgc tacaaaccat gattggctgg tggctagagc accagcctga
  2877181 aaagtatcag gcaactctcg ccccgacttt cagccacgat atgtatgatg tactgatgct
  2877241 tcagcgcaat aaacgttggc agcaacagct cgaacaactc gcccccggac gttatgtcgt
  2877301 tgctgtaggt gcattacatt tgtacggtga agggaatctt ccagagctgt tacgagccga
  2877361 caatcaataa aaaaatggcc gatatcacta ccggccagtc aaagaggaat tttcattatt
  2877421 tttgttatta agcactcaca ctccttgcgg ataatgtgag cgccagcata gggtaccaac
  2877481 cagacgatta gattagcaac tgacattaat cattaccgaa gtaacttatt aacattatgc
  2877541 tgattttgtt ggattaattt ttatccgtac cgcatcaatg atgtgtaaga taaccaacct
  2877601 gaataaatct tcatttttaa ttggatgttt attatgacac ctgccgttgt tctactggaa
  2877661 aaacaaaagg ttccgtttac attgcatccc tatcatcatg atgcagcaga aacgcatttt
  2877721 ggtgatgagg ccgttaaaaa gttagggctt aatgctgatc aggtttataa aacattgctg
  2877781 gtcgcactca ataacgatgc taaaaatttg gctgttgctg tcacgccggt agctacccaa
  2877841 cttgatctga aaaaggttgc cagggcgctg ggggcaaaaa aagctgagat ggctgatccg
  2877901 cagttggcac agcgtacgac aggctatcta attggtggca tcagcccatt agggcagaaa
  2877961 aaacgcctac ccaccgtgat tgacagccaa gctcaagagt tcgtcactat ctttgtttct
  2878021 ggcggtaagc gcggcttaga tattgaattg gccgcagtgg atttatgccg cttattacag
  2878081 ggtgtttttg cggatattgc caagcgggat tgagtcatca ctccatcata ttcacgctac
  2878141 gttatatcct gcgatccacc gagactatga aggaaagaat gagtttaaaa ctcatcagac
  2878201 tgctgacaaa ccccgatgac gcgatcttga acggtgagga taggcagagg agtaaagcgt
  2878261 ccgcgccaag gatggcgcgg ctcgagccta catggatgta tttacggcgt ctttacgatc
  2878321 tgcctgttct ctccgtcgcg ggcactttgt caataacctc aatgagttta aaactcatga
  2878381 gatacatcaa cgataaccgc atgattgcca tgcatacaca gcgttctcaa ttttagtcgg
  2878441 gtgattaata tgggttatga tgcacacaag aatgatctta atataaaagc agatcttatt
  2878501 gccttgaagt atgttgttca gacattggtc gcagtggcta actcagcgca cgataaccgt
  2878561 ctcaatcagg cactggatat acttatccat gaatttgaaa gcaatgccaa taagaataac
  2878621 gataatcaaa gtatcgctaa tgcaattgca aactatctcc ccgatgagcc tgtcattgaa
  2878681 cttgtgtaat taaccggtat agcccagcca ctcagtgcca ctgggcgata cccttaattt
  2878741 ttacagcttg gtttgcggca gattataaat aagtacatct ttaataaaca gcctactggt
  2878801 tataaacgat ctcccccttc agctgatact gctcagcatc cagtggcgag tgtttttcaa
  2878861 tatactgttt caatacttca gcatcgataa atccggtatt aacgtaacta ggtgaattgt
  2878921 cgattcttgg ataaccatcc ccgcccagtg cattgaaatt gagcgtagcc atacggtacg
  2878981 ttttattagg atctaacggt tcaccttgga ttttcacatt gctaacaccc tgaccatcag
  2879041 caaccagact gacgttggca aattgcgcat aagcccctga atctggctgc ttattggcta
  2879101 ccaccgccag gtatttctca acctcgctac ctttcatatc aacgtaaacc agcgtattac
  2879161 caaagggttg aaccttgagc acatctttat aagtgatatc acctgcaccg atagagtcac
  2879221 gaactccccc gccactcatt acggcaaagt cagctcctga acgttctatt tgagaggcta
  2879281 ataataaacg cgccatatta gtttgctcaa aacggacctt attgcgatca ccctctaatc
  2879341 tgccattaac actgccgatc ctaaccccca gttgcgcttt acctcgctct tcaaatggcg
  2879401 tcagtaattt cagcattgtg gggtcctgag caatctcttg ggtataaaag acgtgctcgc
  2879461 gagtgccatc agctttctca attttttctt taaattgatc gggattaact ggtagttgac
  2879521 caatgttaat tcgccattac ggaatgtgaa gtcagcccgc ccgacatatt taccccactc
  2879581 atgggcctgc acgatccagg taccattctg ccgatcgggt acgcatggac tacctggaac
  2879641 ataatcaact tgcctatgat tctcactggc catacagacc ggattctgtg agtgcccgcc
  2879701 cacaatcata tccagatagc cagccggtaa gctacgcgcc atttccacat cacctggggc
  2879761 gttggatccg tgtttaccat catcgtaatg tcccatatgt gtggcagcaa taatgatgtc
  2879821 tggtttttca gttttccgca gttgctcaac cacgtgtttc gcttcaacgg caggaacccg
  2879881 aaattctata tcgacgacat tctcggggct actcaccttc ggggtgtcat ctgtggtcaa
  2879941 accaagaacg gcaattttta taccttgctt atcaaacaaa gcataaggct tgaataaccg
  2880001 ctgttgcgta cctttctgat agatattggc ggacagtagc gggaacttcg cccacttctc
  2880061 ttgttgacgc agcacactca agggattatc aaattcgtgg ttaccaatag ccatcgcatc
  2880121 ataaccgacc aaattcatgc cgcgaaaatc gggttcggca tcctgtaaat cggattcagg
  2880181 gacaccggta ttaataatca ccgcccgaga gtagcaataa gcttcctcct tttgcggcca
  2880241 cttgtttacg aatttcatcc accacggttt tctgtgcagc aagaccatac tcaccttgct
  2880301 cgttttgcca gaagtgacca tgatgatcat tggtgtgcaa tatggtgatg tcgtaagttt
  2880361 tatctttttc ccaggcactc gcccaccccg gagcaagcgc caatgacacc gccaaagcac
  2880421 ctaatgtggt tgttaatgaa aagcgcatgg taaaactcca tattgtctgt cgttaaaaat
  2880481 actgtctgtc gttaaaaatc gctcggataa agactggttt aatgagtaag aatacgaaag
  2880541 atctaaacca tgatcttcga tcaccctact ctcgcacagt gcacgttata acggctatag
  2880601 ggtgatcagc tcatcgcatt gaaactgata tcaaatcgtt catatgtagt aaaaatcata
  2880661 caatatgcct agtatgtatt cattatcaaa atagcattaa cattcaaaat tattaggtga
  2880721 atactcacta tgaccgatcg ttctgatacc ggatgtcagc agcccgttaa tgtttcagtc
  2880781 aaacgtacat ctttctctat tttgggtgct atcagcgtat ctcacctact caacgatatg
  2880841 atccagtcgc tgatcctggc gatttatcct ttattacaag ctgagttctc attgagtttt
  2880901 gctcaaatag gattgatcac gctaacttac caattgacgg cttcgttact acaaccgctg
  2880961 attggcttat atacggataa acacccccag ccatactcat tacccatcgg tatggggttc
  2881021 acgctgtctg gcatattact gctggcagta gccacaacct tcccggtggt attattagcg
  2881081 gcagcattgg tcggtactgg ctcttctgta ttccacccag aatcatcacg agtcgcccgt
  2881141 atggcatccg gtgggcgcca tggtttggct caatctgtgt ttcaggtggg ggggaatttt
  2881201 ggcagcgcac tcggtccgtt actggccgcc atcattattg ccccttacgg taaaggcaat
  2881261 gtgggctggt tttcgctcgc agccctactg gcaattgtcg tgctgttgca ggtgagtaaa
  2881321 tggtacaaac tgcagcaacg tgcttcgtat ggcaaagtgt taaaaatctc atcagccaaa
  2881381 acactaccaa aaaataaaat tatcagtacg ttagccatcc tgatggtgct gatattctct
  2881441 aaatacttct atttgaccag cattagtagc tattacacct tttatttaat acataagttt
  2881501 ggcgtttcgg tacaaagtgc ccagatacac ctatttgttt tcttatttgc ggttgccgcc
  2881561 ggcaccatta ttggtgggcc tcttggtgat aagattggta gaaaatatgt tatttggggt
  2881621 tctatactcg gtgttgcccc ttttaccctt gctttaccct acgcgtcttt gtattggacg
  2881681 ggtattttaa ccgtatttat tggtgttatt ctcgcttccg ccttttcagc aatactggtg
  2881741 tatgctcaag agcttatccc agggaaagtc ggcatggtat cgggtttatt cttcggtttc
  2881801 gctttcggta tggggggaat aggtgcagca gtactggggt atgttgctga tttaaccagt
  2881861 attgaactgg tttatcaaat atgtgcgttc ttgccattac tgggaatatt cacggcctta
  2881921 ctgcctaatt tggacgataa gtaatagtaa tagcgctatc gccctgactg aaatgtctat
  2881981 tttggtcagg agcctcccct atgtaagctc gatataaata gcaattcctc cacaaacaac
  2882041 cacttcaaac aatttccatg ccaaagaaga catttaccga taaaaattaa tttttatcgc
  2882101 gcattgatcg cataaatgca ataaactgat gttattgctg tgaaatgctt atcacccgca
  2882161 taactagaag gagtctggat gcaccattca acacccttaa tcaccactat tgtaggaggc
  2882221 ctggttctcg ccttcctctt tggcacactg gctcaccgcc tgcgcatctc accactggtg
  2882281 gggtaccttg cagctggggt gctggccggg ccattcacgc cggggttcgt tgctgataca
  2882341 tcattagcac ctgaactggc tgaaattggt gttattttgt tgatgtttgg tgttggactt
  2882401 cacttctcgc ttaaagatct tctcgctgta aaatcaatcg ccatacccgg cgcaatcgcc
  2882461 cagattgccg ttgcaacgct gttggggatg ggattatcac atttcttagg ttgggatctg
  2882521 atcaccgggc tggtctttgg tctgtgccta tcaaccgcca gtaccgtggt cttgctgcgg
  2882581 gccctggaag aacggcaatt gattgatagc caacgagggc aaatcgcgat tggctggttg
  2882641 attgtcgaag atttggccat ggtattgacg ctggtactcc tccctgcttt tgcgggcgtg
  2882701 atggggaacg aaacgaccaa cctgaaccaa ttatttactg agttagcgat tactatcggt
  2882761 aaagttatcg cctttattac tctgatgatt gtcgtaggcc gccgcctggt gccatggata
  2882821 ttggctaaaa ccgccagtac cggctcacga gagctgttta ccttagccgt gctggttttg
  2882881 gccttaggga ttgcctacgg tgccgtagag ctgtttgatg tctcctttgc tctgggcgca
  2882941 ttcttcgcgg ggatggtttt gaatgagtcg gagctcagcc accgagcggc acaagatacc
  2883001 ttaccgctac gtgatgcgtt tgcggtgctg ttcttcgtct ctgtcggtat gctgttcgac
  2883061 ccaatgattc tggtcaatga acctttggcc gttatcgcct cgctggccat tatcatcttt
  2883121 ggtaaatccg ctatcgcttt cgccctagta cggctatttg gtcactcaaa acggaccgcc
  2883181 ctaaccattt cggtcagttt ggcacaaatc ggcgagttcg cctttatttt ggctgggttg
  2883241 ggtatttctc tcggtttact gtctgggcat ggccgtaact tggtactggc gagtgcgatc
  2883301 ctgtctatta tgcttaaccc gctactcttc accttacttg atcgttattt ggctaagaca
  2883361 gagaccatgg aggatttgat cctggaagag gccgtcgagg aagagaaaca gatccccgtt
  2883421 gatttatgta accatgtcct tttggttggc tacggccgtg ttggcagctt attaggtgcc
  2883481 aagttgcatg ccgaagggat cccactggtg gttatcgaaa actcacggcc cagagtcgaa
  2883541 gccttgcggg aacaaggtat taacgcggtc ttcggcaacg cggccaacgc cgatgttatg
  2883601 gcgctgggtc gcctggattg tgcccgttgg ttattgctga ccatacccaa tggctacgaa
  2883661 gcaggggaaa ttgtcgcatc ggccagaatt aagcgccccg atctagagat aatcgcccgt
  2883721 gcacattacg atgacgaagt cgtttatatc tctgaccgtg gtgccaacca agtggtcatg
  2883781 ggcgagcgtg aaattgccaa cagtatgctc aatatgctga aaatagaaac actgactgaa
  2883841 gaagataaaa tgccggtttg cccgatttaa acggcattac cgtgtagccc ctccgttact
  2883901 ctgtaataaa aacaatcagg gccagcttac tatgctggcc ctgacttata tcccgcgtct
  2883961 acctgattac cgttcccaat aagactcctc gaggctatct tcccgttcgg gcaaaccgcg
  2884021 ggttaaacgg ggcgaatgct gattcaatac ctgataactc acccgattag catatttaca
  2884081 cacctgtgcc agcgaggaat aactcaggta actgcgtaca tgcttactgg agttaggaac
  2884141 attattacgg tgataaccat tggcagtaat atcatgcagg accgcggaca atgcgccatc
  2884201 ccctgcacca ttggtattca ttattttttc cggcccgccc atataaggcg caatatgtga
  2884261 atagatacgg aacggatcca cacaatgcgc tttacgcatc gcccgactga attcataaag
  2884321 attaaactca gcaatagccc caggtaataa tgggtgctga gtctgccgtt tataggcctc
  2884381 ttcggtatat cccgccatat aaagcccgct ggggcctgcg gtacataaca ctaaatctac
  2884441 ccattccaat gccatatctg aggccatcag cggatcgttc aatcctgtta gctcataagc
  2884501 ctcatcttcg ttcatcgcca aaatagagac atgttcatta aggaattcac gccaccactg
  2884561 cggattatct gcaatgacat attttgtccc tagcgtcatc actaccggga catcatgttt
  2884621 ttttgcatag tgaatcgctt gcatggtggc atccggcatg ggttcccctg gcttacagcg
  2884681 caccaaatag gccgttagca ctaatgcaga ggctcctgct atgacctctt caggaatact
  2884741 ttccggacgt aattgattca tttgaccagg gctaatagca aaagtccgtt caccattttc
  2884801 cgtgatcaag gtaaaacagc gaccaatcgc cccgtcaacc gcctgcaaat aattcagatc
  2884861 ggtacggctg gaggtattac ataaatagcg ataggcataa ctgccgattt taatattgct
  2884921 gcacatagtg ccaagcaaaa cagagcggtc atcagccaac acggaataat tatgcaaagt
  2884981 attgccgata gtcccaccgg caaattcatg ggtaatcaga tcattatggg ttaattcttg
  2885041 gtaaaggcgc tcagccacat catcttcgat caccaaggaa tgcccttggc taaggccata
  2885101 acgcgtaatg aagtcttcat cgacttttgc ctcaatatca accagtgtct ggtcaatacc
  2885161 aacgatataa gaggtactca cttcattttc agcctgcacc gattgcaata gtggatcgcg
  2885221 ggcattgact ggaaagtagt gtttggactt gcgcttacca ggaaatttca ttgttttgag
  2885281 ttaaaaatct agcgatgaaa agataacgaa ttttagcata agggttgctg ggaagcataa
  2885341 tgcaggggaa ttagttacaa gcaaatagta gcagctaact taaaaacgga aaaatagtaa
  2885401 aataatacag ggtgataaaa cagaacggcc agatgagaaa cctcacccag ccgttagata
  2885461 aattcgttta aaacctattc cttagtttga gagagcttaa gcccctcttc ttctcgcttc
  2885521 cgttcacgca caaagtgctc aactaaaaca aaaccgacag aacccataag accgaccagg
  2885581 gcaaacagaa tcacaatcaa tgcgcgctta gggacatctc ttttagtggg ttccgttggc
  2885641 tgttgcaaat atttaaatgg cacgatatta acattaggaa tttctaacct atttaattta
  2885701 tccaaataca acttacggtt tagaagttca gtattgattg aagccaaatc gataactgac
  2885761 ttctctattt ccagtttacg gttcagcgca tcggatccca tagtaatagg gaagtctgga
  2885821 tcatcactaa tggctgagcc attgctgtaa actggttttt ttacgcctgc ggcatcagcg
  2885881 atagaagaag cataccttaa gcgctcaatt ttaacttttt ggttatttct agctttcaac
  2885941 aattccatag agtatttatc tgtaccgata cccttggcta aatccactgc tcgctgtatt
  2886001 tttcggaaaa catcagcatt aacgatggta tttacatagt taatagagcc ttgcaacaag
  2886061 tcacgagcgt ctgtcggtgt gcttgcacta tatgataatt tataatagcg atattcattt
  2886121 tcaccctcgg ttttatcttt caatgggtta accgaagaaa tattttcatt tacgattcgc
  2886181 tctattaacg ctcttttatc caaaccatct tctggattat tcttcatcaa acgtttaaag
  2886241 taattagtat ttactaaata ttgttcacgg agatcttgag aatcgaaatt ttgtttgaat
  2886301 gttgacagca aataattagc actcacatca acctttatat caagtacggt tagatttgtg
  2886361 attagttcat ccagaacttg aacttgctca tcaccaggaa gagctattat tgcagtgctt
  2886421 gtccattttt gggggaggat atatgagacc actaaaccac taattaagaa aaatagtgtt
  2886481 attaatatta tcttgaactt tgatttaaat acaacactaa aaatttcaaa gagatcaatt
  2886541 tcatttcttg aagaagatac atttgaaaaa tcatagttat tcggtattgg actatcaagg
  2886601 ttacttcgtg cctgtttatt actcattgag tattacctat atatagtaat gctaggaatg
  2886661 ccatctaaaa taattattct tttcttaata gagaaagtat ctctgctgtt ttatgatgca
  2886721 ttaatgtctt attgtaatgt gactccacat taagccgaac aacaggttca gtatttgaac
  2886781 tgcgtaaatt aaaacgccac ccatcaaatt ccatactaat accatcagtt tcgtcaatag
  2886841 ctatagcctt aacttcatat tcggcacgaa cacgcgctat cgcagaggtt ggatcggtta
  2886901 acttagaatt aatttctcca gatgcagggt aaatacgcat ccgctcttca actaactgct
  2886961 ccaaactttt ttctttgaca cataaaagct cagcaatcag taaccatgga atcatccctg
  2887021 aatcacaata agcaaagtcg cggaagtagt gatgagcact catttcgcca ccataaaccg
  2887081 catcttcttc tcgcatgcgt tctttaataa aagcgtgccc ggttttggac attataggcg
  2887141 ttccaccaga agaattaact atatcaatag tattccagct taaacgtgga tcatggataa
  2887201 ttttagctcc agcatttttt tgaagaaaag cttcggctaa aagccccacg atataatagc
  2887261 cttcaataaa ctcaccctta ttattaaaga agaaacaacg gtcaaaatcg ccatcaaagg
  2887321 caatacccat atcagcgtca tgcatcagca cagcatcagt agtatcctgg cggcattctg
  2887381 gtaacagtgg attcggaata ccattcggga atgtgccatc tggctcatga tgaattttaa
  2887441 tcagagttat cggtattttt aattctgaaa aacgtttttc taaagcatca ataacatgac
  2887501 cagcagcacc attgccagta tttacaacta atttcaacgg tttaaaaaga gaaggattaa
  2887561 tatagttaat taagtgttca acatagtcat taataataga tattttttta taaccacctc
  2887621 ttttttcact gtccactgga gggaactcat tctgttcagc taaatactga atatcccgta
  2887681 accctgtatc tccactgata ggcctggagc cttcacgaac taacttcatt ccattgtagt
  2887741 ctattgggtt atggctggca gtcacttcta taccaccatc aaccccaaga tggaaggtgg
  2887801 aaaaatatat ctcctcagta cctgacaaac caatatctaa tacatcagta cctgcatctt
  2887861 gtaaaccttg acttaacgct aacttaagac tttcactggt taatcgaaca tcccccccta
  2887921 ctacaacctt tttgggttta gcaaactcac catacgcgcg accaatacgg taagctatat
  2887981 cttcattcaa ttcatcaccc aatcggccac gaatatcata ggctttaaaa caggttagtt
  2888041 ttggcataag atcactttaa aaactgagga agtttagata agtttttgca taaaaacgac
  2888101 ataggccaga atagcccacg gagtttcatt atttgtatat cttctttaga ttttaacaac
  2888161 atacttccca atgaccgatt acttatcccc ccaactctca ttttaataat taccttaggt
  2888221 aaataagcaa ttttaatttt ataattgatt atataacgcg taagagaatc atagtcggct
  2888281 gatattttat aacttaagtc aaaacctcca aaccttatat aaagatctcg tttcatataa
  2888341 aaagtaggat ggggaggcat ccaaccatac ttcatttttt catggttaaa aaaaccactt
  2888401 ttccaacatc tgattacctt atttaaatca ttttttgcga catactgtaa gtcaccatat
  2888461 acagcatcac attgctgttt ttcaaaggtt tctacaatat cagatagggc ccctggatag
  2888521 gcaagtaaat catcagaatg taaaaaacca ataatgtcac ctgttgccaa atctatccct
  2888581 ttattcaaag catcataaat accttgatca gactcactaa taatcttagt gactcgcgta
  2888641 gaattctgac taataacagt taatgtatta tcctttgatg caccatcaac aataatatac
  2888701 tcaacatcca gataggtttg tttctccaaa gaagataggg tatccgaaat tgttctctca
  2888761 ctattatatg tagcagtaat aatacttatc ttcataatta ataccctaca cctaaatcat
  2888821 cgattcgttc cacatcatct tctgaaatgt aattaccagt atgaacctct attatttcca
  2888881 gagggatctg acctggattt tcaatagaat gagcaatgcc gacgggaata taagtggatt
  2888941 cattctcatt aaccaaataa gtttcttttc cataatgtac tttggcaatg ccagaaacca
  2889001 caatccaatg ttccgctctg tgataatgaa tttgagtagc aatacgttga cctggtttca
  2889061 ccgttacatg ttggacatgg tagcgaacac cttcagcaat agcatcatgc gaaccccaag
  2889121 ggcgatagac ttcccggtgc tgtagatatt cacatcgaga ttcaagctta agctgtccaa
  2889181 cgatcccttt aacattttgt actttatctt tatgagcaac taaaatggca tctttagttt
  2889241 caacaataac caaatcatta atgcctacag ttgcaatgag cctattttga gaataaacgt
  2889301 agctattatt agtatcttct attaatacat caccacgaat aacattacca tggtcatctt
  2889361 tagtattaat ttcccaaagc gctgaccagc acccaacatc attccactgt gcatccagtg
  2889421 gcactacaac ggcatcgcta gttttttcca tcacagcata gtcgatagat tcatcagggc
  2889481 aactagagaa agcttcttca ttgagacgaa taaaatctaa atcagtatgt tgaccagcaa
  2889541 tggcttgctt gcaggcagcc aaaatatccg gacgatgtag atctaattcc tgtagatagc
  2889601 gagatgcttt aaatacaaac ataccgctat tccaataata gtcacccgaa gccaaatacc
  2889661 gctctgcagt aatcagatct ggcttctcaa caaaagcagc aacctgataa gcgccatcta
  2889721 cgacttgctt cccttggcga atatatccat atcctgtttc cggactcttt ggcacgattc
  2889781 caaaagtaac caattttccc gcttcagcaa gcggttcagc acgttggacg gcacgaataa
  2889841 atgcaagttt atcctgaatc acgtgatcgg ctgctaatac caataataga ggatcatccc
  2889901 cactcattgt tgctcgtaag gcagccaatg ctatagctgg cgcggtattg cgcccaacag
  2889961 gttccaagac tattccgcta tgcaccagat ttttctgacg taactgttct gcgataataa
  2890021 agcgatgttc ttcgttacaa atcactaatg gtgcaaggtg gggaaggccg tccagacgca
  2890081 atagggtttc ttgtagcatc gtcaaatctg acgttagcgc tagaaattgt ttaggataaa
  2890141 gagctcggga taatggccac aaacggctac cagcacctcc agccataatt acaggtaata
  2890201 gcatgagcaa ttatttccta tttttaaaat agagatgata tgcaaataaa tataatcatc
  2890261 agataacgaa taataaatag aaacccgata atatttttta cttattaagt taaaacttaa
  2890321 ttaaccaact taagagtcgc catatccaaa tagcaaatag caaatagcaa atagcaaata
  2890381 gcaaatagca aatagcaaat gaaactattt tctgaagtta ttctgatgag ccaagaacca
  2890441 ttgataagtc atcgttaaac ctacttcaag cgaaatctga taacaccacc cgagtttagc
  2890501 caagcggctt acgtccatca attttcgtgg tgttccgtcc ggcttagttg aatcaaaaac
  2890561 taaatttccg gtgaaaccaa caactttagc catagtttct gccaattcac gaatagtgca
  2890621 atccacaccc gttccgacat taatatgcga aagcattggt tgagtattgg tttgataaat
  2890681 ttgatcagac agctccatga catgcacact ggcagcagcc atatcatcta catgcaggaa
  2890741 ctcacgcatt ggtttacccg ttccccacac aaccatttcc ttatcattac gaattttagc
  2890801 ctcatggaag cgacgtaata aggcaggaat gacatgggaa ttttcggggt gaaaattgtc
  2890861 attttcacca taaaggttgg ttggcataac actgcgataa tcgcgaccat attgacgatt
  2890921 ataagattcg cacagtttga taccggctat cttggcgatg gcataaggtt cattcgttgg
  2890981 ttccaagacg ccagttaaca gagcctcctc tgtcattggt tgtgcagcca attttggata
  2891041 aatacaagaa gaccccaaaa ataataattt ttgaatgcca gctaaatgag ccgcgtgaat
  2891101 aatattgcac tcgatcatta agttttggta gatgaactct gccggataat tattattggc
  2891161 ctgaatcccc cccacttttg ccgcagccaa atagatttca tcaatttttt cagtagcaaa
  2891221 aaatttttgc acagcggatt gagacatgag gtcaagttca gtacgatccc taatgatcaa
  2891281 ctcaatatca ttacggtttt caagttgacg tacaatagca gaacccacca tgccacgatg
  2891341 cccggcaata aatacgcgtt tcttatccat ttgtattaat tctccaacga aatggatacg
  2891401 tcaaaaccat tagcttttaa caatgcatgc tgtttagcct gctctaagtc actagcgacc
  2891461 atttcagcac acatttcttc aaccgtaatt tcaggtaccc aacctaatac ttttttagcc
  2891521 ttagttggat cgcctaataa tgtttcaact tcagcaggac ggaaataacg tggatcaaca
  2891581 cggactatta catctccaat attgacagaa gaaatatggt taccattaac agcaacaaca
  2891641 gtggcaacct cttcaacgcc ttctccacta aattccaatt caatccctgc ttctcttgct
  2891701 gacatacgca caaactcacg aacggtaatt tgcttgcctg ttgcaataac aaaatcttcc
  2891761 ggcttatctt gttgcaacat catccattgc atacgcacat aatctttcgc atggccccag
  2891821 tcacgtagcg aatctatatt gcctaaatag agacattttt ctagacctaa tgcaatattc
  2891881 gcaacagcac gggtaatctt ccgagtaaca aatgtttcac cacgacgagg agactcatgg
  2891941 ttaaataaaa tgccgttaca agcatacatt ccatatgatt cacggtaatt tactgtaatc
  2892001 cagtaagcat acattttggc aacagcataa aggagaacgc ggatagaatg gcgttgtttc
  2892061 acgctgaggc gtttcctgca ctaaaccata aagctctgag gttgaggctt gatagaaacg
  2892121 agtcttcttt tcaagcccat tgatacgaat ggcctctagc aagcgcagtg tccccatggc
  2892181 atcaacatcg gcagtatatt ccggtgattc gaatgaaaca gccacatgag attgtgcacc
  2892241 caaattataa atctcatcag gctgaatttc ctggaccaaa cgaattaaat tcgacgtgtc
  2892301 agtcaagtca ccataatgta aaaagaagcg tggattcgtc tcatggcgat cttgataaat
  2892361 atgatcaatg cggctggtat taaaagatga agctcggcgc ttaataccat gaacctcata
  2892421 acccttttct aataaaaact cggccaaata agagccatct tgtcctgtaa taccagtaat
  2892481 gagcgcaatc ttagtcatat attgtaatcc attttatttg ttcaattctt tataaacatc
  2892541 taaggtttct tgataacact tatcccatga gaatttagcc gcttgcttca tgccatagcc
  2892601 aataagttta gacctttcac tttctacggc aagcaagccg tcaactagtt catcaatagt
  2892661 cggtttttgc actaatatag cggcatcacc tgcgacctca ggtatagaag atacattaac
  2892721 agatattacg ggacatcctg cactcatcgc ttctaatatt ggaataccaa aaccctcata
  2892781 gctagatggg taaagcagcg cataagctga attatatgcc tcattcaaag cctcatcact
  2892841 aaggcgacct aatccatggt agcgaccagg taaatagtga ttcagtagtg acagttcttt
  2892901 actagtgaat gcccctccac ctacaactga taattcgagg tgaggtgttt ttgatattgc
  2892961 tttcactgca atgtcaaaat tcttataacc accacgtgca ccaacaaaaa taactttatt
  2893021 tgtggttatt ttaacaccct taatataatg atatttatct gacacaccgt tatatatcac
  2893081 tctgatttta ttgctaggaa ctgagcaata catttgcaaa tctttagctg tattttccga
  2893141 aacacaaata attaaatcac tattgttaac cgcacggttt ttctgccagg aatgcaccca
  2893201 ttttgcaggg ccattaacaa acttttcata tgtgaaatca tgaactgttg taactatcgg
  2893261 aatgtcaaaa tctggtaatc ggtaatatga tgaatgaaat acagaaagag aattataatt
  2893321 aatagtatct aatgagaaat tcctatatcg ctctaaaagt ctagatttta ttttaacatt
  2893381 accaacaccg aaaccagata tttcatctgc gtatgagtac caataaaaat ctgttgcagg
  2893441 aagtcgactc actaactccg agaaatagac agttacccct cccatatttt gcaatgaatt
  2893501 aattattcca tcataaataa ttttcataga gaacctataa ttaacttgca aattaatact
  2893561 caatatagtt cactactaaa catcaaacgt agtgttaaga aattaataaa ttattatcta
  2893621 atcgcaaaat ataactcact cacttataat atataaaaat taaatttatt aaaaatacat
  2893681 ttataactta gacattaaaa ataaatatat ttaaaatcat taattatcgc atgtaattaa
  2893741 tgaaatgatc atacaaaaaa caaaaaagtt aatatttatt ttatggcaac tgatttaatt
  2893801 ttcaccctag ctatcccaaa taaaaaaagc ataggtatat aaaataaaat aattatattc
  2893861 cctcttgcga agaccatttc attagatgat gtataaagca aagaaaatat cattataaaa
  2893921 atcaataaat ttatattttg attgttttta gacaatattt taaaaataac actgagaacc
  2893981 acacataaaa aaaacgataa aaacaacgat aaaaatgcat cactaactct tgattcaaat
  2894041 aggacataat aatacattac gaatcctaaa tcgacacttg aatcatctct atagtcaggg
  2894101 aaaaatgcaa gcattgcaga attattcagt gcgctaaaac ttttgttctc cataatgaag
  2894161 tttggtacaa gaggcctaaa aaaacctttt atctctgcat attcattttg caactttgcg
  2894221 atatctacta cgctgtcata tcgagagtat acaccagctg ctgtcgagaa attagttagt
  2894281 ctatcagata acatttcgac tgcatctata tattctaaat tatcactgac aacactaatt
  2894341 ccccttatgt catttttaag tatataaata tgcttatata aaaaaccacc agataacagt
  2894401 agaataaatg gtaatgttat agaaaataaa aatggaattt tcaatagacg actacttgag
  2894461 tttcttttta tataaaaata aatttcgaac ataaaaattg taagtaaaaa accactccat
  2894521 ccttttaata actcaagtaa tacaaataga agcacattaa taaaaaaaaa tctttccggc
  2894581 attttctcta acaataaggt aatagaaaaa gaatatagca ctgggtgctg taatagaaaa
  2894641 tatgggacta aagatattag tatttcctcc aaaaacctta ccaactccgg tatatgaaac
  2894701 aaaagcaata tgcattatta aaacaacaaa taatagtatt gaaaatttaa aattaacaat
  2894761 ttcaacacaa tacttaccta aagtgaattt ataacgagtc acaattaaaa aaatgagaaa
  2894821 agaaagaaaa ataataaatt gataaataat agcaatgaca aataactcat aattattgag
  2894881 agatacttta actcctttta aatcaccact aaaaaatccc gtattgatac acccaaaaaa
  2894941 accaatccat aatgcgatgc tatatagaga aatatatagt gagatagtct tattcattta
  2895001 tagctcatag ttttattaag aaccgatttc atcgtaatat aaaaagaacc aggttcatca
  2895061 tcagtaatat aaatattagc ccctcgttca tcaatacctt cacaagaaaa tttagttgca
  2895121 atcaagggga tttttaattt tatagcttct atatttttta tttttactcc acctccagtt
  2895181 ataattggag aaataacagc tatgcaggag ctttgcaatt ctcgtaattg tatatctgat
  2895241 acatatccga ctaacttgac acaagaatac tgactaaact gagacttaat atcatcatta
  2895301 aacgaacctg taactaatat atcaacgcca aggctagaga ccctttttga catggcagct
  2895361 aaaaaccagt ttagactata tctatttggt ggaaaattta acccacctgg aaaaagaaaa
  2895421 aatggtttat taaagttaac acttcttttt attttttctt ttataaataa attattttta
  2895481 ttaataaaaa tatccgcttg aaactcagga aaaattaatc gatatttttc aagatctttt
  2895541 tcgctcaaaa aaacaaaata aatattttca tctttaatat taaacaaata cttttctata
  2895601 gctgataact tcatagattc tatgaaaaag aaaattttat atataattga tcgactagat
  2895661 atcgagagtt gacggtaaaa atccgattct acattatgaa aaactaactc aatacttcct
  2895721 tcaaacgtat taaaccatgg aagaagccct gaaagtaaaa tagactcaat tgataatgtt
  2895781 gaatttttac tcatttcaaa attatcaagt acaaacttct taaatccata atctttcatt
  2895841 atataataat atggttctgg agttaacttt ataactgaag aaatataatt agcacatcta
  2895901 actaaattac tttttttgtg tgagaatgca gggatgtagt aaaaatagtc aatattatgt
  2895961 tcaagaaaga actgtcttgc tatacttaca tccgaatttg tgtagttata gtgaagaaca
  2896021 cttactttga aaccactttc ttttgcttcg aatatacgcc ctaatgatag ttttctacca
  2896081 ccggagtcat cgggatagac tgtatcacaa ataataaaaa actttcttaa tatcacgacg
  2896141 aagagccttt atagttaata tgagttcata ttcaataatt tcatcaataa agatacaatc
  2896201 ctattccaat cttaaaatat agttacttaa aaatgaagtc taactctatc tagatgatac
  2896261 ctctagaaaa taattccata tggtgatgta gttataatac ggtttactta acaactcaat
  2896321 cgcttaagaa taccacatct aattttaata tatatgtact gaatagtccc caaaaaacct
  2896381 aaattataac tcccaccttt tctccaagca atattaaaac tatattcatc aagttttttt
  2896441 aaatatgaaa cattagcctt ttgactaatt aatgaagggt tttcattaat aatcctcatt
  2896501 cttaaattat aatttttaat tataaaatct gaaataacat ctggcctcat acttttgaat
  2896561 ccacctaatc caaaaatcat aatcactgac aggataattt ctttcatcga agcctgaaat
  2896621 agataaagcc ttattcctat ccattacaac tccgagtgta ccgctaaata tatttcccca
  2896681 aaaaatttca tttaatgtta tagaaaccac ctttggtttt atcaaatatt ttctgtaaat
  2896741 attaaatata tttttgctta ttttatacaa aatattctta ttaactttat cttcactttt
  2896801 cctttgatct aataaatggt gtccaaaacc tatcaacgga atatcatcat gacaaccatg
  2896861 ttcttttaag aatcgttcta actcacgagg aaagttagca cataatagat catcatcatg
  2896921 taatatagta attaacttcc ctctccccaa attcaagcat tgattccaat tgccgaacat
  2896981 cccatagttt tctatatttt tataatatat aaaatcataa cgttcaaact ctgccatttc
  2897041 tgataacact aattcaggat gttcaggatc gttatcaacg acaattactt ctactggaat
  2897101 attaaattcc agtgaaaata cactttttag tgtttccttt aacaaaccaa atctcttata
  2897161 tgtgggtatt gctatagtca gtagaacatc atctgagtta ctattatcaa ttataatatt
  2897221 acttttcata aaggtattat cacctatcct ctatattatt tttaatgaat tcactataaa
  2897281 ccattaatgg ccacttccaa ttattataca tcaactggac aattccttga gccaaaatca
  2897341 atccgaccac accatattta aaatggactg ataacattat ggataataat attatcagtc
  2897401 caccagaaaa taacgataca aaaacgaatg ggacattatt tttactggtt attattgtgg
  2897461 cgcaaatgga gtgattcatt tctaaaaaat agattaatcc aagaatgaga aggtagtcga
  2897521 gtgggagaaa tgataaactc actccgatcg taggaagtac atattctgcc aagattaaaa
  2897581 atgttacaaa tcccaagaga taaatactcg aagagaaagc aaccacttta tatatcagaa
  2897641 tctttacagt gtagtgttcc cttttggcta cggcctgcga tatttcaggg atttttatac
  2897701 ttaataaaat attacttata gccattaaag caaagaaaac ctgcatactt agtacaaatt
  2897761 gaccagcagt gacgatgggg caaacaatgc ctacaatcaa agtagttgat ctatttatta
  2897821 agaatgaacc tagacttacc acccccaact tggccgcatt gtgaccaata aatggtaccg
  2897881 tggatttttt ctccatttct gtcttatcaa tagcttttac atgcgaattt ctaatataaa
  2897941 aaaaatagca taaatatcta ttgataaaca cagaaaaaac aaaagataga gataataata
  2898001 atattgatgg tgaaaaaata aaaaccagca agcttaaaaa aaaccaaatg attctcccaa
  2898061 aaacatttgc tttataagaa ttttcaattt cacccaaacc agttaagaca ggaacgtaat
  2898121 ataagtaaat aagatttata attaacgcac ttgagaataa aacccaagaa tatgcaactt
  2898181 cgatttttat atccagaggt gatatataat aaaagtacca aagaccacca atgactataa
  2898241 tgaaaaatgc tattagagat aggtataaat aaatccgttt tatatcaaat aacaatctag
  2898301 ataaaagagg gtaggatatc acatctttta taataatatc atctattcct cttttaacta
  2898361 gattttgcgc tccagatatc acatagctaa catttctgac tattgctggt gacaaaccaa
  2898421 aatcaaacaa agtaatcagt gatatcatcg ataagaatat aacccataca ctagccattt
  2898481 ctaaggggag atacttataa gacataaaca ttattacaaa tggaatgaat atattacatc
  2898541 cttgatttaa taacccccat accatttgag aacttatttt cattttagcc tgcaattatt
  2898601 tattttcaac tttaaagaaa gttacttatg gtatattaac tgttagattt taattattaa
  2898661 attgaactat atccactaag aaaactctgg ttactccata aataatccca ttcaccaaaa
  2898721 cgtcctacac ttttcacttg attgtcaaaa atgtattctc gaacaatatc cctatacttt
  2898781 tccatatctt ttttgaatac tacattaccc catgggagac gcttgtgatg caagaaaaca
  2898841 atatcttcat catttgcaac tcccattttt ttcattgcat acataacatt gtctttcaat
  2898901 tcctgtacag tatactggct atctctcccg ggattataaa tttcaaactg taacgaactg
  2898961 caaccgtcag gaacattatc cgatgattta acagagggag aatatgcgcg acttgcataa
  2899021 atatcttcat catagatata aaaccataaa tctttaatga tagacttgtt gaagccaaca
  2899081 gatattagat ctaatgatgt tgcctctaac ttacttgcgg attttttgac acttgtaggt
  2899141 acattagctc cacaaaactc aataaacagt ggtagtggta atgtatttat taaattttca
  2899201 taactgatta tgactccatt agagaatttg atagtcttcc cagataagtc aatctcagta
  2899261 acctcataat tatagttaat aatgctctca tctataagag gttgaataaa agatttaaac
  2899321 cctccttttt tgggataacg catttctttt gcataataat cattaggagt atcatcagtg
  2899381 aatgcgccat ataatatttc tgacagctta gctcgccgta gacgattacc aatccaacta
  2899441 accgatagtt cattcgcatt acactgccaa tatttccgtg tataacgcat agggtatcgc
  2899501 ttggcaattt cattaccata ctggtgaatt aaccaagatt cgtagttatc agcaagctca
  2899561 ctctcaggac gatgaatcag ggactcaatg agtgtgactt tctcaattgc aggaagaggg
  2899621 taaaggttat tctgcactgg atgttttaac cacttatctg tttcaaaatt tacagcatct
  2899681 ggagaatgag agaaataagg tgttctatca aaaatatctc ttactttctc ttctgtagca
  2899741 aaactaagat gaactgcatt atcaaaacga tatccatcaa tgacaaaatt gtctaacaaa
  2899801 ccacccgcag atgcttttgc ttcaaaaatt tcatattcaa tatttacttc acgggctttc
  2899861 agagctgcac ctaaccccgc aacgcctgcc cctaaaatga ctgtattgat ataacggttt
  2899921 ttacaaaatt tcatatccat tcagacccgc attctgttta gtgtatcttt aattgcacta
  2899981 tttaatgaat attggcacaa ccaaccgagt tcctgtattc tcgccaatga tgcacagcta
  2900041 tacatcaatt cattctctct agtagggatt gcaccaaact gtagattgcc ttggtaactt
  2900101 gtcatctttg cgacagtttc tacaaattct tttatcgtga cagcatgacc ggacccaatg
  2900161 gaaatacttt cgcctgaaat tagactctct gattttgaaa tcataatttt gaaagcgttg
  2900221 ataagatcat taatataaat aaaatcacgg cgttgtaagc cggctgtcaa ttttaggtca
  2900281 ctatgacttc tacaactatt gattacataa gttgtaaatt tagttgaatc atcaaaagga
  2900341 ccaaaaaaat gttctaattt taactctata aatttaccac taaatttatt gcaatattct
  2900401 ctggcaagct cagtgaattg atttttagtt aaagcgtatt gactaacatc cgcaggtaga
  2900461 gatgttccgc actgaaaaaa caagcctttt cctgttgaaa ctaacatttc taatatacgt
  2900521 aatggaaatt gaatattggc atcaaccagc tctgaaagta actctccttt ccttccatat
  2900581 aatgctgcag tattaataac cacatcagga gaaaatgaca aaaccttatc tatccagcca
  2900641 ctgtcagtaa cattaattaa attaacatta ccaatatcag tgatgcgatt acatacagaa
  2900701 ccagcacgca cagttcccac aacttcatgc tctagcatta aagcattggc taattggctc
  2900761 cccaaataac cgctaacgcc ggtaataaga attttcatat taaaaaaaga ggcagtgttg
  2900821 cctccttgct cctgttaaaa attcaaacca aagaactctt caaacttact cacaacataa
  2900881 tccaaatgat catgtgtcag gcctgggtaa ataccaatcc agaaagtttg attcataatt
  2900941 ctatcggtgt ttgtcaattc accaacaaca cggtatttca catcatggaa atacggctgg
  2901001 cgagttaaat taccggcaaa tagtaggcga gttcccactt tagcttcatc aaggaattta
  2901061 accagatcaa tgcggctaac tccgctatct tctttcagag tgatagggaa accaaaccat
  2901121 gatggatctg aattttcagt cgcttctggt aactcaataa agtcagcgca ggattggagt
  2901181 gcgtctttaa ggtatttaaa gttagcttta cgtttttcaa caaactcttc tatgcgctct
  2901241 agttgcgcca aaccacaggc agcctgcata tctgtgattt ttaagttata acctaaatgg
  2901301 gaataagtat atttatgatc ataaccgaat ggtaaagagc caagttgctg gccgaaacgc
  2901361 tttttacatg tgttgtcaca gcctggagca caataacaat cacgccccca atcacggaaa
  2901421 gattcgatga tactcttcag ttccgccgat tgggtaaata ccgccccacc ttcacccatg
  2901481 gtgatatgat gagcgggata gaagctaacg gtaccaatat cgccgaacgt accagccatt
  2901541 tttccatcgt aggtggagcc caacgcatcg cagcagtctt caattaacca caggttatat
  2901601 ttatcagcta ctcggcgaac ttcagctaga tcgaatagat tacctaatgt gtgggcaatc
  2901661 ataatagctt tggttttatc actaaccgcc gcttcaatca ggctagcatt tacattgtaa
  2901721 gttggaatat caacatcaac aaagacagga attaacccat tctgaatagt tgggtttact
  2901781 gtggttggaa aacctgcggc aacagtaata acttcgtcac ctggtttcaa cgcccgtaca
  2901841 cctaatttag gtgaggtcag cgcggtcaaa gccaataagt tggctgaaga gccagaagtt
  2901901 gtagtcagaa cataaggaac gcccaaatac tcgcctagtt ttttctcaaa agcgtcatta
  2901961 aaacggcccg ttgttagcca accgtctaaa gaagcttcaa ccattaactg gagttctttg
  2902021 gtaccaataa ctttacctga aggtggaacg acactcttac ctgcttcaaa tggcttaggg
  2902081 gccatagccg tttcagcgta ctgagcaacc agctcagcaa tctgttgacg taattcttct
  2902141 tgactcattt atctatgacc tcaaatcatt tagtgttcat gtaattatta atttcagtaa
  2902201 tactgtattc atgcatatct gtgcctgata accagttctt gtgccagccc acaatatatt
  2902261 cgagcgtagt attcaagttc cagcgaggat gccagccaag ttgcatttta gcttttgaac
  2902321 aatccagttt cagataatga gcttcatgag ggtgagcatt gccatctaat tgccagcttg
  2902381 caccctctcc ccaatatttc accatttgtt caacaatgtt ttttactgga gtagcatcag
  2902441 catcgttagg accaaagttc caaccttcgg catattcagc accgtcagta tataacttct
  2902501 gtgccaacag caaataaccc gacaaaggct ccaacacatg ctgccatggg cgaatggcat
  2902561 gtgggttgcg aataatcact ggttgggact gttcaaacgc ccgaagaata tctggaacga
  2902621 tgcgatccaa tgcccaatcg ccaccaccga taacattacc cgcacgcact gtcgctacgg
  2902681 cagtgccatg ctggccatag ttcgctggat tgaagaacga attacggtag gatgacgtca
  2902741 ctaattccgc acaaccttta ctgttggagt aaggatcata cccccccatc gcttcatttt
  2902801 cgcgatagcc ccagatccac tctttattat cgtagcattt atcactggtg atattgacca
  2902861 ccgctttgac gccaccaaca tggcgaatag cttccagtaa ataaacggta cccataacat
  2902921 tcgtcgagta ggtttcaaca ggctcggaat aggatagacg gaccagtggc tgagcagcca
  2902981 tgtggaaaac aatctctggt tggaattcgc ggattgattc taataatttg ttttgatcac
  2903041 gaatatcacc gatttccgat tgcatcccgt cggcaactcg tgcggtctca aataggctag
  2903101 gcaccgtggg gggggggcaa agagtaacct tttaccgttg cccccatggt ttgcaaccat
  2903161 aaactcaacc agccaccttt aaacccagta tggcctgtta caaaaacccg tttaccttgc
  2903221 cagaaactat tattaatcat tttgttattc ccataccttc caaggtgccc tgccttcttc
  2903281 ccatagttca tgcagataga tcttgtcacg caacgtatcc attggctgcc agaacccggc
  2903341 atgttcaaac gccatcaact ccccctgcgc agctaatgtc attaaaggtt cctgctccca
  2903401 agtagactta tcaccatcga tcagatcgat aactttaggc gacaaaacaa aataaccgcc
  2903461 gttgatcaat gcgccatcgc cttttggttt ttctttaaaa ctacgtactt gtttatcttt
  2903521 aatatccagc gcaccaaaac ggcctggggg ataggttgcc gttaatgtgg cttgcttgcc
  2903581 gtggctctta tggaattcaa ttaattcagc aatattgacg tcactcacac catcaccata
  2903641 ggtgaaacag aaagcctcat cgtctttgac gtaatctttt acacgcctca gtcggccacc
  2903701 ggtcatagaa tcttcgccgg tgtctactaa cgtgacattc cagggttcga ctcgcttttg
  2903761 gtgtactatc atttcattat cacgcatgca gaaggtaata tccgacatgt gcataaagta
  2903821 attcgcaaaa tattctttaa tgacatagcc tttataacca cagcaaataa cgaaatcatt
  2903881 gatgccataa gaagagtaaa gtttcataat atgccagaga ataggcttcc caccaatctc
  2903941 taccattggt tttggtttta ctacggtctc ttcactaaga cgggttccaa ggcctccggc
  2904001 caaaatgact gctttcactt gaatctccat tacgtattac tttgatctct caaagttatt
  2904061 ttgatggcac aaaggcatca gagaaaaatt tattttcagc taatccatga ttgatgaaat
  2904121 cattacgagc agcagtaatc atcgctaatg aaccacaggc ataaacatta aataagctga
  2904181 gatcgggtat atcttcaagc accgcttgat gtacaaaacc agtggctccg gtccaagtac
  2904241 tatcatcgcc tgatacaaca ggcacataat gaatgttagg gtgttttata gcccactcat
  2904301 tggcaatgtc agaatagaaa ttatgccctg ctggcattcc ccaatagata tgaacctgcc
  2904361 gttggtcatt tttattgatc aacgcctcaa ccattgattt cactggtgca aaacctgttc
  2904421 caccagcaag aaaaacaata gggagattat cttcacgaac gaaaaaggtc ccttgaggac
  2904481 cttcaattcg taaaagttgc tgtaatttta actcattaaa aatgatgttg ctgaatacac
  2904541 cattaacaac tttacgtacg tgtaattcga tattgccatt accacctgga gcattagcaa
  2904601 tagagtaact acggcgctgt ccattaataa ttaaatcaat gtattggccc gccagatact
  2904661 gtattttggc cgttggtggc aaacgtaagg agagaatggc aatatcttca ccaataaatt
  2904721 caatgctatc taatttacat ggataagttt ttttttgtat atgacttaac tctggataat
  2904781 aattaacatc taactcaata tcagatttag ccttagagca acaagtgagg attgcacctt
  2904841 tagcaacatc ttcctcagtt aaaaaggtat tttccgcact gtctacttca ccagaaatca
  2904901 atattgcctt acaagaacca caggttccat ctttgcagct gtattcaata tgtatattac
  2904961 tatccagagc cgcatctaat attgtagatg ttccatcgga agtaaaaata atacctgatg
  2905021 gatgcagctt aacatttaat gacataaaat aagtccaaat atattatgta aggtttatta
  2905081 gacgtactca atacaaactt aagtcaaaaa aattcagtga ctaaaataga aacaaaaaag
  2905141 caaataattt ttgataaaga agtacggtta aaaatcacta aagtaaaaaa ttgtagaagg
  2905201 tcttcttcct gccggttcca gagtaaaagg caactattgg ggttctatcc cccccacgct
  2905261 accgcccttg gcttacagct accaatgcac tggtgatatg aagctttagg tctacaacca
  2905321 taacagggcc ttgaaggtac gcgcttttac ctaaaacagg tgtcggagca ttccgaaatt
  2905381 acagatgtaa gttaagttaa gcaccctatg acataaaaac ccaaaatttc gtgctaataa
  2905441 tcgtacttat atccctatat tacaagagag atgtgatgta catcatgttc tatttgataa
  2905501 agagatcaga tcaaaatgaa caaatactaa ccacgacaac attttaccca ctatttatat
  2905561 tttttactga ctcttcattg gattgaaaat gtgaaatttt tgagtgtgat aaactaccaa
  2905621 aagatgtaat gtttagcagc gattatatat tatgtcgaat taactgttct aacagggcaa
  2905681 tatgcccctc gtcgtcattc aatgctggga tgtattcaaa cttctctccg cccgcatgca
  2905741 agaaaaactc tcgattttgc tcttttattt cttccagagt ttccagacaa tcggcagaga
  2905801 aacctgggca aataagctga atatgcttaa cgccttgaga aggtaaactt tttagggttt
  2905861 catcggtata aggtgtcaac cagggttcac ggccaaagcg ggattgataa gtcattatga
  2905921 ttttctcggc aggcagaggt aatgcagccc tcagtgcccg gctggtatct tcacagcgga
  2905981 taggataatc atcacccaat tgcgcatagc gcttaggaat gccatgaaaa gacatgacta
  2906041 atcggtctgg ctgaccatgt tccgcgaaag agcgctcaac actctgtttt aatgctgaaa
  2906101 tatacgctgg atgctcagca taatcacgaa taaaagaaat tgagggtaaa cggcggtaac
  2906161 ctttcagaac ccgagcaaca gcatcccaga cagcggcgct ggttgaacag gaatattgcg
  2906221 ggtaaagcgg taatataacc aggttggtga cgccctgcgc taataacttt tcaatagcct
  2906281 ctggcaaatt tggtgaacca tagctcatgc ctaattctac aggaatatca ggcattcttg
  2906341 ctgccagtgc tttctgctgg cggcggctat aaaccaataa aggagagccc tcttccatcc
  2906401 aaacggattg ataaagtttt gctacacgtg gtgaccgaag cggtaaaata acaccatgca
  2906461 gcaatggcca ccatagcaat ggggaagtat caactacccg gcggtcactc aaaaactcag
  2906521 ctaaataacg cttgatagct ttcgacgttg gagcatctgg tgtccccaaa ttaaccatta
  2906581 atacgccggg tttgctttgc atcatgccaa atctcctttt gtaggtacta cgcccttctt
  2906641 acttgaaata gctaaggcgg ccttaaaccg ccttagctat aaggccatcc agaattaacc
  2906701 gagaatagtc gccagttcag cactgacttc tgctacatta cgggttccgt ccagtttaaa
  2906761 atattgcgta ttacctgcat ccgcttcttt atgatagtaa gaaaccaatg gtgcagtttg
  2906821 ttgatgatat tcgataagac gcttacggac agtcgcttcc tgatcatctt tacgaatagt
  2906881 cagctcttca ccggtaacat catctttatc ttcaacttta ggtgggttga atttaacgtg
  2906941 ataaacacgg cctgaagcag catgtacccg acggccgaca atgcgctcaa caatcagctc
  2907001 gtctggaaca tcaaactcca gcacataatc aactttgata ccggcttctt tcatggcatc
  2907061 tgcctgagga atggtacgcg ggaacccgtc taacagaaaa ccatcgcggc aatcttcctg
  2907121 tgtgatacgt tctttgacta atgcgataac taactcatca gtcaccaact tgcccgcatc
  2907181 cataatttct tttgctttca gacctaactc agaacctgct tttacagcgg cgcgcaacat
  2907241 gtcaccagta gagatttgcg gaatgccgta tttctccatg atgaattgag cctgagtacc
  2907301 tttacctgcg cccggagcgc ccagcagaat gatacgcatt gcgtaaatcc ccttgcttgt
  2907361 agtttttcta tgtgttttta cttaaataaa tagaaattgt ggaaaacaag caaccatacc
  2907421 attttcaggg gggttggctc aaggcgcgtg aggtgggttg gcaagatatt tgaggaaatg
  2907481 aaataataaa atatagattt aaatcagaga ggtacaataa aaaacaccct tggcaatacg
  2907541 ttgaacaagg gtgttttttt atcgattaag ccgtgagtaa ctgattcatt cgacgaataa
  2907601 actggttagg gtcttccaat gttcccctct ccgcgagcag cgcctgatcc agtaataact
  2907661 caacccattg tgcaaattga gtgtcatctg taacttccgc agcacgctta accaagccat
  2907721 gatctgggtt cagttcaaag atgtacttca cttccggagc ctgttgaccc gcggccgcga
  2907781 atagcttagc catctgcgta ctcatttcat ccgcatcagt cgttacgatt gcgggtgtat
  2907841 ccgttaggcg atgtgtcaag cgcacgtctt taacacgctc acccaataac gttttcacgc
  2907901 gttcaacgaa gggctccagt gctttctctg cttcttgctg ctctggattt tcttcatcag
  2907961 ccaatttatt cagtgagtca tctgctttac tgaccgattg gaacgcttta ccttcgaact
  2908021 cagtcaggta gctcatcatc cattcgtcga tacgatcgga taacaatagg acctcgatac
  2908081 cttttttacg gaacagttcc agatgcgggc tactcttcgc agcagcatag ctgtcagcag
  2908141 tgatgtaata aattttctcc tgcccttctg ccatacggct gacatagtct tccagtgaca
  2908201 cggtctgtgc ggaactgtcg gtatgcgttg aagcaaagcg caatagctta gcgatagtct
  2908261 ctttattgct accatcttcc gctgggcctt cttttaatgc catgccgaat tgttgccaga
  2908321 attgctgata tttctcagca tcatctttag ccagtttttc cagcatttgc agcacacgct
  2908381 tagtcaatgc actgcgcaga ttctgtgtaa tacgactgtc ttgtaaaatc tcacgggaga
  2908441 cgttcagcgg cagatcgttc gaatctatca aaccacggac aaaccgcaga tagttcggca
  2908501 taaactgctc agcttcatcc atgataaaca cacgctgcac ataaagtttt aaaccatgtt
  2908561 tgtgatcacg gttccacata tcccatggtg cctgcgcggg gatatacagc aagctggtgt
  2908621 attcctgctt cccttcaacg cggttgtgac tccaactgag tggatcggta aaatcatggg
  2908681 caatatgttt gtaaaatgct ttgtattcgt cgtcagagat ttctgcttta ccacgggtcc
  2908741 acagcgcctg agctttgttg attttttccc aggtgacagt gccgtcttct tcatttttaa
  2908801 cctgaatttc aaccggcagt gcaatatgat ctgagtattt gctgataaca gaacgtagac
  2908861 gccagtcatc cagatactcg tcttcgcctt cacgcaaatg tagcgtaatt tcagtaccac
  2908921 gctcgtcttt agttatatcg gcgatggtgt aatcaccttc accagcagat tcccagaata
  2908981 caccggtatc ggcaggggca ccggcagctc gggtacgtac ggtaacttta tcggcaacaa
  2909041 taaatgctga gtagaaaccc acaccaaatt gaccgattaa ttggctgtct ttggcctgat
  2909101 cagaaccgat tgattcaaga aatgctttag tccctgattt ggcgatagta ccaagattat
  2909161 caatgacttc gtcacgggtc ataccgatgc cgttatcact cagggttaaa gtacgtttct
  2909221 ctttatcaaa agataaacgc actctcagtt cgccatcccc ttcaaagagt tcggggttag
  2909281 acagggcacg gaaacggagt ttatctgcag catcagaagc attggagatc agctcgcgca
  2909341 gaaaaatttc tttattggaa taaagcgagt gaatcatcaa atggaggagc tgttttactt
  2909401 cagactggaa tccacgggtt tcttgacctt tcatattcat taattacctc aatccaaatt
  2909461 accaacaggc agataaaatc gaacaatgaa gatcaaatgg ggccaatagc ggcagtttca
  2909521 agcggtaaag cagaaaaaac agagaatcgg gggcgattga tttattattc tgaataaaat
  2909581 tatccgtaag ataatcaata ataaggtcat cgcccacggt caggaatacg atcagtactt
  2909641 gatgggatta cgccctgcta acgagtgaga taacgtggtg ccatcaacca tttctaactc
  2909701 gccaccaaca ggaacgccat gggcgatgcg gctggccagt atgccatatt ggccacacat
  2909761 ctggccgata tagttggctg ttgcatcccc ttcaacggtt ggattcgtgg ctaaaatgac
  2909821 ctcactgata gcctcagtag aaagccgttt ctccagtaga tctagcccta tatcaccagg
  2909881 gccaatacca tccataggtg ataaatgccc catcagcaca aaataacgcc cgccaaactg
  2909941 gccagtttgc tcaatggcat ggatatctgc cgggctttcg accacacaga tttgaccatt
  2910001 ttgttgacgg cggggattca agcagatggt gcagtgctct tgctcggtaa atgtacgaca
  2910061 atctgcacaa tggcctattt cagacattgc ccgtgtcaga gcctgcgcca ggcgcattcc
  2910121 accactacga tcgcgctgta atagctgaaa tgccatacgt tgcgccgatt tcgggccaac
  2910181 acccggtaaa caacgcaacg cctccattaa tgactccagg agtggactgg tttgcatcag
  2910241 aacggcatct taaagcctgg tggcaattgc atcccattgg atacagaggc cattttctct
  2910301 ttttgcgttt catcaatacg acgagcagcg tcatttaatg cggcagcaat caagtcttcc
  2910361 agcatctctt tatcatcttc aactaacagg ctagggtcga tctcaacccg gcggcagtta
  2910421 tgcgccccat taattgtcac ttttaccaag cccgcgccag attcaccggt aacttctaat
  2910481 ttggcgactt cttcctgcat ctgctgcatt ttttcctgca tctgctgggc ttgtttcatt
  2910541 aaattgccaa taccgccttt accaaacata gttatctctc atcgcaaagg gctgcgtcag
  2910601 tgcaccatgc acttatcgca gcggttaaat tggtcggata ctgtcttcat ccagctcggc
  2910661 atcgaagaat cgacgcagtg tctgaatatt attatccgca ataattgact gacgtgcttg
  2910721 tgccagcttt tcttcataga tggcctgccg ccattccagc ggggtacgtt ccgccggatt
  2910781 gtcatcttca ataacgctca gtgtcaccgc gttaccgtgt aattcactca atgcatcact
  2910841 cagcgctttt tgtgctgacg ctgaattcaa atgacgttga gcagaacgca gatgcaggca
  2910901 aatattaccc ggttctattt cttgtttaaa tgcattcagt gcaagctgct ggactaattt
  2910961 agggagctgt aacttattga cctctgcagc ccaaggatca cgggcgatcg cctcctcagc
  2911021 caatttagcg gaaagctctg gtgttttttc atgttctagc gcagaacgca acgctttagg
  2911081 cgtagcgata ggttcagccg ctacctcagg ttgatttttc gcggtccagc gataagcttc
  2911141 ttttttcgct ggtttcttct cttccgttgt tttggctgcc aggcgctgct ggctacgctc
  2911201 agtcaccgaa gctaaacgct ccagtgctga gtttgccggc cgcgcttttc ctggcgccgc
  2911261 cggctcattc ttttttgttg tggtcgtccc cgactgtcgc agtaactgcg tacgcgcctg
  2911321 aagcaattgc gctgtcgatt ccggaagttg gacgctggac gctacagcac ctaacggcgg
  2911381 agcctcttga tgggaactcg gcggtactga tgcgggttcc tgcctatgtt gccccccctg
  2911441 agaggtgggc acagcgttat cggctattgc agatggcgcg gcaacatgcg ctatttgggg
  2911501 ctccgcaatg atggctttag gatgaaaagc cagcgcgcgt aataaggtca tttcaacccc
  2911561 catacggcga tccggcgcat aagccagttc tttgcggcct accagcaagg tttgataata
  2911621 cagctgaata tcagcaggcg gtaatgtgcg ggccagttcc cgtaaacggg gttcaatagc
  2911681 tgcatagtgg ttatccagca tcgaaggcag caactgtacc atcgcaattt tgtgcagcag
  2911741 gcttaagctt tccaccaaca ggttttccca gtcgacaccc cgcgatgccg cctgttctat
  2911801 ctgagccata acccgggcac catcagcact gaccaacgcc tcaataatgg caagaggctg
  2911861 ttcgtcatcc agcgttccca gcatttggct aactgttact gtcgtgacct gcccttgccc
  2911921 cattgataca gcctgatcgg ttaagcttag cgcatctcgc atgctgccat cagccgctcg
  2911981 ggccagtaat tgcaaggctc tggcatcact cgtgatttgt tcagccagca acactttttc
  2912041 aagttgtgca cggatctgct caacatccaa tgcttttagg tggaattgca aacatcggga
  2912101 aaggatcgta acaggtaact tttgtggatc agtggtcgcc aacagaaatt tcacatgtgc
  2912161 aggcggctct tcaagtgttt tcagcaacgc gttgaaactg tgccgcgata gcatatgcac
  2912221 ttcatcgatc aaatagacct tgaagcgacc acgggcaggg gcatattgga cattatccaa
  2912281 cagctctcgg gtgtcctcaa ccttagtccg ggaggcggcg tctatctcga tcagatcaac
  2912341 aaaacgcccc tgctcaatct cctggcaatt ggcgcaggta ccgcaagggg tcgcagtaat
  2912401 accggtttcg cagttgaggc ctttagccag caatctggct atcgaggttt tacccacacc
  2912461 gcgagtacct gaaaataaat aggcgtgatg aattcgccct aatgaaaggc cattagccag
  2912521 cgcggtcagg acatgttcct gaccaacgac gtcggcgaac gtttgagggc gccacttacg
  2912581 ggcaaggacc tgatagctca ttaatacttc atcgttgatt tatgatggat aatttaatca
  2912641 ctaatgaaaa aaccatgatt taaccaagta tatctgattt ggtttatttg caaacctacg
  2912701 ccgcatgaac ctacacagca tgaacccacc ctatacagca taggactcgc tcgtcgtagt
  2912761 gtatcagtac gcccattttc attcccataa atttaccttg tgaacacgaa ctgacctacc
  2912821 gttcatcgta aggtttggtt tcaaaattaa ccgatatccc aaaagcgaat aaatacatgg
  2912881 aagaaatttt agcattgata tttgtagccc actcatcgca tcactcatca ccgcacaaga
  2912941 tcaaaaaaag tactcttaac gcaaagtgcg gcagaaaata tccgtgttca tggggtatgc
  2913001 ctaggcttcc atttagatag agtcgaaaaa atgattgtcg aaaaatggta gccgaaaaaa
  2913061 tggcagagac gcagggatat gacgatataa aaccagagtt tgtctggctg gaatacctta
  2913121 actatctcgg aagacacccg gcgagttaaa aagtatcagg ccagaagatg aggctgggtg
  2913181 atcggaatta tggactcaac agccccgcta ttggactgat tctatataga tagcgaggct
  2913241 gttgttttca atgcaatcaa tgaccgtcga aagaaacgag gctgtagcaa tgaatccctt
  2913301 gctgagtcag gcgagcctcg ccccccagtt caggtaaatt aataataaat gccgcgtgaa
  2913361 ccacttcccc ccccaagcgg cgaataagct taaccgtggc ttcaatggtg ccgccagtcg
  2913421 ccaatagatc atcaacaacc aagactttat cacccggttg gatgctatcc gtatggatct
  2913481 ctaatgtgtc agtgccgtat tctaattcat agctttcact gatcgtttca cgtggcaatt
  2913541 ttcccggttt acgcaccgga acaaaaccta cccccagcgc cagtgccacc ggggcaccaa
  2913601 acaaaaaacc gcgagcttca gtacccacga cttttgtcac accggactca ctatagtgtt
  2913661 cagacagcag tttgatgctg gcggaatagg cctttggatt ctccagcaag ctggtcacat
  2913721 cacggaacaa tattcccgct tttggataat cgggaatagt tttgatactg tcttttatat
  2913781 atttaagctg ttgtgctgtc ttagatgcag aaacggtcat aatttgtgcc tgataaaact
  2913841 gctggacata ctaaagcgcg gccagataat gcgaaaatag cgttatctga gtgacatagg
  2913901 ccaccgaaaa gtttcgataa aaacaaaaat ttcgataaaa accttgatag ccgaatcacc
  2913961 acatccttag ccttaaggac gtaacaaggg ataacccccg cgcacgaaac actcaaattt
  2914021 atgcaaacca gcaccaaaaa gcaactgatg tgcagtgttc agtgccgttt ttgttgcgat
  2914081 gggtcaataa ctggcatccg caacataaaa gttaataata cgattaacat caaaagtagc
  2914141 attcccttta cccaccaaat tttcaccagc cagagtgaaa cagcaaaagt cattaccgtc
  2914201 accaaaactg ctttccattt agtgcccgga ggtaaagcac gatgttgctg ccatgtgcgc
  2914261 agataactgc caaaccatga gcggtaaagc aaccaatgat gaaaacgggg agaggagcga
  2914321 gcaaagcacc acgctgccaa aagtaaaaat ggtgttgtgg gtaaaagagg aagcacaaca
  2914381 ccgagtgttc ccaataccac tgccaaccac cccagagcta ttaataacca gcgagacata
  2914441 agctcccttt atcgttactt tcgtcaagaa agcgttatca ttaacgcatg tagtgccgac
  2914501 catcaacaaa tattgttgtc acttattgtt gtcactatta gcactatacc tatctaccgc
  2914561 gctcattggc aggcgcattc tcacttgtaa ccaccactat tcgaaggcaa gctaacgaca
  2914621 aaatgcctag gagagcgcta tgagtacaga aaaattatta caggtgctag agagccagat
  2914681 tgaagcattg tcagctcaaa tagccccgca agccaatacg ccttctcagc aagcacgttt
  2914741 tgatctgaat ttattcagta accacggcaa tcgctttcgc gattacttgc aagaagtgcg
  2914801 caaaaatatg acacagctaa aacaagttgt tgaggaaaat cgcttacagc aagtggcatt
  2914861 tctggcagat aagttagttg cacaaatttc agccctacag agagaactag caacacagaa
  2914921 aatacgaaaa tccaatcctg aaccacgtga gcatcaatca gacccttatc acaaactggc
  2914981 tgagcatcaa gattatgaac ggcggatcct ggcgatgatc caagacagag aaagccaact
  2915041 gggtcggcag agtttgttag ttgaacagca gaaaatacaa aaagagttag ccgctctgga
  2915101 aggccgttta atgcgttgtc gccaggcact gataagaata gagcgcagta ttgagaaaaa
  2915161 agagaacggt ttttgaatat ttgtcacatt ttttgaatca ctgaaacgct ggtcacgatt
  2915221 tattatctat aatattttct gaactaaaat actttctaaa tggaaaccta gcgaagctag
  2915281 cactggtgag tgactgctct gctccgcttc tttcgttaat tgaaacttta aatattggtc
  2915341 acatatatgt cagttgaaca agcaccacct gaactacaac tggcagtaga tcttatctat
  2915401 ctgctggaat gtaacgaaat agcaccggaa acggctctcg cagcattggc tatcgtacaa
  2915461 cttgattacc aacgtaaact tcgccataaa gaatcagact gaacctacta cttctgatgt
  2915521 gtactgaggc gactcggcac gacatcgcct ctgctattcc cgcttttatg ctgctggtgc
  2915581 gataacatgg gttatctcac gacattagca ttaccacaac accagccctt tcgcagcact
  2915641 ggttctctaa caaccgttgt tcgctaacaa gagtggttct ctaataacag tggttttcta
  2915701 acaacattaa ctctttaaca atattagctt tttagcaaca ttagcctttt aacaacagta
  2915761 gctttttaac aacagtagct cacttacgtc agccataatg gctaattgtt ggtgccctga
  2915821 tatccgaaaa acccaggcaa atcagggtaa atcaggtttt ggctttccca gcattgattg
  2915881 cgtagcaggc aagcttgtag cttcaatcgg gcggctgatt tcctgaactt cggtaccatc
  2915941 cggtttatgc aaatacacgt ctaactggtt aaatgcgata ttaatgtcat tttcacggca
  2916001 taatttatca atagcccgat tcagctcatc gaccgtataa ctgcggtcac gtaattcacg
  2916061 gacatacaag cgtagctcgt gatcaagtgt gctggaacca aagttaagga agaatacctg
  2916121 aggctctgga tctgtcatta cccgagaatt ggcatgagcc gcctgtagca gaacttcttt
  2916181 tactttttcc aaatccgaac catacgcgac ccccacttta ataatgatgc gggtgatcgt
  2916241 gtctgatagt gaccagttaa tcaggcgctc agtcacaaat gctttattcg gcacaatgac
  2916301 ttctttacga tcaaaatcgg taatggtggt ggcacggata cgaattctgc tgacagtccc
  2916361 cgagtaggta ccaatcgtaa tggtatcgcc aatccgtaca ggccgctcaa agagaataat
  2916421 caagcccgag acaaagttgg caaatatttc ctgtagacca aagcccagcc ccacggagag
  2916481 cgctgccacc agccattgca atttatccca tgaaaccccg agcgaactta aggcggttat
  2916541 cccccccaca gccgtgatca ggtaagtcaa aatcgtcgta atggcgtaag aagtgccttg
  2916601 gcgtagttgt aagcgcgata gcaccaccac ttcaagtaag cccggtaaat ttcgggtcag
  2916661 aacataggcg accaccagtg ccatcaaggc gactagcata ttacccaagg tcaccgcttg
  2916721 cgttacactc gcaccagcta cagtggcggt gtaatgccac aatgagatac tgtccagata
  2916781 agagataacc gttatcagat cagcccagat ccagtaaaaa caggtagcaa aaatcaggaa
  2916841 tagcgccatt gtggtcaagc gcaatgattg ttggttaatt tgatccagag ccaatggagg
  2916901 ttcttctatc ggttcactgc cttcggcccc ttctttcccc atactttgcc gccgcgcaat
  2916961 agctcgacgg tatgccaagc gccgtgcagc aacacctaat ccacggatcg ccgtcagata
  2917021 aacaatgttc cacaagaaga gtaaatacag gctatcaatc caacggccag ctaattgcaa
  2917081 tgttgtatag aaataccccg caaccattaa ccccatcaat actataggtg tcgcagtgat
  2917141 tgcagtgata atgactaagc gtgtaacgaa cggtgcaata gtgatccaca cccaacgcct
  2917201 gaaatcagat ccagggggta atctgctctc ctgattcagg agagtttatg gtcacttttg
  2917261 agacagttat ggaaattaaa atcctgcaca agcagggaat gagtagccgg gcgattgcca
  2917321 gagaactggg gatctcccgc aataccgtta aacgttattt gcaggcaaaa tctgagccgc
  2917381 caaaatatac gccgcgacct gctgttgctt cactcctgga tgaataccgg gattatattc
  2917441 gtcaacgcat cgccgatgct catccttaca aaatcccggc aacggtaatc gctcgcgaga
  2917501 tcagagacca gggatatcgt ggcggaatga ccattctcag ggcattcatt cgttctctct
  2917561 cggttcctca ggagcaggag cctgccgttc ggttcgaaac tgaacccgga cgacagatgc
  2917621 aggttgactg gggcactatg cgtaatggtc gctcaccgct tcacgtgttc gttgctgttc
  2917681 tcggatacag ccgaatgctg tacatcgaat tcactgacaa tatgcgttat gacacgctgg
  2917741 agacctgcca tcgtaatgcg ttccgcttct ttggtggtgt gccgcgcgaa gtgttgtatg
  2917801 acaatatgaa aactgtggtt ctgcaacgtg acgcatatca gaccggtcag caccggttcc
  2917861 atccttcgct gtggcagttc ggcaaggaga tgggcttctc tccccgactg tgtcgcccct
  2917921 tcagggcaca gactaaaggt aaggtggaac ggatggtgca gtacacccgt aacagttttt
  2917981 acatcccact aatgactcgc ctgcgcccga tggggatcac tgtcgatgtt gaaacagcca
  2918041 accgccacgg tctgcgctgg ctgcacgatg tcgctaacca acgaaagcat gaaacaatcc
  2918101 aggcccgtcc ctgcgatcgc tggctcgaag agcagcagtc catgctggca ctgcctccgg
  2918161 agaaaaaaga gtatgacgtg catcttgatg aaaatctggt gaacttcgac aaacaccccc
  2918221 tgcatcatcc actctccatc tacgactcat tctgcagagg agtggcgtga tgatggaact
  2918281 gcaacatcaa cgactgatgg cgctcgccgg gcagttgcaa ctggaaagcc ttataagcgc
  2918341 agcgcctgcg ctgtcacaac aggcagtaga ccaggaatgg agttatatgg acttcctgga
  2918401 gcatctgctt catgaagaaa aactggcacg tcatcaacgt aaacaggcga tgtatacccg
  2918461 aatggcagcc ttcccggcgg tgaaaacgtt cgaagagtat gacttcacat tcgccaccgg
  2918521 agcaccgcag aagcaactcc agtcgttacg ctcactcagc ttcatagaac gtaatgaaaa
  2918581 tatcgtatta ctggggccat caggtgtggg gaaaacccat ctggcaatag cgatgggcta
  2918641 tgaagcagtc cgtgcaggta tcaaagttcg cttcacaaca gcagcagatc tgttacttca
  2918701 gttatctacg gcacaacgtc agggccgtta taaaacgacg cttcagcgtg gagtaatggc
  2918761 cccccgcctg ctcatcattg atgaaatagg ctatctgccg ttcagtcagg aagaagcaaa
  2918821 gctgttcttc caggtcatcg ctaaacgtta cgaaaagagc gcaatgatcc tgacatccaa
  2918881 tctgccgttc gggcagtggg atcaaacgtt cgccggtgat gcagcactga cctcagcgat
  2918941 gctggaccgt atcttacacc actcacatgt cgttcaaatc aaaggagaaa gctatcgact
  2919001 cagacagaaa cgaaaggccg gggttatagc agaagctaat cctgagtaaa acggtggatc
  2919061 aatattgggc cgttggtgga gatataagtg gatcactttt catccgtcgt tgacataagc
  2919121 gtaccgcatg ggagtctttc tcacgccagc tatcacggca gaatgggaaa ataaacagtg
  2919181 ctaataatgc caaggcaata acaatcacta tctgcccaat aacatcatcc acaagccgta
  2919241 gagggcttcg ttcacccaga acagaccaga aaataaccgg aagcaacgcg gcacctaagc
  2919301 ggactatctg gcggcgataa tgggcgcaac ggtcggttga tatcataaag tgccgctcgg
  2919361 taattccccc cggcgataac atgcgatagg tcagctcaaa gaccagccag aacaatgcca
  2919421 ggcgctggaa gaagctccag agcaagccac tgaggttgaa atctgagcgc aaacaccagt
  2919481 agccgatccc caagataagt aatacgttcg gtaagatttt cagcacagtc aacaaaatag
  2919541 cctttggcgt atgcatttgg ctatcgcgtt tcaattgccc gatatcagca gccagttgat
  2919601 ccaaataggt attgatcatg tggtaacggg agcggatcac cacagccaca accagcattg
  2919661 gtattagaaa aaccagtgat ttgagcaggc ctgccagcgc atcccccaat gacagggtaa
  2919721 cctggaagtt actcagttcg gttttgatcg cccctggcag ggctttcagc caagaccaat
  2919781 ccattggctt attactacta acccaaaata tttgctgcgt taatgtatgt tgcagcgact
  2919841 cattgacact gagcaactgc tgctggttaa tctgtaaatt gattgccagt gtcaattggt
  2919901 tacccagttg cttatttaat tgatccagta gttcacggcg gatatcaaca atctgcccca
  2919961 gcgcatcttc tacatttggg tcaaccttct ctttactgct ctccatcagg gtttggatat
  2920021 agtcgtcccc ttggaataac ttatcgcgct gctggttaat ttcaaattgc tccagccgca
  2920081 agtctgcaat gcgtggcccc atattggtga taaggccgga agccggtaag ttgagctgct
  2920141 gttgatagag aattcgtgaa agtaataagc tgccacgcaa tacggtgatt tgttctttta
  2920201 aattacgctc agattgcaga gcgcgatcta accagttttt tacccggata ttctgctgaa
  2920261 ccagcgtatt gccttctttc gtggcattaa tcagccgttc gcttaactct ttgttaattg
  2920321 ccaattcacg gctgatgagt ggatcatttt ggatatcact gccatcagtc tgtgcttgcg
  2920381 cttctttaac tgttttctcg gagagaatca gccttttacc gctgacaacc tcctgtagca
  2920441 actgaacata acgctccagt tgattaatgt gtgcagtcgt gtaatcccgt tgtttttgca
  2920501 gcaaatcttg taaggtggta tttgcctcca gatttttacg ctctagatcc aactggccgt
  2920561 tcaacatcac ttgttcagcc agaagttctt gctgttgagt cgggcgaagg ctctcttgat
  2920621 tcggcgtcag cccattgagt tggttacgga tctgcattaa acgcatagaa gcgctataca
  2920681 tcgcgctttg cacacgttct ggctgtgttt gcagggcgat tagctgactg ttataagcgg
  2920741 agagatcttc ctgagccgat tgtaaattat ccagcgtttc attaagacgt gattccaatt
  2920801 ggcgcaacga ataattagcc aatgactcct tggtcatggt atcagctgaa ctgcttttta
  2920861 gcgcctctaa cccttcggtt gcctggcgta actttgcagg agcttgtgcc agttgttgtt
  2920921 taagttgatt agcctcttgt ttagtgcgct caatggtatc aaggtactct aacgtttgag
  2920981 tcaaatcctg ctgtgctaac ttttccgccg gcgataatat tttttgtttt gataacaaat
  2921041 cgagctggct ctgtacctcg ctgcgagtgg gcacatcaac atttattcca gacgcaaagg
  2921101 ccgatattcc aaacacaaag gtcgaagaaa ataacaataa aacaataata accagagtaa
  2921161 acatcgtctg gcgacagaat agaaatggat cgaataacgc aattcgtgct cttgatgaca
  2921221 cgaataacga taaagagggt gaagaaagcc gtgtgttaaa tctgctactc atatttgaac
  2921281 ttcatctcaa tagagaggct gaaatcctat cacgttaagt ctcaagccat gataagaaaa
  2921341 aacctttcag agcatggata cctgtaataa tgcgagcagc tacgcagcct gcgttgcata
  2921401 ggatgtaata actgaaaata tcaaatgatt gtagcagaaa aaacaccctg catattatgt
  2921461 cagaacgtca ggactttttc cgcggccaga gtccattgag ctaactccac tagcgtccca
  2921521 atctccaccc catcaacaag tgtcagaccc gcaataccac gcgcatctgc gcaagtttta
  2921581 cagagtttta tggggacatt ttgtgcggtg aggatttcca gcatctgttg caaattatac
  2921641 ccttcacgag gttgctggcc gttgagaccg gcgattaccg catcagacat taggaacagg
  2921701 cgtagatcca aatcagtttg ttgctctttc aacgcaatcg ataggcgtaa ggcattaaat
  2921761 aatgactcat ggccataagc ggcaccatta gcaataatga ccagcgaatg catataaacc
  2921821 tccagttaat ccgatactct gctattcatc tcgtttcgta atgaaaaact ctggcctagc
  2921881 atctccagat aggcatcaat taatacaggt gcctcttgtt ttatatcaaa gctttctggc
  2921941 ataaaaagcc aattctccat caaacctgta atataggctc tcataataat tgccgcacga
  2922001 tgagtattga gattgaccgg taattgatta gcatcgatgc aaccttgtaa aaccgactca
  2922061 attcgctcat agctagctaa atcaaggact ttacgtgcgt catgaacgga ggtcatttca
  2922121 ccgacgaatt cacatttatg gaaaacaatt tccatcagtg cacgacgtcg gcggtcctca
  2922181 cgagtagaaa ccaaaatata gattaggagt tcgcggagga tacgtagtgg attatcagga
  2922241 tattttgcct gatactctat ctcgagctga tcaattttag actcggatag ctcccaaact
  2922301 tcgttaaata ggtctacctt attcttgaag tgccagtaaa tagcgcctcg ggttacaccc
  2922361 gcagcgatag caatatcggt aagagaagtc ctggaaacgc catgcgcaga aaactcccgc
  2922421 actgcggcat ctagaatttg ttgccgggtc tcttcggctt tctgtttggt ttttcgtgcc
  2922481 atagcgttgt tttttcgggg gggtgagatt tacatacatt cacgaatgta tgtaccatag
  2922541 cacgcacata tcatttacgc agcaatgggt tttaaagctt gtgatccatt gaattaaatt
  2922601 aaaaatcgga cacttgaggt ttatctatga gcaaaaacag aggggtaatg cctctggctg
  2922661 caattctggt actttcaggc agcttagtac ttataggatg taatgacaaa gatgcggcgc
  2922721 aagccggtgc tcaacaagct cctgaggttg gtgttgtgac attgaaagca gaaccgctga
  2922781 atatcacaac cgatttgcca ggccgcacgt ccgccttccg tgttgcagaa gttcgcccgc
  2922841 aggtaagcgg gattattctc aaacgtaatt atattgaagg cagtgatgtc accgccggaa
  2922901 catcccttta tcaaattgac cctgcgactt atcaggccgc ttatgacagt gcaaaaggtg
  2922961 atctggctaa agcacaggct tcagcacaaa ttgctcattt aaccgtcaat cgctacaagc
  2923021 cattgttggg tactaactac atcagtaaac aagaatatga tcaggcccta tcagatgccc
  2923081 aacaagcaga tgccaccgtg ttagcagcaa aagcggcact ggagtctgca cgcattaatc
  2923141 tggcgtatac ccaagtgaga tcaccaatca gcggccgtac cggtaaatct gccgtgacgg
  2923201 aaggtgcatt ggttaccagt ggtcaggcgt cagcaatgac taccgttcaa cagcttgatc
  2923261 caatgtatgt cgatgtcact caatcgagtg atgagttcct acggctgaaa aaagagctgg
  2923321 ctgatggcat tctcaagcaa gaaaacggca aagctaaagt ccgtttgttg ctggaaaacg
  2923381 gggttgaata tacagaaacc ggtactttgg agttctccgg tgtcactgtt gatgaaacta
  2923441 ccggttcgat tactctccgt gcgatcttcc ctaatccaaa tgaggcgctg ttgccaggca
  2923501 tgtttgtccg tgcccgtttg gatgaaggta tccgtcctga tgcgctgtta gttccgcaac
  2923561 aaggcgtgac tcgcaaccca cgtggtgaag caacagccat ggtcgtcggc gcgggtaata
  2923621 aagttgaaat gcgtaccctg atagcgaacc aagcaatcgg taataaatgg ctggtcactg
  2923681 aagggctaaa agccggtgat cgcctgatta tttccggctt gcagaaaatc aaaccaggtg
  2923741 tagaggtaaa agtgcaggaa gttactgaca ctgcaccaga aacagccccg gctgatacag
  2923801 cgaagaagtc ttaaaaggag ccggtaattc atggctaagt tctttataga tcgccctatt
  2923861 ttcgcttggg tcatcgccat catcatcatg ttggctggtg cccttgcgat catgaaatta
  2923921 ccagtagcgc aatatccgac cattgcgcca ccggcaatta caattgccgc caactatcct
  2923981 ggcgccgatg cgacaactgt gcagaataca gtgacgcagg ttatcgaaca gaacatgaac
  2924041 ggcatcgata acctgctcta tatgtcttcc agcagtgact cctccggtaa cgttcagttg
  2924101 acgttgacct ttaactctgg cactgacccg gatattgctc aggttcaggt ccagaataaa
  2924161 ctgcaattag ccatgccact gctgccacaa gaagtgcagc aacagggcgt gagcgttgaa
  2924221 aagtccagta gtagcttcct gatggttgcc ggttttattt ctgaagacgg tacgatgcag
  2924281 caggaagata tcgccgacta tgtgggctct aacattaaag accccatcag ccgtacacca
  2924341 ggggtaggtg atgttcagtt gttcggttcc caatatgcca tgcgcatctg gatggacccg
  2924401 cataagctga ataactacaa gctgacaccg gtcgatgtga ttaacgcgat aaaaatacag
  2924461 aacaaccagg tcgctgcggg tcaattgggg gggacaccac cagtaccagg tcaggaattg
  2924521 aactcatcaa tcattgcaca aacccgtttg accaatgcag aagagttcag ccagatatta
  2924581 ctgaaagtga ataccgacgg gtcgcaagtt cgcttgaaag atgtggctat cgttaaactg
  2924641 ggtgctgaaa gctataacat cattgcccgt tataacggta aaccggccgc aggtattggt
  2924701 attaagctgg ccaccggggc gaacgccttg aacacctctg cggcagtgaa agccgagttg
  2924761 gccaaattac agccattctt cccatcgggg ttgaccgtag tttatccgta tgacaccaca
  2924821 ccatttgtta aaatttcgat taacgaagtg gttaagacac tgatcgaagc cattatcttg
  2924881 gtgttcttgg taatgtacct gttcctacag aacttccgcg caaccttgat cccaacgatt
  2924941 gcggtgccgg tagtgctatt gggtaccttt gctattttgt ccgcctttgg ctattcgata
  2925001 aacaccttaa cgatgttcgg gatggtgctg gcgatagggc tattggtcga tgacgccatt
  2925061 gtggtggtgg aaaacgtcga acgcgtgatg caagaggagg gcttaccacc gaaagaagca
  2925121 accaaaaaat ccatggagca gatccagggg gcattggttg ggatcgcgtt ggtattgtct
  2925181 gcggtatttg ttccgatggc tttcttcggt ggcgcaactg gggctattta ccgtcagttc
  2925241 tccattacta tcgtttcggc catggtgctt tcggttctgg tggcattaat tctgacacca
  2925301 gcactgtgtg cgaccatgct aaaaccgatc aagaaaggcg atcatggtcc aaaaactggc
  2925361 ttctttggct ggtttaacaa catgttcgaa aagagtacac accactatac cgacagtgtc
  2925421 gccaatattt tgcgcagcac aggccgttat ctggttatct atctggctat tgtgattggt
  2925481 atggcggtgc ttttcatgcg tctaccgtct tcattcctgc cagaagaaga tcagggggtg
  2925541 ttcctaacca tggtgcagtt gcctgcgggt gctacgcaag aacgtaccca gaaagtactg
  2925601 aaccatgtga cggattacta tctcgacaaa gaaaaaaacg tggttaactc cgtgttcacc
  2925661 gttaacggct ttggtttcag tggtcaaggt cagaacaccg gtttggcatt cgtgagtctg
  2925721 aagaattggg atgagcgtaa aggcgagcaa aataaagttc cagccattgt cagccgcgcc
  2925781 tctgctgcat tctcgaaaat taaagacggt atggtgttcg cctttaactt acccgccatt
  2925841 gtggagttag gtacggctac cggtttcgac ttccagttaa ttgatcaggg taacctgggg
  2925901 caccaacaat taacggatgc acgtaaccaa ctgttgggta tggcagcgca acatccagat
  2925961 atgctggttg gcgtgcgccc taatgggctg gaagatacac cacagtttaa agtggaagtt
  2926021 gatcaggaga aagctcaagc cttgggcgtt gctatttctg acatcaatac cacgctgggt
  2926081 tcagccatgg gcggcagcta tgtaaacgac tttatcgacc gaggtcgtgt gaagaaagtt
  2926141 tatgtacaag ccgatgcacc attccgtatg ttgccggatg atatcgataa gtggtatgtc
  2926201 cgtaataata tgggtcagat ggtgtcattt gcgaccttct ccaccgcgaa atgggaatat
  2926261 ggctcaccac ggctcgagcg ttataatggg ttgccatcaa tggagattct gggtcaggct
  2926321 gcaccgggta agagtaccgg cgaagccatg gatctgatgc aagagctggc agctaaatta
  2926381 ccaagtggcg taggctatga ttggaccgga atgtcctatc aggaacgtct atcgggtaat
  2926441 caggccccag cactgtatgc catttcattg attgtggtct tcttgtgctt ggccgctctg
  2926501 tatgaaagtt ggtcaattcc attctccgtt atgctcgtgg taccgctcgg ggttgttggt
  2926561 gcattactgg cagccacact gcgcgggttg gaaaacgacg tttacttcca ggtaggcttg
  2926621 ctgaccacca ttgggctatc ggccaagaac gccatcttga ttgttgagtt tgccaaagac
  2926681 ttgatggata aagaaggcaa gggcttggtg gaatcaacat tggaatcggt gcgtatgcgt
  2926741 ctgcgcccaa tattgatgac ctcactggcc tttatccttg gggtaatgcc actggttatc
  2926801 agtagtggtg ccggttctgg tgcacagaac gcggtaggta ccggcgtaat gggggggatg
  2926861 atcactgcga ccgtactggc tatcttcttt gttccgctat tcttcgttgt ggttcgtcgc
  2926921 cgcttcagca gaaagactga tgatattgaa catagtcatc cagttaacac gccggtgaaa
  2926981 taaactgcgt taacaacttg tcatttcata ctaaaggccg cgcaagcggc ctttttattg
  2927041 ctgagcgtta tccttttccc ctcccctcac tctacaaaaa atagcaatga agagtcattt
  2927101 cgggcttgaa actggaaaca gtaaacgcat aatgatgtta cattataaca tactaaaagg
  2927161 aatcattatg aagcccaata tccaccctcc gtatcggact gtggtatttc acgataccag
  2927221 tgcggatgct tattttactg taggttcaac cattgccact gagcgaacaa tcgaacgcga
  2927281 tggccagacg tacccctacg tcacattaga tatctcttca gcctcgcatc cgtactacac
  2927341 cggtaagcaa aaagagtttg ctaaagaagg cagtaccgca cgcttccacc aacgtttcgg
  2927401 tagtttctta acaaagaaaa ccaactaatt cggagagtta accatgcaag tattaagttc
  2927461 attacgttcg gcaaagaacc gccatccaga ctgcaagatt gtccgtcgcc gtggccgagt
  2927521 gtacgtaatt tgcaaaagca accctcgctt taaagcggtt cagggaggaa cccataaaaa
  2927581 acgctgatgt taagtttgtt atacgctatc agagtgttgt aataactctc ggtcaaccaa
  2927641 ataaccatca gtcaaataac cattcatcag tccccaaaag gccctttgtg cactaacgcc
  2927701 aacgggcctt tttattcatt tgctatcaga gatagcgcct gtcgacttag acggagttta
  2927761 ggcgccacaa gtatgtaagc ggattagatg atgccccatt tcctaatacg gttacttaca
  2927821 acgccctaca atacgtttaa atgcttcgct attggttacc tactaggtca ctacatagta
  2927881 aagcgctact ggccacggct attggtttga gaaaacgtgt attcatcggg ttttcaataa
  2927941 aataagccct tattttctct ggctaatccg tgtgttcccc cccacattat tgacttaaac
  2928001 ttccgttgat aacctcatag gtgacagaaa atagacctta tattatactc gcgagaccga
  2928061 ttatgacttt gttgccctgc caccaagttt aatcctcttg gtttgtggaa gaatacaccg
  2928121 tacaataaac agccaaacaa tatggctatt aacattcatg gtcaaaccaa cagatgtgac
  2928181 caaaccaaca gagcgggtca ggttaatagt agggagaatt aaattaagcg gtgactctcc
  2928241 cttttaaata tgtgaaaaat tattttgcag atgttatttt atcgcaaaac atgatgttca
  2928301 aataacaccg tgatgagttg ctcaaaaatt cacattgaaa aacatcatta aatttgattt
  2928361 aagtcatgtg agtgattgct gaaatgctaa tatccaagca tttttcacaa caattataat
  2928421 gtcgttgtga cgtattttta ccccgatgac tggatgatta atgaacaatg aaatagttgg
  2928481 tgacttcgtt tcagggcatt actcagtttc attactgaaa gacgttatcc gtaataatat
  2928541 ccactcaatt gaggaaagtt tggtttctgg gttaatgtat tattcagaag atgctcggta
  2928601 cacacttgga tcattagaaa ttcttgagat taaaaatctc aaagagaacc agtattcaat
  2928661 gacttaccaa tataattggt atattttcaa tgcttgtttg gatatcaata ctgaagaatt
  2928721 tctaacaaac actgtaacat ttattgtaca tcctgaaaaa atcgtttttg atataattag
  2928781 taatgacagg ccttctcctg cggatgaatt gtaagattcc gtaataaagt tgcgcgataa
  2928841 gcgaagaaat gatttatatt cataacatag caagtttatt tactttaacg atagacagct
  2928901 gtatttatat gactacgaat ctactcacat tgtgttatca acaccgaatt aagacattac
  2928961 ggaggggatg atatggatga gtactcgcct aagcggcatg acattgccca actgaagttt
  2929021 ctatgtgaaa gcttgtatga tgaaggtatt gcaactcttg gcgacagcca tcatggctgg
  2929081 ataaatgacc caacgtcggc cataaacctt caactcaatg atttgatcga gcatatagct
  2929141 tcatttgtga tgagttttaa aataaaatac ccggatggaa gccagctttc cgagttagtg
  2929201 gaagaatatt tagacgacac atatactctg tttagtagtt atggaatcaa tgatcctgaa
  2929261 ttgcgtcgct ggcagaaaac caaagagcat ttattcagac ttttctcagg ggaatacgta
  2929321 tgtaccctga tgaaaactta agggatagtt ccaccaatat taatttgtat atcgagaaga
  2929381 aaaaccacca tgacaaaaac tgactacctg atgcgtttaa gaaaatgtac gactatcgat
  2929441 acgctagaac gtgtaattga aaaaaataag tacgaacttt ctgatgatga actggaattg
  2929501 ttttactcag ctgcagacca tcgcctggct gaactaacga tgaataagct ttatgataaa
  2929561 attccaccta ctgtatggca acatgtgaaa tagtctgctt agcgctggtt aagacacaca
  2929621 acgttgagcc gataatctct atcggcttca atgggtttga tgattagcac gtgttttaat
  2929681 tcttaataaa attattggcc tagtggcagt attggagatt ggcgttcaat cccgtatttc
  2929741 tgcctaccta ttcttaggtg aaaattgagt gttatcaaac taatgtaaga tcatttaagt
  2929801 aacaaatgca ttcatttgtt tgctcattca aattcagccc tctagtctaa taattacaag
  2929861 atattattaa ttagccatat tttacaaacc taatacataa ataaaaatca aaccattcgt
  2929921 tcagaatggg aggaatctta ttttccctaa cgacaatttc tttgctcaat catgccggaa
  2929981 ataaaaatct actgatagag agcgttcacg acaaaaagcc tcagagattg tactcagagc
  2930041 agtgatgaca gagagaaata gtgaggacgc aggaaagtga taacacagga catagcgata
  2930101 aaatggaaat acgataaaac tgaattggtg gaggccctgc cagctacatc ccggcacaca
  2930161 cctcgcctgc tgcggctgct tccttccgga cctgaccgag ttcacaagtt agtgttgcgg
  2930221 gagaaccaac agggcctcca ttgatattaa cggcccctgc actctggagc ggtgggcatt
  2930281 attgaccatg ccctgaaaaa tagcaagaca acacgcgcta accgatggtt tcttgcccag
  2930341 taaatgctca catcaagcta aatctatttt ccactggcat aaaatccccc atagtgcagg
  2930401 gtatccatat tgcggtgagc gacaacattg cggtgagcaa caacaggcca cgcaagtcat
  2930461 cggttaaaag agagaatgct gtgtcacctc cagaaagccg tcattcagat caggatgaat
  2930521 accaagagcc cgattatacc gcagagcaaa atacaccgcc ggtagccgat agctttcgtc
  2930581 agcgggtatt ccatgtggtt gcggctatcc cctatgggca ggtagcgacc tatggcgata
  2930641 tagcgcagtt aattggttct ccaagagcgg ccaggcaagt tggcggggtg ctaaagcgct
  2930701 taccagaagg gtctgcacta ccttggcacc gggtaattaa tcgatatggt gagatatcat
  2930761 taacaggcga tgattatctc aggcaaaaaa aggcgctcgt ggcggaaggt atttgtcttg
  2930821 atgctgctgg ccgaattaat ttgcagcaat atcgctggcg atacagctag tgcgatgtga
  2930881 tagctgatat acccaacgta attggcgttg catacagcac aacccgcggg ctccaatgaa
  2930941 ctgacccacg ccagttatta gagcgggatc cgcggcaacg tcaaataaga agggtataag
  2931001 actgtttact gtatcgtggc agcggcaggc gctggaacga tttcaagcgc caccgaaggt
  2931061 acagggacca gcaatagatc ggcctgagta cccgcgccac ggtttatgac ttcctggatg
  2931121 gtatcagtga taaacagtaa ttgcccatta cgggtgatcg cggcactgac aatgacgcgt
  2931181 gcatttggct ggatatccga cggattaaac ggtaaggagt aagtaaacgg tgcctgttta
  2931241 ccttcagtac gtaccgcctt ctgcgcgata actcgcgatg gagcatcagc cagtgagata
  2931301 tccgacagtg tgacggttac caccgcatca ggcggtaatg caacgcgttc acgaatattc
  2931361 acggtcccat ggaccgttga ttgtgcgacc gatgccgcaa ccgtcgctgt acttataggt
  2931421 gctgcaacgg gagcctccgc gctttgatga gcacaccctg tcaggcttac tgctaatgcc
  2931481 gcgccaccca ctatttgcca taatgccttt ggctgccaag gtttcatagg cctctctcct
  2931541 tgttattatt aagatgctgg ctattcacag aaaagcctgc gttaataagt ggcttcaacc
  2931601 acctagcgtg ctaattatag cataaagctc gaattattac cgaatcgccc caatttgatg
  2931661 tattcagcag atcacttccc acgattaatt catcacttga gtaatggttt cacggcaata
  2931721 tattgacgac tggcgggttg attcagcaca ctgtgtatga actcaaccat caggggcgac
  2931781 aacatgagtc aggcattaga aaaactgctc gatctgctcg atctagagaa aattgaagaa
  2931841 ggcattttcc gtggacaaag cgaagatcta ggtttgcggc aggtatttgg tggtcaggtt
  2931901 gttggtcagg cgatttatgc tgcgaaacaa accgtccccg cagaacggac tgttcactca
  2931961 tttcatagct attttctgcg ccctggagac agcagtaaac ccattattta tgacgtagaa
  2932021 acactgcgtg atggcaacag tttcagcgcc cgccgggtca gtgcgattca aaatggtaag
  2932081 cctatctttt atatgacggc ctcgttccag agtcaggaag aagggtttga gcaccaaaat
  2932141 acaatgccag acgtcccacc accagaaggg ttaatgtccg aaacggatat tgcccgccag
  2932201 ttttcacact tgatccccga gaaagtgcga gaaaagttta ttggcccaca acccattgaa
  2932261 atgcgtccgg taaaattcca caacccgctg caaggcagtg tagaagaacc caatcgctat
  2932321 gtttggttcc gcgctaatgg caaaatgcca gatgacctac gggttcatca atatttactg
  2932381 ggttatgcct cggactttaa tttcctgccc acggctttac aaccgcacgg cattggtttc
  2932441 cttgaacccg gtatgcaaat cgccactatc gaccactcga tgtggttcca tcggccattc
  2932501 cgtttggatg actggttact ctatgccgta gaaagtactt ctgcgtcagg tgcccgtggc
  2932561 ttcgttcgag ggcaaatcta taaccgggaa ggggtgctgg tagcttctac tgtgcaggag
  2932621 ggtgtgattc gtttacatcg ttgatacggg ggtacagatc agcgtgacgt tatctcaacc
  2932681 agttgatgaa tcaatgaaat agcacagggg cgatgtcacc atcgcccctg tagttcatca
  2932741 ttattatgta tttttatgcg ctgctggttt tactgaaacg gcagttaacg acgccccact
  2932801 attctccaac aactgcccct cttttcttta tgtctttttc tttttaactt actgctctat
  2932861 ctcttccgac aggctaacaa ctaacgattg acggaaaatt aacttattga ttatatgcgt
  2932921 tttcaccgtg actgttaaca tccagacctt cacgctcttg ctcttcgggt acccgtaggc
  2932981 ccacaatcaa gcccgcaatt ttaaaggcaa cgaaggcaac aacacccgac cagacaacag
  2933041 tcacaccaac actgaataac tgaacgccga cctgatgccc catggttacg ccagcagcat
  2933101 aaccagtgcc gcccagcgac gccgaggtga agacacccgt cagaatacaa ccgacgatgc
  2933161 cacacacacc atgaacaccg aagacatcac aggtatcatc gacccgcagc cattttttca
  2933221 gtagcacgcc cccccacagg ccagcaacac caccaaccaa accgataatc aatgcaccgc
  2933281 caacccctac cgtacctgct gccggagtaa tcgcaaccaa gcctgcgata caaccggaac
  2933341 atgcccccaa cagcgaaggt ttacctcgta aagcccactc agcaaatacc cacgagagga
  2933401 tggcgcccgc cgttgcaacg acggtattca agaacgctag cgctgcaatt tcgttcgcag
  2933461 cactggctga accagcattg aagccaaacc agccaatata cagaatcgcc gtaccggtaa
  2933521 agaccatcgg taagttatgg ggtttgaagg cctctttacc gaatccggca cgtttaccca
  2933581 acagataagc cccgaccaaa ccagcaacag cggcgttaat gtgcaccact gtaccaccag
  2933641 caaaatccag cgctccgtcc attgccagga aaccaccacc ccataccatg tgcgctattg
  2933701 gtaggtaaga gaaggtgaac cacagcgcgg cgaaaattaa tactgctgag aaacgaatac
  2933761 gctctgcgaa tgaacccaca atcagagcga cggtgataca ggcaaatgag gcttggaaca
  2933821 cgacatgaat atattgatag aacgagccac tcaggctagt cagctcaata cctttcagca
  2933881 tggccatatc aaaactgccg aagaacgcat tacccgcact aaacgccagg ctgtagccgt
  2933941 agagaatcca caaaacacat accagcgcaa aactcaccat gacctgagtc atcattgaca
  2934001 atacgttttt ggagcgcaac aggccaccgt agaacagggc aataccgggt atcgtcataa
  2934061 acagtactaa cgcagtgcaa atcatcataa aagcattatc tgctttgtca gcgactgccg
  2934121 gtgccgccgc cattgcccaa gaaggtaaca gcgctaccgt acccaggccc aacacggata
  2934181 aaagtttttt catcatcaac ccatccctat tctctaaatt tgagcctgca aattacagcg
  2934241 ctgcttcgtc tgtttcgcca gtacggatgc gaataacacg ttgcaattca gcaacgaaaa
  2934301 ttttgccatc accaattttt ccggtatagg ccgctttact gatcacatca atcacttcgt
  2934361 ctaattgatc atcggcgatg gcgatatcaa tttttacttt gggtaagaaa ttgacgctgt
  2934421 attcagctcc tcgataaagc tctgcatgcc ctttctggcg accaaaccct ttgacttcgg
  2934481 ttacggtcag cccctgaata cctacagaag ataaggcttc tcgcacatct tccagcttaa
  2934541 atggttttat caccacggta accagcttca tatttgcccc ttctcgaatt aagtcgaatt
  2934601 cacgtctgcc acgaaacaga taaagcaaag gctatgccat aagtaatcac ggcgataatt
  2934661 tagtgtgaaa atagcgtgtc tagggagatt aggataagta aaaccagaga ggctcaatgc
  2934721 agctaccgcg attgaatggc tttagcgcac caagttggtg caatgagcct tgcgaaagtg
  2934781 cacgttgcgg ttaacaggcg atgagtatgc aagatgggtg ggtttgcaag atgcatggtt
  2934841 ttgcaagatg atagtgcgat gtagcggtaa atatgggcat tcaaagggca gtctactcct
  2934901 tgagagcgga ggacgagaat aagtgagtga gtgagtcaat aaataacgtg gggcgacatc
  2934961 accccacgcg tgctgcttaa ctcacgctca ttccggcttg atcaatagta ctttgatcaa
  2935021 tagagccttt atcaatagct tcctgatcaa tggcagccaa atcttcgctg actaactgca
  2935081 actggtacat ctggtaataa cgcccacggg cagctagcag cgcttgatga ttaccctgct
  2935141 caaccgcaac accacggtgc agtaccaaaa tactatccgc ctccacaatc gtcgaaaggc
  2935201 gatgagcaat aaccaccagc gtggtatttt ttcgaatcac ctgtaatgcc cgctgaatag
  2935261 cctgttcagt gccagagtca atattcgcag tggcttcatc cagaatcagg atttggggcg
  2935321 cttgcaccaa cacccgcgcc atcgccagca actgtttttg cccaacagac aaggtattgc
  2935381 cctgttcccc aagtaaactg tacaagccat caggtaaggt acgaaccaac ggtgccaatt
  2935441 gaacggtttc gagtgcctcc cacacttgct gttcactaag gtcacgccca agggtgatat
  2935501 tcgcaaagaa ggagtcagcc aacaccacgg gatcttgctg taccaacgct accccctggc
  2935561 gcagaacctg atgggagagg cgggataatg gccggccatc aagcaaaatc tcaccttgct
  2935621 gaacgggata gtagcccatc aacaggttag ctagcgtact tttaccactg ccggtgtgcc
  2935681 caactaaagc cacgaatcca cgggagggga cattgagaga aatattgtgt aacaccattt
  2935741 tatccgagcg atacgcaaag ctgacgtttt ccacctgaat acggccactg ctcaagggaa
  2935801 tattgtcgct accatagccc tgctgcgcac gatccatcag atcaaaaata cgctctcctg
  2935861 ccactacggc ctgttgcata attgattgct gcgatgtcag ttcaatcaac ggctcattca
  2935921 ggcggccaag gtaattaatg aacgcataca gcacacctac ccccacagaa ccttcagggc
  2935981 tgaaaccgaa aagcagcagt agaccacata gcaccaaggc agagaatagg ctcaataaag
  2936041 ggcgtaatag aaagccctcc agccgtaagg tttgcatccg ggcaacataa tgcgcacggc
  2936101 tggcagacgc catgcgttct ccgaaacggg cctgctgacg gaattgctga atgacgccca
  2936161 taccattaat gacttcatta aaaccatcgt taatatcagc cagataggat cgtacccggc
  2936221 gaacgatagg ggtgctatag cgctgataga ttgtcatcac caccaacacc gcagggaaga
  2936281 tacaaattga aatcagcgcc atccgccaat ccagactaaa cattgccacc agcatcgcac
  2936341 taattaaggc cgcacttttc aaaaccgtag aaaccaccat gacatataaa tctttgatca
  2936401 cttcggtgtc attggttact cgggaaatta actgcccaac aggctgagta tcaaaagcac
  2936461 tgagaggttg acgtaatgca gcgtccatca catcaatgcg tagccgctga acgaccccca
  2936521 ctgccgcacg gttaaacagc aatgcctgaa aatagtgcaa tgtcgcggcc aataattgca
  2936581 acaacagata ggccaatgcc aacccactga ctagccccag aggtaatgtg cctttggcga
  2936641 ctacatggtc aataaaataa ctgatcagta gtggaccact tacctctgct gccgccgcaa
  2936701 cccacagcat taagactgcc agccccagcg gtttacgata aggcgaaccg taggaaagca
  2936761 ggcgtttcaa tgtcggccaa agttgctgaa cgttattcat cggcttcgac ctcctgctca
  2936821 ccgtcatcca atgcggcttc taattgctga tagcggtaca tctcccgata ccaacccgtc
  2936881 tgattgacta gaaggctgtg gggcccccgc tgcattacac caccatgttg catcaccaga
  2936941 atttcgctgg cttcagtcaa tgcagaaagg cgatgcgcgc tgataatgac ggtacgctgt
  2937001 tcgccccact cgcgtaggtt ttttaaaatt tcatgctccg tctggccatc aaccgcagaa
  2937061 agtgcatcat caagaataag tatttcagca tccaacaaaa gcgctctggc aatagatatg
  2937121 cgctgtttct gtccaccgga caacatcact ccacgctcgc ctacttcagt gtcataaccc
  2937181 tgcggcagac gcaaaatatc ttcatgtaca caggccaggc gggccgcctg ctcaatctgt
  2937241 gcgggggtcg catcgggttt acccaaggca atattaccgg ccaccgtatc ggagaacagg
  2937301 aaaggggtct ggctaacgac cgataaacgg ccacgccaat cattcaaccg aatatccgac
  2937361 agcggatgcc cttgataaca aataacaccg tcatcaatat caaattgccg ctggattaag
  2937421 gccagcaagg tactcttacc cgaacctgtt ggcccacata accccagcat ggcccctgga
  2937481 accagcgtca gtaccacatt atgtagtgcc ggttgatcac tgcctggata acaaaaatga
  2937541 cgaatattaa ccgctaatgt gtcacgcaca tcagacaaag taatgtggcc atctttaacc
  2937601 acaggtgctt catccaacaa actgcggatg cggctataag cggcactacc gcgctcaaca
  2937661 atattaaaca tccatgccaa tgccagcatt ggccaaatca tcagccccaa atacataaca
  2937721 aaactggtta attgccctaa ggtaatgctg ttattcacca ccatccagct accgccacca
  2937781 atagctaata aattagcgat accaatagca atataaattg tagggtcaaa gcgggcatca
  2937841 atgcgggcga catacatatt cttcgcaccg gtttctgccg ctacctgagc aaactgttgt
  2937901 gactgacgat cttccagacc aaaggcctta atcatgcgaa tactggtcag gctctcttga
  2937961 gcctgattat taagcaaaga aaaggcaccc tgagcggatt taaaacgctg atgaagttgg
  2938021 tcaccgtaat acttaatcac tatcgccatg atgggcatcg gtaatagcga taacagtgtt
  2938081 aattgccagc tgatttgggt gctcataaca atcaataccg cacaccccat gaccagtgaa
  2938141 tcgaccagcg ttagtacccc ttcacctgcg gcgaagacaa cgcgatcaac atcattggtg
  2938201 gcgcgagcca ttaaatcgcc agtgcgatga cgtgaataaa aaccgggagt ttgccgactc
  2938261 agctgacgat aaaaatcaga tctcaactcc accgccaact gataagaggc accgaataat
  2938321 aagactcgcc agacataacg caacaaatag accaccacgg cagtcgcgag catcacgcca
  2938381 atccaaacca ataacatatt ggtggacatc tgttttgtac tgatatcatc cactataacg
  2938441 cccaccaact tgggcggaat taattgcaga atagcgataa taatcagtag tagcaccgcc
  2938501 cctacataac ggtgccattc acggcgaaaa taccaaccta attgtgcaaa caatctcacg
  2938561 cagttttatt ccatggtctg ataccgaaag tgtcggtgtg tttttcgcga tagacgatgc
  2938621 tctaggatac cattgataaa cagatttttt agtgaattat tcactccggg actggcagca
  2938681 cggtggtgta tttaatcttt tccatcgcaa aacttgacgt gacatcaata agccccggaa
  2938741 cgccgttaac catccgttta taaaaacggt cataactttt catatctgcc acttctactt
  2938801 gcatgagata gtcgtattct ccggccatac gatagaaagc cagtacctca ggcatttgct
  2938861 tagtaaatgc gacaaactct tggtaccagt cactgttatg ctgctgtgtt ttgatcagca
  2938921 caaatgccgt cagccccagc cccaattttt cactatccag taacgccact cgcccgcgga
  2938981 taaaaccttc atcctccaaa cgctttaaac gtttccagca aggggttgac gttagattga
  2939041 ccgcatcggc caacacgtgc agcgattgtg tgcagtcttc ctgcagcata cgcagtagtt
  2939101 tacgatctgt tttatctagc atagtggtaa accatagaat taatttctac catttggcga
  2939161 taaagaagga aaaatggcaa cgcttttttc tttgataacc gttaacctag tcgccatgac
  2939221 ttaactacct atatcacagg ccatcaaatg accaatacat gggtgaaaaa tgctatcaat
  2939281 gaaatagaag ctgactttca acgctccgct gatacgcatt taattcgctt aaatttatca
  2939341 gcttttccag gtatttatct gtatttaaaa gatgaaagta cccacccaac aggcagtttg
  2939401 aaacaccgct tggcgcgttc actgttttta tatggcttat gcaatggctg gataaccgaa
  2939461 gggacgacca ttattgaagc ttcatcgggg agtactgcgg tctcggaagc ctactttgct
  2939521 cgcctgatcg gcctgccatt tatcgctgtc atgccaagtg gtaccacgcg acgtaaagtt
  2939581 gaacaaatca ccttctacgg tggccgttgc cattttgtcg atcatgcagg acaaatttat
  2939641 gccgcatcgg aacaactggc ccgtgatttg aacggtcact atatggatca gtttacttat
  2939701 gcggaacggg caaccgattg gcgcggcaat aacaatattg cagacagcat tttccgtcaa
  2939761 atggcacggg agcctttccc aaccccagat tatattgtga tgagcgcagg gaccggtggc
  2939821 acctcagcaa ccttaggccg ttatatccgt tatcaaggac atgacactca gttggtggtg
  2939881 gtcgacccgg aaaactcggt attttatgat tgcttctgta cccgtgaccg caccgtcacg
  2939941 ggccgttgtg gtagccgtat tgaagggata ggccgtccac gtgctgagcc ttcttttatt
  2940001 ccagaagtga ttgatagcat gctacgcgta cctgatgctg ccagtatcgc cactcttcat
  2940061 tggctggaga gtattcttag ccgtaaagtg ggagcctcaa cgggtaccaa tgtctggggt
  2940121 gcattgcaat tggcaaaaca gatgcgtgaa caaggcaaat ctggcgccat cgtgacattg
  2940181 ctctgtgaca gtggtgaacg ttatcttgat acctattata acgaggaatg ggtcagcaat
  2940241 aacattgggg atttaacacc atttaccaat gaattgaata atctgtaggc gaatatatat
  2940301 ctgtgattca gatgaatgag cgcgaataac gctgcagtgg cattaagttt cattaatgtc
  2940361 cagttgcagt aactttcagt ttcagtaacg tccaatttca aagagataaa agcggtttgt
  2940421 cagctaggca tgaacactga caaaccgcct acggaagaaa aaaaccggat ggttctccgg
  2940481 ctggctaata gctatcacct cagaattcgg gggaataggt gaggtgtggt gaacttagcc
  2940541 aatggtgcaa atagtgggcg acgccttgtt gctcacagcg accaataatc tgtaactggg
  2940601 gtaattcttg cttcaattgc ggtaatgcat tgcccatcac taacccacgc cccacgcgcg
  2940661 acaacatttc tttatcattc atcgcgtcgc cgaatgccat acagtcagcc aaggttaaat
  2940721 caagatggtg gcttagtttt tctaaagcca cccctttgtt acaaccacgg ggtaaaactt
  2940781 caagacaatc cgtcgctgaa aaacagaaat cagcttcacc gcccatctgc tgctctaatt
  2940841 gcgctttcaa ttcgacaagt tcctgatgtg aagcaataaa acagaacttg tgattaccgg
  2940901 ttagaggcaa ctcatcccat tcggtaagct ggaaatggaa accactggta gtgtgtgcta
  2940961 tcagcagatc gggatcatta cgatcagtaa accagccatc atcacggaaa aggtgaatac
  2941021 tggcatttgt ctgccatggg gtacgcagca caaattccac caactctgcc ggtaagtcca
  2941081 tgccgtataa aggattaccc tcagcatcgc agactcgggt gccattaccg gtaatcaaat
  2941141 aaccatttag gcctgaatgg gataatatgc ctttcatatc aaggtagtgc cgcccggtcg
  2941201 cgaaggtcag agttacccca gcatcggcta attgatgcag cgcattcagt gtgatgctac
  2941261 ctattttatg gtcacgcatc agcaacgttc catccatatc aaaagcggct aaacggtaca
  2941321 ttcaaaacct cgtaaaatat gaaaccggtg gcatggataa aattatggcg tagtatttac
  2941381 ggaactaata gtgaacaaat aatttaaact attccggatt taattatgcg cattattcac
  2941441 cggcttaccc aatatgagcg tttatatcaa aaatttggtg accacccggt ggcgactacc
  2941501 gtggctgacg tggctagttt actcttttgt agcgaacggc atgcccgcac cctgattcag
  2941561 caactacaga tgaagagttg gctaagctgg cattcacaag tgggtagagg gaaacgagcg
  2941621 caactgcaat gcctgaaaaa acctgatgca ttacgggcta tttacctgca acagttcctt
  2941681 gagcaaggcg atcatcaagc ggcattctca atagcacaat tggaacccga gcgcctacag
  2941741 accttactta ccccccatat gggcggacaa tggcaagccg atagccctat tctgcgtatc
  2941801 ccctactacc gcgagctgga accgcttaat cccatgaatg cttcagggcg ggcagaacag
  2941861 cacctgattt atactttgca tgctgggctg acacggttta atacaggtga cccgttgcct
  2941921 aaacctgatt tggctcatca ctggcaaatc agcgcagatg gcttaacctg gcagttcttc
  2941981 ttacgcagcc aactacgttg gcataatggc gaccacattc atggtaagca attattgcaa
  2942041 acactggaga ttctgcgcgc aaaccgacgt agccacccca gttttgctaa tattgttact
  2942101 atcactctcc cccacgcttt atgcctacaa tttacccttt cccaaccaga ttattggcta
  2942161 gcacaccggc tggctgattt accctgtagg ctttttcatc cagacgatcc ctttttaggt
  2942221 gcgggtcctt ttaaattagc gacctttgat aaacatttag ttcgactaaa gcagcacgaa
  2942281 ttttaccatt tgcaacatcc ctatctggac attatcgagt actggatcac ccctagcctg
  2942341 acggtaaatt caacaaatgg cagttgccag catccggttc gcatcaccat cggccaagag
  2942401 gaagagttcc cactggcccg ccccgtacag cgcggcatga gcctcggatt ctgctatctg
  2942461 gctattaatc gccatcgtag caacctcact ccacagcaaa tagccaagct actgatgtta
  2942521 gtccaaacct cgggtatatt agaggcgctc tccatcagcc gtgacgtaat aacgccctgc
  2942581 catgaaatcc ttccaggctg gcctattcca cagttttcga cggatgaaaa tccctccctt
  2942641 cccgcctgtt tggttctgac ctatcaaccg ccgatggagc ttgagagtgt cgctgagcaa
  2942701 ctaaaaatag tattagccgc tcatggctgt acattagaga tccgcgcctg ccatgataaa
  2942761 cagtggcaag atgttgacaa aattaaagag agcgatttac tgttggccga tcatttagtc
  2942821 ggtgaatcgc cagaggccac aatggagagc tggctacggc tggaccctct gtggcgcgga
  2942881 attttacaga acgaacagtg gaaccagcag caaaaaacgc tgaccttcat tcagcagata
  2942941 gaaagcgcgc cagaacgttt tcgccaatta caggcacatt acgatgacct gatgttagcg
  2943001 ggactgattt tgccgctgtt taactatgaa tatcaggtca atgccccatc acgcatcaat
  2943061 ggggttacat taacggcata tggttggttc gatttctgtc aagcctggct accgccaata
  2943121 acgaattaat ggctaccctg caagttataa cctaataggt aattagcgat aacattacat
  2943181 agatgattag ctataacgtt aagcgggcat agcggcatag caatcataat cagcaaccgg
  2943241 ctctaatctc taatgctaaa agcataatga caagcaaccc aatggagggt gactaccctt
  2943301 ctgcgtgtta actgagtaac atactgccag ttcttaattt atgctgcagg gttagcccaa
  2943361 tcattgttac ctgcagccgt acgaggttac cgaatgaaac gtgccgtagt tgtctttagt
  2943421 ggtgggcaag attccaccac ctgcttaatt caagcgttac agcaatatga cgaagtacat
  2943481 tgcattactt tcgattacgg ccaacgccac cgtacggaaa tagatgttgc tcgcgaactt
  2943541 gcactccaac taggtgccac agcacataaa gtactggatg tcggtatgtt gaacgaactg
  2943601 gccgtcagta gcctgactcg tgacagtatt cctgtcccgt catatgatgc caacgctgac
  2943661 ggtgcattac ccagtacttt tgtccctgga cgtaacatac tgtttctcac cttagcctct
  2943721 atttatgcgt atcaagtgca agcccaggcc gttatcaccg gtgtttgcga aactgacttt
  2943781 tctggctatc cggattgccg cgatgagttt attaaggcat tgaaccacgc tatcgattta
  2943841 ggtattggcc gggatatcgc ttttatcacc cccctgatgt ggcttgataa agccgaaacc
  2943901 tgggcactag ccgattacta tcaacaattg gatctcattc gccaccatac actgacctgt
  2943961 tacaacggaa ttaaaggaga cggctgtggc caatgtgcag cgtgtcacct acgggctaaa
  2944021 ggcctggcat cctatatggc gaataaacag caggttatat taaacctaaa gcaaaaggtg
  2944081 gggttagcct gatatatagc ggcctatcta tataatatgg ccgcaacaca cgctctcaat
  2944141 aaccgttccc cttctcaacc accgtttagg attaatatca agctccccga ttgactagct
  2944201 cctccagttt ttcacgcaac tcaccttcca gcggcaatgc tttctggcta cgttggtcaa
  2944261 tacagacaaa tgtcagttcc gcatcaacaa ccgggatagc cgttggttca agcgtgatcg
  2944321 tatgcttcat cacaccactt ttaccgttta gtttaagtaa ctggctatcg atacgtagca
  2944381 agtcacctaa tacagcaggc cgacggtagc taatattgat attcaccacg ataaaagcaa
  2944441 tttggtgctc aaccatccat tggaatacgg gttgcccatc cagccattcc caacgggcct
  2944501 cttcgagaaa ctctaagtat cgggcattat taacatgttg aaaaacatca atatggaaac
  2944561 cccggacttt aatatgggtg tgcatggcta tgagcttctc caatctgtga ataaatgtga
  2944621 gaggattacc aacaaaactg gtaggacctc aagacaagat tagcagacga aaattgctgc
  2944681 atagcatgct cactgtataa ccttgatcag aatcacagtt ttaaatcacc gccctaatca
  2944741 acctaataaa atgctaataa ttatgttggt aaaagccgcc agaccaatac ctaccgatgg
  2944801 ccagcaccgc ctggcggctt gatttaccaa cttactgctc tatttataat ccatatacca
  2944861 cttttataat ccaaataccg ctttggctcc tatgaaactc accaggaagc atcagggggt
  2944921 tcccttacaa caagagcatc acaatttaat cttgccgtta tttcgctcca agaaagaggg
  2944981 accaaggcca ggcacttcga gtaattgatc cacatgtgtg aatggccccg actgttcacg
  2945041 ataggtaatg atcgcttccg ccttttttct gccaatacca ttcaagaact gcgctaactg
  2945101 ttcagcatta gcgctattaa tattgatctg gtgttgttgg ttgtctgatg cgttaaccga
  2945161 ggaatctgct gctacatttt tagtgttatc acttatcttc tctaccgact gtgctggcgt
  2945221 accttttact ttagcgccgt tatctgcggc gctattaggc gacttttttg agactttatc
  2945281 ctgcgtatta tctgtggaag cggcaggggc cgcataagcg aaagaatgaa tattgagacc
  2945341 cgttagtaat acggttatgg cgaataattt tcctaaaaat ttcatgctgt atcctccttg
  2945401 tgtttgacag catggctacc ttgccgtacc ccttggctca acgcaaaggg cagatcacag
  2945461 atatgcgaaa ggtcgccaaa gcgacctttc ttttattaca tcggtttgca aatgaatgcg
  2945521 aagcttattg cggttgttgt tgctctgcag ggcctatttt aatggttgcc tgcttatgca
  2945581 gattagccat caacgcatca aatatcatgc taacggactc ttcctgcatc ttctcaataa
  2945641 agatcttcgt ttcactttcc tgcaatttac ccggagtcac cgataacagc tcgatcaata
  2945701 cgatgttgcc ttgacggtcc tgagataaac cataaaccgg ctggtctttc tgtggatgcg
  2945761 ccagagcgaa gattgtctgc ataagttgat catcaaccga tgcatatgac agcgttttct
  2945821 tttccccgaa gctgataccc gcggacttca tcgcttcttc gcctttacct tgtttcaacg
  2945881 cggttagaat cttttcacca tcgacacgcg cctgttgttc cgctttttgg cgtttcacca
  2945941 gctcactaat ttgatcgcga acctgatcga atggctcaat accttcaggc ttgtgaccat
  2946001 caatacggat gacaaaagca cgatcaccat ccacggtaat aacctcagag ttactccccg
  2946061 cagaaccgtt ctcacccacc aggcgaccat caaagattgc ctggactacc ggtttgaaat
  2946121 taatttcagc cggtaccgtg tcacgggtga accaacctgt ttgttgagct ttagtccccg
  2946181 cgacctcttc ggctgaagcc agagattcgt tatcgctagt tgccgcatca ttgacttttt
  2946241 gctgtagcgc ataataagcg tcaagcgctt tttcctgctt aagcttttta gccaactcat
  2946301 catgcacttc tgatagcggt ttaactaatt ctggtttgat atcatttaag cgaacaatta
  2946361 aataaccgac agaagatttg atcacatcag acagttggcc tttctcgctc agattggcag
  2946421 ctttcacctc atcaggtgtt gtttctggct ccagccaacc gagttcgcca ccattattac
  2946481 gagaaataat atcggtggat ttttctttag ctatcacagc aaaatcagca ccttttttca
  2946541 gctcatcaag cgccgcttta gcttcgactt ctgttttaaa ctgaatgacg ctgtaattac
  2946601 ggcgttcagg ttgggtgtaa ctgctgcggt tttgatcgta atacgctgca atatcctctt
  2946661 cagtcaccgt gatattgctc tgcattgccg ctgcatccat tgcaataaaa ctgactttca
  2946721 tctgttccgg tgcaatgaaa ttatgtttgt tctgatcgta ataagcttgt agctcttcat
  2946781 cagtaacttt ctgctctgct tgaagtgctt tgaggtccaa agtagccaag cggacatcac
  2946841 gttgttgtaa aaccaacgct gacattgcct gcacttcaat aggcagcaca aaaccggtat
  2946901 cactaaaggc tttcagcaat tgctggttga tcaactgctg acgctgtaat tgagcaaatt
  2946961 gctctggggt gtagcccagt tggttaatca gtgcgagata tcggttattg tcgaaatgtt
  2947021 cacctgtttg gaaatcaggt atctggcgga tagactcttt tacttgttca tcactgacag
  2947081 tcagacccaa ttttctagca tattggtcaa gtaacacatt gttgatcaat tgccccagca
  2947141 cctgctgacg caactgttgc atatagcctt cattcgcggc cagcacagag aactgttcac
  2947201 ctaatttttg ttgcaggcga ccacgttcac tttgcatagc ctgttctaac tgagcccggc
  2947261 taatgtcttg gtcattaact ttggctgcgt aatcgttgga gccaccaatc aaatagctgc
  2947321 caaccccagt caggataaag gacaacatga tcagggccag aatgattttg agcacgacgt
  2947381 tattagcagc cgcgcgtaaa ttgtccatca taatgtgaca atactccgct gtaatgtgga
  2947441 ttaaaactct tgcgcaggtc taaataaaac cagcattcct tgcgacagcc cttcgtgctg
  2947501 ctgcgcgtta aaactgctta ctgtgctttt attaccgtta gccagccact aaggttgttt
  2947561 cgccagactg gcattttacg tcagttcagg ggctaagcga aaaaaaagcg catcataaac
  2947621 gatgcgcctt gtatcttacc ttaccagctc aactgcgtca ggttattgtt taacacaaac
  2947681 aatatttgcc acaggtgata tttgacgcaa atcagtttac tgcatctttc aggcctttac
  2947741 cggcacgaaa acccggtact ttagcggctg gaatactaat ttctttacct gtctgcgggt
  2947801 tacggccagt acgtgcagaa cgctcacgta ctgcaaaagt accaaaacca accagagcca
  2947861 catcatcccc ttctttcaag gattcagtaa cagaagtaat aattgcatct aacgcacgcc
  2947921 cagcggccgc tttagaaata tcagcacctg cggcaatttt gtctatcagt tgtgacttat
  2947981 tcactctttc atccccttta gaattctatc gtcgcgccga aaatccctac ggacaacacg
  2948041 acagcgcggc tgttatatca atcctgtcca accttggcaa gcagcccaag agcttaaaat
  2948101 tttgccggac agccgaacta acttagcggc acaaaaaata gctggcaagc aggatttcac
  2948161 ttaccagcat tagttttatc aatacttctt gcgatccgtc actattttgg cgctactggc
  2948221 tgggcaccaa aggccgggtg ttccaacgca atggctaaaa catcatcaat tcgtttaacc
  2948281 gggtggatct ccagatcagc gataacattg tcaggaatct cttccagatc acgtttgtta
  2948341 tcatctggaa tcaacaccac tttgatccca ccacggtgag cggccagtaa tttctctttc
  2948401 aaaccgccaa tcggcaatac taagccgcgt aaggttatct cacccgtcat tgcaacatca
  2948461 gcacgaacgg ggttacccgt cagacaagaa accagtgctg tgcacattgc aatacctgcg
  2948521 cttgggccat ctttaggtgt cgccccttcc ggcacatgca cgtggatgtc gcgtttttca
  2948581 tagaaatcag gattgatacc caatttatcc gcacgcgcac gcactacggt tagagccgcc
  2948641 tgaatcgact cttgcatcac ttcacccagt gagccggtat aagtcaactt gcctttacct
  2948701 ggaacacaag cggtctcgat agtaagtaag tcaccaccca cttcagtcca cgctagaccc
  2948761 gttacctgac ctacgcggtt ttcagtatcg gcacgaccat agtcaacctt ctgaacgcca
  2948821 aggaaatctt ttaggttatc cccgttgatt tcaatgtgct taaccgtttt gtccatcagc
  2948881 agatttttta ccgccttacg acacagttta gaaatttcac gttccaaact acgcacccca
  2948941 gcttcacggg tgtagtaacg gatgatgctc ataatggcgc tgtcatcaat ggtcaactca
  2949001 cctttcttga tggcattacg ctcaaattgt tttggcagca aatgctgttt agcaatattg
  2949061 agtttctcat cttcggtata gccggacaga cgaataactt ccatacgatc cagcaacggg
  2949121 gctggaatat tcatggagtt agaggtcgcc acaaacatca catccgagag atcgtaatcc
  2949181 acttccaggt agtgatcgtt aaatgcaacg ttttgttctg gatccagcac ctccagtaac
  2949241 gcagaagcag gatctccgcg catatccgat gccattttat cgatctcatc caataggaag
  2949301 agtggatttt tcacacccac ttttgccatc ttctggatca atttacccgg catagaacca
  2949361 atatacgtcc gacggtgacc acggatttca gcttcatcac gcaccccacc caatgccata
  2949421 cgcacatact ggcggcccgt tgccttagca attgactgcc ctagagaggt tttaccgacc
  2949481 ccaggaggcc caaccaagca gaggattggc cctttaattt tgctgacccg gctctggact
  2949541 gcgagatatt ccaagatacg atctttaaca cgctctaaac cgtagtggtc ggtatccaga
  2949601 acttcttgtg ctttaaccag atctttttta actttgctgc ggctattcca aggaacctgc
  2949661 aacatccagt cgatgtaacc acgtaccacg gttgcttccg cagacattgg cgacatcatt
  2949721 ttcagttttt gcagttccgc ttcggttttt tcacgtgcat ctttcggcat tttagccgct
  2949781 tcaattttac gcttcagcgc ttcatgctcg tctggcgtat cgtccatctc gcccagttct
  2949841 ttctgaatag ctttcatttg ctcattcaga tagtactcgc gctggctctt ttccatctgt
  2949901 tttttaacac gattacggat ccgcttttcg acctgtaaca gatcgatttc cgactccatc
  2949961 atcgccatca agtattccag acgttcggtg atatcgaaca tttccagaac agcttgttta
  2950021 tcatttaact tcaatggcat atgtgcagcg atggtatcag caagacgtgc cgcatcatca
  2950081 atactgtgca gcgaagccag cacttccggc ggaatttttt tgttcagttt gatataacct
  2950141 tcaaactgat taatcgcggt acgcaccaag acttcttgct cgcgatcatc catcacgggt
  2950201 gattcaaggt attccgcttg ggcagcaaaa tgctcgccac tgtcagaaag cgtggtgata
  2950261 cgcgcacgct gtaaaccttc aaccaacact tttactgtgc cgtcaggcaa cttcagcatt
  2950321 tgcaaaatcg aggctacggt acccaccgaa aacagatcgt tgataccagg ttcgtcggtc
  2950381 gaagcttctt tctgcgcaac cagcatgatt cttttatcat ggtccatcgc agcttccagg
  2950441 caccgaatcg acttttcccg gccaacaaat agtgggatca ccatatgcgg ataaaccacc
  2950501 acatcgcgca gaggcaatac ggggatttct atgcgttcgg aacgctcagg gttcatagag
  2950561 ctctctctta gtttagcttc cgccagatta ctggaaatct cgtgaaacac gagtcatcac
  2950621 gagtttcact aaataggtat ttgagtatat ggggacgaat gtcttacatt caacgataac
  2950681 aatgcgagga aaaagaaatg ggggataaaa tcccccattg tcatactaac tgcctggaca
  2950741 atctggttaa ttattcacca gaagcttgcg cttcgggctg accataaatc agcatcggtg
  2950801 cagattggcc agcaataact gattcatcca cgaccacctt ctctacgcta tccattgatg
  2950861 gcagatcata catcgtatcc agcaaagcac cttcgacaat ggagcgcagc ccacgagcac
  2950921 ctgttttacg cgccatcgct ttcttggcaa tcgcagtcaa tgcttcgtca cggaactcga
  2950981 gttcaacacc ttcaaggctg aataatgcct gatattgctt ggtcagtgca tttttcggct
  2951041 ctttaaggat ctgaatcagt gcgtcctcac tcagttcgct caatgtggcg actaccggca
  2951101 aacgaccgat aaattcaggg attaagccaa atttgatcag gtcttctggc tcaacctgac
  2951161 tcagcaactc accttctgtt gccttttctg attggccttt taccactgcg ccaaagccga
  2951221 tacctgagcc agtattaata cgctgcccaa taactttatc caaaccggca aaagcaccac
  2951281 cacaaataaa cagaatcttg gaggtatcaa cctgcaaaaa ctcctgctgt ggatgcttac
  2951341 gaccaccttg tggcggcacc gcagcaatag tcccttcgat caatttcagc agagcctgtt
  2951401 gtacgccttc acctgagaca tcacgggtga tcgacggatt atcagacttg cgtgaaattt
  2951461 tatcaatttc atcgatatag acgataccac gttgtgcttt ctgtacgtcg taatcacact
  2951521 tctgtagtag cttctgaatg atgttttcga catcttcacc cacatagcca gcttcagtca
  2951581 gcgtagtcgc gtccgccata gtaaatggca cgtccaggag gcgagccaat gtttccgcca
  2951641 acagcgtttt accgctccct gtcggaccaa tcagcaaaat attactttta cccagttcaa
  2951701 taccattact ggtatcaccg ttacgcagac gcttgtagtg gttatacacc gcaactgcca
  2951761 gcactttttt cgcaggttcc tgcccgatga cataatcatc gaggtggtgg cgaatttcat
  2951821 gcggtgttgg cagtgaactg cgatcccggt gcggggaaac ttccttaatc tcttcgcgaa
  2951881 taatgtcatt acacaaatcg acacattcat cgcagatata cactgacggc ccggcaatta
  2951941 gcttacgcac ttcatgctgg cttttgccgc agaaagagca atacagcagc tttcctgaac
  2952001 cgtctttgcg cttatctgtc atcagtaaac ctcttcttta gtatctgcca cacccgaaac
  2952061 tatggtggca gggagactat tctcgctatt tctggacatc acgttaacgt tcaacggata
  2952121 gccgatatac caaggagtat tcgaacaaca cgcgattgca tctactcgat cccataattt
  2952181 gttctattta catacactat agtatatcgg ctcgcagaaa taagtcgtta gtcacggcgg
  2952241 gtgaatacgg aatcaactaa cccatattct acagactgtt ctgctgacaa gaaacggtca
  2952301 cgctctgtgt ctctctctat ttcttcgaga gatttccccg tgtgatatgc catcagttca
  2952361 ttcatgcgcg atttcacttt taaaatctct ttagcatgga tttcaatgtc tgtggcctgt
  2952421 ccctggaaac cgcccaacgg ttggtgaatc atcacccgcg aattcggcaa gcagaaacgt
  2952481 ttacctttgg cacccgcagt caataggaat gcccccattg aacatgcttg ccccatacag
  2952541 atagtgctga catcaggctt aatgaattgc atggtgtcat aaattgacat cccggcagta
  2952601 atcaccccac ctggggagtt gatatacaga aaaatatctt tttctggatt ctcggcttcc
  2952661 aaaaacagca tctgtgctgt gattaggtta gccatatggt cttcaacctg acctgtcagg
  2952721 aagataatgc gttctttcaa cagacgggag aagatatcgt aagaacgctc cccacgtgaa
  2952781 gtctgctcaa ctaccattgg caccagagcc atgttaggtg caaattgatc tcgttcgcca
  2952841 ctgtatgaca ttaccgtctc ctaatagaat ttactttggc gccattcata accgattcta
  2952901 cttgagataa gtaatgatga ctatgttcat gcaacaaggt cgcatacaaa acgcctggcc
  2952961 tcccagactc attcgacaat gataatcagc cagtgtttca tcacatctta tataaacgtc
  2953021 tgttagctta attgggggat caatacgtgt tttcaagccc cacaggtacc ttttatctaa
  2953081 cgaccaactc ttatccctac tgtaatctcg acacccaatt aattatttag ttgctaagtg
  2953141 cttcatttta gttttttaaa tatagcgtag attacaacga aacatatcag atgaatcata
  2953201 ctattaagtg attattgtta ccaaaagaaa aagcccgtga ccaataatgg cgacgggctt
  2953261 aatcaatcaa aatactgaat gggtcccatc cagcatcatg cgctgaaaaa cattacgctg
  2953321 cagtggtctg attcatcagc tcactgaaag tcgttggttt ttcagttact ttggctttag
  2953381 ccagcagcgt ttccactgcc tgctcttcca gagcaacatt acgcatatta ttcatcagct
  2953441 ctttattctt gctgtagaac tcaatcactt cttgtggatc ttcgtaagca gatgccattt
  2953501 cttcgatcag agccttaaca cgatcttcat ctgctttcag ctcatgctgg ctgatcactt
  2953561 cgcccaacag cagaccaaca acgacacggc gcttagcttg ttcttcgaac agttcgcgtg
  2953621 gcagttcagc agcttgtttc tcgttgccac caaaacgctg tgcagcctga cgacgcagaa
  2953681 catcaatttc gccatcaacc agtgccgttg gaacgtcgat attgttagcg ctgaccaagc
  2953741 cgtcgattgc ctgagtttta acacggttac gcaccgcgcc tttcagctca cgttccatat
  2953801 ttttacgcac ttcagcacgc agacctgcca atgaaccatc agcaacacca aaacgtttga
  2953861 taaattcttc agtcagttct ggcagttcgc gaacttcaac tttcttcagc acgatggcga
  2953921 atttagctga tttacctttc agattttctg cgtggtaatc ttctgggaag tttacgtcga
  2953981 tggtgaattc ttcaccggcc ttgtggccga taacaccttc ttcgaaacca gggatcatac
  2954041 ggccctgccc cattgccagc acgaaatcag tcgctttacc gccttcaaat tcttcaccat
  2954101 cgatagagcc ggtgaaatcc agagtcgcgc ggtcttcagc cgttgctgca gcgtcggttt
  2954161 ctttccaggt agcttgttgc ttacgcagtg tttccagcat ggtatcaacg tcagcgtcgt
  2954221 taacttcaac aactggcttc tcaacttcaa tgctttccag atctttcagt tccacttctg
  2954281 gatacacttc gaactcgaca gaataagtaa aatcttcacc ctgcttatac tcaccgggca
  2954341 cgtagtttgg cgcgccagct ggattgattt tttctttgat gatcgcatca acgaaattac
  2954401 gttgcatcag atcacccagt acatcttgac gtactgaggc gccgtaacgc tgttcaacga
  2954461 tattcatcgg cacatggcct ttgcggaaac cgtcgatacg aacattttta gcggctttaa
  2954521 ctaattcact ttttactgct ttctcaatgc tgtcagcagc aacagtaatt gttacacggc
  2954581 ggccaaggcc ttgagtggtt tcaacagaaa cttgcatctt gttacctcaa aaaaatcaca
  2954641 gtgctcggtc aactccagaa gctgcaaacg aagcagcacc attacctttt caggaatgat
  2954701 gcgaactctg aaaacaccct ccaagaaccg ggacggccgc attacagaac cgagtatccc
  2954761 agatgtcaga agcgtcccga aaccattccg gaaaaataag acgcgacatt atagcggcgc
  2954821 ataggttatg agtcgaggaa agcaagcgaa tgttgtcgcg gtaaaattca cgcatgagtc
  2954881 gttccctcgg caaaaactcc tatggcgcaa cgattaaatg aagatgtcgc ctatacagaa
  2954941 acacaaacgg ccctagagcc gtttgtaaaa ttctcatcta ctaataccct aaatcaggcc
  2955001 agaatgacta ctgctattaa gcctgtttat ggattaagcc agtgtattgg caccacgaca
  2955061 agagggagat gctggcacgg tatcttgtaa tcctgcccac tctttccgtg tataagtatg
  2955121 taacgccagc gcgtgaacac tgcctgcaag ctcatcagcc agcacactat aaatagaacg
  2955181 gtgacggctc agaaaacgct gatcttggaa cttatcgcta acgatcacaa ttttaaaatg
  2955241 actttcagag ccggcaggca cattgtggcg atagctttca ttaatcacct cgagatgatc
  2955301 cggtacgaat gccgctttta gtttttcttc aatttgttcc cgaatcaaaa tcatgttgct
  2955361 ctccttactg ccgagacaga aaactgccta ctcacttgta atattagccg aaccctgcgg
  2955421 ttttataaca ttttagatac aaaatatcct ggataaattt cttttgtctg tataccgcat
  2955481 gatgctaatc aggtagtcag atgaaaaggt catttgtcag tgttttaagt aaaaattgag
  2955541 gcatctaggg agaaaatcgg ctttcagatg aatttctgtt catcaggttc ttcccccagc
  2955601 caatggcagt gttatgatgg ggcgactgca aattcgcaaa ataatatggc agctatcctg
  2955661 ctctgattat taaagaattc cataactatc gagaaagtga acatgctaaa gaaaattctt
  2955721 ttcccgctgt tggctatttt tatactggcc ggttgtgcta ccacgagtaa cacgctgaat
  2955781 gtcacgccaa aagtggtatt gccaacacaa gatccaacac tgatgggtgt gactatcagt
  2955841 atcaatggcg cggatcagcg tcaggacgct gcgctggcta aagttaatcg cgatgggcaa
  2955901 ttagtggtgt taacaccatc acgtgatttg cgcttcctgt tacaggaggt tctcgaaaaa
  2955961 caaatgacgg cccgcggtta tatgattggt gctgatggtg cggttgacct acaaattgtg
  2956021 gttaaccaat tgtatgctga tgtgcaggaa ggtaacttgc gctacaacat cactaccaaa
  2956081 gccgatatct caattacggc aacggcgaaa aacggcaaca agcaggtaaa aaactaccgc
  2956141 gcgacctaca atgttcaggg agcatttacg gcaactaacg aaaaaatcac cgatgctgta
  2956201 aatagcgtgt taagtgacgt cattgccgat atggcgcaag acactagcgt cagtagtttc
  2956261 atcaaacaaa atgcacgcta atttggtgtt tgcttggttt tttttgctca acacaactat
  2956321 aaccttcact tagcataatt atagttgctc aacagaatgc tctgcccgat accttgcggc
  2956381 agagcaggta gatttattat gcccaatcgc tattcaaacc tttttaccca acgtaactct
  2956441 atcattcttc tgttattggg ctttgcctca ggccttcctt tagcgctgac cagtggcaca
  2956501 ctgcaggcat ggatgaccgt ggaaaatgtc aatcttaaga cgattggtat tttctcgctg
  2956561 gttggccaag cctatgtctt taagtttctt tggtccccgc tgatggaccg ctacacgccg
  2956621 tcctttttag ggcgtcggcg cggttggtta ctggtaagcc agctattact cattattgcc
  2956681 attatcgcga tgggctttat ggagcctgcc aaacatttat ggtggctggc agcggtcgcg
  2956741 gtattagtcg cattttgttc agcttctcaa gatatcgttt ttgatgctta taaaactgac
  2956801 ttgcttacta ctgaagagcg cggtacgggg gcggcagtat cggtactagg ctaccgcctg
  2956861 gcaatgctgg tttccggtgg gttagcgttg tggattgcag atcgctatct tggctggcaa
  2956921 tcaacttatt ggctaatggc cggattgatg ttgattgggg tattcgctac cttgctcgcc
  2956981 cctgaacccg atatccgaat tgccccacca aaaacattgg agcaggccat tgtcgctcca
  2957041 ttacgtgatt tttttggtcg taataatgct tggctgatct tgctgcttat tgtgttttac
  2957101 aaaatgggag atgcgtttgc cgcaagcctg agtacaactt ttctgatacg tggcgtcggg
  2957161 tttgatgccg gtgaagtggg gttggtgaat aaaacgctgg ggctgatcgc cacgattatt
  2957221 ggcgctctct atggcggcct attaatgcaa cggctgagct tattccgtgc cttaatgatt
  2957281 ttcggtattt tacaagcagt ttctaacatg ggctattggc tactcgctat cactgataaa
  2957341 aatatattct ccatgggcag tgccatattt ttggagaact tatgcggagg gatgggaaca
  2957401 gcagcctttg tcgcattact catgacactc tgtaacaagt ccttctccgc cacacagttt
  2957461 gccctcttat cggccctctc tgctgtgggc cgggtttatg ttggcccgat tgccggttgg
  2957521 tttgtagagg cccatggctg gccacttttc tatttattct ctattgccgc cgccattcca
  2957581 gggctattgc tactgtatgt ctgccgtcaa acgctggatc atacgcagaa aaccgacgaa
  2957641 tttatgcccc ggatcgcatt taaaacggct taccgttggg cactacgttt actcattatt
  2957701 ggcggtctgt tgctgtctgt gtggctaatc ttgttgatat gtaacgcact agattggacc
  2957761 tctgcacccc aagtggccga taccttactc ttgaggggga ttcagttcag catcgtcggg
  2957821 atgactctcg gggggctgct ggattattta gcgctcagac ggcaaaaact agcctagtaa
  2957881 atcacataag tgacataaag ccggtgctgt tcagtttgtg cactggcttt tttgtgttta
  2957941 tccgaaaaac aaacctgaca aataaacccc acaaatacct cactttcaat tcattggcgt
  2958001 aaatcacaac ttttcatgtt tgttgcatgt tttttttaaa aaaatgagat gcatatcacc
  2958061 ttaaaccatt tatcctttcg tgctccgaga ctatgatgag cgcacttttt gctaaggact
  2958121 cactcccttc gcttttcctt aatatttttc atctacacag aggcatttat gcgtaaaatt
  2958181 cttatcggca ctgcagcgct ggcaacagtg actttggcgc catccgtcca agctgaatac
  2958241 caatgggggt tcggtaatgt cagcttgaac taccttgact ggaccagaag cactacgcat
  2958301 aaatcaggtg attcctcgca taaagatgac tttgcctata ttgagttaga aggcggggca
  2958361 ggcttcagtt ggggggaagt ttatggtttc ttcgatttag aaaacccctt caattcaaaa
  2958421 acagcccaac caggtgataa tcaacgctat acctttaaaa caactggccg ctactatctg
  2958481 ggtgacagcg gttttaacct ttatggtcat gtttacggta catactctct gcctggggat
  2958541 aacagaaact tccatgaagt aaatacactg tatgggattg gctataacgc tgctttcgat
  2958601 gctctgtggc taaaaccttt tgttgccctg cactatgttg atcaaactta ctattcaggt
  2958661 aacaacggct atgtggttgg ttgggttgct ggctatgact tcacggcttt cgatgaaaaa
  2958721 ttcagcatca ctaactggaa tgaactggaa tttaaccgtg cagaagccta tgcagcaggc
  2958781 aatggcggga aaaatggtat caacggcgct atcgcattgt ggtggacacc ggttaagccg
  2958841 cttactaccg gtattcaata ccgttatgcc tataaaaaat taggtgaaga ctttttacaa
  2958901 gatggtatcg tttactcaat taaatataat ttctaactat aactaaatga ttccgaggtg
  2958961 cctatttagg acacctcgaa atatatttta atttaccttt gcattacata ttattcacac
  2959021 gaaataagtt cgcaccccaa ttaaaaatca ctattttctc cgaacaaaaa tgccaatgaa
  2959081 cgttgttttt ccttaacatt catgattttc taaccacaga gtatcgccaa catattgttg
  2959141 ctactggaaa attgccaaat aaggtcacat ctgtgacccc cttaacataa agtgtcaaca
  2959201 aggcgctgac agaatattaa gcatgtttac agtcctgcaa ccttcccgta aaatgcccgc
  2959261 acacatgaaa cgacaataga gccattttgt aattgaggtc gttagatgag acttaagaaa
  2959321 tacattaaaa atatgggaat attgtcttta tttgcagcca ccgtcatgct aagtggttgc
  2959381 aatatggtat tgatgaaatc ccaaaggcgc aatcggagtc gaacaaaaaa cgctgatact
  2959441 gactgctatc ggtttgatgt tgatcgtcgt tattccggtt atttttatgg cgtttgcttt
  2959501 tgcctggaag ttccgagcct ccaacaaaag tgcaacttac accccgaact ggtcccactc
  2959561 caacaaaatt gagcttgttg tttgggctgt tccaatcatt atcatcgcta ttttggctac
  2959621 gataacgtgg aaaacaaccc acgaacttga tccattcaaa cctatcgttg tggcgggtaa
  2959681 agatccgatc accatcgaag tggtctccct tgactggaaa tggttattta tctacccaga
  2959741 acaaggcatc gctaccgtaa atgaactggc cttccctact ggggttccgg tgaacttcaa
  2959801 aatcacgtcc aactcagtaa tgaactcgtt ctttatccct cagttaggcg ggcagattta
  2959861 tgcgatggcc gggatgcaga ccaaattgca tctgattgcc aatgaaccag gtaaatacaa
  2959921 cggtatttcc ggtagcttca gtggccaagg cttctctggt atgaaattta ctgcaatcgc
  2959981 aacaccaacg caggaagact tcaaccaatg ggtcgaacaa gtgaaaaaat cgccgaacac
  2960041 cctgaataca actaacgatt tcgagaaact ggctaagccc agtgaaaata acccggtgga
  2960101 atacttctcc agtatcaaac cggcactatt taaaggaatc attggtaagt ttatgggcga
  2960161 tatgaacatg ccaaaaaatg gccatgacat gccaaaaggc atggatatga gccagggcat
  2960221 ggaaatgggc gaacacactg ctcacgccgg agccgaggaa taaaacgatg ttgggaaaat
  2960281 taacacttga tgcggttcca ttaggcgaac caatcataat ggtgaccgtt gccgcaatta
  2960341 ttattggagg agcggcactg gtcgctgctc tgacttattt cggcaagtgg aaatggctgt
  2960401 ggagcgaatg gctgacttcg gttgaccata aaaaaatcgg tatcatgtac attctggttg
  2960461 ccatggtcat gctgttgcgt ggttttgctg atgccatcat gatgcgtagt cagcaagcgc
  2960521 ttgcttctgc gggcgaagcg ggtttcctac cacctcacca ctatgatcag atcttcaccg
  2960581 cgcacggcgt tatcatgatt ttcttcatgg cgatgccttt cgttgtcggc ttgatgaata
  2960641 tagttgtacc gctacaaatc ggtgcacgtg acgttgcctt cccgttccta aactctctga
  2960701 gcttctggct ctttgccgtt ggggtggtgt taattaacat ctctctggga gtcggtgaat
  2960761 ttgctcagac tggctggcta gcttacccac cactatccgg tattgaatac agtcctggtg
  2960821 tcggggttga ctactggata tggagcctac agatctccgg tctggggaca ttgctaacgg
  2960881 gtgtgaactt ctttgcgact atcctgaaga tgcgtgcacc tggcatgtcg atgatgaaaa
  2960941 tgccggtctt cacttgggcg gcattttgta ccaacatctt gattatcgtt tctttcccaa
  2961001 tcctgacggt taccgtcgca ttactgacgc tagatcgtta ccttggcacc catttcttta
  2961061 ccaatgatat gggtggcaac atgatgatgt acatcaacct gatttgggcc tggggccatc
  2961121 cggaagtgta cattttggtg ttgccggtat tcggggtctt ctccgaagtt accgcaacct
  2961181 tctcaagaaa gcgcctgttt ggttacacct ctctcgtatg ggcaaccatc gcgattaccg
  2961241 tcctgtcgtt tattgtttgg ctacaccact tctttactat ggggtccggt gccaacgtta
  2961301 acgccttctt cggtattgcc acgatgatca tttccatccc aacaggggtg aaaattttca
  2961361 attggttgtt cactatgtac caaggccgta ttcagattaa ctccgcaatg ctatggacta
  2961421 ttggcttcat cgtgaccttc tctatcggcg ggatgaccgg ggttctgctg gccgtgccag
  2961481 gtgcaaactt tgtcctgcat aacagcctgt tcctgattgc gcacttccat aacgtcatta
  2961541 tcggtggtgt agtatttggg tgctttgctg gcctgacgta ctggtggcct aaatcattcg
  2961601 gctttatgct gaatgagaaa tggggtatcc gtgcattctg gttctggatt attggtttct
  2961661 tcgttgcctt tatgccgctg tacgtattgg gctttatggg aatgacccgt cgtttgagcc
  2961721 aagacatcaa cccagaattc catacgatgc tcatggtagc cgctggtggt gcagcactga
  2961781 ttgcttgcgg tatcttgtgt caggttatcc aagtattcgt cagtatccgt gaccgcgaac
  2961841 aaaaccgcga tctgaccggt gacccatggg gtgcccgtac gctggaatgg tcgacttctt
  2961901 cccctccgcc gttctataac ttcgccgtcg ttcctaacgt tgttgaccgt gatgagttct
  2961961 gggacatgaa agagaaaggc gaggcctata agcgcccagc gaaatacgaa gaaatccaca
  2962021 tgccgaagaa taccggtgca ggtgtgatta ttgctggctt cagcttgatt ttcggctttg
  2962081 ctatggtctg gtatatctgg tggctagcca ttattggctt cgttggcatg atcgttacct
  2962141 ggatcgtgaa aagcttcgac gaggatgtag attactatgt gccagcggct gaagtggagc
  2962201 gcatcgaaaa tcttcatcat gaacaaatca gcaaagcagg cgtgaatcat gtcaactgaa
  2962261 actctgacta accacaacgt agcccatgca gagcatgggc atcacgatgc gggagcgacg
  2962321 aaagtattcg gcttctgggt ctacctgatg agcgactgta ttttgtttgc gacgctgttc
  2962381 gcaacttatg cagtcctggt aaatgggacc gctggcggtc cttcaggcaa ggaacttttc
  2962441 gatttgaact ttgttctggt cgaaaccttc ctgctgcttt tcagtagtat tacttacggc
  2962501 gtggcgatgc tgggcatgag caaagggagt gtaaaacagg tcaatacctg gttgggcttc
  2962561 accttcctgt tcggccttgg ctttatcgca atggaactct acgaattcca taaactgatt
  2962621 gaagaaggtt acggtccggc acgtagtggg ttcttgtctg cctactttgc cttggttggc
  2962681 acccatggtc ttcacgtaac cgctggcctc gcttggatca ttattatgat gattcaagta
  2962741 gcaagacgtg gtcttaactc aaccaataga acccgtctga tgtgtctgag tttgttctgg
  2962801 cacttcctgg acgtggtctg gatctgtgta ttcaccgtag tctatctgtt aggagccata
  2962861 taatgagtca ttcaacaact actcacggtg gagccagcca cggtagcttg aagtcctata
  2962921 ttataggctt cgtgctgtcg gtgatcctga cagttattcc atttgttatg gtgatgagtg
  2962981 gtaccgcttc ctatacaacg actctgctca cagtggtcgg tttagctgtt gtacaaattg
  2963041 ttgtacattt agtgtacttc ttacatatga atacttcgtc tgaagaacgc tggaatctgg
  2963101 tggcgctcct gttcaccgct atgattattg caatcgttgt agtgggctca ctctggatta
  2963161 tgtacaacct caacatcaat atgatggttg actgaagagc tgcatgtgat gattaagcaa
  2963221 tacctgcaag tcactaagcc aggaattatt ttcggtaatt taatttctgt cattgggggt
  2963281 tttctcctcg cttccaaggg cgatattgat taccccctgt ttctctccac cttattaggt
  2963341 gtctcgttag ttgttgcctc cgggtgcgta tttaacaact atatcgatcg agatatcgat
  2963401 aaaatcatgg agagaacgaa gaatcgtgtc ctggtcaaag ggcttatcga tccgaaggta
  2963461 tccctgattt atgcatcggt actgggtatt gctggcatgc tgttgctcta cgtggcagct
  2963521 aatgcattag caatgatgct ggctgttatt ggtttcgtta tctatgttgg ggtgtatagc
  2963581 ctctacatga aacgtaaatc agtctacggc accttgattg gcagcttgtc aggcgccgct
  2963641 ccccccgtta ttggttactg tgccgtaacg gggcaattcg acactggcgc actgatcttg
  2963701 ttgctgatct tcagtctgtg gcaaatgcct cattcctatg ccatcgccat cttccgcttt
  2963761 aaggattatc aggccgccaa cattccggta ctcccggtga taaaagggat atcggtcacc
  2963821 aaaaaccata ttacccttta tattttggcg tttatggtcg caaccttgat gctgacatta
  2963881 agtggctatg ccggttataa atatctggtt gtggctgccg cggttagcgt ctggtggctg
  2963941 ggtatggcac tgcgcggtta taaggcaacg aatgacagcg tatgggcgag aaaactcttt
  2964001 gtcttctcta tcattgccat tacgtcattg agcgtcatga tgtcagttga tttcaatgta
  2964061 cactcttcgg cagtactcct gacttacgct ggatagtctt agcgaaaatg atgagagtga
  2964121 aataaatcaa gtggctggca ggaatcgctc ttgccagcca ctttgtattt gttccctgtt
  2964181 ttgtatttgt acccagatgt gcacttgtac cctaccctgt ttctgtcagt atcttgttat
  2964241 ttatttttgc cccaacttgt ctttacagtt agctatttac gatccgcgat tgactagcag
  2964301 ccatctataa tcagttacct ataatctgtt acctactatc agttatctac tatcaaccat
  2964361 cgaaaattag ttacctataa tcagatgcct acaaaaaatc acctacaatc aacgacgtgt
  2964421 gaaatacgct atttgaagaa caaacaggct aacattgttc gaatacaagt gtttcttttc
  2964481 tctctatagc ctcatcggtc atacattcta aacatcaata gatttaccga ctggcataaa
  2964541 catcactaca atagcgcaga atgttttttt gaggtggcaa tgaacgataa taaaatgact
  2964601 ccgctagagc ttcgagctac ctgggggcta ggtacggtat tctcactacg catgctgggc
  2964661 atgttcatgg tattaccggt tctgaccacc tatggtatgg cactttccgg tgccagtgag
  2964721 gcattgatag gtatcgcaat tggtatctat ggtttatctc aggccatttt tcagatcccc
  2964781 tttgggctgc tttctgatcg tatcggtcgt aaacccatga tcatcggtgg gctgctggtt
  2964841 tttgcattag gtagcattat tgccgcatta agtgattcta tttggggcat tattcttggc
  2964901 cgtgcactgc aaggctccgg tgcaatcgcc gccgctgtca tggcgctatt gtctgattta
  2964961 acccgtgagc aaaaccgcac caaagcaatg gcatttattg gtgtcagttt tggtgtcacc
  2965021 tttgctatgg ccatggtgct ggggccaatt gtgacgcatg cttttggtct gcaagctctg
  2965081 ttttggggga ttgcaatact ggcgctgtta ggcattgtta tcacattaac cgtggttcct
  2965141 tcagccaata gccatgtcct caatcgtgaa tcgagcatgg ttaaaggcag cgtgagtaag
  2965201 gtgctccaca acagtcggtt acttaaactc aatttcggca tcatgtgctt gcatatccta
  2965261 ctgatgtcga gctttgttgc cttacctcaa atgatggcta atgctgggtt agcgcccgct
  2965321 caacattggg ttgtttatct ggtaaccatg ttggtctctt tcgccgcagt agtaccgttt
  2965381 attatttatg ccgaaatgaa gcgccgcatg aagcaggtct ttatgggctg tgtagcggta
  2965441 ttatttatcg ccgaggtcgt attgtggttt gctggccaag acctatggat aattattgcc
  2965501 ggtgtgcagt tattctttat tgcttttaat gtgatggaag ctattttgcc atcgctgatc
  2965561 agtaaagaat cacctgctgg ttacaaaggc actgccatgg ggatttattc caccagtcag
  2965621 tttattggcg tagcgattgg cggcagtctt gggggctgga tatttggcct tgaaggtgcc
  2965681 gatatggtat ttgcggctgg agctattatc gcactggtat ggttcgccgt cagtgtcacc
  2965741 atgcaagaac cgccttatgt tagcagcctg cgcatcacct tgtcagagtc ggctgtaaaa
  2965801 aatacaacct tggaagagcg cctcaaagcc cagccaggtg ttaccgaggc ggtcgtggtc
  2965861 acggcggaac gcagtgctta tgtcaaagtc gatattaaac agactaatcg caaccaactg
  2965921 gaacagttga tcaatgcggc ttaaaaaaga atgatttata gggccagaat taaggggcaa
  2965981 agacatgaaa aagccgttgc ccctttagtc gttataccgt ttgaggctca atagcaaacc
  2966041 cttggctaac cgtaaacttg ctgaatatca gtcacggaag ttattgaact ggaagggttg
  2966101 ccccagatcg gcagcacgta ccagtgccat aaccgcctgc aagtcatcac gcgctttacc
  2966161 cgtgacacga acttgctcac cttgaatctg tgcttgcact ttcagcttgc tatctttaat
  2966221 cagcttaacc aactttttag cctgaacact ttcaatgcct tgcttaagtt tggcatctac
  2966281 actgtaggtt ttaccactac gggccatctc ttccgggatc tccagcgcgg caccttcaat
  2966341 accccgttta cttaactgag cccgtaaaat atcaagtaat tgctctacct gaaaatcaga
  2966401 ttcgctgacg actttgatac tttcgttttt ttcatttaat tcgaagctcg ctggcacatt
  2966461 acgaaaatcc caacggttcg ccagatcacg ggtggcgttt tcaacggcgt tacgcacttc
  2966521 ctgcatatca atttcagaaa caatgtcgaa agatggcata ttccccactc ctgataaaat
  2966581 aaatggcgag cataataacc gctttattcc cagagacaaa attaagctgc taactatcgc
  2966641 acaatgcctc tatctttacc gttagcttta tacttgtggt taacgtttcg tttatcgctg
  2966701 accctgcgtt tagtgaaaaa aaagtctata atcaatgcat aacgcttaaa aataagcagt
  2966761 gtattttctt ttcataccag ggggatccca atgaaaatta ctgtgcttgg ttgtggagct
  2966821 ctcgggcagt tatggctttc aatgttgcat cagcaagacc atgatgtgca gggctggctt
  2966881 cgtgtgccac agcccttttg ttcagttaat gtgatcatgt taaacggtga gtcgtttaat
  2966941 cgaaatctta caacgaatga cccaaagcat ttgttgcaaa gtgaattatt actggtgtgt
  2967001 ttaaaagcct ggcaagtttc cagtgcggtt accgccttgc tgcctaaact aaacccagaa
  2967061 tgtaaaatat tactgttaca taacggcatg gggacacagg aagagttacc actgaatgaa
  2967121 catgtttttc tgcacggcgt gaccactcat gccgcacgcc gggacggcaa tacgattatt
  2967181 catgtcgcca gtggcatgac ccatattggc ccaacttcat cggttataat agatgacaac
  2967241 catctggccg atacactcca tcaggcgcta ccagatgtcg cttggcataa tgatatctca
  2967301 gctgcctgtt ggcaaaaact ggcggtcaat tgtgtcatca atcctcttac cggtctgtat
  2967361 aactgccgca atggtgatgt acaacgttat cctgagctga ttgaacgttt atgtgctgaa
  2967421 gttgccagcg tcatggagat ggaggggtat cacacctcca ccgaaagtct gctcagctat
  2967481 gtcaacaatg ttatccggag cactgccgat aatacctcat cactgttaca ggatttacgt
  2967541 agccaacggc ataccgaaat cgactatata accggttatt tactgcggcg cgcccgtagt
  2967601 catggtatgg cattaccaga aaatgctcga ctgtatgaat taatcaaacg taaggaaagt
  2967661 gattatgagc gtatcggcgc tggtttgcct ggctcctggt agcgaggaaa ccgaggcagt
  2967721 cacaactatt gatattctgg tgcgcgcagg catcaatgtc acaaccgcca gtgtcgcggg
  2967781 tgatggcgca ctggagatta tctgttcgcg cggagtgagg ctgttggccg atacccgttt
  2967841 agtggatgtc gccgatcaaa aatttgatgt gatagtgctc cccggtggga ttaaaggcgc
  2967901 ggagtgcttt cgcgatagtc cgttgctggt tgcaacagtc cgacaaaccc ataatgaggg
  2967961 ccgtttggtt gccgcaattt gtgcggctcc cgcactggtg ctcgagcatc accagttatt
  2968021 tcccgtaggg aatatgaccg ggttcccctc actaaaagat aaaatagccc caaataaatg
  2968081 gatggatcaa cgcgtcgtct acgatagacg ggttaattta gtcaccagcc aagggccagg
  2968141 aacatccatc gatttcgctc taaaaattgt gtttttatta cttggacggg aaaaggcgga
  2968201 agaaattgcc tggcagctag tgttgccgcc aggaatttat aattatcggg aatgatggcc
  2968261 gccgtaacgg ttactgcgca aatcctgaat ggcaacgcgc agtgccgtca attatcaaaa
  2968321 aactaagggc gatagacttt cacgttggta tacccctgct cacgcaaata aagggcctgc
  2968381 aaacggctca tcacaccgcg atcacaatac agcaaatagg ttttactctg gtccagatcg
  2968441 gcaaattgcg agctgagctt atagaacggc agtgatcgca cttcaacctg atccagtttc
  2968501 agtggcttct cttcctgttc atcaggcgca cgaatatcta gcaacacatc ggtatcggcc
  2968561 aattcagcaa cggtttcaac ttcaacgact tgttcacggc tttgctgtgc gatttcacgg
  2968621 atatcaacat ttttagcttc gctcacaacc cgatccagaa tagagaaatc aaagtgagac
  2968681 tcctcttctt cgattttagc tttgaccgct tttaccgttg ggctttttga aataacgcca
  2968741 caatattccg gcatggtttt agcaaaatct tccgtaccaa tctgccgtgc caaattaatg
  2968801 atgtgctctt tatcgtggga gataagcggg cgcaaaatta gggtatccga ggcattatca
  2968861 attaaacgca ggttagtcag tgtctggctg gatacctgcc ccagcgcctc accggtaact
  2968921 aaagcctgaa caccatagcg ttcagcaacc tgagaagctg cgcgcaccat catgcgcttc
  2968981 aatactacgc ccatctggcc atcttcaact ttttccagga tctcgccaac aaccggttca
  2969041 aaatcaatgg cgataaaccg tactcgatgg gagctgccaa agcgattcca cagataatgt
  2969101 gccacctgct taacacctat ctcatgggct gagccaccga gattaaagaa acaataatgg
  2969161 acacgacagc cacggcgcat cagcatatag ctcgatacac ctgaatcaaa accgcctgaa
  2969221 atcagggaga gaacatcctc ctgagtgccg atagggaagc cccccagccc ttcatgacgt
  2969281 gccttaacca agatcagttt gtcttgatca acttccaaat taaccgtcac ctgtgggcgg
  2969341 gtcaggttta ctttagcact ttcaatatgt tgattcagac ccccaccgac atatcgttca
  2969401 acatcaccag aagagaattc atgcttgcca cgacgtttta cccgaacaca gaaagtcttc
  2969461 ccaaccagtg tctcccggta ggcttccagc gtttgttcaa aaatattgtg catatcgctg
  2969521 tagctacgat cttctacttc aaggatatgg tgaatacccg gtatgcgggt cagtgcatca
  2969581 caaatctccg ggccaagatt gtcatctttg gtacgaagct cgatatgatc ccaatgacga
  2969641 acaatggcga gggtatcgtc ctcaaggtgt ttcagtacgt tgcggatatt ggtagtcagg
  2969701 atcttaatga agcgcaatcg cacagattga ctcttgatgg tgatttctgg gaacaattta
  2969761 atgataaact tcatggcggc ttttagttgt ctagtgatgg aatgatagcg ttgctattga
  2969821 aagcaacggc cataaacgtt agcgaaaata tgcaagccgt ggagtatatc attatatgat
  2969881 gtgccactgc gtactaaaac cagacctaaa cgccacgatt tcccccacgt tatccgctag
  2969941 aatagccggt aataaatttt tggtctgaat acgacggatc tgatgttctg gcgggttatg
  2970001 cccagaaaat ccctcattag ctggaatgct atgacgtgac attaatttat gacgctacat
  2970061 taattcataa cgttacgtta attgatgtta cgttccatag aaaacattga gtcgacgaaa
  2970121 actatgccga aaaaagccgc ttcaccagaa atcaaagccg ccagctttga aacatcactc
  2970181 agtgagctgg aacaaattgt tactcgcctg gaatccggtg agttaccgct ggaagatgcg
  2970241 ctaaatgaat ttgaacgggg tgtacaactg gcccgtcaag ggcaacaaac cctgttgcaa
  2970301 gccgaacaac gggtacaaat tctcctgagt gacgatgttg acgccccgtt gaaacctttt
  2970361 accccagata ctgagtagcc ttatgtcgga tacccatgca cctgttgatt ttaaacaaca
  2970421 acttgccgct catcagcagc gagtcaatca ggctctgctg gatttcattg ctcccctgcc
  2970481 gtttggcaac agcaatttaa tcgaggccat gcgctatggt gcggtaatcg ggggtaagcg
  2970541 tctccgcccc tatctggtct atgccacagg gcaaatgttt ggtttgtcac tcgccaactt
  2970601 agacgccccg gcggcggcaa ttgaatgtat tcatgcctat tcattaatac atgatgatct
  2970661 gcccgccatg gacgatgatg atttacgccg tgggcagccg acttgccacg ttaagtttgg
  2970721 cgaggcccac gctattttgg ccggtgatgc actgcaaacg ctggcctttt ctattttggc
  2970781 tgaagccccc atgcccgatg tcgctgataa agatcgccta tcgatgatta tcgagttggc
  2970841 tcaagccagt ggggctgcgg ggatgtgtgc gggtcaggcg ctagatctgg aagcagaaac
  2970901 tcgccctgtt ttattaggtg accttgagca aatccaccgt cataaaaccg gtgcgttgat
  2970961 tcgtgcggca gttcgccttg gcgcccaggc agccggtgaa gctggccgta aaacattatt
  2971021 gtcactcgat cgttacgccg aggccatcgg tttagccttt caagtccagg acgatatttt
  2971081 agacgtcatt ggcgacacag ctacaattgg taaacgtcaa ggatcagacc aacaactagg
  2971141 caaaagtact tatccggcgc tacttggtct ggattgtgcc caaacaaaag cgatggatct
  2971201 ttatcaggag gcactagagg ccttggatga attggcaaaa cagtcctata acacggattc
  2971261 attgcaggca ttagctcgtt tcattattga gcgtaataat taaaacgtaa tcatttaaaa
  2971321 tagccccagt gttattgcca ttgcagctag gtagcgagta aatcctgaac agtgaaaacc
  2971381 gcgaataacg caataacatc aaggatgatg gagatggcag ttaagcatct acataaacac
  2971441 ttttgatatg agcatcgaat gagtcttgat atagccaaat acccgacatt ggcactagcg
  2971501 gagaacccag aagaactgcg catgctgcca aaagaaagct tgccgaagtt atgtgatgaa
  2971561 ctccggcagt atttgctcac ctgtgtcagc cgatccagcg ggcattttgc ttccgggtta
  2971621 ggcgtagtcg aactgactgt cgctttacat tacgtttata atacgccgtt tgatcatttg
  2971681 atatgggacg taggtcatca ggcttatccg cacaaaatat tgaccggccg ccgtgatcga
  2971741 atctctacta ttcgtcaaaa agatggtttg cacccttttc catggcgcgg agagagtgaa
  2971801 tacgacgtgc tttctgttgg tcactcctct acatcgatca gcgcgggtct gggtatggcg
  2971861 gttgctgccg agcgggaagg taaagggcga cgtaccgttt gcgttatcgg tgatggtgct
  2971921 atcaccgcag gtatggcttt tgaagcaatg agtcatgccg gagatattca ctcagacatg
  2971981 ctggttatcc tcaatgataa tggaatgtct atttcagaaa atgtaggtgg cctgaacaac
  2972041 catttggctc agctattatc tggaaaactc tatgccagcc tacgtgaagg cggtaaaaaa
  2972101 gcattttctg ccttaccacc aatcaaagat ctgctgaaac gaaccgaaga gcatctgaaa
  2972161 gggatggtag tccccagtac gttgtttgaa gagttaggtt ttaattatat tggtcccgtt
  2972221 gatgggcatg atgtacacac gttgacgcaa acgctaaaaa atatgcgcga cctgaaaagt
  2972281 ccacaacttc tgcacatcat gactaaaaag ggcaaaggct atgctccggc agaaaaggat
  2972341 ccaatcggtt ggcatgccgt acctaagttt gatcccgcct ccggcacctt gcctaaaagc
  2972401 cagagcagcc tccccactta ctccaaaata tttggcgaat ggttatgcga aaccgcagcc
  2972461 aaagatagca aattaatggc agtgacaccg gcgatgcgtg aaggatccgg catggtgcgt
  2972521 ttctcgcgcg aatatccgca acaatatttc gatgtcgcca tcgctgaaca acatgcagtg
  2972581 acctttgccg caggcctggc tattggtggc tacaagcctg tggttgccat ctattcgact
  2972641 ttcttgcaac gcgcctatga tcagttgatc catgatgttg ctatccaaaa tttgcccgtg
  2972701 ctctttgcca ttgaccgtgg cggtttggtc ggtgctgatg ggcagactca ccaaggtgca
  2972761 ttcgatcttt catttatgcg ctgtattcca aacatggtca ttatggcacc aagtgatgag
  2972821 aatgagtgcc gtcagatgct atacaccggc tatcaccata atggacctgc cgcagtacgt
  2972881 tacccacgag gtaatggtac gagcgcggtg ctggagccat tggagatgtt gccgatcggc
  2972941 aaaggggtac tacgccgtga aggtgagaag attgccatcc tttgctttgg tacgttactt
  2973001 gctcaggcac agcttgccgc agaaaacctc aatgccacgc tggtggatat gcgtttcgtg
  2973061 aaaccgctag atgaagaatt ggtattggaa atggcagcaa aacatcaggt attagtgact
  2973121 gtcgaagaaa acgccatcat ggggggggcg ggtagcggtg tgaatgagct attaatggca
  2973181 aaacggcgat gggtcccagt actcaatatt ggtttacccg atctatttgt gccacaaggt
  2973241 gagcaagacg aaatgcgatc tgaactcggt ttagatgcgg cgggtataca gcgtcaaatt
  2973301 gaagcttggc tagcttaacc gcggctcgcc tagttaaact caccgagcat attttttaga
  2973361 tctcagaatt tttttagata tcagaaacaa taaatatcct ccggcatagc cggaggtttt
  2973421 tcatatgcgc ctataaggct ctgttaccag ccgcgcccta acaggcgcat cgcgatctga
  2973481 catttgcatc tatggattac ttacggcccg taaacgggct accgggatac gggatcgaga
  2973541 gttgctcacc cattttatcc tcttccaatt ggtgctttat gtattcttgt atcctggccg
  2973601 tgtttttccc taccgtatca acgtaatacc ctcgacacca aaactccctg ttacggtatt
  2973661 tgaacttcaa atcgccaaac tgctcataaa gcatcagact gctctttccc ttcaggtacc
  2973721 ccataaatcc cgagacactc atcttgggcg ggatctccag aagcatatgg atgtgatcca
  2973781 cacagtattc tgcttccagg atattcacgt ttttccattc gcacagtttt cttaaaatac
  2973841 tgccaatcgc tctgcgtttt tccctgtaga acacctgcct tcggtacttc ggcgcaaaaa
  2973901 ctatatgata tttacagttc catcgggtgt gcgctaagct cttttcatcc ctcattggga
  2973961 cccccttttg atttcttgtt gaacatttgc agttgccaga ccgcaaactg ttttaacaaa
  2974021 tcaaaagggg tttttataac tgacccaaag ctgaaagctt tactgaaccc ccagcctagc
  2974081 tgggggtttt ctgggcacaa taaaggcata gcccgtgggt tatgccttta cgtgatagtc
  2974141 tctctgatgc cctgaattaa ttgaacaatt acagcggcca atagtgccca atcacaaaga
  2974201 taaccgcagc agcaacaacc ccggcaataa tatcatcaac cattatcccc gttccgccat
  2974261 gaatgttacg gtcaaaccaa cggatcggcc aaggcttcca gatatcaaaa atacggaatg
  2974321 cgataaaccc tgccacaacc cattgccagc tatttaccgg caatgccatc aaggttatcc
  2974381 acatcccaac aaattcatcc cacacaatac taccgtgatc atgaacttgc atatctttgg
  2974441 ctgtacggtg gcaaatatag ataccaatac agatactgaa catcaccaac aagacgtaaa
  2974501 gctgccatgg caactgaatc agtaacagcc agaatgggat cgcggcaatt gaccccatag
  2974561 tacccggtgc ccatggtgat agcccactgc caaaaccggt cgccagcaag tgccagggat
  2974621 tactcaaccg tagacggcgc ttggcttcat ccatgagatt tacctgttga gaaatgatca
  2974681 aaaccgcgga aatccagttt gactatttta ccttcacgga agaatttaac gccttccgat
  2974741 tgagggccta tttggccaat acaggtataa cccgctccgg tattactgag tgccacttcc
  2974801 aacgcgcccc ggttgatctc gggtacggta aagcacagtt catagtcttc acccccactc
  2974861 aatgcccagc ggagagcttg ctcagtatca acctgatttt ttaatgcatc ggaatacggc
  2974921 aacatatcga gctcaatacg agcaccacaa tggctggctt tcagaatgtg ctgcagatca
  2974981 gaaattaacc catcagaaat atcaatggca gcactagcaa gcatacgcaa tgcttgcccc
  2975041 tgtaaaactc ggggttgtgg tcgtaaatga cgatgaatta atgccgctcg atcggtttcg
  2975101 ttatctaccc gcagctcatt ttgcaaaata gccagacccg cagcactgtc acccaatgtg
  2975161 ccagtaacat agatccagtc accaatccgc gcaccagcac gggccaatgc acggccttcg
  2975221 gggacaaaac cgtgaatagt cagtgtcaga ctcaatggcc cacgggtggt atcaccaccg
  2975281 atcaattgca taccatagta attgagttga tcaaataagc tgtcactgaa tgcctgtagc
  2975341 caatcttcat ttaccgatgg cagagtcaaa gcaagcgata accaggcagg atcggcaccc
  2975401 atcgcagata aatcgctgag gtttaccgct agagatttgt aaccaagatc ggccggatcg
  2975461 atatccggaa ggaaatgaac accggacacc agtgtatcgg tactgatggc caacagctgt
  2975521 ttctctgcca ctgtaagaag tgcgcagtcg tctccaatac ccagctccac atcccggcgg
  2975581 ttacttctaa accggtcaaa gtagcgggca atgaggtcaa attcgccaca tgccataata
  2975641 caattccaga aatgttaact gatatataaa ttaaggccgg ataccggcct taatttatat
  2975701 cgttaatgta tatccttcta tcttgacgtt gcagcactgt ttgcataaat gaaaaatgag
  2975761 cagcattcaa tctgctcttg gcagatttgt cacccgaatc actgacgggg tcagctcaac
  2975821 gagatttcct cgattactgc ctggctgcaa caccaatgac gttggatatc acgagattat
  2975881 tttctcttac gtaccgtcgg agcgacttta tccagcactc cgttaacgaa cttatggcta
  2975941 tcttccgcgc cgaaagtttt ggccagttcg atcgcttcat tgattgccac cttataaggg
  2976001 acatcatcac gtttgctcag ttcaaacaga gcaatacgca aaacagcacg ttcaacctga
  2976061 cctaattctt cgagctgacg ggaaagaaaa ggtgccatta atgcatccag agatgctgca
  2976121 ttaaccgcaa cccctgacag caattcgcga aaataggcga tgtctacatc tttgacatcc
  2976181 tgctccgaca ggaactgtaa ttcaacatca gcgatgtcgt ttttagacaa ctgccaagag
  2976241 taaagcgctt gaacagcgca ctcacgagcg cggcgacgag cagcaggttt cacggaattc
  2976301 cccttaacta aattcagcct ttaatagctt tgattacatt aatcatttca agcgcggtca
  2976361 gggcagcttc tgcaccttta ttacctgctt tagtaccagc acgctcgatt gcctgctcaa
  2976421 tactttctgt ggtcagcaca ccaaacgcca ctggaatatc gctgttcata gcaacacttg
  2976481 atagaccaga acttgcttcg ccagcaacat actcaaagtg cgctgtgccc ccacggatca
  2976541 ccgtacccag tgcaatcacc gcatcataac gatttgtttt tgctaataca ttagcaacta
  2976601 acggcaactc ataagcgcct ggcacccaga caacggtaat gttgtcatcg gacacctgac
  2976661 caatgcgttt cagggcatct attgcaccat ccagcaggct gtcgttgata aagttgttaa
  2976721 aacgcgcaat cgcaatcgcc acacgggcat taggagtagc aacaacacct tcgataacgt
  2976781 tcatagcttt cctcaatatg ggttcatacc ccgcaggggg gcggattcta tcatattctt
  2976841 tcaccgcccg cccctgcgca tttgtaaaac gcctgacaag gccgtgatta gcaggggaat
  2976901 tccctaccca ataattagat taatactttg gcttcaagcg taaacgcaag tccggaccga
  2976961 ccagccgtac atcgctaaat gcaaactcag gcgcttgcga taaattcgtc agcccagcta
  2977021 gctcgcataa tccacgcgca tcactgccca agagtttggg ggcgatataa aggattaact
  2977081 catccaccac tccggcttgt aacaatgcac ccgccagttg tggcccagcc tctacccaga
  2977141 cagagttaat attccgtttc cccaattgca tcatcaacac aaccaagtcc acgccattac
  2977201 cataacgtgg tagcaacagt tgttcgatat tgccaggcca tggctgatca tcggcatcta
  2977261 cgcgagccag ccagcatggg ccgtcttgct gtatcacttt atgccgtgga gtcacgcggt
  2977321 tatggctatc gagtataatt tttactggct gtcgaacact atcatgagga tacaaaacct
  2977381 gcgtttcggc atctaaatcc tgccagcgta ccgtcagcga agggtcatct gccaatactg
  2977441 tggcactggt actgagaata gctgaactct cggccctaaa gcgttgcaca tcctggcgtg
  2977501 cctgtggtga ggtaatccac tggctctcac ctgatgccat ggctgtacgc ccgtccaatg
  2977561 atgccgccat tttcaattgc acataaggga aaccagtccg catacgcttc aagaaaccaa
  2977621 ggttaacagc ctcggcctca gctaacatca agccatgatc gacagcgata ccggcctgtt
  2977681 ttaatttata cagccctcgc ccggcaactt ctggattagg atcctgcatg gcagcaacaa
  2977741 cccgtatcac acctgcggcg accaacgcat cagcacaagg tggcgtccga ccataatggc
  2977801 tacacggctc aagagtgaca taagccgtgg ctcctcgcgc tttctcaccc gccatacgta
  2977861 acgcatgcac ttcagcatgc ggctctccag cacgtaagtg gtaaccttcg ccgacgatct
  2977921 cgccatcacg aaccaagaca cagcctacat tggggttagg cgacgtcgta aagcgcccca
  2977981 aacgcgccag ttcaaaagct cgggccatat agaactcatc gggctgcatg gctttcctta
  2978041 atgtttagac tgccgctaac ggtaatctga gactagaacg taatttgagg ttaagactca
  2978101 atttgaggtt aagacataga tagacctaga gctaaaacgt caaaacaccg cctcaaataa
  2978161 aaaatagcca cgtgccgatt aatcctgcaa gcgcgcaatt tcttcgccaa attcgcggac
  2978221 atcttcgaaa ctgcgataaa ccgaggcaaa gcggatataa gcgactttat ccaaacgttt
  2978281 cagcgcttcc atcactaaat tacccaccat tttggtcggc acttcccgct caccggtggc
  2978341 gcgtaattga gattttatgt ggcttatcgc tgtttcaaca tcatctgagc taactggccg
  2978401 cttttctaac gctttcaaca taccgcgtcg taatttctct tcattgaacg gttcgcgtac
  2978461 ctcgtcactt tttatgaccc gtggtaacac cagctcagcc acttcaaaag tggtaaaacg
  2978521 ctcattacaa tctaaacact ggcggcggcg gcggacttgt gagccatcac tcaccagacg
  2978581 ggagtcaatc actttagtat ccacagcggc acaaaacgga caatgcataa cgcttcctga
  2978641 ttggtgaacc taaacttacc gacagtttac cgcgaagtac gatgacaaca aaggccgatc
  2978701 agccatcgaa tgtgtgcttg gcagccttac ggtacttata agcggcatat ttatggcgca
  2978761 gatattcgaa gcgccccaac ttctcatcct ttagctcact ccccaacgtc gccccgatat
  2978821 ctttgatgct cgcatccagt aatttactgg tttctgtttc ttttagctgt ggattaaatg
  2978881 catatattgc acaccctaac gccgctaaga taggcgctat tgcagccact gcaccggtgg
  2978941 cgataaatgt aggtatcaca cctgcggcga tgccagttac cgcaagcgaa ctcagcatag
  2979001 ctaaatcctt cttaagatta gaaaatgaaa aattacattt cgaacttttc gccattttct
  2979061 gaattttctg aattttcttc aatttcaact caaggacttc accaaccact ttatttatag
  2979121 aatattttaa attctcatca ctaatagagt catttagctt actcaactca ttagctaaag
  2979181 aggctaaata gattaattta ttttctacca tctcatgttt tgatgattta aaaaccacag
  2979241 actgattttc agtctgactc tctatcgttc gctgagtgaa tccaatatag ataccttcca
  2979301 ttttcttatt aatctctacg tttttttgcg catttattcg tccagactta tcaccgccac
  2979361 cccatgcgtc tttaaaatga attgatgaag agcgttgtct tctattactg agtagtttct
  2979421 tgcctgacaa tattttttta actgttctaa atagtcattc aacgtctcaa cactgcaatt
  2979481 ggcatggggt cgggatcgct gcaacttagc ggattccttc gctattttcg ggtaagcctt
  2979541 ggcaacaaaa ttcaataact ctatagcacc atttattcgt tcattcgtaa tgtcagctgc
  2979601 gatatctctt ggttcaatgc gataaggcac accttccagt aacactatgt atttactcat
  2979661 ttcagtttgc ttttgcagcg tcgaatctaa aacatttttt aatactttac tatcatgaca
  2979721 ataaagtaat tttttattta tttcctcaca catttcatcc agtgatgaaa tatatttttg
  2979781 agttaaaata taattttcat ctgcacttaa cctcttaacc ttatcattat attcacttat
  2979841 aaatgacgta attagcgatt tattttctct cgataaaata gaattataat tagccgaaaa
  2979901 atccatatta tcaaattgag tgaagtcatt aaaaggtgaa tcaaccacat ctgaatttgg
  2979961 tatattcaca ttgtccactc catataccca tgaaagtgac tctcctcgcc cgacataact
  2980021 aacagtcata aatattcctt ttaatatcag cctgtatttt atttaccttt taaaggtgac
  2980081 tgatcacgaa tttattaact atcagaaaaa taataaactt atcagtaacg aagaatatgg
  2980141 tggaatagag tgattctaat taattctatt ttatgtatag aaaagcagta gctatttagc
  2980201 tggggaattt actgataaaa taaatatcct ccggcatagc cggaggtttt tcatatgcgc
  2980261 ctataaggct ctgttaccag ccgcgcccta acaggcgcat cgcgatctga catttgcatc
  2980321 tatggattac ttacggcccg taaacgggct accgggatac gggatcgaga gttgctcacc
  2980381 cattttatcc tcttccaatt ggtgctttat gtattcttgt atcctggccg tgtttttccc
  2980441 taccgtatca acgtaatacc ctcgacacca aaactccctg ttacggtatt tgaacttcaa
  2980501 atcgccaaac tgctcataaa gcatcagact gctctttccc ttcaggtacc ccataaatcc
  2980561 cgagacactc atcttgggcg ggatctccag aagcatatgg atgtgatcca cacagcattc
  2980621 tgcttccagg atattcacgt ttttccattc gcacagtttt cttaaaatac tgccaatcgc
  2980681 tctgcgtttt tccctgtaga acacctgcct tcggtacttc ggcgcaaaaa ctatatgata
  2980741 tttacagttc catcgggtgt gcgctaagct cttttcatcc ctcattggga cccccttttg
  2980801 atttcttgtt gaacatttgc agttgccaga ccgcaaactg ttttaacaaa tcaaaagggg
  2980861 tttttataac tgacccaaag ctgaaagctt tactgaaccc ccagcctagc tgggggtttt
  2980921 ctgggcacaa ataaatatcc tccggcatag ccggaggttt ttcatatgcg cctataaggc
  2980981 tctgttacca gccgcgccct aacaggcgca tcgcgatctg acatttgcat ctatggatta
  2981041 cttacggccc gtaaacgggc taccgggata cgggatcgag agttgctcac ccattttatc
  2981101 ctcttccaat tggtgcttta tgtattcttg tatcctggcc gtgtttttcc ctaccgtatc
  2981161 aacgtaatac cctcgacacc aaaactccct gttacggtat ttgaacttca aatcgccaaa
  2981221 ctgctcataa agcatcagac tgctctttcc cttcaggtac cccataaatc ccgagacact
  2981281 catcttgggc gggatctcca gaagcatatg gatgtgatcc acacagtatt ctgcttccag
  2981341 gatattcacg tttttccatt cgcacagttt tcttaaaata ctgccaatcg ctctgcgttt
  2981401 ttccctgtag aacacctgcc ttcggtactt cggcgcaaaa actatatgat atttacagtt
  2981461 ccatcgggtg tgcgctaagc tcttttcatc cctcattggg accccctttt gatttcttgt
  2981521 tgaacatttg cagttgccag accgcaaact gttttaacaa atcaaaaggg gtttttataa
  2981581 ctgacccaaa gctgaaagct ttactgaacc cccagcctag ctgggggttt tctgggcaca
  2981641 aaaaaccctg aaactaacag tttcagggct atcttataca tcgaacgatg attacttaac
  2981701 aatcacggca gtattgaagg ttggtcagca ccttctttct caaccttcgg ctgcaacatg
  2981761 tgttcacgtt tcatccctaa cttcagcgcc agcgcggacg ccacgtagat agatgaaacg
  2981821 gtaccgatag taacaccgat cagcatcgtt aatgagaagc cttgcagcat cgcaccaccg
  2981881 aagataaaca gcatcaacac aaccatcaga gtcgtcgcag aagtcataat cgtacgactt
  2981941 aaggtttgtg tcagagatac attcatgatt tcgtaaggcg ttccacgacg aattttgcgg
  2982001 aagttctcac gaatacggtc tgataccacg atactatcgt tcagagagta accaataacc
  2982061 gacatcaatg aagcaatgat cgtcaggtca atctcaatat ggaacaacga caagatcccc
  2982121 atggtaatga ccacgtcatg ggctaatgag ataacggccc ccaatgccag acgccattca
  2982181 aaacggaaac ccacgtaaac cagaatagac agtaacgcga ccaaaagcgc cagagcaccg
  2982241 gcttgggcta aatcactgcc cacactaggc ccaacgaatt cgatacgctt tactgatgca
  2982301 ttcttatcaa cagattcatt gataaccgag atgattttgt tacccagctc ctggccggca
  2982361 gtgccggttg caggtggcat acgtaccatg acatcacgag agctaccaaa gttttgcagt
  2982421 atcggcgatt caaaacccgc gttttgcaac gtgtcacgga gttggtcaag atccgcaggg
  2982481 ttttccagat taatttcaat caccgtacca ccggtgaaat ccagacccca gttgaatccc
  2982541 ttagtcgaca tcaccacaat ggatgcgact aacaacaaca gtgaaacgcc gaaagcaacg
  2982601 taatcccagc gcataaagtc atagacttta cggccatagt ttagttgttc aacagtataa
  2982661 tcctgtgcca caacgtactc ctcaaataga cagcttgtta atgcgcttgc cgccgtaaag
  2982721 caggttgacg atggcacgag taccgactat tgcggtgaac attgacgtta caacaccaat
  2982781 tgccgttgta atagcaaagc ctttaatcga accagtaccc acagcataaa gaataatggc
  2982841 tgtgataagc gtcgttatgt tcgcatcgac gatacttgag aaggcaccct tgtacccttc
  2982901 atgaatcgct tgctggatcg tccgcccgtt tctatactct tcttttattc gctcgttaat
  2982961 cagtacgtta gcatctactg ctaccgctag cgtcaataca atcccggcaa tacccggcat
  2983021 ggttaatgtc gcccccggta ataaggacat cacgccgacg attaacacca ggttggccat
  2983081 cagtgcagta ctggcaatca caccaaactt acggtagtaa accaccataa acaggatcga
  2983141 tacagccaga ccccataagc aggcttctaa gccttgcgca atattctggg aacccaacgt
  2983201 tggcccaata gtacgctctt ccacaatctg gataggtgca atcaacgcac cagcacgcag
  2983261 taacagggaa agttgccgcg cttcagctgg gttatcaatg ccggtaatgc ggaaactgtt
  2983321 acctaaacgc gactggatgg tcgccacatt gataacttct tcttgtttaa ccagaataga
  2983381 ccggccattc gcatcttttt taccgctgtc tttatattct acgaataaag tcgccatcgg
  2983441 cttgccgata ttgtctttag taaaattaga catcgtcgac ccccctgcac tatcgagcga
  2983501 gatattaacc tgagcctggt tatactcgtc ggtactggag gttgaatcag taatatggtc
  2983561 accggtcaag atcactcgtt tgtacaagac aaccgggcgg ccttcacggg tatttttcac
  2983621 ttccgaatcg ccaggtacac ggccagaagc tgcgacagaa gcatcaacgt tagtgttgac
  2983681 taaacggaat tccaacgttg cagtcgcacc cagaatctct ttagcacgcg cggtgtcttg
  2983741 aatacccggt agttcaacaa caatacggtc agaaccctgc cgttggacta acggctctgc
  2983801 aacacctagc tggttaactc ggttacgcag aattgtaata ttttgttgaa ccgcatattc
  2983861 ccgagcttcc cgcaaacgct catcactcat caccgctttt agcgtgttgc tgccattgga
  2983921 gctgaacacc aaatcacgat ggcgcgaaga gaggtagctg atagcatcat tgcgcgcttt
  2983981 atcatcgcga aaacgcactt caacaccata gttatcgagc ttacgtactg tggcatacgg
  2984041 gatatttttc tcacgcaaat cagtgcgtaa ggtatccatc gtttgctctt gcagtttgcc
  2984101 cagcgcggta tccatatcca cttccatcag gaaatgaaca ccacctcgca ggtcaagacc
  2984161 taatttcatg ggttctgcac ccaatttggc aagccaggaa ggtgttgccg gagccaggtt
  2984221 cagcgcgata acatatttat cacccaacgc ctccaccagt gcttcgcgag cacgtagctg
  2984281 gacatcagga tctctaaagc gagccaggat tgcaccgttt tccagcgcaa tagacttgct
  2984341 cgctatgttg tctttttcta aaacgtcacg gacttggacc agcgttgtct cactggcggc
  2984401 gattcctcgc gcaccagtga tttgaacagc cggatcctca ccataaaggt tgggaagcgc
  2984461 atatagcaga ccgacgaaga tcacaacgat cagcatcaga tacttccaca aaggataacg
  2984521 gtttaacacg gtagttccct tcgggaaaat cgaaaattac agagccttca ttgtaccttt
  2984581 cggtaacacg gcagccacga agtcacgctt gatcatcact tcggtagtgt cattcagcgc
  2984641 gataacaaca tagcctgttt ccgcaacttt agtaacacga ccaataaaac cacccgatgt
  2984701 taatacttca tcacctttgc caatagaatc catcagtttt ttatgttctt tggcacgttt
  2984761 ttgttgtgga cgcaggatca taaagtagaa aatcagaccg aatactacca gcatgatcag
  2984821 catggaggtc atgctgtttc cttgagccgg agcccctgca gatgcgacag catcagaaat
  2984881 gaaaaaactc attaaaattt cctcgattgt tatcaatatc agtagtgtga aatcagtgcg
  2984941 ataaaacagc cgcgacaaat cgtaactgct ctctctataa atacaaagac aataatttta
  2985001 gaatcaaacg tttaatggtg gaactggctt cccgatccga ccatagaaat cttcaacaaa
  2985061 gtgttctaat ttaccctctt caatagcctg acgtaaaccc gccattaagc gctggtaata
  2985121 acgcaggtta tgaatagtgt tcaatcgtgc acccagtatt tcattgcaac gatcgagatg
  2985181 atgcaagtag gcacggctat aatggcgaca cgtgtagcaa tcacagtgct catccagtgt
  2985241 tgccgtatca tccttatgct tcgcattacg gatttttacc acaccatcag tcacaaacaa
  2985301 atgaccattt cgggcattac gcgttggcat gacacaatca aacatgtcaa taccacggcg
  2985361 caccccctca accagatcct cgggtttccc tacgcccatc aggtaacgag gtttatcttc
  2985421 tgggatctgt gggcagacat gttcaaggat acggtgcata tcttcttttg gttcaccgac
  2985481 cgccaagccg ccaacagcgt aaccatcaaa gccgatatct accagccctt ttactgacac
  2985541 atcacgtaaa tcttcgtaaa ccccgccttg gatgataccg aataatgcat tcttgttatt
  2985601 cagctcatca aagcgctggc ggctacgggc agcccagcgc agtgacattt ccatcgaacg
  2985661 tttagcgtaa tcccaatcgg caggataagg cgtacactca tcaaatatca tgacgatatc
  2985721 agaaccgaga tcgtactgaa tttccatcga cttttcaggg ctaaggaaca ccgaatcgcc
  2985781 attgattggg tttttaaaat gaaccccttc ttctttaatt ttacgcatcg cgccaaggct
  2985841 aaagacctgg aacccgccgg aatcggtcag gatcgggccg tgccattgca tgaaatcatg
  2985901 taagtcgccg tgcagcttca tgatttcctg gcctggacgc aaccatagat ggaaggtgtt
  2985961 acctaacagg atctgcgcac cggtctcttt tacttcttcc ggtgtcatcc ctttcacggt
  2986021 gccatacgtc ccaacgggca taaaggccgg ggtttcgacc acgccacgct caaacaccag
  2986081 ccgaccacgg cgggcgcgcc catccgtttt ttgtaattcg tacttcacat aacctccagc
  2986141 atcagagaaa cagtctgatg ttgtttttgc ctgatcacac gcttatgtcg ttgaaaaaac
  2986201 acaacctgta tgaccgaaat ttacgggcta accttctctt gcggtgcccg tggattacgg
  2986261 ctgatgaaca tggcatcgcc gtaactgaaa aaacgatatt gttctgccac tgcctgctga
  2986321 taagcattca tggtgttttt gtaacctgca aaagcagaga ccaacattat caatgttgat
  2986381 tcaggtaggt ggaagttagt cactaacgca tccacaacct gatagtgata accgggataa
  2986441 atgaagatgc gggtatcacc gaagaaaggc gcaattaacc cgttttcagc ggccttcgct
  2986501 gcactttcca acgaacgtac cgatgtcgta ccaacagcga ctacacgctt gccacgggct
  2986561 ttacaggcca gaaccgcatc aaccacctct tgcgggactt ctgcatattc agagtgcatg
  2986621 atgtggtctt cgatggtatc gacacgcact ggctggaaag tccccgcgcc aacatgcagt
  2986681 gtcacaaaag ccatctcaat gcctttttcc tgcagtgccg ccagcattgg ctcatcgaag
  2986741 tgtaggcccg cagttggtgc tgcaaccgcg cccggacgtt ggctataaac cgtttgatac
  2986801 agttcgcggt cagcatcttc atcaggacga tcaatataag gaggcaatgg catatgaccg
  2986861 actgcattta ggatggtgaa aacatcccgc tcatcgtcaa aacgcaactc aaacaatgtg
  2986921 tcatgccgcg ccaacatggt tgcccggata ctttcatcat cgcccaatag cagttctgcg
  2986981 cccggtttcg gtgctttaga ggctttgaca tgagccaata cccgatggtc atccaaaaca
  2987041 cgctcgacca gcacttcgag cttgccacca ctggctttac gaccaaataa acgggccggt
  2987101 atcacccgag tattattgaa caccagcaga tcacccggcg ccagcttatc cagcaaatcg
  2987161 gtgaaaatgc cgtgcgttaa cgtccccgta gggccatcca gcgataacaa gcggcaacca
  2987221 ctgcgctgag gctgagggta atgggcaatc agagcttccg gtagctcaaa agaaaaatcg
  2987281 gcaacacgca tggctttcca cttcatctaa gaccaaaccc acaccaacag ggccgtgttg
  2987341 ctgcaaacta ttttgggcac caatagtaca caaaatggta agaaacagcc tcatggggtc
  2987401 ggttcacaaa aacaggcggc tagtctagag ccctcaaggg ctggctgcaa gaaataagga
  2987461 tagttcgtgg tgatttgcat tatacttccc agcatgaact ttctcgcaca cctccatctc
  2987521 gctgctctgg ccgacagctc gctgctgggt aatctcttgg cagattttgt ccgtggtaat
  2987581 ccacagggtg aatacccccc agagattgtc gctggtatta tgatgcatcg ccgagttgat
  2987641 gttatgacgg atacgctacc gttggttaaa gaggctcgca cctatttcag tgctgattat
  2987701 cgccgggttt caccgatcac actggatgtg ctgtgggacc attttctagc gcgccactgg
  2987761 gatcaactgg taccaaattg cacgctaccc gattttcttc agcatgcaca gagccaaatt
  2987821 ttgccacatt tgccacatac gcccgctcgt ttccaaagcc ttaatgctta tctgtggtca
  2987881 gagcgttggc tcgaacgcta tgctgaactc cccttcattg ctgatgtact acaaggtatg
  2987941 gcgaatcggc ggcccaaact agccgccctt gcagggtctt tttacgctat agagcaacat
  2988001 tatcaaccgc tagaagacct ttttttgacg ttttacccta caatgatgcg acaggcacaa
  2988061 cataagcaga tttagattaa aatgttcttt gctgtctacc catttacggt atagctattg
  2988121 aattcacggt atagccattg aatttacggt atagctactg aatttacggt atagctactg
  2988181 agtgcagccc acttgcgctt ttcagcgaaa taggtatctt agcaagactg caaaactaaa
  2988241 atcgtttaac gataggcaaa aactatcata acaattggta tttattcctt tcttcatcac
  2988301 acttaaatac ctatgctgtt acgatagttt ttaagacatc tggttaatcc atctctatta
  2988361 acaggagtaa tttatggttc tggtaactcg tcaagcccct gattttacag cggctgctgt
  2988421 tcttggtaac ggcgaaatcg ttgaaaactt taacctgaaa aagcacctga acggcagacc
  2988481 agccgtccta ttcttctggc caatggactt tactttcgtt tgcccttcag aattgatcgc
  2988541 tttcgaccat cgttatgaag aattccaaaa acgtggtgtt gaagttgttg gtgtttcttt
  2988601 cgattcagag tttgtgcata acgcatggcg taaaacccca gtggataaag gcggtattgg
  2988661 cgaagttaaa tacccaatgg ttgcggatat caaacgtgaa atccagaaag cttacggtat
  2988721 tgagcaccca gatgctggcg ttgcactgcg tggttcattc ctgatcgaca aaaatggtat
  2988781 tgttcgcagc caaatcgtta acgacctgcc aatcggccgt aacatcgacg aaatgatccg
  2988841 taccgttgat gcactgcaat tccacgaaga acacggcgaa gtttgccctg cacagtggga
  2988901 aaaaggcaaa gcaggtatgg gcgcatcccc agacggcgta gctaaatacc tgtctgagaa
  2988961 cgcatctaag ctgtaataag atttaaaccg tccccgacaa gctcgggggc tatcaagcca
  2989021 gtcagttcac tctgactggc tttttttccc ctagataccg cccctcactt cgattcatca
  2989081 taccttactt ccaataagtc actttccttt gcttcgattt tatattgata aaaatcaata
  2989141 cgttgaatta aaaaccctct catcctgcta tttaacaaaa aattaatgag tctcacaaaa
  2989201 taataattct gctattaatt attattggtg tgtaattttt acattccaca aatttttacc
  2989261 ttctacaaat tttttatatt ccacatacaa agcagcgttt ttagtgctgc cagacaatga
  2989321 tgaccgggta actcccggca ggcaggagca caataggagt tcgtatgttt ttaacaaaat
  2989381 ggaataagcc attagcagta ttagctttac tggtaagtgg cacgctgcat gccgcctcca
  2989441 cacccgcggt agaagcgaaa aatggcatgg ttgtgacctc ccaatatctg gcttcacagg
  2989501 ttggggctga tattttaaaa atgggcggta atgctgttga tgccgcggta gcagtaggat
  2989561 atgcccaggc agtagtcaat ccttgctgtg gcaatattgg cggggggggg gttttatgac
  2989621 cattcatctt gccgatggaa ccgatacatt tattaacttt cgtgaaaccg ccccttccac
  2989681 ggctaatgct gatatgtact tggataaaga cggtaacgtt accaaggatg caagtttgta
  2989741 tggctatctg gcggtaggtg tacctggcac ggtattgggc atggatagtg cgcaaaaaaa
  2989801 atacggcaaa ttaacccgtc agcaagtcat ggcaccggct atccgtttgg cccgtgacgg
  2989861 ctttatcctg acttgcgccg ataccgatat tctggacacc accgtcaaac gtttccgtca
  2989921 ggatcctgag tctgcacgta tcttcctgcg taaagatgga gaggcattac aaccgggcga
  2989981 tcgtctggtt caggccgatc tcgcggatac gttaagcgcg atttcagaaa aagggccgga
  2990041 tgcgttctat caaggtaaaa taccgcaagc tgtggaagca gcggctaaaa agggaggcgg
  2990101 aatactgact gccgccgatt tcgccgatta taaaatcacc gaaaccgcac cgattacctg
  2990161 tagttatcgc ggttataaat tcgtttcagc cccaccgccg agttccggtg gcgtcacatt
  2990221 atgtgaaacg ctaaatgttt tggagggcta taacctcaaa agtatgggct ttaactccgc
  2990281 tgactatatc catacgctaa cggaggcaat gcgccatgcc tatatggacc gcaatacctt
  2990341 cctcggtgat ccagagtttg ttaaaaatcc gcttgaccgc ctactgagca aaagctatgc
  2990401 cgccgatatc cgtaaacaga tcgtcgccaa caaagcaaca ccatcagtag aagtacaacc
  2990461 gggtatgcaa cctcacgaaa aaccggagac gacacactac tccatcgtcg atcatgaggg
  2990521 taatgccgtt tctaccacgt ataccgttaa tgggcgcttt ggcgcggtgg tcattgctcc
  2990581 ttgtactggc ttcttcctca ataatgaaat ggatgatttt acagttaaag tgggtgaaca
  2990641 aaatctgtat ggattggtac aaggtgcaac caacgctatc gcccccggta agcgcccact
  2990701 atcgtcaatg agcccgacac tagtgaccaa agatggaaaa acatttatgg tcttgggttc
  2990761 accgggtggc tcacggatta tcagcatcac gctgcaaacc gccctgaacg tcattgacca
  2990821 cggtatggcc ccgcaagaag cggttgatgc accacgtatt caccatcagt ggctacccga
  2990881 tgaagtctat tatgagcaac gcggtgtctc agcggacagc ctcaatatcc tgaagagtat
  2990941 gggatataag atggttgaac agagcccttg gggcgcagcg gagttgattt tagtcggcct
  2991001 ggccggtgtt gagggcgtca gcccggctaa ctcgggtaat gattctgctg tctccggcaa
  2991061 agtccgtgag ggctacctgt acggtgccaa tgatgtccgt cgccccgcag gggctgctat
  2991121 tggctactaa tcaatctaat gactactaat caatctaatg gttgttaatt aagattaagc
  2991181 catgggtcat taattaagct attggttatt gatttagcta ttgaccgatg actaaccaag
  2991241 ccatcggcgg cgaagtatct gaaaatatta tcccctatcg aactattgat gggggatatt
  2991301 cattagagtg gagcgtatta atggtgaaca aagagcatta ccacggtaat gaatgcccct
  2991361 gatagtcaat aaatccgtgg ccccctttcc ctgaagcctg ttcgatttga tcgaccacgc
  2991421 ccttcacact ggtagtaatc gtcaacggtg ccgcatcacc gcccatatcc gttttcaccc
  2991481 aaccgggatg aatcgataat accgtcaagg tcggatctgc aacttcagcc accagattac
  2991541 gcgtcatcat attcaatgcg gctttactgg ctgaatacaa cggtttatgc ccagaaacat
  2991601 tgcgttcaat actgcctaac tgggaagaca taaacgccaa tacgctctgg gttggattgc
  2991661 gttgtgccag caaatgttga gcaattcgga taggcgagat ggcgttagtc tggaacagtt
  2991721 cctggatttc atcgggtgtg gcatcgatcg cagattggtg tgctggccca gagattccgg
  2991781 cgttaacaaa tatcaggtcg aatcgctgcc cctgtacttg tggtaaaaac tgcttaatgc
  2991841 tttctggctg attaatatct aattttaacc aatgggcggc atgtgctgac gtatcttgag
  2991901 ccgcgccacg tgtggtcgcg gtgacagacc atccgcggcg actaagctca tcaaccaacc
  2991961 ctagccctaa cccccgtgaa gcaccgataa ccaatgctgt tcttttcgct gtgcccatat
  2992021 aaagctcctt tcagtgagag ttattcgcgc tataaatatt ctcttatccc tataaatatt
  2992081 atcttactgg agcaaaaaaa cagctcagtt atcactgaat tgttatccct gagctgctct
  2992141 agtgagttat ccgtcaccgc gccttttgca agttagcact caccaacacc acaccacaag
  2992201 gtaacactct taccctccag ccccatgttt accccagtct cactgacagc caggtctcct
  2992261 ccaccttcca gacgctgcca ctcagccaca ttgagtaaag gagaggcggg caggaaaata
  2992321 tccgcatcat cggaacgttg tatcgccacc atcacacgct cagtttgata gctacgaata
  2992381 aagaccaggg aatcaccact ggcatggatc acctgacacc ccccgcgccg caacgctatg
  2992441 cttttgtggc gtaaagccgc catacgttga cacagtgata ataggtcatg atcccactga
  2992501 gcctcatccc acgggaacgg tttgcggcag aacggatcat tccctccatc cagcccaatc
  2992561 tcatcaccat aaaataggca aggcacacca atccaactaa acaaccatat tagcgccatt
  2992621 tgcatacggg ttttatcacc ctttaataag gtaagaaaac gggcagtatc atggctatct
  2992681 aattgattaa ataaacggag ttgctggcta tggggcaatc ctgcgcggta ctcatccatc
  2992741 cagtaggcgc aatccgcagc atccaatttt ataggatggc aagccacatc tagctcggcg
  2992801 agaaaactgc ggaccggcaa agcaaaaccc atataattca ttgccgcgtc ttccactcca
  2992861 gcgtgcaacc aattacgtgc atcgccaaaa tgttcgccca gaatataagc ctgcggattt
  2992921 tcttcttttg ctgcctgata gataccgtgc agatggtgca aattcccttt agcgccgcca
  2992981 tcttccccga gcatgtgtac gacatccaga cgccagccat caatactgta tggtggccgt
  2993041 aaccaataac gcacgacgct gtcatcactg cgatagattc gttcagcgac ctcttcattg
  2993101 gcaaaattaa gttttggcaa actggcatta cctttccaat ctaatgctcg tccatcaggg
  2993161 aggaacgtaa accaaccacg ataaggcgaa tcttcgtgat ggcaggcgcc gttttcccct
  2993221 tgttgatagc gatcaaacca gcgatgagaa tcacccgtgt ggttaaacac gccatcgagc
  2993281 accaacttta ttcctacttc acgggtagcg gctcgcaatt gcaagaaatc acgctctccc
  2993341 cccaagtagg gatcaacctg ataataatct tcagtatcat atttatgcac actgggagcg
  2993401 gtaaaaatag ggttcaaata cagtgccgta acccccagtt gttgaaagta agggattttc
  2993461 tgactaatac cggccagatc gccaccataa aatgtcgatg cggcatgcac atcatccaat
  2993521 ggctgctgcc actcgcggcg agataccggg caaccggccg catgatgaat ataactcccc
  2993581 tcctgcacac catgatctgc ctgactactg gcaaagcgat cggggaagat ctgataaaaa
  2993641 acttggtccg cgacccaatc aggcccgcta tcgggtacat ctacagcaaa ctgtgccaac
  2993701 tgtgctggag gaatcaccga gaaccccaac gggccaaacc actgttggcg gtcatcccat
  2993761 aatagtttga agcagtagcg ccgggttggc tgcccctcat ataacggtaa agaaacgcta
  2993821 tagcgccaac gatcatggct ctcatgcccc tccatagtga gcagccactc ttcattatct
  2993881 ggctcacaac gcagaaagac ttgcgcaggt aaactatcac cttgcaacca gagcgtgata
  2993941 tgtaatgcgt cgtctgccaa acgaacaaaa ggcgagaccg gaaggtgcca accactaagc
  2994001 ataaaattct cctgctttaa ccaaaaccat tcctgtgaag actatctggt gcagacatta
  2994061 actttgtgca aacactaacc tgctacagac attaacctga tgcagacact aacgccgcga
  2994121 cacattcatc tgagatatac gatttttgat acaaaccatt tattagatgt aactatttat
  2994181 tggatataac tatttgatag atacactcta aataattcga gttgcaggaa ggcgacaagc
  2994241 gagagccaaa tccgccggaa gcagatgctt cgtcgaggca agtcccatga acgggccgag
  2994301 taacgaacat agccagcaca catgcagctt gaagaatgac gagtctataa atagtttatc
  2994361 gtcactcacc atgccacgtt gtggacagaa ccccctcatc tgtgagtata aatattgagg
  2994421 atgagagagg gggcggagaa gattgtttca acttgctggt attattctca acttgccgga
  2994481 attaaaagaa aaaagccggg acagatgaac tgtaccccgg ctttgtatcg attatcgact
  2994541 cagtgtttat tgaactgtgt ttttaatcag cattcttgat cagcgtagcc tgttttttct
  2994601 gatacttgac cttaaagtaa taccccacca gcaacagcac gatccacact aatccgacat
  2994661 acagtgagat tcgagtcgta gggaaccaac caataagacc gataataaat accaggaaaa
  2994721 tgatggctag caccgaagta aaggttccac cacgcagtgg gaaatccagt gctttaacct
  2994781 gatctttact cagtgaacgg cggaaagcaa tctgagagaa taggatcatg atccagaccc
  2994841 agacagtagc aaacgtcgct aatgacgcaa taaccaagaa aacattttcc ggcatgatgt
  2994901 agttcagata aaccgcaatt agcatggcac acatcatcac cagcaccgtg acccacggca
  2994961 caccgcgttt agaaatagca gtaaaagctt ttggtgcatg gccttgttct gccatcccat
  2995021 tcagcatacg cccgacacca aacacatcgc tgttaattgc agatacagaa gcggtgataa
  2995081 ccacaaagtt caaaataccg gcagcaatag tgatccccat atgctggaag gtcagaacga
  2995141 acggactacc gttcgtgccc acttgattcc atgggtaaat ggacataatc acaaacaggg
  2995201 tcccgacgta aaagactaaa atacgccatg gtactgagtt gattgctttc ggaatcgatt
  2995261 ttttcggatc ctcggcttca ccggcagtaa taccaataat ctcaataccg ccataggcaa
  2995321 acatcaccaa ttgtaatgac aggagcatgc caacaaagcc attactgaag aagccaccgt
  2995381 tagtccataa attatggata cccgttggct gaccaccgtt accaataccc caaacaatga
  2995441 taccgatacc ggctaaaatc atgatgataa tggtggcaac tttgaaaaac gagaaccaga
  2995501 actcaagctc accgaagact ttcacactca tcatattgac cgcgccgatg atcaagacaa
  2995561 cactcagcac ccatacccaa tgagcaacat ctgggaacca gagccccata tagataccga
  2995621 aagctgtcac atcagcaata gccacaatca agatctcaaa acaatacgtc cagccggtga
  2995681 tataacctgc catcggccca agataatctt gcgcataacg agagaaagag ctggcttgtg
  2995741 ggttattgac cgacatctca cccaaagcac gcatgatgac aaatgccacc acaccaccaa
  2995801 tcaggtatgc caacaacacg cttggtccgg ccattcttat cgcatcagcc gaaccataga
  2995861 ataggccagt ccctatcgct gaacccaatg caataaaacg aatatgacgt gtcgtcaggc
  2995921 cacgtttaag cttattttta actggtaatt ccattcacaa agccccgtct tttttcagca
  2995981 aaaagccacg gatattaacc gtggctaaaa atactctatt gccgcgcagc tattgtttaa
  2996041 ccacaatttt ctggcgacag aaaatgcgat cgtacaaccc tatgacgacg aataccagca
  2996101 aggaaggcgg taaccatgcc agaccttgtt ctgccagagg cagatgatga gcccatgccg
  2996161 gtaaaaaatt cgcaaaagta gacgctttca cggcatcaag aataccgaat accaagctaa
  2996221 tcaacataac tggcgcgacg atacgtgatg catgctgcca ccagcgtaag gtaaagctca
  2996281 tcaaaaccag cacgatacaa ggcggataaa tcgccgtcag gaccggaata gaaatctgga
  2996341 taaggtggct cagccccaga ttagagacca gcatcgagaa gataccgagg ataaacacca
  2996401 gtgtccggta tgacagccgc aggtattgcg caaagaattc agcacaagcg caggtcaggc
  2996461 caactgccgt caccatacag gcaataaaga tcagtgccgc caggaacata ctgcccaagc
  2996521 caccaaaggt gtgctggaca taagcatgca agatgaccgc gccattttgc gcatcaggta
  2996581 ccaaactacc gctgctagag cctaatttaa acaggcttag gtaaaccaga gtcaggccaa
  2996641 taccggcaat caaccccgcc caaatggtat aacgcgtcag taacacggca gaaaccacac
  2996701 cacgcgagcg ggctgcattc acgataacaa taccgaagac taatgcaccc aaggtatcca
  2996761 tggtgagata gccattaacg aaaccggagg aaaagggagc ttgctgataa gcatctgttg
  2996821 ctgtaatcaa cggccccgca ggccagatca gggccgcaat ccccaaaata gctaacgcta
  2996881 aaattttcaa cggagccaga atatgcccga ccgtatccaa caagcgccct gggtacagtg
  2996941 aaattccaat aaccaatgca aaataaacaa cgctatagat aaacagcggt aacgggccat
  2997001 tacccgttaa aggcgcaatg ccgacctcga aggaaacggt agcagtgcgc ggaatggcaa
  2997061 ataatgggcc taccgccaaa taacagacag tagccagcac caaaccagca ctacgaccaa
  2997121 ttggcgtact cagagcatca ataccgcccc cgacccgggc cagagcaata acggtaataa
  2997181 ccggtaaccc aacggcagta atcaggaagc ccagagcggc ccaccacaca tgttctcctg
  2997241 actgtaatcc aaccatcggt gggaagatga tgttgcccgc cccaacgaat aaggcaaagg
  2997301 tcataaaacc taatgccata atatctttag atgataaacg atgactcata gtgaaatagt
  2997361 tgcctagtta aaatgaccaa aagaaaaaat tctacgctgt ggtctttcct acgagatcga
  2997421 aacgatacaa agctctgata aacacgaact ccgacggttt aaaagccatc tatttcgaca
  2997481 gtatgcagta tttttgaagt tatttgcagg tggaataggc caacaacggc gctaagtaga
  2997541 cagtttatag cggagaaagg caagctggga tcataaaagc agaatcatcg tccagataat
  2997601 ttttacaagc cagtcaatga tgtcgagttt acaacgatac gcaccatatg atttgtatta
  2997661 tttatagcca acagttaacc gctcatagcg agaatatcag ataaataggc cccgataggc
  2997721 agcacaggct ccatcaattt cactcaaccg gaataaccca aaattatttt tgttggttga
  2997781 aacagcgata gaccctactt ttgagtacat ataaagagca gattagtcag taaaacccaa
  2997841 tgtttttcgg gtgttattca acatagcagg cggtaatggc aaatagccgt catggctgac
  2997901 caacttttgc ccttcggggg atagcgcacg ctcaagaaat gccgcagtga gtgcttccag
  2997961 cggctgccct ggtgctttat taatataaat atagagatag cgtgataacg gatagaggcc
  2998021 attactgaca ttttctgcag ttggcataac aaaatcttgc ccactcgctg ccaacggcag
  2998081 tgatttaaca ccactgttac gaaaaccaat actggaataa ccgatgccat tcaatgaacc
  2998141 cgccaccgct tgcaccacgg atgcagatcc gggtaattcg ttgatattat ttataaaatc
  2998201 accatcacag agtacccggc gcttaaaata gccatacgtc cccgatgcag aattacgacc
  2998261 atagcgttgt agggggcgtg ccgcccaatc gccactcaac cccaagtcac cgaagcgttg
  2998321 aattttctgg ggttctccac aacggcgatt ttgcgaaaaa atagcatcca gttgcgataa
  2998381 cgtcagccta ttcagagggt tatcctgatg aacaaacacc actagcgcat ccacggctac
  2998441 tggcacggct aacggtgggt agccatagcg ttgaataaaa gcagcaatct cgccagcttt
  2998501 cattggccgg ctcattgggc caagctgcgt tgccccggca gccagcgcag caggagcggt
  2998561 agatgacccc gcagcctgta tttgcagatt aacgccagga tagtgatgat tgaaatcatt
  2998621 tgcccacaat gacatcagat tggccaacgt gtcagaacca acactggaaa ggtttcctga
  2998681 tagggtgttg gcaacgggca ttggtaccga cggagagacg gtaattgagg gagaggctag
  2998741 cgtcactggc agtactaaag ccactgatcg agttaaagcc actgatcggg ttaaagccac
  2998801 tggctgtact aaagctattg attgcgcaaa aacagtatag ctatgccata aaatgacatt
  2998861 taagagcgcc agttttcccc atttcattag gcttttatcc gcaccgtctt aagatttgac
  2998921 tgcattctcg actaaaacag ttggaacaat caacctgttc ggtaaggtaa aaataaaacg
  2998981 ggtacccaga ccaatttcac tcatcacctc caaacgcgca tcatggtgac tcagagcatg
  2999041 tttcacgatt gccaacccca acccactgcc ccccgtttgc cgtgaccggg ctttatcgac
  2999101 ccgatagaag cgctccgtaa ggcgaggaac atgctcagga gggatccccg gcccgttgtc
  2999161 gctgacttga aattgagcac cttgtggtgt ttgttgccag cagacctcaa ttttcgtccc
  2999221 ttcaggcgta tgatttacag cgttgtagac cagattcgat accgcgctac gcagttggtc
  2999281 ttcgttaccg aataccttta attgatcgtt aaccctgaaa gtaatctcat ggcggccatt
  2999341 gctcagtgcc tgtacctcat gctgcaatat tttcaacatc agcggaatat ccacccgctc
  2999401 atttaaatcc acatttggtg cggcttcgat acgtgataat gtcaaaagtt gcttcaccag
  2999461 cccatccata cgcttagtct gctcttgcat cgtccccaaa gctttatcgc gtaacggccc
  2999521 ggccaactct tggtcatgca tcatttccag atagccttgc agcaccgtca gcggcgtacg
  2999581 taattcatgg ctgacgttgg caaaaaagtt acgtcttgca ccttccaact ggcgcatttg
  2999641 agtcacatca cgggccacca tcagtaactg cccttcagaa taaggcatca cgcgaaactc
  2999701 cacgtagtaa ccgttattca attgcaaggt cagtgggcgg gaaaacgttt gttgttgcag
  2999761 atattggcta aattccgggt agcgcaataa attgagaata tgctgcccat tatcctctgg
  2999821 ccagcgaaac cccaacaatt gttgagctaa accattacac cagaaaatat taccatcaac
  2999881 cgtggtgata accacggcat caggcagtga ctctgcacca ctgcgaaaac gcttaattaa
  2999941 aagcgccagt tcgcgccgac gcctgcggtt gcgcaattgc atctgatata agccgtaaaa
  3000001 taggggttcc caactccaac gccccgacgg cggtgtcata ctgcgatcaa gccacaacca
  3000061 atgagagagt ttgagttgat tataaaagtt ccacgtcagc gcggcgacca ctgaaaccag
  3000121 caataaccaa gggagataac caataaacgc ccccagtaat aatgcaggca aacaaaaaag
  3000181 agccagctct aaagccagcg ttttccatga taagcgttct aacacaacga attctccggc
  3000241 actgaaaact cagtagcgcg ttgagaaacg gtatccagtt ccccggacag tttgtaccat
  3000301 tttatcgtga ccatcagttt caagcgcctt gcgtaaccga cgaatatgca catcaaccgt
  3000361 acgatcttct acataaacgt tagtgcccca aacataatta agcaactgtt cacggctata
  3000421 aacacgctcg ggatgagtca taaagaagtg taataattta aactcggtcg gccccatatc
  3000481 tagcgcctga tcattcgcca ttaccctgtg agatgaaggg tcaaggctca acccttgcat
  3000541 ttcaatcact tcttcaacgg ccattggcga tatccgccgc attaccgctt tgatccgcgc
  3000601 taccagctct ttaggtgaaa aaggcttggt aatataatca tctgcgccca cttccaaacc
  3000661 gcgcacacga tcttcttctt cgccacgagc ggtcagcatc atcaccggaa tatcccgggt
  3000721 caaagcttca cgtttcatat gtttaataaa ctgaataccc gagccgccgg gtaacatcca
  3000781 gtctaacagc actaaatcag gaaaaggctc cgacaggcga gctaccgcgc tgtcataatc
  3000841 ttcggcttct aacggttggt agccattttg ctccaacaca aagcacacca tctcacggat
  3000901 tggtgcttca tcttccacca ccagtatgcg tcttgccatc atcaaccctg ccagtatgtt
  3000961 agcggtcact attcgatttc ggggccatta tgcgtcagtt ttgtgacaga tttatgaaaa
  3001021 atatcacgct tcagtgagca ataagcatag tgataaatgt tatttttttt gccaaacgca
  3001081 gtaatcaact ttgcgaggcg tctcggagat ttatttcatc ctgtgttttt caccgcgaca
  3001141 tcttgatgcc aacgcttata atcagcgcca ttctctttcg tcatcatcgg ccatagcgag
  3001201 agctttatgc gtattattca tacctctgac tggcatttgg ggcagtattt tttcaccaaa
  3001261 agccgtgctg ctgaacatca ggcatttctg cactggttga ttgagcagat caaagaacac
  3001321 caggttgatg cgctgattgt cgcaggggat atttttgata ccggtgcccc gcccagctat
  3001381 gcccgtgagc tctataaccg ttttattgtt gagctccagc ctaccgcctg tcaattagtg
  3001441 gtactgggtg gcaaccatga ttcggtagcc acactgaatg aatcacgaga tttactttca
  3001501 tacctgaata cctcggtaat ctcatgtgcc agtcgtgatc tgaaacaaca agtgattatc
  3001561 ctgaaaaata gacagcagca acccgcagcg gtgctatgcg ccattccgtt tttacggccc
  3001621 cgtgatctgg tgaccagtca agcgggtgag tctggtgacc agaaacaact ggcattacaa
  3001681 gaagctattg ctggccacta tcaaacgtta tatcaacgcg ccctagaact gcgatctcag
  3001741 cttggcttgc ctctgcccat tatcgccacc gggcacctga ccaccgtggg tgtgacaacc
  3001801 acagactcag tacgagacat ttatattggt acactagatg cctttccggc tcaggctttt
  3001861 ccacccgcgg attacattgc ccttggtcat atccatcgcg ctcaacaggt cgctaaaact
  3001921 gaacatatcc gctacagcgg ctcacctata gcgctcagtt ttgatgaact aagcaaagag
  3001981 aaaagtgtgt atttggtgga gtttgaccag caaaatctgt catcagttac cccactcttc
  3002041 attccacaat ttcaaccgat gcaattgatc aaaggtgatt tgcgccaaat agagcagcaa
  3002101 ttagcggcat ttgctggcca tgaaggctta cccgtgtggt tggatataga agtggcaacc
  3002161 caagactatc tcaccgatat tcaaagacgg atccaggcac tggcagcgaa cttgcccgtt
  3002221 gaagtggtat tactacgccg tagcaaagaa caacgtaata acagcatcca ccggcaggaa
  3002281 aaagaaacgc taaacgaatt gaccgtcagt gacgtatttg aacgtaggct ggcactggag
  3002341 gcagatttac ccgagcctcg ccagcagcga atgcgccaaa tgttcaatta cgtggttgat
  3002401 gaaatagcac aagatggcag taacggtgtg gcggaggagc cagcccaatg aaaattttga
  3002461 gcctacgtct gaaaaacatt aactcattac agggcgaatg gaagatagat ttcactgccg
  3002521 aaccttttgc cagtaacggc ttatttgcta tcaccggccc aactggcgcg ggaaaaacca
  3002581 cgctgttaga tgctatctgt ctggcgttgt accaccaaac ccctcgcctc atcgtaaccc
  3002641 ccagccagaa tgaactgatg acgcgccata ctgcagaatc actggcagaa gttgaatttg
  3002701 acgtgaaagg tatccgttat cgcgcctttt ggagccagcg ccgtgccaga aacagcccag
  3002761 atggcaatct gcaagccccc aaagtagaac tggccttatg cgaaaacggc aaaatcttgg
  3002821 ccgataaggt ccgcgataaa ttagatatga tcgcggcaat caccggtctg gactttggcc
  3002881 gttttaccaa gtccatgatg ctgtcacagg ggcaatttgc cgccttcctc aatgcagatg
  3002941 ccaatgatcg cgctgagtta ctggaagaat tgacgggaac cgacatctac ggacgtctat
  3003001 ctgaacgcgt atttgaaaaa cataaacaag ccaagatcga tctggatgca ttgcaccaac
  3003061 gtgccagcgg cattgaactg ttaaatgaag aacaacgcct ggccctggca cagcaaattg
  3003121 atgcactgag tcaacaagag cagcagctca gtaaagaaca actcgtcacg caaaaccaaa
  3003181 taaactggct aacaggttgg cagcagcaac aacaacacgt acagcaatat cagcagcaac
  3003241 aggtgctcgt tgagcaagag tatcaacagg cactacccgg cctacaacgt ttagcgcgta
  3003301 gcgaaccggc agaaaaattg cgcccgttgc aacgagaacg tgaccgtagc caaaaagatt
  3003361 tacaacaaac acagcaacgc atcaccgcat tggcacaaca acagcagcaa tatctggcac
  3003421 agctcacacc actgactcag gcagtagagc aagccactgc ggcacgccaa cagcaacagc
  3003481 ttaatcaaca tgagcaagaa acactcatcg aacaacggat cgtgccgctg gataacctta
  3003541 tcacccagca gcagcagaca ttgtcacaac ttgcagggca aatacagcaa ttacgcgcta
  3003601 aagagcagca aaacagccaa caacttgcgc tgaatgagca aaaactattg cagacccatc
  3003661 aacgcctgca acagctagca gactatgcca atttacatgc ccatcatcag cactgggaaa
  3003721 aacatcttcc cttatggcat gagcagttcc gccaattaca actacagcaa caacaatcag
  3003781 ctcaaagtga gcaacaacta caccaacaaa caaccttact cgccacgctg caacagcagg
  3003841 ctacaacact aagtgcgcaa gagaaacaac aacaagtggc cttagcggag gctcgcgcac
  3003901 aggcaagcta tcttcagcag aaattattag tccttgaaca acagcaacct tcagcacagt
  3003961 tgcgccagca actaaacgag ttcaatgagc aacgtcagat atgccaacaa ctggcggctt
  3004021 tatcgccttt agcacaacaa atacaagcac tctatgataa gcagcagcaa caatttacgg
  3004081 ctcagcagca acagcttaaa cagttagagc aacagttaac cgaaaaacgc cagttatatc
  3004141 agcagcagaa acaacatctg gttgatttag aagccttact ggaacgcgaa aaacagattg
  3004201 tcacactgga agcagaaaga gccaaactgc aaccaggaga tgcctgcccg ctatgtggtg
  3004261 ctgtggagca cccggcgatt actgcgtacc aagcagtgaa accctcagaa acagccgtgc
  3004321 gagttgcaaa actgcgccta caggtcgaac agctttacac tgaaggcact gagttgcgta
  3004381 cccaagttgc aagcatgcaa caacatcagc agcgtataga gcaagagtta caagaccatc
  3004441 gccaacagtt agctgcatat cagcaacgtt ggcaaacact ggcacaaccg ttatcactgg
  3004501 ccttcacctt gaatgaacct gacgcattag ccctgtggct agagcaacat gagcagcaag
  3004561 aacaggcgtg tcaactaaag ctggtggagt atgagcgtct gactcagcag tatcagcagg
  3004621 ccaaagatat cctgacccag ttggaacaac ggcagcaaga acatcaacaa cagttggcac
  3004681 tgatcactga acgccaaaaa aatgctcaac aaacctacca acagctgcaa tcgcaatatc
  3004741 agcaccagca agaagcactt atagctcagc agcaagtgtt aaaccatacg ctgactgaat
  3004801 tgtccttatc agtacccgat gccgatcaac aacaggattg gctagcacag cgggaagagg
  3004861 aatgtcagcg ctggcaacaa catcagcaag agcaacagcg gctcactatt gaacaaaaaa
  3004921 cgctggaaac acgtattgag aatgaacggc gtcatttaca ggagtgtatt gaccaattat
  3004981 cggcgctaag tcaacaacgc cagcaagctg aaacgctatt acagcagcaa atccagcagc
  3005041 gccaggcact gtttggtgaa gatatcgttg ccgaagtccg ccagcgatta cgcttacagc
  3005101 agcaacaggc agagcttgcc cagcaaaacg cagaaaaagc cctacaacag gctcaatccc
  3005161 aactgaatag gctatcaggt gaactgaccg ggctggagca acaatgccaa cagtatcagc
  3005221 aacgtgctac caccacacag gctgaattgc aacaagcact gtccaccagc gaatttgctg
  3005281 atgaaacggc attaaccgca gccctgttaa gtgaagaaga aaggcagcat ctacaacaat
  3005341 tgcaacagca attaaatgag cgacggcaac aagctcagat ccgcctgcaa caagccaggg
  3005401 agatattgga tcaacattta cagctttgtc cccaaggtgt cgataagtcc tctgaattaa
  3005461 ccttattaca acaacagtca gaacagctat tggcacaact gaaaaccaca acgttacggc
  3005521 aaggcgaact acgcaatcag ttagaaagcg acaccactcg acgtcataat caacgtacgc
  3005581 tatttgaaca aattgagcgt agtcagcagc aatatgatga ctggagttac ctcaatcaat
  3005641 taattggctc caaagaaggc gataaattcc gtaaatttgc gcaagtgtaa cgaacggtgc
  3005701 aatagtgatc cacacccaac gcctgaaatc agatccaggg ggtaatctgc tctcctgatt
  3005761 caggagagtt tatggtcact tttgagacag ttatggaaat taaaatcctg cacaagcagg
  3005821 gaatgagtag ccgggcgatt gccagagaac tggggatctc ccgcaatacc gttaaacgtt
  3005881 atttgcaggc aaaatctgag ccgccaaaat atacgccgcg acctgctgtt gcttcactcc
  3005941 tggatgaata ccgggattat attcgtcaac gcatcgccga tgctcatcct tacaaaatcc
  3006001 cggcaacggt aatcgctcgc gagatcagag accagggata tcgtggcgga atgaccattc
  3006061 tcagggcatt cattcgttct ctctcggttc ctcaggagca ggagcctgcc gttcggttcg
  3006121 aaactgaacc cggacgacag atgcaggttg actggggcac tatgcgtaat ggtcgctcac
  3006181 cgcttcacgt gttcgttgct gttctcggat acagccgaat gctgtacatc gaattcactg
  3006241 acaatatgcg ttatgacacg ctggagacct gccatcgtaa tgcgttccgc ttctttggtg
  3006301 gtgtgccgcg cgaagtgttg tatgacaata tgaaaactgt ggttctgcaa cgtgacgcat
  3006361 atcagaccgg tcagcaccgg ttccatcctt cgctgtggca gttcggcaag gagatgggct
  3006421 tctctccccg actgtgtcgc cccttcaggg cacagactaa aggtaaggtg gaacggatgg
  3006481 tgcagtacac ccgtaacagt ttttacatcc cactaatgac tcgcctgcgc ccgatgggga
  3006541 tcactgtcga tgttgaaaca gccaaccgcc acggtctgcg ctggctgcac gatgtcgcta
  3006601 accaacgaaa gcatgaaaca atccaggccc gtccctgcga tcgctggctc gaagagcagc
  3006661 agtccatgct ggcactgcct ccggagaaaa aagagtatga cgtgcatctt gatgaaaatc
  3006721 tggtgaactt cgacaaacac cccctgcatc atccactctc catctacgac tcattctgca
  3006781 gaggagtggc gtgatgatgg aactgcaaca tcaacgactg atggcgctcg ccgggcagtt
  3006841 gcaactggaa agccttataa gcgcagcgcc tgcgctgtca caacaggcag tagaccagga
  3006901 atggagttat atggacttcc tggagcatct gcttcatgaa gaaaaactgg cacgtcatca
  3006961 acgtaaacag gcgatgtata cccgaatggc agccttcccg gcggtgaaaa cgttcgaaga
  3007021 gtatgacttc acattcgcca ccggagcacc gcagaagcaa ctccagtcgt tacgctcact
  3007081 cagcttcata gaacgtaatg aaaatatcgt attactgggg ccatcaggtg tggggaaaac
  3007141 ccatctggca atagcgatgg gctatgaagc agtccgtgca ggtatcaaag ttcgcttcac
  3007201 aacagcagca gatctgttac ttcagttatc tacggcacaa cgtcagggcc gttataaaac
  3007261 gacgcttcag cgtggagtaa tggccccccg cctgctcatc attgatgaaa taggctatct
  3007321 gccgttcagt caggaagaag caaagctgtt cttccaggtc atcgctaaac gttacgaaaa
  3007381 gagcgcaatg atcctgacat ccaatctgcc gttcgggcag tgggatcaaa cgttcgccgg
  3007441 tgatgcagca ctgacctcag cgatgctgga ccgtatctta caccactcac atgtcgttca
  3007501 aatcaaagga gaaagctatc gactcagaca gaaacgaaag gccggggtta tagcagaagc
  3007561 taatcctgag taaaacggtg gatcaatatt gggccgttgg tggagatata agtggatcac
  3007621 ttttcatccg tcgttgacag caaggtctca cactcgatca tctggtttat ctggccaata
  3007681 accaacttag tcgtttacat gggcgctatc tattacaacg taagactaca gatgcattgg
  3007741 aattacaggt ggtagatacc tggcaagcgg atgccatacg cgatactcgt accctgtcag
  3007801 gaggagagag ttttctggtg agtctggcgc tagcattagc actgtctgat ttagtcagcc
  3007861 ataaaaccag tattgactca ctgtttcttg atgaaggctt cggtacgttg gatgctgaaa
  3007921 cattggatac cgcactggat gccttggata gcctgaatgc ttccggcaaa actattgggg
  3007981 tgataagcca tgtagaggca atgaaagatc ggatcccggt gcagataaaa gtgaaaaaag
  3008041 ttaacgggtt aggcgtcagc cgtttggata atgccttccg agtcaatcaa gactgaacag
  3008101 ataccccaac tcatcggcgt tacagtaagg cagcaagtga ataacagatc ggtcgggaat
  3008161 caatttgaac aacattgatg ctagcccaca gggtaagcct caaggatgag gctcattaat
  3008221 cctgatgagt ctatttattg caaggtcaac gaccagtaag tgattcgggt gagtgaacat
  3008281 agctaacacc gctgtagcgt caagttctaa ggaaaatacc caaagtcatt ggcgttacag
  3008341 caaggcagaa aatcccgatg agtctattta ttgtaaggtc aacgaccagt aagtgattcg
  3008401 ggtgagtgaa cgtagctaac accgctgtag cgtcaagttc taagggaaat acccaaagtc
  3008461 attggcgtta cagcaaggca gcaagtgagc aaatcccgat gagtctattt attgtaaggt
  3008521 caacgaccag taagtgattc gggtgagtga acgtagctaa caccgctgta gcgtcaagtt
  3008581 ctaagggaaa tacccaaagt cattggcgtt acagcaaggc agcaagtgag caaatcccga
  3008641 tgaacttaca tgagtaagtg attcgggtga gtgaacgtag ctaacaccgc tgtagcgtca
  3008701 aggacgaagg gtattccata gccaggcagc cccccggacc ccactcgaat caccatgcaa
  3008761 ggctttaaga ataggcgttt cacactcacc gccaaatacc caggggctga ttaacgcagg
  3008821 taatgtgtca tacaagcggt caacattact catccctccc cccagtacca caacatcggg
  3008881 gtcgaacagg ttaatgacat gggccagcga tttggcaaaa cgccgctcat aattgttcat
  3008941 tgcctgttct gcgataacat caccctgctc aaccaactca ataatttcat ggccttttag
  3009001 cggttttcca ctcaacctga agtaatcagt ggcaaaaccc gtacccgata caaaagtctc
  3009061 aatacagcct tttttcccac aatagcacgt cacttcttgt gcatattctc gctcttcttc
  3009121 atcttgccaa ggtaacgggt tatgccccca ttcaccggca ataccattac cgccagcatg
  3009181 cgaaccccca tcaatggcaa tacccgagcc acaccccgtc ccgataacgg cagcaaacac
  3009241 ccatttttta cctgcccccg ccccgtctgt tgcctcagaa acggccagac agttcgcatc
  3009301 attggctaac cgcaccgggc ggttcaaaaa caccgagaga tctttatcta actcccgccc
  3009361 attcaaccat actgagtttg agtttttcac tttgccggta aaaggagaaa gtgtgccagg
  3009421 gataccaacc ccgatactgc cttgctcgcc agtcgcgtgc tcggcatcag cgattaagtc
  3009481 agcaatagcc tgtatggttt tttgataatc atggcgtgga gtaccaaccc gtttacggaa
  3009541 aagcacctgc ccatcattgg ccaatgctat gacctctatt ttggtaccac ccagatctat
  3009601 accaatgcgc atcgcatctc acctcgttga caagattgtt ttattttctc gcgatcaaaa
  3009661 taccctgcta ggcaggataa ctgtgatctg gataactatg ataatgaaaa tattatcttt
  3009721 tcagtttgaa caatacaccg tagcgataca atctttgtta tccataattt tgcattccgt
  3009781 ctgtttttaa tcaattaaac cgaagataac attcaacaaa taatagactg gctctgcttt
  3009841 tttcttattt tttttactag ggacacgcgc gccaattcgt tatcatgccg ccctgcgttg
  3009901 attaactcgc gcgctccagg cgcgcccgag ccaaggataa cactatgctg tggtttaaga
  3009961 atttaatggt ttaccgtttg agccgggaag tttcgctgtc tgcggatgaa atggagaaac
  3010021 agctaagcgc ctttagtttc acgccttgtg gtagtcagga tatggcgaaa accggttggg
  3010081 tatcaccgat gggttcgcac agcgatgcat taactcacac cgttaatggt cagatcgtta
  3010141 tttgtgcgcg caaagaagag aaaatcttac cgtcaccggt gattaagcaa gagttgcagg
  3010201 acaaaatcga acggttggaa ggtgaacagc accgcaaact gaagaaaact gaaaaagatt
  3010261 cattgaaaga tgaagtactg cacagtttgt tgccgcgtgc attcagccgt tttaatcaaa
  3010321 cttttttgtg gattgatact gtcaatgacc tgattatggt cgatgccgca agtgctaaac
  3010381 gggctgaaga tacattggct ttgctgcgta aaagcctggg gtcgttacct gtcgtcccgc
  3010441 taacgttaga aaatccgatt gaactgactt tgactgagtg ggttcgatcc aaaacattgc
  3010501 ctgcaggctt tgccctgatg gacgaagctg aactcaaagc aatcttggaa gatggcggtg
  3010561 ttattcgctg taaaaaacag gatttattca gtgatgagat cgccgtacat atcgaagcag
  3010621 gcaaactggt cactaaatta gcgttggatt ggcaagaacg gatacagttg gtgctgtctg
  3010681 acgatggctc attaaagcgt ttaaaattcg ctgacacgct acgtgatcaa aacgaagata
  3010741 ttgatcggga agattttgca caacgtttcg atgccgattt tattctgatg accagtgagc
  3010801 tggccgcttt gattaagaat ctcattgagg cccttggcgg cgaagcacaa cactgatttc
  3010861 agcacacgac agcgcggcta aatataacca aagtcatcgg ggttgcagtt aggcggacaa
  3010921 catcacatcc gatcagccag cgaaagtcgg tgactcgggt cagtgaaaaa tgagaagtga
  3010981 gaagtgaaaa acacgcgcta cgatgcagct tagagtaagt aaaaaggata gatgatatgt
  3011041 cgccccctct ggcatagaga gggtgacaga ctcgctaact caataaattc attagctcaa
  3011101 atatttgcac aaatatgaag atgcttcagc cacttgtagg ttaaattcac tttcccctgg
  3011161 gatatagaag gtttcacccg gcataaaggt ttgccagtca ggcgatcccg gtataagtac
  3011221 tttcaaagaa ccggtgatta ctgtcatttc ctccgcttta gctgtactaa aggtgtactc
  3011281 tcccttttcc atcaccccaa cgctggctgg cccaatgctg tcactgtcaa aaccaataga
  3011341 tttcactttc ccggtaaaat actcattaaa tttcagcata gctttgctac ccgcatctta
  3011401 atataaatga gctttcatat tagagtttct gtaaacggtc tgtcactgat tattatgacg
  3011461 aaatgggatc ataaccagat tcactgcctt ggttgaggag aaagcgcaca atttgtgtat
  3011521 cgtgcaatgc ctttcaaagg cacgaaagcg gatgattaag acaaaaaagt aaaacggcgg
  3011581 ctgattaacg atataacata aaataaaaaa cattaatatc gtttcaaaaa tgcgatcaat
  3011641 atcgaccgaa atgcaggcgt aaaatgcgag tgttgaagga aaaataatgt gaaggttttc
  3011701 attagcccac cttgcgtggt cttaccttaa gccgcataag atgaacgtaa aaaacgcgtt
  3011761 tccaaataat tatgtaggtg acaattgtat acctgcataa ttaattagca atcaaccaga
  3011821 ctcgctccac acattacata cattaccaat caacccccct tttcttcatt atttgaccat
  3011881 ctcaccagtc aacatctgta aaatttgttc gacaaccagt gacggggttt gcgttccatc
  3011941 aagtacatga tgggcgacgt cctgatacaa cgcttcacga ctagccaaca catccagtat
  3012001 ttcttcaacg atgggtttac cggttaaact tggccgctga gcctcttcag gatcttccgc
  3012061 tagccgcttt gccaatacgg ctgcagacgc ccgcagataa atgactcgcc catgatcacg
  3012121 catgaatgcg cggttttcac tggacagtac cgcaccacca ccagtggcaa cgactgtttt
  3012181 aggtgccgtt actgcctgta gtgccatgct ttcacgtaga cgaaaaccat cccaaccttc
  3012241 actctcaaca acttcagcca cggtcatttg tgaggtttgt tgcataaata gatctgtatc
  3012301 aacaaaccga taccccaatg cctgcgccaa tgccttccca atagtggtct tacccgcacc
  3012361 gcgcgcgcct accatgaaga tagtttgtgt cattacttga aagtccttcg tatcaacttc
  3012421 tgaggataaa ttttcgacat caaaaaaccg accgttatta ttggccggtt gaacaggttt
  3012481 actacgcggt tcaacgccgc agagacaaat cataccgata attaagagta gtgccaactt
  3012541 tacagtgacg taaaattaat aatacaccca ataaaatcag cgtagtgacc tagctcgata
  3012601 tgaagctctt atccacatcg agtgggcaag atatgtcggt taattggggt gacaaatata
  3012661 aaccagcgca ggaggaaaat tacgcacgac ccgtattttt ttccaattaa aataacgaga
  3012721 taacaatgac tctgatagat ggctgtattg aaacagcact aagactccat tgcgtgcacg
  3012781 taggcgttgc tgagtttgct gtaatattct gatactgatc ttggttggga tagacagcaa
  3012841 aggtaaacaa caaaaaacaa catcgtactc ttgatccaac tgctccgcag aacgatctgc
  3012901 aatctgtaaa cgcgaatctt ttagctggtg caatgcatgt acaaaatgag gttgaatctc
  3012961 atacgcttgt aagctcgaat tagctgacat atgcgacaga atacgcttag tcagcacacc
  3013021 atcagccgca cctaattcag caatattaag attttgtgtc caatctatct ggtttagcat
  3013081 cgcctgacat aaccaaggcg acgaggggac caatgaacca acggtacgag gtgaggcaat
  3013141 aaaacgctgc aaataggaaa actgactttt aaaattacgc cggacaatgt ttagcataac
  3013201 ctctcctcgg agactcagat ggaccacaat aacactttat atttcttaag ttctcattaa
  3013261 gattgttcta ataattaatt atttttatca gataaactga aaaagttgac tctgtaacca
  3013321 ttaatgctga tgaagtgagt aaacaagatt tagcgatgac tcattatggt ttactcaggc
  3013381 ttatctactg gctaaaaatc cccccaaaag tgttgtatca aaatatttat ttatcgattt
  3013441 attttttatc tattgtagaa actaatgata ggtactgatg ttggcattgt agtggctaac
  3013501 gttatcatgg ccgagaccaa tgatgatcgt ggcaggtcca tcagttgtca ctttttcatt
  3013561 cagtcttcac ccaatgccca tcccttaaac gttgatatta aaaacatagc ctctcctcat
  3013621 gttttatcta tagtggcttg ctcgataaaa aaagctgctg ctaaaatgag actgtcgtaa
  3013681 taattttagt cacaatcaca aagaatcatt tcataataga cgcctacgga gagattatat
  3013741 gaaatacttt agtgatattg attatggatg cagcaatgca aggagacgta atgttgtgta
  3013801 aagaaaacaa atcattggtg cgaaaataaa aaggatataa cctcattatc cataataaaa
  3013861 atatatttat ataaatctaa atgtgaatat tgatatatta ttaccactac ccacacttat
  3013921 tgtttactag tctcttactg ccacaatcat catgatatca ctggtaaagg aaccatcagc
  3013981 ctgaatagca tagtgattaa tgacaccgtc agatgctaac ttttgaaact cgcgaatagc
  3014041 cgtagcaaaa tgtgcaggtg tccgcattct ggcaacccaa ctgctgaact ccaaatacaa
  3014101 gcggtcagaa gtcacttcat ttattactaa cccaccctcg gtaaataaag atagccattc
  3014161 tccaggagag taatttcgta catgagaggt atcgcgtaag acttctactg tttgcaaata
  3014221 gatatccaat accggatgtc caggagaaac cacatccatg aagatgactt ttccaccggg
  3014281 ccgtaatacc cgcttaactt cacgtaaagc tttcccaaca tcgtgccaat ggtgtgcaga
  3014341 ataacggctg ataacaatat caaagctttg atcagcaaaa ggcaatgatt cagccagccc
  3014401 ttgttgtatc tcaatattag tgagtttttt atctgctgcg gcctgcatga caacctgtaa
  3014461 tatttgagcg gagagatcat aggatacgac atggttttga ttttttaccg tgctatccag
  3014521 tgaccagaga atgtgaagca atgaccgttt tttggataaa agcaatattc aggtggcgct
  3014581 tgcaaaatgg caaacggaat aaacctggaa atctgattat cgggcgagcc atccatgcgg
  3014641 catgatgcct atcattcatc aaataatgca ggctaatgag aatatcagca aagttaaacg
  3014701 gttttatctt cctcaatctg ttgtagctga tttttatacg attttacttt ttggcgtttt
  3014761 ttcatccacg tggtgaacga cactaagaaa atcccaccag ccaatgttaa tacgcccaat
  3014821 tcatgcttgt aaaacagcat gataataaag tagacagcag aaataattgc cacccatttc
  3014881 gccgaatgac caacagcatt tttctcattg gtcagacggc ggatactctc ttcttcactg
  3014941 atccccataa cactgccctc catattttgt gatggttata atattggggc agttgcatga
  3015001 taatacaaca tatttttcag cttttatttt gtcttctcaa ggtagcctca gaggcgctcc
  3015061 ctgtgggctt gtaaataatg ataaaacgca tcatacaagc gacagaccgc tactctatag
  3015121 agtgaagcta cagaatatag tgaggctaca ggccttcctg aaatttcctc gccttagctg
  3015181 tttgctgttt ttccagttca aaaatggctc gctgtaagcc tttctcttga ataggactta
  3015241 agcgcaagaa tttaaaactc aaacgttgca ctgtcagcat ttcgcccttg ttattaacca
  3015301 cttgtttatc gagcgcccgg ataaattgca gatctaattt aaagaggcca aaaccacata
  3015361 aatctaccgc tgcatctcgc agaacactgc atccctggag cggaaattcg ctacctttca
  3015421 tggcatataa acccattcca cccaaggaga tgtcggccaa tgtatattta tactgagtgc
  3015481 cgtcagggaa tttcccacta caataataag ctggccattg cggaatactg acacgaaaat
  3015541 attcccgtcg ctgaatgaaa tagagctgtt ccgggatggc agaactgaag gcgggtagtg
  3015601 acaaatattc gacatgtttc agcttgttac aggtgaattc aattttggca cccgtaggtt
  3015661 caacaataat cgtgagttgc tccgcaccaa gagccaaaac attttcgttt tctacactgc
  3015721 cgaaatcgaa aataaactga ttagtctcag gctgtatatc cagaatacgg ctaataaatt
  3015781 gtcctcgagc atgggtaacc atcacggcag tatcgttctt ctgtaaatcc cgaagaattg
  3015841 cacagatcgc tagtttattt tttttaacaa attgctcttt agacgtttcg ctcactggcc
  3015901 ccattcccta ttcttaattt atcagtctat ctgctcagat tatcatcaaa aatgtataaa
  3015961 taacaaagag gttatcggca actaacagaa ttacttaaat gttttactat cgggaggaaa
  3016021 tagtccggat gggccatatt ttggactgga gaacgtttat gcaggataat attttttaca
  3016081 gaataaccgt tggctgggtc aggtttgatt tgaaaaaaaa gcgacattgg caaattgcca
  3016141 catgtcgctt tactagcgat ttttaatcaa tcagctactg atcaaccggt taagaataaa
  3016201 cctgttgcca ataaacctac taaaaaataa atcagctacg aactaaatcg tcgccgtaac
  3016261 ctatccattt atacgtcgtc agcgcatcca gtcccatagg gcctcgggcg tggagttttt
  3016321 gtgtgctcac tgccacttct gcacccaaac caaactgacc gccatcggtg aaccgagtgc
  3016381 tcgcgttaac ataaactgcc gatgaatcga cagcgcggac aaaatactca gcatgactca
  3016441 gggaacgggt caggatagca tcagagtggc tagtgccatg ctcacggata tggtcaatgg
  3016501 cggcatcaat atcagtaacg atatccacat ttagatccag tgatagccat tcatcatcgt
  3016561 aatcagcggc ttctactgcc acaactttgg cttttccatc tgccagatag ggcatcgcca
  3016621 gcggactggc atgcaatgtc acgccaaacg cgtgcattct ggcacttaat agcggcagga
  3016681 aagttttggc aaccgcctga tgaaccagca acgtctccag tgagttacaa gcacttggcc
  3016741 gttgtatctt cgcgttttcg atcaccaata aggctttttc aaaatccgcg ttttcatcaa
  3016801 caaaggtatg gcaaacacca atacccccgg taataaccgg gatggtcgat tgctctcggc
  3016861 acaatttatg taagcttgcg ccgccgcgtg gaatcaacat atccacatag cgatccagac
  3016921 gtaacagttc attcaccagt tggcggtctg ggctttcaat ggcctgaact gcagcggccg
  3016981 gtagaccaca ttgctccagc gcccgctgaa taacatttac tgtcgcctga ttggtataat
  3017041 gcgtttcttt accaccgcgc aaaatcaccg cattgccagt tttcagacac aggctagcga
  3017101 catcgatagt aacattaggg cgagcttcat aaatgacacc aatcaccccc agcgggacac
  3017161 gtcgacgttc cagttttaaa ccactgtcca gcaaactgcc atcaataaca cgccctacag
  3017221 gatcgtttag gcggcatacc tgacgtacat cattagcaat ggcggctaag cgggcgggcg
  3017281 tcaataacag gcgatccagt agcgcctcgc tcatgccact ctcgcgtgct gcagccatat
  3017341 cccgctcatt ggcctgcaaa atagtttggc tctctgattc taataggtta gctatgaccg
  3017401 ccagtgcctg attttttttg gccgtactca acatcgccaa ttgccaggaa gcctgtttgg
  3017461 ccgcttttcc catatgttct aacaggttca tgtttgctcc ttagctgaca atcatatcat
  3017521 cacgatgaac agccaccggg ccgtattcat atccgaggat ttcactgatt tgttgcgagt
  3017581 gatgccccgc taacatgcgc aatgcatcac tgttatagcg tgaaacaccg tgtgctaaat
  3017641 cccgcccatt gagattacgg atacggatca cttcaccacg ggagaagtcc cctttaacgc
  3017701 tgcgaatgcc ttttggcagc agcgaactgc cccgttccat gatcgcaaat acagcaccgt
  3017761 cgtccactgt gatttcacct gccggtggcg caccaaaaat ccaacgttta cggttttcta
  3017821 atggtgtttc caatgagtgg aaacgggtac cgactggcgt accgtcaatc acatcggcaa
  3017881 tcacacccac ctggctacct gcggcaatca ccacatcaat acccgcacgg cacgcgacat
  3017941 ccgccgcttg cagtttagtc gccatgcccc ccgtcccgag ccccgaaacg ctgtctccgg
  3018001 ccatcccgcg caggacatca tcaatgccat gcacttcgcg aattaactcc gcttctggat
  3018061 tgttacgcgg atcagcggtg tacaaccccg cctgatcggt caacaacagt agcttatctg
  3018121 cactggccaa aatggccgcc aatgcggaga gattatcgtt atcgcccact ttgatttcag
  3018181 cagtagcgac ggcgtcgttc tcattgatca ccggtacaat gcggttatca agcaacgcat
  3018241 tcatggtatc gcgggcatta agaaaacgct cacgatcctc taaatctgcg cgggttagca
  3018301 gcatctggcc gatatgaatg ccataaattg aaaacagttg ttcccagagc tgaattaacc
  3018361 ggctttgccc aaccgcggct agcaattgtt tcgaggcaat agtggcgggc aactctggat
  3018421 accctaaatg ttcacgaccc gcagcaatcg ccccaaaggt gacaataaca atacgatgac
  3018481 cttttgcgtg ttgctgggca cattgacgca ccaattcaac aatatgggca cggttaagac
  3018541 ggcgggaacc cccggtcagt acactcgtcc ccaatttcac aaccaatgtc tggctgccac
  3018601 tcataatttt tctaccgttg ggatgaataa aagaaatggt ctagaggtct ttgtagcagg
  3018661 cgcaaggcat tatgccaaca ggcttgatac gaaatcaccc cctttattgt gcagaaaggg
  3018721 ggtaatgggg acagtttatg accacggaat tggcctaatc aaacctaggt aagcgtatta
  3018781 tcaagcagat aacttaacag gctgatcgtt aaaatccgca gcaggttcta atttcatgtc
  3018841 aatggaagct agcatctctt cgagccgcag atgaaaacta cgcagtgtac tttcaagttt
  3018901 atcctgaact tcaggatcgc taattttttc cgcgttccag ttgccttctt tattaaagag
  3018961 tccgagttga taaacataag taaagcgacc agccgatggc tccagttcta tccaccaccc
  3019021 ccagaactca cgtttctctg gggcaagctt cacattgatg catacagcta aacaatcaaa
  3019081 gaaaaaatgg tcgttctggc actgcccttc tcgcaggtat ggccccaaag ctgcaaaacg
  3019141 tttcataagc ttacttttag gatgagcact ggttaacgtc atacttaaat ctccttatgt
  3019201 agacgaacct ttttagcaaa ctattaaaat ttagcaactc attaacgcat tttatcttct
  3019261 aaccattcgc tggtttgcaa taatgcacga tggaaattct catagagcgg tttagacggg
  3019321 atagctaaca acttaccgtc agcagaagaa gagcagatca atttagcttc ttcttttgga
  3019381 ctgaaggggt cattctccca aaaaccggcc agcataggtg tctgacaacg ccgccccagc
  3019441 aaaccttggg ttttcagcga ataacggttc atttcggtgt tcaacgtctc atctgtcgaa
  3019501 tccgccatac ccaaccggct agccatgaca tccatataca tgtcaggcac tttacgtagg
  3019561 ctatcgctgt tacacagcaa gtgatgaaca atcggcccaa ggcatgcgac tgcacgtacc
  3019621 ctttgtggtt ctaaataccc caaacgtacg gccacgttag ccccaaaacg aaaaccgaac
  3019681 acactaacgc gctgatggtc aacccacggg acatccgcta acgcctgtaa cacttgctga
  3019741 tgtagataac tggtatcttg cgtgagcttc cagcgggatg aggcccccac agatggcagg
  3019801 tcgatggtca acatcgcgat acccttgggt tctagataat cacggaatag gcggtggtaa
  3019861 tcactttgta acgtatctag accaccgcac atcagtaccg ttgggaaagg tgcgctgcca
  3019921 acagtaggca tgtgtaagaa acctgacagc gaaccgccat ccgaaatggg gaacgtcagc
  3019981 tcttttaagg tgtacggtag atatttggcc gcctcttcat aagcacggtt tgacagcacc
  3020041 tctgcctgct ccgacagctc atcgcccttt agatgtgggt aactggcaat gctgtacaaa
  3020101 ttagccgcat tcagccagaa ctgacctgcg ctccccggat cggtttcttc catcgctttt
  3020161 tgttgccaca tcatcccctg attggcccat tcataaatcc agttaccatt acggtaaccc
  3020221 accacggtat ccaataactc gttattactg tgctccgctt tggaacaggc aatacgcgat
  3020281 aagacctctt ctatttcaag gggatcaatg ccacgccaag tccacatcag acgattaatc
  3020341 atccgatacc aatggttggc ggtatcacca tccaacgccg aatggatatt cacgacgtgg
  3020401 ttgcaatggg tacgccgtac gagagttgag gtttctggat gtttgaattt gggtttgaac
  3020461 agaatttcag aaaggttggc ttgtgccatg gtaacagtag cctccataag ccgtgagtca
  3020521 gacccggtaa gggctgatca gatggggtca agtgtacgca tactgaagag aaaatgaaac
  3020581 gtccggcagg caccggacgc ttaaagaaca gtaaattatt tgccgctgag gggcgcgaca
  3020641 aaagtcaccg ccatatccca tggctgttca atccacgtgt tctgaggaat atcgaccaca
  3020701 tagtcatcaa ctaacggacg gccagcaggt ttagcaaaaa tagtcacaaa atgtgcttta
  3020761 ggatacatct cgcggatagc tgtcgcggta ccgccagtat cgaccaaatc atcaatgacg
  3020821 ataaagccct cgccatcacc ttcagcacgc tttaagactt taagatcacg ttgattatca
  3020881 tggtcatagc tagatatgca cacagtgtct acataacgaa tacccaactc acgcgccaga
  3020941 ataccagccg gtactaaccc accacggctg accgcgatga tacctttcca ttgctcggct
  3021001 ggcagtaaac gctgtgccag tttgcgggcg tgaatttgca acatatccca ggtaacgacg
  3021061 tatttttcgt tcataaagtg taatcccagc cagtaaaggt gtggcttgcc ataataaagg
  3021121 ggaaaaaagg ttgcgcgaga ttatagtgag ccagcgacat aaaaaccagc aattatccgt
  3021181 gtaattcgtc ggattgcatg cggtggcaac cgtgataacg ctggctaaca gtacgctttt
  3021241 taacaactgt ttacccgcga ctgcccgcaa aaatgcgtaa taaattcatc tcgcagcatc
  3021301 ccattcccta tggcactcga gagcatgaac tttgattgca tcagtatact gagccataac
  3021361 ttttcttact catataaatc agctcatgct gtaattaaca ttactgcatt caattattgc
  3021421 atttgcaata aacccagtaa aactaataat tgaaaaacac ttaacgcact cattcggaat
  3021481 aaagaatcaa ggagggtaga atgcaactca aaatccccga accagatagc gttgtaattt
  3021541 gggttgttat tggtattttc gccacatggg gaggtgtcgt tagattatta ctacaagata
  3021601 caaaatctaa aaacctccga gagaagatat cagcaatatc gacacaagtt attgtctcgg
  3021661 gttttaccgg catgcttggg ggattaatta gctttgagta tgggagcagc ccctatatat
  3021721 cttttgctat ggcaggaatc tttggttctt taggagacac tggcttaatg tatatacaat
  3021781 cctattttat aaaaaaacgt cgataataaa aaaaggagat gatgcatggc ataaattaaa
  3021841 aacccaagtt aaataaaaaa taaagatcac tcgacattcg ttagtgatta taaaaaccca
  3021901 ttccgggcgg gagggatgcg caatataaaa atcaccaaaa tacaattcaa cagattaatt
  3021961 gtattaccat ccattaaata aatatcgtaa aaggataata aaatgaaatt acatttcaat
  3022021 gcacaactac atcgaaaacc tattttgtgg agcatggggg gaatattagc ctcacagctc
  3022081 cttgttatgc taccggtcga taaggcagaa gcgcacggcg cggtgggttt ccctatcgcc
  3022141 cggcaatatc agtgccagct agaagctgga ttctggggag accctgcgaa tattcctaac
  3022201 tcagattgtc gacaagctat tgagaaccca ggcgatccaa gcaatccaca actgccgttt
  3022261 acacaatgga atgagctttc agcaaacccg accaatccaa gcatacaagc cactgtagaa
  3022321 ctcgccgttc ccaatggttt actctgtgcg ggaggtgatc cacgtaaagc cggtctcgac
  3022381 aatgtccctg ccacaaaatg gcgaaaaaca cttattaccc cagatgaaaa tggccacatg
  3022441 cagcttcgtt gggaaaatac aacggcccat aaccctgcct atatgaaggt ttatattact
  3022501 aaaccaagct acgactcgac caaagcacta cgttgggaag atcttgagct actttatgca
  3022561 gataaagctc ctaccccaac ggctgggacc gggctatctc caagtaccaa tagtttttat
  3022621 tttctgaatg ttccgttaaa cggccacact ggggatgcca tcatttacag ttactggcaa
  3022681 cgtgaggacg cgggcaacga aggcttcttc aactgcagcg atgtcaacat cagcgaaggg
  3022741 agcacaccaa gcttcccatg ggtaaataac agccaattta tcgtacaagg tttcacgcca
  3022801 gccattaatg accaaattcg tttccgtgtg atgggaggga gcgctaaagg tgtggaagtt
  3022861 gtggatgttt atcttccgat caccgcacag aatcaggcac aaacagtctg gtcaaaacaa
  3022921 ctggctgata aactgaataa tacctaccca caatatgtca ggatcggcgt acgctctggc
  3022981 aatgatattg tctacaatac ggctaatatt gcaacaaaca ttgtgtggct acaaacaggc
  3023041 ttcagtagcg cgatgagtct catcagtgga actcctgaac ctgaacagcc acagccgcca
  3023101 gtagcgcaga ttaccgcgcc aagtagtgta caagataatg aaacgatcac gctttctgcc
  3023161 agcgcatcta cagggcagat agcgagctac caatgggagt tccagcactt tgaaccaaaa
  3023221 gttgcgacaa ctcaaaatgt cactgtaagg gctgtcgcta ctcagcaacc tttagccgga
  3023281 aaagtgacac taaccgtcac caacaatcaa ggcgtacaaa gcagagctga aaaaactatc
  3023341 aatatcttgc catcaggcgg aattgaacaa gagcacccac tgtgggaccg taacaaggtt
  3023401 acgacttatg gagaaggcac aacagtaata ggtttggatg gccaagcctg gacctgtaag
  3023461 ccgttcccat tcaccggctg gtgtgctcaa actataccag attatataca gagcaataac
  3023521 tggccatacg ctccaggaag tgccgctgcc gctacgttgt cagaagattc tcgtccatgg
  3023581 ttgcggacag taagaacaca tcactaatcg tctctatcag cgggtattat tctataatac
  3023641 ccgtttttta attcagaaat agaatgctaa aagtcaaaaa tacttccatc ccttaacatc
  3023701 ctaacgtaat caccttgtta aactatccaa taaatccatc taccatttat attgtctaat
  3023761 attttccatc atagttaact cacctctcat cgtattacga taaaatcagt gacagtacat
  3023821 aaaataaaat gttgtaagga ctccaccgat gaaagctgac gtccttcatt tcatctggat
  3023881 aaaaatagca cagtttgatc aaaaaccagt cgaataaaat agatccaatc attcttataa
  3023941 aggtaaacgt cctctagtcc attatcttta taattttatg ctggctcttt ccatagaaca
  3024001 cctagcagaa catataaatc ataataaaat atcattattc attaaaaatt agaggtttac
  3024061 tataattcag agatgactat cacccaacaa tgggagtata ttttcttcaa agacatcttt
  3024121 attatcacat aaatagtaag cgttactttt tacttttaat ttctctcctt tatgaacgaa
  3024181 tggaatcagc ttaatattat aattatgcat attgattaat tttttaactg atgatggcaa
  3024241 tatccctatc gcgcctcctt gatttattat tgatagatga tcatttacgt taggtaatgt
  3024301 gatccttatc gggttcaatt ttctactaat taaatagtta gttaactcat caactacact
  3024361 actgatgttt tgtcttggat attggactag agggtaagaa gagataatat cctcttggct
  3024421 catatcatcc ctatacatat catcctgcaa tgcaatcatc ataaattcat cacttaattt
  3024481 acgatgtata atgccatgct cctttggtaa aactctttga gagaaaaaca cttgatatat
  3024541 attctctctc agcatctggc taatatcttg gctagtacta acttctagag aaaaattaac
  3024601 attttcttca ttaaaaaacc gagccttagc aatcggtaac aaatgagcat aatggaaaat
  3024661 atcggtccct atattcaact ccaatctttt ttcttctgaa ataacattta atttatgatt
  3024721 actgattaac tccttttcaa gttcaattat ttcgttatat acagggatta ttttatcgta
  3024781 taaaaaatgc ccactcgatg tcagtaaaat ccctttactg gttcgagtaa aaagttcaca
  3024841 acccaacttc atttcaagct cctttatatt tcggctgaga ggggacgcgg tgatacacag
  3024901 tttatctgcg gccagcgtaa tggattcttt ttgtgcggta ataatgaaat accttaaact
  3024961 tttagatagt aaaagcaatt actcaccccc aatttaaaaa tgtaaggttt acgcttactc
  3025021 tactgagcaa gcaggatagg acaattatta tataaatcat aatattgaac ttattaacat
  3025081 tgcaattttt aacatgtaac ttatcaaaaa tggcaatgaa aatactcagc caacctaaaa
  3025141 aaagaagaga gtgacacaat aaaatgccaa ttaaagataa ataataacga tttattatgc
  3025201 tatttatatg ttatttttcg attgtaaata ttgatattca atataaatac agccccttca
  3025261 tccatgccga cacaaaaata aaggatttaa ttcttatttt tccgcaatga ataattcatt
  3025321 actcttgtgt ttttgctttt gacagaacaa aattttctac taacatcgac tagaagactt
  3025381 ttgttttaat gattatgtac tgactaaatc aagggattat ccataagaaa aaagtcacta
  3025441 aaaaaaggtg atgatggctt taaattccaa actaagactt tctcttatag gtttgaaaaa
  3025501 acctaatctg gtcttttaca atacaaccac gatacatgag cttggttgta tcatatccat
  3025561 aacctagggg gggttaagcc gctaccatca atcaagcaat ggctatcgag attcgagcga
  3025621 taaagcccat taaaaaaata ggtaagaagt gaaaacaaga gatgagaagt gacttttcaa
  3025681 tcaaaaaatc agtctatagc taaagatagc aataggtata tgagttgagt tgcggcatgg
  3025741 agatgaacac tgtacttttc aaagcccttt tcttattgaa acctttggtt attaaataac
  3025801 atagactatc tgacagccag ccccactgtt gaatagaaat ttgaaaaggc gacacgttct
  3025861 gttgctttta acgagataaa cgttgccgaa ccacagttat ggaggcactg taatcatctc
  3025921 gcacaaccaa gttatattaa atttcaatgg caatattaat ttagttaata acagatgaaa
  3025981 tatatacgtt gtttcgtatt aagcattaga taggctatgc atgtccttag ataaaataaa
  3026041 acaacatcaa tagattaaaa tttattagat aaacatatca acgcggtaca gtgctaaatg
  3026101 cacatgtact gattataaac agagaggagt aacaatggat gaattaaata aaaaatgggc
  3026161 tacagcctca agtaaaaacc tcatttaatg cattaaaaga gttaattacc cgagaccaag
  3026221 cccatgaaat aaacaataaa tacaatgaaa ttaaccattc atatactact gtttttataa
  3026281 tccctattta ttcttcataa acattaaatc gtaaatataa attattcaat ttcattttct
  3026341 aacttccgct atgtcataaa aggtaaatgg cataatggat ttcctgcatc attatgaata
  3026401 atataaaatt tttcacatct aactctgccg atactctacg ctcaaggtca atatatgctc
  3026461 tctcctccta ataaatcatg cgtagcccaa tgatgttaac tcattgtttt cacttctggt
  3026521 aaagggcaga cctgattaat attgatgcaa gactcccctt ctgacttttc atttccttct
  3026581 tacttttcat ttccatattg ctcgccgctc tcgcacgtcc aactcactga gcttttttct
  3026641 gttcacatca aaccgcacat ttttccgagt tgtggtattg ataaccttga gtatcgggct
  3026701 tagccctcat agcagaagca acctaaaatc attagctgag tgtgttataa ttcaagccag
  3026761 ttatgccaag taagttaaaa taaagattta acattccatc tcattaaatc tttatacatc
  3026821 aattaattac accccatcac aggagactta cagtgtctga actgtctcaa ctttcgcctc
  3026881 agccgttgtg ggatattttt gcaaaaattt gttctatccc acatccctct taccatgaag
  3026941 aagcgctggc acaatatatt gttacctggg ccaaagagaa aggcctgcat gccgagcgtg
  3027001 atcaggtcgg taatatcctg ctgcgtaaac ctgccactaa agggatggaa aaccgcaagc
  3027061 ctgttgcact gcaagcgcat ttagatatgg tgccacagaa aaataatgac acggtacatg
  3027121 actttaccaa agatcctatc cagccttata tcgacggcga atgggtgaaa gcccgtggta
  3027181 ccacattagg cgcagataat ggtattggta tggcatccgc tctggcagtg ttatctgatg
  3027241 accgcgttga gcatgggcca ctagaagtgt tgttaaccat gaccgaagaa gccggtatgg
  3027301 atggtgcctt cggcctgcaa cctaattggc tgaaagccga tattctgatc aataccgatt
  3027361 ctgagcagga aggcgaaatc tacatgggct gtgctggtgg tattgatttc atcaccacca
  3027421 tgccgctaca gcgggaagct atccctgcgg gctatcaaac actaaaattg acgatcaaag
  3027481 gcctaaaagg cggccactca ggtgcggata tccatttagg tttaggtaac gccaacaaac
  3027541 tgctggcccg cttcctgttt gaacaagcaa aagatttaga tctgcgggtg ctggatctga
  3027601 atggcggtac tttacgtaac gcaattccac gggaaggtca cgtaacactg gctgttgccg
  3027661 cagacaaagt ggaacagctg aaaaaactga gccagaatta cctggcaacg ttgaaagacg
  3027721 agttgatcgc ggtcgaaaaa aatctgaccc tagtactcga acccgtctct accgagacga
  3027781 aagcactgac taaagagact caacagcgtt ttgtcgcatt actgaatgcc acgccaaatg
  3027841 gtgtgatccg catgagtgat gcggttaaag gtgtcgtaga aacctcactt aacgtgggtg
  3027901 ttgttacgat gaatgagcat gaagcagaaa ttgtctgcct gattcgttcc ctgatcgaca
  3027961 gcggtaaaga ttacgtagcc agtatgctga ccgcaattgg tgaattagcg ggtgccaaaa
  3028021 catcgccaag cggcggctat cctggctggc aaccggatcc aacgtcaccg gtcatggcac
  3028081 tggtacggga aacctaccaa aaactgttca acaaaacgcc taacatcatg gttatccatg
  3028141 ccggtctgga atgtggtttg ttcaaaaaac cctatcctaa catggacatg gtgtcgattg
  3028201 ggccaaccat gaccggcccg cattcaccag atgaacaagt tcatattgag agcgttggtc
  3028261 aatattggca gttattaacc gccctgctga aagcgatacc tgaacgtaca taaccgtatt
  3028321 taagcgggct ttaatagcca aaataattac cgttacaaga caagcccgat gaactgacac
  3028381 acaccagtga ttcgggcaaa tgggtgttat ttacaccgtg caatagctag ccccaatcaa
  3028441 gcaataattg ccgctcaagt tgtggatcca gcaacgtaac atgcagcccg accaaacgga
  3028501 ctccccgctc ggcccgccgt tcatgccatg cggcgtgggc aatctccagt aaatctactt
  3028561 tattcaatac tggccatgtg tgttcttgcg tggtctgctg aaaatcatga aattttagct
  3028621 taacgccctg ccgggcaatg tgtaggctcg gctttacctt acgtaaacga gtttccagtt
  3028681 caagataaag ttcttcgatc aacgcctcac aactttccca gtcataaata tcctcggcca
  3028741 gtgttttctc cacaccaacg gatttacgta gacgatctgg ggatatttca cgttcatcaa
  3028801 taccgtgact acgctcccac aatacgcgac caaacttacc aaaatgtttt aacaactctg
  3028861 ccaatggata tttttgtata tcgccacagg ttaccaaccc cagcgcctgt aaacgtttgg
  3028921 cggtgacggc accaacaccg ggaattttac tcagcggtaa atcctgtagg aagggctgga
  3028981 tctgattcgg tgtaatcaca tactggccat taggtttatt cagctctgag gcgattttgg
  3029041 caagaaattt tatcggggca atccccgcgg aggctgtcag gttcagctca ctagcgatag
  3029101 actggcggat ctcttgagcg attaatgttg cagagccacc gcacgccaag ctatcagaaa
  3029161 catccaaata ggcctcatcc aatgacagtg gttcaatcaa tggagtataa cgggcaaaaa
  3029221 tttcgcgaat atgctgcgag gcctctttat aagccgccat tctaccaggc agcaatgtta
  3029281 actgtgggca gagtttaaac gccatcgccg ttggcatagc gctgcgaaca ccataacgcc
  3029341 gagcgggata attagcggta ctgatcacgc cacgccgctc cttactgcca ccaatcgcaa
  3029401 gggggatatc acgcaggcga gggtcgtcgc gcatttctac tgccgcgaag aagcaatcca
  3029461 tatcgacatg aataattttt cgcatgaaat cccccacaca acaaacagct gtataagtat
  3029521 acagtcaaaa taaaaggatt caagattctc ctaacctata gtcgtaccga tgagttcatg
  3029581 caaggagcag aacccactga agtgaatcat caaaaaaaat tttaggtttc aaatcaagga
  3029641 gagcggtagt aattctccta atcaaaacac catgaaatta cgtaaataac catattgaat
  3029701 tcttttattc ctttttttaa cactctttca tttatcttta ataaaaaatc attaaattcg
  3029761 ataaagctga aaagcgttat ctatatgatt aacactcacc tctaagattt atcattaaaa
  3029821 attaatcgga atttcatatt atgcgaaatt atataatgac tagcctactt ttatcgtcaa
  3029881 catttacagc tatcgctcac tcatcccctc ttccagcacc acaaattatt gcacatcgtg
  3029941 caggtactgc cgatgcacct gaaaatacct ttcctgccat tagtaaagca ttggcaaatg
  3030001 gcgctgacgc tatctggatt acattacaac tttctaaaga caatattcct gtattgtatc
  3030061 gcccctctga tcttaaggaa ttaaccaatg aatcagggtc ggtctccgct tatactgcaa
  3030121 gccaattagc agaaatagat gcgagtattg cctataacaa gaagcatgat atcaagccct
  3030181 cagcaggctc tctcttcggt attcccacac ttgatgacgt actaaaaaaa tatccagata
  3030241 caatcttcta cctcgatatt aaatcccctg atgccgaccc tattgttttg gcaaaagcac
  3030301 tacaaaaaac gctgctggca acctctaagg gtgagaagaa tcgcctgata cgaacccgcg
  3030361 tttactccac caatgacgat tatctgaatg cgttggatac agtaaataaa agcagtgatc
  3030421 cctctcataa ggttcaacgc tttgaaagcc gagataccac cagaacagta ttagccaata
  3030481 tcactatgga tcatcaatgt gagttaccaa tagataataa agaacgttgg tatggattgg
  3030541 aactccatcg taaagttgaa gttgtagaaa aatacacctt gggtgaaggg cgttctagcg
  3030601 caatattaag ttgggataaa gaggccatgg attgttttcg gaagaatgcc aatgcacaca
  3030661 ttattctttt cggtatcaat acccaagatg attataaaaa agccaaggaa ttacaggcaa
  3030721 atggtgtcat ggtggactca ccagcacagt ttaaagaaat aatcagtaag agtgaaaatg
  3030781 tgaagtaaaa ataggtgcta aaattaagtt tgatgatgag tcgctggttt aatcaaaagc
  3030841 gttaaaaaga caataattga gcaacaaagc ccccgaacaa tgatgcgtcg ttcgggggct
  3030901 ttgcttgtca gataaaaaat agatcctgaa tcccgatgcg tctatttatt ttaagatcaa
  3030961 tggccgataa gtgattcggg tgagcgaaca tagctccccc tacagcgcta gggccagggc
  3031021 caaagatatt tttatagaat gcgaaactga tctagcttct tcttacgtgc agcctctttc
  3031081 gccaaccgct ttttgcgcga atcacaaggt tctgggcaat cacagacctt ctccatcccc
  3031141 agtgcaccga tccctccgca actgccttgt atggttttat ttttgacgat ataacctagc
  3031201 gacattcccg ctatagctaa cagaaaaaat acaaaggatg cgataaagac agtcaacata
  3031261 tcccctcctg gctaatgttt tacttgtaga tagggtttaa atgcatctga atactgctct
  3031321 tcaaacccat catctgtttt gattatcatc aagaccggga tgcccaataa attggctaat
  3031381 gccattcccc gctctggccc aaggacacct aacccggtag agaggccatc agcagtcata
  3031441 cagcttgggt ctaaaacagt gatagagact aaccggtggt taataggccg cccggtatca
  3031501 ggatcaatag tatgagaata acggatcccg tcctgctcaa aataattacg ataatcacca
  3031561 gaggtggcta ccgccatccg ccctggttca ataatttcct gggcacgttg tgtagaaccc
  3031621 gcgactggct tttcaatggc gatacgccaa ggtttatttt ctccattgtt accacgggta
  3031681 cggacttccc ccccgatatc aaccatataa tccttgatat tctgcgcctc cagatattca
  3031741 gctactacat cgacgccgta gcctttggcg atagaagaga gatcaacata cagttcagga
  3031801 acacgtttta ttaatgcatt cttatccact gccagcttat caatccctac ccacgcacga
  3031861 cgccgagtga tttcatcctc ggtagggaca gtatccgggc gcccttcagg gccaaaaccc
  3031921 cataaattga ctaacggccc cacagtcaca tctaaggcac catcggtcag acggttaata
  3031981 cggatagcct cttgtactac tttggccgtc gccgccgata cagggaaagg ttgattcacc
  3032041 tctcggcttt gattaaagcg gctcaattca gaatgtggcc gataagtcga catctggtca
  3032101 ttaacctctt caagtatgag gtctatttcc tgttgtaacg tctctggggc agccgttgat
  3032161 gaatcactca catacttaat agaataggag gttcccatcg ttttgccttc aaggctgacc
  3032221 tgctcagggc cacagccact cagcagcagg ccccctatca ccaacattaa acaacgtgtt
  3032281 atatacttgc gcacaatcgc cccaaccact gtgaattccc gagtgatgac cggatcagcc
  3032341 accgaaatca tcaagcataa tattttcgtc ttctacacca agatctttca gcatcttgat
  3032401 cactgcagcg ttcatcattg gcggcccaca catataaaat tcacaatcct ctggagccgg
  3032461 gtgatctttc aggtaattct ccagcaatac gttatgaata aagccggtat aacctgtcca
  3032521 gttatcctca ggttgcggat cagacaacgc cacgtgccag cggaaattat cattctcagc
  3032581 ctgtaactgg tcaaaatcct cttcataaaa catttcacgc cgtgaacgcg caccatacca
  3032641 gaagctgatt ttacgttttg agtgtaaccg tttgagttgg tcaaaaatat gtgagcgcat
  3032701 tggtgccatg ccggccccac cgccaatgaa gaccatttcc gcatcggtat cttttgcaaa
  3032761 gaattcgccg aatggacccg agataaccac tttatcaccc ggttttaatg accagatata
  3032821 agaagacata atcccaggag gtgcatccgg taccgatgga ggtggcgtgg caattcgcac
  3032881 gttaagtaag atgataccgt gctcttccgg gtagtttgcc atggagtacg cccgcacggt
  3032941 tggctccgtg accacagatt caaaccggaa cagattgaat ttatcccaat caccacgata
  3033001 ctcagttggc acgtcaaaat cggcgtattt aacggtatgg ggttccgctt caatttggat
  3033061 aaagccaccc gcgcggaatg gcacgacatc cccatcaggt attttcagct tcagttcttt
  3033121 gataaaggta gctttgttat cattcgagat aacttcacaa gtccattttt tcaccccaaa
  3033181 aatttcttct ggcaactcta ttttcagatt ctgtttaaca ttgacctgac aagccagacg
  3033241 acaaccttct ttggcttccc gttttgaaat atgtgaaagc tcagtgggca gaatatcccc
  3033301 accaccttct ttaattgtta cacggcattg cccacaagaa ccgccaccac cacaggctga
  3033361 cgacacaaaa atgccatggc tggacagcat attgagtaat ttatccccag ccggggcggt
  3033421 aaagctttta tcttcgtctt cattaatttc aactgtaata tcaccggtat tcaccaattt
  3033481 tgatttagcg aataaaatca tcaccgtcag cgccagcacg atgagggtga acataactac
  3033541 gcccagaatt atttccatga attattcctg cctttatagg ttcacaccgg cgaaagacat
  3033601 aaaacctaat gccatcaatc cggttgagat aaaggtgatc cctagcccct gtaagcccgc
  3033661 aggcacattg gcatatttca ttttttcgcg gatccccgct aatgcaacaa tcgccagcat
  3033721 ccaccccata ccagaaccaa agccataaac gatggattca gggaagttgt aatcacgctg
  3033781 tgccataaac gacacgccac caaagatggc gcagttcacg gtgattagcg gcagaaaaat
  3033841 acccagcgcg ttatataacg cagggaagta acgatcgagg atcatctcca acacctgaac
  3033901 aatggcggca atgaccccaa tgaaggtaat gaaattcagg aagctaaggt caaccccttc
  3033961 aaccaatgcg ccatctcgta gaaccaggtt ataaaccaaa ttattggctg gcacggagat
  3034021 gcccagaaca accgttaccg caatgcctaa gccaaaggcc gttgacactt ttttagagac
  3034081 ggccaggaaa gtacacattc ccagaaagaa cgctaacgcc atattctcca caaacactgc
  3034141 gcggaccaac agactgatat aatgttccat cgtcaattac tccttctcaa tctgcgcagg
  3034201 tttcaaggtc cgtaggcccc aaatcagcag accaataata aagaatgcac taggtgccag
  3034261 caggaataat ccgttaggta gataccaccc accgttttgc accgtttcca ataccgtcac
  3034321 gccaaatagc ttgcctgaac caaccaattc gcggacaaaa ccgaccagaa ccagtattac
  3034381 gccgtacccc aggccattac cgataccatc cataaaactt tcaattggcg gtgatttcat
  3034441 cgcataagct tcagcacggc ccatgacgat acagttcgta ataatcaagc caacgaacac
  3034501 cgacaactgc ttggaaattt cataggcata agcacgtaat acttggtcta ccacaatcac
  3034561 cagcgaagca atgatgacca tctgaacgat aatccttacg ctgtttggga tgtgatttcg
  3034621 aatcaatgag atgaagaaac tcgaaaacgc agtcaccagc gtgactgcca gagtcatcac
  3034681 taatgctgtc tccagcttag tggtcaccgc cagtgctgag caaaccccaa ggatttgcaa
  3034741 ggcaatcggg ttgttatcaa acaatgggct taataagacc cgtttaatct ctttgctatc
  3034801 agccattttt taacgctcct tcgcgcactt ttttcaggaa cgggccaaag ccgttttcac
  3034861 cgagccagaa attaaagcta ttctgtacgc cattggaggt cagtgttgct cctgacaggc
  3034921 catcaactgc atggggatca ttggcaggag cacgcccttt aacgatacga atagcgggct
  3034981 gcccttggtc atcaaataac cgtttaccga tccattgatt acgccagata gggttctcaa
  3035041 tttcgccccc aagtccgggc gtttccccat gatcgtaata ggttattcct cgcacggttt
  3035101 taccatcggt atcaatagca acaaaggcgt acatcatcga ccacagacct gatccataga
  3035161 tcggcaagat aactttgtta atctgcccac catcaccacg caccagatag atttcaacca
  3035221 cattagcccg gcgacggata ccggcaatat cttgtgcagg tgtcaatgca atactcattt
  3035281 ggttatcacg cagtgcctga gaacggtcaa aagtagcggg atcttgtttg aggaattcgc
  3035341 cactttgtaa atccaacaag cgcggttcta tccgtgtcgc aaacgcctgc tgaacctctt
  3035401 cggctagcat tctcggttgc agtaaaccgg ccacggctaa aatgttgcgc tgcttgtcca
  3035461 gtagacgctg ttcctgctgc ttggctttca agccaacggc ggcaccggcg actaccaccg
  3035521 aacacaccaa acacaaaatc accaccacca gcaatgtttt gccaatgctg tcattatttc
  3035581 ttggtttatc actcgccacg ggctttcctc cgtttgatgt tagcctgaac aaccacatag
  3035641 tcgaacagtg gtgcaaacag gttggcgaat aggatcgcca gcatcattcc ctccggataa
  3035701 gccggattgg ccactctgat taagatacac atcacaccaa tcaaaccgcc gtaccaccat
  3035761 ttccctttat tggtaaagga tgccgatacc gggtcagttg ccataaagat cataccgaaa
  3035821 gcaaaaccgc cgaggactaa atgccaatac cacggcatgg caaacagtgg gtttgtcgtt
  3035881 gaaccgatcc agttaaacag gtaagcggtg gcaatcatcc caatcattac cccagcaaca
  3035941 attcgccagg acgcaacacg accaaaaata ataatcgcac caccaatcaa gatcattaac
  3036001 gtagagactt caccaatgga tccggggata taccctagga aagcatccat ccaagtgata
  3036061 ggttgcccgc taacggtatt gaccaaactg tggctaccat taacgctcca ctgtgacagc
  3036121 ggtgtggccc cagagaagcc atcagcggaa gtccagacta aatcaccgga aatctgtgcc
  3036181 ggataggcaa agaacagaaa agcgcgccca gccaatgccg ggttaaggaa gttacgccct
  3036241 gtaccaccaa aaatctcttt accgataacc acaccgaaag agatccccaa agccgcttgc
  3036301 cataatggca acgtaggggg aacaatcagg gagaacagaa tcgaggtaac aaaaaagcct
  3036361 tcattgatct catgcttacg gacgatggaa aagaccacct cccaaaagcc cccgaccaaa
  3036421 aagaccaccg catagattgg caggaaataa gcggccccta aaagcatctt acttgcccag
  3036481 ccagcatctg gcgtcaatga tgcccccagc atttgtgcta accgatagtg ccagtcaccc
  3036541 gcaataacct gttgcagttc cgcaccacta taaagttggt ttaaggccgg aatagcttgg
  3036601 taaccgacgt tatacatccc ccagaacatc gcagggaata cggcgaacca caccagaatc
  3036661 atcatccgtt tcagatcgat agcatcacga acatgggatg cacctggtgt cactttacct
  3036721 tgggtgtaga aaatggttgc ggcagcttcg tacagcggat agtacttttc taatttccca
  3036781 cccgcttcaa agtggtgttc gattttctca agaaaatttt tcaggcccat cagttatcct
  3036841 tcctgctcaa tctgggtcag tatgtcgcgc agtaccggac cgtattcgta cttaccggga
  3036901 caaacaaaag tacacaaagc cagatcttct tcgtccaact ccaaacaacc gagtgcttgt
  3036961 gcgctgtcgg tatcaccggc caataaatca cgtagcagat gggtcgccag gatatccagt
  3037021 ggcatgaccc gctcatagtt gccaattggc accatggcac gctcaccacc gtgcatatca
  3037081 gtcgagaaag caaacaattt gcgtttgaag aagtggccca gcgtcgtgcg ggtaatggag
  3037141 tatttatcgc gccccggcat cacccaacca aataactctt tttcacgccc ttcgcggata
  3037201 acggagactt gctgatgaaa acgccccaga tacccatggg tagcagagaa cgcggtaccg
  3037261 ctgaggactg aacctgaaat aatgcggtta tcaccctctt ttagtttacc ggcggtcagt
  3037321 tcagataagc tggcccctaa acgagtacgc aataaaatgg gttgattcac ctgtggaccc
  3037381 gccaaagcga cgatgcggtc agtacacaac tcaccacggg taaacaattt accgatagca
  3037441 atgacatcct gatagcccac atgccaaacc attttggtct ggctgactgg ctcaagaaaa
  3037501 tgaatatgtg tccccaccag acccgcaggg tgcggcccgg agaattcgtt gtaagtcact
  3037561 tgcgtattgg tatgacgagt cacagcctgc cctgccgcgt ggcagacgtg tactttaccg
  3037621 tccgtcagcc gcgtcaatac ggtcaagcca tggttaaacg cctctgattc agtggcaata
  3037681 ataacctgcg gatctgccgc caacggttgg gtatccatcg cactgataaa gatagcgcgc
  3037741 ggacggctgc ctggaaccgg tgttttactg aatgggcgag tccgcagcgc agtccataaa
  3037801 ccggacgtca acagatggtg ttgaacctgc tcatcgctca gttgattaag ctcctcagca
  3037861 gcataatgct cgaaagggat ttgctcatca ccttcaactt caatcaccac cgattgcaat
  3037921 actcgacgct caccacgatt gatagcactg attttgccgc tggcaggggc ggtaaacaac
  3037981 acgcccggat tctttttgtc ttcaaacagc gcctgacctt ttttaacctg atcgccttct
  3038041 tgcaccaaca ttgaaggacg cataccaaca tactcttcac cgagcagggc cacatgatga
  3038101 atcgctggac catcttgtat cgtctgaacg ggggctccag caatgggaag atctagccct
  3038161 ttctttattt taatcatagg tttaaacgac ttcattagtg atatcaaatg ctgcacataa
  3038221 accctgaagc gtacagctac gtaaagatga ggtatttcca ctgttcaatt aagcgacggt
  3038281 gcaatactgg attgtcagag aatcatgcgc tttaactgaa agagagctga aatttaatgc
  3038341 tgatacccga actcaatatg tgagggtgaa aatagctgaa acagccatta cacaagcagg
  3038401 tcaccagctg cgggtgattt tagcattttc cgctgatact gtctggcaaa tgcagtgact
  3038461 tagctcaagc aaacacaaat aatttattgc caaaatttat gtatactcgg taaaatcgca
  3038521 ttattaattc atttttaccg atgttgcgct tattttatac aaaacatata ttgctaaaaa
  3038581 atttctgact gataatctgc gcctataaga aacctacggc tataacgtag aattagcggc
  3038641 atttttgata tcaatattaa gtgggaatca ttatgggcaa aatcgcgctg ttatttgcga
  3038701 tgataatttg cttgcctgcg gcatccttca ccagctcagc cagtgagcca gtggcagtat
  3038761 ccaaagagct aaaacagcaa ctactggggt catcggttta tattcagatt ttcaaagaag
  3038821 agcgtgtctt ggagttgtat gccaagctac aaggcgagta tcgtttagtg caaagctatc
  3038881 ctatttgtga attctcagga gggcttgggc cgaaacgccg tgaaggggat ttcaaaagcc
  3038941 cagaaggctt ttaccgcatt aatacgcgcc atttaaaacc cgacagtcag ttttatcgag
  3039001 ccattaatat cggttttcct aatgattatg ataagtcgca agggtattca gggaaatatc
  3039061 tgatgatcca cggtgcttgt aaatcaattg gctgttatgc aatgaccgat gcctatatgg
  3039121 atgagatatt taactacgtg agaaccgcgt ttatctttgg tcaggaaaaa gtggatatca
  3039181 gtatctaccc cttccgtatg acagaacaaa atatacaacg ccaccgtaat tcgtcctatt
  3039241 ccaacttctg gcgtcaactg caaccgggat atacctattt tgccaagaac cggatgccac
  3039301 cgcccgtttc agtcagcaac gggcagtatg tgttaagccc gccgccgctc actagcacgc
  3039361 caacatcgca attggcacta attaaaaccg acccgctcac caagacagaa taaagcaaat
  3039421 tcacctggtg caattttgtg ccaggtttca ttaccggtca gtggctgggt agcaattacc
  3039481 gtgaccacat ctttaggtgt ggtctgctgc tgaaaatcga tctcaacatc ttgatccagc
  3039541 aacgtggctt tgccaaaagg cgcacggcgg gttatccagt agagattagt tgagcaatat
  3039601 gccatcacaa aacgcccatc ggatagcaac atattaaata cccctttggc ccgtaattgc
  3039661 tcggataaac tagcaataaa gcgaaatacc gcaggccagt taccgggggt acgagggtag
  3039721 cgttttgcta attgattgag tagccagcag aaagcatatt cgctatcggt ctggccgatg
  3039781 ggccgaaaag tcccggtatc caattggcgg taccccttaa gctggccatt atgcgcatag
  3039841 gtccagttac gcccccacat ttcacgggtg aagggatggg tattttctaa cgcgacttcc
  3039901 ccccgatttg cttgacggat atgggaaacc actgcacagg attttatcgg gtaatcttgc
  3039961 accaagcggg caatcggcga attaaaactg ggttgagggt ctttaaacgt gcggcagcca
  3040021 ttaccttcat agaaagtaat cccccagcca tctttatgcg ggccagtccc cccaccacgc
  3040081 tgcaccaggc cggtaaagct aaagcaaata tccgtgggca catttgcgct catcccaagc
  3040141 aattcgcaca taaccaacct ccgcgactta tctgaaacat gaccagccct ctgataaacg
  3040201 agccgtcatc taatagacaa acagtaaact aatatccaac caggccagca ataaaacagg
  3040261 catgactttt ggcgctttat gaggtaaccg gaatgttcac agaagattga ggtgatcaac
  3040321 ttgattaata ccgcggttga tcaccccagc acatcaggct tttaccatct ctttttcgat
  3040381 caactgaatc aagatgtgaa tgactttgat atgaatttcc tgaatacgat cggcataacc
  3040441 gaaatgagga acacggattt caatatccgc agagccggcc attttaccgc catctttccc
  3040501 cgttagcgtg ataactttca tgcctttggc acgagcagcc tcaatcgcct taatgatatt
  3040561 accagaatta cctgaagtag aaatgcccag taacacatcc ccctcacggc ccaccgcttc
  3040621 aacatagcga gagaaaacat aatcgtagcc aaagtcatta ctgacacatg acagatggct
  3040681 gacatccgaa attgcaatgg ctggataacc ggggcggttt tcacgataac gccccgtcaa
  3040741 ctcttcggca aaatgcatgg catcacaatg ggaaccccca ttaccacatg acaatacttt
  3040801 gccacccgcc ttgaaagagt cagccagcaa tatcgcggcc cgttgaatgg catcaatatt
  3040861 gctatcatct ttcagaaaat ttgccagcgt gtctgctgct tcgttcaatt cactacggat
  3040921 taaatcgtgg tacataaagg aaggcctctt tatatgtcct atagcatcaa tatttttcct
  3040981 caatcagtgt accggatagc ataaacagcg agaagcactg tgatgcatta gcatgaaggc
  3041041 tttattcttt aatgcggcca gtttgtgaga tgagttgtaa ataacatgta attttattga
  3041101 taaaaagaat gagatgaact aaaacaaatg tatcactcaa caggtcagac ctcctacatc
  3041161 tcaggagctt cattatgata gttcttagca ttattgcctt actggttctt attagtgtgt
  3041221 tgttctatca ccgggtgaac ctttatctca gcagtttaat tcttctggtt tacaccgccg
  3041281 ctttgagcgc atcgcagtta tggtcattct gggtattatt gccactggtg attatgctgt
  3041341 tgccactgat cctaacgccg ctgcgcaagt cactgttttc tgcgccagca ttacggattt
  3041401 tccgtagcgt catgcctgct atgtcgcgta cagaaaaaga agcgatcgat gcagggacta
  3041461 cctggtggga aggtgatttg ttccgagggg ctcctgactg gaaaaaatta cataactatc
  3041521 caaaaccgca attaaccgcc gaagagcaag cctttatcga tgggccggtt gaagaagcct
  3041581 gccgtatggc taatgacttc cagataaccc atgaactggc tgatttgcca ccagaattat
  3041641 gggattacct gaaagaaaaa cgcttcttcg cgatgatcat taagaaagaa tatggtggcc
  3041701 ttgagttttc tgcttatgct caggcccgcg tgttacagaa actagctggg gtctcaggta
  3041761 ttctggccat caccgttggc gtgccaaatt cccttggccc aggtgaatta ctgcaacatt
  3041821 acggcactga agagcaaaaa aatcattatc tgccaagatt agcccggggt gacgagatcc
  3041881 cttgttttgc actaaccagc ccggaagctg gttctgatgc cggtgcgatc cctgatgttg
  3041941 gtattgtctg tatgggcgag tggcaaggta aacaggttct cggcatgcgc ctaacctgga
  3042001 acaagcgcta tattacgctg gcccccatcg cgacggttct ggggctggcc ttcaaattat
  3042061 cggaccccga acacttactg ggcgatacgg tagacttggg gattacctgt gcactgatcc
  3042121 caacccatac accaggagta gagatcgggc atcgtcactt cccgctcaat ataccgttcc
  3042181 aaaatggccc tacccgtggt aacgatattt ttgtccccat tgattacatc atcggcggcc
  3042241 ctcaaatggc cggtcaaggc tggcggatgc tggtggaatg cctgtctgtg gggcgtggaa
  3042301 tcaccttgcc ttccaatgcc actggtagcc tgaaaagtgt ggcgatgggg atcggtgctt
  3042361 acgcttatat tcgccgtcaa ttcaaaatct ccatcggtaa gatggagggg attgaagagc
  3042421 cactggcgcg gatcgccggt aacacttatg tgatggatgc agccgcaacc ttaatcacca
  3042481 gcggcattat gatgggcgag aaaccagccg tcttgtctgc cattgttaaa tatcactgta
  3042541 cacaccgtgg tcaacgcgcc gtgatggatg ccatggatat cgccggtggt aaagggatct
  3042601 gtcttggccc cgctaacttt gtcgcccgtg gttatcaggg cgcacccatc ggtatcactg
  3042661 tcgaaggcgc aaatattctg acccgtagta tgattatctt tggtcagggt gctatccgtt
  3042721 gccatccatt tgttctcgat gagatggcgg ctgcgcaatc caatgacgtt gccgctttcg
  3042781 ataaagccct gtttggtcac ttgggccacg tcggtagtag tatggtacgc agcttctggc
  3042841 tgggcctgac caatggccgc accagtgcaa caccagtcaa agacagcacc cggcgttatt
  3042901 atcaacagct aaaccgtctg agcgctaact tggccttgct gtctgatgtt tcaatgggcg
  3042961 tgctgggtgg tagcctaaaa cgtcgcgaac gtatctctgc ccgtttgggt gatatcctca
  3043021 gccaactgta tttagcatcc gccacactga aacgctatga agatgaaggc cgtcagaaag
  3043081 aggatctgcc gttggtacat tggggggtac aagatgctct gtatcaggcc gaacaagcac
  3043141 tggatgactt gctgcgtaac ttcccgaata gcgtgattgc tggattgatg cgtgtcgtgg
  3043201 tcttcccatt gggccgtgta catcgggcac cgtccgatca tctggatcac cagttggcgc
  3043261 aattgctaca agttccatca gccacccgta gccgtatcgg ccgtggtcag tacctgacgc
  3043321 caagtgaatt taacccggta gggttattgg aagcggcctt gctggatgtg attgccgcag
  3043381 aaccgattca caaacgcctg agtaaagaag cgggtaagag cctgcccttt actcgcttgg
  3043441 atcagttagc taaacacgcc ttggcagaag ggaaaatcag cgccgaagag gccgcgttgc
  3043501 tgactaaagc agaaaacagc cgcctgcgtt ctattaatgt ggatgagttt gacgccagcg
  3043561 ccttggcagc aaacccagta gtcaaaaaac cggctaaaca gcagcaaact gaagccgcat
  3043621 gatgtatcca gcttatttat aatcagtatc gaaataatca accaagcctc ccattaagga
  3043681 ggcttagttt tatgtttaat aaaaaaatac ttaattcagc gattatttca tctggtcatc
  3043741 tgatgaatat gcccaaaata atttgagttg caggaaggcg gcaactcagt gcatcacgag
  3043801 gagcttacat cagtaagtgg ctggggtgag cgagggcagc ccacgcacat gcaacttgaa
  3043861 gtctgacgag tataaaacgg cagtaattgc actacccgct catttagacg atgtaattta
  3043921 cgcatgttct gccagaaatc ctcttggttc atcttataca ctgaacagac ccactcctcc
  3043981 gtagcccctt caaccagatg ccggtgcagt gccgcccgca gcgagatttt agtcactttg
  3044041 gcaatatcca ttaatagcgt caattgcacc tcatcgacct ctcctgggga aattcgccct
  3044101 tggaacaact cacagggtga gcactgggcg ctcgccgaga gtaacgactg cccctgttgt
  3044161 aaataactgg cgacagcatc tgattcataa tagtggctga aatagagcag cctaagtgcc
  3044221 gtctgccgta atatttggct gatttccgat tgcgtaatgc gccccatcaa caacaggcgc
  3044281 aaaccctgcg ccccgagtaa tcgctgtaaa gtggcgcgca catttttatc gatgagattc
  3044341 tcatcccata acatgcggtt actaacatca gataagctaa aaccacatcc caataaatag
  3044401 atagcgcagg cagttcgcca aaactgccgc ctcaatgtga tgtgctgtaa aatgccgatc
  3044461 gggatatcgg caaccaagcg atgaagttct tccccctccg cgggatcctc acatgcagtt
  3044521 gtggcctgcc atttcagcat actaattcac atcctgatgg ccgttatcca gcaaggcacg
  3044581 aacgatctgc ccgaattgct cgggtttacc ggtaaacagc acattatcgg gttgagtttg
  3044641 taacaactga cggcgtagac cattgcgcca gtttgtatcc gtaattaacc gtaccgtcgc
  3044701 cgtaatatat tgctccacat tatgtgtaat cagttcttca gccaaaccca gacggcgaaa
  3044761 taacccttca tcaatatgct catggacttc ctccccactc agacaaacac caggcaaccc
  3044821 ctgccgcacc gtatcgacga tgccattggt attgccgaaa ggaaacggat taataaacag
  3044881 atcgcactga ttaattacct gtaaataatt ctgataattt aagtgttcat aaactttggc
  3044941 tgaagtcacc atctcattaa ccgctttttc cataacccta tgagttatac cccagcaaaa
  3045001 accaaccaga aaatgaaata tgataggtag cggggatcgt aaggcgattt cggcacaggc
  3045061 agctaaaaaa cgagggttaa ttttcatcgc tgaagcacaa acggcaatat gtaccgcttc
  3045121 gcgctgaaca aattgctgta tgggttccgg ttgagtgata ttggctggcg gcacataagg
  3045181 taggcaatct ttaggtaaag aaaccacctt ctcggagaag catgcgatat cgcccaaata
  3045241 gtcttcctcc accaacaccg catcaatata gtcagaatgg gtggttgccg ggtggcctaa
  3045301 cgccatcacc tgcaaggggg ccaaccgtaa attagtcaac gccaccgtca tcgggaacat
  3045361 ccccacactg ggaaaataaa tgacatccgg gcgtaactgt tgtgccagcg ccataatcgt
  3045421 ttcgaccgcc cccgttcggc taacctcagt gaaatcatca aatacttttc gggtaatatc
  3045481 atctgttgcc tctgcaatcg caacaccatg agtcgaaaac tgatcacggg ccgcccgcag
  3045541 agtactggag tgcgttcgat agatagaatg accactgtta aaccactcta aaatcactaa
  3045601 catcaatggt ttgctacgca atggtggcag ttcattcata tcagataatc catttttgag
  3045661 catggtttta cgtaaatgaa aattaatact ccgctttatg gtgtgttttt tcgccatgtc
  3045721 ggcataactg caatgcatat acacatcatg caaaatacgc tcaggtaacc cctcaagact
  3045781 gatcagtgtt aagagttttt caggtaacca cgctaataaa gtctcacgct tttcatgccc
  3045841 cgccgcactc ggtaaaattc ggggagataa taacgccaga aataatgcgg ctgttgcctg
  3045901 cggattaaat tgccataata tatccggttg cagcggaata cctgattcgg gtaaatacat
  3045961 cacacaaaat ttaaggaagt tatttcgctc gaatcgcaat gggtgcgagc acccatttcc
  3046021 ggcttcatta aggttagtga tcacatgatc ggcatggcca aaagtcgatg ctgcaaaaat
  3046081 caacgcaatc caacggtgga agttgattag ctgaaggaaa ccggtttccg aaatcacaaa
  3046141 tccgggatca gaaaataagc atccgatagc ggcggctagc cgattacaat aatactcttg
  3046201 ttgctgtatt ggctgtttat tcagagaaaa aacatcccag cgcccatatt gagtatctag
  3046261 cttctccaac atcagtatca ataatctgcc cgcatcttca taacgccggg tacagaccaa
  3046321 aaactcaaag taaggcaatg aaaacacaac tggtgcctct accacgggtg ttaattcaac
  3046381 tgacttatcc gccattaccc gatctcccta tcagctcagg gcttaccctc tatttagcca
  3046441 agccccgctg tatcgttaat attattaaat taatataccc aaaataattc gagttgcagg
  3046501 aaggcggcca acgctcatgc agcttgaaat atgacgggta taacgtgttt tacttcttga
  3046561 ccatcatggg gagatggggt tgtcccttgt ctaaaatata cgtatcgcaa ggttcatgtt
  3046621 cagaggtctc actcagaggg agacaaacca taattccggt aacgcccgcc gcactttgct
  3046681 ccgattcagt gacaacagat gaagataaat cacgcccttc aagggtactc aagatatggt
  3046741 ttcgcgccat tatcaacatg tctggatcct ctcttttctg agatggggtt agcgtcgagg
  3046801 tctgttttgt atttttctcc tcatcggttg atgctggggg caattcaggg tcagtagccg
  3046861 gtggcaaagg tgtatattta ccccttgtca ggttatcacc ttcacgtgcc ttactgcctt
  3046921 ctggctgggt tttatcaatc ggtttaccat taagagtcac gcgctcaccg atggtttcag
  3046981 gtaatgctat aaacaccggc agtttatatg agccggtccc tcctccgata acgatgtcat
  3047041 taagtaacgc actttcatcg aggaaaacac cgtggctatt gtctgaatga ccattgattt
  3047101 ctccgccact gatggcccca ttaatatgta cgccgtgacc atcatcagac gttttgccat
  3047161 taatcgtagt attgccgtta ttgattaatc ggctgttaat ctctacccca tggccatcgg
  3047221 tggcgttgcc gctcagcgtg gtgttatcga gggtattatt gccgcccagt tgcacgccgg
  3047281 tgcctttctc accgctggca ttaccgctga ccgttaacgg ttcatccgta ccaccgccac
  3047341 tcagggtgac gtctttaccc acgtcgatgc cggtgccatg gaccgtgtcg ccatgcacca
  3047401 cgctgccatg gttaccggac agattggccg ccagatccac gcccttgccc tcggtactgt
  3047461 tgccattgag cgtagcgtta tccagcgtgc tctcgccatc gattttaacc ccgctgccat
  3047521 tggccgaaat gccgttgatg cggctgtttt taagcgatcc attgatttgc acaccaatac
  3047581 cattcgtcga cgtaccgtta accacactat cacttagcga accattgacc tgcgcaccaa
  3047641 tccccgaacc agaagccgtg ccgtttagga tcacattccc ttggttagct agcgggcccg
  3047701 tgatatccaa agcgatacca tcaaccgcag agctatttaa actggtatta cttaaatcat
  3047761 tattaccatt gagttttatt ccggtgccag tgcctgttgt cgccacacct tgtagaatca
  3047821 acaagtcagc ttcactggtc ccggtaacgt ttgaattttc gccaatatca ataccgtagc
  3047881 ccgtgccagt agtcgttccg ttaatcgaac tgtgatgaat accattgata tcactggtaa
  3047941 tttccacccc tttcccactg ctactgctgc cattgagcgt ggcattatcc aagacggaac
  3048001 gggtaacaac actggagccc ggcaatgaat caatcttcac accactgcca ttgatcgact
  3048061 ttccggtcaa tgtggtatcg acaatcgctg cattaccact gatccgcaaa ccttcggcgt
  3048121 gagttgaact ccctgtgaca ttaatgcgat caatacgatg ttctgcactg aaaaggtgaa
  3048181 caccggcacc atcggtactg attccttcaa tcgtcatggg gccggtacta ttattaacaa
  3048241 caccggaaat agcggccccc gtacccgcga cactgctgcc tttaatcagc gtgtcaccat
  3048301 caccattgaa taccagcgta ttattgctgc ttgggaagtt aattcccgta ccgctggttg
  3048361 aacgcccctc catttttaaa gaaccattat tattaaccgt taatttagct gggctggtat
  3048421 agcttatgcc attaccacct gcggtatctt gagccccttt attttcaccg aggagagata
  3048481 attggctacc tttaataata ttcagtgtat tcgcgccata gaaatcaatc cctttgcgtg
  3048541 tggccccaac cccttcggtc tcgcctttca aaatgatatt gccgtcaaca gataagctac
  3048601 tattggctct aaaaccaata cccgcccctt gtgtcgtatt aaatgcttta ccaataagcc
  3048661 atccattttg agctttgata ctgttattac cccccaagct taatacggca tttaatgatg
  3048721 tcgataaagc ggttttcgtt tcagcataaa tagaaacatt acctgcggta gcattaagct
  3048781 ctacattggt aaaataaaca tccccggtac cggctgacga accattaata tcaatatttc
  3048841 ttccgcttga tgttagacta acattaccca aattgattaa tgaatgctga ccagagccat
  3048901 tgcccatttt acctattaag gtgatattcc cttgagcaga gatattgtta cgtgaagcat
  3048961 ctgaagaacc ttgaataatg accccttcat tctgtccggc ggatactcca accaaggtga
  3049021 tatctttatt agaattcaat gttgagttag atttaatcca aatgcctttg ccggaagaat
  3049081 tggttactat tgtattaata tcacctactg ttgtcaggat attagtatta tccaatacta
  3049141 tgccaccggt gccagtagaa ttagaggtta tatcaacacc attcgcgcta acattcactc
  3049201 ccgacagcca tgtacttgtt atgccgttag tcgtaaagtt tccattattg gtttctatat
  3049261 tgacattttc aatattaatg ttaggtcccg tagctgtttt actattaccg gctattatag
  3049321 atatatcttt tcctgcagtg atattcattt tgttcgagga agacgcattg attttcactg
  3049381 tttctccact cgatgtgctg ttagcaacca agagtatatt attagccgcg gtcatcccac
  3049441 catttcccct aaaccataaa cctttagtag gagaggttaa atcagttttg atatcgcctt
  3049501 tagccgtgag gaatgtatta gtcatcaaca ccgcatcatt agcggtaata ttgccattca
  3049561 ttgaaatatt gttggcagtt atcgtagcgt tattaaaagg actccctttc atcccagtaa
  3049621 tatttaaatt aaagtctcca ttcttagcta ttatattggc gtaatctaca gaaacagtgc
  3049681 ttccaatctc tttccctcca ttaaccgcga tcagagagat atgaccacca gcggtaatat
  3049741 tgacattgtt actactggaa ttaccgctga tctttattgc atcagcaccc gcataggccg
  3049801 aattagtcgt cacaccatgc agattaacat taccactggc gtttaaattg gttttacctg
  3049861 agatccaaat acctttattg atggtattag cattggcatt aatatcaccg gaagttgcgg
  3049921 taacatgact atctcttagt aaaaaaccat caactccagt gacattgact gcaaatttaa
  3049981 catccttagc actgagctgt gaattattga cccgaagccc ataaacattc ttaacaacaa
  3050041 tattgccatt tatatcaaat aaaacacggc cagattttga caaaatacgg ctattaacaa
  3050101 agtccactcc acctgacgaa ctccccgtcc cttggaatat tatattctta tcactggtaa
  3050161 ttgttgcatt agtgaatgcc cccatccatg aaacattgga gttagagcct atcgagaaag
  3050221 tcatattccc cacgcccgtt aagatcgaat tatttgatat atcaatacca cgccaccctt
  3050281 gcccacggct gttactgctc acaccggaga taacggtttc gcccgcgacg ctaatattag
  3050341 ccgcattact gatattcacc ccaacttgtg aggctaatgc ggtattccca tccaaggtga
  3050401 aattgccaac atcatatcgc ccgcccagta agccaatacg tgccgtatta ttatcattgg
  3050461 catgtttagc taaaaaatca ccgccattta ataaaacctt gctattattc agcgtgatgg
  3050521 cagaatccgc agtggtattt cctgctaata aatttaaatt taattttcca gcatcagcgg
  3050581 taatattatt attaactaca atattaccgt cagcctgtaa tgtcagcgtc gcatcggctc
  3050641 ccgccgtttt agtgatatcg gcttgtacag ttatattgca ccattggcac cccgttaaac
  3050701 tactgttgct ggtggttatc gtaacattag tgccactatt aagctgggta ttaatactac
  3050761 tattgaggat ctgagtaata ttggccgttg gaataaaaat atgggcgcta gaaaaaaact
  3050821 ctgcgggtat attacccact ttagtcatta caccactctc agcaccactg ctaacaattg
  3050881 ttacctccgc agggtccaat aaccaatagc ctgcggatcc acgaacggca ctggcatcca
  3050941 cttgcccaaa agcttgtaaa ttgcgttggc tggatgtttc aacctgaccg ccatcgcctg
  3051001 attgaggccc gcctctggct cggatattac cgtgaaaacc ggtgtaatcc tcagaccata
  3051061 aaaccgcact tcctcccggc ccgttgcgag atgccgaaac atcaatatca ctgcctttat
  3051121 ccatcaccac agccgtggca tttctgatct gattatcttt gccttgccag ccccccccca
  3051181 ctaaaacagt gccaccgcct gcagtgccct tcgctttaat attactgttc ttattcagat
  3051241 aaatacgttt cccttcaaca accgcacgtc ctccacgccc ctgctgattg ttaacatcga
  3051301 tggtccccat ctggctgaca accccctcac caccgccatc aagataaata gcaccatttt
  3051361 tcgctgacaa ccctttagct tgcaggatac cggtattatc aatcaccgta tccatcagca
  3051421 tatctttacc cttagccgtc agttgaatca ctccgccatc agcctggatt aacccaccat
  3051481 tttgaatcag tgcagcaacg gtttccccct gaatttgtac ccctaataaa ttcccatggt
  3051541 ccagattcaa ggtcacgctg tgaccgactg ccagcacagt gttcccttgt ggggtggtga
  3051601 tagaccctga acgctggtta tcaatccggt tacccaccag tgcgatatat ccccctgggg
  3051661 ccgagcgtaa attcgcctga ttaataatat tgccttcact ctcccccccg atcaggcggt
  3051721 agtcaccaga cagaaactct ggatttgaca tatatttcgt gctcgccacc aacccaccga
  3051781 cattaacctg cgcctcttta ccaaacagta tcccgcgcgg gttaagcaag aagacctgac
  3051841 catttgcctg taagcggcca taaatttgcg atgcgctctg cccctgcacc tgattcaatg
  3051901 caatgctctg gctacccggc tgggcataaa tgacactgtg tccgtgcgca atatcaaaac
  3051961 tgtcccaatt aatcgctaac ttatccgttt gctgtgtcac ggtaagcgta ctgctttgct
  3052021 gatccaacat cccttgcccg atgacaacat ggccattaac cggtaacacc ggatgggcca
  3052081 gaaccagcaa ggggaatatc ccaagcgcca agcccgtcat catcgccaga cggcttaaga
  3052141 taccaacggc ccggcgctga ttattgccgg cttgaccgcc tttcgacgaa aaggctcggc
  3052201 catatgatcg ggtaaattct cccacggcaa ttaagcagcc cagccgacga caaaaaataa
  3052261 gtttgtacaa tttactgttc attatgcgcg tccattaaat ctgacaaata tgccgataag
  3052321 cactaaaaca tcttataagc actcaaccag agctgatcgt tatcttgatg acgggtcact
  3052381 gcctgaccgg ttcggtgtgc ccaggtcaga ttcaaaaaat aatctgccgg gcgtgcgaaa
  3052441 gtgatatagg aaccaaagcc agatatgttg atattatttt cagagaggcc cacgataggc
  3052501 tggcgataat aagcccccca cccttggtca aaaaacgccg ctacggtaat ttgatgccca
  3052561 tagccggccc agtcaggaaa atcaggctgc cagcgtgtgc gtaattccgt ggtaaaaatc
  3052621 gtccctttat cgacagaacc gtcgccaata ccataggcac gaaccgccag tggcccaccc
  3052681 aagagtaatt tttgcgagct atccagattt ttactggcca tttgaccggt aaattgatta
  3052741 aagaaagaga cgtgagaccc aatgccctga tcatggccga cgcgataatt aaagcggcta
  3052801 aaattaccgc tcacatgggt cagcgtattt atgctttggc tgtattcgtc atccagtgca
  3052861 agatcccctg ccgtgcccag taaattgaaa ttactgagtc cacggggtaa ggcagtaaaa
  3052921 gtgccactga taccaaattc gcccgcattc aggttacgtt tttgttctgg taacaaaatt
  3052981 aatgcatcac gcattctggc ctgataataa cccgcattaa catcaattcg tgcagcagag
  3053041 gtgcgtatcc atggatgtcg taaattgatg ccccaggtag tagagtgacc acgtgcatct
  3053101 aatacggaga aaggccccgt taacgtataa tccaggtagc tataattaag tgcagcccgg
  3053161 gtaccatagc tattaatggg gaagttataa tccagtaaac cattaaagac atctgccgag
  3053221 ctggataaaa ttaaatctgc ccgtaattga tctccccagc cagtgaggtt attaagcaca
  3053281 ccgccggtta acaaacgatt atgaccggaa taatcatttc cctgattatc ggccgcaaga
  3053341 taagccatca ttttttttcc gggtgtaaca tcagcataaa tccgagtcat tccagattga
  3053401 gtgcccggtt ttaatgccaa agaagcctca acgcccggta tttcattcaa aattagcgcc
  3053461 gtgcgttcaa ggcgagataa ttcaacggga gatgcggcac aatctttatc accaaagatc
  3053521 ccattttttt tactgcagct attactttca atcaccgtgg tgataaagtg agaattcaaa
  3053581 ctactttggt tatttatctg aggcttatct aatcggcccg cgataacgcg caccacaata
  3053641 ataccgtccc gaatcgtttg tggtggtaat attgcctgag ctgcgaccca cccttttttc
  3053701 cgatagaagc gagtcacggc aaaagtcatg gcttgtaaat cgttaaatgt gagtgaccga
  3053761 tttaaccaag gggtaatcag cgcctgtaaa tccttattgt cagcggtaat accaggctga
  3053821 aataacgaga catcgccttc aaacctaacc ctgtgcaggg taatgcgttc agtcgcgagt
  3053881 cccccttctg gtggcgtggg cttatttaat tgaggaagct tgatatccgt ttcctctggg
  3053941 gcgttcaatg gctctattgt tgtttgccta atttcattac taatcgcccc cgcgtttggc
  3054001 acatttagca cttgaggtgt ggcgattaat ggtgagcaag aaagagaaaa taaagctaat
  3054061 aaactgaatt ttaatgggaa ccataacatg ccatggcaat agcaatctct cataaagaaa
  3054121 cgcctaataa aaacaggggt aatgccagta aaaataacaa taaatattat tatttagcac
  3054181 tggcccatac ggttatcatt aattaataaa tgcagaagta aatttacaat aaatatgcaa
  3054241 tacagaaaat aacagggtat taacagacat taaaaagtca cataaacact aaaaaaaccg
  3054301 taaacttaga ctaattgccg tcacaggttt acggcaaaca gcaatttgag atagatataa
  3054361 aaaaattcat aaaaaatgat ggtaagtcta aaggtgtaat aattttcacc tacaagagca
  3054421 ttgtttaatg aataaaacaa ctctcacgta agcgaatgaa ttaagtgaat tatcacctca
  3054481 agccaacacc gtggtcatac cagtactttt tgtttttaac aaaaaaaagg atatgagaat
  3054541 aaaaaaagat aaaataaaca atactaacca gcaaataaaa taacagacaa gttcaaatat
  3054601 agagaataaa ataatatcta ttttatagaa tagaccagat aatatcatgc gtaaaaataa
  3054661 acacactaat ggtaaataga aaaataaaaa atctatattt gtttgcagga ttcttattat
  3054721 ttattgtaac tttcaccacc taattcattg tcgttgtagg gagggaggcc acaaatgaca
  3054781 aatgggtcgg aaagcaattt gaacagcatt tatgctagct cgtaggctga gcctcaggga
  3054841 tgaggctatt aattttgagg ccaacgatta agtgatccgg gtgagtgagc gcagctaaca
  3054901 ccgctgcggc gtcaagtaaa aagggggatc cccgacgtca ttggcgttgc agcaaggcag
  3054961 caaacgaatg agtcctgatg agctgacatc agtcagtgat tcaggcgagt gagagccgct
  3055021 aacaccgctg cggcgtcaag gacgaagggg acgaaggaga cgtaagaaca gcctccagat
  3055081 acgcctgaat cgccaccgca acatcactac tcgtgacgga ctcatctgga tgatggctga
  3055141 cgccgccttt acagcggaca aatagcatcc cgactggcca gcactccgcc atggctatcg
  3055201 catcatggcc cgcgccactg ggcagcgcta aacaacggcc ctgcacctgg ctgatactct
  3055261 ggctgatgca ctgctgcaaa gcactatcac aagccgttgc cttgatacgg taaaaccctt
  3055321 cggcggcaaa cgttatgcca cgacgcgtgg cgatcgcttc agcctcagcc aatagacggg
  3055381 tcaataaatc attcacccca cggtcatttg ggccgcgaat atccagtgtc agcctcactt
  3055441 gaccggggat tacattcact gcaccgggca gacacgtcaa cgtccctacc gtcgccacta
  3055501 aatgctcccc ctgagccgca gtcaatgcct ctacgacaca catccattca gcggcaccgg
  3055561 ccaatgcatc ttgccgttgc cccatcggta cggtccccgc atggcccgcc aacccggtaa
  3055621 actgacattg taaacggcgc gcgccattaa tatccgtcac cacacccagc gccaaacccg
  3055681 cgttttctaa acacggcccc tgctcaatat gcagttcaag ataggcgcag aaggcattgg
  3055741 ctgcacgcgc agattgcccg atgtccattg gatctaaacc ggcacgaacc atcgcttgcg
  3055801 cgacactgat gccatcggca tcggtcgtat ttaaccactc cacaggccaa cgccccgtca
  3055861 cccctttact gccaagcagg gtgatgccaa accgcgttcc ctcttcatca gcaaaaccaa
  3055921 tcacttcaat ggcgaccggt aaacgttgct gatgacgatg taagtacccc acgacctcca
  3055981 gcgctgttaa tacccctaac atgccatcat agcggcccgc attgcgcacc gtatccagat
  3056041 gagaacctaa caagatggcg ggggcatccg gttgtcgccc ttcataacgg ccacaaatat
  3056101 tccccacggt atcctgccaa acctgcatac caaccgcttg catccattca ccgacttgcc
  3056161 gatttgcccg taaatgttca ggagatagat agacccgagt cagcccttcg ggggattcac
  3056221 tgattgccgc caatacgtca caacgggcca agacctgtaa tgcagcctgt tcagcctcga
  3056281 tatccggtag ggttacgctc atcaattcgc tccattcagt tgagcatgat cgctattcct
  3056341 ttgagcacta tccgcctgat gagtactatc cacctgatgc gcactatcca cctgatgagc
  3056401 actatccacc tgatagacat cccatgtggc ttgtaaccct gcgccttgaa ctgtggtaaa
  3056461 ccctaaacgg ttcaataccg cctccagcgc cactagcgtt tgcatgacac aatctttacg
  3056521 ggcgttatac cccatggtgc cgatacgcca aattttgcca ttcaacggcc cgaacgaggt
  3056581 accaatctca ataccaaagt cattcaacag cagttgccgg acttgctcac cgggaatacc
  3056641 tttcggtatg accacgccca atacgttatt catacgatgc ttcctatcac caaacaccga
  3056701 aagccccatc ccctgaatac cggccaaaag tgcgctaccg tgttgtaacg aacggtgcaa
  3056761 tagtgatcca cacccaacgc ctgaaatcag atccaggggg taatctgctc tcctgattca
  3056821 ggagagttta tggtcacttt tgagacagtt atggaaatta aaatcctgca caagcaggga
  3056881 atgagtagcc gggcgattgc cagagaactg gggatctccc gcaataccgt taaacgttat
  3056941 ttgcaggcaa aatctgagcc gccaaaatat acgccgcgac ctgctgttgc ttcactcctg
  3057001 gatgaatacc gggattatat tcgtcaacgc atcgccgatg ctcatcctta caaaatcccg
  3057061 gcaacggtaa tcgctcgcga gatcagagac cagggatatc gtggcggaat gaccattctc
  3057121 agggcattca ttcgttctct ctcggttcct caggagcagg agcctgccgt tcggttcgaa
  3057181 actgaacccg gacgacagat gcaggttgac tggggcacta tgcgtaatgg tcgctcaccg
  3057241 cttcacgtgt tcgttgctgt tctcggatac agccgaatgc tgtacatcga attcactgac
  3057301 aatatgcgtt atgacacgct ggagacctgc catcgtaatg cgttccgctt ctttggtggt
  3057361 gtgccgcgcg aagtgttgta tgacaatatg aaaactgtgg ttctgcaacg tgacgcatat
  3057421 cagaccggtc agcaccggtt ccatccttcg ctgtggcagt tcggcaagga gatgggcttc
  3057481 tctccccgac tgtgtcgccc cttcagggca cagactaaag gtaaggtgga acggatggtg
  3057541 cagtacaccc gtaacagttt ttacatccca ctaatgactc gcctgcgccc gatggggatc
  3057601 actgtcgatg ttgaaacagc caaccgccac ggtctgcgct ggctgcacga tgtcgctaac
  3057661 caacgaaagc atgaaacaat ccaggcccgt ccctgcgatc gctggctcga agagcagcag
  3057721 tccatgctgg cactgcctcc ggagaaaaaa gagtatgacg tgcatcttga tgaaaatctg
  3057781 gtgaacttcg acaaacaccc cctgcatcat ccactctcca tctacgactc attctgcaga
  3057841 ggagtggcgt gatgatggaa ctgcaacatc aacgactgat ggcgctcgcc gggcagttgc
  3057901 aactggaaag ccttataagc gcagcgcctg cgctgtcaca acaggcagta gaccaggaat
  3057961 ggagttatat ggacttcctg gagcatctgc ttcatgaaga aaaactggca cgtcatcaac
  3058021 gtaaacaggc gatgtatacc cgaatggcag ccttcccggc ggtgaaaacg ttcgaagagt
  3058081 atgacttcac attcgccacc ggagcaccgc agaagcaact ccagtcgtta cgctcactca
  3058141 gcttcataga acgtaatgaa aatatcgtat tactggggcc atcaggtgtg gggaaaaccc
  3058201 atctggcaat agcgatgggc tatgaagcag tccgtgcagg tatcaaagtt cgcttcacaa
  3058261 cagcagcaga tctgttactt cagttatcta cggcacaacg tcagggccgt tataaaacga
  3058321 cgcttcagcg tggagtaatg gccccccgcc tgctcatcat tgatgaaata ggctatctgc
  3058381 cgttcagtca ggaagaagca aagctgttct tccaggtcat cgctaaacgt tacgaaaaga
  3058441 gcgcaatgat cctgacatcc aatctgccgt tcgggcagtg ggatcaaacg ttcgccggtg
  3058501 atgcagcact gacctcagcg atgctggacc gtatcttaca ccactcacat gtcgttcaaa
  3058561 tcaaaggaga aagctatcga ctcagacaga aacgaaaggc cggggttata gcagaagcta
  3058621 atcctgagta aaacggtgga tcaatattgg gccgttggtg gagatataag tggatcactt
  3058681 ttcatccgtc gttgacaccg tgtaaggcat ggcgggcgat cccatgatcc agcccttcct
  3058741 ctaatatcac tctggcgcat tcacgtgcgg cgaataacat actggtggcc tcggtatgat
  3058801 gattcagccg ttccggcccc caataatcca tgatcatgcc cagatcaaag taattggagt
  3058861 agatcatctc ctcgtcgcca tccgcatgat ctgaagtacg aataccctgc tcaatacatt
  3058921 tacggcgacg aatctgttcg gcgaattgtg gactcagggt aatcggtgaa ctgccggatg
  3058981 gcccgccaag gcacttttgc aatccagcag agaccgcatc caacccccag gcatccgtct
  3059041 ccaatgggtt cccacccagt gacgcggtgg catcggtata gaacaacacc tgatggcggc
  3059101 gacaaatatc acccagctca gctaacggtt gcaacatcgt ggtagaggta tcgccctgca
  3059161 cggtcagtaa caggcgcggg cgaatgtgct tgatggcatc ttcaattcta tccgggctga
  3059221 atacctcccc ccacggcacc tcgataatat gcacttcggc acggcaacgg cgggcaattt
  3059281 cacacaataa atagccaaaa cggccaaaaa ccgggatcag cactttgtca ccggggcgga
  3059341 tcgccgacag taaaatggcc tcaatgcccg cacgcgaggt tccatcgatc aacattgtcc
  3059401 agcgattctc cgtccggaaa accccccgat acaacgccat cacctgattc atataatcgg
  3059461 tcatcgccgg atcatattgg ccgatcaact ggctggacat cgcccgtaat acccgtggat
  3059521 cggcattgat cggtcccggc cccattaata aacgggcagg tggatttatc tgcctgaaca
  3059581 agggattagg gtttatctct gacataaaaa atctccatcc tttatataaa tcaccatcag
  3059641 gcagggccag ataaaccgcg gactgacgat ataaactgtt tcaattcgcg ggtctgtgga
  3059701 tcggcaaata gcgcgcgact ctcgccctgc tcccacaccc gcccttgatg cataaatacc
  3059761 acccgatcac cgacttcacg ggcaaaattc atttcatggg tgaccaggat cagcgtcatg
  3059821 ccctccgcgg ctaactgctc aaggactttc aagacctcgc ccaccagctc gggatccagc
  3059881 gcagaagtaa tttcatcaca cagtaatact ttcggttcca tcgccaatgc gcgggcaatc
  3059941 gcgacccgtt gctgctggcc gccagacaga ttcgccgggt aataatcgac ccgatctgcc
  3060001 agcccgacct tctccagcat ctgtgccgcc agttcacgac actcgatggc cccttttttc
  3060061 aatactcgcc gcggagccag catcacattc tccagcgccg tcatatgggg gaataaatta
  3060121 aaattctgga acaccatacc gactgaacgg ctgatctcac gcgcttgcga atcgcggttg
  3060181 gttaccgtca ttccgcccag tttaatactg ccgtcctgat aatcttccag cccgttcatg
  3060241 caccgtaaca aggtgctttt ccccgagcca ctgcgaccaa tgatcgaaat cacttcacca
  3060301 atctcgatat ccaaatccac gcctttaagc acatggttct taccatagta tttttgaacc
  3060361 tgattaatgg tgatcaatgg catggaattt cttctccaga taatggctat aacgcgatag
  3060421 gggataacac atcaggaaat agcccagcgc gaccagccca aagactttaa atggctgata
  3060481 agtgacattg ttcagcatag tgcccgcttt ggttagctcg acaaaaccaa tgatggaggc
  3060541 cagcgccgtg cctttgataa cctgcaccga aaaccctacg gttggcgcaa tcgcgatacg
  3060601 catcgcttgt ggggcaatca cccgaaagag cgtttggtga aaactcaacc ccaggcaacg
  3060661 tgatgcttcc cactggcctt tcggcaaagc ggcgatactg ccgcaccaga tatccaccaa
  3060721 aaatgcactg gtgaataagg tgagtgccat ggccgctgct gtccacgggc taacatcgat
  3060781 gccaaacagc gccagaccga aaaaggccaa aaatagctgc atcaataacg gggttccctg
  3060841 gaacagctcg gtatataaac ggacaacgcg cgccgcccaa cgccagtggc tcaaccgcat
  3060901 cagcattagc ggtaatgtca ccaacgtgcc accgaagaag gccgtgagtg acagtaacag
  3060961 cgtccagcgg gccgccaata gcaggttgcg gatgatatcc cagtcagtaa atgtcatgag
  3061021 gcatggctcc caaagtatcg acgcccggcc gccagcaata gctggcgcat cacgatagcg
  3061081 aacaacaaat acagcaaggt ggtcaccaga tagacctcaa aactgaggaa agtccgcgac
  3061141 tgaataagat tggcggcgaa ggtcagttct tcaaatgaaa cttgtgacac cacggctgaa
  3061201 ccgagcataa caatgatgca ttgactgacc agcgccggat aaatccgctg caatgacggc
  3061261 ggcaggatca cgcggaaaaa ggtctggcta cggctcaagc ccagaacccg cgcggcctcc
  3061321 cattggcctt tggcactggc ctgaatgccc gaacggataa tctccgtgct gtaagcgccc
  3061381 agattgattg tcatcgccag cagggcggcc tgcccggcgc ttaactttag ccccagcgcc
  3061441 ggtagaccaa aaacgatgaa aaatagttgc acgacaaacg gggtgttacg gacaatttcc
  3061501 acataacctc cccagagacg ccgcaatatc acggtgttgc cacagcggat cgcagccccg
  3061561 cagatcccca atgcaatgcc cccgatggtc gccataaccg tcagctcaat ggtggtcagc
  3061621 agacccgaca gtaattcggg caaataaggc cacagagcag caaaatttag ctgataggtc
  3061681 atagccggct cccgttatgc accaagatca gcaggtaacg gcgctttcaa ccatttctcc
  3061741 gataagccat tcagcgtatt gtcctgcaac gcgtcaccaa tcaaggcgtc cactttggct
  3061801 ttcagtgccg gttctccctg acgcaggccg atataacacg gtgaatcttt cagcataaat
  3061861 tttgcgacgg gtgcctgctt aggattctgg cgggccaagg cgctgataac cagattgccg
  3061921 gttgccagat aattaacctg accggataga taggccgaca gcgtggtgtt gttatcctca
  3061981 tagcgtctga tctgagccgc tttcggcgcg atctcgctta ataccatgtc ttccaccgcc
  3062041 ccacgagtga caccaatggt tttacccgcc agttgttccg gttgcttcag ttcatcatct
  3062101 ttagccccaa atacgccgag gaaaaacggc gcataagcac ggctaaaggc gatggctttt
  3062161 tcccgctccg gatttttacc cagactggaa atcaccaaat ccactttatc ggtttgcaga
  3062221 taaggcaccc gattggcact ggtcactgac accagttgca actttagttt cattttatcg
  3062281 gccaggtact gagccatatc gatatcatag ccctgtggct gaagatcagt tcctaccgaa
  3062341 ccaaaaggcg gaaaatcttg aggtaccgcc acacgcaaga ctccacgctg ttgtattttc
  3062401 tctaattgat ccgctaatac cgcaggggcc tgaaccaata ccagtactgc ccacagccac
  3062461 aacatccgct tttttatgtt catagcctat ctccgataac tcaacaatga aacaatggat
  3062521 tcttaaaaaa cagaattgaa attatcgttg caagtaccat gccaaccagg aacaaggcaa
  3062581 aaacaccccc tattcacgtg gaataattga atttcagcgc atataagtgg ataaaggaac
  3062641 taacaaataa agtgcaatac gaagattgaa acgcaccatt taggtgcatt aaaacgacta
  3062701 ctggcaggct aataacaaac accgatgacg tgctctgaaa ggtggggata ggcgggagag
  3062761 taaagcgtgt gccgcagaga atggcgtgtc tggcacacga ctgattcaca ctattccaac
  3062821 tcccccaacg aatcatacaa attagcaatt tgatgtatcc gctggcggcc ttctgccagt
  3062881 attttatgca gtaatgcatt gctcagtaaa ttcactaaac tcatggccgc agaatagcta
  3062941 tcaaaagccg aaacactgtc cagtggggtg gtcaagcgcc aacgggccag cgacagcaat
  3063001 gactgagctt gcggctcaca gatcaacaat gtcggtacgc cctgaccctg catgtgtaat
  3063061 aggatttcgc ggatcgcctt gggccgacgg cgaaatgcca ccacaatcac cagatcatgc
  3063121 ggggtaatgt ccaccaattc ctcagccaat gtctgccctg cctgtgggat cacatgtacc
  3063181 tgctggcgta cctgcaacaa ctgttggcgt aaatgcagcg cgaccggata gctgttacgc
  3063241 agccccaata gcaagatacg cggcgcttgt gccatggcat cgatcacatc ggtaagttgc
  3063301 tggctatcca actgattgac ccaatgcgcc aggttcgcca tttcttgttt atagtggcga
  3063361 gccagcaagg tattgccctg caccgcatcg cgattatccg ttagtggcat accactttgg
  3063421 cgcaaggccc gcacctcttc gcgcatttct cgataactgc cgtagccaag gcgtttaaac
  3063481 agacggctaa ccgtagcctt ggatacacca ctcaatcgcg ccagttcggc actgttgtag
  3063541 ctgatcagat catcaaaatg ggcaaaaata aagtcagcaa cgcgctgctc ttgcggggtg
  3063601 agttgtgtgt aatgtccccg caaacgttcg tcgatttgtt tcatcccttt ccccaaccag
  3063661 tgaaactcat tacgctaatg aaactctcgt ttcagcatag gcatttttgc ggaacataac
  3063721 acactctcac caaccgataa taagagattc ttcactctca gcacgaaacc tgacaatctg
  3063781 gaacagctct tgcttacttt cactcggaca gtcaatgagt cccccgtcaa tcggcgaaaa
  3063841 ggatcgcaga ggtgaggaag taataggcta aataacagcc acacagggaa tagccaccca
  3063901 actcaccccc ctgtatttgg ttcacggctt gcttagtcag taccggagtt gtcatgaaaa
  3063961 agacatcaga aaaaatgatc agcatggatt ggcccgccta tatcctgcag atggaaacat
  3064021 tgctggcggt ggcgttagac gagcagcgcc gtgcggcatt gcagcaacaa tttgaacaca
  3064081 ttgccgctct ggccgcaccg ctgatggccc tacctttaga tgaacggcaa gagatcgcgg
  3064141 gggtataccg gttatgaagc ctgcctcatc actcactatc agcgagatcc aacaagccct
  3064201 gcacaagggc gaattatccg cacaagcgat cgcacagcag acgttggacg ccattaccgt
  3064261 cgccaatccg ctcatcaacg cttataccca tatcaccgct gaccgtatgc ttagcgaagc
  3064321 ttgtcggcta gatacgctac gcgccaaagg ccagccgctg ccagcactgg cggcagtccc
  3064381 ttatgcggtc aagaatctgt tcgatgttgc cggagaaaca accctatcag gtgccagctt
  3064441 attttgtgat caagcccccg ccaaacagga tgcctgggcc atttcatgcc tgagccgcca
  3064501 aggagccatg ctctccggca tgttaaatat ggatgcctat gcttacggtt ttactaccga
  3064561 gaacagccat tatggtgcca cccataatcc acacgatctg aaccgcattg cagggggatc
  3064621 ttctggcgga tctgcggcag cggtcgccgc agggctcgtg cacttttctc tcggcagtga
  3064681 tactaacggt tcgatccggg ttccctcctc actgtgtggt atttttgggc tgaaaccaac
  3064741 ctttggccgc ctgtcacgcc gcggcaccca cccatttgtc gccagtctgg accatatcgg
  3064801 cccaatggca cgctgtacgc aagatttggc ggtggtttat gacgtgatgc aaggcatcga
  3064861 tactcaggat aattttcaag ccgatcaacc cgtcacgccg tgccaaaatt tactgacgcg
  3064921 tggtcagcaa gggttaagaa gcgcggtgct gggcggttac tttcatcaat ggagtgatga
  3064981 tgacgccaaa gccgcagtgc tggcggtcgc aaaggcgctt gaggctaacg cggaggtcga
  3065041 gatgccgcag agtgatttag cccggtcagc ggcatttatt atcagtgcca gcgagggcgg
  3065101 caatcaatat ctgcccgcct tgaggaaatc acctcaacgt tttgaacccc tatcacggga
  3065161 gcggttatta gccggagcca tgctaccggc aacttggtac gtacaggccc agcgtttccg
  3065221 tcatcatttt cgccaacaca ttttgccgct gttcgagcac tgggatattt tgattgcccc
  3065281 agcaacgcca tgcagtgcca cgcttatcgg ccaggacacg atgaggatta atgatatgga
  3065341 cctaccgatc cgcgccagta tgggcatatt aacccagcca atctccttcc tgggtctgcc
  3065401 agtcgtgagc gtacccttga aaaccacccg cggcttacca attggcattc agttgattgc
  3065461 cccaccatgg cgagaagatt tatgcctgcg cgcggcttat gcgctggagc aacaagggtt
  3065521 ggtcagcgcg ccggtgagta ctgttatttg ataggtccgt tatttgatag gaccgtgctt
  3065581 gataaagata gccatttggc gagaaccgtc tccgatgaga ataatcagat gaaaaatgca
  3065641 tgtatcgatc acctagcggt gctggccgaa gtcactgcgg cgttttatcg ttatgaacag
  3065701 gcgctaatcg gcaatgatat tgcggtatta gatgcgttgt tttggcacga taaacgtaca
  3065761 gtgcgttttg gcgcggggga agatctgtat ggtattgatg ccatcagaga gtttcgtcag
  3065821 aaccggcctt cggtagggct ggatcgtaaa ttgaagaata cggtgatcac cacctttggc
  3065881 gaggatacgg cggttgccag cactgaattt taccgcgaag ggagtacacg tgtcggccgc
  3065941 cagatgcaaa catgggttaa attaccgtgc ggttggcgga ttgtggccgc acatgtgagc
  3066001 ttgattgctg agtagtggtg gtggtggtga tttgtagtcg tggtggtgat tacagtcatg
  3066061 gtgatttgta gtaatgatga ttgtagtaat gatgatcgcc gtaatggggg gttatcgtgg
  3066121 ttgtcattcc aaagggggcc tttggccctc gctcgaaaat gcctcgccac caaattccaa
  3066181 aggcaaaaca cctaaaatat gaaatactct cttcctccta aattcagaca ccacatccca
  3066241 taatgcaaaa aactgacact cctggtttaa gcccggcact gatcgtattg atgtcggtag
  3066301 ccacggggct ggccgttgcc agtaactact acgcccagcc cttgttggaa actatcgcca
  3066361 caaactttaa cctctctgtc aatcaggccg gttttatcgt caccgccgcc caattgggct
  3066421 atgccgtagg actgatgttc ttagtcccac tgggcgatat gtttgaacgc cgtgggctga
  3066481 ttgttggcat gaccttactg gcagcaggcg gcatgctgat taccgcgatg tcgcaaaatc
  3066541 tgacgatgat gattatcggg accgccctca ccggcttgtt ctctgtggtc gcacaattgt
  3066601 tggtcccctt agcggcgaca ctggcagcac cagaaaaacg cggtaaagtg gtcggtatca
  3066661 ttatgagcgg cctgttgttg ggtattttac tggctcggac cgtcgctggc gcactggcaa
  3066721 ccctcggcgg ctggcgcacc atttattggg ttgccagtgc cttgatgttt atcatggcac
  3066781 tggtcctttg gcgctgcctg ccacgctata aacaacatac cggtttaaat tatggtcagt
  3066841 tgctcggttc aattttcgcc ctgtttattc acacccccgt actgcgtacc cgcgctttac
  3066901 tcggggcatt atcattcgcc aatttcagtg tgctatggac atcaatggcc ttcctgctgg
  3066961 ccgcgccacc attcggttac tctgaagcca ctattgggct atttggttta gtgggggccg
  3067021 ctggcgcatt aatggcgacc aaagcgggtc aattggccga taaaggtaaa gcacgtgtca
  3067081 ccaccagcgc cggattagtt ttactgttgc tatcctggtt gcccattgcc ttcggccaac
  3067141 actcaatcat cgcactgatt attgggatta tcgtactgga tttagccgta caggctgtgc
  3067201 acgtgaccaa ccagagcgtg atgtaccgca tgatgccaga agcaagaaac cgcctaaccg
  3067261 caggctatat gacgtcttac tttatcggtg gagcactggg gtcgctgatt tcagccgccg
  3067321 cctatcaaca tgctggctgg tatggcgtct ccaccgcagg gttggtcctg tgcctgttga
  3067381 atatagtgac ctggcttgtg ggtaaacgaa gtgatcaacc cgcgaatcaa accgtagaat
  3067441 aatgtgatga tgaaagcagt gtgattacga ccattggtta gctaactaat agtcaatata
  3067501 gatataaatt aggttatagg gtattaaggc aataacctct ctgttaatgt tacataactg
  3067561 atgagtttgc cctgtaacct aatctatcta tagctaactt tatgccaaac ccaaccacag
  3067621 ccccttcttc tacaacttca gcggccgcga ctttcgttga aggtattacg gatagcctgc
  3067681 ccattgttat cggctattta cccgtcgctt tcgcctttgg cctcagtgcg gtaaaactgg
  3067741 gttttacccc gctggaaagc attttctttt cctgcattat ttatgctggt gccagccaat
  3067801 ttgtgattac cgccctgctg agcgccggga tgtcattgtg ggtatcggca ctgacggtga
  3067861 tggcaatgga tgtgcgccat attttgtatg gcccggcact taaacaccgc attttggcaa
  3067921 aactatcagg taaaaaaacg gccttatggg cttttggttt aaccgatgaa gtgtttgccg
  3067981 ctgcaaccac taaattgatg aaggatcaac ggcgctggag cgagaactgg atgctcggta
  3068041 tcgcagtgac ctcgtggtta tcttgggtct tgggaacggc catcggcgcg atgttcggta
  3068101 atgggccgtt ggagaactac cccgccattg aagcgtccct ctcctttatg ctgcctgcat
  3068161 tattcctcag ttttttgtta gcctcgttta aacgccaata cagcctgacg gtgatcgctt
  3068221 cgctttcagg tgccttatta ggggttttat tgttctcaat tccagtggct attttggccg
  3068281 ggattgcggg tggttgtctc gcgactttgc ttcagcccac cgcctctgtc gtggccaaac
  3068341 accgtgagga tcacgagcag gagccaacac catgaataca gatatactga tgatcggtct
  3068401 ggtggtggga acggtgaatt acttgtttcg ctacttacct ctgcgcttcg ggccagcacg
  3068461 taagcaaact ggcctactgc ggggcaaaat gtctctgctg ctggacagca ttggcatcgc
  3068521 ctcaatctgt gcattattgg tggtttccag taccccagag attattcatc acccacagaa
  3068581 attactccct acattaattg gttttttagt gatctgcgga tgcttttata aaaccaacag
  3068641 tattatcttc gctacgctac ttggcgcgct ctgttacggt ttgacattca aattactaac
  3068701 gattttagga taataagttg cttaatctgt gaactaaagc acaataacca tactgttagt
  3068761 aatgccaatg gccgattcac cttggctgaa taacactaat tgctaaattt ttctcgtaat
  3068821 ataccgttta cattattagt aactatcgtt actgtaccat ttgaaattaa tgaggcgcct
  3068881 cataatggaa agttcattct cccccataga acagatgctg aactctcgag caaaacgtca
  3068941 gaaggatttc ccctaccagg aaattctact cacccgcttg agtatgcata tgcacagtaa
  3069001 attgctagaa aatcgcaata aaatgctgaa agcgcaagga attaacgaaa ccttgtttat
  3069061 ggcattaatt acgctagacg cccaagagag tcgcagtatc caaccatcag aattgagtgc
  3069121 cgcgttgggt tcttcgcgca cgaatgcgac gcgtatcgct gatgaattag agaagaaagg
  3069181 ctggattgag cgtcgggaaa gccataatga ccgccgttgc ctacatttgc atctcaccga
  3069241 ggctgggatt gagtttttac atcaacttct cccgccacaa cataaatgcc tgcattttct
  3069301 ttggtcgacc ctgacggagc aagagcagca acagcttgaa atgctgaccc gtaagttgtt
  3069361 aacccgttta gatcagatgg aaatatcgga acagtaattc cactatttct atccagagaa
  3069421 caaaccatgt cattccaaca taacggggaa tgggcgcctt ttggtgccat ttgtttatga
  3069481 atgggcggta ataaaaaggc aatattgctt cccagttatc ccctaaaaac gatgagcaac
  3069541 aataaaaaaa tcagtcacaa caattagcac cgttcagaac cttcaatgac aagaggtggc
  3069601 tatcagcccc ttccatgatg gctcaataca ataatatcgg ccctaaataa ttcgagttgc
  3069661 agaaaggcga cacctgagtg gttccccaag ccctgacgaa aatcaagtga ctggggtgaa
  3069721 cgaaggcggt caaccctcat acaacgtgca aaatgacggg tatagagcgt ggagaacacc
  3069781 atgagtgaaa gtgcgggagc ccaagcccca caacgaccgc agaataaaaa acagcaacgt
  3069841 aaacgtgtac tgctgttgct gacggccatt tttattatga tcggggtggc ttaccttatt
  3069901 tattggttcc tggtgctacg ccatcaccaa gagactgata atgcctatat ttcaggcaac
  3069961 caagtccaga ttatgtctca agttcccggc agtgtggtca gtgttcattt cgaaaatacg
  3070021 gacttcgtca aaagtggcga tgtgctggtg acactcgacc ccaccgatgc agaacaggca
  3070081 tttgagcaag cgaaaactgc cttggcaaat agcgtgcgcc aaacccacca gctcattatt
  3070141 aacagtaaac agtatcaagc gaatattgcg ctgaaaaaaa cggaattgag ccaggcacaa
  3070201 aatgacctga agcgtcgggt ggtcctgggg gctgccgcag tcatcggccg tgaagaattg
  3070261 caacacgcac gtgatgctgt tgaggcggca caagcgtcgt tggatatggc agtgcagcaa
  3070321 tataacgcca atcaggcgtt ggtcctcaat acgccattgg agaaacaacc ggcgattgag
  3070381 caggcggccg ctaaaatgcg tgatgcctgg ctcaccctgc agcgcaccaa agtagttagc
  3070441 ccaattagcg gctatgtctc gcgtcgcagt gtacaagtgg gtgctgaaat cagtagtggt
  3070501 acgccgttaa tggcggtggt tccggcagat caactgtgga tcgacgctaa cttcaaagaa
  3070561 actcagttgg cgaacatgcg aattggccaa ccggcgacta tcgtgaccga tttttacggt
  3070621 gatgatgtgg tttatcaagg gaaagtggtc ggtttagata tgggaaccgg cagtgccttc
  3070681 tcgctactac ccgcgcaaaa tgccaccggt aactggatca aagtggtcca acgcctgcca
  3070741 gtacgaattg cattggatga gaaacaactg aaggagcatc cgttacgtat tggtctgtca
  3070801 tcgctggtta aagtcgacac cgccaatacc gatggacacg ttttggcaca aaacgtgcgt
  3070861 aaagaacccg cgttcatgac caatgcattg tcattagatt tcgcgccagt taatcaaata
  3070921 attagcgata ttattcatgc aaacgccgat taatatcatg ccaatgcggg ttacgtgcac
  3070981 cggaggctat tgtggcacaa aaaccgcttg aaggagcacc actcgcctgg atgacggtgg
  3071041 cgctttcatt agcgaccttc atgcaggtgc tggactccac cattgctaac gtggccatcc
  3071101 caacgattgc gggtgattta ggctcgtcca actcgcaagg gacgtgggta atcacctcat
  3071161 tcggggtggc gaatgcaatt tcgatccccg tcaccggctg gctagccaag cgagtcggtg
  3071221 aagtgcggct gttcttgtgg tcaacaggct tgtttgtgct ggcctcatgg ctatgcggca
  3071281 tgtcaaacag cttggggatg cttatcttct tccgcgttat ccagggtctg gtcgctgggc
  3071341 cattgatccc actctcgcaa agcctgctac tcaacaacta tccgccggcg aagcgaagta
  3071401 tggccctggc gttgtggtcg atgacgattg ttgtcgcccc gatatttggg ccgatcctcg
  3071461 gcggttatat cagtgataac tatcactggg gctggatctt ctttatcaat atccctatcg
  3071521 gtctggtggt ggtcctgctg gcgggcagta ccctgaaagg acgagagacc aaaacagaga
  3071581 tcagacccat tgataccatc gggctggtgt tattggtggt cggtattggt gccttgcaaa
  3071641 tcatgcttga tcaaggcaag gagctggatt ggtttaactc gacagaaatt atcgtcctga
  3071701 ccgtggtggc tgtcgtggct attaccttcc tgattgtctg ggagttaacc gacgatcatc
  3071761 cggtgattga tttgtcgctg tttaaatcgc gcaactttac cattggctgt ttgtgtctca
  3071821 gcctggccta tatgttgtac tttggtgcga ttgtcttact gccccagcta ttgcaggagg
  3071881 tgtatggcta taccgccacc tgggccggat tggcatcggc accggtgggt atactgcccg
  3071941 tgctgctgtc gccattaatt ggtcgttttg cccatcgaat tgatatgcgc cagttagtga
  3072001 catttagctt cattatgtat gcggtgtgtt tctactggcg agcatatacc ttcgaaccgg
  3072061 ggatggattt tggtgcctca gcatggccgc agttcttcca aggcttcgcc attgcctgct
  3072121 tcttcatgcc attgaccacg attacgttat ccggtttgcc accggagcga atggccgcgg
  3072181 catccagttt gtctaacttt atgcgaacac tggcagggtc gattggtacc tcaatcacta
  3072241 ccaccctctg gacgcaaaga gagtcgttgc accacgcgca gttgacggag tttgttaacc
  3072301 cgtacaaccc gaacgcgacg caggcctacc aggagttgga aaaactgggg atgagccagc
  3072361 aacaggcttc ggcctacctg gcccgtgaaa ttaccaatca ggggctgatt atctctgcga
  3072421 atgagatttt ctggctctcg gcgggggtgt tcctaatgct gctggccctg atctggtttg
  3072481 cccgccctcc tttcacctcc ggtggtggcg gcggcggtgc gcattaacct gcattaacct
  3072541 gcaattttta gccaaatagc ggtcaacaaa aaagggggcc ctgaactcat cagcgccccc
  3072601 ttttattttt accgttctaa aacgtctctc gttctactct tcgatcattc tagccttgag
  3072661 cgctattctg acgccaccat tccgccaaca ggatacccgt tgccacggaa acgttcaggc
  3072721 tttcgacccg cccggtaccg ccgatagaga cactcagatc cccctgctgc caggcactgt
  3072781 ccgtcaaacc atcgctctcc tgccctaata ccaataccat tttagctggc agttcggctt
  3072841 tcgataagct gacaccttta tggctggagg tggtcacgat ggtgtaaccc gccttgcgga
  3072901 aggtatccaa taccgataag aaatcatcag cattgatggc cttgatgtgc tctgctccgc
  3072961 cttccgccgt gcggactgcc gcgccagatt ctagcatcgc cgggtcttgc agcaacacgc
  3073021 cgttgatacc gaaatgcgca caggtacgca taatgccgcc cagattatgg gggttaccca
  3073081 cctcttccag cgccagtaca caatctttag cctgagtttg ctgttgcaga tacgtttctg
  3073141 catccagccc ctgacgtttt ttaatcagga aacatacccc gccatggtgt tcagtgcccg
  3073201 aagctttcgc cagctcatcc tcttcaacca catgataagc tttgcggtta gccgccatcc
  3073261 atttcagcgc ttcacgaaaa cgcggggtca cagattgcac aaaccaagcc cggacgatag
  3073321 catcagggcg gctttcaaac agcgccttac aagcattctc accataaacg cgtgtttctt
  3073381 cagcgcgctg acggcgcaac tgggcaggat cgatatggct tttaccgctg ataccaccat
  3073441 gatcaaactc tggctcttcc gaaggggcac gagataccgt tttccacggt gaatcgtaag
  3073501 ggctactgcc ttcagaacgt gccggacggc taggacgatc acgttcatta cggccagaat
  3073561 caggacgacg tgagtcatta ttgcgtggtg cattaccctg acgtgtatta tcgccctgac
  3073621 gtgcattatc acccgggcga ccgttacccg ctggacgctg gcttctgccg cggctgttat
  3073681 tatcacgatt actgttatca cgactactgt tattgcggtt atcgcggtta ctgctgttac
  3073741 ggtcgtcgct gctttcgtca ctacggacgt acatcacttt aactttgccg tttttgccac
  3073801 taaatgaatc gttcattgtc ttctccacca acgcgcaggg cgcgaagatt acctgatgtc
  3073861 cgcccggtta gccataagca agcactaaaa gctaccaact atcgtactca tcgaataaac
  3073921 cattttggca cttaactcat tcatcaccat aatagataac agcagcaaaa caattcagtg
  3073981 aattcttggc tgtctggctt ctcttatatc tacttaaaaa taaaggctaa tgtatgataa
  3074041 aggctaacat atgataaagg ctaatgtatg aatacggtat gtacagcttg tatggcgacg
  3074101 aatcgcctac cggaagaacg tattgatgac ggcgcaaaat gtgggcgctg tggccactct
  3074161 ttatttgatg gcgaagtcat taatgccacc gctgaaacac tggataagct gctgcaagat
  3074221 gacctgccaa tggttatcga tttctgggcg ccttggtgtg ggccgtgccg cagcttcgcg
  3074281 cccatctttg cagagaccgc agccgaacgc gccggaaaag ttcgtttcgt taaagtgaac
  3074341 accgaagccg aacctgcact cagcacccgt tttcgcatcc gtagcatccc gaccatcatg
  3074401 ttgtatcgca acggcaaaat gatcgatatg ctaaatggcg ctgtacccaa agcgcccttt
  3074461 gataattggt tagatgaaca attatcaaga gatccaaaca gttaacaaaa taaccaaata
  3074521 attagccaga gagccactag cccgataagt gagtttaacg catttatcgc ctttaagggc
  3074581 tgttcaggcc cttgataaat ccccaccctg ccagttttct gtcggggcgt gggccattct
  3074641 atattagaat ggcgctattt ctcaggagtc cgtcgtgact gacacattca ccactggcca
  3074701 tactttacct acggccataa cgacggaaaa tgcagtcctg cgtttacgcc aacaacgttt
  3074761 agccgccgcc acccgtgcgt atcgtgcccg cggctgccgg gccatccgtt gccaaagctg
  3074821 cctgctggcc gagcgtttct gcctgtgtga taccatcaag ccacaacagg caaacagccg
  3074881 attttgccta attatgtttg ataccgagcc actcaagccc agtaataccg gccgccttat
  3074941 cgcggatatc ctgcccgata cacacgcttt tctctgggcg cgaaccgaag tcgatcctga
  3075001 gctattagcc gctatcagtg accctctgcg tcaaccttat gtggtttttc ctgaggccta
  3075061 tgctgaacca gaacggcaag tgatcaatca attacccatc agcgataaac cgccgctatt
  3075121 tattttgctg gacggtacct ggactgaagc caagaagatg ttccgtaaaa gcccctatct
  3075181 tgccgggtta cccctgctgt ccttgcaggt cagccatcta tccgattatc aattacggga
  3075241 agcgcagcgc cctgaacaac attgtactgt cgaagtcgcc accgcgctgc tccaccaagc
  3075301 gggtgatata caagccgcag aagggctacg cgatcacttt cactactttc gtcagcaata
  3075361 tttagccgga aaacctcatc acccagtggg gcgagtcaca gcaagccacg aagaaaacgc
  3075421 gtaaagtcag agaagctatc cttatatcaa caacaggaac ctgcacatga gccaacgtgg
  3075481 attagaagca ctgttacgtc cgaaatctat cgcagtgatc ggtgcttctg aaaaacctga
  3075541 gcgagcgggt tttctgatga tgcgcaactt gctggatggc ggtttcaatg gaccgattct
  3075601 cccggtaacg cccaatcaca aagcggtgtg cggtgtcttg gcttacgcca atatcgccag
  3075661 cctacccatc actcctgatt tagcgatttt gtgcacccat gattgccgta atctgacgct
  3075721 actggaagac cttgggaacc ggggctgtaa agccgccatt attttgtctg ctgcaccgga
  3075781 gcagttccca gaactgaaag cctgcgctca acgccaccat atgcggctac tcgggcctaa
  3075841 tagcctgggg ctactggccc cgtggcaagg gctgaatgcc agcttttcac ccgtccccat
  3075901 caaaaaaggg cggctggcgt ttatctccca gtctgcagcc gtggccaata cgatccttga
  3075961 ttgggcgcag caacgggaag ttggcttttc ttactttatt gcactgggcg acagcttgga
  3076021 tattgatgtc gatgacctac tcgatttcct tgcccgagac agcaaaacca gcgcgattat
  3076081 gctgtatatc gaacatatca gcgatgcacg ccgcttctta tccgcttccc gcagtgcttc
  3076141 acgcaataaa ccggttttgg tggtgaaaag tggccgcagt cagcgcgctc aacagctctt
  3076201 gaatggtcag caaggattgg atgccgccta tgatgccgct atccagcggg ccgggttgct
  3076261 gcgagtacag gatacccatg aattgttctc tgccgttgag actctcagcc atatgcgccc
  3076321 actgcgcggt gaacggctgt tgattgtcag caatggttca gcaccggcgg cgatggcgct
  3076381 ggatgaactt atccgccgta atggtaaatt ggcgaccttg tcggatgcca cgcaatccgc
  3076441 actgagtgaa gctctgccgc cttttgttgc gctacgtaac ccaatagacc tacgggatga
  3076501 tgccagtgct gagcgctatt tagcggcact caagccgcta ttggacagta gtgattacga
  3076561 tacgctactc ctgatccact cgcccagcgc cgccgcaccg ggaggcaaaa cggctgaatt
  3076621 attgatttca gctattcgcc aacatccgcg cggtaaacgc atcacgttac tcaccaattg
  3076681 gtgtggtgaa tattcatcac aagatgcccg tcgcttgttt actgaagcgg gtattccaac
  3076741 ctatcgcacc ccggaaggcg cgatcacggc ttttatgcat atggtggagt atcgtcgtaa
  3076801 tcagaaacaa ctgaaagaga ccccggcatt accaataggt ttgaccgcca atactgccca
  3076861 tgtccatcag ctaattcgcc aggccttggc cgaaggggca acccagcttg atacccatga
  3076921 agtgcaaccc attcttgaag cgtatggcct caggacattg ccaacctgga ttgccagcga
  3076981 cagtgtagaa gccgtacata ttgctgaacg actgggctat ccggtcgcaa ttaaacttcg
  3077041 ctcgcctgat atcccgcata aatcggaagt tcagggggtc atgttgtatt tgcgcaccgc
  3077101 cattgaagtg cagcgggcgg cagacgatat cctcgatcgg gtaaagcgga cctatccaca
  3077161 agcacgaatt catggtttgc tggtgcaaag catggcgaat cgagcaggag cacaagaatt
  3077221 gcgtattgct gtggagcaag atgctatttt cggcccgttg atcatgttag gtgaaggcgg
  3077281 tattgagtgg caccacgaga cacaagccgc cgtcgcacta ccgcctctca atatggtgct
  3077341 ggcgcgctac ctgattatac aggccgtcaa aggggggaaa attcgcagcc gcggatcact
  3077401 acaacctttg gatattccag ggctaagccg cttgctggta caagtttcca acttgatcct
  3077461 cgactgcccc gaaatcaccc gtctggatat tcacccggta ctggcctccg gcagtgagtt
  3077521 cacgctgctg gatgtgtcga tgcaattagc ccctgtcact ggtgaccctc aagctcgtct
  3077581 ggcaattcgc ccgtatccgc atgaattgga agaaaaggtc acgctcagag acaactccca
  3077641 gtgcttattc cgcccgattc tgccggaaga tgagccactg ctaaaactgt ttattgatca
  3077701 agtaactaaa gaagaccttt attatcgcta cttcagtgaa atcaatgaat tcagccatga
  3077761 tgatttggcg aatatgacac aaattgacta tgatcgggaa atggcttttg ttgctgtgcg
  3077821 tcaaaatagt gaagggccag agatcatagg tgtcacgcgg gcattttctg atcctgacaa
  3077881 cattgatgcc gaatttgccg tactggtccg ctcggatcta aaagggctgg gcttaggcag
  3077941 ggcattactt gagaagatga tccgttatgc ccgtagccat gggctatccc ggctcaccgc
  3078001 agtcaccatg ccaaataacc gcggtatgat tggtttggca caaaaactcg gttttactat
  3078061 tgatgtgcaa atagaagatg ggatcgtaaa tctggagctg acactttgat ctttgttaca
  3078121 ccaatcagcg tgatataggc cacagagcta agtgattcag ccattggcag gcaaaacttg
  3078181 cgcacaatcc agaaaagtaa tggtattatc gccgactcta tggattagtg tttttttgat
  3078241 atggcggttt tgccattaaa taacaagaga agaagcgcac tgtgatgttg tcaaaattca
  3078301 aacgtagcaa acatcaacaa caccttgcac aactgcccaa actcccccag tcagttgatg
  3078361 atgtccaaac gctttattgc cccaaggttt tccgctctac tctgttggaa ctcatcgctc
  3078421 aggcaaccaa acgtattttt ctggtggcac tttatctgga gcaggatgac gcaggccgtg
  3078481 atgtaatgaa tgccctctat caggccaagc agtcgcatcc tgaactggag atctatgtac
  3078541 tggtagattg gcaccgggct cagcgtggcc gtattggtgc ggcagccgtc aatactaatg
  3078601 ccgattggta ttgcgatatg gcggctaaac atccaaatat ttctgttcct gtttacggtg
  3078661 tcccggtcaa tacgcgtgaa gcattgggtg tactgcacct aaaaggcttt atcattgacg
  3078721 acaccgttat ttatagcggt gccagcatca atgatgtcta tctctatcag aatgataaat
  3078781 atcgttatga tcgctaccag ctaatcacta atccgtcact cgctaccatt atggttgatt
  3078841 acgtgaaaca acggatactg agtgccggag cagttcaacg ccttgaccgt aatgaccgac
  3078901 ctaccacccc cgagatcaag aatgagaccc gccagtttcg ctcatcactg cgtgatgcca
  3078961 gttaccaatt ctcggcacaa gcgcataacg atgagttagc ggtcactcct ctggttgggt
  3079021 taggtaagaa gagtttacta aacaaaacga ttcatcactt aatggcctcc gctgatgaac
  3079081 gcctgaccat ttgcaccccc tactttaacc tgcccgcgct gttagtccgt aatattattt
  3079141 atctgctgcg ggaaggtaag caggttgaga ttatcgttgg tgataaaacc gcaaatgact
  3079201 tttatatccc tgaagatcaa ccctttaaaa ttatcggtgc actgccgtat ttatacgaaa
  3079261 tcaacctgcg tcgtttcctg agccgcttac aaccgtatgt tgataacggg cagctcattg
  3079321 ttcgcttatg gaaagatggc gacaacacct atcatttgaa agggatgtgg gtagataaca
  3079381 attggcagtt gatcacgggc aataacctaa acccgcgcgc atggcgcttg gatttggaga
  3079441 atgccatttt gatccacgat cctaagcatg aaatgcatga acagcgggcc aaagaactgg
  3079501 agtgtatccg cactcatacc aaagtggttt cacactacct tgaactggag aatatccaac
  3079561 aatatccggt taaagttcgc aaacttatcc gccgtttgcg caggatccgc attgatcggt
  3079621 taattagccg tattctataa gtcttaaaga taaaacccgg tgaattagcg ggttttcatc
  3079681 tcccactaaa agagaaactc tatgcggctg catatctatc ttcgccgatt gcttatcgcc
  3079741 ccattgctct tactcacttc tgcctgtacc catgtcgcga atgacagctg gactggaaaa
  3079801 gataaagccc aacatttttt tgcttctgct gctctggccg ctgcaggtac agcatacgga
  3079861 gaacatcaga attggtcaga tgctaaaagt cgcaattttg gcttattatt ttctattggt
  3079921 attggggctg gtaaggaatg gtacgacagc cgccaagcag gaaccggctg gagctggaaa
  3079981 gattttacct gggatatcgc tggcgctatt actggttata gtctttatcg ggcagcgaat
  3080041 tgagccgtat agaaatccca acagattgaa tatcaagaaa atgtctcact gccccaaact
  3080101 taatccccaa taatattccc ccttcaatca acaccatcac ccagcatggg gctattttac
  3080161 aacgcgcaat ttctgtgttt cgcgcacagc aaaaccccac gtttttggca tggggtcatc
  3080221 attacaacgc acaatttctg tgtttcgcgc acagcaaaaa ccccacgctt tgggcatggg
  3080281 gttatcaata caacgtgtaa tttctgtgtt tcgcgcacag caaaaacccc acgcttttgg
  3080341 catggggtca tcattacaac gcgtaatttc tgtgtttcgc gcacagcaaa aaccccacgc
  3080401 tttgggcatg gggtcttggc tttatttgat gcctggcagt gtcctactct cgcatgggga
  3080461 gaccccacac taccatcggc gctacggcgt ttcacttctg agttcggcat gggatcaggt
  3080521 gggaccaccg cgctatggcc gccaggcaaa ttctgtttca attaacccgc aaacaagcaa
  3080581 cacttgtcag ccagtcaaca caatctcgga acgatgctga aaatctctct caattcaaaa
  3080641 caccttcggt gttgtaaggt taagcctcac ggatcattag tactggttag ctcaatacat
  3080701 cgctgcactt acacacccag cctatcaacg tcatagtctt taacgttcct tcagggggct
  3080761 ttaagcccca gggaagactc atctcgaggc aagtttcccg cttagatgct ttcagcggtt
  3080821 atctcttccg aatttagcta ccgggcaatg ccattggcat gacaacccga acaccagtga
  3080881 ttcgtccact ccggtcctct cgtactagga gcagcccctc tcaatcttcc aacgcccacg
  3080941 gcagataggg accgaactgt ctcacgacgt tctaaaccca gctcgcgtac cactttaaat
  3081001 ggcgaacagc catacccttg ggacctactt cagccccagg atgtgatgag ccgacatcga
  3081061 ggtgccaaac accgccgtcg atatgaactc ttgggcggta tcagcctgtt atccccggag
  3081121 taccttttat ccgttgagcg atggcccttc cattcagaac caccggatca ctaagaccta
  3081181 ctttcgtacc tgctcgagcc gtcactctcg cagtcaagct agcttatgcc tttgcactaa
  3081241 cctcacgatg tccgaccgtg attagctaac cttcgtgctc ctccgttact ctttgggagg
  3081301 agaccgcccc agtcaaacta cccaccagac actgtcctca ccccagatca tggggccgag
  3081361 ttagaacatc aaacattaaa gggtggtatt tcaaggttgg ctccatgcag actggcgtcc
  3081421 acacttcaag gcctcccacc tatcctacac atcaaggctc aatgttcagt gtcaagctat
  3081481 agtaaaggtt cacggggtct ttccgtcttg ccgcgggtac actgcatctt cacagcgagt
  3081541 tcaatttcac tgagtctcgg gtggagacag cctggccatc attacgccat tcgtgcaggt
  3081601 cggaacttac ccgacaagga atttcgctac cttaggaccg ttatagttac ggccgccgtt
  3081661 tactggggct tcgatcaaga gcttcgcctt gcggctgacc ccatcaatta accttccagc
  3081721 accgggcagg cgtcacaccg tatacgtcca ctttcgtgtt tgcacagtgc tgtgttttta
  3081781 ttaaacagtt gcagccagct ggtatctgcg actggcttca gctccaggag ctagtccttt
  3081841 cacctaacgc cagcgtgcct tctcccgaag ttacggcacc attttgccta gttccttcac
  3081901 ccgagttctc tcaagcgcct gagtattctc tacctgacca cctgtgtcgg tttggggtac
  3081961 gatttaatgt tacctgatgc ttagaggctt ttcctggaag catggcatca actgcttctg
  3082021 caccgtggtg catcgtcatc acgcctcagg gttgataagc aaccggattt acctggtcac
  3082081 tccccctaca cgcttaaacc gggacaaccg tcgcccggcc agcctagcct tctccgtccc
  3082141 cccttcgcag taacaccaag tacaggaata ttaacctgtt tcccatcgac tacgcttttc
  3082201 agcctcgcct taggggtcga ctcaccctgc cccgattaac gttggacagg aacccttggt
  3082261 cttccggcgt gcgggttttt cacccgcatt atcgttactt atgtcagcat tcgcacttct
  3082321 gatacctcca gcaaccctca caggtcacct tcaacggctt acagaacgct cccctaccca
  3082381 acaacaccta agtgtcgctg ccgcagcttc ggtgcatggt ttagccccgt tacatcttcc
  3082441 gcgcaggccg actcgaccag tgagctatta cgctttcttt aaatgatggc tgcttctaag
  3082501 ccaacatcct ggctgtctgt gccttcccac atcgtttccc acttaaccat gactttggga
  3082561 ccttagctgg cggtctgggt tgtttccctc ttcacgacgg acgttagcac ccgccgtgtg
  3082621 tctcccgtga taacattctt cggtattcgg agtttgcatc ggtttggtaa gccgggatgg
  3082681 ccccctagcc gaaacagtgc tctacccccg aagatgagtt cacgaggcgc tacctaaata
  3082741 gctttcgggg agaaccagct atctcccggt ttgattggcc tttcaccccc agccacaagt
  3082801 catccgctaa tttttcaaca ttagtcggtt cggtcctcca gttagtgtta cccaaccttc
  3082861 aacctgccca tggctagatc accgggtttc gggtctatac cttgcaacta gacgcccagt
  3082921 taagactcgg tttccctacg gctcccctat tcggttaacc ttgctacaaa atataagtcg
  3082981 ctgacccatt atacaaaagg tacgcagtca caccacgaag gtgctcccac tgcttgtacg
  3083041 tacacggttt caggttctat ttcactcccc tcgccggggt tcttttcgcc tttccctcac
  3083101 ggtactggtt cactatcggt cagtcaggag tatttagcct tggaggatgg tccccccata
  3083161 ttcagacagg atgtcacgtg tcccgcccta ctcatcgagt tcacagcctg tgcattttgg
  3083221 tgtacgggac tatcaccctg taccgtgcga ctttccagac gcttccacta acacacaaac
  3083281 tgattcagac tctgggctcc tccccgttcg ctcgccgcta ctgggggaat ctcggttgat
  3083341 ttcttttcct cggggtactt agatgtttca gttcccccgg ttcgcctcgt tagactatgt
  3083401 attcatctaa cgatagtgca acgtattgca ctgggtttcc ccattcgggt atcgtcggtt
  3083461 ataacgcttc atatcagctt accgacgctt ttcgcagatt agcacgccct tcatcgcctc
  3083521 tgactgccta ggcatccacc gtgtacgctt agtcgcttaa cctcacaacc cgaaggtgtc
  3083581 ttatcattgc tgacagtaca tcttgtgttg cgattatttg agagactcta ttacaggtta
  3083641 ctctttaccc caatacatct acggcggggt aaatttcagc tgtaatgttt caattttcag
  3083701 cttgttccag attgttaaag agcaatattt cacaacacac tgtgtcttgc gaccgcagta
  3083761 cgttttgaaa tagttttata tggtggagct aagcgggatc gaaccgctga cctcctgcgt
  3083821 gcaaggcagg cgctctccca gctgagctat agccccatat aaaaagcaaa tcaccttatt
  3083881 gctgcaactc aacagggaat ggtgagttgg tgggtctgag tggacttgaa ccaccgacct
  3083941 cacccttatc aggggtgcgc tctaaccacc tgagctacag acccaacaag gtactaaagc
  3084001 ccgaccaatt tctcagcccg gctttatttg ctcgttactt tctatcagac aatctgtgtg
  3084061 ggcactgcgc aatgcgtatc gttaggtaag gaggtgatcc aaccgcaggt tcccctacgg
  3084121 ttaccttgtt acgacttcac cccagtcatg aatcacaaag tggtaagcgc cctcccgaag
  3084181 gttaagctac ctacttcttt tgcaacccac tcccatggtg tgacgggcgg tgtgtacaag
  3084241 gcccgggaac gtattcaccg tagcattctg atctacgatt actagcgatt ccgacttcat
  3084301 ggagtcgagt tgcagactcc aatccggact acgacagact ttatgtggtc cgctggctct
  3084361 cgcgagttcg cttcactttg tatctgccat tgtagcacgt gtgtagccct actcgtaagg
  3084421 gccatgatga cttgacgtca tccccacctt cctccggttt gtcaccggca gtctcccttg
  3084481 agttcccacc attacgtgct ggcaacaaag gataagggtt gcgctcgttg cgggacttaa
  3084541 cccaacattt cacaacacga gctgacgaca gccatgcagc acctgtctca cagttcccga
  3084601 aggcacttta gcatctctgc caaattctgt ggatgtcaag agtaggtaag gttcttcgcg
  3084661 ttgcatcgaa ttaaaccaca tgctccaccg cttgtgcggg cccccgtcaa ttcatttgag
  3084721 ttttaacctt gcggccgtac tccccaggcg gtcgacttaa cgcgttagct ccggaagcca
  3084781 cgcctcaagg gcacaacctc caagtcgaca tcgtttacag cgtggactac cagggtatct
  3084841 aatcctgttt gctccccacg ctttcgcacc tgagcgtcag tctttgtcca gggggccgcc
  3084901 ttcgccaccg gtattcctcc agatctctac gcatttcacc gctacacctg gaattctacc
  3084961 cccctctaca agactctagc ttgccagttt caaatgcagt tcccacgtta agcgcgggga
  3085021 tttcacatct gacttaacaa accgcctgcg tgcgctttac gcccagtaat tccgattaac
  3085081 gcttgcaccc tccgtattac cgcggctgct ggcacggagt tagccggtgc ttcttctgcg
  3085141 agtaacgtca atgattgagc gtattaaact caaccccttc ctcctcgctg aaagtgcttt
  3085201 acaacccgaa ggccttcttc acacacgcgg catggctgca tcaggcttgc gcccattgtg
  3085261 caatattccc cactgctgcc tcccgtagga gtctggaccg tgtctcagtt ccagtgtggc
  3085321 tggtcatcct ctcagaccag ctagggatcg tcgcctaggt gagccattac cccacctact
  3085381 agctaatccc atctgggttc atccgatggc gtgaggccct aaggtccccc actttgctct
  3085441 tgcgaggtca tgcggtatta gctaccgttt ccagtagtta tccccctcca tcaggcagat
  3085501 ccccagacat tactcacccg tccgccgctc gccggcaaag tagtaaacta cttcccgctg
  3085561 ccgctcgact tgcatgtgtt aggcctgccg ccagcgttca atctgagcca tgatcaaact
  3085621 cttcaattta agatttgttt gatttgctga cttttacttg cgtaaaagca gcggtgctca
  3085681 aagattactt tctgcaaata tgcatcttga ccgaagtcaa aatgtttact gctttggtca
  3085741 ctcttcaaga cttgatatta tttctgcctg ccgaaacagg cgtcgatatc gtcttgcgag
  3085801 tgcccacaca gattgtctga taaattgtta aagagcgttc gttacccgtt tgccttgcgg
  3085861 cgaatcttac ggtaacgcgg gaggcagata atacgctttc ccgctgaaga gtcaaggttt
  3085921 tcttttattt ctttcgaagt tcaagtctgc ttttctcttc ctgacctggc gaagtgtgtt
  3085981 tcgttgttcc cggtcagtgg aggcgcatta tagggagttc ctgacagcct gcaaccccta
  3086041 atttcaaaaa acttttcaac cgctcactaa tgcatcataa atgcaatata tgaagaaaaa
  3086101 aacaacaaaa aaggggcgat ttctcgcccc ttagaggatc agctattact gcttagcaat
  3086161 aatatgccca ttttcaacat ctaaagtcac ggggattccc ggtattagtt tgccagaaag
  3086221 tatctgctgt gccagcgggt tctcaatttc ctgctgaatt gcacgtttta atggccgcgc
  3086281 cccataaaca gggtcgaagc cagcttcacc caagaattcc aatgcaggct gagtaatctt
  3086341 cacttcatag ccacgttctt ccagacgttt atacaaacgc tccagttgaa tgttggcaat
  3086401 agaagccaag tgcgcccgac caagtgggtg gaagacaaca acctcatcta tacggttaat
  3086461 aaattcagga cggaagtggt gactaacaac atccataacc actgtcttca tttcgctgta
  3086521 attcatttgg ccgaaatgtt cctgaatcaa atctgaacca aggttagagg tcataatgac
  3086581 taccgtgtta cgaaagtcga cagttctccc ctgcccgtcg gtcaaacgac catcatccaa
  3086641 tacctgtaac aatatgttga aaacatctgg atgtgctttt tcaacttcat ccagcaaaat
  3086701 cacagaataa ggacgacgac gaaccgcttc cgtcagatag ccaccttctt catacccaac
  3086761 atagccagga ggtgcaccga ccaaccgcga tacggaatgt ttctccataa actcggacat
  3086821 gtcgattcgc accatggcat cgtcactgtc gaacaagaac gttgccaacg ctttacacaa
  3086881 ttcagtttta ccaacccccg ttggccctaa gaataagaac gaaccaattg gtcggtttgg
  3086941 atcagacaac cctgcgcgac tccgacggat agcgttggag acggcttcaa cagcttcatc
  3087001 ttgcccaatg actcgttgat gcaagtcctg ttccatacgt agcagcttat cccgctcact
  3087061 ttccaacatg cgagataccg ggataccggt ccagcgagcc aggacttcag caacttcgat
  3087121 ttctgtgaca cggttacgca gcaacttcat ggttttccct tctagcgcgg ttgccgccgc
  3087181 cagctgtttt tccagctcag ggattgtacc gtactgaagt tctgacatcc gagccagatc
  3087241 acctactcga cgagcttgtt ctaaggtgat tttagcttgt tccaactccg tcttgatatt
  3087301 ctgagtcccg gtgagtgaag ctttttctgc tttccactct tcttccagtt cagaatattc
  3087361 acgctctttt tgctctaact cagtattgag catttccaac cgttttttac tggcgtcatc
  3087421 tgactctttt tttagggcct gctgttccag tttaagctga ataatccggc gctctagacg
  3087481 atccaatgat tcgggttttg aatccatttg catacggatg ctggaacctg cctcatcaat
  3087541 gaggtcgata gctttatccg gtaactgacg atcagaaata taccggtgtg acaatgttgc
  3087601 ggctgccaca atagctgggt cagtgatctg cacgtgatgg tgcagttcgt agcgctcttt
  3087661 cagcccacgt aaaatagcga tagtgtcttc taccgttggt tccgcaacat acactttttg
  3087721 gaaacgccgc tcgagcgcag catctttctc tatatattga cggtattcat cgagggtagt
  3087781 ggcccccaca caatgtaact cacctcgcgc taatgcaggt ttcagcatgt taccggcatc
  3087841 catcgcccca tcgcctttac cggcaccgac catggtatgc aactcatcaa taaacaagat
  3087901 cacactgcct tcttgttttg ataagtcgtt cagtacgcct ttcaaacgct cttcaaattc
  3087961 accacgatat ttggcaccgg caatcagcga ccccatatct aatgagagta cacgcttatg
  3088021 cttcaagcct tctggcactt cgccgttcac aatgcgttgc gccaaacctt ccacaatagc
  3088081 ggttttaccc accccaggct caccaatcaa cactgggtta tttttggttc gacgttgtaa
  3088141 tacctgaata gtacggcgaa tttcttcatc acggccaata accggatcga gtttgccttg
  3088201 ctcggcacgc tcagtcaggt cgatagtgaa ttttttcaac gcctggcgct gatcttcagc
  3088261 accctgatca tcgactttgt caccaccacg catggtttca attgccttat ctattatagc
  3088321 gacggttgca cctgcagcct ttaacatgtc agttaacgtg ccacgatctt caagtacggc
  3088381 caggacgaac agctcggaag agataaactt atccgaacgt ttctgcgcta atttgtcgca
  3088441 aagatttaat acacgaacca gctcgtttga tggttgaaca tcaccgccgg tgccttcaac
  3088501 ttgaggaaga cgacctaaag cttgctcaat gtcgctacgt aaacgtgcaa cattaatccc
  3088561 tgccgaggtc aataaagggc gaaccgtccc cccatcctga ttaagcagtg cgctcatcaa
  3088621 atgtaacggt tcaataaact ggttgtcgcg cccaagagct aaagactggg catcggcgag
  3088681 ggcaagctgg aatttactgg taagacgatc cagacgcata acacctccaa tattggtcaa
  3088741 aattgctact ggagattaaa tgaggtcatc cctcaatttt tcaaggttat tttgacacta
  3088801 tattaaaata atgcgttcta cgtcagcgga tcgtcctgac gcaatatatt atattagcca
  3088861 gattaaactt gccatacgcc cggtgatacc atcacgccga taagaaaaaa attgttgttt
  3088921 ttcagtcaca gtacagcgat taccgccata gatagcttgg atacccgccg cctgtagccg
  3088981 caaacgcgct aatagataga tatcggcgag gtatttagaa ccgaaagggg taaatgccaa
  3089041 agctgattta gcatcgatac tgataaatgc ctgttttaca tcttcaccga cctcgaactg
  3089101 ctgaggacca atcgcaggac ctaaccaagc cataagagag gacggtgccg cattgaattg
  3089161 cgccaccgtg tgttccagaa caccagaaca taaaccacgc caccctgcat gggctgcagc
  3089221 cacttcatca cccgctaagg agcagaacag gaccggcaaa cagtctgctg tcatgaccgc
  3089281 gcagacttgc cctaccactc ggctatacac cgcatcagct tgtgtattag ataccgaacg
  3089341 cccctcaagt gttaggactc gggtaccgtg tacctgatcc agccaaacgg gcatttgtgg
  3089401 taggcaggct tgttcccgta gaagttggcg attggcgtcc acatgggtag caacatcgcc
  3089461 cacatgcgta ccaaggttta atgaatcata aggcgacaca ctgacaccac catgacgagt
  3089521 ggtgctacaa gcccggacgc gggcaggcat cggccaatcg ggcagtatca gtgtgctcat
  3089581 cttaccaatc catctgatct ttaaattctt cagtatcggc ttttaacgca ttaatcagct
  3089641 caaccatatc ttctggtaat gcggcatgcc attccatttg aatacctctg attgggtgat
  3089701 acaaacgtag catggttgcg tgcagagcct gacgatcaaa gccacgcaag atggcaataa
  3089761 aggaatcaga cgccccttta ggcggacgcg ggcggccacc atagagctga tcacccacca
  3089821 gcggatggtt aatatgagac atatgcacac ggatttggtg tgtacggcca gtttccaaac
  3089881 gcagacgcag acgggtatgg gcacggaagt gctccataat gcggtagtgt gtcgtcgccg
  3089941 gtttgcccat tggatgtact gccatatggg tgcgtttagt cgagtggcga gaaattggct
  3090001 catccactct cccgccagcg gtcatattac cgatagcgac tgcttcatat tcacgtgtaa
  3090061 tttcacgtgc ttgcaacgct tcaaccaagc gggtctgtgc cgggactgtt tttgcaacca
  3090121 ccatcaatcc ggtggtgtcc ttatccaagc gatgtacaat gcctgcgcga ggaacatcca
  3090181 tgatttctgg ataataatgc agcaaagcat tcagcacggt gccatcagga ttgccagcac
  3090241 caggatgaac aactaaacct cggggtttat taataaccag aatatcgtta tcttcataca
  3090301 cgatatcaag tgggatttct tgaggcgccc aacgggcatc ttcctcaatt tgcgcgtcaa
  3090361 ttgcgacgag ctcaccaccc aacacttttt ctttaggctt gttgattttt ttaccattga
  3090421 ctgtaacccg actatccaaa atccactctt ttatgcgaga tcttgaataa tctgggaaca
  3090481 attcggccaa agcctgatct aaccgttgac cgagttgaga ttcggccacc gttgcgctga
  3090541 gttgtacttg ttgtgccata tgcagcttct tgttcgttaa cgttgggttt tgacggcgat
  3090601 gccgtttaat ataatgtgct attgtatcga gatcttgatc gggagcttaa cggacagtct
  3090661 cccggaataa cacttcgagg ataatcaaaa cgtcatgacg cgtatgaaat atctggtggc
  3090721 tgccgccacg ttgagcctgg tgctgaccgg ttgctccagt aacaaggacg tggttcccga
  3090781 taacccgcct tctgagctct atgctaccgc acagcaaaag ttgcaggacg gtaactttaa
  3090841 gggagctatt acgcaactag aagcgttaga taaccgctat ccttttgggc cttactccca
  3090901 gcaggttcag cttgatttga tttatgcgta ttataaatct gctgatctgc ctatggcgca
  3090961 agcctcaatc gatcgcttta tgcgcctcaa tcccacccat cctaacatcg attacgtatt
  3091021 atatatgcgt ggtttgacgg acatggctct ggatgacagc gcgttgcaag gctttttcgg
  3091081 aattgatcgt tcagaccgcg atccgcaaca tgctcgggcc gcattccgcg attttaacca
  3091141 gttgattcaa aactatccga atagccaata cgcaactgat gcgcaaaaac gcctggtgtt
  3091201 cctgaaagat cgtctggcca aatatgaatt ggccgtggcg caatattaca ctaaacgagg
  3091261 tgcttacgtc gcggttgtta accgtgtaga tcaaatgatg agagattatc cagatacgca
  3091321 agccactcgt gatgccttgc cgttgatgga aaatgcttat aagcagctgc aactgaatgc
  3091381 tcaggcagat aaagtcgcga agataattgc ggccaatcca gcctaacatt atcccgaaaa
  3091441 atgaaaacac caacggcagc tcaggctgcc gttttcaatt taggttttca actttagttt
  3091501 tttagctaaa gatcaacgtt cccgcttaaa gataaaaaca cgtcccacct taggctcaaa
  3091561 aatagtgtca ttcttaacta tatgcgggcg atataaccta tcgataatgc gacattataa
  3091621 ccaatgattc aagccctcaa agcctgttcc tgaggttaaa tcacagttcc cacgagcttt
  3091681 gcaaaaagtg acaaaaaaaa gtgatctcga tcatacattc tacggtaaag cgaggtatgc
  3091741 tgaagttatc caagacggag tagacagaga ggtaagtcat atgacagtta atattaccag
  3091801 caagcaaatg gatattaccc cggcaattcg taaacacgtt gaggaccgtc tcaccaaact
  3091861 ggataaatgg caggcccagt taataaaccc acacattgta ctgtctaaag agccacaagg
  3091921 ttttgttgcc gatgcctcta tcagtacacc aatgggtccc ttggtcgcca gcgccaagca
  3091981 tgatgatatg tatgctgcca ttaatgaact gatcaccaaa ctagaacgcc aattaaataa
  3092041 agttcaacac aaaggtgaag ctcgtcgtgc ggcaagcagc gttaaagacg ctaatttgga
  3092101 gtctgtagat gaagaggaaa cagaatccga accggaacaa tagccaacta aaccttctaa
  3092161 tttcggtgta acgcgccttc gggcgcgttt ttaattgaca tcaattcaga ctggcggtta
  3092221 atttagctgt gttcattttt tagaaaccgt gagttttaaa ataggtaaac cgtagtgatt
  3092281 ctcaataaag tgtttttctt cgcattcttt tttaccttcc cctaattggg aggcgtttcg
  3092341 tcgtgtgata aagaatgcga agacgaataa atatcctccg gcatagccgg aggtttttca
  3092401 tatgcgccta taaggctctg ttaccagccg cgccctaaca ggcgcatcgc gatctgacat
  3092461 ttgcatctat ggattactta cggcccgtaa acgggctacc gggatacggg atcgagagtt
  3092521 gctcacccat tttatcctct tccaattggt gctttatgta ttcttgtatc ctggccgtgt
  3092581 ttttccctac cgtatcaacg taataccctc gacaccaaaa ctccctgtta cggtatttga
  3092641 acttcaaatc gccaaactgc tcataaagca tcagactgct ctttcccttc aggtacccca
  3092701 taaatcccga gacactcatc ttgggcggga tctccagaag catatggatg tgatccacac
  3092761 agcattctgc ttccaggata ttcacgtttt tccattcgca cagttttctt aaaatactgc
  3092821 caatcgctct gcgtttttcc ctgtagaaca cctgccttcg gtacttcggc gcaaaaacta
  3092881 tatgatattt acagttccat cgggtgtgcg ctaagctctt ttcatccctc attgggaccc
  3092941 ccttttgatt tcttgttgaa catttgcagt tgccagaccg caaactgttt taacaaatca
  3093001 aaaggggttt ttataactga cccaaagctg aaagctttac tgaaccccca gcctagctgg
  3093061 gggttttctg ggcacaaata aatatcctcc ggcatagccg gaggtttttc atatgcgcct
  3093121 ataaggctct gttaccagcc gcgccctaac aggcgcatcg cgatctgaca tttgcatcta
  3093181 tggattactt acggcccgta aacgggctac cgggatacgg gatcgagagt tgctcaccca
  3093241 ttttatcctc ttccaattgg tgctttatgt attcttgtat cctggccgtg tttttcccta
  3093301 ccgtatcaac gtaataccct cgacaccaaa actccctgtt acggtatttg aacttcaaat
  3093361 cgccaaactg ctcataaagc atcagactgc tctttccctt caggtacccc ataaatcccg
  3093421 agacactcat cttgggcggg atctccagaa gcatatggat gtgatccaca cagtattctg
  3093481 cttccaggat attcacgttt ttccattcgc acagttttct taaaatactg ccaatcgctc
  3093541 tgcgtttttc cctgtagaac acctgccttc ggtacttcgg cgcaaaaact atatgatatt
  3093601 tacagttcca tcgggtgtgc gctaagctct tttcatccct cattgggacc cccttttgat
  3093661 ttcttgttga acatttgcag ttgccagacc gcaaactgtt ttaacaaatc aaaaggggtt
  3093721 tttataactg acccaaagct gaaagcttta ctgaaccccc agcctagctg ggggttttct
  3093781 gggcacaaca agaaagcctc ccaagcggga ggcttttttt atgtatatgc ccgtcatact
  3093841 tcaagctgca tgtgcgttag tcgctttcat gcaactcgaa ttattgaaag tgtaatcatt
  3093901 cataaaaatt ataaggcaaa agtctatgac cgataatcca ttactggtgc tgcgtgaacg
  3093961 tatcagtgca ttagatttaa aactgctggc tttgctggca gaacggcgtg aactggcagt
  3094021 ggatgtggcc aaagccaagc agctccatca tcgcccaatt cgcgataaag aacgtgagcg
  3094081 tgacttatta gacgcactga tcgatgccgc taagccttat aatcttgatg gattctatgt
  3094141 cacacgcctg tttcagctga ttattgaaga ttccgtattg acccagcagg ctttattgca
  3094201 acatcagctt aaccaaaccg ccctgctctc tgcccgtatc gccttccttg gccctaaggg
  3094261 ctcctattca catctggcag ctcgccaata tgcagcacgt cattttgagc aattaattga
  3094321 atgcggttgc ctgaaattcc aagacatttt tacccaggtt gagaccgggc aagcggatta
  3094381 cgccgtactg ccgatcgaga ataccagttc aggttctatt aatgatgtgt atgacttact
  3094441 ccaacacacc agcttgtcta ttgtgggcga aataaccaac cctatcgagc actgcgtact
  3094501 cattgccaca gaaacagatt tgaacaaaat tgagactgta tacagccatc ctcagccttt
  3094561 ccagcaatgc agccagttca ttaatcgttt cccacattgg aaaattgagt attgtgagag
  3094621 tacggctgcc gcgatggaaa aagttgcagg aatgaaatca ccaacggcgg ctgcattagg
  3094681 tagtgtaacg aacggtgcaa tagtgatcca cacccaacgc ctgaaatcag atccaggggg
  3094741 taatctgctc tcctgattca ggagagttta tggtcacttt tgagacagtt atggaaatta
  3094801 aaatcctgca caagcaggga atgagtagcc gggcgattgc cagagaactg gggatctccc
  3094861 gcaataccgt taaacgttat ttgcaggcaa aatctgagcc gccaaaatat acgccgcgac
  3094921 ctgctgttgc ttcactcctg gatgaatacc gggattatat tcgtcaacgc atcgccgatg
  3094981 ctcatcctta caaaatcccg gcaacggtaa tcgctcgcga gatcagagac cagggatatc
  3095041 gtggcggaat gaccattctc agggcattca ttcgttctct ctcggttcct caggagcagg
  3095101 agcctgccgt tcggttcgaa actgaacccg gacgacagat gcaggttgac tggggcacta
  3095161 tgcgtaatgg tcgctcaccg cttcacgtgt tcgttgctgt tctcggatac agccgaatgc
  3095221 tgtacatcga attcactgac aatatgcgtt atgacacgct ggagacctgc catcgtaatg
  3095281 cgttccgctt ctttggtggt gtgccgcgcg aagtgttgta tgacaatatg aaaactgtgg
  3095341 ttctgcaacg tgacgcatat cagaccggtc agcaccggtt ccatccttcg ctgtggcagt
  3095401 tcggcaagga gatgggcttc tctccccgac tgtgtcgccc cttcagggca cagactaaag
  3095461 gtaaggtgga acggatggtg cagtacaccc gtaacagttt ttacatccca ctaatgactc
  3095521 gcctgcgccc gatggggatc actgtcgatg ttgaaacagc caaccgccac ggtctgcgct
  3095581 ggctgcacga tgtcgctaac caacgaaagc atgaaacaat ccaggcccgt ccctgcgatc
  3095641 gctggctcga agagcagcag tccatgctgg cactgcctcc ggagaaaaaa gagtatgacg
  3095701 tgcatcttga tgaaaatctg gtgaacttcg acaaacaccc cctgcatcat ccactctcca
  3095761 tctacgactc attctgcaga ggagtggcgt gatgatggaa ctgcaacatc aacgactgat
  3095821 ggcgctcgcc gggcagttgc aactggaaag ccttataagc gcagcgcctg cgctgtcaca
  3095881 acaggcagta gaccaggaat ggagttatat ggacttcctg gagcatctgc ttcatgaaga
  3095941 aaaactggca cgtcatcaac gtaaacaggc gatgtatacc cgaatggcag ccttcccggc
  3096001 ggtgaaaacg ttcgaagagt atgacttcac attcgccacc ggagcaccgc agaagcaact
  3096061 ccagtcgtta cgctcactca gcttcataga acgtaatgaa aatatcgtat tactggggcc
  3096121 atcaggtgtg gggaaaaccc atctggcaat agcgatgggc tatgaagcag tccgtgcagg
  3096181 tatcaaagtt cgcttcacaa cagcagcaga tctgttactt cagttatcta cggcacaacg
  3096241 tcagggccgt tataaaacga cgcttcagcg tggagtaatg gccccccgcc tgctcatcat
  3096301 tgatgaaata ggctatctgc cgttcagtca ggaagaagca aagctgttct tccaggtcat
  3096361 cgctaaacgt tacgaaaaga gcgcaatgat cctgacatcc aatctgccgt tcgggcagtg
  3096421 ggatcaaacg ttcgccggtg atgcagcact gacctcagcg atgctggacc gtatcttaca
  3096481 ccactcacat gtcgttcaaa tcaaaggaga aagctatcga ctcagacaga aacgaaaggc
  3096541 cggggttata gcagaagcta atcctgagta aaacggtgga tcaatattgg gccgttggtg
  3096601 gagatataag tggatcactt ttcatccgtc gttgacactt ttgggaacat gcattcagcg
  3096661 ggcgctttgc cagccttatc agccgtggtc agttaaccga ggctgaaaat gaattacaac
  3096721 tgtcgctaga gggccaacac cgtgcactcg gcgaagtggc tttggtcggt gcaggtcctg
  3096781 gcgatgcagg gttattaacg ttacgtggtt tgcaagtgat gcagcaggca gatgtggtgc
  3096841 tgtatgacca tttagtcagt ccggaagtct tggatttggt gcgtcgcgat gctgaacgca
  3096901 tctgtgtggg gaaacgggcg ggggcgcatt cggttaccca agaggcaacc aatcagttgt
  3096961 tggtcactct ggcacagcaa ggaaaacggg tcgtacggct aaaaggtggc gatcccttta
  3097021 tttttggtcg ggggggggaa gagttacaag ttgtggcgca agcggggatc ccgtttcagg
  3097081 tggtaccggg ggtgacggct gctgcggggg cgacagccta tgccggtatt cccctgacac
  3097141 accgcgatca tgcgcaaagc gtgacattta ttaccgggca ttgccgtcct gatggtgatg
  3097201 atcttgattg gcagacgctg gcccgtggtc gtcagacgct ggcgatctac atgggaacag
  3097261 tgaaagcggc ggcaatcagc caacagttga tcgcccatgg ccggtccagt accacgccgg
  3097321 tggcagtgat tggccgtgga acccgtgtgg accagcaggt gctgatcggt acgttggcac
  3097381 aacttgaatc actcgcacag caggcaccga caccagcact actggtgatt ggtgaagtgg
  3097441 tgaatttaca tcaccaaatt gcctggtttg ggcaacaacc gcagactgaa tcggcgatca
  3097501 gcccatcagt cgtgaatttg gcataaagga tctgttatgg acgaaaaacg actcactcat
  3097561 ttacggcaat tggaggcgga gagtatccat atcatccgtg aagtggccgc tgaattcggt
  3097621 aacccggtga tgctctattc tatcggcaag gactcctctg tgatgctgca tttggcgcgc
  3097681 aaggcattct tccccggtca tttgccgttt cccctattgc atgtggatac gggttggaaa
  3097741 tttcgtgaga tgtatgagtt tcgcgatcat acggtcaaag aatttggctg tgaattgttg
  3097801 gttcatcgca atccggaagg ggtggcgatg gggattaacc cctttgtcca cggtagtgcc
  3097861 aaacataccg atatcatgaa aactgaaggt ttgaagcagg cgttgaacaa atacggtttt
  3097921 gatgccgctt tcggtggtgc gcggcgtgat gaagaaaaat cccgagccaa agagcgtatt
  3097981 tattctttcc gtgaccgttt tcaccgttgg gatcctaaaa atcaacgtcc tgagctgtgg
  3098041 cacaactaca acggccagat taacaaaggc gaaagcatcc gcgtattccc actgtccaac
  3098101 tggaccgagt tggatatctg gcaatatatt ttcctcgaga aaattgagat tgttccgttg
  3098161 tatctggcga agccacgccc ggtagttgaa cgcgatggca tgttgttaat ggttgatgat
  3098221 gatcgtatcg atttgcagcc aggtgaagtc attgttcaga agaaagtgcg tttccggacg
  3098281 ttaggctgct ggccgctgac aggggctgtc gagtctgagg ctgaaacctt accggcgatt
  3098341 atcgaagaga tgttgatctc taccaccagt gaacgccagg gtcgaatgat cgaccgcgat
  3098401 caatccggct ccatggagct taaaaagcgt cagggatatt tctgaggagc ggcccgatga
  3098461 gcacgatatt gcaaaacaag cagacattac caagtgaacc tattgctaaa aatcagtcag
  3098521 cattagaaag taactcaatg attttacaga gcaactcgat tgcacagcaa attgctgatg
  3098581 aaggcggagt tgaagcctac ttacatgctc agcagcataa aaccatgctg cgttttctga
  3098641 cctgtggcag cgtggatgat ggcaaaagta ccttaatcgg tcgcttgctg catgataccc
  3098701 gccaaatcta cgaagatcag ctctcgacgc tgcacactga cagcaagcgt atcggtacac
  3098761 agggtgaaaa actggacctg gccttgctgg tggatggctt gcaggccgaa cgcgaacagg
  3098821 gcattaccat tgatgtggct tatcgttatt tttcgacgga aaagcgcaaa tttatcattg
  3098881 ccgatacccc tgggcatgag caatacactc gcaatatggc caccggtgcg tctacctgtg
  3098941 atctggcgat cctgttgatc gatgcgcgca aaggggtgtt ggatcaaacc cgtcgccaca
  3099001 gctttatcgc caccttgttg gggattcgtc atctcgtggt cgcggtgaac aagatggatc
  3099061 tggtgggttt ccaagagagt gtcttcacgc aatttaaaga cgattacctc agtttcgcgg
  3099121 aacaattacc cactgatctg gacattaaat ttgtcccgct ctcggctctg gatggcgaca
  3099181 acgtagcatc gcccagcgag aaaatggatt ggtattctgg ccccactctg cttgaaatat
  3099241 tagaaagtgt tgatgtcgtt aatgcccgcc gtcagcagcc cttgcgcttc ccagtgcaat
  3099301 acgtcaaccg gcccaatctg gatttccgtg gctatgccgg taccttgtca gcaggcgtgg
  3099361 tgtgggttgg gcaaaaagtg aaagtcttgc catccggtgt ggaatctacc gttgcgcgca
  3099421 tcgtcacttt tgatggtgac ctgacggaag cgaatcctgg tgaggccatt acgctggttc
  3099481 tggctgatga agtggatatc agccgcggcg acttactggt ggatgccagc gaaacgctga
  3099541 aagcggcccg gaacgcgttg gttgatgtgg tatggatggc cgagcaaccg ttggtcgtcg
  3099601 ggcaaagtta tgacatcaaa gtggcgggta aaaagacccg agcgcgggtt gaaaacattc
  3099661 aatatcaggt ggaaatcaat tcactgaccc aacgggtcgt ggaaaattta ccgttgaatg
  3099721 gtattggtct ggttgaactg gcattcgatg aacctttatt actggataac tatcagcgca
  3099781 accgtgatac cggtggcatg atttttattg atcggctgag taatgtcact gtcggtgcgg
  3099841 ggttggtccg tgaagcgctg gcgtcggttt atcaggagaa tcatgacttc agtacctttg
  3099901 agctggaatt aaatgccttg gttcgccgtc atttcccaca ttggggtgcg cgtgatctgc
  3099961 tggggggtaa atagcgtgcc agcccatcag ttagatgacc ataaccaaga aacgcggtca
  3100021 gacgatgaga atatcgtctg gcacccccat gcgatcaccc gacaggatcg cgaacaacag
  3100081 cacggtcatc agggcgtagt tctttggttt accggcctgt cgggttccgg gaaatccact
  3100141 ctggccggtg cgctggaaca agcgttgttc gctcgcggtg tcagtactta cttactggat
  3100201 ggtgataacg tgcgccatgg cctctgccgc gatttgggct tttctgacgc tgatcgtcgt
  3100261 gaaaatatcc ggcgggttgg cgaggtggct aaactgatgg ttgatgccgg tctggtggtc
  3100321 ttgacggcgt ttatttcccc tcatcgggct gaacggaaaa tggtacaaga tatgctggca
  3100381 tcgggtcagt ttattgaggt atttgtcgat acgccgttag caatttgtga ggcccgtgac
  3100441 ccgaaaggct tatacaaaaa agcccgtgcc ggagagctta aaaattttac agggatcgat
  3100501 tcagtttatg aatcgcctgc gtctcctgat atccatttgc agggtgaaca attagtaaca
  3100561 aatttgattg aacaattgtt agacgtactg cgtggtagag ctattatcaa atcctaaacg
  3100621 tatccccttc gcacttgacg ctacagggtc gttcgctgca ggtattcact cgaatcactg
  3100681 acgttgtcag ctagccgtga tttatttgca gcctacctga cgacaatgac tttgggtaca
  3100741 gatgcacttc tgctacaggg aaggcgtcct tagaacgtgt cggtaaactg tgcctacagg
  3100801 ggtttccatg cagaatgtca cccaaattat gaacgatgag cagcaagaag aggaagagcc
  3100861 gtcttactcc ttctctggtg gcgtcacagg ttttgttttc tactggttgg catttgcgat
  3100921 ccctttcttt gtctatggtc ccaacaccgt ctttttcctg ctgtacactt ggccgttctt
  3100981 tctggcgttg atgcccgttt cggtactgat aggtatcgcg ttgggtatgc tatcccgtgg
  3101041 tcatctgctg tttactattg gtgggacggg gatcgccgtg gtgtgcctct tctggatgct
  3101101 gttttcactg cttacgggtt ggtgaacgct tcatttaccc gatgattccc ctctcctgaa
  3101161 acacactcta aatatcccat attctcttcg cttttgacgc tgcagggggg ggggctttta
  3101221 ctgacccaac ttattgactg atctcagttc atcggccgcc tggctgcaac gccaatgatt
  3101281 ttaggtatcg ccccgataat gaataatgtt ttttatcgat ttgcatggta tttttgcctg
  3101341 aaatcgtcct taatctgaat cttgtggcct atttccgtca cagagtggag tccgacgaaa
  3101401 agttgtggga tgattaggcc gtttttcagg gggcggaaat gggaaaactt acgctactat
  3101461 tgctggtttt gcttggttgg ctacaatatt cattgtggct gggtaagaat ggtattcatg
  3101521 attttgttcg ggtaaaagaa gacgtggctg ctcaagaagc gaataacagc actctgaaag
  3101581 cccggaacga tcagctattt gctgagattg atgatttaaa cggtggtcaa gaggcgatcg
  3101641 aagaacgcgc acgtaacgaa ctgggcatga ttaagcccgg cgaaagtttc tatcgtctgg
  3101701 ttcctgacca atccagacgc aatgcgggta ccccttcgac acaaaataac gcgcaataaa
  3101761 taatgagtaa cttcgcagtt tcccttcctg aagtgatcgc tgtattaccg gctgcgggta
  3101821 ttggtagccg tatgttggtg gattgcccta agcagtattt aactgtgggg ggcaaaacaa
  3101881 tcattgaaca tgctattttt tctttgcttc accacccacg aattcagcgg gttatcgttg
  3101941 tgatccatcc gcaggacaca caattctcta ggttgtccgt tgcgcaggat ccacgtatca
  3102001 gtacagttta cggtggcgat caacgggcta actccgtgat ggcgggttta caattggcag
  3102061 ggcaggctga atgggtgtta gttcatgatg cggcacgccc ctgtttgcac cttgatgatc
  3102121 tcagccggct gttatcgatt accgaatgca gtcaggtggg gggaattctg gcggcccctg
  3102181 tgcgtgatac gatgaaacgt gccgagccgg gtattcaagc catcgctcat acggtggatc
  3102241 gtcaggacct gtggcatgcg ctgacgcctc aacttttccc gctagaatta ttaaaattgt
  3102301 gcttatcccg tgcgttaaga gaaggggtgg cggtgactga tgaggcctct gcattagagc
  3102361 attgcggtta tcatccgata ttggttaccg gccgttctga taatattaaa gtgacgcgcc
  3102421 cagaagatct ggcattggcg gagttttatt taacccagcg gcagtctctc aataacgaca
  3102481 gtctctgaat aatgacggtc tctaaataac gatagccgct aaacagcgac aagtcagtga
  3102541 gatgggtaag cggaagtcgt gaacgttaat caagactaac ggcactgcaa cgtcaaatag
  3102601 tcagaatatt ataaggaatg catataatgc ggatcggtca tggtttcgat gttcataaat
  3102661 ttggcgagaa tggcagtggt ccactcatta ttggtggcgt gcgtatccca tatgaaaagg
  3102721 ggttactggc ccattctgac ggcgatgttg cattacatgc ggccactgat gcgctattag
  3102781 gcgctgctgc attaggtgat atcgggaaac tcttccccga cactgacccg gcatttaaag
  3102841 gcgcagatag ccgaggttta ctgcgagaag cgtatcgccg tattctggcc aaaggctata
  3102901 aattggggaa tctggatatt accattattg cccaggcacc taaaatggca ccgcatattc
  3102961 cacaaatgcg cgttaattta gcagaagacc tacaatgtca tatggatgac atcaacgtca
  3103021 aagcgaccac cacggaacag cttggtttta ccgggcgtgg tgaaggtatt gcgtgtgaag
  3103081 cggtggtttt attagttaac gtagaacagg gttaaggcat aacgaatgga tatggaaaac
  3103141 ctgacctggc tacacggtaa acctacggcg agcggtattt taaaagcgaa tccggaagat
  3103201 tttgttgtcg tagaggattt aggatttgaa ccggatgggg aaggtgagca tctgctggtt
  3103261 cgtattcgta aaaatggctg caatacccaa ttcgttgctg attatttggc gcgctttgcc
  3103321 aaacttcatc cgcggttagt gagttatgcg gggttaaaag accgccatgc ggtcaccgaa
  3103381 cagtggtttt gtttacactt gccaggaaaa gaagcgccag atctggccac ctttgagctg
  3103441 gaagggtgtg aagtattgga agcggtgcgg cataaaagaa aattacgtat tggttcactg
  3103501 aaaggcaatg cgtttacctt agtactgcgc catattacgg atcgccagga tgtggaacaa
  3103561 cgtttacagc aaatagccgc ccagggcgta cccaactatt ttggtagcca gcggtttggc
  3103621 cgtggtggta ataatctggt gcaggcccgt ttatgggcga ataatgaaat tcgggtaaaa
  3103681 gaacgcagca aacgtagctt ttatctgtct gccagtcgca gcgcgatgtt caatctgatt
  3103741 agcagttacc gcttggcgca acaactgtcg acgacggtac tggagggtga tgcattacaa
  3103801 ttatccgggc gtgggagttg gtttgttgct caagcggatg aattagccgc gttgcaacag
  3103861 cgcgttactg cgggtgaact gaatatcacc gcgcctttac cgggggacag tgaactgggt
  3103921 acccacggtg aagcattagc ctttgaacag gcgtgtttgg cagagcaaac tgaattactg
  3103981 tcattgatta agcgtgagcg cgttgaaggt agccgccggg cagtactgct aaaaccgcag
  3104041 aatatgataa gcaactggtg ggatgatgtc actcttgagc tgagtttctg gctccctgcg
  3104101 gggagctttg cgaccagtgt ggtgagggaa ataatgaacc aggatcgggc tgatgatacg
  3104161 gatattattg agtaacgatg atggtatttc tgcgccaggg atccagacgc tggccagtgc
  3104221 attgcgggga tttgctcagg tgcaaattgt ggcacccgat cgtaaccgta gtggcgcttc
  3104281 caatgcattg actctggata gtgcattgcg gatcactacc ttatctaatg gtgatattgc
  3104341 ggtgcagcaa gggaccccca ccgattgcgt ctatctgggt gtgaatgcgc tgatgcgccc
  3104401 acggcctgac atcgttgtct ctggtattaa tgctggccct aatttagggg atgatgttat
  3104461 ctattcgggt accgtagcag cggcgatgga agggcgtcat ttgggatacc cagccttggc
  3104521 tgtctcgctc aacggtcatc agcattacga tacggcggcg gcagtgactt gccgtttatt
  3104581 acgtgcgtta cagcgcaaac cactgcgtac cggcaagatc ctcaatataa atgttcctga
  3104641 tttgccttta gcggaaatta aagggattcg ggtgacgcgt tgtggtagcc gccatccggc
  3104701 agagcaggta ttttgtcagc aagatcccag agggcaagat ctttattgga tcgggccgcc
  3104761 gggtgaaaag tatgatgcag ggccagatac tgactttgcg gcggttgaac aaggttatgt
  3104821 atcaataacg ccgcttcaag tcgatttaac ggcttatatg gcacaagaag tggttgaaag
  3104881 ttggttagcc aatactgagg ttgacgggga atggtaaata aacgcatgca aacattgttg
  3104941 atgcagttac gtcagcaagg tattcacgat gaacgcctgt tacaggcgat cgaagcggta
  3105001 ccgcgtgagc gttttgtcga tgaagcgttg gctcataagg cttatgagaa taccgctctc
  3105061 cctataggtg cggggcaaac gatttctcag ccttatatgg tggcgcgaat gacagagtta
  3105121 ctgcaattga cgccaacgtc cagagtctta gagatcggaa cggggtcagg ctaccagacg
  3105181 gctattttgg cgcatctggt cgatcatgtc tgttcagtcg agcgaatcaa agggttacag
  3105241 tggcaggcaa aacgtcgcct aaaacagttg gatctgcata atgtgtcgac ccgccatggt
  3105301 gatggttggt tgggctggca gtctcgtggg ccgtttgatg ccattattgt aaccgcagca
  3105361 ccgcctgaaa ttccggatgc attacttgag caattggatg aagggggaat actggttctt
  3105421 cccgttggtg agcagttcca aacattaaag tacgtgcaac gccgtaacaa tgaataccat
  3105481 attgagacgg tggaagccgt ccgttttgtt cctctggtta aaggggaact tgcctaaatg
  3105541 agtcttttct ctttgagtct cttctatttc agccttcacc tttaactacc gtgtaaaggt
  3105601 atttggacat atcgtttatt attgctgtca tgggggaagc atgagcacag gaagcccaat
  3105661 gattagatta cgccgagtcg cggcatgtac ggttgtgagt ttgtggttag taggttgtac
  3105721 caatgataat tcaacatctg cacccatcag cagtgtgggg ggcgatcgtt caggtacgat
  3105781 gttgagtaaa gcgaacaccg atagctctgg ggggcgcata gtttataacc gcagttacga
  3105841 caatatcccc aaaggaagct acagcggtaa tacctatacc gttaagcgtg gtgatacgct
  3105901 gttttatatc gcttggataa caggaaatga cttccgtgat ttggcagcaa aaaataatat
  3105961 tgcagaaccc tatagcctga atgtggggca atctattcaa ttgggtaatg ggtctggtgg
  3106021 cggtatgtta gccgccactg atgccacatc aagtggaata gcacaaccgc cgtcaaatat
  3106081 tcagaacaca actactattc agaacacaac tacaacggtt gattctcaat caactagcgc
  3106141 gtattctgga aactcgggta aacagaatgt tggcaaaatg ttgccatcat ctggtgcggt
  3106201 tgtcgctaca acagcacctg ttaccgcacc aagcagttct gtcagtgaac cagccagcaa
  3106261 tggtggtcca gttagtggct ggagatggcc aaccgatggt aaaacgatcg atagcttctc
  3106321 tgcttccgaa gggggcaata aagggattga tatcgccggt tctcgtgggc aacctattct
  3106381 cgccacagca agtggccggg ttgtgtatgc tgggaacgca ctgcgtggtt acggtaatct
  3106441 aatcatcatc aaacacaatg atgattacct gagcgcctac gctcataacg atacaatgct
  3106501 ggtccgggaa caacaagaag tgaaggcggg tcaaaaaata gcaaccatgg gtagcaccgg
  3106561 aaccagttca gttagattgc attttgaaat tcgttacaag gggaaatccg taaacccgct
  3106621 gcgttacctt ccgcagcgat agattgggca gaatacgctg tattctgctc gccggattca
  3106681 cgggtaggag cagcatatga gccaaagtac gctgaaagtt aacgagttgc atgaagatgc
  3106741 tgattttgat gagaacagta cggaaactga gatttttgat gaaaaagcat tagtagatga
  3106801 tgaacctact gaaagcgagt tagcagacga tgagttgttg gcgcaaggtg ttacccagcg
  3106861 tgtgctggat gcgacgcaac tctatcttgg tgaaatcggt tattcgccac tgctaacggc
  3106921 cgaagaagag gtttattttg cccggcgtgc attgcgcgga gacgtatctt cacgtcgacg
  3106981 tatgattgag agtaacttac ggctggtggt gaagatcgcc cgccgttaca gtaatcgcgg
  3107041 tttagcgctg ttggatctga tagaagaggg taacctcggt ttgatccgtg cggtggaaaa
  3107101 gtttgatcct gaacgcggtt tccgtttttc cacttacgcg acttggtgga ttcgccaaac
  3107161 gattgaacgg gcgattatga accaaacccg taccatccgt ttgcctatcc atattgttaa
  3107221 agaattaaac gtttatttac gcacagcacg agagctttct cataaattgg atcatgaacc
  3107281 gagcgcggaa gagattgcag agcaactcga caagccggtc gatgatgtga gccgtatgtt
  3107341 acgccttaac gaacgtatca cttctgttga tacaccttta ggcggcgact cagagaaagc
  3107401 gttgttggat attctgtctg acgaaaatga gaacggtccg gaagatacaa cacaagatga
  3107461 cgatatgaaa cagagtatcg ttaagtggtt gtttgaattg aatgcaaaac agcgcgaagt
  3107521 gttggcccgt cgttttggtc tgttaggata tgaagcggca acattggaag atgttggccg
  3107581 agaaattggt ttgacacgcg agcgtgttcg ccagattcag gttgaaggct tacgccgtct
  3107641 gcgggaaatc ctgcaaacgc aaggcctgag catcgaggcg ttgttccgcg aataagtgtg
  3107701 tcttcagaat gaaaggcggt gaacagtaag ctttgtgcaa aatacaaagt aaacttggcc
  3107761 gatatgaagc acaaaaagag tcgatgaaac acaacaacgg tgaacagata gataaatgtt
  3107821 caccgttttt ttatgccttg gcaaagagac tgggctgctc ataagatacc gccaatctct
  3107881 cctagaggct tgagtcgcga catcatggaa cggacatttt actccctgac tccctgactc
  3107941 cctgactccc tgactccctg actccctgac tccctcaccg cctaggatcg aatgatcaga
  3108001 ggctgaaacc tacgcctaaa aatgatttca ggcgcgagtt tttagcttac accatgttct
  3108061 tcaagcgata gatccactcc agtgcctgac gcggtgacaa tgaatccgga tccagcgctt
  3108121 ccagcgcttc cagcgcttcc actgcgggag ggatttcttc atttaacaac gtcatttgtg
  3108181 agccatcaat cgtactggcg gcggcgttat tagagagtga ttccagctct ttcagttttt
  3108241 gtcgtgctcg cttaatgaca tcgcgtggca caccagccag tgcggctact gccaggccat
  3108301 aacttttact ggctgcaccc tcttgtacac tgtgcataaa cgcgatggtt tcgccgtgct
  3108361 ccaatgcatc aagatgaaca tttaccacac cttccatttt ttctggcaat gtcgttaatt
  3108421 caaagtaatg cgtcgcaaat agcgtcattg ctttgatacg gctggccaga ttttctgcac
  3108481 aagcccaggc caatgacaaa ccatcatagg tggatgtgcc acggccaatc tcatccatca
  3108541 ataccaggct ttgttcggtg gcgttatgca gaatattcgc ggtctcggtc atttccacca
  3108601 taaaggtcga acgaccagag gccagatcgt cagcggcacc gacgcgggta aatatgcggt
  3108661 caataggccc gatggttgcc tgatccgcag ggacatagct tcccaggtgt gccaagagca
  3108721 caatcagcgc cgtttggcgc atataggtac ttttgccgcc catgttcggc ccagtaatga
  3108781 tcaacatccg tcgctgagga gataacgtca acgggttaga aataaagggt tctttgagga
  3108841 cctgttccac aaccgggtga cggccaccca taatcttaat ccccggctta tcgctcaggg
  3108901 ttgggcaaga gtagttgagt gtttcagctc tttccgccag attagccagt acatctaatt
  3108961 cagccagtgc attagcactg agttgtaatt ctggcagatg cggcagcagc aaatcgaaaa
  3109021 tttcttcgta caaccctttc tcaattgcca gtgccttacc ttttgaggtc agaaccttat
  3109081 cttcgtactc tttcagctcc ggaataatgt agcgctcggc atttttcagt gtttgccgac
  3109141 ggacataatg aataggcacc agatggctct gaccacggct aacctgaatg taatagccat
  3109201 gtacaccatt aaagcccact tttagtgtgt ccagccctaa cttctcccgc tcacggattt
  3109261 ccaaccgatc cagataatcg gttgcaccat cggccagcgc ccgccattca tctaactcag
  3109321 cgttataacc tgatgcaata acgccgccat cgcggactaa tactggtggc gtctcgacaa
  3109381 tggcccgctc caataagtct tgcaattcgt cgaattggcc cacctgtgat aacaagttct
  3109441 gtacatgagg aacatcaata ggttgcaata aacggtggat ttctggcagt tgctggaaag
  3109501 catgacgcat tctggccaaa tcgcgtggac gggcagttcg cagagctaag cgtgccaaaa
  3109561 tacgttctaa atcgcccact tgtctcaagg gggtttgtaa ctcggcggcg atatcttgta
  3109621 ggccaccaat ggcttgttgc cgatccgtga gcacgcgaat atcgcggatt ggcatatgta
  3109681 accagcgttt tagcatccgg ctacccattg gcgtcacgct gcaatcgagg atggctgcca
  3109741 gcgtattttc actgccaccg gataggttct gcgtcaattc gagattacga cgggtagcag
  3109801 catccataat gatgccatct tgctggcgct ccatggtcag gccacggata tgcggcaggg
  3109861 atgtgcgttg ggtatctttg acatattgca gcaggcagcc cgccgcccgc agtgccagat
  3109921 gggcttgctc aacgccgaaa ccaattaaat cacgggtccc gaattgcaga ttaagctgtt
  3109981 gtttggcggt atccagctca aactcccata aaggccggcg gcgtaagcca tgtcgatgct
  3110041 cgatcaacga cataggctcg aagttttccg gatacagtaa ctcggcagga ttggtgcgtt
  3110101 gtaactcggc agccatcgtt tcaagatcgg cgggttctgc aacccggaag cggccagagc
  3110161 tgatatccag agtggcatac ccaaaccctt tggcatcctg ccagatagcc gccagtaagt
  3110221 tatcttgccg ctcttgtagc agcgcttcat cgctgattgt gcccggtgta acgatacgga
  3110281 caaccttccg ttcaactggc cctttgctgg tggctggatc accaatttgc tcacagatgg
  3110341 cggctgactc acctaattgc actagcttag ccagatagtt ttctatcgaa tgatagggga
  3110401 cgcctgccat cggtatgggt tcaccggctg aagcaccacg tttagtcagt gagatatcca
  3110461 acagttgtga ggctcgcttg gcatcactat agaacagttc ataaaaatcc cccattcgat
  3110521 agaacaggag tatttcagga tgctgggctt ttaaccgaag atactgctgc atcatcgggg
  3110581 tgtgggagtc gagtttatcg ttatttttca tgcggctatt ttttataatc cattaaaatt
  3110641 taagttaatt gtgatttttt tgttggtatc gttagggatc acattgtctc actgaaaatg
  3110701 acgtgcaagt gcctgtggct atagcgtggt aacacggaat aaacgtataa ccagcacttt
  3110761 gcgttgaaat ggtgttcaac tccgtaaatt atacagttac ccatgataat ggcgcttata
  3110821 tgacaggcaa ataggctggc aaacctgaat catacaaagt tatctaaatc atacaaagtt
  3110881 atccgaatca tagaaaatta tctaagccat accgtgttat caaaatcatc cagtgttatc
  3110941 tcaatgataa agtccacgga taaaacaagg cagatctgga taagaatcat ggcttgaggt
  3111001 gaccagtggt acgacacgta gtaaaatttt tccatcgcta tactagccta gccactaata
  3111061 aactgacata ggtaaaacct ggaagcttat cgcaaactac gcttgcaatg gcccagatga
  3111121 aattgcagga gttaaagcaa atcagaaatg aagggcactg ccccgcatct gagctgaaag
  3111181 atgagaagca acggttatta gaaaccgaaa gcagcagtac tgattgtaga ggggttggtt
  3111241 gaactgtacc tgactgaaca atgattctgt tgccgcgcgt tgcagcagaa gtcccccgta
  3111301 aagatatcgt cgctctagtt aatggtgtga ctgaacgtga cgcataggtt caggcaggga
  3111361 tctcttgtgt gaactctcct ctgcttttga gtttacggca cccctcaatc atgcaggctc
  3111421 tgttcgtaat agcggatccg ttccactttt tccgttgatc cccctccgtc aaattcagca
  3111481 tctaaccaag cctcgatcag ggttttggct aactccgggc caataacgcg agcgcctaaa
  3111541 cagataattt gggcattgtt gctttttctg gctcgttggg cagaaaaagt atcatggcac
  3111601 tgagctgcac ggacgccaaa aactttattg gcagagatgc tcatcccaat acctgttcca
  3111661 caaataagga tcccgcgttc atgtttcccg gctttaatcg ccagagcaac ctgaatggca
  3111721 atatcggggt acatcgtcgg ttcttggtgt tgatcgcagc tgtaatcgac gacagtgatg
  3111781 ttcttacttt gtagaaaaat aacaatctgg tttttcatct caatagcggc atcatcacag
  3111841 ccgattgcaa tagataacat attttacccc tcaatagatt gagctgtaat ccggttaacc
  3111901 cttcccacgc gtaaatatca tcaacacatc tgtcttcttt aggttttaca tccgtgggtt
  3111961 ttgcataagg gattgtataa aaccaagtct ttcaaaagat caccatgtga tcatttgtta
  3112021 tatatattca atctttttat atacccagtc aataaactta tgttcgattt ttaattactt
  3112081 ccgatttttt cagctatttc tgttgttttt taattggttg ttgaggattg gttgatgatt
  3112141 ggataagaag gatagatttt atttatgact ttcctcacag cctgagcatt ttttaatggt
  3112201 cgtaggcctg cgcttgatca tactgttcaa tagtacgtag ttaaatctta tgttcaatgc
  3112261 gtgtttaaga tgaattcaga tatctgacaa gacatttatc acaaaacacg tgtgcgataa
  3112321 aaaaccgtta aaggagtcca gcatgagtca cgaaaacctt aaaggcgctc aaatggcgga
  3112381 gggtatcccc gagaccatgc gtgcagttgt cgcctacggg ccgcgcgatt atcggtttga
  3112441 aagagtgccg gttccgacta tcgatgccaa agagattttg gtcaaagttg aagggtgtgg
  3112501 catctgcgcc ggggacacca aggcttttga gggtgccccc agtttctggg gtgatgataa
  3112561 gcaacctgct tatatcaaag caccgatgat tccaggtcat gaatttattg gtcacgtcgt
  3112621 tggcttgggc gcagatgttg aggggtttga gctaggtgat agagtgactt ctgagcaaat
  3112681 tgttccttgc tggggctgcc ggttctgtaa ccatgggcag tactggatgt gtgaaaaaca
  3112741 cgatctgtac ggcttccaga gcaatgttaa tggcgcgatg gctgaatacc tgaaattcac
  3112801 gaaagaagcg attaattatc atgtccctga tcaccttcct ttagaaaaag ccattctgat
  3112861 tgaaccctat gcctgcgcat ttcacgcggt acaacgcgcc aagataaaac tcggtgatgt
  3112921 ggtggttttg gccggttcag gaaccttagg gctaggcatg attggggcaa ttaaaaagtc
  3112981 tggggctgcc aagctcattg tgctggattt atcggatgat cgtttggctc tcgccaagaa
  3113041 gttcggcgct gatttggtgc ttaatcccag tagagatgat gtgaataccc tgattaaaga
  3113101 aatgaccggt ggttatggtt gcgatatcta cattgatgcc actggtgcgc aaaaagccgt
  3113161 tgaacaagga ttaaccctgc tgcgtaagtt ggggacgttt gtggaattct cggtatttaa
  3113221 agatcccgtg accgttgact ggagcatcat cagtgaccgt aaggaacttg atgtcttggg
  3113281 ttcacatctg gggccatatt gcttcccgct ggtgattgaa ggcatctcta acggtgattt
  3113341 accgaccgag ggggtcgtca cacatatctt gccattggag aaatatgccg agggtattga
  3113401 gctggtcaaa agaggcgttg actcacttaa agtggttctc aatcccaacc taacctaatc
  3113461 agtgcttatt tcctgagtca gggtggatca cgaagaaggg gtatgaataa ggaatataaa
  3113521 gatgccaaac gactataaat ggtttgatac ggcgttttct ctgagtggca aagtggcggc
  3113581 cattaccggc ggtgccacgg ggattggtca cgcgattgcc gaactgtact tagccaaagg
  3113641 tgcacgagtg gtgttgatgg attgtgccga taatgtcgct gaaatagccg aacaactgga
  3113701 cagggataat gccgtcggat tgcattgcga tgtgagtgat agccaatccg tcagacaggc
  3113761 ggtcgctcag gcaatcgggg cttttggcca gttggatatt ttagtgaata gcgccggtat
  3113821 tgctgcgctg gatcctgcgg aaaaagtgcg tgaacaagat tgggacagaa cgattgatat
  3113881 caacctgaaa ggggtctttc tcatgtgcca ggaagtggga aaacatttta ttcagcatgg
  3113941 gcatggcaaa atcgtcaatt tagcttctca agcgggtgtt gtggcgctcc ctaatcactt
  3114001 ggcgtattgc gccagtaaat ttggcgtgat tggtatcacc aaagtactgg cattagagtg
  3114061 gggtccgttg gacatacagg ttaatgcgat ttcaccgacc gtggtgctga ccgcgttagg
  3114121 ccagaaagcg tggtcaggcc aactcgctga agatatgaag ctgaaaatac ccgctcgtcg
  3114181 ttttgcttat cccgccgaag ttgcagcgtg cgcactgttc ttagccagtg atgcagccaa
  3114241 tatgataacc ggtgaaaatt tagtcattga tggtgggtat accatccaat agtgctgtcg
  3114301 ttgcgcgcgc taaattaccg cggcatccag ttaactcacc cactgttttt atttattttc
  3114361 cattttaacg agattgctat gaatcgaatt attaacgatc cggatcaggt tgtggaagag
  3114421 gcgataaaag gctatttagc ggcttatcca catttttttg ctaaaaccgc gcatgagaaa
  3114481 gtattgaagt atccagagat acccctccaa gggaaagtag gcgtagtgac cgggggcggt
  3114541 tctggccatg aacccgcgtt tctgggctat atcggtaaaa atatgctgga tgccgtagcg
  3114601 gttggtgaga tcttctcctc cccggcggct ggggcatttt tagaagcgtt taaagttgcc
  3114661 gacggcggtg cgggtgttgc ttgtctgtac ggtaattacg ccggggacaa tatgaacgtc
  3114721 aaaatggcgg caaaaaaagc cgaggccatg gggataaggg ttcgcaccgt ggttgctaat
  3114781 gatgatgtgg cctctgcacc accgtcggaa agagagaaac gccgaggtgt ggcgggtgaa
  3114841 atttttatgt ggaaagtggg cgcagcagcg gcgtctcaag gctacgctct ggataatgtc
  3114901 atagaggttg ctcagaaagc gattgatcac tgccgttcaa tcggcgtggg cttaacctcc
  3114961 tgtaccatcc cggcggtggg taaacctaat ttctcgatag aagacggcat gatggaagtg
  3115021 gggattggtc atcacggaga accgggtatt cgggttgagt cgctacagaa tgcacatcag
  3115081 atggcaaaga ccatggtgga tttggtggtc gctgataggc cgtttagcca aggcgatgag
  3115141 gtagcggtgt tgatctctgg gctcggtgcc acgccgacca ttgagctgta tatctattat
  3115201 gcagaagtcg ccaaattatt agaggcgcag gggataacaa tatatcgccc ttatattggt
  3115261 aattatttta cctcgctaga catgatgggg gtcacgctga cgctgatgaa actggatgat
  3115321 gaattaaaat ctttaattga tgtacccact cattcattag gcttaaccca gttggagtaa
  3115381 gggattatga aggcattgtt gataaccgat ggatctataa aagataagtg cataaccgac
  3115441 ggtaccccga tcattgaaga gatggccaat acgatcctcg ccaaccgtga atacctgagt
  3115501 gaaattgacg gtgctattgg tgatggtgac cacggcatta atatggcgaa aggtttcaac
  3115561 ctttgcgctg aaaatatcaa aggcaaaaat ctgacgctcg ctgaggcgct ggatgcgctc
  3115621 tctgacgcgc tgatggaagg catcggggga tcgatggggc cactttatgg cagcattttt
  3115681 atgggaatgg ccgagagtat tcgtgggtgc gataaaatgg atgcggtggc ttttggtgcg
  3115741 atgttaaaag gtggcctggc tgacttgcaa gaggtgactg atgcccgtgt gggtgacaaa
  3115801 tgcattatgg atacgcttat tccggcgagt gcggcatttg aattggcaca acaacagcaa
  3115861 cagtcgtttg ttgaatcgct acatcggatg aaacatgcgg ccagtatggg gcgcgattcc
  3115921 acccttgatc tcgtggctaa aattgggcgg gccagccgtc tgggtgaacg ttctcgggga
  3115981 gttctggatg ctggggcaac ttcatgttgc ttaatactga ctcaactggc ggattctgta
  3116041 gaacggcggt tggtgccata gagagcggcc agcagcagta ctgaccgtgg tattcaggtg
  3116101 aagaagcgat gtgggcactc agtcacgaga ctgccccaat cgctattggt ctttttatct
  3116161 ctcttttatc tgtctgtaat attacgactg atgttgaatc atcttcaaaa tagtccgggc
  3116221 attggatgca ctggtcgcaa gaatatcgat cgcaccggta cgcaaggcac ccagcagcgc
  3116281 taatgctttg gtgttttcag cggcgatagc gataacgcag gggatctggc gaagctcttg
  3116341 ggtgctgata ccaataaccc gatcattcat caccgtattc gcgggctggc cttgcgcatc
  3116401 aaaaaaatca tatcccgcaa tttcgcctgt cacaccttga tgcagactgg cgtcgacgat
  3116461 ctcctgagga gtgaaccagc ccagctctac catatagctg ttttcgttca tatcaccgat
  3116521 gccaaccaga gccatatcag ccttacgggc gcggtccaga gtctctttaa tggtaccgtt
  3116581 ttgcataaag gcttctttta gcgcccggtt ttccacatac gcgggtgcgt acagggtttc
  3116641 actcgttccg ccaaattttt tggctaagcg gcgactgatg tgatcggcat taatcgcatc
  3116701 acctgggcgg tgtgttccac cgatgccaca gataaactta cagtgccttt ctggcacgac
  3116761 gctgacgtgg tctgcgatag ccgcaacatt acgcccctgg ccaacggcca acaccgtgtt
  3116821 gtcttttaag tttgtggcta agtaggctga aaccaacgcg gcgacctggc ggcgttgttc
  3116881 atcctcatct tggtaatcaa gggctatcag cgcccgtttc aacccaaaat gctcgattaa
  3116941 ctgttgctca aggcgggtac tgaataccgg atgataacga acgttaatct caacgatgcc
  3117001 ctctgttttc gcgcgtttca gcaagcgacc gactttgatc cttgaaatgc caaatttatg
  3117061 ggcgatttct tcctgagtca tttcatcctg ataatacgaa acagcaattt cagttaacaa
  3117121 ctcattgtct tgtgggatca tctgcttttc catagagagc tgccctcggc cacttatcac
  3117181 actcggaacg tatcacataa ggtgaagggt tattgtttta aacaggaatg aatagtagag
  3117241 catttgtata gtagggtgaa cagaaaaatt tgccttttct gtgctgttgg ttttctcttt
  3117301 ttttcatggt agtaattact gttatttaaa atcagtaact ggtctttaat tttgttaaat
  3117361 ttgttttttt attattaaat tctgataatt tttctttgca tgaaaaaaca aaagttctta
  3117421 tttcgttctt ttgtattact atgacctatt aataattctt cattgaatag ggcgtagacc
  3117481 acgaataaat ctgatggagt cagcgggtga gctattttcc ccgcaattta tccatcttct
  3117541 ttacacatag gggagatcct tcatcaaaat gccaggagag taaccctact ggcggcaatg
  3117601 ctaataggcg cggatataaa tagacgatga cagtaacaga ccagtacatc gacaggcgat
  3117661 tatattaacg ggtgatgaca ttaatagatg atgacattaa taggtgatta catcgatacg
  3117721 gacaatcgta gtgcgagcgc gctcaacgtc accaatagca ctggaagggt catgataatc
  3117781 cctactcgga aataatatcc ccaagtgatg gtcatatttt tttgcgacaa aacatgcagc
  3117841 cacaataaag tggccaggct acctataagg gtgattttcg gcccgagatc gctaccaata
  3117901 acattggcat aaatcatcgc ctctttaatt aacccggttg ccgtgctgcc ttcgatagaa
  3117961 agtgccccta ccagaacggt gggtaaatta ttcataatgg aagagagaaa cgcggttaag
  3118021 aagccagtcc ctaaagttga cgcccacagc ccctgttcac ccagtcggtt tagcaacgct
  3118081 gaaatatagt gggtcagacc cgcattacgc agaccataaa ccaccagata catccctaat
  3118141 gaaaaaataa caatttgcca aggtgcacca cgtagcactt ttcccgtatt gatggcatgt
  3118201 ccttttttcg ctacagccaa caaaatcagc gcaccgacgg cggccaccaa actgactgga
  3118261 acaccgagcg gttccagagc aaagaacccg atcagcagta gggcaaggac caaccagccg
  3118321 gttttgaacg tattcatatc gcggatagcc gcttgcgggg ctttcagcag tgataaatca
  3118381 taaaccgccg gaatgtcttt acgaaaaaat agatgtagca tcgccagcgt ggcgataacg
  3118441 gcgaccagat tgactggcac catcaccgcc gcgtattcag tgaacccgag gttaaagaag
  3118501 tcagcagaaa ctatattcac caggttcgac acgataagcg gcaagctggc agtatcggca
  3118561 ataaacccgg ctgccatcac aaaggctaat gttgcgccac ggccgaaccc cagcgccaat
  3118621 agcatggcaa tgacaatcgg cgtgaggatc agcgccgcgc catcattggc aaacagggca
  3118681 gcgactgccg cgccgagtaa gatgatgtaa gtaaacaggc ggcgaccatg gccattaccc
  3118741 caccgtgcga catgtaaggc tgcccattca aagaaccccg actcatccaa taacaggctg
  3118801 atgatgatga tggcgataaa agtcgccgtg gcgttccaga caatttgcca gaccacggga
  3118861 atatcactca catgtaccac gccagtgagt aatgccagtc ctgcccccag catggcactc
  3118921 caaccaatcc ctaacccttt gggttgccag ataactaaca cgatagtcag gataaaaata
  3118981 gcaccagcca acaacataac gcctccgctg agttaaatag tgtgtcgttc catccggtca
  3119041 tatatggaga aacagatata attaggtaaa ttttaaatag gttagttaca caacattttg
  3119101 ctgtcgggag tgacgttacc ctgcgccagt aacgttattt catcgcgttg gctgagataa
  3119161 gtttgctcga tgatggctgc ggcccaagct ggaatatggg gcgacaggcg gtagtggacc
  3119221 catttccctg cccggcgatc cagtaacagc ccggactctc ttagcatggc taaatgcctg
  3119281 gaaatcttgg gttgggcttc atttaagcga tggcaaagct cacaaacaca cagttcgccg
  3119341 gatgctttta gcaataagat aatattcaga cgtgtttcat ccgataagtt cttaaaaagt
  3119401 tgcaacggcg tgagtgttgt catgatgctc cctgaatgaa tttttctccg ctatcttagt
  3119461 gttcaacgag agaatgtcaa tttcatattt gttttttcaa atgtgtattg ggcgcgggga
  3119521 ggggataacc ttttattgcg ctgctggcag tattacgttt ctaatagcta aaccgtgcaa
  3119581 taagcccgtg ccataaaata ttagcgctat gggcttatga cgaagaaaca cctacttggc
  3119641 ggggcttttt ttttaggcga gagcgatatt tatttttctg ccggatgagc aatgaaccag
  3119701 cgtaatgagt tcattacttt ggtttctgac atccttgctc ttttctcatc cacgagtttc
  3119761 attaatacaa gccgagccgt gtagatatct agctgtgctt tatcagcaac atctcttgtt
  3119821 tttggccagt tgtgaaccgg aggaagagaa ccaggaaatt gtttttttag aacattacaa
  3119881 tgatcttcca atatactcat tacttcttct ttccgttgat tctttgctgt cattggtatt
  3119941 gtcctcaatt ttactaatgt tatttttcca tggttattat cgggggtttc ggttctaggt
  3120001 ttatatattc gtacaattat gtaggtatat tcatacagac gctttgaaat ttcctacaat
  3120061 attttttaat taatccctcg tggtgtaagt taggtggttc atttctgtaa ttattgcctt
  3120121 ttgcgtagtt aaacttctct tcattattta agctgtaaag tcattaattt catctcaatg
  3120181 aatttatttt ttatcttttt aaaataatga gttaggctat gtagcctggt ttctgctgat
  3120241 gtaggttttt tgacacggtt aacataggca atcttggtgg tttgctcatg tttcagtgat
  3120301 ttattatcgt tcagcttggg ttgttttgct tttgcatgta tcaacatcaa aatcaggtgt
  3120361 gacagtataa tttggttgtg agaatatgca atctttaatt ttttataggt gtgttgaaat
  3120421 atacgggcag tactactgca ctagtgatat atatcgagaa tgtgatttcc tccgattcaa
  3120481 tttgtcgcta tttttataat tataaactat tagtttaaaa aatatattct aaaacatttc
  3120541 atcatgaggg tgaaataggt atggatacag taatggaatt ttattttgag tattttctat
  3120601 actctatttt atagggttta attaagatgc gtcagattgg ctattatgtg taaaggcatc
  3120661 acgtaacatt gtatttttct gtttttttgt ggtgactatt gaagatgata tcgggcagac
  3120721 cgtttactaa gcgaagagtg ctgtaataaa cggccatcgc ctcttactgg ctactcagaa
  3120781 atattccact tttgtgctaa taaggttttg gtcttcccgg ccagccactg gttaacttct
  3120841 tctaacaacg gctgattatc cttagccatc atataaactt tgtagctgcc cgttccggct
  3120901 aaaacctctg gggtggcgac acaaaatacg ccaggttctt tgctctgata ataatcgcct
  3120961 tcgattaagt cagtgaacat aatatctgca cttttattac gtataccttg caggttagca
  3121021 acgttatctt tggttcggat gatttgcgct tgcttaatat ttgcatcaac aaacgattgg
  3121081 ttggtaccgc cagggttgac aataactttg acgttttgac gatcaatcgc atcaagcgtg
  3121141 gggaatttat tgactttctg gcaatgggtc agcgcaattt tcccattttt cacgacggcg
  3121201 tgggataaag caaattgcgc ttctctgccg ggcgttgctg tgacgccccc catggcaata
  3121261 tcaaatttat ctgccgccaa atcgtctgaa agagttggcc aactggtcga aacaaaatta
  3121321 accttcaatt taaggtcttc accaaaggcg tttgccatat caacatcgta gccgatcaat
  3121381 tggccctgtt tatcatggaa agctaaaggc gcatagtcac ctggcacccc aatacgcagc
  3121441 tcaccacttt gcttaatttc ctgccaattt tttgctaata cgtgttggct actgattaat
  3121501 gccaatacca ttattcccaa agataatttt ttcatctgca ttcctgttat tttttataag
  3121561 agcccattaa ggtcaatcag ggtaaattat cctactgtat attgctcagg aatgaggaat
  3121621 atattccccg gtcaaacttt ccaggaaggc cactatatcg ttgatatcct gttctggtag
  3121681 ttgggtccct acctgatatt tgagcattag ctcaaccgcc tgatgtaaat ctttagcttg
  3121741 tgcatcgtga aaataagggg ctgttaaggc aatattacgc aagctcggtg ttttaaagcg
  3121801 gtgcatatcg cgtggatcgt tggtgacgtt gaaacgcccg aggtcatcgg tagtttgctc
  3121861 tttttggcga tcagcgaaat agtcactttt tagccccaag aactcatagg actgcccacc
  3121921 aatattttta ccgacgtggc aggtatcaca tttattttgc tggaatagcg ccaagccttt
  3121981 ttgctggcta gtcgttaatg cctgtgtttc acctttcaga tagtggtcga aagggctgtt
  3122041 gggggtggtc agggttttct caaattcagc gattgcatcg gtgatcgtgt cttcagaata
  3122101 gccttgcgga tacacttggg caaagtcctg ggtcaactgt gggtcttgtt gcaatttagc
  3122161 aattatatct tcccaagagg tcgaggccat ttctactggg ttaagtggtg gtccaccggc
  3122221 ttgttgctgc aaatcaacgg cacggccatc ccaaaactgc tccacgttaa atacggcatt
  3122281 aaataccgta ggcgcgttga tcccaccttt ttgtccatcg acacccgttg aggtcgccag
  3122341 attatcaacg cctcctttgt tcaacagatg gcaactggca caggaaatag agttatcacc
  3122401 ggataatctg gggtcatgga acaggcggga acctagtgcc actttttggt tgtcgaccag
  3122461 caaggcatcg gggatcggct gtagtgctaa gtgctgcatt tcgctgtggc tattggaagg
  3122521 gaagtatgtc gtccgttgta ttttgaccca atcaaggatc tggtttcgct cctcagcgtt
  3122581 gatgctggag gaccaatgta atgcgttaaa gcgttgaggt ggcatttgat cgcgagcaat
  3122641 agccgattct attttggcta aatctgcttc aggaacggca cgattttctt ttaatgctaa
  3122701 tagtgttggc tccaatgaga aatgctggtt accttgtcga atgtcatagt ccatcagttg
  3122761 tttagggccg gggatagcgg cataaaatgg cagggatgca ttcgcggtat ggcaataatc
  3122821 acaccctttt tggtaaagaa tattactgac ctgctgattg ggtgtttttg cctcgctgat
  3122881 gaaggtgtta ttacgtgtgt tatctgtcat ataaagatag ccagcaatac ccagataacc
  3122941 tgcaattacc aatataccgc caccaattaa tcctcttctt atcacagctg cactcctttg
  3123001 ttgtgtggaa agtacctggt ttgctctatg gatagcatca gccgacgttc acgtttattt
  3123061 ttctcagtct gccaataacc ttatttatag agtggattat ctctggaacg ttgtctacgc
  3123121 tggttgacct ttatcaagct aatagggcgg ctttgcctat tgctggaata ggtattgcct
  3123181 atggatgaga aagtaagaag ggatcaccag gaagggggcg attatgcttt ctgcttaatg
  3123241 gtgttgaaga aaaatgatgc tgaaggaatt aatcgtactg aaggcgcggg ggggataaaa
  3123301 aattcaattt tatctgccgt tggatgataa cgagacatga atatgaggcc gtgatgaatt
  3123361 tgtacataga ttgatgtatt tcgcaccacg gttaataacg tctctgcatt gatctgaaca
  3123421 tgatgaatcg aattgcccgt ctgaccaccc gataatgcca gcgtgtatgt catcaatggg
  3123481 caccctccat ttggcttaat tagtagccat gtatttatat gctccatttc tttttcttaa
  3123541 acagtaatga taattgatat catttgcttt tacatttatg cgtatataat tacaatagcc
  3123601 ttgaggtata aaaaaacgaa cataaatttg ctagaggcgt ataaaatgtc aaataaaaca
  3123661 atagcgttcg cgttagtagt ggcatcatca gcccctgtta tcgcagcaga taatgacaat
  3123721 attatggttg ttaccgcatc gggatatgaa cagaagatca gagaggctgc ggcaagcatc
  3123781 tcggtcatta gccaaaatga attacgtcag cgcaattaca acgatttggc gcaagcgctg
  3123841 agtgatgttg aaggtgttga cgtcaatagc agcacgggga aaaccggggg gctggatatc
  3123901 agtattcgtg gtatgcccag cgcttatacc ctgatattgg tggatgggat ccggcaaaat
  3123961 ggcacttccg atgtaacgcc aaatggcttt ggtgccatga ataccagctt tatgcccccg
  3124021 ctatcggcca ttgagcgcat cgaagtgatc aggggaccga tgtcaacgct ctacggttct
  3124081 gatgctatcg gtggtgttgt taatatcatc acaaaaaaga tcaccaaagc gtgggccagc
  3124141 tcagcaacgc ttgaacacac cttccaggaa aatacggctt ttggtgacag ttcaaagttc
  3124201 tctttttact ccagtgggcc agcggttgaa gatcaactgg ggctgtcgtt acgtggcacg
  3124261 attttccggc gcgatgcctc tcgcgttgaa tcctccaata cgggagtaga attaagccgt
  3124321 cgtggtccca atccagtaaa agcagacaac tataatctcg gtggcaaact attttggcaa
  3124381 ttgaataccc aaagcacctt gtggttggat ggtgatattg ctaaccaaaa atatgataac
  3124441 agtgccaacc aactaggtac cattggtgca cgaggcggtt acgaagatac tctgcgttat
  3124501 caacgccgta aaataacctt gggcaacgat aatcgtttgg actttggtac ctggaattcg
  3124561 agcttatctt ataaccaaac tgaaaatatt ggccgcttaa tcaccaatgc atccgtgccc
  3124621 caaggctctg ggttggcagg tgaaaaacgt ctgttgaaaa ataccaatat catccttgat
  3124681 agcaagctgg tcgccccgct gggtgataac cacatggtga cccttggcgg tcaatattgg
  3124741 aatgccatca tgaaagacgg catcgtactg gcaaataatg gcgatgagtt tgcacaagat
  3124801 gcctggtcat tattcagcga agatgaatgg cgtctgctgg actcactggc attaacctat
  3124861 ggcgcacgtt atgaatatca aactacgttt ggcggccata ttagcccacg agcctatctg
  3124921 gtgtgggacg cacaggataa ctggacggtg aaagggggtg tcagcacggg gtataaaacc
  3124981 cccactctag cccagttgca taatgggatt agcggtgtca caggccaagg caccatcacg
  3125041 acgattggta accctaagct tgaaccagag agtagtgtca acaccgaggt cggtgtctat
  3125101 tatgaaaacg aaacgggatt tggcgctaat gtgacgctgt tccacaaccg cttcaggaac
  3125161 aaaatcaaca gcgtttcgat tgataatacc accagcacct acaccaacgt cggtaaagcg
  3125221 atcacgtagg gtattgaggt cgcatccacc ataccactct ggtctgacga ttggatgctg
  3125281 ggaataaatt acacctttac cgatagtgaa cagaaagatg gcaacaataa aggggctcgc
  3125341 ctgacgaata caccgaaaaa tatggttaat gcccgcctga actggaatat caacgagcag
  3125401 ttgtccactt ggttgaaagc ggagtatcgc agtaaaacgg cacgttttac ccaaaattac
  3125461 gcgaatttgt ctgcggcaaa caaagtggtt tacaacaatt taggctcaga gtttaaacct
  3125521 tttagcgtac ttaatttggg ggtggcctat aaggtcacta aggatgtgac actgaatggt
  3125581 gcagtcaata acctgttgga taaagatttt actcgcaccc acatttttgc tgtggggaac
  3125641 ggcaccacta ctgcgggtga ttacttcacc tcgtctcaaa gcactgccgg ttatgttgta
  3125701 cctggccgta attactgggt atccgtgaat gttaatttct aggtattagc gttgtgagcc
  3125761 atatcggtaa ggcagaattc tgacgaagaa gtctattgga attggctgaa cgaccaaaac
  3125821 atcggtttat catgctgatc tgaatagggt tagtctttgg tagctgatag tctttagtag
  3125881 ctgatagtca ttgataccgt aggtgcagcc actatcagct accacattta gcctctgttc
  3125941 aagaagaact aaccggcctt ttatccaaag gcgggctgaa ttggaattca tgatggcctc
  3126001 atttttacgg tataaaaagc cgcgctttga cgacataaaa accatattaa ctgtaatgtt
  3126061 ctactttatt attctaatgg cttaatctca ttattttacc ttataccgct tggcgtaaat
  3126121 gaacggcatg atatgtagat tgctaacaaa caagactctt ctataaggta aaatatgcat
  3126181 attgatcact acagcttgcc cgtttacgat aaaaataata gtgataacac cctgaaggaa
  3126241 accgaattat ttaaagaagt cccttattta tctgctcggt taggggagca ggcttatgag
  3126301 tatagtggtg gtgacatcag taattatcat ttatctattc aatatatcat ggacgttctg
  3126361 gctgatcagg ctaagggtaa agtggattta agccattttt ccagtgagga aacgctctct
  3126421 tctcatgttt ctcttgagaa aaatgagcat aactatcatt gctttaatca gcatgccagt
  3126481 actgtttatc atattaataa taatgatttt ggccgcacgc tggttgatct ttttgagcag
  3126541 atgaacaatt cgggtgaaaa cgttcgagca ttaaaaattg atagttctca acattcaatg
  3126601 gctgcgcgtc tttatattaa agatacggag caagggcagc gtttcgttgt taatttttat
  3126661 gaccctaata tcacggataa aactgtgcgt tgtgaggtgg atgacgcatt aaaattgaat
  3126721 gactactcat taagaaattt cattagtaat cagacttact tatccagcta tgttgatgca
  3126781 gagatatcat caattattgt ttgtgatcaa gccgatatcc atgatcaaca taaggtgaaa
  3126841 gagaaccgag cgttaacgcc attatcacag agttcacctc ttcctttatc ggtagcacga
  3126901 ttggatctgt tgttaacaga taattttgct gcaggcatac aaacaatggc agaagaagtt
  3126961 aagaatctat cagagtccga gcgtaacaca ttctttaatc agctattaca accgagggcg
  3127021 gagaatgacc tctctgggct gcaatgtgct ttcaactatc agtgttttga tgcgttggaa
  3127081 gcctactctg cattgttggt gcttgcacca ccagaacaac gaacagactt attaacagga
  3127141 aaaagcgaaa atggctggag tagtctggct caggccatgt catctgggaa tagtgatatg
  3127201 gtgagcgtat gcttctattt gttgcaatgg ctccctttgg acgatatgaa tgcgtttgtg
  3127261 tggaagttgt tagcatccct tcctttggaa gatgcgaata cacttatgtg tccgttggaa
  3127321 gaaccccttc ctttggacaa tatgagtaca cgtgtggagt aatacactga tttcatgcaa
  3127381 cagcaatcta attcattggt aaaagacgct gaaatatatg cacaacaatc agcagccgtt
  3127441 acaccagcgt ctgcttaagt ggctcccgat gcacttacct tggtcggtga ttcggtgatt
  3127501 gagcagcgct aatacatctg cagaatggag gataacttca ttctgcagac aacccccgat
  3127561 gacgcgatct tgaatggtga tgataggccg aagagtaaaa cgtccgcgcc agagatggcg
  3127621 cggcttgaat ggcattcagg tgacaatgtt tggttaggta acaatgtttg gttaggtgac
  3127681 aatgtttggt cagatgaaaa tgtttggtaa cagccgatat cagatggctt cgtattcgcc
  3127741 agtgccttca ggccagggcg tcagcaggtc gtatcccgat tcggtaacgg caatggtgtg
  3127801 ttcccactgt gccgaaagcg aacggtcttt ggtcacaacc gtccagccgt cagaaagtac
  3127861 gctggtcgcc gcttttccgg cattaatcat cggttcgata gtaaaaatca taccgggttt
  3127921 aagcagcatg cccgtttggg ctataccata gtgcaaaacc tgtggtgccg tatgatattc
  3127981 ctgacccaca ccgtggccac aatattctct cactacagaa aatcctgcgc cctcagccaa
  3128041 ctgttgaatg cttgcaccga tgtcgccgag cgtcgcacca gggcggacgg ctttaatgcc
  3128101 agccaccatg gattgatagg taatatcgac cagacgtttg gcccggactg agggttcccc
  3128161 aacaaagtac attctgctgg tatcgccata ccaaccctct ttgatgatcg ccacatcgat
  3128221 attcacaata tcgccgttct tgagtttttt atcggatggg atcccgtgac agaccacatg
  3128281 attgaccgag gtacacaccg ttcgggtata accgtgatag ccaatgtttg cgggaataac
  3128341 cttcagttcg ttaacgatat aatcgtggca tagccgatca atttcatcgg tcgttatccc
  3128401 agcaagaaca tagggtttta tcatttcaag cactttcgcg gcggcttgac ctgccgcacg
  3128461 ggccatttca atctctgccg gtgagtggat tttgacttcg gtcattgcgc tttctctcca
  3128521 ttattcagcg taagagcatc gggatagatc attttggcaa tatccgctcc gccttgcagt
  3128581 tcaacctgca caagtgcacg ggccagttca tgatgactca attgggggta aagctcggcc
  3128641 aacatgccaa ttttaagcca gtgttccgct tgcgaattga tggagcggct catggcatgg
  3128701 ctggcgatac gcagattctc atgcatcaaa tcagatattt taacgatacc catacaacac
  3128761 ctatacgaaa catatatgta tcgtatattg ccataaataa ggatcaaaat acagtgaacc
  3128821 cactgaaacg gaaaaggcct gagctccgtg aatgaagaac tcaggccttg atagccgctt
  3128881 aatctaaatt acctcaatat gttgaggcca gtttatggcg tattaaatac tcacctcagc
  3128941 cacaacggtt gcattttgcc gcttggatct gctggaagaa atcattgccc ttatcatcaa
  3129001 ctaaaataaa ggctgggaag tcttccactt caatcttcca gatggcttcc atccctaatt
  3129061 caggatattc cacacattcc agactcttaa tactgttttg cgccaatacc gctgccgggc
  3129121 caccgatgct gcccagatag aagcccccgt gtttatggca ggcgtcggtc acttgctggc
  3129181 tacggttgcc tttggctaac atgatcatgc tacccccgtg ggattgcagc agatccacgt
  3129241 aagagtccat gcgccctgcg gtggttggcc cgagtgatcc tgaagcatag ccttcggggg
  3129301 ttttggccgg tccggcgtaa tagatcggat gatctttaat gtattgtggt aagccttcac
  3129361 cgttatccag ccgctctttt aatttggcat gggcgatatc acggccaaca ataatggtgc
  3129421 cgcttaacga caggcgggtg gagaccgggt actgtgacag ctcttttaaa atttcaggca
  3129481 tcgggcggtt aagatcaatt ttaaccactt ggccttcagt gctgtggcgc aaatgttcgg
  3129541 gaatatattt ccctggattc tgttccagtt tctccaacca aatgcctttg cggttaattt
  3129601 tgcctttgat attacggtca gcagaacaag atacccccat gccgaccggg caggaggctc
  3129661 cgtggcgtgg caggcgaacg acccgaacat cgtgggcaaa gtatttgccg ccaaattgcg
  3129721 cgcccagacc taaatcttgt gctgcttcca gcaattcttg ctctaacgca gtgtcacgga
  3129781 acgcttggcc gtgttcattc ccttcggtcg gcaagccatc gtaatatttg gtcgaggcca
  3129841 gtttaaccgt cttcagcgta ctttcggcag aggtaccgcc gatgacaaag gcaatgtgat
  3129901 aaggcgggca agccgcggta cccaatgtgc gcattttctc gaccaaaaac gctttcagcc
  3129961 tgcccggtgt gagcagggct ttggtttcct gatacagata ggttttattg gctgaaccgc
  3130021 cgcctttagt cacaaacaag aatttgtact cttcaccttc ggtgctgtat agatcgatct
  3130081 gtgctggcag gttggtaccg gtattcactt ccttatacat atccagcgcg gcgttttgtg
  3130141 aatagcgcag gttatcttca ataaaggtgt tatagacccc acgtgataac gcttcggcat
  3130201 cgttaccccc agtccagacc cgctggcctt ttttgcccat gatgatcgcg gtgccggtat
  3130261 cttgacaggt gggtaaaatc cctttagccg aaatctcaga gttacgtagg aattgcaggg
  3130321 cgacatattt atcgttttcg ctggcttccg ggtcatccag aatggcggca acttgttttt
  3130381 ggtgagcggg gcgcaggagg aaagaggcat cgtggaaagc ctgttgagcg aggagggtca
  3130441 gggcttccgg ctcgactttt aggatgtcgt gtccttcaaa ctgtgcaact gagacatgtt
  3130501 tatcactgac aaggtaatat tcagtatcat cttccttgag cgggaaggga tcctgatagt
  3130561 ggaacggttt gtttgacata tttttctcac attcaacatt cgttagcgaa aatgttcgtt
  3130621 aacagaagta atcatcagta aaaagtcatt attatcaaat ctaatcatca tcaaaaataa
  3130681 gcatcagcag agccaaagcg tacccagtca cgagtgttgc taacactgct gcggttacaa
  3130741 attagcagag ttaagccaat attattatta ctatgacttt gatcatgatc ttactataga
  3130801 ttgtcaggct taagcgacgg ttccaccctc tttataaagg gtggatctca ttttccgcac
  3130861 ttatcgaggg ttcagccagt aggggagtgg ggcactgacc gacggtcatc gatctcaccg
  3130921 tgtgctggcc tggtgacatg atggttttat cgatcactga atgtgatgta tgaggcttac
  3130981 attaccgtgc tgagcgcttc agcgacctgt ttgaatttgt caaaacgcgc ccgtaatcgc
  3131041 tgatgttttt cagcattggg gagcaggcgg gtgatagggg gcgggcaggc gcggatcgcc
  3131101 tcttcaaacc cgtggtaata gtggctcccc accgccgcac acagcgccgc tgcccggcag
  3131161 ccggattgct gaatatcgac aatttccagt ggcaaattac tggcatcgca gaacatctgc
  3131221 atccaaatag cggaatgtgt cgggccaccg gtaaagcgga tacagtcgat ggtgtcatcc
  3131281 aacgccaaaa tcttgtcctg atgcagaaga tgtgaaaaaa ccactccctg ataaatggcg
  3131341 tacacaatgt cttcgatatt gtgatgccca cttaacccaa gcaggcctcc gctaagatta
  3131401 gcactgtggt tggagccgta tagccaaggg aaaaacagaa tatcttcaga tttttcatag
  3131461 cccaaagccg cccactgatt cagggtctgg tagctatttg gcagttcagg gagaaattgt
  3131521 ttcacgaacc aggcaaggtt actggccgag gttgggctgc cttcatgtac gaagtaggtg
  3131581 ccggggatgc aatatttccc ccaaacatag gggtattcgg agggggtgat cgcctcaaaa
  3131641 atacgggtgg cgattgacca agtgcccgcc accgcactga gttggcggct gtcgtgtaaa
  3131701 ccagaagtca gtgccgcacc gaccacatca aacatgccgc cgaacactgg tgttcctgct
  3131761 ttcagcccac aggcgttagc cgcatcttca ctgacatgac ctgctaaatc ggctgaaccg
  3131821 ataatcggcg cggttttctc catgacttcc tcaatggcaa aaatcgccat tagttgcgga
  3131881 tcaaaactgc cgttgtattg attataaaga ttgctgccag aaatattggt ttcttcaata
  3131941 gtaaactcac ccgttagacg gtaacggata tagtcatgga ccatgagcac ataaccgctg
  3132001 cgctgatagt tttctggctc gttttccttt aaccaacgca agagggctgc gggatgggat
  3132061 ggccacagtt gttgcaggct acgttcatag gcggcgtgat ctttaccttc ttgctgccaa
  3132121 cggttaacca gtttctgtgc acgggaatcg gaggaaacaa ttccgttacg taccggcagc
  3132181 ccctgtttat ccaccagata taaccctttg ccatgggcag agaaactgat gccaccgatg
  3132241 ttctctgccg caatatgata ttccgataaa gcacatgcct tgttcagcgt ttggcggatc
  3132301 acctgacagg tggcgatcca cagggcctcc atatcgcgct cacagaatcc cgcttgtggg
  3132361 ctaagtaccg ggagcgcctg ttcagtaacg gcaatttcgc tgccgtcggc ggtataaata
  3132421 ccggctttgg tcacggtacc gcccagatca atgccgagaa aatagtggct catgtgtggc
  3132481 tccttagcgg gttaactggc cggattcgtt atcccagcca gccaaccgca ttttgtcttc
  3132541 gatccagtgg cgggcatgga taatttccag caaaggctca gccgcttttt ctgtccacat
  3132601 ctctatcagg aaggttccgc gatagttcag gcggcgcagg gttttaaaca gattaacgaa
  3132661 atcgacacag ccttcaccaa acggcacatc acgaaattgg ccgggggagt cagcggtgac
  3132721 ggcaaaggta tctttcagat ggatcgctgc aatgcggtca atcccttttg ccaattcact
  3132781 gttgacttca ttgccccagg ccgtgaggtt gccgatatcg gggtagacgg taaaccacgg
  3132841 agagccaatc ttgttgtcca gcgccttcca cttactgatg gagttcataa actgggtgtc
  3132901 catgatctcg accgcacaca tcacttgcgc tgccgcggct tgcttcaccg cccaggcgat
  3132961 acccgcttca aaacgtgcga tcgtttcact atcctgcggt tcgtagtaca catcgtatcc
  3133021 tgccagttga atggtacgga tcccaagatc ctgcgccaga cggatagcct gtaacatgac
  3133081 cgtatgcgct tgctcccgcg tggtggcatc gcggctaccg aatggatagc ggcggtgagc
  3133141 cgagaggcac agggttggaa tgcgcacccc ggtctgttga atggcactga tcaccgccat
  3133201 acgctcctcg cggctccaat ccagacgagc cagccgctca tcactctcat caacggacat
  3133261 ttcaacaaag tcgaagccgc aggattttgc taccgccagc ttttcgaccc aactggtgcc
  3133321 cgcaggtagg gctttttcgt atattcctag tgggtgaatg cgcattgttt ttcctcttcc
  3133381 ccttcgtact tgacgttgca gcggtgttag ctgcgctcac tcacccgaat cacttactaa
  3133441 tgtaagctca tcgggattcg ttctcttgct gccttgctgg aacgccaatg actttgggga
  3133501 acccttcgta cttgacgttg cagcggtgtt tatctacata aacagttagc tgcgctcact
  3133561 ggaatcccaa tcacttggcg tgacattttt ttagataatt caaacggttc tgcctcatgg
  3133621 cacgtttggc tttccatttc tctttaaaaa acttaaaggc cagggcgaag atcagggtga
  3133681 taccccagac cgccagatta acgtgcaggc taacgccgag taggctcagc cccgtggcga
  3133741 tcacttgtaa taccagcaga gcgcagaaca catggctcac tttacccaca ccaccgaacg
  3133801 ggttggttcc gcccaagacg atagccaaca cggtaagcaa taaataagag tcgccgtagc
  3133861 ccatacgcgc agagttgaag cgcgacatca tgatcaggcc cgccagtaca cacagcagac
  3133921 tggacatggt gtagatagcc atcatgaccc ggtcagtacg aataccgctg aaccacgtgg
  3133981 cgttaatatt gctgccgcac atataaatcg ttttgcccag gcgagtttta cctaagaaca
  3134041 gcgccagcag cagtgaggcc acgatgaaaa taatcatcgg gatcggcacg cccatcacca
  3134101 cttcggaacc catactgcga acaatcggtg gcatgccact gagcgccgcg cctttggtca
  3134161 gataaacacc gatgccgctg ataatggtca tactgcccaa cgtcactaaa atgggatgtg
  3134221 cgccaatacg ggcgatcatc aacccagtca gtgtgccgat aaccacggca atcagcgctg
  3134281 cccccatcag tgccagcagt agccacatca gttgtgtcgt ggtactggca tctgcgggaa
  3134341 catattggat aagcagccag gccataaaca gactggtcag gtttgcggtg ccaataatcg
  3134401 acaggtttaa tccgccgctg agcatcggta caaacatggc gaaggtcagt aaccccaact
  3134461 ctggcaactg aaacgcaata ctcagaaagg tgttctcggt aaagaaacgg ccaggcatcg
  3134521 ccagactgaa ggccagtgtt gccagacaaa aaatccctaa caagccggaa atggtgccgt
  3134581 cgataggtag aaaacggttc tttttcataa aacacccctg tcagacaaag ccaacatcag
  3134641 tttctttgcg ttttttgtag tgggttacgc aaatggcggc gacgatcacc atgccaatca
  3134701 cgatgttgac gaagtagctg gagacaccga tcaggttgag gccatttttc aggatgccaa
  3134761 tcaggaacac ccccatcagc gtaccaatca cggaccctcg cccgccggat aagctggctc
  3134821 cccctaatac tgctgcggcc agcacatcca actcaccacc gaccagcgca ctaggtacca
  3134881 cttcgctcat gcggtaggtc tgtaacatgc cgccgatggc tgccgccgcc cccaaatagc
  3134941 cataggcaaa cagataaatc agagagacac ggatcccgat acggcgagcg gattctgggc
  3135001 tgcctcccac ggcatagagc tgacggccaa tatgcgtttt attcagcaaa atccaggtca
  3135061 acagcgcgat ggctaacatg atgaccagcg gcaagccaat ctggtaactc tcgccgttaa
  3135121 cggtgaaggg caaaatagag cgctgatcga cccaccagtt gggtaagtca taaatactgt
  3135181 ggccgttggt cagccacatc agcataccga acagcaagga ctgcatactg atggtgataa
  3135241 tgatcgaaac aatattcaga tagtaaatca gcacggcatt aacgaacccg agcaacacgc
  3135301 cgatagctac cgcaatgacc agacagagca ccgggctggc aatcacatca ttaagcaaca
  3135361 aggaggcgac cacgtattgc accacggagg ccacggctgc aaaggagata tcaatccccc
  3135421 cggtgaccag caccacaaac aggccgaggg caaaaatacc ggtcaccgcg tagctttcgg
  3135481 ccaggtccag cacgttttgt attgagagaa actcgcggct aagcagagag aacagggcca
  3135541 acataagaac gatgacccaa gccagccacc cttcgacgga ttgcggtttg agtctgccga
  3135601 aattagccat tgatgacctc cgccagctgt tgttcagtca tttgattcgg gatcagttca
  3135661 ttgacgatac gcccctgctg catatgcagg atgcgatcgc agttgtaata ggcttcgggg
  3135721 atttcatcag agagcagcaa caccgagata cccaccccgg agagacgatg gatcagcttg
  3135781 taaatactgt ctttggcacc gatatcgacc cccacagtag gtgaatcgag aattaacact
  3135841 ttcggtttgg ttaggatcca ttttgccagc accacttttt gctgattgcc ccctgacaat
  3135901 gttgacagcg cgttatcagc atccgtgatt ttgatgtcca aatccttcac ccattcttgc
  3135961 accagcgcgt tctgtttagc gtcatcaacc agataaagtg gagtacggat gcgttgcaga
  3136021 atcgacagca ccatgttgtc ggcgatagat tgttgcaata cggcaccgag ggtcaggcga
  3136081 tcttcagata catagccaat acctagctca atggcacggg tattgtcttt aatgcacacc
  3136141 gggttaccgt caatggtaat cttgccgcta tcaggatggg tgatgccaaa taggctaagg
  3136201 gccaattcgg ttcgcccgga ccccagcaaa ccacacaggc cgagcacttc gccgcgatgc
  3136261 aggctaaacg agatatcgtc gaattgccct ttacggctta ggttttccag ttgcagcacc
  3136321 actttgccta attcggcatt gggtaatttc tgctcgtggg tgagggtcag gccggtcatc
  3136381 aactcggtaa tacgcccggt agaaagctca gtggctggcc aggtccccac tttttcgcca
  3136441 tcgcggatca ccgtaatgcg atccgaaatc tctttcactt catctaatcg gtggctgacg
  3136501 aagaccacgg taatgtgctt atctcgcagg taatttactg tgcgtaataa ttgattcact
  3136561 tcggtgcgcg tcaaagaggc ggtaggctca tccataatca ccaagcgcgc atcggcaacc
  3136621 aacgcacggc agatagccac ctgctggcgt tgggcaatgg gtaaatgttg taccagcgca
  3136681 tcgggatcga gactaaaagc cagttcatgc aagatctggc aggctttttg tttgattttc
  3136741 tgcttgttga accagccgaa gtaacctttc aagttatatt cgaaggcaat attttcggct
  3136801 accgtcaggt tagggaacag cgaaaggtct tgataaatca cctgtacgcc caaagcgcgt
  3136861 gcgcgatcag gcgtcaggcg gtgataagat ttttcatcaa tgataatttc actgccgtca
  3136921 tctggggcat aaacgccact aatcgtctta atcagcgtac tttttccgca accattagcc
  3136981 ccggccagac agtgaacttc gcctttattc aacgtcaacg tgatattttt cagtgcctga
  3137041 tgaccgccaa agcttttgga cagcgctttt aacgtgataa gcggcacgtc tctatcaaca
  3137101 tcagaaatat gagtcatcgt gcagttcccc ggaaaacggc cttaaaaccg cgggtcgaaa
  3137161 ataaatatcc tccggcatag ccggaggttt ttcatatgcg cctataaggc tctgttacca
  3137221 gccgcgccct aacaggcgca tcgcgatctg acatttgcat ctatggatta cttacggccc
  3137281 gtaaacgggc taccgggata cgggatcgag agttgctcac ccattttatc ctcttccaat
  3137341 tggtgcttta tgtattcttg tatcctggcc gtgtttttcc ctaccgtatc aacgtaatac
  3137401 cctcgacacc aaaactccct gttacggtat ttgaacttca aatcgccaaa ctgctcataa
  3137461 agcatcagac tgctctttcc cttcaggtac cccataaatc ccgagacact catcttgggc
  3137521 gggatctcca gaagcatatg gatgtgatcc acacagcatt ctgcttccag gatattcacg
  3137581 tttttccatt cgcacagttt tcttaaaata ctgccaatcg ctctgcgttt ttccctgtag
  3137641 aacacctgcc ttcggtactt cggcgcaaaa actatatgat atttacagtt ccatcgggtg
  3137701 tgcgctaagc tcttttcatc cctcattggg accccctttt gatttcttgt tgaacatttg
  3137761 cagttgccag accgcaaact gttttaacaa atcaaaaggg gtttttataa ctgacccaaa
  3137821 gctgaaagct ttactgaacc cccagcctag ctgggggttt tctgggcaca ataagggccg
  3137881 ggcaggtgag tacccggctt atctccctcg ctgattacgt ctacctacaa cgctaattat
  3137941 cttgggtaaa atcatctttt ttagtttgcg cggtgcttat aaaccgagct tcaccagacg
  3138001 tttggtattt tcgatatcca gcttttcagg gttatcactg aggatggtat tgccttgggt
  3138061 tttgatttcg cccatatcac ccagtttgac gccatctttg ataggctcac cattcatcat
  3138121 ggcggtagcg acctggacga agactttacc tgcgaccatg gggttggaga tgtaaccgcc
  3138181 atcaatggcg cctttttcca gcaacttaat gccctggcct ggtgtgaagg tgccgaagac
  3138241 acaggtggta tcgttctttt tacgcttatc aatagcccgg ccagccccaa tagggccttg
  3138301 tgaaccaaaa gacataatgc ctttcagatc tttatgttta gataacaaat cattggcagt
  3138361 acgcatggag tcatcgacag actcggcgac accgaagcgg tcttcaacca gcaccatttt
  3138421 cgggtaattg gctttttgat aagcaatggc ggcatctgcc cactcattga ccagtggcac
  3138481 ggtcaggctg ccaacaaaca tggcgtattt gccttcttca cccatacact gcgccatatc
  3138541 tttcatatgg ttagcaccca tgctctgggt atcgagcaat tcaaaatccc agtcggcgtt
  3138601 gatctgaccc ggtgactcgt gcgtgataac cttaataccg gcttcttgcg cccgcttcag
  3138661 tacgggctcc aacactttgg catcattagg aaccaccccg atgacatcga cttttttggc
  3138721 aattaagtct tcaatagccc gcacttgctc agcgggatct gcggtcgttg gccccacctg
  3138781 ccaagcgtta acccccaatg cctgaccttc cgctttgata ccttgctcca ttacattgaa
  3138841 ccaaggaata ccccccactt taaccacgac acccagggta aacggcttat tcgccttttg
  3138901 tggtgtgttg ctgtcagcag accacgccgc atgggaagcc agcaaggtcg ttattaagca
  3138961 aggtaatatt aactttctca tcattacatc ctctgaaagc gcaataggta aggccggctt
  3139021 tataatattg atataaagca gattggcttg tttttgttgt atggctattt tttggtgcaa
  3139081 cggttctctg gtgttaacgc ggttaacttg atgatgtcaa taatccttaa ttaatttgcc
  3139141 tctatttatc ggattcaata atatttaatt taggattatc gctgcgatag ttttgtgagc
  3139201 ttaatctatt ggtaataaga atatcgactt catctaacgt acatatttta caaaatgcgt
  3139261 attgatcgaa tttactggag tctgccaata atattttttg cccagacact tgcaacatta
  3139321 cctgcttcaa tttggcatta atatcattgc catctctaac gccactgtct tggttaatcc
  3139381 cctgacagga gaagaaaaag gtattaatct ggaaattcct gatggcattt tctgccacgg
  3139441 ggccgtggaa gtcatcgtga cgagctgagt attcaccgcc aatcccaatg atgcgcaatt
  3139501 tgtcacggca ggctagcgcc tgaataatct ttaccgaatt ggtcactacg gtaatttcaa
  3139561 tatctggaat ttgtcgcgct aaaaaccaac acgagctgct gttatccagt aaaatacaat
  3139621 cgccagggcg gataaactgt aatgctgctt tggcaatttt cattttagta tcagggtgct
  3139681 cctccgttcg tttacggaag gactccgccc tatcgatgac attgaggcca tcgtgaattt
  3139741 ctttaatatc aattaccggt atttcagggc tatccagtgc gacagcgccg ccaaaactgc
  3139801 ggatcagttt ttgttttttt tgcaacaccg tcaggtcacg gcgaatcgtc tcctgcgata
  3139861 cctggcacag aaccgatagc tcggtgacca gcgcggaacc ttgttgttgt acatgagtgc
  3139921 aaataatttt atggcgttca gcttgtaaca tgcttacctc aacactctgt acttatcgga
  3139981 ttgtacttat cgggctggac ttctctaaaa ataagcacct gttaaattca tgctgctata
  3140041 ttgatgctaa tctgctgttt atacagtgac tgaattcaag gattgcttta agcccctttt
  3140101 tacccgccat ttatgagatt aaagtcacta tttataatgt aattaatacg ctatataact
  3140161 ttaaaatggg ttattaatca cataaaaacc ccctctttat tcattaacta gtcacgcatg
  3140221 gtaataaaaa ctcaaactcg ggcattaaaa taatgactaa atatgaccga attagaccga
  3140281 tttggtttgt ttggggcttt tgttcctgtg ggtgacttta atttaaccct aaatatcgtt
  3140341 aggttagttt acggctacat tttattggcg tcttaaatta tggctagcga aaataatagc
  3140401 ctacataaat agtggtcata gaaagcaaat ggtgatcagg gaaaaaataa tgatcatggg
  3140461 aaacaagccg tgatcgtaga aaagagtatc tgccaataat cgccgccgtt aatcacaggt
  3140521 gttagctaat agccatattt aaacaaaggc tattttttaa gcaaaggcta ttagttaaat
  3140581 gacatcattc gaataccgaa tgatgttttt cattatcgcc tgcccatctg aatactattt
  3140641 catgaggtgc acgatgttag aacagttaaa acaacaggtc tttgaggcta acttggcact
  3140701 ccccaaatat aagttggtga cattcacgtg ggggaatgtt agcggcattg atcgcgaaca
  3140761 tggattggtg gtgattaagc cctctggcgt tgaatatgat gtcatgagcg tcaatgacat
  3140821 ggtggtggtc gatttagcaa ccggcaaggt tgtggaaggg gataaaaaac cctcgtcgga
  3140881 tacggatacc catctggtgt tatatcgagc tttcgctgag attggcggca ttgttcatac
  3140941 gcactcacgc catgccacga tttgggcgca ggcgggcaaa tcattatctg cattgggaac
  3141001 cacccacgca gactattttt acgggccgat cccttgcacc cgcttgatga ccgaggcaga
  3141061 aattaccggt gattatgagc atgagaccgg taaggtgatt gtggagactt tcgctgaaca
  3141121 ggggctgcga gcggcagaca ttccggccgt cttggtcaat ggtcacggcc ccttcgcgtg
  3141181 ggggagcaat gcggctaatg cagtacacaa tgccgtggtg ttagaagaga tagcctatat
  3141241 gaatctgttt actcatcagc taacgcccgg cgtaggagat atgcagcaga cgttgttgga
  3141301 taagcattat ttgcgtaagc atggggctgc ggcgtattac ggccaataaa tccccttcgt
  3141361 ccaatcccct tcgtccttga cgctacagcg ttgttagctg cgttcactta cccgaatcac
  3141421 ttaacggtcg ttgattttaa aataaataga ctcatcggga tgcgttctct tgctgcctag
  3141481 ctgtagcgcc aatgacgttg gggattcttt tcggtcttcg agattacagc gttgttagct
  3141541 gcgttcattc atcacaaaag tggcaaatgg gcacccactc tcagcgcttt attgattcca
  3141601 gacaaactcc cccctcctcg aaagaggtaa ggtccgtcgt agcaggaaga caaatttatt
  3141661 atcctactta taaaaactcc tttaatcggg ccattgcgct ctcactgaag cccccaatct
  3141721 cctgctgatc tgctcatttt ttttgaatta ttcgggcgcc atccacactg ggtgactctc
  3141781 attttctgga atgcaactaa gtgggaatct tatgaaagag accaacgaat cccggctgtt
  3141841 aacgacaggt gtcacccgcc gaaaactggt ccaaaccacg cttgtcggcg gactggctat
  3141901 ggcaaccggg gcgttttcgt taccgttctc ccgtaccgca cgagccgttc aatccgcact
  3141961 caaccccacc tcagccaacg acggtaaagt gatctggagc gcctgcaccg ttaactgcgg
  3142021 cagccgctgc ccgctgcgta tgcatgtggc tgatggcgaa ataaaatatg tcgaaacgga
  3142081 taacaccggc gatgatgatt ttgaggggct acaccaggta cgcgcctgtc tgcgagggcg
  3142141 gtctatgcgc cgccgggtct ataacccaga ccgcttaaaa tacccgatga aacgaatcgg
  3142201 tgcccgtggt gaagggaaat tcaaacgtat ctcgtgggaa gaggcattcg agactatcgc
  3142261 tggcagcatg cagaatatta tcaaggaata tggcaatgaa gccatttacc tgaattacgg
  3142321 taccggcacg ataggcggca ccatgacccg ctcttggccg ccgggcgcga cgctcttggc
  3142381 tcgcttgatg aattgctgcg gtggctacct caaccagtat ggtgattaca gtaccgcaca
  3142441 gattgccgcg ggactcaatt atacctacgg tggctgggct gacggtaaca gcccgtccga
  3142501 tatcgaaaac agtaagctgg tggtgttgtt cggtaataac ccggctgaaa cccggatgag
  3142561 tggcggtggg gtcacctatt atctggagca ggcacgagag aaatccaatg ccaaaatgat
  3142621 cgtgattgac ccccgttata ccgacaccgc agcaggccgt gaagatgaat ggatcccact
  3142681 acgaccaggc actgatgccg cattggcctc tgcgttagct tatgtgatga tcactgaaaa
  3142741 tctggtggat caacccttcc ttgaccaata ttgcgttggt tatgacgaga agacgctacc
  3142801 agaaggcgca cccgaaaata gtcactacaa agcctatatt ttagggcagg gcgcagataa
  3142861 aaccgccaaa accccacaat gggcagcggc tatcaccggt attcccgccg caaaaatcat
  3142921 tacgctaggc cgtgaaatag ggtcagtgaa gccggcttat atttcccaag gttgggggcc
  3142981 acaacgtcat tccaacggcg aaaacaccag ccgagccatt gccatgttgg caatcttgac
  3143041 cggtaatgtc ggtattaatg gcggtaactc cggtgctcgt gaaggctcct acagcctgcc
  3143101 gtttgtccgt atgcctacct ttgaaaaccc agtcaaaacc agtatctcta tgttcttgtg
  3143161 gaccgatgcc attgagcgtg gacctgaaat gaccgccacc cgtgatgggg ttcaggggaa
  3143221 agataagctg gatgtcccga tcaaatttat ttggaactac gccagtaact gtttggtgaa
  3143281 tcaacattct gaaatcaatc gcacccatga cattctgcaa gacgataaga aatgcgaaat
  3143341 gattgtggtc attgataacc acatgacctc gtcggctgaa tatgccgata ttatcctgcc
  3143401 agactgtacc gcttccgagc agatggactt ctgtctggat gcctccagcg gcaatatggc
  3143461 ctatgtcatt tttgctgatc aggtgattaa accgcgtttt gagtgcaaaa atatttatga
  3143521 catcaccagt ggattggcaa gacacatggg ggtcgagcag aagtttaccg aagggcgaac
  3143581 gcaagaagag tggatgcgcc acctctatca gcaatcgcaa gctgcaatcc ctgaactgcc
  3143641 ttctttcgag gatttccgcg ctcagggcat gtttaaaaaa cgagacccgg caggccatca
  3143701 cgttgcctat cacgatttcc gcaccgatcc ggttgctaac ccactgagta ccccatcagg
  3143761 caaaattgag atctattctg cggcgctggc cgagattgcc gcgacttggg aactgcaaaa
  3143821 agatgatgtt atcgatccgt tgcccgtgta tgccgccggt tttgaaagcc atgttgatcc
  3143881 actgattgaa cagtatccgt tgcaattaac cggcttccac tacaaggcca gaacccactc
  3143941 cacctacggt aacgtagatg tgttgaaagc ctcctgtctt caggagatgt ggattaaccc
  3144001 gatggatgct gaacggcgag ggatcagcaa tggcgatatg gtgcggatct tcaatggccg
  3144061 tggtgaagta cagattaatg ccaaagtcac tccgcgcatg atgccggggg ttgtcgcttt
  3144121 gggtgagggg gcgtggtaca gccccgatgc gaagcgtatt gatcgggcgg gcagtatcaa
  3144181 cgtattgacc acccagcgcc cctccccgtt ggcgaaaggg aacccatccc acaccaacct
  3144241 cgttcaagtc gccaaggcat aaggagctga ctgatgacaa cgcaatatgg tttttacatc
  3144301 gactccagcc gttgtacagg gtgtaaaacg tgcgagttgg cctgcaaaga ctttaaaaat
  3144361 ctctcaccgg atgtcagctt tagacgtatt tacgaatacg ctggcggtga ttggcagcag
  3144421 gataacggga catggcacca gaatgtgttc gcttactacc tgtctatcgc ctgtaaccac
  3144481 tgtagtgacc ccgcctgtac taaggtgtgt ccgagtggtg ctatgcataa gcgtgatgat
  3144541 ggttttgtgg tggttaacga agatatctgc atcggttgcc gctactgcca tatggcctgc
  3144601 ccttacggtg cgccgcaata tgatgctgaa aaagggcaca tgaccaagtg cgacggttgt
  3144661 tacgaacggg tggcggtagg gaagaaacct atctgtgtcg attcctgtcc actgcgtgca
  3144721 ttggatatgg cccctatcga tgaattacgc gaaaaatacg gtgatttagc tgaaattgcg
  3144781 cctctgcctg ccgctcactt cacgctgccg aatatcgtac taaaacctaa tgccaacagc
  3144841 cgcccggtca gagataccac cggtcatctg gcaaacccga aggaggtata acatgggctc
  3144901 aggatggcat gaatggccac taatggtctt taccgtactg gggcagtgtg tggtcggggg
  3144961 ctttattgtt ctcggtctgg cactgatatt cggtggtttg agtcgcgggc aacaacagcg
  3145021 ggttcaccgc agcatgtttg tgctttgggt gctgatggca ctggctttta tcgcctctac
  3145081 actgcattta ggttcgccaa tgcgggcgtt caactcattg aatcggatcg gtgaatctgc
  3145141 actgagtaat gagattgccg ccggttcgtt gttctttgct gtagccggtt tttactggtt
  3145201 gttggcggtg ttggataaaa tgcctgccgc gcttggtaag atctggctgg tggtggcaat
  3145261 ggtgttgggc gtgatctttg tctacgccat gtgccgggtc tactccatta atacggtacc
  3145321 gacgtgggac agtatttata ccccgctggg ctttgtcctg accacgttga tcggtggccc
  3145381 gctattgggt tatctgttgc tgcaattggc tgatgttaat gggcgggcga tgttacaact
  3145441 gccgatgatc agcgtattgg cactgatcat cagtgtggcc agtgtcatta tgcaggcggc
  3145501 cagtttgccg ctgatttata gctcggtaca gcaagcttca gcgctgatcc ccgactatgg
  3145561 ctcattgatg gtatggcggt tagtgctgct ggtgttgggg cttggctgct ggatttgccc
  3145621 gttgatcaga ggccgtcgcc cgatgacgct ggtgatggtc ttgggcacgt tactggttat
  3145681 tgccggtgag ttgattggcc gtggggtgtt ctacgggtta catatgacgg tcggtatggc
  3145741 ggttgggggc taatctccag acggcggtga cactttggct attctgggga gcgcccagaa
  3145801 tagctttgct ctgcctcatg gcgtgctaaa accacggtca tacagggctg aacaacatga
  3145861 tcataacaat atggtcgtaa gaaaatggtc gtaagaaaat gattaaaaca gatatgactt
  3145921 atcaagacat tgtttataaa gatactgttt atcaagacag tgtttatcaa aaaatcggac
  3145981 taacggggcg agtgctaggt gcgctttttt attgtgagcc ggatagcgcg gagtgccgcg
  3146041 atattgtggt gcaattgcgt aatggcacgt gggccgctga atggccttat ggtggtgcag
  3146101 acgaactaat gccgattgcg acattattgg cggcagctca atcagatcag tatcaatcca
  3146161 ttgctcatca atcagcggca gccccattag cagaaacatt ggaagaggct tggcagcggc
  3146221 tgtttattgg tccatatgcc ttgccagcgc cgccttgggg ctccgtttat ctggataaag
  3146281 acatggtgct gtttggcgac tccacactaa aactgcgtaa ctggatgcag cagcggcatg
  3146341 ttgaagtcac attgaaacag caggagcctg aagatcattt cggtttattg atgatgatgg
  3146401 cggcctggtt ggcagaacat cagccggtcg atctcccggt tttgttagct gatcacttat
  3146461 taccctggag ttatcgttat ctggcgttgt tgcaatccga tgcaggccac ccgttttatc
  3146521 aagggttggc acagttgacc accctgacct tggcccattg gcaacatgaa ttgcaagtga
  3146581 caccggctgg ggttgagtta tatcgctaaa tctgaactta tttatttcaa cctgaactta
  3146641 tttatgtgat aacccgcgtg attttttacc gatattaccg gtcaggctaa tcagtgaatc
  3146701 aagggggagc cggttttttg attggcatct tcagaaacgc caaggcgtga tacgggtaat
  3146761 catgtggctg cgcccgctgg ctgtattctt taactggttg cattctttaa aatgtcccgc
  3146821 aaacgcggga caaagagaaa cggaacaatt taacctctct tcttcttaac ctctcttctt
  3146881 cggcatcatg cgcaagagag tattatcttt caaaacgtaa tgatgcagta aggccgcaag
  3146941 agcatgaagg ccaataacaa aatagctcat attggccagc aataggtgat acgcctttaa
  3147001 tgtatccgcc agatcaaaat tcgcctgctc ggcatggggc atgatcagac caaaggctat
  3147061 ccacgagctt ccgcgacagt aaagtatggc gataccgatg ataggcaacg cgataaacag
  3147121 taagtagata acccaatgcc ctacatgcgc caaccctact atcataggac taggcttcgg
  3147181 tactattggt ggtgtcgggt acctcagttg tatcaatatc cttgtcatca tcaacaccag
  3147241 gatggcgatc ccacaggaaa agtggatcat cttcatccag ggctgatagc tacgaggtgc
  3147301 aaacccgcgc aactctatgg agctccaggc gataatgacc agcaatagga ctagccaatg
  3147361 aatacctatt tgcaggcagg aatacttctt gtgcatatgt tttcctgaaa tatacccgtc
  3147421 gcccttcacg atgcaggggg ttagctgcct acctgcatct tgaagtcact tgggtatata
  3147481 attattttat ataaatacct gtctggagat atattcaata ctcctctatg aattaataaa
  3147541 attttaacga tatctactat gataggtatt acgaatgttg attacttccc caaccgattt
  3147601 ttttacctcc tgaatatttc cttcttccgc ccattgtttg gttttgtcta tttgttctat
  3147661 tagtagatca aaaccatgcc gatagtcttt tatttccgga ctgtcctcgg ctttcccttc
  3147721 aagcttgggt ggaatggctt tttgagcatc aagggcggca ttacgcattt tttccagtga
  3147781 tgaggtaatg acctttgtat cggttgatga acttacaatg cccaaattgg ctatcagaat
  3147841 attcatatca tcctgaaggc tcgcggcaaa agtacaactt gtgatgagta atgagaaaac
  3147901 gcccgcaatt attggaattt ttcgcattat cgttacctct tattattatg attttcttct
  3147961 cttataaata gaggggggaa gataaatcct cccctctatt tagttagtta ttttttatat
  3148021 caaagcgatc aaggttcatg actttttccc atactttagt aaagtcatga acaaattttt
  3148081 ctttggcatc atcagaggca taaacttccg caaccgctct gagttcaggg tttgaaccaa
  3148141 agactaaatc tacagaactt gctgtccatt taagtttccc tgttttccga tcatacccat
  3148201 cgaaatatcc ttcagcttta ggtgatttag tccatttggt tgacatatca agcaggttaa
  3148261 caaaaaagtt gttattaagc tgccctggcg tattcgtcaa cacaccagcc ttagaccctc
  3148321 ccgagttaac atccagtaca cgaagtccac caatcagtac tgtcatttca ggcacggtca
  3148381 gttccagttt attcgcccga tcaatcaacg acgcgatagg cgaaagcgta tttctttttg
  3148441 catcgtagta attacggaat ccatcggctg tgggttccag taccgcgaaa gaactgacat
  3148501 cggtttcttc ctgagaagca tctgtccgac ccggtgtaaa tggaatactg atactgtatc
  3148561 ccgctttttt agctgcatcc tcaatggctg catttccgcc cagaacaatc aggtccgata
  3148621 gggatacttt tttaccatcg cttctgtctt tattgaaatt gttctgaacc tccatgagtg
  3148681 ccgccagtac actgtgtagc tctgcgggat cgttgactgg ccagtctttt tgtggtgcca
  3148741 gacgaattcg ggcgccgtta tcaccgccac ggaaatcggt accacggaat gtggatgctg
  3148801 aagcccaagc ggtcttaatc agttttgtat cagataaacc tgtcttcaat attttatctt
  3148861 tcagttcaga aatatccgca ctgtcaatca tcttataatt ggcagcaggc agcgggtctt
  3148921 gccagataaa tgtttcttta ggtacctcat cccccaaata acgggctgct ggccccatat
  3148981 cacggtgtgt cagtttgaac cacgcgcggg caaatgccat cttgaattct tcagggtttt
  3149041 ccaggaaacg tgtcgttatt ttcttgtatt caggatcaac ttttagggca atatccgttg
  3149101 tgaacatcat caaaggatgg aacttagttg gatcggttgc atctggaacg acattggctg
  3149161 catttttagg cttccattgc caggccccag ctgggctctt ggtcaatacc cactcatgtt
  3149221 tgtataaatt actcaggtat tgcatcgtaa aatgcgtagg atcggttgtc catgcccctt
  3149281 ccaacccact ggttatcgtg tccttaccat tacctgaacc acatttattc gcccatccta
  3149341 aaccttgttg ttctagcccc gcttcacccg gtgctgcacc caggcatttt tcaggagacg
  3149401 ctgcgccatg cgctttaccg aaggtatgcc ctcccgcaat caatgccacg gtctcctcat
  3149461 cattcattgc catcctggca aacgcttcac gaatatcttt tgccgcagca accgggtctg
  3149521 gtttaccatt tggtccttca gggtttacgt aaatcaaccc catttgtgtc gccgccagcg
  3149581 gtttgggtag cttgccattt ttatccctgt tatcagacag catcttgttg cctgcccccc
  3149641 agtagaccag atcggattgc caatcatcct cacggcctcc tgcaaacccc agcgttttaa
  3149701 accccataga ttcgagcgcg acattgcctg taaggaccat caggtcgccc cacgatattt
  3149761 tagcgccata tttctttttt ataggccaca gaagccgacg cgctttatca aggttggcgt
  3149821 tatctggcca gctattgagt ggctcaaatc tttgctgccc gccatcggca ccaccacggc
  3149881 catcatatat gcggtaggtt cccgcaccat gccacgccat acgaataaag aatggaccat
  3149941 aattaccata atcagcaggc caccagtctt gtgatgtggt aagaactgtt tttatatctt
  3150001 tctttactgc ttcaagatcc agtgttttaa actgttgagc ataattaaaa tcctttccgt
  3150061 aaggattgga ctctatatta tgtaaacgga gtggagagag atcgaggctt ttgggtaagt
  3150121 aaaaactatc agtcttgggt gcttctgctg cccaagccgt aggtgtatta tgtacaatgg
  3150181 cgagagttat tagtacgggt aagatttttt ttaacatata taagtcccct ttaactaaaa
  3150241 ggcaactatt ttttaacatg attaaattgg aaaatacaat tcgttagtcc tattaatatg
  3150301 atagattcta tctattattg ataagggata tataggattg atggcctgcg aatattgcgt
  3150361 taaataatgg ttacatgggc agtttctaag agggaataac cacgtctgac aatgatgctg
  3150421 atcgaatcgc gagaatagaa gaagataggt ttctataaat aacgctgtgt cactgccgct
  3150481 atattaattc aaggtgttcg ctcatacggc acgaagataa aatgcccctt acccactgcc
  3150541 cattctggat cggcaggctt tctttttcgc tccacccccg cgagtcactg taaaagtgcg
  3150601 tttgtttctg agacatcccc tctcccttat cgactaattt gtgaccgact tctactttcc
  3150661 ttgctctgac attggacaag gcgtagggcg tttgtattat tagattgaat ataaatttaa
  3150721 tggtgaatat atattcaatg cggagaaaaa taatgaaaaa taccctactg aaatcctgtc
  3150781 ttaccgcagc attaatctca atggcaggcg ttgctggtgc ggccagcaat ggtctgatcg
  3150841 ccatcatcac cccctcccac gataatccgt tctttaaagc agaggctgaa ggtgccaaag
  3150901 cgaaagcgac ggaactggga tacaccacac tggttgcttc gcatgatgac gatgtgaaca
  3150961 aacagaacca actcattgag accgctatcg cccgtaaagc caaagcgatc attctggata
  3151021 acgccggctc tgacgcgacc atcggcccat tgaaaaaagc caaagccgcg ggtatcccgg
  3151081 ccttccttat tgaccgtgaa atcaatgaaa ccgggattgc cgtctctcag attgtctcta
  3151141 acaactatca gggcgcgcag ctgggcgcgg agaagtttgt cactctgatg gggggcaaag
  3151201 gtaaatatat tgaattactg gggcgcgagt ctgacaccaa cgctcatgta cgttcgcagg
  3151261 gttatcacga cgtcattgac gaacatagcg acatgaagat ggttgctcaa cagacagcaa
  3151321 actggagcca gactgaagca ttcaaccgta tggaatctat tttgcaggct aacccagata
  3151381 ttacaggggt catttccggt aacgacacga tggcattagg ggccgaagcc gcattaaaag
  3151441 cggcgggccg caatgatgtg gtggtggtgg ggtttgatgg cagtgactat gtccgcgact
  3151501 cgatcattaa caacggcaat atcaaagcca ccgtattgca gccgggttgg gcgcaagcac
  3151561 aaatggccgt tgtccaggcc gatcagtatc tgaaaaccgg taaaaccggt ctggaagaga
  3151621 aacaactgat ggactgtgta ttgattgacg aaaataacgc taagaacctg aatgtctttg
  3151681 cgctgaaaga ctagccgcta caggcgtgtt cgctaaagcc agtgcgataa aacatccgct
  3151741 ttagccgtaa tgaggggcga catcgcccct cctttcagga ggcattatga ggttccgtgc
  3151801 gatatcgaaa gcaggcgctt tgctgatgat cagtgctgta ctggtggcgt gcaccgtcgt
  3151861 ggatttggat gaaaatggca aaccgatcct gccggtcgat ccgaacgcgg tggtcagtga
  3151921 ctataaccag acgccagata aagtggcggc caccatttgg gcgaaaaatg tcatgccatt
  3151981 tgccaacagc aacgccatca gttggcaaga ggtgaaacaa cagcaaagcc agcctgcggt
  3152041 cgggaaaaat aaccaaagcc gctttgtccg ctttaccggc aaggtcgtgg cagtagaaac
  3152101 cgaaggacgg gaagggctga ttcgtttggc tatcgacggt gatgaacagg tcttgcaatt
  3152161 ggggccaatt gtcaaaggta atgctattcg cgatgcctcc acctttatcc gctttgacga
  3152221 ttttaaaaac caggtgcaat acgcccaact tgccaaggca ttaagtctgc gtgcgttgca
  3152281 ggaggtggcc aaacctgatg ccagttggat tgggcagcag gttgaggtac tggcggcagt
  3152341 cacattgaca ccaaccagcc tgagcaatgg tgtgccactg agtttgaata aggagagcca
  3152401 ctgatgaacc acagacctga cattgtcatg cgtgctgagg acatttcaat gcgttttcct
  3152461 ggcacattgg cgctcgatag cgtcaattac actgtttatc gcggcaaagt taacgtcatt
  3152521 attggcgaaa acggggccgg taaatcaacg ctgatgaaaa ttctggccgg ggtgcagcag
  3152581 caaacctccg ggcaaattta cctaaacggg cagaaggtca gcattgccaa tactcgtgag
  3152641 gcggcagcgc tgggcattgg catggtgcat caggaactga atttatcgga aaacctcaat
  3152701 gtggcggaaa atatttttct tggccgcgaa atccagcacg gcttgaaacc gatcaatcag
  3152761 gcagcgcagg aacgggttac tgaacaactg atggtgcgtc ttgatcaggt catttcacca
  3152821 caagagaagg tgtcaaacct gaaagtgggc caacaacagt tgattgaaat tgccaaggca
  3152881 ctggcggagc aggccgatat cctgattctg gatgagccga cctcggccct cagtaaaacg
  3152941 gaggtggatg ttctgttccg tgtgatccgt gaactcactc ggcaaggggt ttccatcgtt
  3153001 tatatttctc accgattgga agagttaatg gcgattggcg actacatcac tattttacgc
  3153061 gatgggcgct ttcaggctga agccgcagta aaagacattg atgtgccgtg gattgtgcgt
  3153121 gaaatgctgg gtagcgatcc ggtttccagc ttccttcgtc cggggcgtac ctttggtgaa
  3153181 ccaatgatgg aggtggaaga tgtcaccttc atcaatgaat ccggtaatac cgtggttaat
  3153241 catgtctcat tgcacgtccg ggcaggcgag attgtcggta tttatggcct gatgggggcg
  3153301 ggccgtaccg aattgttcga atgtttactg ggcacgcaac aaaactatct tggcaccgtt
  3153361 cgcctcaatg gcacggtcat gaatgccaaa acctccaccg cagagcgtat ccgctttggg
  3153421 atgagcctgg tgccggaaga tcgtaaaaaa gccgggattt tccctgcttc atcggtcgcc
  3153481 tgtaatttga ccatctccag cttatggcgt cggctgaaac accgttttgc tatctggcag
  3153541 gagagtgaag tgcaagtggt ggcagcgact atcggtgagc tgtcgatcaa agtttcttca
  3153601 cctgatgtcg aaattcaggc actcagcggg ggcaatcaac aaaaagtggt cattggccgc
  3153661 tcgttactga cccgcccgaa cattttgcta ctggatgaac cgacgcgtgg cattgatgtt
  3153721 ggcgcaaaag cggatgtgtt tgaaatgatg gtgaaactct ctgagcaggg gatcggcatt
  3153781 ctgttttcca cctccgacct aaaagaaatt atggcggtat ccgaccgcat tctggtgatg
  3153841 tcgaacggca aactgacggc aaatttatcc cgtcaatcgg ccagtgaatc ggcattggtt
  3153901 acagcaagcg cacaagggtt tgaatgatga aagcaacaac tggcacggcg ttggcgagtc
  3153961 acctgcccgg tggagcgtca tggtcacggg aaaatatgct gctgcttctg ttaaagatgc
  3154021 gcacctttat tgccctgttt ctgatcctgg gtttcttttc aatcatggtc cctgggttct
  3154081 tagccacggg gagtttgatc atcatggtga agcatattgc gattaatgcc ttcctcgcat
  3154141 taggcatcac ctttgtcatt atcaccgcag gtatcgatct ctccatcggc gcgacgctgg
  3154201 ggctgtgcgg catgattgcc ggttggatga tcacccaagg cattgtcttg ccgatgtttg
  3154261 gcatcgctat cttccccagt gtttgggttg tggttccggt ggtgttagtt atcggggcac
  3154321 tcatcggtgc ggttaatggc tggatcatta ctcgctacaa cgtcgccccg tttatttgca
  3154381 cccttggcac catgtatgtg gtgcgaggtg cctcgatgtt gatctctggt ggcgaaacct
  3154441 tccccggctt acaaggcaat ccgcaactgg ggaataccgg ttttgacctg ctgggctcgg
  3154501 gaacgctact ggggttgccg atcgccatct ggatcatgtt cattctggcg ctggtgattg
  3154561 cttacgttgc ccgccgcctt ccgtttggcc gccatgttta tgccatcggg gataacgaac
  3154621 gcgctgctga actttctggt gtcaaagtgc gtcaggtgaa agtctgggtt tacaccctat
  3154681 ccggcttctg tgccgcgata gcggggatta tcgtgtctgc ccaattggtt gccagccacc
  3154741 cggccaatgg cagtggcttc gaaatgaatg ctatcgccgc tgttgttctg ggcgggacat
  3154801 cgctggcagg cgggcgaggg accattcttg gtacgctgat tggcgctttt gttatcggca
  3154861 tcttggctga tgggctggtg atgatgggca tcagtgaatt ctggcaaatg gtgatcaaag
  3154921 gcatcgtgat tatcgtggcc gtgattatcg atcagatgca aaaccggatg cagcacaagg
  3154981 cggcgattgt gtcgcaaaaa gtgaccgcca tcccctctga cgtcacctct caggcgggaa
  3155041 tcatctctca gacggtaaaa agtgagtagc ggccaggtca cgcgtggata gcggctaaag
  3155101 ggctgagcgg atcgacgtga agtgagctga actgaggtga actgaactga atcacaggcc
  3155161 actgcatacg gcagtttgag tgtggtgagc cacaacgcac tgaagacgtt atgccggagg
  3155221 ggggatctcc ggacaggctt gatgaaagct atttttttag tctcatcgag aataaatatt
  3155281 cggtaatgag taaaaattca agagaggtaa tgtcatgaat ccgtattcac tgtcaatcga
  3155341 tgagctggtg agaaaggcgc gggcgatccg ccgccgtatc gtcctgctta atgcgaacag
  3155401 ccccgcaggt gggcataccg gtgctgatct ttcgcaggta gagattctga cggcactcta
  3155461 ttttcgtatc ctcaattgtg cgccggagag gcttacggat ccggagcgcg atatctatgt
  3155521 gcaatctaaa ggccatgcgg ttggcggcta ttattgctgt ttggccgaag cccgttattt
  3155581 cccggaagag tggttggcga cttatcaacg tgccgactct catctgccag gccaccctgt
  3155641 aaaacacaaa acgccaggca ttgaactcaa taccggggct ttagggcacg gtttaccggt
  3155701 ggcggttggt atcgcactgg cggcaaaacg agccaacagc aaacgtcggg tctttgtcct
  3155761 gacaggtgat ggcgaactgg ccgaaggcag caactgggaa gcagcgttag tggctgctca
  3155821 ctatcaatta gacaatctgg tgatcatcaa cgacaaaaat aaactgcaac tggcagggac
  3155881 cactaaatca attatgaata ccgatccgct ggcagataaa tggcgggcgt ttggtctaca
  3155941 agtcactgaa tgccgtggga atgacatgca atcggtggtg gaaacactgg agaccctacc
  3156001 acaaaacggt aaacccaatg tggtgatcgc caacaccgaa aaaggtgcgg ggatctcgtt
  3156061 tattcaaggg cgtgtggagt ggcaccaccg ggtgccaaaa ggtgctgaaa ttgatctggc
  3156121 gctggaggaa ttaaacgatg agtaatgcag aacatttggc ctcagtgatg gtcgagcagt
  3156181 ttatcaaggc ggtcgataac ggcgttgatt tggtccccgt ggttgctgac tcgacttcaa
  3156241 cggcaaaaat tgggccgttt atcacacgct tccctgatcg ggtggtcaac gttgggattg
  3156301 ccgaacaggc gatggtgggc atggcggtcg gcctatccat gggggggaaa attgcggtga
  3156361 cctgtaatgc cgcaccgttt ctgatttcgc gtgctaacga gcagttgaaa attgatgttt
  3156421 gttacaacaa cagcaatgta aaactgttcg gtttgaactc cggtgccagc tacgggccac
  3156481 tggccagtac acatcactgt atcgatgaca tcgccatcct acgtggcttc ggtaatatcg
  3156541 aaatctacgc ccctgctgat ccccaggagt gccgtcagat cattgattat gcgttggccc
  3156601 atcagggtcc ggtatatatt cggttggatg gtaaagcgtt gccgccactg catgatgagc
  3156661 attatcgatt tgctcccggt caaattgatg tcttgcaaga gggacgggat attgctctgg
  3156721 tcgcgatggg atctacagta catgaagcgg tcagcgcggc agccatactg gcagacaaca
  3156781 atatttctgc tgcggtggtc aacgtttcct ctatccgccc gtgtgatact cagcaactgt
  3156841 tcgccatcct ccaacagagt cagcgggtga ttaccataga agagcacaat attaatggcg
  3156901 gcgtggggag tctggtcgcg gaagtgctgg ctgaggcggg gagtggtact ccattagtga
  3156961 gactgggtat tcctgacggt ggttatgcga ttgccgctga tcgggctgag atgcgtgcct
  3157021 atcatggttt tgatgcggca ggcattgtgg ctcgtgctct gcggttttgc cgaggggaat
  3157081 aacgatgtca acgccaatca ttctggctat tgatgaaggg acaaccaacg ccaaagccat
  3157141 tgcggtagat cgtgccgggc gagttctggc gaaagcctcg gtaccattac aactggagca
  3157201 tcctcagccc ggttgggcag aacaggatcc gctggcgatt tggctggcgg tttctcaggc
  3157261 ggttgagggg tgcctaaatc aattggcggg cgcacaggtg gcggggattg ccatcagtaa
  3157321 tcagcgtgaa tcggtactga tttgggaacg ggaaaccggc acgccgctca cgccagtcgt
  3157381 aagctggcag tgccgtcgtt cagaggcttt ctgtctggct ttgcgccaat taccggctgc
  3157441 ggcgatggtt gcggaacgga ctggattgca gattgatccc ctgtttcctg cggctaaaat
  3157501 tcatggcatg ttggcgcaga tccctcatgg cgctgaacgt gccgctcacg gtgagctgtg
  3157561 tgttggcacg cttgattgct ggctgacctg gcagtttagc gaagggcaaa gtttctcgac
  3157621 tgacttctct aatgcggccc ggacccagct gtttaatatc cattcaggtc aatgggaccc
  3157681 cgatttactg gcgctgtttg gtatcccaag tctttgcctg cccgccgtct taccctcggc
  3157741 atccatccac ggacacaccg cgcgcaccgg gattctcggc ctggagcagg gcgtgcctat
  3157801 cgtggcacac attggtgatt cgcacgccgc gctgtacggg caaggcggcg accaggccgg
  3157861 tgaaatcaaa gccacttatg gcaccggctc ctctctgatg atgacgctaa aacaggccag
  3157921 tgcaccaagc cacggcctaa gcaccaccat tgcctggcat gacggcgaat tacgttatgc
  3157981 ccttgaaggt aacatcaccc ataccggctc aggagtggca tgggtctcgc gcatgttagg
  3158041 gatcagtgat ttgtcacgtc tgactgacat ggcagaaagc caatcaggta atcaaggcgt
  3158101 ctattttgta ccggcattat caggactggg tgcgccttat tgggacagtc aggcgcgtgg
  3158161 tttgttctgt ggtctgacgg atgccacgac accggccgta ctggcgcgag cggcacttga
  3158221 atcagtcgct tatcaaatag ccgatgtttt ctttgcgatg gagaatgcgg ctcatcatcg
  3158281 ccttgaacgg ctgcgggttg atggcggcgc gaccagtaat cgctggctga tgcagtttca
  3158341 ggccgattta ttgcagcgca cattgatacg taatcacacg gcagaagtgt cagcactggg
  3158401 tgccgcgtat ttgggcggga aaacccttgg ctggtggcag gatagccaac aactggctgc
  3158461 gctcccccgt gaagtggaat acatcgaacc gcgcattcac agtgcggaga tgcaagataa
  3158521 ctatagcctc tggcaaacgg ccatcgcgcg tgcgcgtttt cagccgaaat aacccacact
  3158581 aggagtaagc atatgtcagc aatacctcgc aagttaattt ttgcggtgat tatcggcaat
  3158641 cggggtttct tcccaagcta tctggtgagc gacgcgcgcc gggatgctca ggcgctcttt
  3158701 gaccggctgg ggattaacat cattatgctt aatgaagagc aaacgccact gggaggtgtg
  3158761 gaaaattggc atgatgccaa ggtgtgcgct gaattattcc gtcaacacag tgaagagatc
  3158821 cacggtgtgg ttgttattct gcccaatttt ggcgatgaga aaagtgtctc tgatgcgatc
  3158881 cgtttatctg gcctgaaagt gccggtcctg gtgcaggcag aagaagatgc gctggataaa
  3158941 atggggctgg caacccgccg tgacagtttc tgcggcaaga tttcattgtg taataaccta
  3159001 cgccaatacg gcattccttt caccttgacc aaacagcatg tctgtagcct gaacagtgag
  3159061 atattcagcc gcgatgtcga gcaatttgtg cagttgtgtc gtgtcgtaca tgccatgaaa
  3159121 cgggtacggg ttggggctat tggtgcccgt ccgaccaatt ttaatactgt acgctacagt
  3159181 gagaagttat tggagaattt ggggatcacc gtagaaaccc tcgatttatc cgaggtgttt
  3159241 ttccgggtgg ctaatctcag tgataacgat atccgcgtcg gcgaaaaact ggcattactg
  3159301 aaagccaatg gggataccag cactatccca caagacaaac tgcataaaat ggcgaagttg
  3159361 tttgtggtga tcagtgaatg gattattgct aatgatattg ataccacggc gatgcaatgt
  3159421 tggacgtcgc tgcagcagaa cttgggaatc aacgtctgtt ccattatgag cgtaatgtcg
  3159481 gggcaattga tgccaagtgc ctgtgaagtg gatgtgatgg gcgcgttatc gatgtatgcg
  3159541 ttggccagtt gctcgctggc accggcatcc atcgccgact ggaataataa ctttggcgct
  3159601 gaacgagata aatgtgtgct gttccactgc ggcaactttg ccagtgaaag tctggagagc
  3159661 tcaaccatgg gcaccgctga tattatcggg acaacggtgg ggtgtgagaa tacctgtggc
  3159721 gcagttcatg gccggatgaa gtcggggcca ttgacctatt tccgcctctc ttctgatgat
  3159781 tttacggggc aggtccgggc ttatgttggc gaagggcgct ctgtcagtga cgagttgaat
  3159841 acagtgggct gtcgggccgt ggtggaagta ccacagttgg aaagtttgct cacgcatatt
  3159901 tgcaacaacg gttttgaaca ccatgtggcc atgaaccatt cagctacagc tcaggttttg
  3159961 caagaagcat tcagtaaata tctgggcgtt gattgctact ggcatgggaa gccgtgaaac
  3160021 ggaggccagc agccggtgat ggggcaatga gataacccgc ggcgtaacac gccagttgtc
  3160081 tatgccctaa aataacgagg ctaatggcac cgggatcacg atacaaagcc agactgctga
  3160141 caaaccccaa tgacgcgatc ttgaacggtg aggataagca gaagagtaaa gtgtccgccc
  3160201 catggctggg gctgttaacc aatatgttgg cagggtggct agagtaatgt ttctgctgtc
  3160261 agccggtcgg taattagcac atcaatgtag ttaccggtca gtgcacctcg aatagcagca
  3160321 cttttctcta tccccccagc cagtgccacg acccgtgggc aagcacgtaa ttggggtaat
  3160381 gacattccaa tgactgggtc ttcctcatcg ctgagtaccg cattgcccgc ggcatcaaaa
  3160441 taatgtaaac acaaatcccc cacagccccg cgttcggcca gtaatttcag catctcttcg
  3160501 tggtaatagt tgccggaatt tttcagtaat tgggagggtt ccagaacacc gatccccact
  3160561 aatgccagat caacttcggc aaatttattc acgacatcgg ccacttcacc actggatatc
  3160621 aggcgggcac gatcttcagt agaacgttca atgctttgtg cgggcaggag ataggcaggg
  3160681 cagtttaaaa tatttgccaa tgattgagtt aacaatgtgg cctgcacgtt gccgttaggg
  3160741 ccgacacctc cgagcaattg aatcacgcca ctggttttga tattgagggg atgaaggtta
  3160801 tcgaccatcg cccggatggt actgctccat gaagaaatac ccaccatatc gtttggacga
  3160861 atactggttt gcatataatg ggcggcagct gagccaatag cctgttttat ctgtgcgggg
  3160921 ctggcgtcat cggtaatatc caccacaatg gcctgatcta taccatagtg tttttgaata
  3160981 cgtgattcga taccaataaa catattagcg ggttgaatca cactgatttt aaccacacct
  3161041 tctttgacac accgcgttat cgcacgagac acgaaggatt gagataaatg caggctatca
  3161101 gcaatctcgg attgcttcat accttcggtg taatacagcg tggcaatctt gaccagtaac
  3161161 cgttgttcat cttgtcttga catggttcca tcccgctaaa tacctcatgc tggtattttt
  3161221 attcaatgct gaataaataa caagcagtac acgatttgcc tgtagcttaa ctgcatatta
  3161281 ttggccgtgg tactgggtga tgaccgcagc aaatcaaggt tgccaataat gtactgagga
  3161341 aaaacggctc ttaccttgat gggcatcata ttattttgtg acgcagatcc ggtgtgtaac
  3161401 ccagcgccat gacatcattg tgacatcata tcattgtgaa tgaggtgatg gcgttgtatc
  3161461 aggatcagat aggctgtccg ccggggtgtt aatggttgcg ggttgctccg gtggtggcat
  3161521 aacgttctgg atcatctgct cgtcaaagct ggggttcaat gcagatgata gcggtgaact
  3161581 gaccaggcaa tcggggatcg ctatatgagg tactggcgca tcattaacaa attcgtcttg
  3161641 gtcctgtttt acggttctgc ttagcgcgat caggcccaag ccgcagagag aaaagaacgc
  3161701 atacagaata ttccctccca atggtgccat cagcgcgcct acgacgagag gcccaatact
  3161761 ggcaccgaca ccaaatgaca ttaataaaca cgccgcgagt gagacccgcc tttctggttc
  3161821 aatcaggtca ttggcgagtg cgacgaccag cggataaagc gtgaactgca acagactgac
  3161881 gacaaagccc aaactgagca gaaatcggaa agaaatatgg ggtattagtg ccagcggtaa
  3161941 tgcggttaat gccagtaaga gagcgttaat tcggatcaat tgtgtccggt tatagcggtc
  3162001 tgataaccaa ctgagtggaa actgggcgac aaggccggcg aagatagaca atgccataaa
  3162061 caagccagtc tcctgcgttg agagggattg caagctgcta taaaccggtg ccaagccata
  3162121 aaacgagccg acaatcatgc cgatgaccaa tgttgatgcc agtattttgg ggatcgaact
  3162181 gacaaaaaat ttcagctcca tcggtgccgg ggacatttgc tgagcattac tgcgggtggt
  3162241 cagcgcaaca ggcaccaaac agagcgcaaa aaagagggca ataaccatta aagtaatcag
  3162301 ccccagcgcg ggctgaaaca taagcaccac ctggcccaag gctagccccg cataggttgc
  3162361 cgccatataa aaaccgaata ccgtgccacg ctggttcgat gccgcttgat cattaagcca
  3162421 gctttccagc accataaact ggcacatcat gcagaggcca ataatcaagc gcagaactac
  3162481 ccacgcaggg atatattcag taagcccatg acttaatacg gccgcggtaa taataccggc
  3162541 acaggcaaca taagcgcgaa tatggccgac tctggcgatc aggaaatgac cgactttgcc
  3162601 accgataacc agaccgatgt agttagcggc aatgatggct ccgattaata gtgctgaaac
  3162661 gttgatcgca gttaaacgta gcgaaatata ggtggtcaac aaacctgagc ctaatagcat
  3162721 caacaccgtt gcgctataaa gtgggaagaa ggtattgaaa atttttttca cgctattgtc
  3162781 cttagttcct catcgcggat aaattactgg caccgcagat gtcactgtcg cctcttattc
  3162841 tgttgataaa aaagacgatc atgatttttt atcccctttt aaaaaggggt tttctcccct
  3162901 ctcaccgcta ttcgctcggc tcttttgata ctaacagcta agccccacag gtaaagcttt
  3162961 gtacgggaaa gtacttattt tcattacatg ctgcgagacg tttcgcataa ctgagtgtgg
  3163021 ttgctatcgc aggctaaaga agtgctacta tcggcagcaa gaaatttatt tagaatgggg
  3163081 ggcaacaatg agcgaaggac aactacgtca actcagtatt gcggttgggc ataagttaaa
  3163141 agaacacggt gcgtgggtga cctgtgcaga atcttgtact ggggggtggg tagccaaagc
  3163201 cctgacggat attgctggca gttctgctta ttttgaccgc ggttttgtca cctacagcaa
  3163261 tgcggcaaag caagatctat tgggcgtatc tgaaacgacc ttagcgcgtt atggtgcggt
  3163321 gagtgaggcc gtggtacgtg aaatggcatt gggggcattg aaacaagcca atgcagactt
  3163381 tgccgtttcc attagtggta ttgcggggcc tgatggtggc agcgcagata aaccggtagg
  3163441 cactgtctgg tttggtttta tctcacgcga agggccgatt agtgcaagaa aaaaacactt
  3163501 ttctggtgat cgtgactcag tacggttgca agcagctgtt ttcgcactac aaacactatt
  3163561 cgatgatttt ctgtaaaaat aggcttgata ctgtatgatt gtacagtata attagcggta
  3163621 atttcttgta caaaataaca ttcagtggcg atggtagggg gaaccctggc ataccagaga
  3163681 gggaataaaa atggctattg atgagaataa acaaaaggcg ttagcagcag cactgggcca
  3163741 aattgaaaaa caattcggta aaggctctat tatgcgcctt ggcgaagacc gctcaatgga
  3163801 tgttgaaacc atctctaccg gctccctttc ccttgatatt gcactggggg ctggtggctt
  3163861 accaatgggg cgtatcgttg agatttatgg cccagaatca tcaggtaaga cgacactgac
  3163921 attacaggtt atcgccgccg cacagcgtga aggcaaaacg tgtgcattta tcgatgccga
  3163981 acatgccctt gacccaatct atgccaagaa attgggtgta gatattgata acctattgtg
  3164041 ttctcagcca gatactggcg agcaggcact ggaaatttgt gatgcgctga ctcgctctgg
  3164101 tgcggttgac gttatcatcg ttgactccgt agcggcattg acaccaaaag ctgaaattga
  3164161 aggtgaaatt ggcgattctc atatgggcct tgccgcgcgt atgatgagcc aggctatgcg
  3164221 taagctggcg ggtaacctga agaatgcgaa taccttactg atttttatca accaaatccg
  3164281 catgaaaatt ggcgtgatgt ttggtaaccc agaaaccact accggtggca acgctcttaa
  3164341 attttacgct tctgtacgtt tggatatccg ccgtattggt gcagtaaaag atggtgatgt
  3164401 ggtcgtgggg agtgaaaccc gcgttaaagt cgttaaaaac aagattgctg cgccattcaa
  3164461 acaagctgaa ttccagatcc tctacggtga aggcattaat atcaacggtg aactggttga
  3164521 cttaggtgtt aaacacaaac tgattgagaa agctggcgca tggtatagct ataacggtga
  3164581 taaaattggt cagggtaaag ccaatgccag caactattta aaagaaaacc cagccattgc
  3164641 tgctgagtta gataaaaaac tgcgtgaaat gctacttaat ggcggcaatg gtgaacaacc
  3164701 tgttgctgcg gcaacagcag aattcgccga tggtgcagat gaaaccaacg aagaatttta
  3164761 atacgcaact ttaaccagtt ggagtaaaca aacagaccgt cacttgtggc ggtctgtttg
  3164821 tttgagtaaa taacatcagt aagtgattcg ggtgagagag cgcagctaac accgctgtag
  3164881 cggtaagtaa aagggtatat gaatgaccag ttaagtcgtg caatgagact actctcccag
  3164941 cgtgaccata gtgaatctga actgcgtcgc aagcttgcgg cacctccatt ttcggcaaaa
  3165001 gggaattggg gaaagcgttc aggtgctaaa agcagtgatg tagttgaaag taatctagtt
  3165061 gaaagtaacc cagttgaaag caatttagct gaaagtaatg caattgaaga gagtgatcct
  3165121 caggttatcg agcaggttat tgactattgt tatcagcaca attggttgga tgattcccgt
  3165181 tttgccgcca gctatattaa tagtcgtagc cgtaaaggat atggcgtaca gcgtatccgt
  3165241 tcagaactga tgcaaaaagg tgtcgataaa gaacgaattc tggctgcttt tgagaacagt
  3165301 gagatcgact ggtgccaact ggcaaaagag gtcgcccagc gtaaatttag tgaaacttta
  3165361 cctgttgaat ggaaagaaaa ggctaaagtt cagcgttatc tcctctatcg tggcttcttc
  3165421 caagaagaaa ttcagtcaat ttacactgat tctgtcgaat gaatgcacgt gggattttac
  3165481 ttccttctga agaaaattta tcttattcca acttttgttc gtgagcttat ccattgcgtt
  3165541 gtcgctaatc tgtacacgat ttgctcacgg gccatccttt tagcttgatt tcaggacaat
  3165601 tatgagcaag agcaccgctg agatccgtca agcgtttctc gatttcttcc atagcaaggg
  3165661 acaccaggtt gtatcaagca gcactttggt ccctaataat gaccctacgc tgttgtttac
  3165721 caatgccggg atgaaccagt ttaaggacgt tttcttaggt ttggataaac gggcctattc
  3165781 ccgtgcgacg acctctcagc gctgcgtgcg agcgggtggt aagcataacg acctggaaaa
  3165841 cgtaggttat accgcgcgtc atcatacttt cttcgaaatg ttgggtaact tcagcttcgg
  3165901 cgattacttc aagcatgatg ctatcaactt cgcttgggag ttactgacca gtgaacagtg
  3165961 gtttaattta ccaaaagaaa aactttgggt aacggtgtac gagaccgatg acgaggccta
  3166021 taacatctgg gctaacgaag tcggcgttcc tcatgagcgt atcatccgta tcggtgataa
  3166081 caaagggggg gcctttgcct cagataactt ctggcaaatg ggtgataccg gcccttgtgg
  3166141 cccatgttca gagattttct ttgaccatgg tgatcatatc tggggtggtc ctccagggtc
  3166201 tgcagaagaa gatggcgatc gctatatcga gatctggaat atcgtcttta tgcagtttaa
  3166261 ccgtcagtct gacggtacga tgctgccatt gccgaagcca tcggttgata ccggcatggg
  3166321 gctggaacgt attgctgcgg tattacagca tgttaactcc aactatgaga ttgacctgtt
  3166381 ccgtgatttg attgccgcag tcgcagatgt cacgggggcg acggatttat ccagcaagtc
  3166441 gttgcgggtt attgctgatc acattcgttc ttgtgctttc ttgatttcag atggtgtgat
  3166501 cccatcgaat gaaaaccgcg gctatgtctt acgccgtatt attcgccgtg caattcgcca
  3166561 cgggaatatg ttgggtgcga aagagacttt cttctacaaa ctggtggctc ccttgatcgc
  3166621 ggttatgggg cctgctgctg ctgagttaaa acaacagcaa gcgatggtag agcaagtatt
  3166681 aaagacggaa gaagagcagt ttgccaggac gttagagcgc ggtttggcgc tgcttgatga
  3166741 cgagctcagc aagcttaccg gcgataccct tgatggggaa acggccttcc gcttgtacga
  3166801 tacctatggc ttcccagttg atctaacggc agatgtttgt cgcgaacgta acctgaaagt
  3166861 cgatgaagct ggctttgagc aagcgatgga agctcaacgt cgccgtgccc gtgaatccag
  3166921 tggttttggc gcagattaca acagcttgat ccgtgttgat agcgcaagcc aattttctgg
  3166981 ttatgaccat gtccaacaac acgcgacggt tactgctcta ttccgtaatg gcgaggccgt
  3167041 tgatgagatt cacgcaggtg aagaagccgt tgtcgtactg aatcggacac cattctacgg
  3167101 tgaatcgggt ggtcaggtcg gcgataaggg ggaactgaaa aatgcgacag caacctttag
  3167161 cgttactgat actcagaaat atggtcaggc tatcgggcac gtaggaatat tgactaccgg
  3167221 cacgttaaga gttaaccaca gcgtcgaagc attggttgat gttgtgcgtc gtaaccgtat
  3167281 ccgtctgaat cactccgcga cccacttact gcatgctgcg ttacgtaacg tcttgggcga
  3167341 gcatgtggcc cagaaggggt cactggttaa tgacaaatat ctacgctttg atttctctca
  3167401 tttcgaagca atgaagccgg aacaaatccg gttggtagaa gatctggtca atgaacaaat
  3167461 ccgccgtaac atgccggttc agaccgaagt gatggaactg gatgcggcga aagaaaaagg
  3167521 tgcaatggca ctgttcggcg agaagtatga cgaccaagta cgtgttctga ccatgggtga
  3167581 cttctcaaca gagttgtgtg gggggactca tgctagccgc acgggggata tagggttatt
  3167641 ccgcatcctg accgaatctg gctcgaatct tcctgggtgc accatattaa ggaacctcgc
  3167701 tatagcgggg ttttctgctt ttggctcccg taaattatca aaacgagcat cagaaccgag
  3167761 tggtcggaag ttcgagccga gcgtagcgag acaacgttgc tttagcaacg gcccgtaggg
  3167821 cgaggcgtaa gccgagtcat cttcctgggt gcaccatatt aaggaacctc gctatagcgg
  3167881 ggttttctgc ttctggctcc cgtaaattat caaaacgagc atcagaaccg agtggtcgga
  3167941 agttcgagcc gagcgtagcg agacaacgtt gctttagcaa cggcccgtag ggcgaggcgt
  3168001 aagccgagtc atcttcctgg gtgcaccata ttaaggaacc tcgctatagc ggggttttct
  3168061 gcttttggcc gtaataaatt caccctacat taaacatctg aattctctta tcctgttttt
  3168121 tactcgctca ctaagccatt tttacgtcat ctaatagcaa tttaattaag tgctaattct
  3168181 attttctata taaaattcaa ttgattatac agtgagcgac aatttagtta gtttgcgata
  3168241 aagtagcttt tcattttatt catgggggtg ggctaacgat gtacgatctt tatgaaggtc
  3168301 tgatttttga tatggatggc accctcttag ataccgagtc tacccatcgt caggcatggc
  3168361 ggcaggtgct tgcgccctat ggtatgcact ttgatgagca agctatggtc gcgttaaatg
  3168421 gcgcacctac ctggaaaatt gctggtgtga taattgctca taaccaatca gatctggatc
  3168481 ctcatttttt agctgcacaa aaaacttcat tggtgaatac gatgctactc gataacgtga
  3168541 agcctctacc gctcatagac gtggttaaat cctattatgg gcgcttacct atggctgttg
  3168601 ggacgggaag cgaacacagc atggcagaga tgcttttacg ccatcttgga ttacgtgatt
  3168661 attttgatgc catcgtgggg gctgatgatg tgacaaagca taagccagaa cccgagacat
  3168721 ttttacgctg tgcggagctg ctcggtgtac gtccagataa gtgcattgtc ttcgaagatg
  3168781 ctgattttgg tgtagaagcg gcaaaacgag cgaatatggc aatagttgat gtacgtctgc
  3168841 tgtgagtaat actcttgcaa ttgcttcatt attcgggagt agctttctca gtgcgacgct
  3168901 cttacccggc aattctgaaa ttctgttggt caccctatta actgcgggta gtgcgcccgc
  3168961 agcgatattg gtgttatctg ctactgtcgg aaacacccta gggggattaa ccaatgttgt
  3169021 tataggtcgt ttattaccgg aattaaagcc acagcgtggt atgggggtgg cacttggctg
  3169081 gctccaacgc ttcggtccgg cagctctgtt attaagctgg ttaccgatag taggcgattt
  3169141 gatgtgcgtg ttggcaggct ggttgcgtat gccttggggt tttgtggctt ttttcttatt
  3169201 tttgggaaaa gcattgcgtt acatcgtgtt aacgatgatt acgttgcaag ggatcgcttg
  3169261 gtggcaataa tagatgtgac aaacttacgt agtcacatct atgcagtttc agtatgctga
  3169321 tgagttatgg ttttcaagag cgggaggtcg atttgatccc ggatgtatca cacgcgttga
  3169381 cttggttgga agcgcatcct aaagccctaa aagggatccg tcgcggtatc gagcgggaaa
  3169441 cattgagagt gactgccgat ggccatttag cctcgacggg ccatccagaa tcactgggtg
  3169501 ccgctttgac acatcaatgg atcactaccg atttcgctga ggcattactt gagtttatta
  3169561 ctcctgtcga tggtgacatt gatcatctgt tgactttttt acgtgatatt catcgttata
  3169621 ctgcacgtaa gttgggtgat gaacgcatgt ggccgctgag catgccttgt tttattgagg
  3169681 ctgaacagga tattgagctg gctaaatatg gttcgtctaa tattggccgc tttaaaacac
  3169741 tttaccgtga agggttaaaa aaccgttacg gtgcgctgat gcaaacgatt tctggtgtgc
  3169801 actataattt ttctttgcca ctggagtttt ggcaggcatg ggcaggcgtc accgatgagc
  3169861 aaagtgggaa ggaggagatt tccgcaggct atttccgtct gatccggaac tattaccgct
  3169921 ttggctgggt tattccttat ctgtttggcg catcaccggc catttgctca tcgttcctgc
  3169981 aggggcgcga gacggcgtta ccgtttgagc gtaatggtaa gggaatgtgt tatttaccct
  3170041 atgctacgtc attgcggttg agtgatttag gctataccaa taaatcgcaa agtaatttag
  3170101 gtatcacatt taatgacctg catacctacg ttgacgctct gaaacgtgcg attcaaacac
  3170161 catcagagga gtacgtggct ttaggtctga aagacggtga tcgccatctg caactgaata
  3170221 ctaatgtgtt gcagatagag aatgagttgt atgcccctat tcggcctaaa cgggttaccc
  3170281 gcgcgggaga atcaccgtca gacgctttgc ttcgtggtgg cattgaatat atcgaagtgc
  3170341 gttcgctgga cataaatcca ttctcaccta ttggtgttga tgcggtgcaa gcgcgtttcc
  3170401 tcgatttatt cctgatttgg tgtgtgctgg ctgatgcacc agagatgagc agtgatgaac
  3170461 tgctgtgtac gcgtaaaaat tgggatcggg tcattttaga agggcgtaaa ccggggcaga
  3170521 ccattgggat agggtgtagt gattcccgtc aaccgctgga aacggttggt aaggcactgt
  3170581 ttgctgattt acgtcgggtt gcagaggttc tggatgggag cgagagtgca tcgtatcagc
  3170641 aggtttgcga tgaacttgtc gcctcgtttg atgatcctga actgacgttc tctgcccgta
  3170701 ttctaaaggt aatgcaagag aaggggagcg gtggagttgg gcttgagttg gctgagcatt
  3170761 atcgagaaat gctgcaaaac gaaccactgg aactgctgac ggaagaacag ttatctgcag
  3170821 agcgcgatgc ttcacggcaa cggcaacatg agctagaact caaagataag ctaagctttg
  3170881 aagagtattt agcgcttcat ggtggccaat aaaaaagaaa aggccacatc actgtggcca
  3170941 aattaacatc tctaatagaa gggatgatga taacaaatgc gcgtctttca catattaaga
  3171001 cgcgcaggat gagtaaaagt ttcatcagtt gcgaaaaaaa gattagaaaa atatgacttt
  3171061 tttatgagga ggtaactaaa tgccattatt ggatagcttt accgtagacc ataccattat
  3171121 gaaagcaccg gcagtacgtg tcgctaagac gatgaaaact cctcatggcg acgagataac
  3171181 ggtttttgat ttacgcttct gtgtgccgaa taaagaagtg atgccagaga aagggatcca
  3171241 tacgctagag cacttattcg ctgggtttat gcgggaccac ctcaatggtg atggtgttga
  3171301 aattattgat atctcgccga tgggatgtcg cacgggtttc tacatgagtc tgatagggac
  3171361 acctgacgag caacgggttg ctgatgcctg gaaagcggca atggcggacg tgctgaaggt
  3171421 cactgaccag cggaagatcc ctgagctgaa tgaatatcag tgcgggactt atcatatgca
  3171481 ctcgctggaa gaagctcaga gtattgctaa agatattctt gaccgtgatg tgcgtatcaa
  3171541 ccacaacgaa gagttggcac tgccgaaaga gaaactgact gaattgcata tttagtgctc
  3171601 agtatcagta ggcaggagaa tgataaaagg cgctgattaa agcgtctttt ttattgtgcc
  3171661 cagaaaaccc ccagctaggc tgggggttca gtaaagcttt cagctttggg tcagttataa
  3171721 aaaccccttt tgatttgtta aaacagtttg cggtctggca actgcaaatg ttcaacaaga
  3171781 aatcaaaagg gggtcccaat gagggatgaa aagagcttag cgcacacccg atggaactgt
  3171841 aaatatcata tagtttttgc gccgaagtac cgaaggcagg tgttctacag ggaaaaacgc
  3171901 agagcgattg gcagtatttt aagaaaactg tgcgaatgga aaaacgtgaa tatcctggaa
  3171961 gcagaatact gtgtggatca catccatatg cttctggaga tcccgcccaa gatgagtgtc
  3172021 tcgggattta tggggtacct gaagggaaag agcagtctga tgctttatga gcagtttggc
  3172081 gatttgaagt tcaaataccg taacagggag ttttggtgtc gagggtatta cgttgatacg
  3172141 gtagggaaaa acacggccag gatacaagaa tacataaagc accaattgga agaggataaa
  3172201 atgggtgagc aactctcgat cccgtatccc ggtagcccgt ttacgggccg taagtaatcc
  3172261 atagatgcaa atgtcagatc gcgatgcgcc tgttagggcg cggctggtaa cagagcctta
  3172321 taggcgcata tgaaaaacct ccggctatgc cggaggatat ttatttaaac tgactatcgc
  3172381 ttagacagaa ttatttatag ggtcgaatgt tctgcggaag tcattggggt aattttaacc
  3172441 cgcttaatca tattttcctg cacatcaagt acttcaattt ggtaatttcc aagacggacg
  3172501 tgaatatgtg cttgcggaat ttcttctagc tcttccagca acatgccatt gatggtgcgg
  3172561 gcatcgacgg gtaatgacca gttaaaggct ttgttcactt cgcggacgct ggcactgcca
  3172621 tcaatcagta ccgagccgtc gctctgtgga ttaacttctt ccgcaagcgt aggggacatt
  3172681 gaggtggtaa aatcccccac gatctcctcc agaatatctt caactgtcac taaaccttga
  3172741 atatcaccat attcatcgac aatcatgccg actttctttt tattacgttg gaatttcacc
  3172801 agttgtacat tgagtggcgt gccttcgggg ataaagtaga tttcatcggc tgcacgcagt
  3172861 aggttctctt tattaaattc ctttttctcc gtcatcaacc gataggcttc ccgcacacgt
  3172921 agcatgccaa tagcgtcatc caaggactgg cgatataaca caatgcgacc atggggcgag
  3172981 tgtgtaagct ggcgcatgat tgacttccaa tcatcattaa tatcgatacc gacgacttca
  3173041 ttacgcggta ccatgatatc gctgacagtc actttctcca gatctaatac tgaaatcaac
  3173101 atgtcttgat tgcggcgaga gatttttgat tgggactcac tcactatcgt gcgtaattca
  3173161 tctttactca tcgcatcact gctgtgcaca tttcctctaa tgccacataa atgcatcaac
  3173221 ccgcgagtaa tggtattcag tagccacacg agtggcagca tgatcttttg caggggggcc
  3173281 aggagcatac tgctagggaa tgcgacacgt tcaggataaa gggcagcgat agtttttggc
  3173341 aggacttcag caaaaatcag gatcacaaaa gttagcaccc cggttgcgat ggcaactccg
  3173401 gcatcaccgt ataaacgaat accgacaatc gtcgccagcg cagatgccag tatgttaacc
  3173461 agattattgc caatcagtac caaacttatt aggcgatctg ggcggttcag gagcttttcc
  3173521 acccgacgtg cggcacggtt gccttgtttg gataagtgac gcatccgata ccggttaagt
  3173581 gtcatcatgc cggtttcgga tgcagagaag taagctgaaa cgatgatcat aatgactaag
  3173641 ataatgatca atgagctagt tgatacgtgc tccaacacag tattccttat cgtgatgagg
  3173701 cctcagccag ttccgttggg ccttgtgtag gtggttgcgg taatcactag cgaaccataa
  3173761 tttcctggac cagacggcta ccaaaataag ccagtgtaag tagaaaggcg cccgcaaaac
  3173821 tgaaccaaat gaccctacgc ccacgccaac cttcatgata atggccccac aataaaacga
  3173881 tatagacaaa ccaggccata atcgataaca ccgctttatg gacattttct ttactgaaga
  3173941 gattatccat ataaagcaaa ccggtacaaa gtgtcagtgt aagtaatacc accccaattt
  3174001 gggtgatatg gaacattttt cgttcaatgc tcattaacgg cggcatatca gcattaaacg
  3174061 tcagtttctt atgttttaac tgataatcaa gccaagccag ttgtagcgca tacagcgccg
  3174121 cgatgataag cgtggcataa gcaaaaagcg ccagaccgat gtggataaat atctctgggc
  3174181 tggcttccaa atgggtaata aactcccctg gaagcaggct ggcaagcgcc agattgatca
  3174241 tggcgaagct atagacaata gggagtaaaa accagccacg cccttgtgaa gcgacaatgg
  3174301 tcataatcgt acagatcatc agcccaacaa tagaaccaat gttcagtaac gtaagattct
  3174361 gaccaacgcc aacatcaaaa atttgatttt tcaaggcaat agcatggcac actagtgcca
  3174421 cgacggcaga aaccagcgct aaccgccggt aagcactatt tttccgcacc agacttggga
  3174481 taatcagccc caagctgagc gaataagcaa gcaaagccaa aatggaaaac acgggcatag
  3174541 cgttatatga gcatcggcta agggaattag atagccagta tagcgttgag agcgttcctc
  3174601 tccaaccgtt ctccgacgtg agggcagaga tcgtttgcac ttcgtgttat aatcccctaa
  3174661 ttgtgtcgcc agagcggcct gtttccacgt tgagtatgag acaatgtttg agaacttaac
  3174721 tgatcgattg tcgcgcacac tgcgcaatat cagcggccgt ggccggctga cagaagaaaa
  3174781 tattaaagaa acgctacgtg aagtgcgcat ggcattactt gaagctgacg tcgctctgcc
  3174841 cgttgttcgt gactttataa accgagtaaa agagcgggct gttgggcatg aagttaataa
  3174901 aagtctgacg ccaggccaag aattcgtcaa aatagttaaa aatgaattga tcagcgccat
  3174961 gggcgaggtc aataacgaac tgaatctggc tgcacaaccg ccagcagttg tgttaatggc
  3175021 tggcttgcaa ggtgcgggta agaccaccag tgtagcgaaa ctggggaaat ttcttaaaga
  3175081 aaaacagaag aaaaaagtgc tggtcgtgtc tgctgacgtt tatcgccctg cggcgatcaa
  3175141 acagttggaa accctggctc agggtgttgg cattgatttc ttcccgtctg atgcacagga
  3175201 aaaaccgatt gatattgtga atcgtgccct gcaacaggca aagcttaaat tttatgatgt
  3175261 tctgattgtc gataccgcag gtcgcttaca cgttgatgaa gcgatgatgg acgaaatcaa
  3175321 acaggttcat gcggcgatta agcctgttga aaccttgttt gtcgtcgatg cgatgaccgg
  3175381 tcaggatgcg gcgaataccg ccaaagcatt caacgaagca ctgccactca ccggtgtcgt
  3175441 gctgactaaa gtggatggcg atgcgcgcgg tggtgcggct ttatctatcc gccatatcac
  3175501 cggtaaacct attaaattcc ttggcgtcgg tgagaaatct gatgcactgg aaccgttcca
  3175561 tccagaccga atagcttcac gtatcttggg tatgggcgat gtgctgtcgc tgattgaaga
  3175621 tatcgaaagc aaagttgacc gtgcgcaagc ggagaaactg gcaacaaaac tgaaaaaagg
  3175681 cgatggtttc gatctcaatg acttcctcga ccagttgaag cagatgcgca acatgggggg
  3175741 gatggccagt atgttgagta aaatgccagg ggcaggtcag ttgccagaaa acgtaaaatc
  3175801 gcaaatggat gataaagtca cggtgcggat ggaggcgatc atcaattcta tgacgctgaa
  3175861 agagcgcgct aaacctgaaa ttatcaaagg ttcacgtaag cgccgtatcg caaccggttc
  3175921 tggtgtgcag gtacaggatg ttaaccgttt gctgaaacag tttgatgaaa tgcagcgcat
  3175981 gatgaagaaa atgaaaaacg gcggtttggc caaaatgatg cgtggcatga aaggtatgat
  3176041 gccacccggg ttcccaggtc gctaaaagcc atctcacact gtggcgttaa ccggtgtgaa
  3176101 gtgagtatag atttcccgca gaaaatggcg gtaaacgatg aaaatggtac tcagtacaaa
  3176161 atgtgcgaac aggaatctac gctttagatt gcttttttcg ccaaaatgag taaaattttc
  3176221 gggcttttta tattgcaact ggaccccgtt ccccgatggg gtccagttgt tttattaact
  3176281 aaagaggatg ttatggtaac aattcgtttg gctcgtggcg gcgctaaaaa gcgtccgttc
  3176341 tatcaagtag tagtgaccga cagccgtaat gctcgtgacg gtcgttttat cgaacgtgta
  3176401 ggcttcttta acccgatcgc atctggtcag gctgaagcac tgcgtttaga cctggaccgt
  3176461 atcgaacatt ggatcggcct gggtgctacc gtttctgatc gcgtatctgt gctgatcaaa
  3176521 gacgctaaga aagcagctta atctgtcacg gtggtggtta ttatgagcaa gcaactcaat
  3176581 cctgcagttc ccgaccagcc gattgttctc ggtaaaatgg gttctactta cggcattcgc
  3176641 ggttggctca gagtattttc atccaccgag aacgccgaaa gcatttttga ctatcagccg
  3176701 tggtttatcc agcaggcggg taagtggcag catgtcgagt tggaagactg gaagcgccac
  3176761 agtcaggatc tgatcatcaa agtgaaaggt gttgatgatc gggaagccgc gaatttactg
  3176821 actaattgcg aaattatcgt agattccaca caactccctg cattggaaga ggatgattac
  3176881 tactggaaag accttatggg ttgccaagta gtaaccacca cgggttatga actgggtaaa
  3176941 atcatcgata tgatggaaac cggttctaac gatgtcatgg tcgtgaaggc aaatctgaaa
  3177001 gatgcattcg gtatgaagga gcggttggtc ccgtttcttc atgggcaggt tatcaagaaa
  3177061 gtcgatctca ctgctcaacg tgttgaagta gattgggatc ctggtttttg acctccgaat
  3177121 taaacggcga tagcgagtgg aacaaaacaa tgtggatcgg tgttattagc ctgtttcctg
  3177181 agatgttccg cgcaataacc gattacgggg taactggccg ggcagtaaaa aatggcctgc
  3177241 tgagcgtgca gtgttggagt cctcgtgact tcacctacga tcggcatcgt accgtggatg
  3177301 accgcccata tggcggaggc ccgggaatgt tgatgatggt gcaaccgtta agggaagcca
  3177361 ttcatgcagc aaaagcagcg gcaggcgagg gagcaaaggt gatttatctg tcacctcaag
  3177421 ggcgcaaact ggaccaacag ggtgtttgcg aactggcgat gaatcagaaa atgattctgg
  3177481 tttgtggccg gtacgaagga gttgatgagc gcgtaatcaa aacagaaatt gatgaagaat
  3177541 ggtcaattgg cgattacgtt ctcagcggtg gcgagctgcc agcaatgaca ttgattgatt
  3177601 cagtctcccg ttttattccg ggcgtactgg ggcatcatgc ctcagcggag gaagattcct
  3177661 ttgttgatgg gttgctggat tgcccacact acactcgtcc tgaggtgttg gaagggatgg
  3177721 aggtaccgcc agtattactg tcaggtaacc atgccgagat tcgtcgctgg cgcttaaagc
  3177781 agtcgctggg ccgtacctgg cttagaagac ctgaacttct ggaaagccta gctctgactg
  3177841 acgagcaaat ggtgttgctg gctgagttcc aacgggaaca taagccctga gcaacagaac
  3177901 tatgaaggga acattgtgcc gcgcgcaaat ggtcctgata tatcagttta cctagggtaa
  3177961 gagacttatt atgagcaata ttatcaagca aatcgaacaa gagcagatga agcaagatgt
  3178021 acctgcattc cgtccgggtg attccgtgga agttaaggta tgggttgttg aaggttctaa
  3178081 aaagcgtctg caggcattcg agggcgtggt tatcgctatt cgtaaccgcg gtctgcattc
  3178141 tgcgttcacc gttcgtaaaa tttccaacgg cgaaggtgtt gagcgtgtat tccaaactca
  3178201 ctccccagta atcgacagca ttactgtgaa acgtcgtggt gccgttcgtc aagcgaaact
  3178261 gtactatctg cgtgagcgta ctggtaagtc tgctcgtatt aaagagcgtc ttggctaaga
  3178321 tacagctaac gctgcatcca aaagttaata cttatgaagg ggctagccat gtgctagccc
  3178381 ttttttgtgc ccagaaaacc cccagctagg ctgggggttc agtaaagctt tcagctttgg
  3178441 gtcagttata aaaacccctt ttgatttgtt aaaacagttt gcggtctggc aactgcaaat
  3178501 gttcaacaag aaatcaaaag ggggtcccaa tgagggatga aaagagctta gcgcacaccc
  3178561 gatggaactg taaatatcat atagtttttg cgccgaagta ccgaaggcag gtgttctaca
  3178621 gggaaaaacg cagagcgatt ggcagtattt taagaaaact gtgcgaatgg aaaaacgtga
  3178681 atatcctgga agcagaatac tgtgtggatc acatccatat gcttctggag atcccgccca
  3178741 agatgagtgt ctcgggattt atggggtacc tgaagggaaa gagcagtctg atgctttatg
  3178801 agcagtttgg cgatttgaag ttcaaatacc gtaacaggga gttttggtgt cgagggtatt
  3178861 acgttgatac ggtagggaaa aacacggcca ggatacaaga atacataaag caccaattgg
  3178921 aagaggataa aatgggtgag caactctcga tcccgtatcc cggtagcccg tttacgggcc
  3178981 gtaagtaatc catagatgca aatgtcagat cgcgatgcgc ctgttagggc gcggctggta
  3179041 acagagcctt ataggcgcat atgaaaaacc tccggctatg ccggaggata tttatttgtg
  3179101 ctctattttt ttagttggca gagactattc tcgaaaaaga gatgttcgca gaaaagaggt
  3179161 gttcttgaaa aaataaatgc tctcgagaaa taaatactct tgagaaatga atattaggta
  3179221 ttaagacaag gaaaaggcag agaggagaat tagcgcggta tcacaccacg ctatatagac
  3179281 gaatggtggg ttacaggccg taaaccaacg ttattgacgt cgtagtgtcc gtgtttttgg
  3179341 gcgcactggt tggcggctta gtattatagg tcgcgatata agctaaacgt aatgcgaagc
  3179401 ttttattgat agcaacattc aacgctgttt ctgagttcaa cgtcgtttct tcgtttgcta
  3179461 atgcggaaac accttcactg aataccgtgt tatccgtgag ctgataagta tagttcgccc
  3179521 caccatatgc taatgcttta gtcgctcggc caccgccata aaattcatca tggcgaacac
  3179581 ccggaccaaa ttctacccgc agattgtgta gtggggttgt cataacctga cgaccataac
  3179641 ctgtcgttaa taccgagcgg gagtcgaaac cattataacg atcagttagc caactggctt
  3179701 ggccgaatat gtaatgacga tccgtcagat tatagcgggt acggccaccg agttgataac
  3179761 gttctgaaga acgttgatta ttggcgctgg tgttacgggc cgctccccat aagctataag
  3179821 ctgtattggg ctggaaccaa gtcaatgttg agttagccgc taatgatgag tttgtcgtat
  3179881 tgccggactg agcggtataa cctgcgtcaa cggaaccatc aaagcttttt ttagccgagg
  3179941 aaggatcatc caaggctgta aagagagtcg catcagcaag cgctgatgca ctaaacaagg
  3180001 ataaagtgag tgtgctgata taaaacggca acgccttggt atgacgtaaa gaaaacataa
  3180061 tggacctatg gtgaaaaaat gatgtttgtg atgcggctcg cattgtagca gttgtgatta
  3180121 aacttacttg gaagatatag cggattgagt aattaattat aatgacgtcc tttttctcat
  3180181 aagttcattc ttaaaaatga tcccagaaaa ataatttggc gttactgcca ggtaaaacga
  3180241 atggattccg ataagcagac tcaggaaaat aattgggggt aatgaatgcc attaatactg
  3180301 tggcagcgtc aaattagaag gggattaaga gccagaaaat acactggccc tacaaagtag
  3180361 actcctggat ttatgattca ctacataaac gtcgttacca gcagatagcc cgtgatacag
  3180421 gagcaaatga cgccaataag acctggaatg ataaagctat ggttgataat gaatctacca
  3180481 attttggtgg taccagagcg gtcaaaaccg atacaagcca gatcactcgg gtaggttggc
  3180541 agaacaaaat atccgtaagc tgctgggaaa aatgcgatga gcatcttagg ttcaacgcct
  3180601 aattgtaagc ccattggtgc gatcgctgct agcgccgcgg cttggctgtt caccagcttc
  3180661 gagactaaga acagcacaat ggcataagtc caagggtggc ttttaccaca tcttccagta
  3180721 ctaatctcag ttcacccata tgagcctgga agaaggtgtc actcatccag gcaacgccga
  3180781 ataccgagaa gatagcaacc attccggctt tgaatacggc accgttagag atatcactgg
  3180841 gtttgacttt gcagccaatc aaaataacgg caccggcgat cagcatcatc atctgaatca
  3180901 ccagattcat cgacaaagac tgtaacttgc ctttaacttc aaaagcaggg cgcaggtctg
  3180961 caaaagcgcc caacaagacg acaatgacga tagcggcaaa gaatatccaa gttgaccaat
  3181021 aagcttgttt tggaaaaacc tgattcagta acgtatctgt tgagccatat atatataggc
  3181081 ccgctgctct ggatctttta tttttttctg aaaatcagga tctttatcca gatctttacc
  3181141 acggcgcagg ctccacaggg cggcgattag cactccaacc aaagaggcgg gaactgaaat
  3181201 agccagaatt tccagaatgc tataggcatg gccgatgcca tggttagcac caataattga
  3181261 aactaatgat acgacagcaa ccgatactgg agatgccgta attgccatct gtgaggcaac
  3181321 ggatgcaacc gccattggtc gttctggacg aatacctttt ttaatggcga tgtcggaaat
  3181381 tatggggaac atggtgtaaa cgacatgtcc ggtgccgcaa agaaaggtta atgaccacgt
  3181441 cgtgaagggc gctaataacg taatgtgctg tgggtggcgg cgtaataatc gctcggcaaa
  3181501 ttgcatcatt acatttaacc cgcctgcggt ttgtagtact gaagcacaac caataaccgc
  3181561 taatattgtt agcattacat ctacaggtgg ttttcctggt tcgaggccaa agataaaggt
  3181621 cagaataaat aagccgatac cacttattaa ccccagcccc atccctccgt aacgcgtacc
  3181681 taacagcaaa catagaatta taattataaa ttgtagagtt atcatgatgt ccctcgcttc
  3181741 aaatatgaat gaaattcggt tatgtatttg ttggttttat tcgatgacta taatccttac
  3181801 tcgatttctc ttatcagagc acagatcaca ttgattaaaa cttagctaat atcaagggag
  3181861 tactgtttat ttaggtaatt aaataaagtg aagtaagtag aaaagataaa ttaatatgaa
  3181921 attgaaatgt aaaattaatg tattaatatt gtgctttaaa ttaatgcatt aattttttaa
  3181981 cggctattgc tcatctatac ccaaaataat tcgagttgca ggtaggcggc aaccgagtaa
  3182041 tcaatgggcg ggaaccgatt tgaacagtat ttatgctacc cggagtaacg agcgtagcca
  3182101 acgcacatgc agcttgacgt atgatgggta tctctattca ttccggagcc tatttatgcg
  3182161 atgcctaatt tctccttcag ggactttaaa tagcggcggc taacagggat atgctttcct
  3182221 gaacgagtga tgacttcagc cgcaccatta tccataagct gaatttcccc caattgttcg
  3182281 gtattcacca tatattgccg gtggcaccga ataaacggag ttttttcctc cagtgttttt
  3182341 aacgatagct gggtataacc tgattgcacg gttcccacca catgcacccc gctaagctcg
  3182401 gagcttaggt attctacttc ttcaattttc agcaaaaaaa tacggttgtg gcctgaacag
  3182461 gggatatgac gaagtattgg ttcgataact ttgtgtaaat tattctttac gattaaatcg
  3182521 cgacttagac gtgtcagtgt cttcgccaaa cgttgatggt cgagtggttt taacagatag
  3182581 tcaaaagcat gttcttcaaa agcgcgaatg gcatattcat cgtaagcggt gacaaatacg
  3182641 atatgtggca tgctttcagg gttcagcatt gaggccaatt ctaacccatt gattctgggc
  3182701 atctggatgt cgagaaatac cacatcaggc tgtaggcgct ggatagcagg aattgcttcc
  3182761 agagcattgc tgcattcggc gacgatctcg ataccgtgtt cttcattcag tctttcgcgt
  3182821 aaatcttcac gcgcaggttg ttcatcgtcg acgatgatga ctcttaacat acagcctcca
  3182881 caaatttttt ctattttatc atggcctctg agggagcacg ggaccaagga tggaaactgc
  3182941 gacttaccgc aaaagttaga ttgagatgtg cctgtaaaaa aatagtaatt atttatttac
  3183001 aaatatggat tgaaaacttt acatcacatg gtattgtgga gctctcaaac gataaatacg
  3183061 ccagcgacat ccgctaaaca gagataggta aagattatga tcatgcaaaa agactcgctc
  3183121 aataacgtcc atatcagtgc cgaacaaatc ctgataaccc cggaagaact gaaaaatcag
  3183181 tttccactga gcgaaaatga tcagtattcg atagagcgcg cacgtaaaac cattgctgac
  3183241 attattcagg ggcgagatcc gcgtctgttg gtcgtttgtg ggccctgttc aattcatgat
  3183301 gtggatgcgg cactggatta cgcgcgtcgt ttgaaaaaac tctctgtgga attggatgac
  3183361 agcttatata tcgttatgcg tgtctatttt gagaagccaa gaactaccgt gggttggaaa
  3183421 ggcctgatca atgaccctgc aatggatggt tcatttgatg tagaggcagg tttacacatt
  3183481 gcccgtcgtt tattgctgga tttagtgggc atggggttgc cgttagcgac tgaagctctg
  3183541 gatcctaata gcccacaata tttaggtgac ctgttcagtt ggtcggccat tggtgcccgt
  3183601 acaacggagt cacagaccca ccgtgaaatg gcatcaggct tgtctatgcc ggttggattt
  3183661 aaaaatggca ctgacggtag cctaggcacg gcaatcaatg caatgcgcgc cgctgccatg
  3183721 ccacatcgct ttatggggat caatcagtcg ggccaggtct gcctgttaca aactcagggt
  3183781 aacccacacg gccatgtcat tctacgggga ggtaaaacac caaactacag tgcacaagat
  3183841 gtcgctcagt gtgaaaaaca gatgcaggat gcgggactca tcccatcctt aatgatagat
  3183901 tgcagtcacg gtaattcaaa taaagactac cgccgtcagg ttgcggtggc tgaatctgtg
  3183961 gttgaacaga tcaaggcggg caatcgttca attacaggtg tgatgctgga aagccacatc
  3184021 cacgaaggaa atcagtcatc tgaacagcca cgtgctgata tgcgctacgg tgtttctgtg
  3184081 actgacgcct gtattaactg ggaaagcact gaaaccctgt tacgtggtat gcgccaagaa
  3184141 ttgcttgcag cactgacggc acggactgca tgaggaaaag taagtatggt ggctgaactg
  3184201 actgctttac gcgatcaaat tgatgaagtc gataaagcgt tgttggattt gctggctaaa
  3184261 cgcctgcatt tggtggctga agtcggtgaa gtaaaaagcc gttatggctt gccgatatat
  3184321 gttccggatc gtgaggcggc aatgctggcc tcacgccggc aagaagccgg ggcactaggt
  3184381 gttccgccgg atttaattga agatgtgcta cgtcgggtga tgcgggaatc ttataccagc
  3184441 gaaaatgata aaggcttcaa gacattatgc ccggaactgc gtccagtggt tatcattggt
  3184501 ggccaagggc agatgggtcg gttatttagc cggatgctta atctgtctgg ttatcaggtg
  3184561 agaacactgg agcaagaaga ttggtcacaa gctgaatcta ttctggctga tgccgggatg
  3184621 gtgattgtga gtgtccccat tcatatcact gaagaggtga ttaatcggct acccaaatta
  3184681 ccagcagatt gtattttgct ggatttggcc tcggtaaaaa ataaacccct gcaagctatg
  3184741 ctggcagccc atgaagggcc agttttgggg ttgcatccaa tgtttggccc tgatgtcggc
  3184801 agcttggcga agcaagtcgt ggtgtattgt gatggacgcg atccacaggc gtatcagtgg
  3184861 ttactggagc agctacaggt ctggggagca agattgcatc gtatcagcgc agtcgaacat
  3184921 gaccaaaaca tggcgttcat tcaggctctg aggcattttg cgacttttgc gtacggatta
  3184981 catctggcgg aagaaaacgt gcaattggaa caattactgg cactgtcttc accgatttat
  3185041 cgcctggagc tggcgatggt tgggcggcta tttgcacaag atccacagct ttacgctgat
  3185101 atcattatgt cgtcggaaga taatctggcg ctgattaaac gttactacaa acgctttggt
  3185161 gaggcgctca ccttgttaga gcaccatgat aaacaagcgt ttgttcaaag tttcgagaaa
  3185221 gtagaacact ggtttggtga ttacgcggaa cgtttcttgg tagagagccg ttcattactg
  3185281 cgtcaggcga acgataatcg tcagtagtat tcatcagcaa gtgatagatt tttataggtc
  3185341 atcccagcac agcctgccgg gatgactttt tttatggtgt gggcgcataa aatgagcctg
  3185401 aataaagggc gttaccgagg ctcgacggga acgacgttct cacttgggta gcagcccaac
  3185461 acttttaagg aacgggtaat cggtgttaga tcggccaatg ctttttgcat cgcttctgaa
  3185521 cgtatattgg cctgcacatc aatataaaac atctcttccc acgggttgcc attaattggc
  3185581 cgggactcca gtttcgtcat gataatgcca tgctctctga gtaccagcaa agcctctacc
  3185641 aatgccccgg attgctgccc ggtcgccata attaaggtgg ttttggccgg gatttgctca
  3185701 gatacatcaa tgggtttgcg ggcaaggaca atgaatcgag taatattttg ttgctgattt
  3185761 gccagattgt gctccagcac ttgcagatta tagagcgcac cgcccgcttc gctacctgtc
  3185821 aacgacggat gaaaagtgat ccacttatat ctccaccaac ggcccaatat tgatccaccg
  3185881 ttttactcag gattagcttc tgctataacc ccggcctttc gtttctgtct gagtcgatag
  3185941 ctttctcctt tgatttgaac gacatgtgag tggtgtaaga tacggtccag catcgctgag
  3186001 gtcagtgctg catcaccggc gaacgtttga tcccactgcc cgaacggcag attggatgtc
  3186061 aggatcattg cgctcttttc gtaacgttta gcgatgacct ggaagaacag ctttgcttct
  3186121 tcctgactga acggcagata gcctatttca tcaatgatga gcaggcgggg ggccattact
  3186181 ccacgctgaa gcgtcgtttt ataacggccc tgacgttgtg ccgtagataa ctgaagtaac
  3186241 agatctgctg ctgttgtgaa gcgaactttg atacctgcac ggactgcttc atagcccatc
  3186301 gctattgcca gatgggtttt ccccacacct gatggcccca gtaatacgat attttcatta
  3186361 cgttctatga agctgagtga gcgtaacgac tggagttgct tctgcggtgc tccggtggcg
  3186421 aatgtgaagt catactcttc gaacgttttc accgccggga aggctgccat tcgggtatac
  3186481 atcgcctgtt tacgttgatg acgtgccagt ttttcttcat gaagcagatg ctccaggaag
  3186541 tccatataac tccattcctg gtctactgcc tgttgtgaca gcgcaggcgc tgcgcttata
  3186601 aggctttcca gttgcaactg cccggcgagc gccatcagtc gttgatgttg cagttccatc
  3186661 atcacgccac tcctctgcag aatgagtcgt agatggagag tggatgatgc agggggtgtt
  3186721 tgtcgaagtt caccagattt tcatcaagat gcacgtcata ctcttttttc tccggaggca
  3186781 gtgccagcat ggactgctgc tcttcgagcc agcgatcgca gggacgggcc tggattgttt
  3186841 catgctttcg ttggttagcg acatcgtgca gccagcgcag accgtggcgg ttggctgttt
  3186901 caacatcgac agtgatcccc atcgggcgca ggcgagtcat tagtgggatg taaaaactgt
  3186961 tacgggtgta ctgcaccatc cgttccacct tacctttagt ctgtgccctg aaggggcgac
  3187021 acagtcgggg agagaagccc atctccttgc cgaactgcca cagcgaagga tggaaccggt
  3187081 gctgaccggt ctgatatgcg tcacgttgca gaaccacagt tttcatattg tcatacaaca
  3187141 cttcgcgcgg cacaccacca aagaagcgga acgcattacg atggcaggtc tccagcgtgt
  3187201 cataacgcat attgtcagtg aattcgatgt acagcattcg gctgtatccg agaacagcaa
  3187261 cgaacacgtg aagcggtgag cgaccattac gcatagtgcc ccagtcaacc tgcatctgtc
  3187321 gtccgggttc agtttcgaac cgaacggcag gctcctgctc ctgaggaacc gagagagaac
  3187381 gaatgaatgc cctgagaatg gtcattccgc cacgatatcc ctggtctctg atctcgcgag
  3187441 cgattaccgt tgccgggatt ttgtaaggat gagcatcggc gatgcgttga cgaatataat
  3187501 cccggtattc atccaggagt gaagcaacag caggtcgcgg cgtatatttt ggcggctcag
  3187561 attttgcctg caaataacgt ttaacggtat tgcgggagat ccccagttct ctggcaatcg
  3187621 cccggctact cattccctgc ttgtgcagga ttttaatttc cataactgtc tcaaaagtga
  3187681 ccataaactc tcctgaatca ggagagcaga ttaccccctg gatctgattt caggcgttgg
  3187741 gtgtggatca ctattgcacc gttcgttaca aaaagcggcg gcgctccccc atagaggcca
  3187801 tatgctgctt aacccgccca cgccagcgcc cagctatagc ggccatatca ctgagacgag
  3187861 tgggcagtaa ggcttctaac ttctcacgca gtatccgcgc cagcaccggt gcctggccgg
  3187921 aagacgagat cgcgaccacc agcggtgaac gatcaacaat cgaagggaaa ataaacgaac
  3187981 aaaggggttg gtcatccacc acattcgcca aaatacaccg ttgatctgcc gccgcgaaaa
  3188041 cagcggcatt cagtacggta tcgttagttg cggcaatcac cagaaacacg ttgtccaact
  3188101 gttcaggcag aaaatcctgt gccagccaat ggatacggcc atcctgatac tgctgttcga
  3188161 gttcagatga gagggtttgc gccactaccc atacctgcgc acctgcgcgg tgcagtagtt
  3188221 caatttttcg cgcagcaact tcgccgccgc caacgatcaa taccgggcgt tgtttcaagt
  3188281 cggcaaatag aggtagatag tccacaacag ccttcgatta catgataaag cgtagggtga
  3188341 ctataggggg ggccatgacc ttatgaaatg acgaaaagta attacaagtt ccataatgat
  3188401 atataggcgt aatagtaagg ctcacagcta agttagcggg ctatcacaat acgttatttt
  3188461 cttatgggct gaccaaaatg tcggtatttt agacagcttt cctgacgtta ttggcaggag
  3188521 ttttacggct attagcgtga gttttaaagc cattggcgtg agtgcggtta ataccgcaca
  3188581 gtgatgaaga tttgaataat gtaaactatt tggctacgta ctgacccggc cgcatcagta
  3188641 aacagacctg cgagagtgca aggatccggt taccacgacg ataaacattc gcgataccta
  3188701 aaaaataatt cccgattgcg agatattgcg caaaatggat aaaaaaacca ataaattcaa
  3188761 ggcatggacg atcattatga tcgccctttt ccgtgttttt cacgtataag aattggtggg
  3188821 tattacacct ataactaatt gactcaatac tacttgtagg tatgataccc acaagtagct
  3188881 caccaggggg ttcacatgga gagtggcgaa ttaataaaac gcttagagga tgcaggatgg
  3188941 caaatcagag gaggcagaaa aacgaatagt ggtagccatg tcacgctgtg caaacccggt
  3189001 gtacgcaaaa tcattacgct accttaccca cgtaaggata tatccaaagg tttactgaga
  3189061 caggctcaga aaattgccgg aattaaattg agttaaacaa cgctgcatac cctaaataat
  3189121 tcgagttgca ggaaagcggc aaaccgagcg aatccccaag agcttatgta ttttaaggtc
  3189181 aacgaccagt cagtgacggg gatgagcgaa ggcaaccaac gcacatgcaa cttgaagtat
  3189241 gacggagata aacagcttag ggagctaacc atgatctacc ctattttcat cttcaaaacc
  3189301 gttgaaggat tcgacggtta tttccccgat attgacggct gttttttcgc agggaatacc
  3189361 tttgccgata tcagcaagaa tgcggaagaa gcttttgccg tccatattga agcgctaatg
  3189421 aatgaaggtt tcccattgcc tagcccaccc aaagatccgc accgctatat tgacgatccg
  3189481 cgtttaaaag aagagggtgg cattctgggc tttgttgaga ttgacccggc taaatatgaa
  3189541 agtaaggccg tcaaatttaa tctaaccatg tcgcaaaatt tactgactgc gattgataag
  3189601 ttcattgcca ccaaccgcgg ctataaaaat cgtagccagt ttctggccga gctagcccgt
  3189661 gagaaaatca tcagctaatc gcggtaaaaa agaggggcga tcttagcgcc ctgaggttat
  3189721 tgacaaagtg cccgcgacgg aaagaacagg cagatcgtaa agacgccgta aatacatcca
  3189781 tgtaggctcg agccgcgcca tccttggcgc ggacgcttta ctcctctgcc tatcctcacc
  3189841 attcaagatc gagtcatcgg ggtttgtcag cagtctgggg gcgctcttag cgccctctta
  3189901 atgagccata gacattacac ttaaccttcg tgcaaaccac actcgcgttt cagaccaaag
  3189961 aaacgggttt cttcctcact catgcccggt tcccatttgc gggttgtatg ggtatcgccg
  3190021 acagataaat aaccttgttc ccacagtggg tgataactca ggccatgttg tgtgaggtat
  3190081 tgataaactt ggcgattatc ccaatcaata ataggcaaca gcttaaatat gccacgctga
  3190141 agcgccaata ccggcaattg tgagcggccg ccagattgct cacggcgcaa accaggtttg
  3190201 cgcacctaaa gcctccaacg cccgattcat tggttcaact ttattgaggt tgttataacg
  3190261 ctcaataccc tccaccccct gctcccataa cttgccataa cgggcttcct gccaggcagg
  3190321 gctgtgtgcg gcacgaaaca cctgtaaatt aagttgaagc ttctcggtca aatcatcaat
  3190381 aaaacgatat gtttctggga acaggtaacc ggtatcggtc aagatcaccg gaatatcagg
  3190441 acgctgacgg gtcaccagat gcaaacaaac cgcagcctga atcccaaaac tggaggaaag
  3190501 gacaaattcg ccaggcaaat tatccaatgc ccaactgaca cgctcctgcg cggtcaaatg
  3190561 ctcgagttga ccattcacca gcaccagcgc tgccgcttgc ttggctttcg gcaacgcatt
  3190621 cagttcgctc agattaaatt gactcacatc gcctcctgta cgtcgtaaaa atcacgggca
  3190681 gagtcaatca ctggtgcaat gacccctgca cgaataacaa aatcaccaaa accttcatcg
  3190741 acatgacgct ctttagccca gcgcccaacc agttggtcag tgataagcag aatttcatct
  3190801 gcggtaatat tctcacggta catccgtgga atacgggtac cttcgcggtt accgcccaaa
  3190861 tgcaggttat agcggccaac ggctttgccc accaacccca cctcggccag taatgcgcgg
  3190921 ccacaaccat ttgggcaacc ggtcacccgc agaacaatat gttcatccgc caggccatgt
  3190981 tgctgcaaaa taccctcaac gcgagtgaca aactcgggta ggaagcgttc agcctctgcc
  3191041 atagccagcg gacaggttgg gaaagagacg cacgccatcg agttttcacg ctgtgacgtg
  3191101 acattgtcat ccatcaagcc atgttcacgg gccagtgcct caatccgggc tttatctttt
  3191161 tccggaacgc ctgccacaat caggttctgg ttagccgtca gacggaaatc gccctgatga
  3191221 attttagcaa tttcagccac tccggttttc agactacgac cggggtaatc caacagacga
  3191281 ccattctcaa caaataatgt cagatgccac tttttgtcaa cacctttcac ccagccgata
  3191341 cgatcaccgc gcccgataaa ttgatacggt ttgatcgcac taaagctaac gccagctcgt
  3191401 ttctcaactt ctgctttgaa ggtctctacc cccacccgct ccagcgtata tttggtcttg
  3191461 gcatttttac gatccgtgcg attgccccaa tcacgctggg tcgtcacgac cgcttccgct
  3191521 atcgccaacg tgtgtttcag cgggatgtaa ccaaattcac tggctttgcg cggataggta
  3191581 ttcttatcgc catgggcaat agataatccc ccccccacca acacgttaaa tccaatcaac
  3191641 ttgcctttat ctgccaccgc aacaaagttc aaatcgttgg catgcaaatc aacgtcattc
  3191701 tgcggtggaa taacaactgt cgttttaaat ttacgaggta aatacgttgc accgaggatc
  3191761 ggctcttcat ccgtggtcgc gactttttcc gcatccagcc agatttcggc atatgcgcgg
  3191821 gtacgtggta ataaatgttc cgaaatcttc ttcgcccatt cgtaggcttc ctgatgcaag
  3191881 gccgattcca ccggatttga agtacacagc acattacggt ttacatcgtt cgccgtcgcc
  3191941 agtgcatcta atcccaactc attcagcaat tgatgtgcgg gtttcacatt gcctttcaaa
  3192001 atgccatgga actgaaaggt ctggcggtta gtgatgcgaa tactgccata tagggtgtta
  3192061 tcagcggcaa acttgtcaat acctaaccac tgttgcgggg taataatccc acccggcaag
  3192121 cggcaacgca gcatcatggc atggcgcggc tctagcttct gctcagcacg ttcagcgcgg
  3192181 atatcacggt catcctgctg gtacatgccg tgaaaacgga tcaacagaaa attatcgccg
  3192241 ctgaaaccgc cagttagtcc attgttcaaa tcttccgcaa tagtcccacg caagaaattg
  3192301 ctttccgact tcatgcgctc gccatcagaa agttttccac tgacgacgag tggccctggg
  3192361 tgtttttcat tcatcagtac acatctcgct gatagcggcg cgcttggcgc aactcactta
  3192421 aatattcatc agcctgctcg gcatccattg caccgtgcag agccaccacg tccagtaaaa
  3192481 cctgctcaac gtctttcgcc atgcggttag catcgccaca gacgtaaatg tgggcacctt
  3192541 gttgtatcca gttccacagt tccgcgccct gttcgcgcag tttgtcttgt acgtatattt
  3192601 tatgcgcctg atcacgggac caggccagat caatgcgcgt caacacgcct tctttgacat
  3192661 agcgttgcca ttcaacctga tacagaaaat cctcggtgaa atgaggatta ccgaagaata
  3192721 accagttctt gccactggcc ccatcaactt cacgctgttg cataaaggcg cggaacggcg
  3192781 cgataccggt gcctggcccg atcatgatga cgggtgtttc cgggttagca ggcaaacgga
  3192841 aattatcatt gtgttcaata aagacacgga tatcgccatc gacttccagc cggtccgcca
  3192901 gatagccgga agcaccgcca ctgcgcgctc ggccatcaat gtcatagcgc accacaccca
  3192961 cggtgatatg cacctcattt tcggtctcag cttgcgaaga ggcgatggag tacaaccgtg
  3193021 gcgttaaggg gcgcaataac cccaccagtt gatcggcatt aagatcagac ggtgcctgcc
  3193081 gcaccatatc aacgaatggc gtattcttag cgtacagttg caacgcgggt ttatctgcca
  3193141 gcagtgcaat caaggtttca tcgcgtgata gcgcggcgta tttatcgacg atcagcgtcg
  3193201 tattttgtgt cagttcaagg tgactgagca gcgcctgtgc cagtggcata ttttgtccgt
  3193261 caatactgac cggctcatca cctttgagcc acaacagcgc gagcagttct tcgaccaaag
  3193321 caggatcatt atcaaaccag acacccaaag catcgcctgg ttggtaacgc agtcctgaat
  3193381 cacctaaatc gatttcaata tgacgaacat ctttttctga attacgccca gtcacttttt
  3193441 gctgtacgga taactgtgcg gtcaacggcg cggttttact gtacggacta acggtagtgg
  3193501 taccaccaga cgttatcgcc gctgctgctg gagttgtaga ttgtgttgga gctgtagatt
  3193561 gtgctggaac cttagcctgc aacgtggcaa ccacttgctg acgccactgc tgtgcttgta
  3193621 cctgatattc aacatcggca tcgacacgat ccagtaaccg ttgagcacca agttctgcca
  3193681 gcttgctatc aaaatctttc ccagcctgac agaagtgttc gtaagaggtg tcacctaagc
  3193741 caaagacagc aaatgcggtc tccgataatt ttggggcttt tttagaaaac aggaatttat
  3193801 gcagtgcgac ggcttcttct gctggctccc cctctccttg ggtcgatgcg accaccacca
  3193861 gtaaacgctc ctgcgcaatt tgtttaaact tataatcacc cgcattgacc agattgacac
  3193921 taagttgggc agccagaaga tcatcgcgca gttgttcagc taaacgccgg gcgttgccgg
  3193981 tttgagacgc ggaaatcagg gtaactgtca ctggtggggg tgccgctacc gcaggggaag
  3194041 caacagcgcc gggctgctgg ttaaccatcc cccagaagta acccgacaac catgccattt
  3194101 gggttgggga gaattcaccc accgccgctt gcaagcgggc caactgctct ggcgatagcg
  3194161 gaagtaacga agttggagga gcctgagtcg tcattgcagt acgaattccc ttatgcttta
  3194221 gccgtggttg gcacaaatat ttgtcaatat aggcaggaca attcgtgcca caaagtcttg
  3194281 atagtttgta aggttaacca tcctgagaat aacaattaaa gaagcgatag aaataataaa
  3194341 taaccaaaac gactaagcaa tttttcaggt aattgatatg agttaaagtg ttcaggttat
  3194401 tagggaaatt ttctggcgct tacaataggt ggcaacattg ctatgtctgc ataaaaatca
  3194461 gcaagctatg tcaataaaac cggagtacgg tgagcgaaat aaggattcac atgacgcgcg
  3194521 atcatagcca gtaccggtgc tttccggtac tatgcggcgg atttttgagt caataaggtc
  3194581 atgattatga gcaccaccct atttaaagat tttcagtttg aggcggcaca tcggttaccg
  3194641 catgttcctg aaggccataa atgtggccgt ttacacggtc actcatttat ggttcgttta
  3194701 gaggttacgg gtgaagttga tgctcactct ggctgggtga tggattttgc cgccctaaaa
  3194761 gccgtgtttc aacccatttg ggaacgtctt gatcatcatt atctgaacga tattcctggc
  3194821 ttggaaaacc caaccagcga agttttagcc cgttggattt ggcaacaact taaaccccaa
  3194881 ttgccagaac tcagtgcggt gatgatcaaa gagacctgct ctgctggctg cgtttatcgc
  3194941 gggtaaaaaa tttctgccag tgagtgagca cagctaacct tccatccagc taaaaccgcg
  3195001 acagcgtcaa ggacaaaacc tgatacccaa agtcattggc gttgcagcaa ggcggccagt
  3195061 gaacaagtcc cgatgagtct atttatttta gggtcaacga ccggtaagtg attcgggcga
  3195121 gtgagcgcag ctaaccgtcc atccagctaa aaccgcgaca gcgtcaagga cgaagggtat
  3195181 caagcgatat tgagatattt atgtgtctgc atcgacaacc gccagttctt agcgatgcag
  3195241 gtctcaatac acaacttggt cgcatcctct ttctggctta tcggctgcag tgcaataatc
  3195301 cgttttttat catcatccaa cgtcgccagt aacgcttcta atgcttcgat atctcgtaac
  3195361 cggccaaccg gatgcttaat ttcatccgca cgctggagtg cctgtgacaa tatttttagg
  3195421 ccaccgcgca tattcacttt tggtgaaacg gtcacccaag tctgggcaga acaccgcact
  3195481 tcatgagtac cactggtttc aatctggcaa ctgaagccag cttgctccaa cagtgacgtt
  3195541 aagggctgga gatcgtaaat ggatggctca ccacccgtga taaccacatg gcgggcggta
  3195601 tacccttgct gagcgaaaag atctaacagt tgctgttcac tggctgaacc ccaggcatca
  3195661 ctttctgcgg ttttcaccat aatgcgctgc atatcgactt cccgatccgc ttctttttcc
  3195721 caggtatgtt tggtgtcaca ccagctacaa cctaccgggc aaccttgcaa gcgaacaaaa
  3195781 atcgctggaa cgccagtgaa ataaccctcg ccctgcaacg tctggaacat ttcattaatc
  3195841 gggtacagca tcagtatctc tatcgttatt caaatcagtg accgattatc gcagattacc
  3195901 cggcctccac caaactggct acgctcgggt agccagttta actgtatcag acggttactc
  3195961 aatgactcca catgccatcc gtgcgccacc accgcctaaa ggcattggat gatcagagta
  3196021 attatcaccg ccagcatgga tcattaacgc atgctgtttc acctctgaca acgatttcag
  3196081 gcgcggagcc aatacgggat aggtggcggt gccatctgca ttaaccacca atcccggcag
  3196141 atcccccaga tgccctttat cgttgtaagg accaaggtgt accccggtct tatttgggtc
  3196201 aagatgcccc ccggctgcca atgctggcac tgccttgcca tctttcatcc ccggagcaca
  3196261 actgggtttt tcatgcagat ggaaaccgtg aattcccgga gccagcccag tgagatgtgg
  3196321 cgtaaacagt aagccataag cggtttcagt caccgtcacg gtgccaagcg ctttcccatt
  3196381 accttgtggc aatgattcgt tgattttcac agtcatgcta gccttaccat tcatgctggc
  3196441 cttatcattc atgccagcca tgttagcggc cagtgttgcg ctggagtaaa gaataacagg
  3196501 tagcaataat gtacttaatt tcatattgtt atatccctta tatgttgatt aagtctggtt
  3196561 taaccttgtc aataggaaac ttttgacgat taattattac ttatgcttca tactcccgca
  3196621 cacaaaagtt gtcacgtttt gttgaatttg ttgaatttgt gtttcattta ggaaaagttt
  3196681 tagttggtgg tcgaaatatg gataaagcca tagagttagg taggtagggt tttacgataa
  3196741 accaacctga gcggctctaa gcaagccagc atctgatttt atcgatcagc aaaatcaacg
  3196801 cataaaaaaa cccgccgaag cgggttttta attaattagt taactaaatc aaccagttaa
  3196861 attaatcaac tcattaagaa agtagagcgc agtaattact ggcctttaac ttctttcaga
  3196921 ccgttgaatg gtgcgcggtc gcccagcgct tcttcaatac ggatcagttg gttgtattta
  3196981 gcaacacggt cagaacggct catagaaccg gttttgattt ggcctgctgc ggtaccgact
  3197041 gccaagtcag cgatagtcgc atcttcggtt tcacctgaac ggtgagagat aaccgcggtg
  3197101 taacctgcgt cttttgccat cttaatcgca gccagagttt cggtcagaga accgatctgg
  3197161 ttgaatttga tcaagataga gttagcaaca cctttctcga taccttcttt caggatcttg
  3197221 gtgttggtta cgaacaggtc atcacccacc aactggattt tgtcacccag gacttcagtc
  3197281 tggtatttga agccagccca gtcagattcg tccagaccat cttcaatgga gacaattgga
  3197341 tactgcttgg tcaagtcttc caggaagtga gtaaattctt cggaagtgaa ggctttgtta
  3197401 ccttcgccag ccagaacata tttgccgtct ttgtagaact cagaagccgc acagtccata
  3197461 gccagagtaa tgtctttgcc cagctcgtag cctgctgctt ttactgcttc agcgataaca
  3197521 gccagtgctt cagcgttaga acccaggttt ggtgcatagc cgccttcatc accaacagcc
  3197581 gtgttcaggc ctttggcttt cagtacttta gccaggtggt ggaacacttc agaaccgatg
  3197641 cgaaccgctt ctttcaacgt tttagcgccg actggctgaa tcataaactc ttgaatatca
  3197701 acgttgttgt cagcatgttc gccgccgttg atgatgttca tcattggcag tggcatagag
  3197761 aatttgcctg gggtgccgtt caattcagca atgtgctcgt acaaaggcat gcctttagac
  3197821 gctgctgctg ctttcgctgc tgccaaagaa acagccagaa tggcgttagc accaaactgg
  3197881 gatttgttct cagtaccgtc cagatcgatc atgattttat cgatgttggc ctgatctttg
  3197941 gcatctttac cgataactgc ctgagcaatt gggccattta ctgcagcaac ggctttcagt
  3198001 acgcctttgc ccaagaaacg ggatttgtca ccgtcacgca gttccagtgc ttcacgggaa
  3198061 ccagtagaag cacctgatgg tgccgcagcc aaaccaacga aaccgccttc taaatgaact
  3198121 tcggcttcta cagttggatt accacgggag tcgatgattt cacgaccgat gactttaaca
  3198181 attttggaca ttagattttc ctcagtacaa gttaaactaa aactccagac agagggggcg
  3198241 acatctcagc cgccccctac caccaaatat tttatttcac ctggcgcttt tgataatcac
  3198301 cagccgcttt cacaaagccg gcaaacaacg ggtgaccatc acgtggcgtc gaagtaaatt
  3198361 ctggatggaa ttgacaagcc acaaaccacg ggtggtctgg taactcgata atttccacca
  3198421 gtttgttatc tgcagaacgc cccgccacgc gtaaaccggc agcttcaatc tgcttcaaca
  3198481 acatattgtt tacttcatag cgatgacgat ggcgctcaac gatggtcggt tcgccataca
  3198541 tttgacgaac caaacttccc tcggttaggt gacattgctg cccccctacg cgcatggtac
  3198601 cgcccaaatc gctttcttcc gtacggattt caacgttacc gtcttcatca cgccattcgg
  3198661 tgattaatgc aaccaccgga tacttacagt ctggcacaaa ttctgtagag ttcgcgtttt
  3198721 ccattcccgc cacattgcgg gcgaactcca tcagcgcaac ttgcataccc aggcaaatac
  3198781 ccagataagg aatattgtgt tcacgggcgt aacgcgccgc caagaccttg ccttccacgc
  3198841 cacggtagcc gaaaccaccc ggtatcaaga tagcatcaag ctctttaagc atctcttcac
  3198901 cgcgggtttc aacatcctgc gaatcaataa gcttaatatt aacggtcaga cgatttttca
  3198961 acccaccgtg cttcaatgct tcaatcaccg atttataggc atccggcaat tctacatatt
  3199021 taccgatcat cccgatggtc acttcgccac ccggatttga ttcttcgtat aatacctgtt
  3199081 cccattccgc aagatttgct tcaggacaag ttaagctgaa tcgtttacaa atataatcgt
  3199141 caaggccctg tgatttcaat agccctggga ttttataaat ggaatcaaca tctttaagag
  3199201 agataactgc tttttctggc acattacaga ataatgcaat tttggcacgt tcattagcag
  3199261 gaacggcacg gtcagaacgg caaatcagca catccggttg aataccgata gacagcagtt
  3199321 ctttaactga atgttgcgtt ggcttggttt tgacttcacc ggcagcagcc agataaggaa
  3199381 ccagcgtcag gtgcatataa agagtatgct cgcggccaac atcaaccgcc atctgacgaa
  3199441 tagcttccag gaatggcagg gattcgatat cccctaccgt gccgccaatc tcgaccaata
  3199501 ccacatcatg gccttcaccg ccttcaatga tgcgctcttt gattgcattg gtgatgtggg
  3199561 gaataacctg aatagtcgca cccaaatagt cgccacggcg ttctttacgc aaaacttcgg
  3199621 aatagatacg gccagtggtg aagttgttac gacgggtcat tttggtgcga atgaagcgct
  3199681 catagtgccc taaatccaga tcggtctcag caccatcttc ggtgacaaaa acctccccgt
  3199741 gttgtgtcgg gctcatggtg cccggatcca cgttgatata cgggtccagt ttcatgatgg
  3199801 taacgttgag gccacgggct tcaagtatag ccgccaggga ggctgcggca atgcctttac
  3199861 ccagagagga tacgaccccg ccggtcacaa aaatataatt agttgtcatg ctgaacctga
  3199921 gagtttaggt ttaaagacga tggaagtacc aggacgggaa agtagtatac cggaaccttg
  3199981 gtttcgctac aaatgatctc cgcacccatg gcggttttca cgactaaaac cgcacagaac
  3200041 accgtcttgc tatccgttat aattcaatac attaacgtaa ttaaaattcc acaactatca
  3200101 gtgaaatgaa ttaaaacacc ttacatttca gtttcttgct ttttaacttg ctgccaggct
  3200161 gcttccattt catcaagcgt cgcactctcc atggtttgac ctgatgccgt aactatttgt
  3200221 tctacctgac gaaaacgccg ttcaaactta cgattagccg cttgcagcgc attctcagct
  3200281 ttatggccca gatggcgcga tagattaacc gtggcaaaga gtaaatcgcc aatttcctct
  3200341 cccaatttgt cctcatcgac gactgcctga cgcgcttcaa acatgacctc gtcaatctct
  3200401 tcgtagacct tatcgagtac cggccctagc gtgttccaat caaaaccgac tgacgcacaa
  3200461 cgcttctgaa ttttatgggc cttcatcaag gcgggcaatg catcaggaat atcgtccaat
  3200521 gccgaataca atgctttttc tgctcgttcc tcggcttttc gtgattccca gcccgccaga
  3200581 gcggcctctc tgttaaccgc cgcctgagtg acgttttgag acgtatcaga gaagacatgg
  3200641 ggatggcggc gctcaagctt atcgctaatc gcatggcaaa cgtcatcaaa ggtaaacagc
  3200701 ccttgctcct gccccatttg ggcataaaac accacctgga acagcaaatc acccagttcg
  3200761 tctcgaaggt catcaaagtc cttgcgcgca atcgcatcaa gcacctcgta agtctcttcc
  3200821 aacgtataag gggcgatggt gtcaaaggtc tgtttgcgat cccatgggca cccctgctct
  3200881 gggtcacgca gagcgcgcat aatatccaat aaacgttgca gggcgactgc tgtagaatca
  3200941 ggggaagtaa caggttgagt catttcaatt tattcacttt ttttgttttt taaattcaaa
  3201001 gcgtcgaaag cacaggcaga ttgattgcga cccgccacgc ccccgaaatg tatacccgat
  3201061 cttataaaaa ccggtacatg aggagggcga gcaccgcgca agatcaatag agcaaagcgc
  3201121 aagatcaata gagcaaaacg taatcgccgt ccagattaaa aagcctaatt gccatggagg
  3201181 cgacgggcgt ctatgacatc cggcaactga ttcagtttgg ccaatacccg gcccagcacc
  3201241 tgcaagttat agatctcgat atccatatcg atagtcgcca ccatcttttt ggtatcgctg
  3201301 cggctggcaa cgcccagtac gttaactttc tcatttgcca ggatcgtagt gatatcgcgc
  3201361 aataacccac tgcggtcatt agccgtaacc cgcaccacca gcgaataacc gctggagtag
  3201421 ctttcgcccc agactgcatc gacaatccgt tccggtgcat gggattccaa ttcagccaac
  3201481 tgctcacaat ctgcacggtg aatcgatatc ccccgccctt gcgtgataaa accgataatt
  3201541 tgatcaccgg ggatcggctg gcaacaacgg gcaatatggt gcatcaggtt accgacacct
  3201601 tcgaccacaa tacgcccact gtctttgctg gcgttacgtg gcgcgggctg atgcttgtta
  3201661 ttcagatgac ggagtgcttc tagatcagcc tcttctgccg ttggcttatt cagtttgccc
  3201721 tggaggaagt tcaccatctg attcagacgg atatcacccc ccccaatcgc cgctaacact
  3201781 tcatccatcg aattcatgtt gtaacgcgga acaagcagct tctcagcctc tttcagactg
  3201841 atatccagat gctccagctc atcatccagc atttgccggc cagccagaat attcttatct
  3201901 ctatcttgtt tgcggaacca gttatgaatt ttggaacgtc cgcgactggt cgtgatgtaa
  3201961 ccgaggttag gattcagcca gtcacggctt gggtttggct gtttttgagt gataatttca
  3202021 atttgatcac ccatctgcaa ctgataagta aacggcacaa tgcggccact gattttggca
  3202081 ccgatacaac ggtggcccac atcgctatga atatggtagg caaaatccag cggcgtcgag
  3202141 ccggcaggca ggtcaatcac atcgcctttc ggtgtaaaca cgtacacccg atcatcaaat
  3202201 acctggctgc gcacttcatc cagcatttcg ccagaatcag ccatctcttc ctgccaagcg
  3202261 atcaatttac gtaaccaggc gattcgccct tcataactcg aacggcccgc tgccacggcc
  3202321 ccttctttat atttccagtg cgcagcaacc cccaactcgg catcttcatg catctggcgg
  3202381 gtgcggatct gaatctctaa cgttttacct cgtggcccaa gcaccacggt atggatcgat
  3202441 tggtaaccat ttggcttagg gttggccaca taatcatcaa attcatcagg taaatgccgg
  3202501 aagtgcgtgt gaacaatccc taacgcggca taacaatcct gcaaacgttc caccaccacc
  3202561 cgcaccgcgc ggacgtcgaa tagctcatcg aaggccagcg actttttctg cattttgcgc
  3202621 caaatgctgt agatatgctt cggtcggcca taaatgtcgg ctttaatgcc ttcgtcggcc
  3202681 atcgccttat gtaatgaagc aacgaagtca tcaataaatt gttcgcgatc aatacgcctc
  3202741 tcgtggagta atttggcgat tttcttatat tcatctggat gcagataacg gaagcagaaa
  3202801 tcctccagct cccatttaat ctggccaatc cccaaacggt tcgccagtgg tgcgtaaata
  3202861 ttggaacact ctttagccgc cagaacacgt tcatcttccg gtgcatcttt gacttcacgc
  3202921 agatgagcga tccgctctgc cagcttgatc accacgcagc ggaaatcctc caccatcgcc
  3202981 aataacatac ggcgcacgtt atccacttgc tccgagctca tggaatcgtt gtgagtggct
  3203041 tttaactggc ggatagcatc catatcacgc acgccgtgta ccagatacgt aatcccctta
  3203101 ccgaattgct cggtcagggt agtttcgtcc acgatattgg catctaccag cgggaacagc
  3203161 agcgccgcgc gcatactgtc gttatccata ctcagagtgg aaagaatttc aaccatttca
  3203221 agaccgcgcc acagtaataa cgaggcatcg ggatggtttt gcgtctgttg ttcacagtaa
  3203281 cgccaggttt cggctaatcg ctcagatgac tgcggattgg caagccctaa actggcaatc
  3203341 caatcgtcaa gagcaaactc acccgctggg tttaaatgcg cacttcgtac cgcaaccata
  3203401 acttctccct actttgcgac ctctgacgcc tgaataaaca gcgccataga ttcaagatgc
  3203461 ccggtgtgcg ggaacatatc caacgtacgc acctgagcaa gacgataacc cactcctgat
  3203521 aaaacatggc gcattgggta aattattgct taacgcatta tacagcccat tagcgacaaa
  3203581 cgccgcaact ccttcaccct caacggctta ccaaacaggc tacccgcagc aagataaact
  3203641 cgccctcccg gtaagatatc agggataaaa acgatcactc cctgatggag tacagcccct
  3203701 aacgtaaagg ggccaagaaa atatactgtc acagttattg tttaccgggt cgtcacacgc
  3203761 ctgtttggag agtagaattg caccacattg attgatcaag catcagtttc attagtcacc
  3203821 cattctccca cattggaata ccatgaccaa atacagtctt cgcgcgcgca tgatgatttt
  3203881 aatcttggca cccacgctgc ttctagggct gttactcagt acatccttta tggtcaatcg
  3203941 ctataatgag ctgcaaaacc aaatagttag tgccggcacc aatattattg aaccgttggc
  3204001 cgttgccagt gaatacggga tgagcttccg caaccgcgac accgttcggc agttgattaa
  3204061 tctactacac cgaaggcact cgaatattgt tcggtcaatt tctgtttttg acgtagataa
  3204121 taagcttttt gtcacatcca actacaatta caattcctca caattaagac tccctccagg
  3204181 cgaacccgtc cccgactctt tgatgctttc gtaccgtggg gattcgctga tcctacgaat
  3204241 gcccattgtc tcagaatcta atttatccag tgaacaagcc tccgggcagg gggaaagtga
  3204301 ccagatacag ggctatatcg ccattgattt agatttacaa tcagtgcgcc tgaaacaata
  3204361 taaagaaata ttcatttcaa ctttgctact gctgttctgt atgtgtgtcg ccattttgtt
  3204421 tgcttaccgc ctgatgcgcg atgtcaccgg ccctatccgc aacatggtca ataccgtcga
  3204481 ccgtattcgc cgtgggcaat tagacagccg ggttgaaggc catatgctcg gggagctgga
  3204541 tattcttaaa aatggtatca attcaatggc gatgtcactc gcggcctatc atgaagagat
  3204601 gcagcagaat attgatcaag cgacgtcgga cttgcgtgaa acactcgaac aaatggaaat
  3204661 ccagaatgtg gagttggggc tggcgaaaaa gcgtgctcaa gaagcctctc gaattaaatc
  3204721 ggagttcctg gccaatatgt cccatgagct gcgtacacca ctcaatgggg tgattggttt
  3204781 tacccgacaa acactgaaaa cctcgctgac accgacacaa actgactatt tacaaaccat
  3204841 ccagcgttcg gccaacaacc tgttatgcat cattaacgat gtactggatt tctccaaact
  3204901 ggaagccgat aaactgatac ttgagcatat tcccttttcg ctacgtgaaa cgttagatga
  3204961 agtcattatt ttgctggcac ataccgccca tgaaaaaggg ctagagctga cgttacatat
  3205021 caataatgac gtgccagacc aagtgttagg cgatgccatg cgtttgcagc aaattgtcac
  3205081 taacttgctg ggtaatgcga ttaaattcac cgaagagggc aatattgaca ttctggtcgt
  3205141 cgtgaaggct atcgcatcac agcaagtgac attgatggta gagatccacg ataccggtat
  3205201 cggtatttcc gaatcccagc aagcgcagtt attccaggct ttccgtcagg cggatgccag
  3205261 tacctctcga cgccatggag gtaccgggct tggcctggtg attaccgaac ggttagtgaa
  3205321 agaaatgggc ggtaatatca gtttccaaag ccaaatgagt tgcggttcaa tcttcagatt
  3205381 ccacctcaca ttagaactta acgagagtat cccttaccgc cagcctgata tggcgcattt
  3205441 agaggggaaa caactggctt acattgagcg taattctacg gcggcgagag cgacgataaa
  3205501 tatactcaac accacgccat tgcaggtgac tcatcgtcag tctttagctc agttacctga
  3205561 acaacattat gatttcctgc tggtcggggt accgatccca tttagaaata acatggcaat
  3205621 tcatcaagat aaattgctaa cagccctaaa aattgccgat catgtcatct tggcactacc
  3205681 aagccaatca caagtagaag ccgagcaact taaacaaatc ggcgccaaag attgtctgct
  3205741 gaaacccata tcgtctatca ggcttatccc tttactcttg gccgaagaca cgcacagtaa
  3205801 agtaccatca gaggagcaac cacgtaagca accaaagtta cctttcaggg tgatggctgt
  3205861 cgacgataac cctgcgaatc tgaagctaat aggtaccctg cttgaagagc aaattgagga
  3205921 aacggtactg tgcgacagcg gtgccatggc gatcacctat gcgcgtgagc acacgctgga
  3205981 tatcatttta atggatattc aaatgccaga aatcgatggt atccgtgcca gtgaaattat
  3206041 tcaccagata ccgcatcacc aagagacacc catcattgcg gtcaccgccc atgccgttaa
  3206101 aggccagcaa gagcaattgt taagattggg tatggcagat tatctggcaa agccgattga
  3206161 tgaagcacgg ctgctacagg tactctcccg ctatcaaagc gataatccgc cattatctac
  3206221 agcatctaca gcatctacag catctacagc agaaagcctg ccacttcccg tgcctaaagg
  3206281 tgctggggtc atagattggg cacaggctgt caggcaagcc gccaataaag aggatctggc
  3206341 acgggatctc ttaaccatgt tgctagaatt tatgccgcag attaccgccc gtgtgcaggc
  3206401 gattctggca ggggctgacg atggcgacat tctgaatttg gtgcataaat tccatggcag
  3206461 ttgcgcctgt agcggtgtgc cacgcctcag acaactgtgc atgaccattg aactacagtt
  3206521 gcgccagcag gttaatttgc aggatttaga acccgagtgg cttgagttgc tggatgagat
  3206581 agaaaatgtc agcgaagcgg ctaaaaccta tttacgtaca gagtgatatc ctcgaacgct
  3206641 tgtggaaata gaaaaccaaa aagggcacag cgagataaac tgtgcccttg agctagatgg
  3206701 aaatcacacg ggatctacat aatctttact gcattgagac ccgttactgc atctattgtg
  3206761 tcaatacctt actgtatcaa taccttactg tatcaatacc ttactgcatc aataaataga
  3206821 gtgaagtatc accacgttga atattcaacg ccaataccgg tggtttagca tcgaggattt
  3206881 tccgcagctc acctaggttc tggactggtt gctggttaat ccccatgatg atatcacctt
  3206941 ttttcaggcc gatacgcgcc gcagcagtgc ctggttttac gctatcaact ttcacccctt
  3207001 tcttgccgct aacgtcgctg ttactcagtt cagccccctc aataccggtg tagagattgc
  3207061 cggattccac ctgactgtgg ctgctctgct ccaggacgac atccacattg atcggtttgc
  3207121 catcacgcag cagacccaag gtcattttgc tgccaacagg taacgtgccg atctcggcgc
  3207181 ggaaccctgc aaaactattg atggctttcc cattcatact gacaatgata tcgcccgctt
  3207241 tgatacccgc ttttgccgca gcagatttag gcacgacctg gctgataaag gcacctttct
  3207301 gcgcatcaac cttcatggct tttgccagtt cagagtttag ctcggtcccc ataatgccca
  3207361 gttcaccgcg ttttacctga ccaaactcaa ccatctgtga tgtcaggttc ttcaccatgt
  3207421 tgcttgggat agcaaagcca ataccaatgt taccgccatc cggtgccaga atagcggtgt
  3207481 taataccaat caactcaccg ttcaggttga ttaatgcgcc gccggaatta ccacggttaa
  3207541 tcgccgcatc agtctggata aagttttcat agttttctac attcaaacca ctgcgcccta
  3207601 aagcagagac aataccggat gtcacggttt cacccaagcc atacgggttc ccgatagcga
  3207661 cggtataatc accgacacgc agttgatccg aattggcaat cttaatcgca gtcagatttt
  3207721 tagcgtcttt cagttgtaac agtgcgatat cggtacgtgg atctttaccg atcaccttgg
  3207781 catcaaaact gcggccatcg ctcagtttta cgctgatctt gttcgcatta tcgaccacgt
  3207841 ggttattggt aacgacatac cccttgcccg catcaataat gacacctgaa ccaagcgaac
  3207901 ggaattcccg cttacttggc attccctgcc ctagtccgcc cagatcccct tgacacattg
  3207961 gcgagccttg gaacggtgaa ccgtcctgac agaatggcga gttatcacca aaaaactgct
  3208021 ggaattgtgg tggcataccg cgtgcaccag cactgcttac aggcgcacta ccttcaacgt
  3208081 tgatactgac cactgaaggc attactttct ctagcattgg cgccaggcta gggagctgct
  3208141 ggctactcga tgctgccgtc tctgccgcaa cgacggaaga aaccgggccc atggcgaaac
  3208201 caatgctcaa tgccaatgca cttaatacta aagttgtttt tttcatatat tcgtgttctc
  3208261 actatacaaa ttaaaaatga ataaatagcg actatgtggc cgactaatgc cgtatgccgt
  3208321 cttgcctagt aagattaaat atgggggatg aagttcatag ggccaagaaa attaagagta
  3208381 aaaaatattg tccgtcttta caaaactata attaattaaa cggacaattc aaatttttgc
  3208441 atactattcc gcagccatta aacgccggta ttcatcataa gcataaagat cggtcatccc
  3208501 actgatataa tcctgaatta accgcgcacg ataataatat tcatatatct catattgttc
  3208561 ggacggtaaa ttacggattc tttctgcaga ttcagcataa gctaaccgat gtttaatcga
  3208621 taatttatga aataaccgtg tttcaattgg atacttacgg tggcggtcat ctgcaactaa
  3208681 ttgtgtaaag gcggtctctg gcattgctaa taacgggcta taaatatcaa gcagcccact
  3208741 gatgactcta tacccttgta attcaagctg ttcaacttct gggtggttaa atacatgttt
  3208801 tactgcgaca cgtttgaaaa tttgcaataa cttacaagcg gcactggaat cttctaacaa
  3208861 tgcctggtta aaagagcctg aaaaaacagc cggtagattt tcaataaagc gttgtgccgc
  3208921 atgagggact aatttcccca cagtatttac ccgtagatac ataaagaatt gatcttctga
  3208981 gctacgccgg ccttgctcac ggcctaattg acgaaaagcg gcacccacga ctttatcaaa
  3209041 cagatccccc ggtgtaacgg ccccccactc ttggctcata tgatcataga gttgttcgac
  3209101 actgaaaata tttttttcta ctgcatcttc taaatcggct atacagtaag aaatatcatc
  3209161 ggcggcctcc ataatataag tcagtggaaa acggtcaaac tcttccatat tgagttcgcg
  3209221 acgcagttct ttgacgtaat tttcctctgc cagatagaag ccgggttttt tcatcaaata
  3209281 gttatgggac gctggaatag gggctgacca ataagcgggc ttagtatatt taagaataca
  3209341 acccacctga gcataggtca gattcagttt taataaactg tgaaccaaac gaatagcctg
  3209401 agcgttgccc tcaaactggc taaggtcatg acgaatttta ctgcgcagaa tattaagttc
  3209461 ggtttctccc tcacatagct tcagcacatc tacctgacat tgatctgtgc tttgtggttc
  3209521 agaaccgctg ccgccgttag ggtccatccg ttttgtaaac caatcattga tcgctgactc
  3209581 accgaaatga ccaaatggcg ggttaccaat gtcatgcatc agacaggcca tttcaacaat
  3209641 actttcaaaa gggtcgagta gtttatccaa accgtaggcc gtgatttttt tatcctgttt
  3209701 aaagcggttc aggatctctt tcgcgatata acgcccgact tgttgcactt ccaacgaatg
  3209761 ggttaatcgg ctacgaacgg cggcattgcg ttccagcggg aatacttgcg ttttttgttg
  3209821 cagacgccgg atagcagcag agttaacaat ccgcccacga tcactttcaa atacccttgt
  3209881 tatttcatat tcatcttctg ctgaactggg cttactaaaa ggccgctgga aacttatttt
  3209941 ctgcttaaag tcgatcccgg acatatttcc ccctggttat ctatattcca aaaccaccct
  3210001 gaattattca aaaccatcct gcattcaaaa tcatgttgta ttcaaaatca tgttgtattc
  3210061 aagaatattc tgtattcaaa accatgcact taccaacagt gatacctatt agtggcagta
  3210121 gatgcaatgg attacgcatg aactgcggca cattacgcat taatgacagt gaattgcccg
  3210181 aatatgttct tacctgataa gctatacagc gtgaaatagc aggttaatcc ctccctttaa
  3210241 aatcagcgag tatccatatg aaagtaggca ttattggcgc catggaagaa gaagtgacat
  3210301 tgctgcgtga ccggattgaa aaccgtcaaa cattagcgcg tgcaggttgt gaaatttata
  3210361 ccggtcagct aaacggtatt gatgtcgcat tactgaaatc tggcataggt aaggttgcgg
  3210421 cggcaatggg aaccactctg ctgctagaac attgccaacc ggacctcgtg atcaacaccg
  3210481 gttccgcagg cggcctggac tctagcctca aagtgggtga tatcgtggtc tccaatgaag
  3210541 tccgctatca tgacgcggat gtaaccgcct tcggctatga gcccggtcaa atggcgggtt
  3210601 gccctgccgc cttcgtcgca gatgaagact tgatcgcgtt ggcagaaaat tgtattcaac
  3210661 aattaaaact caatgcagtc cgtggcctaa tttgtagcgg tgatgctttc attaatggcg
  3210721 ccgagccttt aacgcgcatt cgggcggcct tcccaacggt ggcagcagtt gaaatggaag
  3210781 ccgcagctat cggccacgtt tgctacctgt ttaatacccc ctttgttgta gtccgagcta
  3210841 tttctgatgt tgccgatcaa gcatctcacc taagctttga agagttcttg gtggtggcgg
  3210901 cgaaacaatc gaccctaatg atcaaagcca tgttaaccac cttggcgcaa cgcggttaat
  3210961 gatgccactg ggtctttttc ctctgccacg cgcagcagca gtgttgctaa ttagcctgct
  3211021 aacactccca gcacaggctg ccgaacgggt tatcagttta tcgcccagta ccacggaact
  3211081 ggcttatgct gcaggtttgg gcgataagtt ggtcgcggtc agtgcgtact ctgattaccc
  3211141 ggaatcggct aaaaagttag aacatgtggc gtcgtggcaa ggcattaacg ttgagcgtat
  3211201 tctggcacta aaacccgatc tgatcctcgc ctggcgtgga ggtaatccac aacggccgct
  3211261 ggatcaatta gcggcgttgg gtattccgat tttctactct gaccccacgc atatcgatca
  3211321 gattgccagc gatctggata agctagcgca atacagcccg caccccgagc aggcacatca
  3211381 ggccgctgaa caattccgtc aacacgtcaa cacactgcgt gatcgctatg cccgcagtca
  3211441 gcccaaacgt acctttttgc aattcggtac tcagccactg tttaccagct ccgggcacac
  3211501 cttacagagt gaagtcgttt cactctgtgg tggagaaaat atttttgccg acagccgggt
  3211561 tccctggcca caagtcagtc gtgagcaagt gatgacacgt aagccacagg tcatcgtggt
  3211621 aagcggtacg cagtcgcaag tcgataacgt ctccgccttt tggttgcctc agcttgtggt
  3211681 acctgttatc gccctgaatg aagactggtt taatcgcgcc agcccacgta tcctgctggc
  3211741 cgctcaacag ctgtgccaac aaatggccag cattccaacc cctgtcgcgg agtcacatta
  3211801 atgctggttt attggctgga tatcttaggt actgcggtat ttgctatctc tggtgtatta
  3211861 ctggcaggaa aactacgtat ggatccattt ggcgtactgg ttttgggggt ggttactgcc
  3211921 gtcgggggtg gcacgatccg tgacatggca ttagccaatg gcccggtatt ttgggtgaaa
  3211981 gatcccaccg atctagtcgt ggccatggtg acctgtctgg ctaccatcgt actggtacgt
  3212041 caacccaggc gcacggcaaa atggatcctg ccggtgttag atgcgattgg tttagcggtg
  3212101 ttcgtcggta tcggggttaa taaagctttt gccgccgatg ccagcccatt agtggctatc
  3212161 tgtatgggcg taataactgg tgtcggaggt gggattattc gtgacgtctt agcccgtgag
  3212221 attccgatga tcctgcgtac tgagatttat gcgacggcct gtattattgg cgggatcgtg
  3212281 catgccactg cgttctatac atttaacatg ccattacagc aagccatgat gttgggcatg
  3212341 gtgataaccc tcggtattcg gctcgccgca atccgttggc atttaaaact accaaccttc
  3212401 gaaatagagc attgagatat tactgtcgaa taatcatctt tgagcataaa aaaccgctgc
  3212461 cattctcatg gtcgcggttt tttagcgatg ctttagtttt aacgatgctt tagttttaac
  3212521 gatgctttag ttttagcggt actttgctgg caggtttatg cccaaagtca ttggcgttac
  3212581 agcaaggcag caaacgaatg aatcccgatg agcttattta tataaagcca acgacaggtc
  3212641 agtgattcag gtaagtaagt gcagctaaca ccgctgtagc gccaaggacg cagggtaaat
  3212701 tagatactga aagaagaacc acacccacaa gtactctttg cattcgggtt agtcacgata
  3212761 aaacgagaac cttccagccc ttcagtataa tccacggcac cgcccactaa atattgcagg
  3212821 ctcattgggt caacaaccag ctcaacacct tgtttttcaa tggtcatatc accatcatta
  3212881 acctgatcat caaaagtaaa accatattgg aacccgctac atccaccacc ggtaatgtaa
  3212941 acacgcagtt tcagattcgg gttttcctca tcagaaatca gtagtttaac tttctttgcc
  3213001 gccgcctcgg taaactgtag gggcagtact gtttcgttgc tcatcctcat cactcccaac
  3213061 cggtgttcga gttgcaggtt actacttcgc gttgcaggtt actacactgg cagcctgatc
  3213121 tatggctcga ttatctaata cctgagtatt tcattcaagt actcagggct aatgttatat
  3213181 tatttgccta tttgtggggt attttcaacc gccggttctt gtgctattac cgtggcacgc
  3213241 gcttgctctt gcttggctaa tgtgcgagct aggatggccg aatacaacgg tttccccccc
  3213301 ataaattgag cgatcaacgt cgctcccagg caggtaacaa tcatcggtaa aataagctga
  3213361 taattatcgg tcatttccag taccaatacg atcccagtca acggtgcacg tactgaggca
  3213421 gcaaacagtg cgcccatacc cgcaatggcg aaagtaccgg cttcgatgcc atattgtggg
  3213481 aaaaagtgcg cgcaagacag accaaatgcg gtccccaaaa tggtccctaa tgccaacatt
  3213541 ggggcaaata ttccccctgg agcgcccgat ccaaaacaca gcaaggtcgt gatgacccga
  3213601 gcgataaaaa tgaacaacag catgccgatg ctgaaattac cggctgccgc gatagggatc
  3213661 aatgcaaacc cccctcccac cgcattgcca tgaagcagtg ctaataaacc gcacattccg
  3213721 ccaagcaagc caccgatcag aactaattta cgccaatcac caccatgaaa gcgcacaaac
  3213781 atatcttgtg ttcgaaagat aagggcattg aatatgacgc ccacagcacc aaaaataatg
  3213841 cctaataata aataaagcca aagggtgttt agcggagcat cactgagttt accgacctca
  3213901 ataattgcac gttcaccatt aaaatagcgg taaacaatcg ttgaggtaat caccccgata
  3213961 aatacggctt taatagagac taggctgtag cgaaattgcg agcgcatctc ttcgataaca
  3214021 aacagaatcc ctgccagcgg ggcattaaat gccgcagaca gccctgcggc tgcaccggtt
  3214081 gctaatagtg aatgacgggc ttccgggcta cgcaaacgaa aaatatccac gatcattcgc
  3214141 ccactgttgc cccccatttg gaccatgggt ccttcacggc ctaaaaccat tcctgcgccc
  3214201 aatgtcccaa ggccgccaat aaatttaaca gggattacgc gccaccagcg cactggccgc
  3214261 atttcctcca ttgccccttc gatttcgggg atcccagacc ccccagcctc aggagcaaag
  3214321 cgactaacca aaaaatagcc catcatcgct agcagtgcgg acatgataaa agccagaggc
  3214381 cacaccaaga gtgcgtaatc cgcgacatta gccagcgcta gcagccgctg ttgctggacc
  3214441 caatcgacac cgcgatcaaa tgctacgcct aataatcccg ttaccacacc gacaacagcg
  3214501 gccatgataa gaataattaa gggtgtctta tcacgattaa ccagttcacg gatcaaacgg
  3214561 ccacgcttgc cttcagcgac gccttcagga gaaagttgtt gcgttgaatg agtcatagtt
  3214621 aatttgttta tcagttgagc aatacataat acaaatttga tgtaaccaga gtctagtcta
  3214681 tgaactcatg gtgcgccgcc atatagccat gaaatgatct ggctcaggga ggcgtgttca
  3214741 tattacggct atcactattt gcggcacatt acgcatactg acagctaaat atgcccaatt
  3214801 atttgataac cgctgtcagt tctttagaat aagccgcatt cttcttttct caagacccat
  3214861 attgtcacaa gaacgacgtt accaaggcta aggctgccta gatgaataat gttgccaagg
  3214921 taaataataa ggttgccaag gtaaataatg ttgccaaagt gaataacgtt gccaagccca
  3214981 attcaggagc caatttatga gtaaatccga aaatctgtat gcccaagcac aacagttgat
  3215041 cccgggcggg gttaactctc cggtgcgtgc attcacaggt gttgggggca tcccactctt
  3215101 tattgaacgt gctgatggtg cttacctctt tgacgtagat ggcaaagcct atattgacta
  3215161 tgtcggctct tgggggccaa tgatcttggg ccataatcac cctgctattc gtcaggcggt
  3215221 cattgaggcc gttgaacgtg gcctaagttt tggtgcaccg acagagatgg aagtgaaaat
  3215281 ggctcagttg gttacagatt tggtgccaac catggatatg gtacggatgg tcaattccgg
  3215341 caccgaagcc accatgagtg ccatccgtct ggcccgaggc tataccggtc gcgataagat
  3215401 aattaaattc gaaggctgct atcacggcca tgccgattgt ttgttggtaa aagcaggctc
  3215461 aggcgcactg acactgggtc agcccaattc acctggtgtt cctacggatt ttgccaaaca
  3215521 caccctgacc tgtacctata acgatctggc ttctgtacgg caggcctttg agcaatatcc
  3215581 gcaagaagtg gcgtgtatta tcgttgagcc agtagccggt aatatgaatt gcattccccc
  3215641 gttgccagag ttcctgcctg gtctgcgcgc tttgtgtgat gagtttggtg ctctgcttat
  3215701 catcgatgaa gtcatgaccg gttttcgcgt agccttagct ggcgcgcagg attattacca
  3215761 tgtcatccct gatttaacct gtctgggtaa aatcattggt ggcggtatgc cagtaggcgc
  3215821 ttttggtggc cgccgtgagg taatgaatgc gctggcaccg actggcccgg tttaccaagc
  3215881 cggtacgcta tccggtaacc ctatcgctat ggctgccggt tttgcctgcc tgacagaaat
  3215941 ctctcaggtc ggtgtttatg aaacactgac cgaattaacc gactcactgg ctacaggcct
  3216001 gcgacatgcc gctaaagagg agaacatccc actggtggtt aaccacgtcg gtgggatgtt
  3216061 tggcctattc tttaccaatg ctgataccgt cacctgctat caggatgtga tgaattgtga
  3216121 tgttgagcgc tttaaacgtt tcttccattt gatgctggaa gaaggggtct atctggcacc
  3216181 gtcagccttt gaagcgggct ttatgtctct ggctcacagc aacgaagata ttcagaaaac
  3216241 cgtcaatgcc gctcgtcgat gctttgctaa actttaattc aatatttgtt tgaattttag
  3216301 tcaaaacaat atctatttga gttttagccc aaaatagaag gtaatcagac tgctgacaac
  3216361 ccccgaacac tcgatcttga acggtgagga taggctgaag agtaaagcgt ccgcgccagg
  3216421 gagggcgcgc ttcgagcccc cagggaaggc tatttttata cagggaagcc ggcgtcttta
  3216481 cgatctgcca gttctctccc gttgcgggct ctttgtcaat aacctctaat ctcctctccg
  3216541 gaggagattt cagactgctg acaaccctca atgacgcgat ctgaaacggt gaggataggc
  3216601 agaatagtca cgcggcggcg tcaaattagc agggcattcg cctgataaaa ttaccgcccc
  3216661 tgtttgcgca gcaaataaac aaaatagggc gccccgataa atgtcgctaa taggcctgcg
  3216721 gggatctgat ttgggaacaa cagcatccgc ccacaccaat cagctaatat catcaataat
  3216781 ccgcccaaaa tagccgcaat aatcagttgc ggaatagcac gacggaaacc cagcatccgg
  3216841 gccatatgcg gagccatcaa tcccacaaaa ctcaacggcc cgacggtcag ggtcgccgcc
  3216901 gccgtcaatg tggctgccaa taataaaatc gctaaccggc tgggggccag agccatccct
  3216961 aatgctctgg cggtcacact gcctaatggc aaaatcatta accaacggcg gcacaaaggg
  3217021 gctagtgcta tcaacaccac ggcaattaag cctgtcgtca acgcttgtga gccctcaaca
  3217081 gaataagttg agccagaaat ccatgccagc aacccgcgca tccgtgggtc gccactggcc
  3217141 agcaacatgg tgatcaccgt ggtaaaagcg gtactcaatg caatccctgc caatagcatc
  3217201 ctgcccggag aaaacccgcc tcgcccagca acaaccatga tcagcaatag cgtgatggca
  3217261 gcccctaggc tccccgcagg caacaaccat tccagtgcat taccagggac gataaacaac
  3217321 ataatgacca cgccgaaagc tgcaccagag ctgataccca acacttccgg gctggccatc
  3217381 gggttaccag tcaacttttg aattaatgtt cctgcaaccg ccagcatcat accggcagcc
  3217441 agtgccgcca atacccgtgg ccagcgccaa tgtaacagcg cctgtaattc atcaccgacg
  3217501 atccagcgcc aaccttggct atcacggcca aacatcagcg ccacgatcaa tccccccaac
  3217561 agcagcagca aacccgcact gatccataat cctaaacgct gccgctctac cggaaccgag
  3217621 tcacccaaat ccatgtttgg cgcagtcgta ctgtgtaagc gaggcaacaa ccacaataac
  3217681 aatggcgcac caatcagcgc cgtagcggca ccggttggga tctctcgcca gacttgtgtc
  3217741 agccagatga tgccctggtc cgtcacccag agcagcaatg ccccgacaat aggggccagt
  3217801 atcagacgtt gtgataagcg ccgtgccccc aaaattttcg ccaacaatgg tgcaaacagc
  3217861 ccgataaaac caatcacacc caccgcatta accaacatgg cgctgaatat aatggctaat
  3217921 cccagcgcac tcaggcgggc cagtgacagc cctaacccca gattgcgagc gacaccatca
  3217981 tctaacccca agagggtcaa cggacgaatc aagaaggccg ccaatatgcc gctaatcagt
  3218041 aagcgcggta acagaaactg taccgtactc caatcctgct gattcagtgc gccactgctc
  3218101 cacaaaaaca acccctgtaa ctggtcataa ttgaacagtg ccagtaggtt actcaccgcg
  3218161 ctacagtaaa gccccaacac cagaccggcc aaaatcagtg tcaccggtga caggcgcttc
  3218221 ccccaggcta cgccaaagac cagtgcccca accgtcatac caccggccat tgccgccagt
  3218281 tgccgggtta actcaccacc gggtaacatc cacagtgtgg ctatcgttag ccctaactgg
  3218341 gcacccgcgg caacccccag agtggccggt tcagccaggg gattacgcag aacttgttga
  3218401 aataaaaccc ctaccagccc cagccccgct ccggtgagta atgccaccgc caggcgaggt
  3218461 aattggctgt aatgaaatag catctggcgt acatcgtctc gatcaggtcg ccatagggct
  3218521 tcagaccaga gagaggaagg cagtaattga ctgaggttat aaaatgtcag ggaaacggca
  3218581 ataaccacca gtaggccaag tagacccgca gggagccgcc aaccctggcg taaacttatg
  3218641 gcgctcatgg tgctttcccc cacgcctgtt ccagtaaacg aacgaaacgc atagctgaca
  3218701 gtgtcgcgcc gtagaaccaa accggtggca agagacgtaa ttggttttct cgtacaaaag
  3218761 acagcgattg ccataatggg gtacgtgcaa cctgctgtaa catctcatta tttccatggc
  3218821 cgaaacacac tgcacgtgcc gtttttatcg tcgctaaacg ttcaataccc accaccgcgc
  3218881 tgccccaaaa attggtctcc ccttgccagg cattctcaat attcaaggtg ctcaatacat
  3218941 cctgaaacag gctgccgtta ccgataatca acgcatggcg gggatccaac agagagaaca
  3219001 ttaataacgg agtctgcgtg tcgccagata aacgcgcacg ggctgccagc ataaaatggt
  3219061 caaaatcagc aagatgctgt tgcgcagccg tctccaatcc caaacgctgc cccaatgtct
  3219121 gtaatgagtt tttgcctaca gccagcggtg aactgccctg ttcattaaac gcaaaactca
  3219181 tcgtgggcgc gataggcgca agtttctccg gcgaagggcc ataaccctgc gacagcagga
  3219241 tcagcgatgg agccatttgt tgcagtaatt ccagattggg ttcagtgcgc tgaccgacat
  3219301 taatcacatc cgccggcaga gcaggctccc caacccatag gcgatagtta tgaatatcag
  3219361 cgacaccaaa cggtgtaacc cccaatgcca gtagcaattc gacaggtagc cactccagtg
  3219421 cgacgaccct tttagtatcg atatctcttt ggatatcaat cactctgtct atattgagta
  3219481 atggctgatc gctcttcggt gccgccgcta ccagactggg caatgagagc agtaatggcg
  3219541 ataacgttaa tgccatcagt agccgacgcc ggtaataatc gggccccgat gaacgatctg
  3219601 gccttactga acgatctgac cttgctgaac aagctggcct tactgaacaa tctggatccg
  3219661 atgagcaatc tggacccgat aaataattcg aagccgatga agaagagaga tccatgggta
  3219721 aatgtgtctt cattaataaa caaaacttac cggcgcaccg ccagccgggt gcggtaaaat
  3219781 acccattggg ataccataaa tttgttctaa caccgcactc tgcatcaggc tatctgccgg
  3219841 gccttgggcg atcatctcac cgccccgcaa tgccacgaga tggtcacaat aacgagccgc
  3219901 catattgata tcgtgtaaca cggcaattac ggttaggcca cgctcgtggc tgagacgttg
  3219961 aattagcccc aagacctcca cctgatgagc aatatccagc gcggaggtag gctcatccag
  3220021 cagcaggcag cggctgtttt gcgccaccat catcgccaac caagcccgct gccgctcacc
  3220081 accagacaag ctgtccacca ggcggttagc cagtggtttc aaatctacca atgcaatcgc
  3220141 ctcttcgact tgttggcgat cttcctgacg aaagcgccct agcgcgccat gccacggata
  3220201 gcggccgatg gcgactaatt cacgcaccgt catcccttct gcggccggta attgctgcgg
  3220261 taaataggcc acttcgcggg caaacgcttt gctatcccat tgggccagtg gcatatcgtt
  3220321 gagcacaacc tgaccacttg atggtggttg atgacggccc agcattttta gcaatgtcga
  3220381 tttaccggaa ccgttatggc cgatcaaccc acagactttc ccttgcggaa acgtcagtga
  3220441 cagcggctgt aataaggttc gaccaggaac cgaaaaactc agttcacgga gtataaaagt
  3220501 gctggagtgg cttgcctgta ggtccaagat agtgccctgc tgtacgcgat tataaattaa
  3220561 cggggaatac ccgtcagacg gctgataacc cccaacgcct tgatctcagg tgaggggagg
  3220621 caagggagga cgcgacccaa acgttagcga aaatcgaacg gtaacgataa tgattattaa
  3220681 aacgaaataa ttatcaaaac cgttagttta tgcgtaactc acaaaggact gcaagggcta
  3220741 tgccgtgctg atttgttggg ggaaacgaag aagggaagcg caaagaaaaa aattggcggg
  3220801 cgcagtctgt aaaccacgcc cgccgtcaca ttttattgac cacacatttt attggccaaa
  3220861 catctctttg atccaatcgg caacaccatc atcgttaggt tttgtggggt cttgagtggg
  3220921 tgttgatccc tgacacaaag cttgcggatt ttcggtccaa acaggaatga cgcgcatccc
  3220981 gctcccttca ccacagacga agttccccgc cgaatcaatg ttcatttggc taatgccttc
  3221041 tggcggttgc agaatcagcg gcaacggcgt ttggttttcc agatagcggc gatacaaggt
  3221101 tagcgcgccg ctggccccgg tcagcttagt cgggccgtta ttgtcgcgcc caatccaggc
  3221161 aatggtcact tctttgccat caataccggc aaaccaactg tcacgcagat cgttggttgt
  3221221 cccggttttg gccgccagat tatatttgcc gaacttcgcc gagagagagc gtgatgtacc
  3221281 acggacaacc ccttgctgca tcgcatacag cgtcaggtaa gaagcttgtg caggcaccat
  3221341 acgttctgcc tgtgggaagc tctgatacag cacggtccca tcctcagcaa taaccgaacg
  3221401 cacagccgac aacggtgcac ggttgccacc actggcgatt gtctgatact cctgcgcaac
  3221461 ttcaaccgga gtcaggtcaa tcgcccccaa taacatggct gggaccggat taatgactga
  3221521 tttcgggatc ccaaggcgtt gcagtgtggc gctgatctga tctaagccca ctgacatccc
  3221581 caaattgact gttgggatgt tcagtgagtt caccaacgca tccatcaaca tgacctgacc
  3221641 acggaactgg cgatcatagt ttttcggctg ccacaatgaa ccgttcgaca atttaagcga
  3221701 cagcggttgg tccgaaagcc aggtattgag gcggtactta tccggctcac tcaacgcggc
  3221761 cagataggtt ggtggtttgg caagtgaccc caccaaacgg cgggcctgca tcgcacggtt
  3221821 aaaaccggca aattgtggct gtgaaccgcc caccatggca cgcacttcgc cactgaaacg
  3221881 gtcaaccacc accatcgccg cttccaggtc attcatatta cgggcggctc tcagcgccgg
  3221941 aacaccgtct tcgatggctt tttctgcggc atcttgtgaa accggatcca aggtggtgaa
  3222001 gatcttcacg ccagacagat cattgacctt gttacccaac ttctgttgca gctcctggcg
  3222061 caccatctgc ataaaagcag gttgaggtgt gatgactccg cctttcggct gcacccccag
  3222121 cggacgggca ctgagcatgg tgtaaagctc agcatcgata atcccttgat tctgcaacaa
  3222181 gcgcaggacc aaattacgcc gctcaagtgc cagcttagga ttacgccacg ggttatacag
  3222241 tgaggcccct ttcaccatgc caaccaacat ggcttgctga tcgagactca attcatcaac
  3222301 cgggcggcca aagtaataca agctacccag cgggaagcca cggatttggt caccaccact
  3222361 ctgaccaaga tagacttcgt tcagatagag ttccaagatc cgatctttgc tgtagcgata
  3222421 atccatcaac agggccatat aggcctcgtt aagtttacgt accagcgaac gttcattggt
  3222481 caggaacagg tttttcacta actgttgcgt cagcgtactg cccccctgca ccgctttacc
  3222541 ggctgtcagg ttagcgacca cggctcgagc aatggaatac gggctgacgc catcatgctc
  3222601 atagaaatgg cggtcttcag tcgccagcaa ggtgtccacc agcaaatcag ggaacccggc
  3222661 gcgcggaaca aacagacgct gttcaccgtt aggtgattgc agcatggtaa tcaacttggg
  3222721 atcgaggcgg aatagcccga aatcacgctg attatccagg ttttgaatct gggccagacg
  3222781 atcatttttg aacagtaaac gggcgcgaat ttggccttct ttaccatcag ggaaatcgaa
  3222841 cggccggcgc aagatatcga tactgtcgtt ctgaaccgtg aactccccag ggcgggtcat
  3222901 gcgactgacc tgacggtatt gcatcccttc cagcaaggcg atcatctctt ttttgctgta
  3222961 ggacataccc ggctcaagat tgaccatgcg gccatacacg gcagccggta attgccagac
  3223021 tttgccatca atacggctgc ggatttgcga atcgaggtaa accccataga tcgccaaagc
  3223081 cacggcccca atcaggaaca gtttgatcaa caacccgagc caacggcgtt tcttgcgagg
  3223141 tgggcgtgat gctacttttc ttggcatcgg ttcctcctcg tcatcataat cattttgttc
  3223201 ttcgtcataa tcttcttcgt attcatcttc atcacgccga cggcgcagtg gacgttttgg
  3223261 tgctgctttg ggttgggctt tcttgccctt gcgccctatc ggctcacgat cgtccccaga
  3223321 catgtttcct atctccacgc gcattggtga ttattgcggc ttaatgtgtt ccccaattca
  3223381 ccggatagaa acgagaaaca tctgaattta ttggctatca gccatgatat atcacttatc
  3223441 ttgatatttt ttggttctgc gggttggccg ggtatgtgcc gggtcatcag gccagacatg
  3223501 tttggggtaa cgccctttca tctctttttg cacctcacga tacgccccct gccagaatgc
  3223561 cgctaaatcg ccggtaatct gtaatggccg atgggcggga gaaagcagtt caagcaccac
  3223621 cgcaacccgc ccgctcgcca gcatagggct ttgctgttca ccaaaaacct cctgcaaacg
  3223681 taccgccaac accggcggcc ggtcgacata ataacgtatt ggcaggcgac tgccagtggg
  3223741 cacagtgtaa tgagttggca gttcggtatc cagccgttgg cgttgtttcc aatctaacaa
  3223801 gcgggttaag gcttcagcaa tattcacctg ccgaagccca cgtagatcac gaacaccgga
  3223861 taatgacggc tgcaaccaga gcgccagttt atcctgcaaa ctgtcgtcat cgaccgcagg
  3223921 ccatggcgcc tctggcaacc aacgggcagc acattgtaag cgggtacgta gctgctcggc
  3223981 aggttcatcc cagttaagta tctgtaatcc ttgctcccga acccagttta gcaaggcctg
  3224041 ctgcaatgcc gcgtcatccg gtttagccaa tggctgcgcc cgcaggatca aacgcccaat
  3224101 ttgccagcgc cgccaggctc gcagcgtacc tttttcatca tcccactcca ccaccgtgcg
  3224161 ctcttccact tgccgcggca gacacgtcac caactgttcg atgtcaacgg gcaaggccag
  3224221 caaaatacgt gcatccggcc cgctgtggtt ttgcagtagc ccaaccgcca ctagccaggg
  3224281 ggatcgcgat agcgcctcat cctgcgccat ggcagccccc atgccgttag ccagcaggta
  3224341 gcgcccatcc tgcccccgct gctgtgcgat cctatccgga taagccagcg ccagcaattg
  3224401 tgcggccagc gcatggtcta cactgcctcc gcgcgcgtta agcctttgtg tcagttgtct
  3224461 ggcgcgccgt tgccagtgag gctgcggccg gctgagccag tcatgtaaat ctatttggcc
  3224521 agagcgaggt ggctcttcca aaatagccgc caacaacgca gccgtagcca gtgcatcggg
  3224581 gctatgcccc gccccaaagc acaacatggc cgccaatcga ggttcgcagc ccagcgttgc
  3224641 catggtgcgc cccgtggccg tcaactgccc ttggtcatca atggcatcca atcgccctaa
  3224701 taaatcacgg gccacagcca gtgccgctgc cggggggtga tcgagccaac agagttgcgc
  3224761 cgcatcctga catccccaac tcagtaattc caaccacaga ccgcataaat cgctgttcag
  3224821 tatttccggt tcactgtatt ccgccgcccg ttcggcctgc tctttggcaa acagatgcca
  3224881 acagataccc ggttctagcc gcccggcacg gcctgcgcgc tggaccattg acgcctgact
  3224941 gatacgctga gtgaccaagc gagtcagacc gtttttgata tcaaaacgcg caacccgttc
  3225001 cagcccgcta tcaaccacca accggatgcc ctcaatggtc aaactggttt cggcaatatt
  3225061 ggttgccagc accactttac gtcgcccgat agcggccggt tgaatcgctt tttgctgttc
  3225121 actgagtggc aaagcaccgt acagcgggca caaatcggta tcgctggcga cctcgccatg
  3225181 cagccgttcc atcactcgat ggatttcact gacacccggt aaaaacagca acaaggaacc
  3225241 gggctgttca tttagcaagc gtttaacgcg gctggcaacc ccctcttcca accgttcatg
  3225301 gctggagagc ggctgataac tgcgttcaac cgggaaactg cgcccagccg agacaatggc
  3225361 cggagcggag ggtaacaaag cagaaaggcg ctggttatcc agcgtggctg acatgattaa
  3225421 tagtttcaga tcatcgcgca gcccctgttg cacatccagc aataacgcta gcgccaaatc
  3225481 tgcttgcaga ctgcgttcgt ggaattcatc aaggatcacc aatgacacgc cctgaagctc
  3225541 ggcatcctgt tgtagcatcc gagtcaaaat accttcggtc accacttcca gacgcgtatc
  3225601 cggcccgatc ttgctttctg cgcgcatccg gtaacctact gtctggccgg gcaattcacc
  3225661 caattgttgc gccaaacggt aagccacatt ttttgccgcc agtcgccgtg gctccagcat
  3225721 aatgatgcgg cccggtgacc cgctattaag aaactgactt tgttgcaaga tttgtagcgg
  3225781 cagccaggta gatttaccgg caccggtcgg ggcatgaagc aggacttgcg atgaggattg
  3225841 caatgcagat agcaactcgt cgagcacttc actcaccggt aacgccgcta tcgcaacatc
  3225901 attttttctc tcactcacca caacattcgt ctccacacgc tctactttta tcgtcagcca
  3225961 ttgtagcttt atcgtcagcc attgtagcat catgaccgta gagcgtattt agccgagtga
  3226021 tcatgccaac ctaatgacaa ataccgttga cgaattaaaa cgtgtccgcc gcctattctt
  3226081 tgccctgaca ctgccggatg ccatgcaaca agagattgtg caatggcgag ctggtcattt
  3226141 ctcgccagag gcgggtcgcc ctgtcgcggc ggcgaatctg cacctgacac tggcgttcct
  3226201 tggtgaagtc agtgcgacaa aatcccaggt gttacagcag caagccgggc gtatccaaca
  3226261 agcaggtttc agcgtgacat tagatgatat cggccattgg cccggttccg gcgtgatttg
  3226321 gctgggatgt aagaaccccc ctcgtggcct gttgcaattg gcgcagttgc tgcgctccca
  3226381 ggcagcacgt agtggctgtt atcaaacgcc gctgccgttt catccccatg ttactctgtt
  3226441 gcgtaacgca acccgcccag tggcattacc tgccaagagc ggcaatgaga ccttccaggc
  3226501 ggaccatttc tcgctgtatg aatcggtctt cgcgcggggc cgcacccgct ataacatcgt
  3226561 acaaagctgg ccgctggctg gcagtgaaag gaaaccagat gcctgctaac gccaacttgc
  3226621 caccctttag cgccaactta ctgtcagtga actcagattc gcggtcaatt agccctaatt
  3226681 cgccaccgac tcacgccaaa tcgctgcaat ttaacgcccc tttgctgcaa tttactcccc
  3226741 cgttacaacc cgccacactt attctgcggt acaaacgctt tttagctgat attgtgacgc
  3226801 ccgctggaga ggcgctgact attcattgcg cgaatactgg agcaatgacg ggttgtgcta
  3226861 cgcctggaga taccatctgg tattcaacat cagataatcc gaaacggaag tatcctcaga
  3226921 gctgggagct gacacagacc caaaccggtg attggatttg tgtcaatacg atgcgcgcca
  3226981 atgagttagt gaacttggca attgaaaaaa atcagattgc tgaattatct ggttacaatt
  3227041 ttgtcagaaa agaagttaag tatggcgaag agaacagccg tatagacttg ttattgcagg
  3227101 cagaagatag acgtgactgc tatattgaag tcaaatcagt caccttatta caacaacagt
  3227161 gtggttattt tccagatgcg gttactctaa ggggccagaa gcatcttcgg gaattacaaa
  3227221 acagggttgt caacggccac cgggcagtac ttttctttgc ggtattgcat acgggaatca
  3227281 aacaagttgc accagcccga cacattgatc gtcgctatgc agagttgcta gtccaggctc
  3227341 agcaggcagg agtagaggtt atttgttatg gttttcaact atcgcctgac ggtatcgagc
  3227401 taaacacccg tttaccgtta ttactggacg aaatgctttc atcagaaaac gctgaataaa
  3227461 aaagcaatta ctgggtaaag tggctcgcca aatacgcctt ccttcacacc attgtcaagc
  3227521 aggcgacagg aataattgcc aacctacctc ccttctgtta tttatagcgg cctgattttt
  3227581 ccccctattg gggatttcga tagtgcgtat gaatgtagga gaagcatcat gcaagaaggg
  3227641 caaaaacgta aaacctcgtc cttgagcatt ctcgccatcg ctggggtaga gccttaccaa
  3227701 gagaagccag gcgaagagta tatgaacgcc gcccagctgt cgcatttcaa gctgattctt
  3227761 gaagcatggc gcaatcagct cagggatgaa gtagatcgta ctgtatcgca tatgcaagac
  3227821 gaagctgcta acttccctga tccggtggac cgtgccgcgc aggaagaaga attcagcctt
  3227881 gaacttcgta accgcgaccg cgagcgtaaa ctgattaaaa agatcgagaa gacgctgaaa
  3227941 aaagttgaag atgacgattt tggtttctgc gagtcttgtg gcgtagaaat tggtatccgt
  3228001 cgtcttgagg cacggccaac tgcagatttg tgcattgact gtaaaaccct ggccgaaatc
  3228061 cgcgaaaagc agatggcagg ctaacacagc ataatgtgta acacggcata atgtgtaaca
  3228121 cggtgccaga gccctctccg gcaccgtgtt tgaactgttg gaccccttct ttttatgctt
  3228181 gaagatactg gttttcaacg actatttagc tcacaactat ttgatcccca accatttggc
  3228241 tcaaaaccat caggttctca gctattcggt tctcagccat tcgctgctgc tcaactattt
  3228301 tctgctgctc aaccacgtgc ttcccaattt cccagcgccc agcttcccga gactcaacag
  3228361 cctgtggttc aacaagcggt cattcaacga tcagctaacc aacgagcaac gaatcaacca
  3228421 acagaatata ttggccgttt tgcaccttcg ccatcagggg atttgcattt tggttcactg
  3228481 attgccgcac tcgggagtta tctgcaagcc cgtgctcaag gcgggaagtg gttagttcgt
  3228541 attgaagata ttgatcctcc ccgtgaagtt cctggcgcgg cctcacgtat tttagcggcc
  3228601 ttagagcatt atggtctcca ttgggatggc ccggttatct atcaatcaca gcgccatgaa
  3228661 gcgtatcggg ccacgctcaa ctggctggaa cagcagggat taagctatta ctgcacctgc
  3228721 acccgtagcc gcatccacca gctcggcggg ttctacgacg gctactgccg tgatcgtcat
  3228781 ttacccgcta gcggcgcggc tatccgtttg cggcagactc agccggttta cgctttttat
  3228841 gataaattac tcggcgaact gcatgctcac cctgcgttgg cacaagaaga ttttattatc
  3228901 cgtcgccgtg acggtctgtt cgcttataat ctggcggtgg tggtggatga tgcttttcag
  3228961 ggcgtgaccg aaattgtacg aggtgctgat ttgattgagc cgacagtgcg ccagatagcg
  3229021 ctctatcagc agttgcaaca ccctgtcccc ggctatatac acttgccgtt ggcgctgaat
  3229081 aatcagggga ataagctctc caagcagaat catgctcctc ccttgcctaa tggcgatcca
  3229141 cgtcctattt taatcgacgc attaaagttt ttacgccaac cgctaccgga atactggcaa
  3229201 gatcttgatt tgtatttatt attacgttat gccgttaagc attggacgtt ggtgtcaatc
  3229261 ccactccagg gggcaataac cccacagaaa acacaacggc attctcaaag taagtatggt
  3229321 gagctatgat tagccgctgt ttttctgtcg ttctgttatt tattagccac tatcgaggtg
  3229381 taccattttt acccgagtag ccaatttctg ccgtaaggtg ctgatccgcg aagacaaaac
  3229441 ggtccgtgat gacaaggccc gtaaagataa agtgcccggt gaagataacg tggcccgcaa
  3229501 agagagaagg cccgccagag cacatactgg ccgcaagggt cacgcggtgt cgtcttcgga
  3229561 acagcgccaa atggcgatta ttccgcggga tcagcacaat atctcccgca gagatatcag
  3229621 tgacaatgca ctgaaggttc tctatcgcct gaataaatca ggttacgaag cttatctggt
  3229681 gggcggcggt gtccgcgacc tgctgctggg cagaaaaccc aaagatttcg atatcaccac
  3229741 cagcgccacc cctgaacagg tgcgaaaact gttccgtaac tgtcgtttgg ttggccgccg
  3229801 cttccgtttg gctcatgtga tgtttggccc tgaaattatt gaagtagcga ctttccgtgg
  3229861 ccaccacgag cagcaacaag cagaagacag cgataagaac tcctcccagc aggcgcaaaa
  3229921 tggcatgttg ctgcgtgaca acatctttgg ctccatcgaa gatgatgctc aacgccgtga
  3229981 tttcaccatt aacagcctct actacggtat ttctgatttt gcgctgcgtg actacaccgg
  3230041 cggcttacgt gatctgaaag aaggtattat tcgtctaatt ggcgacccag aaacccgtta
  3230101 ccgtgaagat ccggtacgga tgctgcgtgc ggttcgtttt gccgcaaaac tggatatgtc
  3230161 aatcagcccg gaaacggcag agcctatacc gcgtctggcc tcactgttgc gcgaaatccc
  3230221 gcccgcccgc ctgtttgagg agtcactcaa gctgctgcaa tccggctacg gctataaaac
  3230281 ctatttaaaa ctgtgcgaat accagctttt ccagccgcta ttcccactga ttgcccgtaa
  3230341 ttttactgaa cagcatgatt cgccaatgga gcgtattctg gttcaggtac tgaaaaatac
  3230401 cgaccaccgt ctgcataatg atcagcgggt taatcctgcc ttcttatttg cggcgatgct
  3230461 gtggtatccg ctgattgaac atgcgcagaa gttaacgcag gaaagcggct tggcctatta
  3230521 cgatgcattt gcattggcca tgaatgatgt actggacgaa gagtgtcgct cactggcgat
  3230581 ccctaaacgt atcacctcac tggtacggga tatctggttg ttacaactgc gtctgtcacg
  3230641 tcgtcagggg aaacgtgccc ataagctgat ggaacaccct aaattccggg cggcttacga
  3230701 tctgttactc ctacgggcag aagtggaaaa aaatcacgag ctgcaacgtt tggcgcagtg
  3230761 gtggggcgaa ttccaggaag ccactcccac gcaacagaaa tccatgctga atacattagg
  3230821 tgctgatcct gcgccacggc gttcacgtcc acgccgccca cgcaagccag taccccgtaa
  3230881 agaaggggta taattttacc atgatccggg tctatatcgc gctgggtagc aatttggcca
  3230941 tgccactaca acaggttagc gcggcacggg aagccttggc gcatctgccg cgtagccggt
  3231001 tagtagcgtg ttcgccactt taccgcacca agccattagg cccacaggat caacccgatt
  3231061 ttctcaatgc cgtggtcgca ctggatacat cgttgccacc agagcagttg ctggatcaca
  3231121 cacaagcgat tgaacgtaac caaggccggg tgagaaaaga gcagcgctgg gggccacgga
  3231181 cgctggatct ggatattatg ttgtatggcg atcaggtgat aaaaactgat cgcctgacga
  3231241 ttccgcatta tggtctgaaa gcgcgtgaat ttatgctcta tccactggca gatatcgccc
  3231301 cagatcttat tttccccgat ggcgaatccc tatcagaatg ccttaagcgg gtcgataaga
  3231361 acggcttggt tctctggtaa tatcgccggc tcacacacgg caagatcctc tgtttccccc
  3231421 gatcttttta ttcttcgata gccagactct gcccgtgcgt tgagccactc attacgttat
  3231481 attgatataa cattatgatt atcaactaaa aatagcccac ctcgccgtca ggccaaggtt
  3231541 gcagtagaat gtcttgcaga taatcttata ttccatcccg taatgggcag gtcttggttt
  3231601 atccgtttgt tgataaagtt gttcacttta atttcaggag acagagtgat gaaaaccacc
  3231661 accatgagcc aattacgcca atggaaacaa gagaaacgta aattcgcaac gctgacggcc
  3231721 tatgatgcca gttttgccca gttatttgcc gaacagggta ttcaggtgct attggtgggg
  3231781 gattcgctcg gtatgacgtt acaagggttc gattccacgc tgccagtgac cgttgccgat
  3231841 atggcctacc atacccgtgc agtgcgccgt ggtgcgcctc attgcctgtt attggccgat
  3231901 atgccattca tgagttatgc cacgccagaa ctggccttta cccacgcggc agagctaatg
  3231961 cgggccggag ccaatatggt caaactggaa ggtgggagct ggctgtgcga taccattcgc
  3232021 atgttggcag agcgcgcggt gccggtttgt gggcatctgg ggctcacgcc acaatcggtg
  3232081 aatattttcg gcggctataa agtacagggt cgtgaagaag tggcggccaa tcaactgttg
  3232141 caagatgcta ttgccctgga acaggcaggg gctcaactgt tggtactgga atgcgtgccg
  3232201 gtagaactgg cacagcgggt gaccgaagag ttaaccatac cggttattgg tattggtgcg
  3232261 gggaatgtca ctgacggtca gattttggtt atgcatgatg cactcggtat taccgggggt
  3232321 catacgccaa aattcagtaa aaacttttta gcacacagtg cgggcgatat tcgtgccgcc
  3232381 attaagctct atattgaaga agttgagggg gggatttatc ctgctgaaga gcatacattc
  3232441 cagtaactga gccactaata tttcttctaa aatagggagt tttcaaaata ggatcctcct
  3232501 aaaatagatc gttcctaaaa caggagaaag ggaatgctga ttattgagac attgccattg
  3232561 ctacgtcaac agatccgccg ttggcgtcag gaaggcaaac gaattgcctt agtacccacc
  3232621 atgggtaacc tgcacgaagg gcatatgacg ctggtggatg aagcaaaaac ccgcgctgac
  3232681 gtggtcgtgg tgactatttt tgttaatccg ctgcaatttg aacggccaga tgacttagcc
  3232741 cattacccgc gcaccttaca ggaagattgc gagaaactga cccgccacgg tgcagatctg
  3232801 gtgttcgcac cggccgcagc cgatatctac cctgcggggc tggaaaagca aacgtatgtt
  3232861 gatgttcctg ccctatcgac cattttagaa ggggccagcc gccctggtca tttccgcggt
  3232921 gtttcaacca tcgtcagcaa gctgtttaat ctgatccagc cagatgtcgc ctgtttcggc
  3232981 gaaaaagatt accagcagct cgccttgatc cgcaaaatgg tggcggatat gggttatgac
  3233041 atcaacattg ttggggtacc aacggtgcgc gcgaaagatg gtttggcgct gagttcccgt
  3233101 aacggctatc tgacggaaga agaacgtcag attgcgccac agctcagtaa gatcatgtgg
  3233161 gcgctggcag agaaaatggc cttaggcgaa cggcagattg acgcactgtt ggaagaggcg
  3233221 gcagcgcagc tactccgtgt aggctttacg cccgatgaat tgtttatccg cgatgccgag
  3233281 accttacagc cactgactgt cgatagccag caagcggtga ttttgatggc cgcctggttg
  3233341 ggtaaagctc gtctgattga taaccaactg gttgatttgc gccactgata ttttaccgat
  3233401 caggcggttg ctcattcccc tcaagccgcg agttggccca aaatcaacca ggaacgccaa
  3233461 ggtaaaagtc actatcaaca gcattccccc ataacgggtt cgctcggaac ccgtgaccgc
  3233521 cgatgagcaa cggttttggt gagtgagaga cgcggatacc gtggaagtgg acgtaatgaa
  3233581 atgaagaggc aacaaggaaa atttacagat agggcatcaa tcatagacaa gtggtataaa
  3233641 atcggcaaaa ctgagtgggc attttttgca gaaagtctta ggccgcagga cgcttagcgc
  3233701 gaaatctatc tgggtctatt tttatgattg agccgctccc tgaatcagta gattataggg
  3233761 tctggtaaga gatttaatca gggtcaaagg taagagttat gatacgcact atgttgcaag
  3233821 gcaaactgca ccgggtcaaa gtcactcaag cggatttgca ctatgaaggc tcctgcgcca
  3233881 tcgatcagga ttttctggaa gccgccggta ttctggaata cgaagctatt gatatttata
  3233941 acgttgataa cggtcagcgt ttttcaacct atgcgattgc tgctgagcgt ggttcgcgga
  3234001 ttatctccgt gaatggtgcc gcagcacgct gcgcttgtgt cggtgataag ctcattatct
  3234061 gttcttatgt acagatgtca tatgctgctg cccgtttgca ccaccctaaa gtggcttatt
  3234121 ttgaaggtga aaatcagcta caacgcaaag ctaaggcagt gccagttcag gtcgcttaat
  3234181 ccccctcagt acctgaagct acgggggtta gcgatgttcg ctcccccgga tcactggcta
  3234241 gatagccata ataatgcgat taacctcggg cgcttaaata aaacaccctt cctttttatg
  3234301 ccataaacgt cttatgccat aacatcgtta atccatttca atcactgcgg gtgccggttt
  3234361 taccgcaacc gggccgggtt gattggcgat gcgctccgcc atggtcggta ttgagtcagt
  3234421 acggagaata tagagccgtt tcagggtata tggattatcg cctggcttga ccttgccttg
  3234481 catcgtggtc accgccaaat gaaaaccggc attcttcgcc gcattgaccg ctgtttgatt
  3234541 aaaacccccg aagggatatg acagaaaaat cacatgcgga ttgaactgcg ctaatgcccg
  3234601 acgtgagcgt tcaaaatcaa aaatgatatt gtgataagag cgactcaata atatgggatg
  3234661 gtgtctatta tcggtgcggt gtaaaaaatg cgtatgagac tgtatatcaa acacatcttg
  3234721 aattcctttc agttcagcaa tactcataaa ctgtaatgaa tctggattcc atttttgtgg
  3234781 atgccgttta atacgcgaag agataataaa cgccgtggcg cggaaaccat tctctttcag
  3234841 aataggataa gcatagcgac tcactgactt caaaccatca tcaaatgtca gcactacaac
  3234901 tttcgcaggc agattaatct tgttattcag atagccttcg agctgataca gagaaatagt
  3234961 gtcatagccc gcctgtttga ggtaagccat ttgattactg aacgccacat cagatgtggt
  3235021 ggttgaggtg ttcaggaagc gtttattttc ttcgttcttc aacatgtgat ggtaagtcag
  3235081 gatcggaata ccgttgtcta tttcagcgtc tgcgctactg acatacccca agcgatcacc
  3235141 aatattgacc tgataccaag tattgcttaa acgatctttc aattttccaa caatgggata
  3235201 acgtaagttc tcggccagaa cagcaaattg ttcactgcgc acatccgcag ccaaataaac
  3235261 cttagcctca cgcatcgtca gtatattttg attcggtagg ggcttattta aatcgcccaa
  3235321 catgtcgttg ttttttttgt gctttattaa tctcacgtaa atcatcttta tcaataaaac
  3235381 cggtaccgtt gccaaactta aactcatagt attcagcaat aactggcgtc acctgaatca
  3235441 actggccttc tttgatttct ccgacgggaa taacatgttc accaaccaac gaataaactt
  3235501 cgctatcgcg ttcggtcatc atatattttg gtggtgtgac ctccacattt ggcaagaggt
  3235561 cagcctgggt tgtcggtatc attattaccc acatgacaat gctgagtagc atcccaatag
  3235621 ctattctgtt tttatgccac atgtttgttc tacttatgcg cagtcggcgc tgaatggaaa
  3235681 aagggaaata gtgtgcgcca gcatatcacg agagacttgg ggttgaaaaa ggggttatca
  3235741 ggtaacagca cgatttattt atatacccac attgcaaagc ccttggtgtt acagcaagtc
  3235801 agcaaacgag cgccgctgta gcgccaagga caaagggaag ggaatagatt aggtacgtaa
  3235861 cccggttcca cgctcaatca aataccacgc ccacgcatag aataccgcga taaacaccac
  3235921 taaaacgcca atggtgtagg ccagtgagac atcagtaata ccgaggaacc cataacggaa
  3235981 accgctgatc atatagacga tagggttaag cttcgagact gcctgccaga aaggtggcaa
  3236041 taatgataac gaataaaata cccctcccag ataggtcaat ggcgtcagca caaaagtcgg
  3236101 caccaaactg atgtcatcaa atgtcttggc aaagactgca ttcaacaatc ctcccaggga
  3236161 gaataggatg gccgttagta tcagcgtcaa ggcaatcatt gaccacgaat ggacatgcag
  3236221 tggcacgaag aataacgaga taatcgtcac cagaatgccg acacaaatgc cgcgcgccac
  3236281 cccaccaccg acataaccga taataacaat atgcgtaggc acaggggcta ccagcaactc
  3236341 ttcgatactg cgctgaaact tcgccccata gaacgatgcc gccacgttag aataggcgtt
  3236401 agtgatcacc gccatcataa tcaagccagg gacgataaac tgcatgtaat caaagccccc
  3236461 catatcgcca atccgggcac caattaggtt gccgaaaata acaaaataga gagacatcgt
  3236521 aatcacaggt ggcaccaagg tttgaatcca aatacgtgcg aaccgcgtaa tctctttgat
  3236581 ccaaatactc tgcaaggcta tccaatacag gcgggtcatg ctttctctcc ctcgtggcca
  3236641 ttaaccaaag tgacaaacag ctcttccaga cggttggcct tgttacgcat actttgtacc
  3236701 tgaaccccct gtacgttcag ttggctgaat aaactattca ggccctgttc acgcttaaca
  3236761 tccacttcca acgtcgaggt atccgtcaga cggtatccat aaccttccaa tttaggcagt
  3236821 gggcttttcg ccccaagatc aaaaataaaa gtttctgatt ccagcttact cagtagctgt
  3236881 ttcatggtgg tattttccac caattcccca ttttggataa tgccaatgtt gcggcacagc
  3236941 atttccgctt cttccagata gtgcgtcgtc agaataatcg tcgtgccctg cgcattcagc
  3237001 tctttcaaga acccccacat ggagcgacgc aattcaatat ctacacccgc cgtaggttca
  3237061 tctaaaatca gtaatttagg ttcatgcatc agcgcccgtg caatcatcaa acggcgtttc
  3237121 atgccacccg ataaacggat cgcacgctca tcacgtttgc tccataaatc taactgactg
  3237181 agatatttct ctgcccgcgc taacgcgtct cgccgggtca caccgtagta cccggcctgg
  3237241 gtaatcacta tctgtaacac cgtctcaaac gggttgaaat taaattcctg aggcactaac
  3237301 ccgagctgac gtttagcatt cacaatatcg ttatcgatat cgtagccaaa aacctgaacc
  3237361 ttgccggatg ttttattcac taatgaacta ataataccga tggtagtgga tttccccgcc
  3237421 ccattcggcc cgagcagagc ataaaagtcg cctgcctcta cgtgcagatc gataccacgc
  3237481 agtgcctgaa cgccacccat ataggttttg gtcaactgcg ttatttccag tgcatatgtc
  3237541 ataagtaaaa aggaacctta ttcaatgggg ctcttggtgg tcctgcgtac ccatgacgta
  3237601 tttaaccctc cccacatgag ggacgttacg ggtaacataa aaaatcaaac aggcaccgag
  3237661 aagatattac gcagacaata tcgcgttatt accgaaacta ctgttccgat ttcaaaatcg
  3237721 gaatccttgc cgtatattat tctatcgcaa cccgaacact acaggctatt tacattgatg
  3237781 aaagaaatag aaaagctcat cgcgaacaat cgaacttggt caaataccat ttgtaaagat
  3237841 gatcccggtt tttttgagca cttggcacaa tctcagaaac cgcgcttctt atggattggt
  3237901 tgttcagaca gtcgcgttcc cgcagagcag ttaactggat tgaaatcagg cgagttattt
  3237961 gttcaccgta acgttgccaa tctggttatc cataccgatc ttaactgcct atcggtcgtc
  3238021 caatacgcta ttgatgttct tcaggtagaa cacattatta tctgtggcca ccttggctgt
  3238081 ggtggtgttg aagcggccat caaaggcgaa gagatggggc ttatcgataa ctggttactg
  3238141 cacattcggg acctttggta taaacacagt tcattgttgg gtgaactgcc acaagaagaa
  3238201 cgcagtaatg tgttgtgtca gataaacgtg gtagagcaag tgtataacct tggtcattca
  3238261 accattgtgc gttcagcctg gaagcgcggg caaaaagcca tgatccacgg ctgggtatat
  3238321 ggtattgaaa atggcctgct gcgtgattta gaagtctcag ccaccagcct tggtagcctg
  3238381 gaaatggtgt atcgcaaagc aatggctgag ttattacaaa acaataaaga agaccattaa
  3238441 gtcgctctgg gagggtacgt taaaacgcgc cctctcccac aaaacccttc cgctaaatta
  3238501 agcgtcccag cgcgcaagaa ccggagcgta catgcagtac gtgaggactc tgagcactgc
  3238561 gtaaactcaa catggcaacg cgcagtagcc cgatcactcg tctaaagtga caaccttacc
  3238621 tacatacgga agatgcctgt accgctgcgc ataatcgatc ccgtagccta caacaaactc
  3238681 atcgggaatg gtgaaaccca cccactcaac cggaacgtgc acttcacggc gctcaggttt
  3238741 atccaacagc gtacagatag ccagtgattt tgggccacgc aattgcagaa tttcacgtac
  3238801 tttgctcagc gtattaccgg aatcaataat atcttcaaca atcagcacat ctttaccacg
  3238861 gatatcttca tccagatctt tcaggatctt cacatcgcgg gtggtgctca taccgttgcc
  3238921 gtagctggag gccgtcataa aatcgacttc atgagaaaca tcaatggcac ggcataaatc
  3238981 agccataaac ataaatgagc cacggagtaa ccccaccagc accatatcac tgccactgtc
  3239041 gcggtaatgt tcagagattt ggcggcctaa ttcggcgata cgggttttta cttcctgttc
  3239101 ggaaatcatg acttctacag tgtgcctcac agccaacata cctatttaaa tgaatgaact
  3239161 tttatatcaa tgggaaaccg ataccgatgg cctcaatgat acagattgat gcccatagct
  3239221 taacacacat caggaggcat ccagtggctc tgccagctta ggggagacaa agtataacaa
  3239281 aaatgcgcag tgggatgcat tgatggcggt tttataaaaa acaccccggt caaccgaccg
  3239341 gggtgtggct caggcgctga cggtaaagcc cagcatcatg ccagtatctt catgttccaa
  3239401 taagtggcag tgagccatat aaggcgtact cgcaggggcg agataattaa agcgcaccaa
  3239461 tatttcactg cgtgcgcctt caacacgtac tatgtctttc catccccggc gatgctctgc
  3239521 tggcggtttg ccgttctccg ttaaaatacg gaactgtgtg ccgtgaacat ggaatggatg
  3239581 tagcatcatg tcgccttcac ctgaaatggt ccatttctca tatttgccct gcttcgcgtc
  3239641 aaacgcgggt tcggtcatcg agaaagcttt accgttaatc ctattcgcgt gactgaaatt
  3239701 aaaggctggc gcaccgttca ttgtgccatg atccatgcct ttcattttgc cctggctcat
  3239761 atctggtcta ttgccatggt ccatcgcccc catgtcacca tgattcatat tcataccggc
  3239821 catggctttc atgccataac gcgccactaa ggcctgcatc cccagcatat cgagctttgg
  3239881 atccatcatc agttggaacc agcgctcctg cacaccagtg acatcggcta attccgggat
  3239941 caccacgaga gactcgggca aaacctgact gccgatcgcc agtgagggtt ggatccgtag
  3240001 cacgggcagc ggctgatcaa acggggccaa ggtcatgccc atctgcgtaa cgggcagggt
  3240061 gaccaaatcg agagactgac catcgcgggt atccaccagc acttcgaaac gttcgcccat
  3240121 caatatcggt aactcacgca ccacaacggg ttcggctaat aatccgccgt cgctggcaat
  3240181 cacatacatt ggccggccat cgctaagcgc cagattcagc gaacgggcat tacagccatt
  3240241 aagtagccgt aatcgcaccc agccacgtgg cgtaatttgt tgcggataag gaacgccgtt
  3240301 agtcagcatc cggtcaccaa accagccgac tgcggcggtc atcacatcaa gctgatagtc
  3240361 aacctgccca tgtttatcga gtaacttatc ctgcaaaatt acgggaatat cgtccacgcc
  3240421 ccactgtttt ggcaacggca gcgtctcact gtcgctgtca tcaatcagga ctaacccgcc
  3240481 taaccccatc gccacttggt gacccgtttt actgtgagtg tgcggatgga accaacacgt
  3240541 tgcggcgggt tgctccaccg cgaaggtaac ctgacgcttt gcccctggct gaatcaacgc
  3240601 ctgtgggcca ccatcaacct cgccggggat ctccaaacca tgccaatgta ctgtggtcgc
  3240661 ttccggtaaa gcattagtga tatcaatggt taccgcttta ccccgctgca aacgaatcgc
  3240721 tggacccaat aaattaccgt tatagcccca ggtttgcgtc gcagtggaag gtaaccagac
  3240781 cacactcccc gtctgaatat tcagattaat tttaccgttg gcatccggtt ggagcagagg
  3240841 gggaatgggt aacggggaaa aatctgcggc caatgccgct cggctccata aaggcagtga
  3240901 tgtggcagct ccaagagcgg ccgttaactt aagaaaatca cggcgatgca tggtcgtctc
  3240961 ccttcttgat gataagtaaa tgctgatcat gggtaaatgc tgaccgtagg taaatacctg
  3241021 catagcacat ggatatatgg atataaaaac cgtctgttgg tatacacgtc gcccattgac
  3241081 acacaagtcg tccgttgacg cattccgttg acacataaaa aacacggtat acgagcttaa
  3241141 accctcctct taggggaagg tcaagaagca atcactcaca ctatgctttc gctcaataca
  3241201 ataaaattta gtttgtgaca tcactgtgtg gtaacgtctg tgaacaataa ataaacctat
  3241261 ttttgctatg aaaagaacaa cgttagtcat gctgctgctt actctgtgcg gattctcatc
  3241321 tgccagcttt gcattaagtg aatctgaagc tgaagatctt gccgatctga ccgctgtttt
  3241381 cgtttatcta aaaaatgatt gtggttatca ggagctccct aacaacgaaa ttaagcgagc
  3241441 cattgtctac tttgcgcagc aaaatcgttg ggatctccac aattacgata gctttaatat
  3241501 gaaggcatta ggtgaagaca gctatcgcga tctacgtggt atcgcccttc ctacccctgt
  3241561 aaaatgtaag tctctagccc gtgactcttt gagtttatta gcctacgcta attgaccatc
  3241621 ccacctttaa cgccttttgc ctgaaatttg accgtgcaac ctcaggcaga gttggctatg
  3241681 atattgcccc ccatttttca tggctgttac tgcgaaggag aagccccgaa catgtcacag
  3241741 aaagaactat ggtatgaaac attacatgcc aacttcggcc agtacttttc tgttgagaat
  3241801 gtattgttcc gcgaaaaaac cgagcatcag gacctggtga tttttgaaaa cccagagttg
  3241861 ggccgcgtaa tggcattaga tggtgtggtg caaacgacag agcgtgatga gtttatctac
  3241921 cacgaaatga tgacacacgt tcctttgctg gcccacgggc aagcaaaaaa agtgctgatc
  3241981 atcggcggtg gcgatggcgc aatgctgcga gaagtcagcc gccacaagaa tattgagcag
  3242041 attaccatgg tggaaattga cgccggggtc gtagaatttt gccgccagta tttgcctaat
  3242101 catagcgcgg gggcgtatga cgatcctcgt ttcaagctag tcatcgacga tggtgtgaat
  3242161 ttcgttaatc agaccactga aaaattcgat gtcatcattt ctgactgtac cgatcctatc
  3242221 ggtcctggcg aaagcctgtt tacctctgta ttttatgagg gatgcgcccg tagcctgaat
  3242281 gaggggggga tcttcgttgc acaaaacggc gtctgtttcc tacaacagga tgaagccgtc
  3242341 aatagccata acaaacttag ccactatttc agtgacgtta gtttttatca ggccgcaatt
  3242401 ccaacgtatt acggcggtat tatgaccttt gcctgggcga cacagaaccc ggctctgcgc
  3242461 cagttggatc tcgccacctt gcaaaaccgc tttgcccaag ctggcttggc ctgccgctac
  3242521 tataacccag cgattcatgt cggcagcttt gctttaccac agtatttgct agatgcctta
  3242581 acgacgatac ccaaagtcat tggcgtcgat tcaagtgaat aagagccgct agcaacgcag
  3242641 tagtgccgag taaaaaaggg ataaatgttg agtattcatt tgtaaggagg tgaactaaat
  3242701 tgtccaagct taaactgcac ggcttcaaca acctgaccaa aagcctgagt ttttgtattt
  3242761 acgatatttg ttatgccaag accgcagacg accgcgatgg ctatatcgcc tacattgacg
  3242821 aacagtacaa tgccaatcgc ttgaccgaga tcttgagcga aacctgctcg atcatcggtg
  3242881 ccaatatttt aaatattgct cgtcaggatt acgatccaca aggtgccagc gtcaccattt
  3242941 tggtcagtga agagcccgtt gatccgcgcg atgttgatac ctctgaacat cccggtccat
  3243001 tgccaagcgc cgtggtggcc cacctggata agagccatat ctgtgtgcat acttatccag
  3243061 aaagccaccc tgaagcgggg ttatgtactt tccgtgccga tatcgaggtc tctacctgtg
  3243121 gggtgatttc tccgctgaag gccctgaatt acctgatcca tcagctcgaa tccgatatcg
  3243181 tgaccatgga ttaccgggta cggggtttca cccgagatat caatggggta aaacatttta
  3243241 tcgatcacaa aatcaattcc attcaaaatt ttatgtccga tgacatgaag tcgctttatc
  3243301 acatgatgga tgtgaatgtt tatcaggaaa atatcttcca taccaagatg atgctgaaag
  3243361 atttcgattt aaagcattat ctgtttaacg ccaagccgga agagctaagc gcagaagaaa
  3243421 aggaacagat tacccgcctg ttatacaaag aaatgcagga aatctactat ggccgcaatg
  3243481 tgccggaagt gtgatgcatt acagcctagg ctctaaataa ttctgtataa ctgatacgga
  3243541 attaaaggtg atcgttcagg cgatcaccta aaaacggctc gtcgtaatta cccgttcagg
  3243601 gttggtatac tccattctct cgatacaatt cagccagtcc tgtttgacat tctgcaccag
  3243661 cgtccctaac acatcaggtc aaatattcaa tatgttgaga tgtggtcgtt tgctggcaac
  3243721 aacaaatacc agcactggct gtggtacgct tgggtattca aaatcaccag aaatgcacga
  3243781 taggatcatc ggcactttta ttgaacgcga gagttgcttt tgatgggtta tcaacgtatt
  3243841 gaatacataa cccctgcaac ttgaagtatg acaagtataa gaagatgata ttcttccccc
  3243901 ctttagcatt gcacaaggaa gatgccccct aatgaaccgc ctcccaaccc tgtatggcat
  3243961 tattgcgatt ttactgtgga gcatgagtgt cgccttaaca cgtgggctgg ccgaagcact
  3244021 ggggccattc ggtgccggat cggctatcta cagtgtcagt gggattctgg tatggctagt
  3244081 ggcaggtaag cctagagtac gtgggcagca tcccgcttat ctgtatggct gcggtttact
  3244141 gtttgtggtg tatatggtgg ccttcgctct ggcaatcggt atggctaatg atcgccagca
  3244201 aacactggag ataggcttaa tcaattacct atggccgagc ctaacgctgc tattggcggt
  3244261 accgttgctg aaactccgcg cccgttggtg gttatggccg ggggcggctc tcgctctatt
  3244321 tggtgttatt tgggtggtca gtggtggtga agggctggac gttaaaacgc tcgccgtaaa
  3244381 tatcagcagc aacccgctgg cgtacagcct ggcgctgatt gcagcattca cctgggcggg
  3244441 ctactccaac ttagtacggt tatatagcca agggccaggg gcgctgccac tgtttttaat
  3244501 cgcctgcgcc ctgtgcctgt ggttgatgtt ctttatgtgg actccgggca aattgcactt
  3244561 taccccacga gccatatttg aattgttact catgggcgcg aataccgcac tggcctacca
  3244621 atgctgggat agggcctacc aatgctggga tagcgcaatg aaaaaaggca acgccacact
  3244681 ggtcgcggcc ctatcctatt tcacgccatt gttatcaata ttgatcgcca gcgtgtggct
  3244741 caataccttg ccttctgcgg ctttctggcc tggcgttgcc atggttgtag caggttcgtt
  3244801 gctatgctgg tcagccagcc gaaatcccct tcgtacttga agccgtaggg ttgttagtgg
  3244861 tgtccgctta cccgaatcac ttacttatct aagcccatcg gggccactct cttactgcct
  3244921 acctgcaaca ccacgttatt tgggtagata ttattgtgta ataaaagccc gatagccttt
  3244981 caacaccagc aaaaagtcct ctaaaccgca tagacagagg ctttcttcat cgtaataatt
  3245041 catgccttct tccatctcat cgccgtcgag atctaattga ttggcacgca ccatcacttc
  3245101 ttcaccatcc agccacaacg tatattcatg gcctgggagt tgccactggc gctcgctccc
  3245161 tctgacaccg tcagccgccg tttcaatgtg atccagtttt accaaatcac ctttgatctc
  3245221 ttcattcagc caatggccga tcacttcatg ccccatggag aatttaacga gtacttgccc
  3245281 ggttaaatca cgcaagaatt cataatccat agcaggtcct cctaatgctc tttctattag
  3245341 tgtaaacatt attgccaacc tggcttggcg caagctcaca ccgcttacaa gtatcgtgag
  3245401 cattacaaca taatgcgatc gttaaaacat gctgtgatcg ttaaaacgta atgctaatag
  3245461 ttaaaaaaat aatggcagat agctaaaaca taattgccga atagcaaaaa tacagcaccg
  3245521 tttttaaaat agaaacggga ggccaatggc cccccgtttt agctgatgcg aatagatacc
  3245581 caacgtcact gacaaagggg actacgcctt acaccgcggt ttggaagatc acaccgtcag
  3245641 ctttatccgt atattggctt aactgatcaa agttcagata acgataagta tcctcggcgg
  3245701 tcttatcaac ctgagccatg taagtctgat actcatcagg cgttggtaag cgcccaagca
  3245761 gagacgctat cgccgccaac tcagccgatg ccagatacac attcgccccg gtccctaaac
  3245821 ggttcgggaa gttacgggtt gaggtggata ccaccgtcgc accgtcagca acccgcgcct
  3245881 ggttacccat gcacagtgaa cagccgggga tttcaatacg agcaccgctc ttaccaaaga
  3245941 cgctgtaata gccctcttct gtcagctgtg ctgcatccat cttggtcggt ggtgccaccc
  3246001 acaggcgggt gggcagttgg cctttatgct gatccagtaa cttaccggcg gcacggaagt
  3246061 ggccaatgtt ggtcatacag gaaccgataa agacttcgtc gattttgctg ttagccacat
  3246121 cagacaacaa gcgagcatca tccggatcgt ttggtgcaca caaaataggc tgtgtgatct
  3246181 cagccagatc gatttcaatc accgctgcgt attcagcatc ggcatcgcct tccagcagac
  3246241 tcgggttcgc cagccagctt tccatcccat tgatacggcg ctctagtgtg cgacgatcac
  3246301 cgtagccttc tgcaatcatc cacttcagca aaacaacgtt ggattgcagg tattcggtaa
  3246361 tcggcgcttt atccagcttg atggtacaac cagctgcaga acgttcagca gaggcatctg
  3246421 ccaactcgaa agcttgttcg actttcagct ctggtagacc ttcaatttcc agaatccggc
  3246481 ctgagaagat gtttttctta cctttcttct caaccgtcag caagccttct tggatcgcat
  3246541 agtaagggat agcatgaacc agatcacgca aggtgatccc cggttgcatt tcacctttaa
  3246601 agcgtaccaa tacagattca ggcatatcca atggcatgac gccggtcgct gccgcaaagg
  3246661 ccactaaacc agaacccgcc gggaaggaga tcccaatagg gaaacgggta tgggagtcac
  3246721 cgccggtacc gacagtgtcc ggtaacagca tgcggttaag ccaagagtga atgatgccat
  3246781 cgcccggacg tagcgacacg ccgccacggt tcatgatgaa atcgggtaat gtgtggtggg
  3246841 tcgtcacatc tactggctta ggatacgctg cagtatgaca gaatgactgc atcactaaat
  3246901 cggcagagaa gcccagacaa gccaagtctt tcagctcatc gcgagtcatc ggcccggtag
  3246961 tatcctgtga gccgaccgac gtcattttag gttcgcagta ttcaccaggg cgcacacctg
  3247021 cgacgccaca agcacggcca accattttct gcgccagtga gaaacctttg ttacttttgg
  3247081 ctaccggctt tggcacacgg aacacatcgc tgacaggcag gcccagtgac tcgcgggctt
  3247141 tggtggtcaa gccacgacca acgatcagcg gaatacgtcc accggcacgg acttcatcca
  3247201 acagcacatc agttttcaat tcaaaggtgg ctaatacttc accggtatcg tggcgacgaa
  3247261 cttcgccctg atacgggaag atatcgatca cgtcgcccat attcagtttg gcaacatcca
  3247321 cttcgattgg cagcgcaccg gcatcttcca tggtgttaaa gaagattggg gcaattttac
  3247381 tgcccagaac cacaccacca ccgcgcttat tcggcacgta aggaatgtcg tcacccataa
  3247441 accataatac ggagttagtc gccgatttac gggaggaacc ggtacccaca acatcgccga
  3247501 cataagccag tggaaaacct tttttattca gttcttcgat ctgttttatc gggccaacgc
  3247561 tccccggctg atctggatga atcccttcac gggcgttctt cagcattgcc aacgcatgta
  3247621 atggaatatc cgggcgcgac cacgcatcag gggcaggaga taaatcatcg gtgttggttt
  3247681 cacccgtcac tttaaatacg gttacggtga gtttttctgc caacgccgga cgggatagat
  3247741 accattccgc atcagcccaa gattgtatga tttgttttgc atacggattg ccagctttgg
  3247801 ctttatcttc tacgtcgtag aagttatcga acatcagcaa cgtgtgggat aacgctttcg
  3247861 ccgcgatagg tgccagttgc tcattatcca atgcatcaat tagcgggtgg atattataac
  3247921 cgccttgcat ggtgccaagc agctcaatcg ctttctctgc ggtgatcagt ggggagtggg
  3247981 cttcgccttt ggcgatagca gccagaaaac cggctttaac gtaagcggct tcatcaacac
  3248041 caggtggaac acggttagtc agcaggtcta ataggaattc ttcttcgccc gcaggcggat
  3248101 tttttaatga ttcaaccagc gctgccattt gtgacgcatc taatggcttg gggacgatac
  3248161 cctctgcagc acgctcggct acgtgcttac ggtattcttc tagcacgact ttctcctcgc
  3248221 tcttattgtc atttatttta cccggctatc tatacccaag tgacttcaag ctgcatgtgc
  3248281 gttggctgcg ttcaatcacc caaatcactt actggtataa gctcattaag cctctctcgc
  3248341 ttgctgcctt cctgcacctt aaaatctatt aggtatattg ctaccagcca tcagcactga
  3248401 tgtagtcaat gtagggtaag acgtccagtt tcgccccgcc agcataccag tatttaaact
  3248461 cagtgttaat tcgttcacat aaaagcaaca ttaaattttt gctgaatcgt tgagtgcagt
  3248521 gtaatcacct gaggtattga taatcgctct cacttggcct gttgttggca aggtttatcg
  3248581 gtaaaaccgg catctcataa taaccataac caatgagagg ataccatctc tctgagtcgc
  3248641 tacacttaac taccgcgtat aggctaaaat aaatatcctc cggcatagcc ggaggttttt
  3248701 catatgcgcc tataaggctc tgttaccagc cgcgccctaa caggcgcatc gcgatctgac
  3248761 atttgcatct atggattact tacggcccgt aaacgggcta ccgggatacg ggatcgagag
  3248821 ttgctcaccc attttatcct cttccaattg gtgctttatg tattcttgta tcctggccgt
  3248881 gtttttccct accgtatcaa cgtaataccc tcgacaccaa aactccctgt tacggtattt
  3248941 gaacttcaaa tcgccaaact gctcataaag catcagactg ctctttccct tcaggtaccc
  3249001 cataaatccc gagacactca tcttgggcgg gatctccaga agcatatgga tgtgatccac
  3249061 acagcattct gcttccagga tattcacgtt tttccattcg cacagttttc ttaaaatact
  3249121 gccaatcgct ctgcgttttt ccctgtagaa cacctgcctt cggtacttcg gcgcaaaaac
  3249181 tatatgatat ttacagttcc atcgggtgtg cgctaagctc ttttcatccc tcattgggac
  3249241 ccccttttga tttcttgttg aacatttgca gttgccagac cgcaaactgt tttaacaaat
  3249301 caaaaggggt ttttataact gacccaaagc tgaaagcttt actgaacccc cagcctagct
  3249361 gggggttttc tgggcacaaa aaaaacggcc cctatgtagg gaccgtttca cttttattta
  3249421 ttgctgtaca tttacctctg tacattcaca tctgtaaatg cagcatcaac aaaaaattat
  3249481 ttctttttcg ctttcgggtt aggcaggtca gtaatgctac cttcgtagat ttccgccgcc
  3249541 aggcccactg attcatgcaa tgttgggtga gcatgaatgg tcaatgcgat atcttctgca
  3249601 tcacaaccca tctcaatggc cagaccgatt tcacctaaca gttcgccacc gttagtaccg
  3249661 acaatcgcac caccaatgat acggtgagtt tctttgtcga aaatcagttt agtcatacca
  3249721 tctgcgcaat cagaagcgat agcacggccc gatgccgccc acgggaaggt ggaggtttcg
  3249781 tagctgatgc ctttctcttt tgcttctttt tcggtcaaac caacccatgc gacttctggt
  3249841 tcagtgtacg caatcgatgg aataactttc ggatcgaaat agtgcttcat gcctgcgata
  3249901 acttcagcgg caacatggcc ttcgtggaca cctttatgcg ccagcattgg ctgacccacg
  3249961 atgtcaccga tagcaaaaat gtgtggcaca ttggtgcgca gttgcttatc aacgtggata
  3250021 aagccacgat catcaacttc aacacccgcc tgacccgcat ccagcaactt accgttaggc
  3250081 acgcggccaa tcgcaaccaa caccgcatca tagcgttgtg gctctgctgg cgcttttttg
  3250141 ccttccatcg tgacatagat accgtcttct ttggcttcta ccgctgtcac tttggtttcc
  3250201 agcatcagat tgaactgctt gctgatccgc ttggtaaaga ctttcaccac gtctttatct
  3250261 gctgcgggga tcacctgatc aagcatttcg accacgtcaa tcttagaacc cagtgcgtgg
  3250321 taaacggtcc ccatttccag accaatgata ccaccgccca tcaccaacaa gcgctcagga
  3250381 accgttctca atgccagtgc gtcagttgaa tcccaaatac gtgagtcttc atgaggaatg
  3250441 aatggcagtt gaattgggcg agaacccgcc gcgataatag cgttatcgaa gttaatggtt
  3250501 gttggaccat tctcaccatc aaccactaag gtgttcgcac cggtaaattt accaaaacca
  3250561 gtcactactt tgactttacg gcctttagcc atacctgcca aaccaccggt caactgattg
  3250621 ataactttat ctttccagac acggacttta tcaatatcag ttttaggctc gccaaaaacg
  3250681 ataccatgtt cagccagcgc tttggcttct tcgatcactt tggcaacgtg taacagtgcc
  3250741 ttggaaggga tacaacccac attcaggcaa acccccccca gagtggagta acgttcaacc
  3250801 agaatggttt ctaaccctaa atccgcacaa cgaaaagcag cagagtaccc tgctggacct
  3250861 gccccaagta ccacgacctg agttttaatt tcagtactca tcatgacctc ttaattgttt
  3250921 gtccggcggg tctgacatca ttttttaggc gaatcaattt cataacgccc tcatccaccg
  3250981 ggacgctctt ataccgggaa ctgactcgcg ggcagtttac agaattgtta ataaactgaa
  3251041 aagccgcatc gcgtgaccag tgtctcaaca accttgtcga ctaatgtaac agcctgacaa
  3251101 agccggttta taagtgtctt ttctctattg gtgatcagta ataacaagat caccaataac
  3251161 aagagcagta accacaacaa ggccggcacg aagccggcct tggcgattac atcaccagac
  3251221 ggcgaatatc cgccataatg gtagcgatat acgcggcgaa gcgtgcaccc gcggcaccat
  3251281 caatcacacg gtgatcgaag gacagagaca gcggtaacat caggcgtgga gcaaactctt
  3251341 taccattcca gacaggtttc atggatgatt ttgatacacc caagatagcc acttctggcg
  3251401 cattgacgat tggcgtaaat gccgtaccgc cgataccgcc cagactggag atagtgaaac
  3251461 agccgccttg catgtcagat gctgtcagct tgccatcacg tgctttcttg gagatgacag
  3251521 atagctcacg agacaactcg acaataccct ttttgttgac gtcacggaat actggaacta
  3251581 ccaagccgtt aggcgtatca accgccacac cgatattgat gtatttcttc agcgtcagtt
  3251641 tctgaccatc ttcggaaatg gagctgttaa agcgtgggaa ttcttccagt gctttagcgg
  3251701 cggccttcat caggaacacc agcggggtga ttttcaggtc ttgttttttc ttctcagctt
  3251761 cgatgttctg ttgcttacgg aaggcttcaa cttcagtgat atccgcttca tcgaattgcg
  3251821 tcacatgtgg gatcatgacc cagttacggc tcaggttcgc accagaaatt ttctggatac
  3251881 ggcccaattc gacttcttcg atttcaccaa atttactgaa atcaactttt ggccaaggca
  3251941 atatgcccgg caggccgccg ccagccgctg ctggtgcagc ttcggcacgt ttcacggcat
  3252001 ctttcacgta agcttgaatg tcttcgcgca ggatacggcc cttacggcct gtccctttca
  3252061 ccttcgccag gttcacaccg aactcacgcg ccagacgacg gataaccggc gtggcatgca
  3252121 cgtaagcgtc attctcggca aactcgcctt tgctttctgc tttggcggca ggtgcggcgg
  3252181 ctggcgctgg cgctgcacct tcaacttcga agaccataat cagagagccg gttttcactt
  3252241 tgtcgccggt actgattttg atttctttca cgataccagc aaacggtgcg ggcacttcca
  3252301 tcgacgcttt gtcgccttca accgtaatca gtgattgttc ggcgtcaact ttatcgccca
  3252361 ctttcaccat cacttcagtc acttcaactt cgtcatcacc gatatctggc acttcaacat
  3252421 ttttcgccgc agaggctgcc ggagccgcta cctgagcagg cgccgccggt ttttcttctg
  3252481 ctttaaccgg tgccgcagcg gcacccgtag cgtcgaagac catgatcaga gaaccggtag
  3252541 ccactttatc gccaaccgca attttgatct ctttaaccac gcccgcctga ggtgaaggaa
  3252601 cttccatgga agctttatcg ccttcaacgg tgattagcga ctgttccgct tcaacggtat
  3252661 cgcccacttt caccataatt tcggtgactt ccacttcatc tgcaccgatg tctggtacat
  3252721 taatttctat agacattatt ctctacctct tatgccagac gcgggttaac tttatcagcg
  3252781 tcgataccaa acttagtaat tgcttcagca actacactgg tgtcgatgtc accgcgtttc
  3252841 gccaattcac ccagagccgc aaccacaaca taagaagaat caacttcgaa gtggtgacgc
  3252901 aggttctcac ggctgtcaga acggccgaaa ccgtcagtgc ccagtacacg gaactcgctg
  3252961 gcaggaataa agttacgaat ttgttcagca aacaacttca tgtagtcagt agacgcaacc
  3253021 gcaggggcat cattcatcac ctgagccaca taaggaacac gtggtgtttc tgtcgggtgc
  3253081 agcatgttcc aacgctcaca atcctgaccg tcacgggcca gttcagtgaa ggaggtcaca
  3253141 ctgtacacat cagaacctac gccgtaatct ttagccagaa tctgagccgc ttcgcgaacg
  3253201 tgacgcaaga ttgcaccaga gctcatcagc tgcactttgc ctttgctacc ttcaacagtt
  3253261 tccagtttat agataccttt acggatacct tcttctgcgc cctgtggcat cgctggcatg
  3253321 tgatagtttt cgttaagcgt agtcaggtag taataaacgt tttcctgcgc ttcgccgtac
  3253381 atacgctcca gaccgtcatg cataatgacg gcgacttcgt aagcataggc cggatcgtaa
  3253441 gagatacagt tcgggatagt cagtgactga atatggctat gaccatcttc atgttgtaga
  3253501 ccttcgccgt tcagggttgt acgacctgaa gtacccccga tcaagaagcc acgtgcttgt
  3253561 tgatcacccg cagcccagca cagatcgccg atgcgttgga aaccgaacat ggagtagtaa
  3253621 atatagaacg ggatcattgg cagatcgttg gtgctgtatg aagtcgcagc agccagccat
  3253681 gaagaggcag cacccagttc gttaatccct tcttgcagga tctggccttt ctcatcttct
  3253741 ttgtagtaag caacctgttc acggtcttgt ggggtgtact gctgaccatt cgggctgtaa
  3253801 ataccaattt gacggaacag accttccata ccaaaagtac gggcttcatc agcgatgatg
  3253861 ggaacaatac gatctttgat cgatttgttc ttcaacatca cgttcagcgc gcgcacgaag
  3253921 gcgatagtgg tagagatctc tttattctgc tcttccaaca aggagctgaa atctgacaag
  3253981 gcagggattt ccagcttctc ggtgaattta ggcatacggg ttggcaaata gccttccagc
  3254041 gcctgacggc gttcgtgcag atatttatac tcttcggaat ctttctcgaa ggtgatgtat
  3254101 ggcagttttt cgatttcagc atcggcaact ggcacattga aacgatcacg gaagtggcga
  3254161 accccatcca tattcatttt cttcacctgg tgagcaatat ttttaccttc agccgtttca
  3254221 cccatgccgt aacctttaat ggtatgggcc aggataaccg ttggtttacc ttgagtttct
  3254281 tgtgcttttt tcagtgcagc aaagattttc ttcggatcat gaccaccccg gttcagagac
  3254341 cagatctcat cgtcagtcat atctttcact aatgcagccg tttctgggaa gcggccaaag
  3254401 aagtgttcac gcacataggc gccatcttta gatttaaacg tctggtagtc gccatccagc
  3254461 gtttcgttca tcaattggat cagtttgccg ctggtatctt tacgcagcag ttcatcccaa
  3254521 cgaccacccc aaatgacttt cagaacctgc cagccagcac cactgaagat accttccagc
  3254581 tcattaatga ttttgccgtt acccgtaacc gggccatcaa ggcgctgcaa gttacagtta
  3254641 ataacgaaga ccaggttatc caatttttca cgggttgcga tggtgatcgc acctttggat
  3254701 tccggctcat ccatctcacc atcacccaag aaggcgtaaa cagtctgtgc tgaggtgtct
  3254761 ttcagaccac ggtgcgagag gtatttcagg aacttggcct gataaatagc actaattggc
  3254821 cccagcccca tggataccgt cgggaactgc cagaattcag gcatcagttt tggatgcggg
  3254881 tatgaagaca gacctttacc gtgaacttcc tgacggaagt tattcatttg atcttcagtc
  3254941 agacggcctt ccaggaaggc gcgcgcgtaa acacctggag aaatgtggcc ctggaagtaa
  3255001 accagatcgc cgccgtcttt ttggttacgg gcacggaaga agtggttgaa gcaaacctcg
  3255061 tagaacgtag cggaagactg gaaggacgcc atgtggcccc ccaaatccag atctttctta
  3255121 gatgcacgca acaccgtcat caccgcattc caacggatag cagaacgaat acgacgctcc
  3255181 aggtccagat tgccggggta agcgggttca tcttctactg gaatggtgtt gatgtaatca
  3255241 cgatttgccg aacctgcagc aacactcacg ccacctttac gggcttcgcc caagacctga
  3255301 tcaatcagat actgagcacg ctcaacgccc tcttcacgga tgaccgattc gatcgcctgt
  3255361 agccagtcgc gggtttcgat cggatccacg tcattattta aacgttctga catggtggta
  3255421 ttccttattt atttctaatg gtttatttgg agtccatctt ctaatgcttt aacacaaggg
  3255481 taaagcacac gccctggtga agaacagaaa gataggccca tcagtttagt tgccgctaat
  3255541 aattctcaaa tgagaatcca aaacgagtta ttgaggtctt gcagaggcgc aacccgaatg
  3255601 attcgtttct actccttgcg ctgttggagc cgacgcaaag atcgctcacg gcgactgtgc
  3255661 tcccggctaa gatccaacag aatctcctca ataaacgcca agtgacggtg cgatgcttct
  3255721 cgtgcttttt ctggttcacg tgccacaatc gcctcgaaaa tcctggctcg gtgactgctc
  3255781 acagtggcca acatttcgcg gcgcaagtag agcaattcaa agttttgtct gacgttttgt
  3255841 tccagcattg gccccatgca acggagtaaa tgcagcaaga ccacattatg tgcagcctct
  3255901 gtgaccgcca cttgatactg catcaccgca tcggcttcag catccaaatc accgttatcc
  3255961 tgcgcttgct ggatgacagt atggcactca cggatacgtt gcagatcttc atcagtgcca
  3256021 cgtaatgcag cgtaataggc ggcaatacct tcaagggcat gacgggtttc aagcaggtcg
  3256081 aattgtgatt ctggatggtc tgccagcagt tcagctaacg gatcgctaaa gctttgccac
  3256141 agattggtct gaacgaaggt accccctccc tgacggcgca acagcaagcc tttagcctct
  3256201 aatcgctgaa tagcttctct caaagaaggt cgggaaacat caaattgctt cgccaactca
  3256261 cgttcaggca gtaacttttc acccggacgc agcgtccctt ccaagatcaa gtattcgagc
  3256321 tgctgctcga ttacatctga tagtttgggt tgacgtattt tgttgtaggc catatttggt
  3256381 gtaagccgta ttgagtgaat cgtctctgcg agtggcgcgg agtcaattgg taataccaat
  3256441 ttcaaaaacg tgacgataaa gtaacaaagt attcactagc tgtccatacg gaccttgacc
  3256501 gaaatcatga aacccagcac attttaacaa ctttatgaat aaagaagagc aaagtgataa
  3256561 cgtaccggtg gtaataccat tacctgactc tacagaatat taaccttgat aaaacggatg
  3256621 attaggcaag ctgaagcgtt atagtcattt aataattaaa tttaaattca tattttttga
  3256681 atttaaattc acacttaact aaagaaactt catatccgta ttttctttca tcagtgaacc
  3256741 aatataagaa aaattaaaat ggctcacgac tcatttatag cctagaaagc acacatgact
  3256801 ctttttcctc actataagat tttttccaaa acatcagttt gatcacatct caatatcttt
  3256861 attgccattt tgctcaaaaa ttagacaacc aaaagaaaaa gcagatgcaa agttttttgc
  3256921 ttaccactat tctctcccaa acggtagcct gtaaatgaaa tacgaaaaag gttaatcgta
  3256981 aataaagcaa tacaaccagt gtaattaaat gattacatta atacccgtaa tcactggcgt
  3257041 tataagcaag ccgcaagcaa atggatcccg agaagtttat ttcggtaagt gattcgaatg
  3257101 ccggtaaatg gttcgaatac cggtaagcag ttcgaatgaa tatcgctagc gtctctgtaa
  3257161 cgtccaatga tgaagggtat agcaaaaaac taagattaag cccgcgagta gtcacaacga
  3257221 caaaggatgt aattgatgag tgatcaacaa gagggtgctg agctaaaacg ggggcttaaa
  3257281 aaccgccata ttcagcttat tgccctaggt ggtgcaattg gtaccggact attcctcggc
  3257341 atagcacaga ccatcaaaat ggctgggcct tcggttttac tggggtacgc aattgggggt
  3257401 tttattgcgt ttctgataat gcgccagcta ggcgaaatgg tggttgaaga acctgtagcc
  3257461 ggttccttta gccactttgc gtataaatat tggggacact ttgccggttt tgcttctggc
  3257521 tggaactact gggtgctgta tgtgttggtg gcgatggccg aactaaccgc agtggggatc
  3257581 tatgtgcaat attggtggcc agaaatccct acctgggtct ccgccgccgt cttcttcttg
  3257641 gccatcaacg ccatcaacct ggctaacgta aaagtctatg gtgagatgga attttggttt
  3257701 gccatcatta aagtgatcgc gattattgcg atgattttat ttggcggtta cctgctcatc
  3257761 agtggccggg gtggcccaga agccacggta accaacttat gggcccaagg cggtttcttc
  3257821 ccgaatggca tcatgggtct ggtgatggca atggcggtaa ttatgttctc tttcggtggc
  3257881 cttgaattag tgggtatcac cgcagcagaa gcagaagacc cggccaaaag cattccgaag
  3257941 gcaaccaatc aggttatcta ccgtattctt ctgttttata ttggttctct ggcaatcttg
  3258001 ttatcactct acccatgggg aaaagtggtc gaaggcggca gcccattcgt attgattttc
  3258061 gatgcgctgg acagtaattc agtcgccact gtcttgaata ttgtcgtact gacggcggca
  3258121 ctctcggtct acaacagttg cgtatactgt aacagccgca tgttgtttgg tttagctaaa
  3258181 caaggtaatg gcccgaaaat cctgttgaaa gtggatggcc gaggtgttcc agtcattgcg
  3258241 attgctgttt ctgcgtttgc taccgcgttt tgtgtactga ttaactacct gttacctggc
  3258301 cgtgcctttg aattactgat ggcattagtg gtatccgcgt tggtgatcaa ctgggcgatg
  3258361 attagcctgg cacacctgaa attccgtgcg gcgaaaaacc gccagggcgt aataccaaaa
  3258421 ttcaaagcat tttggtatcc gttcggtaac tgtttgtgtt tgttgttcct gaccggcatc
  3258481 ttagtgatca tgtttctgac acccagcatc cggatttcag tgatacttat tcctgtctgg
  3258541 gtagtcgtcc tagcgattgg ttatattctg aagaatcaga gccaacgtca gaatcagcaa
  3258601 ctgagcgcta gcagcaggaa agtaaccaag taaagaacaa cccatttcct tataaatccg
  3258661 ctagttaacc ctacctaggc cagcacttag tgctggccta ggctattgac aaagtaccta
  3258721 tggcgaagag aacaggcagc aaataaagcc gccgccttcc ctacagaaaa ataacatcca
  3258781 tgtaagctag agccgcgcta tatatggata tggcgcgaac gctttactcc tctgcctatc
  3258841 ctcaccgttt cagttcgagt catcggggtt tgtcattagt ctgaggccaa cactcatgac
  3258901 aaaatgctat cggcggagag aatgggtcgt tgatattcct aattattgtg gctaccaatt
  3258961 attcgggcaa ctaattctta ggataaccaa ttcttagggt aaccaatgtt ggggcacaat
  3259021 aagccccaag catcggaatc cattagcgta ttaaaccagt gcgccgtaaa tcgtcagtaa
  3259081 tgcgacgacg acaatgatcg tcaatgtaac ttttcgggct aaagacaccg ctgcgcgggg
  3259141 tgtctgcacc ggatctaaat gcggttctcg agccaaagaa tactgagcaa gccgcgtcag
  3259201 cacctgatat tgctgagagt ggaaatcccc taatgaagcc agccaagcgg gtagagccct
  3259261 ttcaccatgc cctaacaaag cataggcaac gcccactaac cgcacaggaa cccaatccag
  3259321 ccaatgcaag ataccgtcaa tacccgtttg agcacgctct aaaggcgtgt gatggcgtgc
  3259381 taaccacgtt tgatatcctc gtagcatggc atagccagcc aacgctacag ggccatagct
  3259441 gccacataca ataagccaga aaataggggc taaatagtag cgaaagttaa tccacagtaa
  3259501 ggcattttgc aaagattgca gacggtcctt ctcaccactt tctatgggca aaccatgaat
  3259561 tagcgcgagt tcctctgcca ttttatctgt agcatgaata tcgccttggc gagcagcttt
  3259621 caaatacgct cggtagtgcc tacgaatccc ccccgcaccg atacacatta ggcaaatcag
  3259681 gatccaaagc aataatagtg ggaagccaaa caaaatattt tgcactaatt gcaaaatccc
  3259741 ccaaaccagc accatccata ggacagttaa caaaatggtt tgtatcaagg aaaatcgctg
  3259801 caatcgggca aatacaactt caaggcggtg atctaactgc caatgttcgc ccagtttaaa
  3259861 caagcgctcc catgccagca ccagtaacag cgtaaacaat gtcattagct cttattctcc
  3259921 ctttgattga acctatcctg agacagggca tatacccatg gcattcatga atgacagaac
  3259981 cagacagcat tcgggacgga tctccaccct agagataaat accggcctga taataagact
  3260041 gcactaactt tactgagtta cagagattaa ctggttgtct agagcatgta gttacataga
  3260101 gcatgtagtt acacagagaa tataattaaa cagatcatat ggttacatcg agcatacaat
  3260161 tacactggct agtgtaatgc caccggcaac atgctcatac aagcaactta gctaaatttt
  3260221 gttgataaaa aaaccaatca aaggccagcc ctgggtctgt tttacgccct ggtgcgatct
  3260281 cactgtgacc agccacccgc tctaccgtta ttggatagtg ggcaaataaa accgcactga
  3260341 tctcagtcag tcgttgatat tgcacgggag taaacggtaa cacatctgtc ccttccagct
  3260401 cgatcccaat agaaaaatcg ttacatcgct cacgcccagc aaatacggaa acacctgcat
  3260461 gccaagcccg tttatcgaac ggaacatact gaatgatttc accatcacgg cgaatcaagc
  3260521 aatgggccga gacgcgtaaa tgtacaatac tagcaaaata gggatgctca tcggcattga
  3260581 gtgtcccggt gaagagctga tcgatatagg ggccaccaaa ctcactgggc ggtagactga
  3260641 tactatgaat caccagcaga gagggcattt caccctctgg cctcagatca aaatgggggg
  3260701 acagcacctg tttaaccccg acaatccagc cgttttccag cagcattatt tactccaatc
  3260761 accctgatcg ttcactttga acggctcttt gatggcactt cagcctgcaa cagggtagca
  3260821 tgtttagacg attgtctatt cgccatttcg gagtttatat gccgccccgc tgctacaatt
  3260881 ccaacagccg ccgcgccgag ctattggaac gaattcaaag tgatatacct gcgactgttg
  3260941 ctcaggcact gagtgaagac ctaggcggag aggtcaatgc agaccgtgat ctcaccgcac
  3261001 aattactccc cgcagataaa caagctaccg ccacaattat tacccgtgag gacggtatct
  3261061 tttgtgggca acgctggttg aatgaagtct tcattcaact gggtgcgcaa atctcaattc
  3261121 agtggctggt tacagatggc gataaactga cagccaatca aacactttgc catttgaccg
  3261181 gacctgctcg cattttgctg acaggtgagc gcaccgcact taacttcctg caaacgctat
  3261241 ctggggttgc caccgaggtc agccgctatg ttgtacaact cgcggggcta aaaacacaac
  3261301 tactcgatac tcgcaagaca ctaccaggcc tgcgtactgc attaaaatat gccgtcctct
  3261361 gtggtggtgg taataaccat cggctcggtt tatctgacgc cttcctaatc aaagagaatc
  3261421 atattattgc agccggttcg attaaagaag ccgttgccaa agccttttgg atacatgccg
  3261481 atgtccctat cgaggttgaa gtcgaatccc ttgatgaatt acagcaagca ctagaagcag
  3261541 gtgcagatat cgttatgtta gataatttca ccattccaat gatgcgtgat gccgtaaaaa
  3261601 tgcgcgatga ccatgccaag actcaaggca gtgcacaatt ggaggtctcg ggtaatgtca
  3261661 ctttagaaac gttacgcagt tacgctgaaa ccggcattga cttcatctca gtaggggcgc
  3261721 ttaccaagca cataacagcg ttagacctct caatgcgttt ccagtaactc taccaaacta
  3261781 tcttcggcgg atagccatta ttatcaggtc aatatcctgt tttgcgagtg ccgccgaagt
  3261841 tatctgttac gttattgcaa taacctaaat atccgtcaat acgccccgca attcggcaca
  3261901 aagcccctgt tggtatgaat taaaaaacgg caccctgcct ccagtttctt aaacacatgg
  3261961 aggggtaaaa tggctaaaca tcagggttta acattacaga aaggttttac attaattgaa
  3262021 ttgatggttg cggttgctat cattgcagtc ctcagtggta ttggcattcc ctcatatcaa
  3262081 cgttatatcc aaaaagcagc actcaccgac atgctacagg ccatcgtccc ctacaagatg
  3262141 gcggtagaac tttgtgctct tgagcaatcc aaccttgata gctgcaacgc tggcagtaat
  3262201 gggatccccg cagggcaagt atcgcgttat atcaatgcaa taaatattgc caaaggtgtt
  3262261 attacattaa gtggccagca tacgcttact ggcctgacat tggcgatatc accaacccga
  3262321 aacagcaacg gaaatttagt ctgggccaga acatgtacgg caacagatag tgccatgact
  3262381 gatagttgta aagcggtatt ccgtttcaat gataaggccc catcaaatgg ctgaatttat
  3262441 agtgtcctca tttgaaacaa ttagtgatga attacacctt ctctgtcggc gttatcgggc
  3262501 agtggcactc actcttgatg gtaaaagcct ttcgatagct tcagcccaga ccgttgatga
  3262561 agcgttattg accgcgttgc gtttcacatg tggccgtcaa gtcagagtgg aatattggcc
  3262621 cgaagccaag attgaacaat cattgtattt ggggagcccg acgaaaaata acctaaacag
  3262681 tagtattaac aacgggctaa atagcgcgtt gttatcccaa aagggaggtg atccgtcgcg
  3262741 agtaaaaccg cacaatcagc agcaacagac aatagatgat actgtgtttg ataatgagag
  3262801 tgacacaccc gtcattcaat tcataaccca gacgctaagt ctagccattc aaaaacgcgc
  3262861 ttcagatatc cattttgagc cttatcaaca ccactatcgt gttcgtttaa gaattgatgg
  3262921 tgtgttgcat gaattcaccc cacccgaggc cgaatgggca gctcggatta gcagttgcct
  3262981 gaaggtcatg gcgaaattaa atattgctga acggcgatta ccacaagatg gtcaactaac
  3263041 cttacccttt ggtgattcac actattcaat gcggatagcg actctcccta cgcaatatgg
  3263101 tgaaaaagtg gtattgcgta ttcttcaaat acaacagcaa accacgttag aaaagctggg
  3263161 gatgacggat gcggcactga aacaattaac acaggcatta tcagcaccac aagggctgat
  3263221 tctggtcacc ggccctaccg gtagtggcaa aaccattacg ttatattgca gtttagcgcg
  3263281 gctgaatcag acacaaagaa acatctgtag cgtcgaagat cctattgaga tccccgtcaa
  3263341 tggcattaac caaacccagg taaacagcaa gatcggtctg gatttctctc gaatactacg
  3263401 agccatccta cgacaggacc ctgatgtcat tatggttggt gaaattcgtg ataatgaaac
  3263461 cgccagtatc gcagttaacg cggcccagac cgggcatttg gtcctatcga cgctgcacac
  3263521 taactcaaca gcagaaacgc tgatacgcat ggcacaaatg ggaatagaac gccatttaat
  3263581 cgcctcaagt ctaaaactcg tcattgctca acgcttggtg cgccgcctat gtttacattg
  3263641 ccgccaggct gcatctcacc cctttattcc accagctcac ataaggtctg gtccgatcca
  3263701 acactatcta gctgtaggtt gtgagcattg ttgtacgggt tattatggcc gaacgggtat
  3263761 ttatgaaatg ctgagtgtaa cgccgcagat tcagcaagcc atactcaata atgccagccc
  3263821 tgtaaaactg gtacaaattg cccagaagca agaacaaaca gccttactct gctcaggttt
  3263881 agctttaatc gaaaaaggca tcactaccct tagtgaaatt aatcgtgttg tgggcttcgt
  3263941 agcagaaaca gaggtcacct cttgagccgc catcgtttat tcaattggac agctctcaac
  3264001 aaaacagggg agctacagac gggcatgcta ctggcaactg agagaaacag tgtctatgaa
  3264061 catatcatcc aacatggctt acagccccta ggcgtgaaag ggggaaggcg gttatctgca
  3264121 cgctactggc aaggggaacg gttggtggca atgacccgcc aattagcgac tttattgcaa
  3264181 gcgggtttac cgttggtcaa cagtttacaa ttattggcaa aagaggcaga tgactcagca
  3264241 tggcgttgcc tattagatga gataagtcag caagttgcac aaggccagtc actctcggaa
  3264301 gtgatggaac agtatccaca cgtattcccc cgactgtatc ctccagtggt tgccgtcggg
  3264361 gagcttacgg gtaatcttga gcaatgttgt actcaattag tacaccatca ggaacggcag
  3264421 caaaatttac acaaaaaagt cataaaagcg ctgaaatacc ccgttgtggt ctgcatcgtc
  3264481 gcattggtag tcagtgtcat tatgttagtc atggtgttac ccgaatttgc acaaatatat
  3264541 caatcgtttg atacccccct gccggggcta actgcaagct tactgtggct atcaactttt
  3264601 ctcacttttt atggccccta tctggcgctg ataatagcaa tagtgtgtat tgggtatttc
  3264661 tatacattac gaaaaaaatc tcgctggcag caatgggaac agaccattct attaagcatt
  3264721 cccttagtct caacattaat ccgtggtagc tgcctcagcc aaatttttca aacgttagct
  3264781 atcacacaac aagccgggct acccctgtca gccgggttag atgcagcggc tcgatccatt
  3264841 cacaactaca attatcagca agccttaagg tgtattcaaa aacaaattag ccaaggtata
  3264901 ccgctgtata ccactcttaa tcagcaccct ttatttcctg ccatttgtca gcagctcatt
  3264961 agggttggtg aagaatcagg ctcacaggat gtgttgctgg aaaagttagc ctgttggcat
  3265021 cagcaacaaa ctcagaattt ggcagataac gtcactcaaa tgctagagcc acttcttatg
  3265081 ctgattattg gcagtattgt cggcgtactg gtgatcgcca tgtatttacc catattccag
  3265141 ttaggtgatg ttattggata acctcattat ggacctagtg gatggtaaac tgggcatagt
  3265201 ggagtgcatg gcatgccatg gcgggatgta atggcacgat caggtgcaag accagagagg
  3265261 cattgcggag agagtaagtg aaggattaac ggggcgttga gcagttgagc agttgagcag
  3265321 ttgagcagtt gagcagttga gcagttgagc agttgagcag ttgagcagtt gagcaggtaa
  3265381 atataaaaac catacgtgaa tacagccaca tacaacggtc agaaataaca acctgaaagc
  3265441 gttagcttgg cccagtagat aagggcgaaa ataggccctt atctaccaca caaccctata
  3265501 ttgaattgcg ttggcaccct acaactcagc gctcaggtat cctgatgacg acattactga
  3265561 caaattatca tgccgtaata acccgtatca atcagtgcca aatacgcggt tttcttgctc
  3265621 tgctacgcga ataaacgtcg tacgcttcgt taattctttc aaatgtgaag cgcccacata
  3265681 agtacatgca gaacgtaggc ctcccatgat gtcacgcacg gtattatcga ctgaaccacg
  3265741 cagtggtaac ttaaccgttt taccttctgc cgcacggtat tgtgcaacac caccgacatg
  3265801 gcgtttcatc gcagattcag aactcatccc gtaaaacagc atgaacttct cgccattctc
  3265861 ttcgacaacg cgcccttcac actcatcatg gcctgccaac atgccaccta gcatcacgaa
  3265921 atcggcacca ccaccaaaag ctttagccac atcacctgga acagaacagc caccatcgct
  3265981 gacaatttgg cccccaaggc catgagcagc gtcggcgcac tcaatgacag cagacagttg
  3266041 tgggtagcca acgccagtct taacacgggt ggtacaaaca gaaccagggc caataccgac
  3266101 tttaacgata tcagcaccag agaggatcag ttcctctacc atttcacctg tcacgacatt
  3266161 acccgcacaa atgactttat caggacaagc ttcacgcgct ctttgcagga aagaaacaaa
  3266221 gtgttctgag tagccgttcg cgacatcaat acagataaat tttaatgatg gtgataacgc
  3266281 caaaatttgt ttcattttgt cgaaatcagc agaggaagtg cccgttgata ccatgacatg
  3266341 gcgtaacact gattctggtg agcgcttaac gaactcagcc cattgttcga gagtgtaatg
  3266401 cttgtgaacg gcagtaagaa tatcaaatga agccaaaacc tcagccatgc ggaaggtacc
  3266461 aacggtatcc atattagcgg ctatgatagg gacaccagac caattccaac ctgaatgttt
  3266521 gaaagtaaac tgacgttcca gagcaacttc agaacggctt ttcagcgttg aacgtttagg
  3266581 acggattaac acatccttaa agcctaattt caaaccttct tcaatgcgca tgacttatta
  3266641 ttccctggtt attggcgata gatcgcaaaa tgtgatcggg cgtaaaacac gccatcccag
  3266701 tggagctatc atacgcatga ataattcttc ggcaagactg cgaattaacc tttatttgcg
  3266761 ctacaatccc acaaattacc tgaatattac tgaccacgct cttatccgtg agttttctcc
  3266821 gcttatttta ctgcgccata cagatagaat gcataccttg gctatgcctt cgcccaagct
  3266881 ttcagataca attctcccat ccaatggcag taaataaggc gaagcaatga cctatattgt
  3266941 ggctctcaca ggtgggatcg gtagcggaaa gagtacggtg gcaaatgcat tcgccaattt
  3267001 aggtgtgccg ttggttgatg ctgatattat tgctcgtcag gttgttgaac cagggacatc
  3267061 tgcactagcg gccattgcat cccgttatgg tgaaaatatt ttgcagcaag atggctcatt
  3267121 aaatagagcg gcattgcgac aaaaaatttt cagtgagcaa caagaaaaag catggttaaa
  3267181 ttcactgtta caccccctta ttcagcagga aacgcaacgc caattagccg gtattgatca
  3267241 accttatgcc ctttgggttg tgcctctact ggttgaaaat ggtttacatc accgggcaga
  3267301 tcgtgtgtta gtagtcgacg taacaccaga catacagctc gcacggacca tggcgagaga
  3267361 tggtattaca cgccaacagg cagaaaatat tttggcttca caggtttcgc ggcaacaacg
  3267421 cttggcctgt gctgatgaca ttattgacaa tagcggcgac ccgttaatga tcgcccagca
  3267481 tgttgcctca ctacaccatc ggtacttaaa attggcaact gcggcccaac aggatctaca
  3267541 tcaatgagtg accttacctc aacaatactt tttgaacatc cgctcaatga aaagatgcgc
  3267601 acttggctaa gaatggagtt tttattacaa cagctagaaa gccaccgctc attagataat
  3267661 attgccaatg cattaacctt tttccgtacc gcatcggatt taattgatgt acttgaacgc
  3267721 ggtgaagtcc gtactgatct gttaaaagaa ctcgagcgcc aacagcaaaa actacagcaa
  3267781 tgggctgata tacccggtgt tgacgtgtca ttagtagact ctctgcgcaa tcagttaaaa
  3267841 agccgtgccg ccgtattaat gtcagccccg cgtatcgggc agtcactaaa agaagatcgc
  3267901 ttgatcagtg tggtccgcca gcgcctgagt atccctggag gatgttgtag ttttgattta
  3267961 ccgacgttac atgtctggtt acatcaaccg tcagaacaac gagaccaaca tatcaataaa
  3268021 ttgctagcaa gtctggcccc tcttcaccag tcactgacga tcattttgga cttaattcgc
  3268081 cagtcatgcc ctttacgtag ccagataagt ttaaatggtt tctttcagga taatgctggg
  3268141 ggagctgacc tgctcagatt acgtctaccg ctcgatccac aactgtatcc acaaatttcc
  3268201 ggccataaaa cacggtatgc cattcgcttt ttagcgcttg atagtgaaaa tggcaccgtt
  3268261 ccggcccgtt tatcgtttga attagcctgc tgctgatttt gtaataagtg tgatacccaa
  3268321 tagatttcaa ggcgtaggaa ggcggcaaag gagtaaatcc cgcatcattg acatcagcaa
  3268381 ataatacgga tgaacgggaa ctgcctaata gatctactat ttgaaactaa tacatctacc
  3268441 acttgaaaga tgaagggtat cgatagattt taggagagaa catggaatca gaacaaatac
  3268501 aggttaactg ccccacctgt ggaaaagtcg ttatctgggg tgaacaaagc ccttttcgcc
  3268561 ctttttgttg caagcgctgc cagcttattg atttaggtga gtgggcagac gaagaaaagc
  3268621 ggatccctag cgatacagaa ctgtctgaca gtgacgaatg gagtgaggaa gatcctctta
  3268681 agcattaact gctgtctatt tttaactgtg atatgtcttt aaccgagaca tgtctttaac
  3268741 tgcgatacgt cttaagcgtg atgtgtttta ataaatatcc tccggcatag ccggaggttt
  3268801 ttcatatgcg cctataaggc tctgttacca gccgcgccct aacaggcgca tcgcgatctg
  3268861 acatttgcat ctatggatta cttacggccc gtaaacgggc taccgggata cgggatcgag
  3268921 agttgctcac ccattttatc ctcttccaat tggtgcttta tgtattcttg tatcctggcc
  3268981 gtgtttttcc ctaccgtatc aacgtaatac cctcgacacc aaaactccct gttacggtat
  3269041 ttgaacttca aatcgccaaa ctgctcataa agcatcagac tgctctttcc cttcaggtac
  3269101 cccataaatc ccgagacact catcttgggc gggatctcca gaagcatatg gatgtgatcc
  3269161 acacagtatt ctgcttccag gatattcacg tttttccatt cgcacagttt tcttaaaata
  3269221 ctgccaatcg ctctgcgttt ttccctgtag aacacctgcc ttcggtactt cggcgcaaaa
  3269281 actatatgat atttacagtt ccatcgggtg tgcgctaagc tcttttcatc cctcattggg
  3269341 accccctttt gatttcttgt tgtaacgaac ggtgcaatag tgatccacac ccaacgcctg
  3269401 aaatcagatc cagggggtaa tctgctctcc tgattcagga gagtttatgg tcacttttga
  3269461 gacagttatg gaaattaaaa tcctgcacaa gcagggaatg agtagccggg cgattgccag
  3269521 agaactgggg atctcccgca ataccgttaa acgttatttg caggcaaaat ctgagccgcc
  3269581 aaaatatacg ccgcgacctg ctgttgcttc actcctggat gaataccggg attatattcg
  3269641 tcaacgcatc gccgatgctc atccttacaa aatcccggca acggtaatcg ctcgcgagat
  3269701 cagagaccag ggatatcgtg gcggaatgac cattctcagg gcattcattc gttctctctc
  3269761 ggttcctcag gagcaggagc ctgccgttcg gttcgaaact gaacccggac gacagatgca
  3269821 ggttgactgg ggcactatgc gtaatggtcg ctcaccgctt cacgtgttcg ttgctgttct
  3269881 cggatacagc cgaatgctgt acatcgaatt cactgacaat atgcgttatg acacgctgga
  3269941 gacctgccat cgtaatgcgt tccgcttctt tggtggtgtg ccgcgcgaag tgttgtatga
  3270001 caatatgaaa actgtggttc tgcaacgtga cgcatatcag accggtcagc accggttcca
  3270061 tccttcgctg tggcagttcg gcaaggagat gggcttctct ccccgactgt gtcgcccctt
  3270121 cagggcacag actaaaggta aggtggaacg gatggtgcag tacacccgta acagttttta
  3270181 catcccacta atgactcgcc tgcgcccgat ggggatcact gtcgatgttg aaacagccaa
  3270241 ccgccacggt ctgcgctggc tgcacgatgt cgctaaccaa cgaaagcatg aaacaatcca
  3270301 ggcccgtccc tgcgatcgct ggctcgaaga ccaccagtcc atgctggcac tgcctccggg
  3270361 agaaaaaaga gtatgacgtg catcttgatg aaaatctggt gaacttcgac aaacaccccc
  3270421 tgcatcatcc actctccatc tacgactcat tctgcagagg agtggcgtga tgatggaact
  3270481 gcaacatcaa cgactgatgg cgctcgccgg gcagttgcaa ctggaaagcc ttataagcgc
  3270541 agcgcctgcg ctgtcacaac aggcagtaga ccaggaatgg agttatatgg acttcctgga
  3270601 gcatctgctt catgaagaaa aactggcacg tcatcaacgt aaacaggcga tgtatacccg
  3270661 aatggcagcc ttcccggcgg tgaaaacgtt cgaagagtat gacttcacat tcgccaccgg
  3270721 agcaccgcag aagcaactcc agtcgttacg ctcactcagc ttcatagaac gtaatgaaaa
  3270781 tatcgtatta ctggggccat caggtgtggg gaaaacccat ctggcaatag cgatgggcta
  3270841 tgaagcagtc cgtgcaggta tcaaagttcg cttcacaaca gcagcagatc tgttacttca
  3270901 gttatctacg gcacaacgtc agggccgtta taaaacgacg cttcagcgtg gagtaatggc
  3270961 cccccgcctg ctcatcattg atgaaatagg ctatctgccg ttcagtcagg aagaagcaaa
  3271021 gctgttcttc caggtcatcg ctaaacgtta cgaaaagagc gcaatgatcc tgacatccaa
  3271081 tctgccgttc gggcagtggg atcaaacgtt cgccggtgat gcagcactga cctcagcgat
  3271141 gctggaccgt atcttacacc actcacatgt cgttcaaatc aaaggagaaa gctatcgact
  3271201 cagacagaaa cgaaaggccg gggttatagc agaagctaat cctgagtaaa acggtggatc
  3271261 aatattgggc cgttggtgga gatataagtg gatcactttt catccgtcgt tgacatctgg
  3271321 ggagacagtc ggatgctctt gagctaccgc tgtagtgaat tcagccactc ccaagcgggc
  3271381 cccctgaccc aaggttgcta actctgagcg gttttgcatc agagcatcct ctgatgtaat
  3271441 ttcagtaaat tccacagcaa gcctttgtgc aacatcacga atgtgctcag ctgtagcctg
  3271501 atataattca tttacagaat cagtgggaca aaaagcggtc cagtcttgtt caacatcaga
  3271561 ttcgaaacct tctgtatcaa cgataacctt gtaacgccgg gcaaagcgtg tacgtccgtc
  3271621 gaaattggct atctgtccaa ctgcccatga cggggtccca actaatctgt gctgtaccca
  3271681 aaatgcaatt ccttggtgca aagaagaatg attcagacga gttgagtcga tgacaatcac
  3271741 tttggcatga cgtcctgcac tgaggcacag ggtctcttca cttattcgcc catcaatctc
  3271801 agtaaagggt cgtaacttgc cattaacacg cacctcgaat tcaggatcgt ggatgaagcg
  3271861 ggcggataat acagtgagta tttcatcggc atctggcagt ttgcgtgtta cctgtacctg
  3271921 caatcgtgta ccggatccta tgtgtttctc ctcagtctca ctacgacaca cgaaaggact
  3271981 agaaccagct ccggtgccaa caacgaaggt tgccaaaatg ccatcgcgcc aggttttcac
  3272041 ttcgtattcg tcagcaaaac aaagcaagcc atggcgacca atgccattgc gaccgtaagc
  3272101 ctttcgcggg cgggcagttc gtccggtagg gaactctaca ttgaaacctt gatacttctc
  3272161 gcgggtatag cgcaaagtca tccagcgctt tttaaattgc tccggggtca taccatgacc
  3272221 atcgtctgtc acagtcaata ttccacctat atcggtaggt aaaaccaagt ctactcgtga
  3272281 cgctccggca tcccaggcgt tagcaactaa ctctgttaaa gcgacctgtg gaacatgtgc
  3272341 tacctgccca agttcccgta gcaggtaatc gtcctcaaaa agcgagttct gtagtggttg
  3272401 ctcagacatg ggcggcctca cataaacgat tcggtgacca aattaattct actaatcccg
  3272461 caatcagttt ccggcgtacc tgttgctccg ctttatcgaa tacctcagcg aatttgaaag
  3272521 gcagctcata tttggtagaa aactgctgaa actgtggctg atgttcgtaa acactggagt
  3272581 ccaaacttgc ggcaaagaag ttctgtttgg catagtgcac ccgcttcagg ggaaacggtt
  3272641 tgtcctgcag gctccggtta acatctgctg gtaagagtaa aattgacgca acatgattgc
  3272701 gccaatcttg aaattcctgc tcagtactga actgatcttt cacgatttcg taatcatcag
  3272761 cccagatatg ttcgatgtca aatgggttct tgagagtacg gtccaccaat cgatcaaatg
  3272821 tctcagtacg ccctgcgccg atctcagttg cttctgtcag tcgtgctagc aaatggtaga
  3272881 tataacggcg gctgaattga ttgagcccta aaccatcaat acccgttcgt ccttttactg
  3272941 cgtagccgga gaacgtaaca tcatcatctg ccaacttatt ctggaggata gctaccaact
  3273001 ccgatagcgg tttacgcctg atctcccggc acaataacca catagcgtaa gacacacttg
  3273061 agtatccaac ccggacataa ttcactactc gacgcatcaa ccagatgtcc aaataagtag
  3273121 ctgtgaccgc cagtttgcga tccactgtct cgtcgtcgtc agtttctatc aacgatgcta
  3273181 ggagcaccgt attctgccaa gtaaaatcat tgtgagcgtt gtagtagacc gctcgtagct
  3273241 tcggtgtgta atgcttgctg gtatgtagga tacgtcggta cgctttggca aaaaatggaa
  3273301 agcttacagc catcatgttc tgattttcct gagctttacc caaacccagg cgagagttgt
  3273361 tttctcgcac ccagcggtga aagactgaac cgatcaactc ccaatcttta tcgaccgagc
  3273421 ccgccttacg ttcacggata ctttctgcgt actgtgcccg taaccacgcc ttaatacagt
  3273481 tggcatcacg ctccggttcg tgcccccctc cccaagagat caattccaaa acttgttgtt
  3273541 tccagacctg attagcctgt aatcgcgcat cctgttcttc aattggagcc aacagatagg
  3273601 ccttcaacat atcgactgga ctcagtggct taccccgatc attcatcgtt tcaaaaatag
  3273661 cgtaggcata gctatcgtta tccgtggcaa tctcgatcaa acctaccctc gtcaacaacc
  3273721 agtagatgaa atgtggcagc gcgtctccta gttctgccat caggtcattt acttcaatat
  3273781 cgctataacg agcatacatg gtttggatgg attcatcctt accgtccgga ttgaacgctt
  3273841 cccctttaaa tagtgcatta ataacaggta accgctcaga gatgtcaagg ttaaacttgg
  3273901 gcttaccgag gttgtcactg aaaatgagtg gggctaaggt ttgggctacc ggcagcccct
  3273961 tttcttgggc tgctcggtac aggcaaatca gcaacagtgt caaggaagtg acccgctgct
  3274021 gaccatcaat taagtagttt ttgttgttgc gcttgctgac aatgatagaa ccaagaaaat
  3274081 actcgccata gctgctgacg gcactggttt catcatccgg tttgctatag ctgaaaaatt
  3274141 tgccctgaag atcagagagt agctcgtcaa tgttctcctt ttcccatttg tactcgcgct
  3274201 ggtactcatc aatggaaaac gactgacttt gcaacaactg ttgtacgttg cggtagtgag
  3274261 gggtaatggt gctcatatca gacgaaacca ttctaatgag taattgctgc attatgcctt
  3274321 gcttacggag cagtgtcttt gacccttgtt caaaatcagt gcgtttcaaa atctgtagtg
  3274381 gcacagttga gttaaaagcc cgcaaataac acaattagaa aaaataaggc atatcagata
  3274441 catgccttac agaaactttt tttaatcagc tcgtattcaa cttcgcaaaa tcaaacggac
  3274501 taaccccctt ctcccgattc gcatccaagt aatcagccca ccactgaatc atcaatctgc
  3274561 gctcatctaa gtgctcggct ttatggatat aagccgcacg cacagagttg cgctcctgat
  3274621 gactcatctg ccgttctact gcatccctcg accacaatcc agactcaatc aatgaactac
  3274681 aagccatggt tctgaaaccg tggccacaga cttcaacttt cgtgtcatat cccatcacgc
  3274741 gtagggcttt gtttaccgtg ttttcactca tcggtttacg tgggtcgtga tcaccgataa
  3274801 agatcagctc acggtttcca ctcatgcttt tgatcttttc cagaatggcg agagcttgac
  3274861 gggataaggg gataagatgg ggagtgcgca tttttgaacc tcgatgtgaa tgcttaacac
  3274921 cttccagtgg ttcacgttct cccggaatcg tccacattgc agtttcaaaa tcgacttctg
  3274981 accaacgggc gaagcgtaat tcactggaac ggataaagac caataaagtc aattctaccg
  3275041 ctagtcgagt gagtggcctg ccactgtagt agtcgatgcg atgaagtaac tctgaaacac
  3275101 ggtttaactc gagtgcagcg cggtgctttc ttttaccggt agcaacagcg cccgccatct
  3275161 cctgcgcggg gttgtaatca attaaaccgc tttgaactgc atagcgcatt attgctgtgg
  3275221 ttcgttgttg caggcgggaa gccacctgaa gacgtccagc catctctacg gctttaattg
  3275281 gaggtaaaag atcacgggtt ccgaggtctg cgatattccg tttgccaatg gcttgaaaga
  3275341 gattgtcctc taagcttttg agtactcgag cactgtgagc ttctgaccat tgacgattac
  3275401 tggcatgcca ctctctggct accacttcaa aagttatcgc ttcttgctcc tgctctacct
  3275461 taacggcttt cttgctctca cttgggtcca caccattagc taactgctta cgagcttcgt
  3275521 cacgccgtgc cctggcatca gccagtgata tttcagggta cttccccaac gccaacatct
  3275581 tttctttacc gtcaaagcga tagcgtagcc gccagtattt cgagccgtta gggtgaacca
  3275641 gtaacaccat gccttcgccg tcggtaagtt tataggcttt tgcttcaggc ttggctgtac
  3275701 gaaccttcac atcactcaga gccatgttga gtatcctttc aagggttctg cgtgggtaca
  3275761 aacatgatcg aaccgggata tacccgcaga tgtacctaca tcagtaagtt gatgtagatt
  3275821 gaatcagatt gacttatgtt gactgataag agaggtaagg ctttgctgtg actggatttt
  3275881 aggcaaaaaa agccaccttg cggtgactta attttcatac taatggtgcc gaaggccgga
  3275941 atcgaaccgg catgcctcgc ggcggttgat tttgagtcaa ctgcgtctac cgatttcgcc
  3276001 acttcggcac tgaagtagta gtatgcggaa aacgagatga attataccta ccaatgatcc
  3276061 gcatgcaact gttattccac tacgtttagt ctaagtgctg aaaaaaacgt cattaccgcc
  3276121 gttttagcag caaacaaatg ctgatcagga ggaataacat actcggcaac agcgcaccca
  3276181 gcattggtgg gatgccataa accaagctaa gtcgaccaaa aacttgatcc agcacgtaga
  3276241 aaacaaagcc gaagaaaata ccggtgacca cccggacacc cattggcacg ctgcgcaatg
  3276301 ggccaaaaat aaacgacagc gccatcagca tcatgaccgc aacagagaag ggagcaaata
  3276361 ccttgctcca catactcagt tcgtagcggt tagactcttg gccactttgc tgtagatatt
  3276421 tactgtagtc gtgcaacccg ctaatggaga gcgaatctgg atccatcgcc accacaccca
  3276481 acttctcagg cgtcagattg gtcttccact cgccggtcag cgtctgtgaa cctgtcacct
  3276541 gagtaggatt acttaaatca gattcatcga cctgcgataa ccgccaggtt ttattgtctt
  3276601 tttcataggt cgccgtcgcc gcataccgca ccgaaagcag acgatcttct ttatcaaaat
  3276661 gataaatatt gacacccgtc aactcgcttt cgccagacac ccgctgaata taaataaagt
  3276721 cagagccatc tttcgcccat aaacccgact gagttgagag taacgaacca ccgtacatct
  3276781 gctgtgtccg gaaattacgc gcggtctgct caccttgcgg tgccacccac tcaccgatag
  3276841 ccatcgtcag caacaccaga gggattgccg ttttcatcac tgacgctgcg atttgcatcc
  3276901 gggtaaaacc tgacgcttgc ataactacca actcactgcg actggctaaa gtcccaagcc
  3276961 ccagtaatgc ccctaagagg gccgccatcg ggaagaaaac cgcgatgtcc tttgggatgc
  3277021 tcaggatagt gtacataccc gcagaggccg ccgagtagtc cccctgcccg actttacgca
  3277081 gttgatcgac aaacttgatg atgcccgaca gcgacaccaa cattaataac gtcatcagga
  3277141 tagtattgag gatagtccgt ccgatatagc ggtctaatac accaaacatc aggcagcacc
  3277201 tctcaatcga gcacgtaatt tacgagccat caggccatcc cacaggttca agattatcgc
  3277261 gagagccaaa taagcaccat taacagccca catccagacc agtggatcca gttggccatt
  3277321 acccgcctta gaacgcaggg agctttgtaa caggaagaaa atcaaataca gcaacatagc
  3277381 cggaagcata ctcaggacac gaccctggcg tgggttaacc acactcaacg gcaccactag
  3277441 caatgccata ataacgaccg aaacaatcag tgttagacgc cagtggaact cagcccgtgc
  3277501 atcaggttct tgagagcgcc atagctcttt cattgacatc tgatcggccc cgttgctgct
  3277561 ttgctgtact tgtttgtgtc ctataacagc ctggtaatca acgaagtcag taatacggaa
  3277621 atcgcgtagc aaggcggtgc cttcatagcg agtccctttg ttcagaataa ccatttgtga
  3277681 accgtccggg agctcactca tatggccgct atcggccacc accacagagg ggcgctggtt
  3277741 accgttcggg cgcaattgtg ccaaaaacac acggttaaac tctttacccg ccacattgcc
  3277801 aataaaaaga gctgaattac catcgtttga agatttaaac tgcccaccgc caagcgctgc
  3277861 cagactcgga ttggctttgg catcgttcag tacgacatct tgatgtttag aagaccaagg
  3277921 accaagccag atagtgttga tggctgccag cccggaggtg aagagcgcca gaattaacgc
  3277981 tgccatgatc aaggactttt tacccatgcc acaggcattc atcacggtga tttcactctc
  3278041 cgtgtacagt ttgcccaagg tcatcagcag ccctaggaat aagctcaatg gtaagatgag
  3278101 ttgtgccatt tccggcacac caagtcccaa aagggataaa actacatttg tcgggatttc
  3278161 accatcaaca gcggcaccta atatccgaac taacttctgg ctaaagaaga ttaatagcag
  3278221 gatgaacagg atcgcaattt ggctttttaa ggtttcccgt accagatatc taatgatgat
  3278281 cacgctaata cgcctgtgaa aacttgtctt tttgcaggaa aatcgatagt ttcatcgtta
  3278341 atccgccatt tattctcatc atatggcaac cttcacagct aaaatagtat tacaacatct
  3278401 agcgtttggg tgtcctatag gaacatgctt atagtcgcca aaacaaaaca acttatgccg
  3278461 ttaaggttaa cacacgtcgt taacacaacg gagagagatc gttgcggagc gccatattct
  3278521 aacggtagct cccacctttg tctttaagat tcaggagagt acatggagtt cagtgtaaag
  3278581 agcggcagcc cggaaaaaca gcgtagtgcc tgtattgtag tcggcgtttt tgaacctcgt
  3278641 cgtctatctc ctattgccga acaactcgac aaaattagtg atggctacat cagcgcgtta
  3278701 ttgcgccgtg gtgaacttga aggcaaagtc gggcagacac tgttactgca ccatgtgccg
  3278761 aacattcttt ccgaacgcat cttgttaatt ggctgtggta aagagcgtga gcttgatgag
  3278821 cgccaataca agcaagtgat ccaaaagacc atcaataccc ttaatgacac gggttcaatg
  3278881 gaggcggtct gcttcctgac tgaactgcat gtcaaaggcc gaaatactta ttggaaggtg
  3278941 cgtcaggcgg tagaaacagc caaagaaacg ctttacacct tcgatcaact taagagtaat
  3279001 aaaaccgagc ctcgtcgccc actgcgtaaa atggtcttca acgtgccaac ccgccgtgaa
  3279061 ttgaccagtg gcgagcgtgc tatccagcac ggtttagcta tcgcttccgg tatcaaagcg
  3279121 gcaaaagact tgggcaatat gccacccaat atctgtaacg ccgcctatct ggcgtctcag
  3279181 gctcgccaat tggcggatgc tttcagtacc aacaccgtca cccgcgtgat tggcgaacag
  3279241 cagatgaaag agctgggcat gcacgcttat ttggctgtcg gccatggttc gcaaaacgaa
  3279301 tcattgatgt cggtgataga atataaaggc aacccaaata aagatgctaa gccaattgtg
  3279361 ctagtgggta aggggctgac tttcgattcc ggtggtattt ccatcaagcc tgccgaaggc
  3279421 atggatgaaa tgaagtacga tatgtgcggt gcagcaaccg tttatggcgt gatgcgggtc
  3279481 gttgccgagt tgcaattgcc actgaacgtg gtgggtgtac tagccggttg tgaaaacatg
  3279541 ccgggtggcc gtgcttatcg tcctggtgat attctgacca ccatgtctgg tcaaaccgta
  3279601 gaagtgctga ataccgatgc cgaaggccgt ttggtgttgt gtgatgcgct gacatacgtt
  3279661 gagcgtttcg agccagagtt agtcattgat atcgcaacac tgaccggcgc gtgcgttgtg
  3279721 gcgttaggca atcacctcac cggtttgatg tcgaaccaca acccgttggc tcatgagctt
  3279781 atcggcgcat ccgaacaggc gggcgaccgc gcatggcgct tgccactggg tgaggagtac
  3279841 tacgagcaac tggactctaa tttcgctgat atggccaata ttggtggccg cgcgggtggg
  3279901 gctattaccg caggctgttt cttatcgcgc ttcacccgta aatacagttg ggcgcatctg
  3279961 gatatcgcgg gtactgcgtg gcgttcaggt aagaacaaag gcgcaactgg ccgtccggtc
  3280021 gcgttgttgt ctcagttcct actgaatcgc gcgggcttaa acggcgacga ttaatcgttt
  3280081 gatatattaa ggttaacgac aacagtgagt gaagggttga caagcaaaac ggttactacg
  3280141 accccaacgg cacgtttccc cttcatttga ttttgttagc agtctgaggg cacatttttg
  3280201 tgccctttac gttgtagaga atttatgaaa aacgctacct tctacctgct cgaacacgac
  3280261 acgcctgccg gtgagctgcg agcgcacgaa gcgttggcct gcgagatcgc ggctgaacgt
  3280321 tggcgtgcgg gcaagcgggt gttgatcgcc tgtgaaagcc aggaacaagc tcagcggctg
  3280381 gatgaagcgc tctggcagcg cgctcctgaa caatttgtgc cacataatct ggccggtgaa
  3280441 gggccaaaat atggcgctcc cgtcgaactg gcgtggccgg aaagacgcgg gaattcaccg
  3280501 cgcgacctgc ttatcagcct gctgccagaa ttcgcaggtt ttgccaccgc tttccatgaa
  3280561 gtggtagact tcgtgcctta tgaagaaaat ttgaaacagt tggcgcgcga ccgatataaa
  3280621 tcttatcgca gcgtcggctt ccacttgacc acggcaacgc cgccaactaa ttgaaataaa
  3280681 aagaaaatgg aaaatacacc ttctcatatc aacaaaactg agccgtccct cgataaaaca
  3280741 tacagcccgc aggaaattga gcagccgctg tatgaacatt gggagaaaca gggttatttc
  3280801 aaaccaaacg gcgataccag caaagaaagc tactgcatca tgatcccgcc gccgaacgtg
  3280861 accggcagcc tgcatatggg tcatgcattc cagcagacaa tcatggatac cttgattcgc
  3280921 tatcagcgta tgcaggggaa aaataccctc tggcaggcag gtactgatca tgcaggtatc
  3280981 gcgacccaga tggttgtgga acgcaagatt gccgccgaag aaggcaagac ccgccacgat
  3281041 tacggccgtg atgcgtttat cgataaaatc tgggagtgga aaggcgaatc cggcggcacc
  3281101 attactcgcc aaatgcgtcg tttgggtaac tccgtggact gggaacgtga acgtttcact
  3281161 atggatgaag gcttgtccaa cgcagttaaa gaagtgttcg tgcgccttca taaagaagat
  3281221 ctgatttacc gtggcaagcg cctggtgaac tgggatccga aactgcgtac tgccatttct
  3281281 gatctggaag tagaaaaccg cgaatccaaa ggttccatgt ggcacctgcg ttatccgctg
  3281341 gccgatggtg ccaagactgc ggaaggcaaa gattatctgg tggtggcaac cacccgtcca
  3281401 gaaaccgttc tgggtgatac tggtgtcgcg gttaacccgg aagatccacg ttataaagat
  3281461 ctgatcggca aagaagtgat cctgccgctg gttggccgcc gtattccgat cctcggtgac
  3281521 gaacacgccg atatggagaa gggcaccggt tgtgtgaaaa tcaccccagc ccacgacttt
  3281581 aatgactatg aagtcggtaa gcgccatgcc ctgccaatga tcaacattct gaccttcgac
  3281641 ggggatatcc gctcagaagc cgaggtattt gatacccacg gtgaagcaac tgatgcattc
  3281701 agtaacgcta ttcctgcgca gttccaaggg ctagaacgtt ttgctgcccg taaagcggtg
  3281761 gtcgcggaat tcgagaaact cggtctgttg gaagaggtta aacctcatga cctgacagta
  3281821 ccttatggcg accgtggcgg cgtggttatc gaacccatgc tgaccgatca atggtacgtg
  3281881 cacaccgccc cgctggccaa agtcgcgatt gaagccgtag agaacggcga gatccagttc
  3281941 gtccctaaac agtacgaaaa catgtattac tcatggatgc gcgatatcca ggactggtgt
  3282001 atctcacgtc aattgtggtg gggccaccgt attccggcct ggtatgacga gcagggtaat
  3282061 gtgtatgttg gccgcgacga agccgaagtg cgtcgcgaca ataatctggg cgcagaggtt
  3282121 gctttgcgtc aggacgaaga tgtgttggac acctggttct catccggcct gtggacattc
  3282181 tctacactgg gctggcctga acaaaccgac gcactgaaaa ccttccatcc gaccagcgtg
  3282241 gtcgtcagtg gttttgatat tattttcttc tggattgccc gcatgatcat gctgaccatg
  3282301 cactttatga aagatgaaaa tggtaaacca caggtgccgt tcaaaacggt ctacatgacc
  3282361 ggtctgatcc gtgatgacga agggcagaaa atgtccaagt ccaaaggtaa cgtgatcgat
  3282421 ccactggata tggttgacgg tatctctttg gaagcgttgc tggaaaaacg taccggcaat
  3282481 atgatgcagc cacagttggc ggagaaaatt cgcaagcgca ctgaaaagca gttcccgaac
  3282541 ggtatcgagc cgcacggcac tgatgcactg cgcttcacgt tggcggcact ggcctcaact
  3282601 ggccgtgata tcaactggga tatgaaacgc ctggaagggt atcgcaactt ctgtaataag
  3282661 ctgtggaatg ccagccgttt cgtgctgatg aataccgaag ggcaggattg tgggcagaac
  3282721 ggtggcgaaa tggtgttatc actggctgac cgctggattt tggcggaatt caaccagacc
  3282781 atcaaagcct accgtgaagc gatggacacc taccgcttcg atctggcggc cggtattctg
  3282841 tatgaattca cctggaacca gttctgtgac tggtatctgg aactgaccaa gccggtgatg
  3282901 aacagtggct ctgaagctga actgcgaggc actcgccaca cgctgattca ggtgctggaa
  3282961 gccttgctac gcttggcgca ccccatcatt ccttacatca ctgaaactat ctggcagcgg
  3283021 gtgaaaaacc tgaaaggcat tactgcagac acgattatgt tgcagccttt cccagaatat
  3283081 gatgccagcc aagtcgatga acaagcactc agtgatttag agtggattaa gcaaaccatt
  3283141 atcgcggtgc gtaatatccg ggcggaaatg aacattgcac cgggtaaacc acttgaggtc
  3283201 atgctgcggg gtgccaacgc acaagcacag cgtcgggtgc tggaaaacca gagttttatc
  3283261 cagtcattgg cgcgcttgtc ctctctcacc ttgctagctg aaggtgataa aggcccagta
  3283321 tcggtcacta aattggttga aggtgctgaa gtgctgatcc caatggcagg cctgatcgat
  3283381 aaagccaccg agttggatcg tctggcgaag gaagtggcga aactggatgc tgaaattgag
  3283441 cgcatcgaag gcaaactggg taacgaaggt tttgtggcgc gggcgccaga agcggtagtt
  3283501 gccaaagagc gtgaaagact ggccgcttgt gctgaagcca aacagaagtt aattgagcag
  3283561 caggcaacta tcgctgcact ataattaatc aaactatcag tcagtcgtca ccaggggcca
  3283621 tgataattat tcactatcat ggcccctgct ttttaccatt gcaccctggc accattcgat
  3283681 ggtattacag attatgacta agatattacc tttgggttta tagagcatga ccacaaccac
  3283741 acctatccgg ctcctggtgc gccccatcac cgcaggagat aacctcgcca ttgccaatgt
  3283801 tatccgtgag gtttcggcag aattcggcct gactgcggac aaaggctata ccgtgtccga
  3283861 tcctaatctt gatcacttgt atgaattgta cagccagcca cgtagcgctt attgggtgat
  3283921 tgaggtggat ggtcacatcg cgggtggtgg tggtgtcgcg ccactgttgg gcggtgaagc
  3283981 cgatctatgc gaattacaga aaatgtattt tctgccaata ctgcgtggta agggtttagc
  3284041 gaaacagttg gcactacagg cgttggcatt tgcccgccag cagggatttg gtcgctgtta
  3284101 tttggaaacc actgccagcc tgaccagtgc tgttggtctg tacgaaagat taggttttga
  3284161 acatattggc ggtgcgatgg ggaataccgg ccatgtagat tgcgaagtga cgatgctgaa
  3284221 aacactttaa cctcttgaag ccctcccctg caagaatttc agggcgccat gcacccttaa
  3284281 tgatgacaaa aaactgtagc ctcaagaagg ggattaccca acgtcattgg tgctacagca
  3284341 aggcagcaaa cgaacgcatc ccgatgagct tactcaggta agtgattcgg gtaagtaatt
  3284401 cgggtaaata agtgccgcta acatcctggg atgacaaaaa actgtagcct caagaagggg
  3284461 gattacccaa cgtcattggc gttacagcaa ggcagcaaac gaacgcatcc cgatgagctt
  3284521 actcaggtaa gtgattcggg taagtaattc gggtaaataa gtgccgctac catcctggga
  3284581 tgacaaaaaa ctgtagcccc aagaagggga ttacccaaag tcattggcgt tacagcaagg
  3284641 cagcaaacga acgcatcccg atgagcttac tcaggtaagt gattcgggta agtgagtgcc
  3284701 gctaacacag ctgtagcgcc aaggacgaag ggtaatttag tgacgcttac cgtcgtcatc
  3284761 ctcatcaacc aactcttcgt cgtcgtactc accgtcttcg tcatcttctg cgtttggatc
  3284821 ttcgtaatag gtgccccaac cgtcataatt aacgccacag gcttcagcca atgcgaccag
  3284881 ttgttcaacc tgagcatcaa taatttctgc attcagggcg acttcgctga ttacgtcaca
  3284941 acacatcacc atagagccgt cttcaacttc cagctcttca gcatctgtca cctcgtaacc
  3285001 tagcttgaac gcttcaacgg cggccttttc caacacctcg aatttctcag cagagaggtg
  3285061 atgttcaatg gtgtacagtg catccggatc gctgccatct tccagcagtt cctcgatgat
  3285121 caggcgggtc tcatcacgtt gttcgtctag cagttcgcgg tttgccatgc ctttatcctc
  3285181 agttaatggg cgttatattg cgccattttc ccacacccta gctattgcct ccactataaa
  3285241 cgagaaagaa ttattaattt gggttgtaat tgaatattta tacctataaa ttgaatttaa
  3285301 attcatattg aaattcaatt tacccccaaa taattggtgt tgtaagcatc aaggatgaag
  3285361 ggcacatgga gacgaacaga tgaatcagtt ctataaacgt cactttctga ggttgttaga
  3285421 ttttaccccc gctgaaatta ttgccttgct tgatttagct actgaattga aaaaagacaa
  3285481 gaaatctggc tgtgaacagc aaaaattggt cggtaagaat atcgcgctca tcttcgaaaa
  3285541 agactcgact cgcactcgat gctctttcga agttgccgca tatgaccaag gtgctcgcgt
  3285601 cacttatctc gggccagggg aagccagatt gggcataaag aatcaatcaa ggataccgcc
  3285661 cgtgtattag gccgtatgta tgacggcatt caatatcgtg gctatgggca acgcgtggtg
  3285721 gaaacactcg cagaatttgc cggcgtaccg gtctggaatg gcctgaccga tgagtttcat
  3285781 ccaacccaac tcctggctga tttgctgact atgcgggaac acctgcccaa taaatcgctg
  3285841 aataaaatga cgttggcgta cctcggtgat acacgtaata acatggggaa cagcctgtta
  3285901 gaagcggccg cactggtagg aatggattta cgcctagtcg caccgaaagc ctgttggcca
  3285961 gaggaagcct tcgttatcag ttgccaggca ctggcacaga aaacgggggg caaaatcacc
  3286021 ctgacagaag atattgccga gggagtgaac ggcgctgatt ttctttatac cgatgtctgg
  3286081 gtctcgatgg gggaacccaa agaggtctgg caggaacgca tcaacttact caaaccttat
  3286141 caggtcaata tgcgtgtact gacgctgacc ggtaaccctc aggtaaaatt tctgcactgc
  3286201 ctccccgcct tccacgatga ccaaaccacc atcggtaagc agatggccga acaatatgat
  3286261 ttacccggcg gcatggaagt gactgaagag gtgtttgaat cagctcatag cattgtattt
  3286321 gatcaggcag aaaaccgcct gcataccatc aaagccgtga tggtcgccac gatgagcaaa
  3286381 atataaaggc agccgatgac aataataagg gctgatccgt tatctatatc ggccctttac
  3286441 ctataaaatt cagacgacgt gcagcgcgca gccaacggag cgtacacgca gtacgtgacg
  3286501 gcagcgagca ctgccccgaa gctcaagctg gtcgcttttc gctatcaatt aatgaaaata
  3286561 gccaaccaga ttaaataggc gttatcggcg caggcagatt gagtgcggac agcgcgcagc
  3286621 caacggagcg tacacgcagt acgtgacggc ggcgagcact gccccgaagc tcaagctggc
  3286681 cagtgagata gcctatttca ccgctatttt aacaaccgct ttacgcacat tcgccggctc
  3286741 gcccacggca cataatggct tatgcacttc acctgggaaa aatacgacaa aatcaccggt
  3286801 ttgcagcact acgtgttttt catctgtgcc tgcaggtaag aaggcaatat ctttgtctgc
  3286861 caaccaatcg gtatctggct ttcctgcggg tagattactg aaagccatcc cttcctgccc
  3286921 tgccaaaata atctggatat ccaaatactt ggcgtgatat tccgcacggc gattctctaa
  3286981 taagtcagtg ctgtcattgg aaaccaacac gaacacatta ttgccatcaa tatcatgctt
  3287041 acccaatggg gtatctgcgt tgatatggct tttcacatac tcgatggcgt cccgcaattg
  3287101 ggctggcaga taaggcagca gtgccaaatg atgaatattt ccgataatca tgatgttccc
  3287161 ttgtcttatg aaaatgaaat gctgttttat tatataccca agttacttca agatgcaggt
  3287221 aggcagcaac cgagtaaatc cccaggagct tagataacta agtgactggg gtgagcaagg
  3287281 gcagctaacc cccctgcatc ttaaagggcg acgggtataa gtagattggc attcataaaa
  3287341 tgggatattt gctgattatt tatttttcag cctacggatg atggcgttgc ggcggtgatg
  3287401 actattgctg gaaaaaacat catcattcag actgctgaca aaccccgatg acgcgatctt
  3287461 gaacggtgag gataggcaga ggagtaaagc gtccgcgcca aggatggcgc ggctcgagcc
  3287521 tacatggatg tatttacggc gtctttacga tctgcctgtt ctctccgtcg cggacacttt
  3287581 gtcaataacc tcatcattat tcctttacgg aatattttat tatcactaaa tattataaca
  3287641 aataactgtt gagactttta ccacagacag taaagtgatt atggtggcaa gctgcggtga
  3287701 aataaataaa aaaacactca ttttctatcg atgttaacta cttaatacta gaaacacgcg
  3287761 atggcggtaa tctattcttg ggagtctcaa tgaaagcaaa agttctgtca ttattcgttc
  3287821 tggcagcgtt atctggcggc acattggcag caacgccgcc ggatacgctg atagtcgtgc
  3287881 aatccctgga tgacatcgtc agccttgacc ccgcagaaag taacgagctg tctagcattc
  3287941 agacagtacc gagcctctat cagcgcttag ttcaagccga ccgcgataac ccggcaaaag
  3288001 tagtacccgt cttggccgaa agctgggaag gcgatgccgc agccaaaaca ttaacggtca
  3288061 aattgcgtcc acaggcggta tttgcatcgg gtaatccggt acaagccgat gacgtcattt
  3288121 attctttcac ccgcgcagtg aaaatgaatc gctcacctgc ttttattctc aacgtcttgg
  3288181 gctggcaggc tgataacatc gatcaacacc taaagaaaat tgataataat accgtgcaag
  3288241 taagctggag tgcagatgtc agcccagcgg ttgccttgaa tattttatca acgcccattg
  3288301 catccattgt tgataaaaaa accgtgacgg cgaataccaa agatgacgat tacggtaatg
  3288361 cgtggctcaa aatgcactct gccggtagcg gcgccttcaa aatgcgggtt tatcagccgc
  3288421 accaagccat tgtgctggat gccaacccta cgtcaccggg taatcagcca ttaattaaga
  3288481 atattattat taaaaacgtg cctgacccca gtgcccgccg cctgttaatt caacaaggtg
  3288541 atgctgatat tgcacgggaa ttagggccgg accaaattac tgcgctgaaa acacaggccg
  3288601 gcgtcaaggt cgttgaaatc ccatcagcag aacaaaacta tttggtgttt aacaccgcta
  3288661 atgccgctaa cccgctgctg agcaggccag aactctggca agcagcccgt tatctggtgg
  3288721 attaccaagg tattaccaaa gatctgttga aagatcagta tttcattcat caaagcttcc
  3288781 tccccgttgg tttgcctggg gcattggcaa gcaatccatt cacttttgat ccggccaccg
  3288841 ccaaaaaaat tctggctaaa gcgggcatta aagatgccac actgacactg gatgttgaga
  3288901 acaaaccccc gtttatcacc attgctcagt cgttacaggc cagctttgcg cagggggggt
  3288961 gaaactggta ttgctgccag cagcaggtag ccaagtttat ggtcgggtgc gggctaaaca
  3289021 gcatcaatcg gcgattcgcc tgtggatccc ggattatttc gatgcacact ccaatgccag
  3289081 caccttcgct tataacgacg gtaaaagcag tacggtggcg ggcctaaacg gctgggttat
  3289141 tcctgaactg aataagcaaa cactggctgc cgtcgctgaa gcagatccag aaaaacggac
  3289201 tcagttgtac acccagttac agcaggaact gcagcaaaac tcaccttata tctttattga
  3289261 tcaagccaaa gcacaagttg tgttacgaga taatgtaaaa ggctatcaac aaggtctgaa
  3289321 tgccgatatg gtctattatg atcgtgtcag taaataagac ccttgtgctg acttatttgt
  3289381 gaaatgagtt agatgtgata ttagttattt gtggaacaca tgtaactcaa gcgacaagcg
  3289441 agccgatagt caatgtctgt agcattaaat accacgccgg gaaccccctc ccggcgtcat
  3289501 cttttggttt ttttacaggg gctattcacc ctggccctaa cgctattcgg cctgttggtg
  3289561 atcactttct tcctttcggc actgtcgcca gtggaccgag tcctgcaaat tgtgggcgat
  3289621 cacgccagtg aagccactta ccaacaggtc aaacagcaac tcgggttgga ccagccatta
  3289681 tttgtacaat tctggcatta tctggtgcga ttggctcatg gagatttagg ggtcgccagc
  3289741 gccagtggcc agccggtatt acaggatcta ctgaccgtct tccctgcctc gttagaattg
  3289801 gcaaccttat cactgctcgt gggcggtgca ctgggtattt tcctcggttt attgtgcgcc
  3289861 cgctgggcag gtagcaagct ggatatcact atccgcttta tcactctgct gggtaattca
  3289921 gtgcccattt tctggctcgg cttgctgatg ctgctgctgt tttatgcgcg gttgcaatgg
  3289981 agccccggtc cgggtcgtct ggatgatatc taccaatata ctgttgaagc caagaccggt
  3290041 tttgtgctga tcgatacctg gcgatcaggt gatatggggg cctttaataa tgctctcggc
  3290101 cacatgattt tgccggtctc cctactggct tactatgcgt tagccagtat cacccgcctg
  3290161 acccgctcgg cctgcctaag tgaattgaat aaagagtaca tcacgctggc aagggccaag
  3290221 ggcgcaggtg aaatgcgtat tttactgatg cacgtcctgc ccaatattcg tggcacctta
  3290281 ctgacggtca ttgcgctggc ctataccagt atgttggaag gtgcggtgtt aaccgaaact
  3290341 gtttttgcct ggccaggcat tggtcgctac ctgaccagcg ccctatttgc cggggacacc
  3290401 acggcgatta tgggcggaac cttgctgctc ggtatgtgct ttattttgat taacaatgtg
  3290461 acggatctgc tcgtccgcct gctagatccg agaacgcgct gatatgtcga tgatgctgat
  3290521 atgccaataa taaagttcta ccgcacgctg aagcgttccc cgtccaccag cataggtctg
  3290581 tttattctat cactgctggt tatcattgcg gtttttgctc cgtggcttgc tccacaggac
  3290641 cctaactggc aaaacgcagc cgatcggttg ttgccgccgg gtgactcggg ccacttgctg
  3290701 ggcaccgata gttatggccg cgatatgctg tcgcgtctga tttacggtac ccggccaacc
  3290761 ttgggattgg tgctgctggt caccgtgatc acattgcctc tggggttgtt ggtcggggtg
  3290821 ctttctggct attacggcgg ctggctcgaa cgcattctga tgcgaatcac tgatgtggtg
  3290881 atgtcgatgc cacggctgat tctggccttt gcttttgttg ccatgctcgg ccccggttta
  3290941 ctgaacggcg cattagcgct ggcactgaca acctggccgg cgtatgcccg tcaggccaga
  3291001 gctgaaattc agttattacg taaaagtgat tatttagctg cggctgaaat gatgggcatc
  3291061 cgagggctac ggctcctgtg gggccacata ttgcccatgt gtttaccgtc tgccgttgtg
  3291121 cgtttggcac tggatctggc gggcattata ttagcagctg caggtttagg ttttctgggg
  3291181 ctgggcgctc gcccccccat gtctgagtgg ggttcgatgg tcgccgatgg gatgcaggtg
  3291241 atttttgacc aatggtggat tgcggccatt cccggttgtg cgatcctact cagcagcatg
  3291301 gcctttaacc tgttaggcga tggcctacgc gatattctgg atcctcacca tgactgattc
  3291361 tatttttacc gtcgataacc tgtgcgtcga ttttcagcaa cagcgggtgg tggataacat
  3291421 ttcgttccac ctcggtcacg aacgtgttgc tctcgtaggc gaatccggct ccgggaaatc
  3291481 gatcacggcc agagcgctga tgggcttagt caggcacccc ggtaaagtca gtgccaagaa
  3291541 gctgagttat tactctgaca acacggatga tcagggccat tccggtcaga ttattgaaca
  3291601 cgatttactg cgcctaaaca ccaggcaatg gagcgcatta cggggcagtg aaattgctat
  3291661 ggtgttacaa gacccccgtt atgccttaaa tccggtacaa cctgttggta agcagattga
  3291721 agagtctctg ttgctgcata acaccctttc aagcgctgat gcgcatgaac gggtattaaa
  3291781 tgcactggcc tcggttgggt taaatgccag cgcttaccac agctaccccg gccagctttc
  3291841 tggtggtatg gggcaacgcg cgatgctggc aatcgctttg gtgaataatc ccagagtatt
  3291901 aattgccgat gaaccgacat ccgcgttaga tgccaaatta cgcaaccaga tccttgaatt
  3291961 aattgttgag caaaccgaac aacgaaaaat gagcctgttg ctgatcagcc atgacctgcc
  3292021 attagtcgcc gaacattgtc atcgcgtgtt agtgatgtat caggggaagt tggtcgatca
  3292081 aggtctggcc gctgatctgc cccattcaac ccacccttat acccacacgc tatgggcttg
  3292141 ccgcccgaat gcccatacct atggcaccga tctgccagta ttggatcgca gcgtagattt
  3292201 ctccggaggc tcccgtggca ctgattgaag tgaacaattt gcaggtcagc tttgcccaga
  3292261 agaaccagat caaaacagcg gttgaatcgg tcagttttgc ggttgaagcc aatgaaacat
  3292321 tcagcctgat cggggcatct ggctgtggaa aatccaccgt cttgcggaca ttggccgggt
  3292381 tacagcgcga atggcagggg gaaatcacct tgctgggcca gcggttacag ccgggccaac
  3292441 gtttcaccgg ccaactacgt aaagatgtgc agatggtgtt tcaagatccg tatgcctcgc
  3292501 tgcaccctca acataatatt caacgcacct taggtgagcc gttaaagatc cacggcgaga
  3292561 aaaatatcgc tcagcgaatt gcgcaggcac tagaacaagt gggtttgcct gcgtctgccg
  3292621 ctttacgtta tccccatcag ttctccggag gccagcgtca gcgtatcgct atcgcccgcg
  3292681 ctctgctgct gcggcctaaa ttgctgctgc tagatgaacc cacctcagcg ttagatatgt
  3292741 ccgttcaggc cgaaattctt aacctgctta atcatttaaa acgcgaatac ggcatgacct
  3292801 atttgctggt cagtcacgac agcgatgtgg tggcacatat gtctgagcgc gcagtgttga
  3292861 tggaaaacgg ccatattgtc agggagtact cacgggagga tttagcgtcg gcggagcatt
  3292921 cgatggggta agttttggtg attcggtgag gtgacatgac gcggccagta aatagaaaaa
  3292981 atcgattatc aggcgaaccc tatcaacaca agaccttttc gtaaacacca taccttttcg
  3293041 tcaatacagt actttttcgt aaacacaaga ccttttcata aacacaaaac cttttcgtca
  3293101 atacaatccc tcgccataaa aatcacaatt ctgtgacgta ctgaacaggg aataacccta
  3293161 acgccaattt ccttgttcta ggtcaacaat attggctatc agttgactgt cactcatcca
  3293221 gatacccata tatagtgtct ataatatttt aagcatctat atgtagtagt tatccacaaa
  3293281 agcatccaca tccccctcgc agccctgatg tgctgcgggt tgccttgtgg ataaccctat
  3293341 gcggcggtat acaggagtga cattgtgaaa acagtagtga ttaaacggga cggctgccag
  3293401 gtaccttttg atgaagttcg tatcaaagag gctgttgagc gcgcagcatt agctgttggc
  3293461 gtggtcgatg ccgattattg tgcaaccgtt gcccgagtgg tcgctcaaac gatggaaaac
  3293521 cagccgaagg ttgatatccg tgaaattcaa aacgcggtag aaaaccaact gatggcgggt
  3293581 caatacaaac agttagcccg ggcttacatc gaatatcgtc atgatcgtga tatctcacgg
  3293641 gaactgcgtg gccgcttgaa tcaggaaatt caagggttag tggagcaaag caacaaagca
  3293701 ctgctgaacg aaaatgccaa caaagacagc aaagtgatcc ctacccagcg cgatctgttg
  3293761 gccggtattg ttgccaagca ctacgctaaa cagcatcttt tgccccgcga tgtggtgctg
  3293821 gcccatgagc gcggcgaaat tcactatcat gatctggatt acgcgccgtt cttcccgatg
  3293881 ttcaactgta tgttgattga tttggaaggc atgttaaccc aaggttttaa aatgggtaat
  3293941 gcggaaatag agccgccaaa atccatttct accgcaaccg ctgtaaccgc acaaattatc
  3294001 gcgcaggttg ccagccatat ctatggtggc accaccatta accgtattga tgaagttttg
  3294061 gccccttttg tcacggaaag ctttaataaa cataaggctg tcgccgaaga gtggcagatc
  3294121 cctgatgttg caggttatgc catgtcgcgt accgaaaaag agtgttacga cgccttccag
  3294181 tcactggagt atgaggtcaa tacactgcat accgcgaatg gccaaacgcc cttcgtcacc
  3294241 ttcggttttg gcttgggcac cagttggcaa tcacgcatga tccagcaggc tattttgcgt
  3294301 aatcgtattg cgggcttggg taaaaaccgt aaaacggcgg tattcccaaa actggtattt
  3294361 gctatccgcg atggcctgaa ccacaaattt ggcgatgcta actacgatat caaacagttg
  3294421 gcgctggagt gcgcaaccaa gcgcatgtat ccagatattc ttaattatga tcaagtggtt
  3294481 aaggtcactg gctcctttaa aacgccaatg ggctgccgta gcttcctcgg cgtgtatgag
  3294541 gaggagggtc aacaaatcca cgatggccgg aataatttgg gagtgatcag ccttaatctg
  3294601 ccacgtatcg cgttggaagc aaaaggggat gaaaaccaat tttggcagtt gctggatgag
  3294661 cgcctgctta tcgcgaaaaa agcgctaatg acccgaattg cccgtttaga agggatcaaa
  3294721 gcacgagtcg cccccattct gtatatggaa ggtgcttgcg gtgtacgctt acaagcggat
  3294781 gataatattg ccgaaatctt taaaaatggc cgtgcgtcga tctcgctggg ctatatcggg
  3294841 atacatgaaa ccattaatgc cttattcggc catcagaccc atctctttga tgaccagaag
  3294901 ctgcgcgaaa aagccatcgc cattgtggct catttgaaac aggctaccga tgattggaaa
  3294961 gatgaaaccg gttatgcctt tagcctatac agcaccccaa gtgaaaactt gtgtgaccgc
  3295021 ttctgccgcc ttgataccgc tgaatttggt gtggttgaag gggtgacgga caaaggctat
  3295081 tacaccaaca gcttccatct ggatgttgag aaaaaagtga atccctacga caaactggat
  3295141 ttcgaagccc cttatccgcc gctggctaac ggtggtttca tctgttacgg cgaataccct
  3295201 aatttgcagc acaacatccg ggcgctggaa gacgtctggg attacagcta cagccgggtt
  3295261 ccttattacg gcaccaacac gccaattgat gagtgctatg aatgcggctt caccggtgaa
  3295321 ttctcttgta ccagcaaagg ctttacctgc ccgaaatgcg gcaaccatga gccatcgaaa
  3295381 gtgtcggtca cccgccgggt atgtggttat ttgggtagcc cagatgcacg gccatttaat
  3295441 gcgggtaaac aagaagaagt gaaacgccgg gtgaaacatc tggctaacgg gcagttgggc
  3295501 tgaaacgcta agcagaatat gacccaaagc agtattaccc aaaacagtat tacccaaaat
  3295561 cattggcgtt gtaggtaggc gacaacctca ggcctcgtca atgcgaggcc tgctgatggg
  3295621 ctgagtcacc cagctaacca acacgcctgc ggctaccaat acgaaggggg gcatttacta
  3295681 taaattacca tcaatactac ccagtcgatg tgattaatgg ccccggcacc cgctgtacgt
  3295741 tgttcgtttc gggctgcgtg caccaatgtg tcggctgtta taacaaaagc acctggcgac
  3295801 tcaattccgg caagccgttt acccgcgaga tggaagataa gatcatcgcc gacctgaacg
  3295861 actcgcgtat ccggcggcaa gggctatccc tttccggcgg cgatccgttg catccacaaa
  3295921 atttgtccgc cattcttcaa ctggtacaac gggtgcacca cgaatgcgat ggaaaagata
  3295981 tctggctatg gaccggctat accttggctg aactcactgc cgaacaacag caagtggttg
  3296041 atttgatcaa cgtcctgatc gacggcaaat tcgtacaaga cctgaaagat ccttcactta
  3296101 tctggcgcgg cagcagcaat caggttattc actgtttacg ttaataaata cgttacgtta
  3296161 ataaatacgc tccattaata aatacctttc attattaata gacaaataca cgacgttagc
  3296221 ccaaacccac aacgttaatt gataagcccc tgcggttcct gataagaaac gtggggggag
  3296281 caaaatattc atcgttccgc catcctagct taaccccact gtcatcaaaa acagccagca
  3296341 ttacggtgag aaaacttacc ggttatcaac atgacaatcc gccacctgcc cgcctgcttt
  3296401 ttcttttcat gtcgttgtct tggacaaaaa gcggtagccc gtggtgatga tgctgagagg
  3296461 gtatatttgc catgaactta tctagaccac cgaccagcta tcccacccgc tatcaacata
  3296521 ttgcggccca gttagagcag gagttgcgcg gccattaccg ttgtggcgat tatctgccct
  3296581 ccgaacaaca gctcgccgac cgctatcagg ttaaccgcca taccctgcgc cgggcagtgg
  3296641 atgaattggt cgagcgcggc tggctacaac gccgccaggg catcggcatt ctggtgctca
  3296701 tgcgccctta tgactacccg ctccatgcca atgcgcgttt cagccagaac ctactcgatc
  3296761 aaggcagtga ccccaccagt gagcgcttac ttgccgtttt acgccctgcg gctgagcctg
  3296821 ttgcaaaagc actctcgctg acagaggggg aatcggtcat tcatttgcgc accctgaggc
  3296881 gggttaatgg tgtgccggtc tgcattatcg atcactacct acccgatctc agttggtggc
  3296941 cagttctaca acggtttcac tcaggttcac tgcatcagtt catcgcacaa catttacaac
  3297001 agcctttgaa acgcagccaa actcgcatca gcgcccggcg tgctcaagcc aaagagagtg
  3297061 ccctgctgga gattgccacc cacgcgccgc tcctgtgcgt gcgaacgcta aatacccgtg
  3297121 ttgatagcca acaggtggcg gaatattccc tcagcctgac ccgcgccgac atgattgaac
  3297181 tgaccatgga gcactgaatg gaaagcacgt tgatgacccg gcaaaattgg ctgtcgatct
  3297241 tggcccatag ccagcccaca gaacttctcg cccactggca gcccttaaat ctatccccgg
  3297301 agtatcaggt gatccgggca cctgagatgg gtcttaatca attgcaggcg cggatggggg
  3297361 ccaccggccg ccgttttatt ctcggtgata tgacggtcac ccgcgcggtt atcaaactca
  3297421 atgactgcac cgatatctat ggctacagct acatcgccgg acgtaacaag ccccatgccg
  3297481 aactctgcgc gttattggat gccttgctgc aatattcaac gctgaaaggc aggcccgcgg
  3297541 gactgaacga attattactg aaaaccgtga ttcacccact cgccgcaata cagcagaaac
  3297601 gacgccaact gcgcgcccag catatcgccg ccagtaaagt cgatttcttc acattagttc
  3297661 ggggagaaga ttgatgagtc tactgacgca ttttgaccag cctgtggttg aggcccagta
  3297721 tgcttttcgc cgcatactga aagcactgag cgaacctggg gtgcaagtga cattaccgca
  3297781 ttctaccggt tggcaaccgt taaatcctgc aaccaccagc gtcctgctga ccctagccga
  3297841 tcaggagaca ccactctatc tggacagcca aatagcgagc gagggggtac agcacaacct
  3297901 gcgttttcat actggtgcgc cactgaccgc cgatctcgca accgcctgct ttgcggtctt
  3297961 gggcaatgag cttactgaag tgcaattagc cacctgccca ccgggcaatg agctctcacc
  3298021 agagcagtct gtcacggtca ttattcaggt ggacagcctg aatcagggga cgcctttgcg
  3298081 cttacacggc cccggtattg aacagaaccg cattgtttca ccgcaactgc ctcagccttt
  3298141 gatgaattat ctattaatga accacccgct aataaaccgc cagctcatga accatccgct
  3298201 taaccggcct gccgtgttcc ccgccggcct tgatttcctg ttgacctgtg gtgagcacct
  3298261 gatggctctc ccacggacca ctcatgtgga ggtgtgctga tgtacgttgc cgtgaaaggg
  3298321 ggcgaaaaag ccattgccgc cgcccatcaa ttactggaaa accagcggcg gggcgatact
  3298381 cagatcccgg cgatcgattg tgagcaaatt gagcagcagt taggtttagc cgttgatcgg
  3298441 gtgatgaccg agggcggtat ctatgatcgt gaattggcgg cgctggccat taagcaggcc
  3298501 agtggtgacc tggttgaagc catctttctg ttgcgggctt accgtaccac cttgccccgt
  3298561 ctggcggtca gtctaccgct ggcaaccgac acgatgcgcc tggaacggcg tatttcggcc
  3298621 atttacaaag atctgcccgg tgggcaagtg ctcggcccca cctatgatta cacccatcgg
  3298681 ctgttggatt ttaccctgtt ggcctctggc gaaacgccgc tagccccccg tggcgaagaa
  3298741 gccttgccag agcattgcgc tcacgtattt gatttactga cccaagagca gttagcgctg
  3298801 ccggagcaag atgacggcac tccgccagat gatatcaccc ggaacccgcc agtttatccc
  3298861 tgtaatcgct cggcacggct acaacaattg gtcagaggtg atgaaggctt tctgctggcg
  3298921 ctgggttact ccacccagcg cggttatggc cgcactcacc cgttcgccgc cgagatccgc
  3298981 accggttacc tgaccattgc cattcagcca gaagaactgg gctttgcgat cgatattggt
  3299041 gagatcctgt tgaccgaatg cgagatggtc aatggttttg tcgatccggt ctcagaaccg
  3299101 ccccatttta cccggggcta tggcttagtt tttggccgtg gtgaacgcaa agccatgtcg
  3299161 atagcgctga tggatcgcac cctgcaaagc cgtgagtatc aggaagcggt ttccagcccg
  3299221 gcgcaggatg aagagttcgt gttatcccat gccgataacg ttgaggccgc tggttttgtc
  3299281 tctcatctga aactgcccca ttacgtcgat ttccaggcgg aactggcact gctcaaacgc
  3299341 ctacgcagtg aacatctggc cgcgtcatcc gcccttttca caccgcaatt atcgtcttct
  3299401 tcattaccat catcttcaca accatcatca tcttcacaac caccatcttc tcaacgacag
  3299461 gagccacacc atgactgagg ttctcactgg ctacaacctg ggttatttgg atgagcaaac
  3299521 caagtgtaca ttgcgccgtg ccatactgaa agccgtcgca atcccaggct atcaagtgcc
  3299581 atttggtggg cgtgagatgc caatgcctta cggctggggg actggcggca ttcagttgac
  3299641 ggcgtgtctg attggccaca cggacgtgtt gaaagtcatt gatcagggcg cagatgacac
  3299701 caccaatgcc gtctcgatcc gccgcttttt ccaacgggtc agcggggtgg caaccacaga
  3299761 aaaaaccact gaagccacat taatccagac ccgccatcgc ataccggaaa ccccactgac
  3299821 agaagatcag atcctgattt atcaggtacc gatcccagaa ccgctgcgat ttattgagcc
  3299881 acgtgaaacc gagactcgaa aaatgcatgc actggaggag tacggcgtga tgcaggtaaa
  3299941 actgtacgaa gatatcgccc gctacggcca tatcgccacc acctatgcct acccggtcaa
  3300001 agtgaatgat cgctatgtca tggacccttc accgatcccg aaatttgata atcccaaaat
  3300061 gcatatgatg cccgcactgc aactgttcgg ggcgggtcgt gagaaacgcc tttatgccct
  3300121 gcccccgttt accaaggtgg aaagcctcga ttttgacgat catccgttta gcgtacaaca
  3300181 gtgggatgac ccctgcgcac tgtgtggttc gcgccacagt tatcttgatg aagtggtgat
  3300241 ggatgaccaa ggtagccgca tgtttgtttg ctcggatact gatttttgcc agcagcaact
  3300301 ggctcaagcc agcgcacaag aagccacatc cccaaccgag gtacctgtct gatgatgtca
  3300361 gcccaatcta cccctcagcc gctgttgtcg gtggagaatc tcactcattt atatgcgccg
  3300421 ggcaaaggat tcagtgatgt ctcttttcag ctctatcccg gtgaggtttt ggggatcgtc
  3300481 ggcgaatccg gctcgggtaa aaccaccttg ctgaaagcta tttcggcccg tttagcccca
  3300541 cagcaggggc agatcattta ccgcacgggt acacagcaac cggttgattt atacgaaatg
  3300601 gccgaaagtc agcgccgccg tttgttgcgt accgaatggg gtgtggtaca tcagcaccca
  3300661 ctggacggct tgcgcccaca agtctccgcg ggcggcaaca tcggcgaacg tttaatggct
  3300721 accggccagc gccattacgg cgagatccgc caacttgcag gccgctggct ggaagatgtc
  3300781 gagatcccgt tatcccgatt ggatgacctc cccaccactt tctccggcgg gatgcagcag
  3300841 cgcctgcaaa tcgcccgtaa tttggtgacc catccgaaac tggtttttat ggatgaacct
  3300901 acgggcggct tggatgtatc agtgcaggca cgtttactgg atttactgcg caatttggtg
  3300961 gtggaaatgc agctagccgt ggtgattgtc actcatgact tgggggtagc ccgcttatta
  3301021 gctaaccgtc tattggtgat gaaagagggc caggttatcg aaagcggcct taccgaccgg
  3301081 gtactggacg atccccatca cccctacacc caactcctgg tctcatcggt actgcaaaac
  3301141 taaaccactg ctggctctat ttttgctctt tgattttgca tttgcagttg gtttttgatt
  3301201 ttgactttta ggccgttgac cttgaacggc gaatcggcca acgccgactg aagaacgcag
  3301261 gtagggtgag ccgacaggac gtcggcgaaa ggcgtcaacc tacagggatg taggttaaag
  3301321 ccagcccgta aagccgaaga gatgaagaag ggaacccacg tagtgggcgt tggatgttga
  3301381 gcaaagccgc aggtgcagga ggggcggcct gccctcctgc tcgattgcag gcactgaagg
  3301441 cctatggata accgatgcct tggcaagcga aaccattgca ctgagtgaaa taaccgtacc
  3301501 gagcgaaaca aaacataaac cgaggcccac catgaacccc ctacaactcc gggttgaaaa
  3301561 tatcagcaaa accttcgtgc tccaccacca gcacggtatt cgtctgccgg tactgcatca
  3301621 aatatcactg gaggtgaacc gcggtgaatg tgtcgtgcta cacggccatt ccgggagtgg
  3301681 aaaatccacg ctgctacgct ccctctatgc caactatctg cctgacagcg gccatatctg
  3301741 gatcaaacat cagggagaat ggatcgatat cgtggccgcc gaagcccgac aaattatggc
  3301801 cgtgcgtcac catactgtcg gttgggtcag tcagttcttg cgggtgatcc cacggattag
  3301861 tgcattaaat gtggtgatgc agcccctatt agaactgggc gttgatcggc acacctgcca
  3301921 acaacgggcg caggacctgc taacccgtct caatgtcccg ccacgcttgt gggacctggc
  3301981 cccttcaacg ttttctggcg gcgaacagca acgggttaat atcgcccgcg gttttattgt
  3302041 ggattaccct atcctgctgt tggatgaacc gaccgcatca ctggacagcg ctaacagcgc
  3302101 agccgtggtc agcctgattg atgaagctaa acaacgcggt gccgcgattg tcgggatttt
  3302161 ccacgatgag agtgtgcgta accatgtcag tgatcgttta cttaccatga cgcccgcccc
  3302221 ctcagagatc cgcacggaga tccctgtatg atcctcaata acgtcagcct gattcttgaa
  3302281 gacagcgtag tcagtggatc gctggaaatc gtagacggtg tcatccgcag ttacagtgat
  3302341 cgcccgacgc agttacccgc cgcaatagat ggcgagaatg gctggctact gccggggctg
  3302401 attgaactgc ataccgataa tctggacaaa tttttcaccc cgcgtcccaa tgtcgattgg
  3302461 cccgcccatt cagcgatgag cagccacgat gcgctgatgg tggcctgcgg tatcaccacg
  3302521 gtattggatg cggttgccgt tggtgatgtg cgcgatgggg gtcaccgact ggataatctg
  3302581 caaaagatga ttaatgccgt ggtagatagc cagcgtgcgg gcctgaaccg ggccgagcac
  3302641 cgtattcatt tacgctgtga actaccctat gaaaatactc tgccactgtt cgaagccctg
  3302701 atggcgcaac ctgcgttatc gttggtgtca ttgatggatc attcaccggg tcaacgtcag
  3302761 ttcgcttcgc gtgagaaata ccgtgaatat tatcagggta aatatcatct tagcgatccg
  3302821 cagatggcgg cgtttgaaga agagcaggtc gcgctctcca cacgttgggc agggcctaac
  3302881 cgctcggcga ttgctgctca atgtcgcgag cgaggcattg cgctagccag ccacgatgat
  3302941 gcgacagccg ctcatgtggc ggaatcacaa gcgctgggca gtgtgattgc cgagttcccg
  3303001 accacagagg tggccgccac cgcctctcat caactcggtt tacaggtatt gatgggcgca
  3303061 ccgaatattg tccgtggtgg ctctcactcc ggtaatgttg ccgctcatca cctggcttct
  3303121 ctgggggtgc tggatatttt atcttctgat tattaccccg ccagcctgat ggatgcagcg
  3303181 ttccgtatcg cacacgacga gagcaaccgc ttcaccttgc cacaagcggt caatttggtg
  3303241 acccgtaatc cggccagagc tttggggcta aatgaccgag gtgtgattgc cgaaggtaaa
  3303301 cgggctgact tgattctggc ccgcgcacat ggcgagaacg tttatgtgca aaacgtctgg
  3303361 cgtcagggag ttagggtgtt ctgatggcgc gtttaatcta tctgatgggg ccttctggcg
  3303421 cgggtaagga ttgcctgtta tctgcactgc gaaacgccac accgcaaaat agggtggtgg
  3303481 cacatcgcta tattactcgc ccggcagatg cgggggcaga gaaccatgtg gcgctgagca
  3303541 aacaggaatt tatccagcgg gcagaacagg gcttatttgc gctgcactgg caggcacatc
  3303601 agcactgcta tgccattggg attgaaatca acctctggct gcaacacggg ttggacgtgt
  3303661 tagtcaatgg ctccagagcg tatttacctg aagcccaacg ccgctatcgc caccaactgt
  3303721 tacccctctg tctcaccgtc tccccagcga ttctggcaca acggttgcgg caacgggggc
  3303781 gagaaaatag cgaacaaatt gatgcccgct tgcaacgggc gcaacactat cagcagcaac
  3303841 ttccttctca ctgtttgcaa ctgtgtaatg acggtgagtt acaacacacc ctgaaccaat
  3303901 tacagcaatt actgaccctt gatacgccgt tatctgaccc cgttgaggat aaaccatgca
  3303961 actgacgctg ttaggcaccg gatgcgccca gcaagtgccg gtatttggct gtgactgtgt
  3304021 gatctgtaca caagctagcg tggaccccgc acggcggcgt aaaccttgca gtgcgatgtt
  3304081 gtattaccaa ggggaaacta cgttgattga cgcaggtttg ccgacactgg atcagcaatt
  3304141 tagggcgggt gaaattcagc gttttttgct gacacactat cacatggatc atgtacaggg
  3304201 gttatttccg ttacgttggg ggtgcggaaa taagatccca gtctatggcc cccccgacct
  3304261 ggacggttgc gacgacctgt tcaagcaccc cggtattttg gatttcaggc cgccactgac
  3304321 cgccttccaa ccgttgcaat ttggtgagtt gcgggttacc cccgtgccgt tggtccattc
  3304381 caaaataact ttcggctatt tactgcaaag ccccaaccgg gctatcgctt atttaaccga
  3304441 tactgttggg ctatctgccg atagcgcact gtttctggcc agtaagtcta ttgacctact
  3304501 ggtgctggat tgcagccatg cgccacagtc accaccgcca cgcaatcata acgatgtgac
  3304561 catggcatta gccatcaggg atttattgat gccagaggag acgctactga cacacgccag
  3304621 ccaccagttg gataggtggc tcctcaacaa ctcgctaccc accggggtca gcgttgccta
  3304681 tgataatcaa acggttacgc tggtataact tagcgcggcg tcaaggacgc agggtaggtt
  3304741 gcatttgggc agatgacaac accgtaacgc cctcctgcgg cggagcaaac gcctgatcca
  3304801 acatcgcttg tgctacatct ttggcgttaa tcaagcgcca tttagccggt aacaaggcaa
  3304861 atagaggggc gctgaggttc tccaacaacc gtggcgtcgc ccgttggccg gccaacatcg
  3304921 aagggcgggc gaaggtcaat tgcggccagc cttgagcctg caaatcccgt tccgcttccc
  3304981 ctttagtgcg gttataaaac agccacgaat cgggattggc ccctaatgcg ctcaccaaga
  3305041 ggaaatgccg cgcgcccaga cgccggccgg tttcaccgct tagcaatacc agccgataat
  3305101 ccacctgacg aaatgccgcc tgactgcccg cctgcttgcg ggtggtcccc agagcgcaaa
  3305161 agaccaagtc cacgggctca tgcagcattt tcagcaactg accgatattt tcgccgtgtg
  3305221 gattaatcaa tttattcata gcaggcaatg ggttacgggt tggtgcaatg atcgatgtca
  3305281 ctcgggcatc caaacgcaac aggcgcaata attcgccgcc taccaggcca ctcgccccca
  3305341 gtaataatac cttcgccatc tgacctcccg aaaaaatgta agtgccccaa catctatccc
  3305401 tttcatgctt aaagcggtca gggtgcgagt gaagtgggat ttataagaat aataaaccag
  3305461 gcaaaaatag cattatttac agttaataat cgaaaagttg cagcccaaac tcataacggc
  3305521 tccacacgcg accaatgcaa ttttttacca aagccgaggg cgttattcgt cattttgatt
  3305581 tccagcagat tgagttgcca gagaggggca gaagagacct tcgctaccgg aaaacgacgg
  3305641 caatagcggt tgcgggccgc ctgttcggca tcgccgctca agaggctaat ttcaccacga
  3305701 tattgaatgc cctttatcaa ggcgatagtg cgggattgag tggcaaccgt gccagccact
  3305761 tgcgggttta tcaacatcag ttcgctatga cgggtgtgct tttctgtcat cagaaagagc
  3305821 gccatctgat tttcgtcaaa tacgtaaaaa cagctagcgc accacatatc catgccgctg
  3305881 cccgcgcata aggtcaacac atgttgctgg cgcaggaagc ggttgatcaa cagcacgtca
  3305941 tcaggattat tcacgtcact ctccggcgta aaaacagcgt tcagtgtaca tgaaattttc
  3306001 ttctactatt tgatctgacc tgccaatttt ccctctttca actttgccac attcaacttt
  3306061 gccacaacag gcgatcacgg gatgtcagag tctcggccgg gaaagtggct aagacggctt
  3306121 gataacgttt ggcatcctgg gggtagcccc gtgccgcctg caagagcagc cgcaatgcgc
  3306181 tgtcataatc aataccgcgc aagtcacggt aaggccacag ttccggttca gcaataaacg
  3306241 gcaacagata atcaaccccc tgctgaacat tacgaccgtc ctgtacccat tcccagcgat
  3306301 caatctctat atgttccccg tagcggcaca gcagtaaatg ggcctccata ttaaacaagg
  3306361 agtaatggaa aggcacggtg cgctccaatt ccatccactg cttaccgtct tgcgcaatct
  3306421 gtgccgccaa tcgttgcgtg atcccttgac ggataatggt ggttaccagc ccacgatcgc
  3306481 cgtagaacat ggcattagcc gcacgctgga cgtcatacca agtgccgtga ttgttatgcc
  3306541 agacatattc agaatggccc acttcgctgt ggaacatcca gtggttaaag tcgcggaacc
  3306601 actgctgcaa taccgccgta tcttctgtat ccaacaattt ggccggtgat atcaggccca
  3306661 gggtgtcgat caccatccac atcatgcgag tatcaattaa gcccgtgccg cgcccggaca
  3306721 caatcccagg aatggcctgg ccgtaattga gatgcggatt catgcgggtt ttggcatcca
  3306781 aaaaccagca acggatctgt tctgccgcga cctgtgcata gcggctattg ccggtaaaat
  3306841 agtaggccag ccccagtgtc aaacagcggt cacacatccg tgcgatacgc tgagtatccg
  3306901 tatcatcgtt ctggctctgc gggttggtat gcccgtcgcg acgcacatag ggcaaaccgt
  3306961 taggcttgcg cgggttaggc caccaataag tgccaaaact atagtaatcg tgaatatcac
  3307021 cactgacagg cagtaacgtc ttgtgggtga cactttcagg cgactgatcg cgcaatatat
  3307081 ccgcttcact caataaccga cgtaacgccg gttgcagagg tgaaaaaggc tgctgcaata
  3307141 tcgccttagc tttgatcagg cagttaacat ccaatgtgta tagtttcatt gctgtcactg
  3307201 ccgtttttat tggcgtcatg aatatggcct cccttatgcc gcctggcagt caacccgcaa
  3307261 ccccgtagca gcatcaaaga tatggatacc cgcaagctta ggttgcagat agaccgtttc
  3307321 cccttcgctc accgctaaac gttgtttaaa tacagaggta aagcggcccc cgcccgtgct
  3307381 gcaaaagagc tgcatatccg agcccgtatt ttctatcgcc gtaatggtcg ctttcaatgc
  3307441 gctggcacag tgcgtttcat ctaccacatt cacctgctct ggccggatgg cgtaaaccac
  3307501 gttttgccct tcagtgacgt tcaatccagt gggcaaggcc agtaatgagt tgtcctccaa
  3307561 ttgcagcagg aatttatcgc cctcttgtac caccgtgcct tttaactggt tgatttcagg
  3307621 cgatccaata aagccagcaa caaacaggtt agccgggcgg tcatacaagt ccaatggtga
  3307681 accaacctgt tcaatgcgcc cttcacgcag gaccacgatc atctggccca tggtcatcgc
  3307741 ttctatctgg tcatgcgtca cataaactga agtggttttt agccgctgat gcagttcgcg
  3307801 gatctcccca cgcacctgtg tgcgtagttt ggcatccagg ttcgacagtg gctcatcaaa
  3307861 cagaaacacc tgtgggttac gcacaattgc ccgtcccatg gcgacccgct gacgctgacc
  3307921 accggacaaa tcttttggca ggcgttccag cagcgcttgt aaaccgagca actcggcggt
  3307981 tgattcgacc ttttggttaa tatcagcttt ggacatctta gccattttca gggcgaatcc
  3308041 catgttttca cgtaccgtca tctggggata aagcgcataa ctttggaaca ccatcgcgat
  3308101 gtcacgcatc ttcggttcca catcggtgac atctttatca ttgatgccaa ccgtgccgcc
  3308161 ggagatctcc tccagcccgg caatcatgcg cagtaaggtg gatttaccgc aaccgctagg
  3308221 gccaaccagc acgcagaact caccatcagg gatctccagc gatacatcgc ggatcacatg
  3308281 gatgtcaccg taagatttac acacattttt aagtacaacc gatcccattt tctttctccc
  3308341 tagcctttaa ccgcgccaga catgatcccg cgattgaaat gtttttgcag acccagatac
  3308401 acgatgatgc tcggcaacat cgccaacagc gtgatggcaa taaagatgtt cggggtgatg
  3308461 ctctcatcgg tacggagtgt gccgaggatc accggaatgg tgttcagact gtcctgattc
  3308521 accacaatca gtggcaacag gtattgatcc caaatcatga taaagccgaa ggtcaccaca
  3308581 gtacccaatg caggtttcac caatggcaag atcacgtgga agaagatttg ccattcgctg
  3308641 gcaccgtcaa tgcgcgccgc ctcttccagc tcttttggaa ttgccgccat aaattcggtc
  3308701 aatacaaaga tagaaaaggc ccagcccaca atcggtagga tcatgcccag atagctgttg
  3308761 tacagcgagg catcgatcac cggcagttgc cagttgatga tcatatacaa aggaatggcg
  3308821 atcacttctt ccggcagcat catggtcgaa aggatgatca gactggtcaa ggagaccccg
  3308881 acaaactttt tacgggccaa cgcataagcc gccagcgcac tgactgacac ctgcaacacc
  3308941 gtgccaaaga acaccacaat gatcgagttc agtaggtatt gccagacgcc gatatccatc
  3309001 caggcgaaga taaagttatc ccatgagaac tgattgggcc atgccagcaa ttcaccgggt
  3309061 ttcaccggtg caccactgaa tgccgtggca ataattcccc agtacgggcc aacaaacaca
  3309121 atcagcagca gaccataaat tatccaacgg ccgatactgt tccagctttt acttttcatt
  3309181 accagtctcc ggctcggtta gtaacgggcg atccgttttt tcaaggtgag atgacctatc
  3309241 gtcagcacca cagtgaatgc aaataacagg aaagacaccg cagaggcata accataatca
  3309301 aactgctcaa agcccaattt atagatatgc gtcatgatca tttccgtcgc attagacggg
  3309361 ccaccaccag tggtggcgta aacttcggca aacacacgga agccacggat aaatgacagc
  3309421 atcaggacca cagaaagcgc ggggatcatg cccggtaacg tcacataacg caggcggttc
  3309481 caccagttgg ccccatccac gtttgacgcg tcgtataaat cacggctaat ccctaccagc
  3309541 ccggcgataa aaatcaccat gttgtaaggc acggctttcc agatatgcag cagcattact
  3309601 gtccacaacg cctgatcggt atccgccaga aacccctgcg cttcaatgct gaaccacgat
  3309661 aaaacgtggt tcaccacccc gttgctggtc gggttgaaca gaatgcgcca catttcggcg
  3309721 acaatcgccg cactggtcac tgcgggcagg aagatggcgg tacgaataaa acgcaaatgc
  3309781 cgtgccggcc cttccaataa catcgccaga aagaaggcga taaacgcggc caccaccatg
  3309841 gtgaccagga catataacaa cgtgttgaaa acagccgagt gcagcgcttc atcaccaaag
  3309901 gcgcgggaaa agttggcaaa cccgacccac tcgtttggct ggttaaagtt aaccttgtag
  3309961 aaactcatca ccagcccttg caacatcggg atgaatttaa accaggtgaa gatgaccagt
  3310021 gccggggcca ggaacagcca cggaaccagg ttacgtttca gtcggggggt tagcgttatc
  3310081 attattcact cactgcccta agacgttctg tttagccaac tcatcattaa ctttctgatt
  3310141 caccgctttt aattctgcgg cgatatcact gtcacagttg gctaaaatac ggttgaaacc
  3310201 ttcagcagtg acctgacgaa taggtgtcca gttaggaact tgtggaatat agcggccctg
  3310261 ttcggcatac agatcggcga atatggccca acgtggatcg tcatagaccg ctttggtatc
  3310321 caccaattta ttgatcgaca agcgcacgac tggcatgttt ttggtgccca ttcccatgcc
  3310381 gatctgctgc ccttcagggg agatcatgaa ctcaatgaat ttctgagcgg ctgctttttt
  3310441 ctggctgctt ttcatcataa agaccgtagt gccttcagcc aacgtagcct gtccttttgg
  3310501 ccctgtcggt ggcgggatca cttcaaaagc ctcggtgccg ggatctttat caaacaacgc
  3310561 gatgtgatat gggccggaga agaacatgcc actttggcca gaacggaatg aagggatcgc
  3310621 atcagcggtg gtcgcattga tagcccccgg ctggactgtt ttatcgcaca ccattccgcg
  3310681 catgaaactc agggtttcag tggctgctgg ctcctccagc gaggcaataa atttaccttc
  3310741 accggctggg cgaataaagt caccccccgc ctgccaaagg taggagctga taaaccaact
  3310801 ggcgtagcca cgggttgttg aaccaggcaa aataaagccg taagtatcat ttttaccgtt
  3310861 gccatcgggg tcattaaagg taaaggcttt cgccagcgtg ctaatgtctt gccagttctt
  3310921 cggttgctct aagcccaact tttcccgcca gtctttgcga acaaataagg caaaggtttg
  3310981 agcggaggtg ggaaccccgt aatattttcc atcaatatat tgggtacttt tccaggcggt
  3311041 atcgaagatg ttctctccgc caataatatt ttttggttca atcggttcga caatccctag
  3311101 ctgcacaaac tgaccaatcg ccacggcatc gttgaaaatc agatcgggta gcgcgttgcc
  3311161 cgcagcggcc cgtgccagac gttgttcaaa atcagtcgtg gcattgaaat attcaatttt
  3311221 gataccggtt tttttctcaa acgtgtcagc ttctttttta taaatgtttt tagagtcatt
  3311281 acttgcacgg atccacactt gcaatgtttc tgcggcgtga agagaaggga tccccatggc
  3311341 taaataagtt aacaacagca aagactttat ttttactttt gacattatca tttgcgtctt
  3311401 catcttagca tcctcgttga aatttaattt ttaatgaatt tacccagaag tttaaataac
  3311461 aaaacagaat cgtaaaacac gtgatagcat tagaactcag aggaaaacaa aaaactacac
  3311521 cataaaaaac aaaacttaat tccaatttga aatttctgct tgagatcaca tttgtaaaat
  3311581 taacaaaaaa aagataaaaa tttaataaac acataaaaac agtaggttaa gtgatttatt
  3311641 ttaaaaatta aaaaaaacat gcaatgactt aaaatgacgg gaaaagacct aaaacagaga
  3311701 tttaatttga aggcagtcac aatctaagtc aattattaat agagaattca taaggtagac
  3311761 ttggatcaca aaagtccaaa aactttgcct tagaattcaa ccgaaatata aattagatgg
  3311821 aattcattct ctctatcacc cacgaattga ttaaataacc acattataaa taagcacaat
  3311881 ttttatttaa aaaatgagtg ttcaatatat taaattaata attttttatt tacaccgttt
  3311941 aatccataaa aataaggaaa gtgatgatgc taaactctgg tgctaaaaac ctattactga
  3312001 ctattctgtt gggtacatct ccctttattt atgctgcaga aagtcatccg ttgttattaa
  3312061 aaatggacga tattaactac agcattgaac agattaaaca aaacaacccg ttatatgaaa
  3312121 aatcttataa aaatctgatg gctaaggccg acaaggcact aaaaaaacca ctgtactccg
  3312181 tcatggataa aagcctcttg gccgccagtg gtgataaaca cgactattac agcttcccac
  3312241 cttattggtg gccagatcca agcaagaaag acggtatgcc ttatttacgt aaggatgggg
  3312301 aaacaaatcc tgcggccaac agtgatgcca ccgataaaaa gcgcatgaac agcttcagtg
  3312361 aagacgtcta ttatctggcg ttggcttata gctttaccgg taagcctgag tatgcccaaa
  3312421 aagcgcatga acaattggtc aattggttcg tgaatccaga gactaaaatg aatccaaatc
  3312481 tgcaatatgc gcaggccatt ccggggatta acgaaggccg aggtattggt ttgatcgata
  3312541 gccgggcgct agttgatgtg attgatgccg ttgaattgat cagacccgcc aatgttctca
  3312601 gtgacaacga ctatcaggcc attaaaagtt ggtatggtga tttttatcaa tggatgacca
  3312661 ccagccaaaa tggtttcgaa gaagataact ggcacaataa ccacggcacc tattttgata
  3312721 tgcaggcggc ctcttttgcc ctgttcagcg atcaaaaagc cgctgcacag aaacgtttgg
  3312781 aaatcacgca attacgccgt attccctcac attttgatat gcaaggccga caaaatgccg
  3312841 agctggagcg cacccgccca tggcattaca gtaacttcca tctagaggcc tacaataaat
  3312901 tgggccgtct tggggaggtt ggcgagaaag atatctggga tttcagtctg gatgagcaca
  3312961 gcctgaaaaa aggctatcag tacgttgccg gtttcatcaa taccgaccaa gcctggccgt
  3313021 ataaagatct ggatggagta caggataaaa aagccttggt caatatgatt accgccgctc
  3313081 gcgcctaccc tgctgacgtt gaattccaac aaaaagcaca atacctgata gcaaaatacc
  3313141 cagataccgt tgaaatctta ctttacccaa tcacaacgca aaaataagca tcgccgagga
  3313201 cacgccagat atgaagcagt ttacggatcg gcagatggtt aaaatccgcc agcgcgttgt
  3313261 gaaacaaccg gagattattg ccacgctgat cgccgataat caggtggttt tagagaccga
  3313321 cacactggtg cccgccaccg gtatcgccac ctggaatcat tactattatt gccctgagca
  3313381 tggtgtccag ttggtatggg atcgcttttc acctcaagca caccgctgtc cggtagatga
  3313441 tcatcttttt agcggcgaac cctacgacgg tgcctggtgg cgggcattaa atggtttgaa
  3313501 cgccaaagcc tgcaatcaac tgggcttgct gtggcaatta accggagaaa tacgttactt
  3313561 cgataaggtg cgggacattc tgatgagtta tgcccgctac taccctgact atgaagtcca
  3313621 cggtggtatt ccttataacg ggccgggtaa ggcgaatgca cagaccctgt gtgaggcaaa
  3313681 ctgcctcctt gattttgcct tgggctatga ctttatcgct gatacgctca gccaagagca
  3313741 acgtgattgt cttgctgagc gcttattgcg ggtgggcgct gatttcttaa tgcaacaccg
  3313801 tacccgtcag ttgcacaacc atgaagttaa aatcagtagc gctatcgcgg ttattggcct
  3313861 gatccttgaa gaggagcact acattgagtt tgcggttaac gcagattacg gcctgcgcta
  3313921 ccagttagag catggcttat tcaacgaagg gctgtggttt gaaggctcgg tgcattatca
  3313981 cttttatgca ctgcaaggtt tttggtcatt tgaaaaactg gcggccggta gccgctatag
  3314041 cctactggcg ctgccctatt accgcgacat gctcagcttc ccgctcaagc tgctgatgcc
  3314101 caacggcaca ttcccgcgca ttaatgattg taccgccggg caagagcagc ttaatcatgc
  3314161 gcatctgtat gaatttgctt atcagatcta cggcaaccgt gaatatgcgg cggccctgca
  3314221 acatatttat cgccagcaac cccgtttaaa tctggatgca ctgctgtatg gggctgaatc
  3314281 attaccactg caaattattg atgtcatccc gaccgataca ctacatgcac cagattgcgg
  3314341 attaaccatc ctacgccaac cgcaggccag ccgcgcattg ttgataaaac acagcccgta
  3314401 tggcggcgag catgatcatt atgatcggct aaatttaatt ctgtttgaca ggggccacga
  3314461 agtcctgccc gatttaggca ccaccggtta tggtgcacag cgacattatg actattacaa
  3314521 aaacagcgcc actcacaata cgctcagtat caaccaaaaa aatcagcctc ctgcagtgcc
  3314581 ttacatccgt caatggcatc aggcagcaaa cttcagttgg ctggataccg aagtcgattg
  3314641 gcgtcaaacc gcgcctgagt tagacagcca tacccgcgta caatgggatg aagcgtctta
  3314701 tcgtgatgtt aaattccgcc gccgtatttt atggctggaa gatacgatta tcgatattag
  3314761 caatatcgtt aatccccatc agcagtcgtg gaactggacg ctgtatattg atgggactgc
  3314821 gacagaacag aaaggtgaaa tgacgtcctt cggtgacagc ggcccgatgc agtatgtgca
  3314881 tcaggtgacc gcccaaccac taaatggggt gatgtcgtgc cgttaccaaa ccacagcacg
  3314941 cccactgaca ctgtggttag ccgctgatgc cacgctattt caagggctgg ccccagcgaa
  3315001 tccgtcggta cgtgatctca gctacctgat gttacgcaac caacaaccag cagctcaggt
  3315061 cacctgtgtt tttgacttga atgacagtaa cccgttactg cacgttgagg tggaaactaa
  3315121 cggcgaaata ttatcaatag aattaatccg ccaacagcaa accatgcgga taaacattcc
  3315181 tttaaccagc aaccaactgc cgcaatttag ccaggcgtat ccatcttagc taggtgtatc
  3315241 tatcgcgggg ccgcttttgc cccgcgtcta cgacgtcgtc gtctactctc tgtttttttc
  3315301 tcctacacgg tcttctgccc acggcactcg gcgcgtcgtt cactcgtgac acgctcgtgg
  3315361 cattaacccg attggcgacg ggcagataaa aagtcaggat gcaatacgct gttccggtga
  3315421 taacatgccg aaccgttacc ctcggactgg aataagatta tgtcagatag cctttggcat
  3315481 ctctatttgc tgcgtaccgc cagtggcatg ctctataccg gtattaccac cgatgtagca
  3315541 cggcggttgg cacagcatca ggcggggaaa ggggcaaaag cgctgcgggg caaaggggag
  3315601 ttaacgttgg tatttcattg tgaagcgggc gaccgttcga ccgccttaaa gctggagtac
  3315661 cgcgtcaagc agctcagtaa acagcaaaaa gaaaagctgg tgattgacca gccgaggtta
  3315721 ttgacaacgc tatttttaga ctcgtgaatg aagggttgac cgcacctcgg ggcactccgg
  3315781 tggcttacgc cactacgacc ccaacggcac gtttcccctt caattgactt tgtcagcagt
  3315841 ctgagctggt gattgaccag ccctcctcgt taatgccgtt attgacagta aaaaccgaat
  3315901 taacggtgca acatattgcg gctaaaagcg attgaatggg gcagagaaca ccacttcgcc
  3315961 tttggtatta accagcgtgt cttctgccag tgcatatacc tggaaagcct cttcgctacc
  3316021 gggccaacgg caggttagtt gatggcgggc tgccggtaca aaaccaaaac gtgagtaata
  3316081 ataagctggc gcacctagca ctaccacagc ggcataaccg aactcattca gggcatcaag
  3316141 gccctcatac accaactttt cacccaagcc ctgccgacgc aagccctctt ccacggccag
  3316201 tggtgccaat gcgacccatt ggcgatcttc accgccaacc tcaaccgggc tgaacgccgc
  3316261 ataaccgata acgacccctt catcgtccgt cgccacgatc ccaagcgtca gcaagccatc
  3316321 ttcgcgcagt tgttgtacca gctccgcctc atcaccctgc tgaaatgccc gacgcagtaa
  3316381 agcatcgatc cccggcgcat caaccggaat ttcaacccgg atcaacacga tgccagcccg
  3316441 cgggaagttg ccaccgcgcc ctcttgctga cccgcttcga taaactcagc caactgttgc
  3316501 aaaccaacac gcagtagcgt cggcatggat tccaaatcaa tggcatccat taaattttta
  3316561 acatacaggc ccaattcggt atccccttca atacgtaacc ggcgctggaa aaacagcgta
  3316621 tccggatctt ctttacgggc agcgatcaag atcagatcgt tggcatcacc gctaaagctg
  3316681 acatcggcgt cagcctgttg gctcacgagc agcttgccat tttctaccgt cacaaaccat
  3316741 tgtaacgcaa ggtcacggac ctcgattttt aaccaacgag actcaagaaa cgccaactca
  3316801 ccgtccagca gagcctgacg gaattgccag cccaacacgt gttctagtac ctgacgctgc
  3316861 aaggcaaatg gtgtgacttt taatggacct cgtagcagcg ctggcccttg acgcacaaga
  3316921 tgtgctcgta gttttcccaa cacaggcggt gactccttgt aatcctgaat aaaatgatag
  3316981 cactgaataa aatgacaatg ccaagtaccg ctattctgcc acattgctaa cctatgaaaa
  3317041 tgggctatat cgacaaattt tgcatcagaa catcttcaga tgtattgcta aatatcagaa
  3317101 gagtgtcacc aatgcgaaag aaactgcctt aaatcaaggt gcgatgtgaa gaggttaact
  3317161 aaaattgccg ctcgataaaa taccaagatc atctatgccc tcacatctgc aacttgaatc
  3317221 tgcaacttga agtatggggg gtatatcagg gaaattctat ggagctgctg tgtcctgcgg
  3317281 gtaacttacc tgcattaaag gccgcaatcg acaatggtgc cgatgcggtt tatatcggtt
  3317341 tgaaagatga tactaacgcc cgccattttg ccggcctcaa tttcaccgat aaaaagctac
  3317401 aagaagccgt taactacgtt catagccgta aacgtaaatt acatatcgcc attaacacct
  3317461 tcgcccaccc tgacggctat gcacgctggc aacgggcggt ggatatggcc gcacaacttg
  3317521 gagctgatgc gctgatcttg gcagacctgg cgatgctgga atatgctgct gaacgttatc
  3317581 cgcaggttga gcgccatgtc tcggtacaag cttctgccac caacgatgaa gccatccgct
  3317641 tttatcaacg ccatttcgat gtcgcccggg tggtattgcc gcgtgtgctc tcaatgcatc
  3317701 aggtaaaaca gttatcacgt accagcccgg ttccgctgga agtcttcgct tttggtagtt
  3317761 tgtgtattat ggctgaaggc cgttgctacc tttcttccta tttgaccggt gaatcaccca
  3317821 ataccgtggg tgcttgctcg cccgcacgct ttgtacgttg gcaacaaacc ccacaaggga
  3317881 tggaatcccg cctcaacgac gtgttgattg accgctacga agaccatgaa aatgccggtt
  3317941 atcctacact gtgcaaaggc cgctatcggg tagatggcca gcgctaccat gcactggaag
  3318001 agccgacgag cctgaatacc cttgagctat tacccgaatt atttgctgcc aatattgcct
  3318061 cagtaaaaat tgaaggacgc cagcgcagcc cagcctacgt cagccaggtt gccaaagtct
  3318121 ggcgacaggc gattgacctc tatcaggcga atccggcgca atttgccgcc aaagcagaat
  3318181 ggatggagca actgggcgca atgtccgaag gtacccagac aacactgggc gcttatcatc
  3318241 gtaagtggca gtagccggag gaaatatgaa gtacgcctta ggcgcagtac tctattactg
  3318301 gccaaaaact gagattgaaa ccttttatca cgcggcggcc aacagcagtg ccgatattat
  3318361 ttatctgggt gaaaatgtct gtaccaagcg ccgtgaaatg aaggtcggtg actggttggc
  3318421 cttagccaaa gccgtcgcaa gcagcggcaa acaagtggtg atttctacgc tggcgctgtt
  3318481 acaggcacca tccgaattga atgaactgaa acgttatgtg gagaatggcg agtttttact
  3318541 ggaagccaat gacctcggcg cggtgaatat ggccgccgag cgcggactac cgtttgtcgc
  3318601 tggccacgcc ctgaactgct ataacgccta taccctgcgc attttacacc gtcagggcat
  3318661 gatacgttgg tgtatgccgg ttgaactgtc ccgtgactgg ttgagcaatg tactgcaaca
  3318721 gtgcgatgcg ttaggatttc gtcatcaatt tgaagttgaa gttctgagtt acggtcatct
  3318781 gccgctggcg tattccgccc gttgctttac cgctcgctca gaagaccgcg ccaaagatga
  3318841 gtgcgagacc tgctgcatta aatatccaca agggcgcaag gtgatgtcac aagaagatca
  3318901 acaggtcttc atcctaaacg gtattcagac ccaaagtggc tactgctata acctcggcaa
  3318961 tgatctgatc tcaatgcagg ggttagtgga tatcatccgt ctttcgccac aaggccttga
  3319021 gacgcttagc gttatcgatc aattccgtgc taacgaacag ggtctgtcac cgctacctgt
  3319081 agccaataaa gcagattgta acggctactg gcatcgtgtt gccgggttag aactggtgtc
  3319141 gtaaacggcc ttgccttatc aagtaataac agggaggtca ttgctggcct ccctgttatt
  3319201 catgtttatt aacgcttaat cacagcggca ttttatagac tacgatgtac ccaatagact
  3319261 aaaaatatgc ccgcgaaaaa atgtctactc tttggcgacg tcagataccc caccacctaa
  3319321 aactttatac aacgtaatca aattgttagt ttgtatctgt tgcacggcaa tcagacgagt
  3319381 ttgcgcggca tataaggtgc gttgagcatc taacatattc aagtatgtat cgattccctg
  3319441 tttatagcgt ttttgtgcca gttcaacact ttcttgtgcc gccgccacgt aagcttgctg
  3319501 tgctgcccgt tgttcttgaa tggtcgcttt acgcgccagt gcatcggcga cttccttaaa
  3319561 cgccgtctga atcgctttct catatgcggc aatgtagccg gttttctgtg cctgtgaata
  3319621 ttccagtgca gcccgatttg ccccgccatc aaatatcggc aaggtaatcg ccggggctaa
  3319681 tgaccaaatc cctgccccct cactaagcaa tgttgaaagt gccgaactgc tgacgccccc
  3319741 actggcggtt aaggtcacac tggggaagaa tgccgcccga gcggccccaa tattggcatt
  3319801 ggccgatttc agtttatgct cggcttccaa tacatcaggc cggttcaaca acacatcaga
  3319861 ggaaagccca acgggtacag ctttgatgac ctccggcaat gtagaggccg tcactggcag
  3319921 taaatgtgct gccacgggtt ggcccaccaa caaatccagt gcatttttat cctgcgctac
  3319981 cgtggttttg tattgtgcaa catcggcccg cgctgattga tacaacgttt ccatcgccgc
  3320041 tacatcaata cgtgacgcta tcccattttt ctgccgcagt tgtgccaatt ttaaagattg
  3320101 ctccgcactt tttaacgtct cttcggccag caataattga ttctggtcag ccgccagtgt
  3320161 tacccaagct gtcgcagtat cagcaatcag tgtgatgcgg gtggttttcg ccgcttcttc
  3320221 tgttgccaga taggtttcaa attcagcatg agacaagctg ctttttttac caaataaatc
  3320281 cagttcaaag gcactaacac tggcttgggc accataactc tggctgatag cggtattgtt
  3320341 gttgccatca gaggtatcgg acaatccgcg cccacggctg ccattgactc ctgcattaac
  3320401 cgttggtatc tgggcggccc gttgcacacc atattgcgca cgggccgctt cgatatcggc
  3320461 aatagcttgg cgtaggtcac ggttgctctc taatgccaac gcaatcacct ggcgcagttt
  3320521 aggatcaatg atcgtctcct gccacggaat atctgccgcc ttgctgctac tggcggttga
  3320581 gtaaggcaag gttgccggaa ccggtgccac tgggcgctga tagtccggat cgagagaaat
  3320641 acatccggcc agcagcgcgg gtaacgataa tatcagtata cgactgaaca ttttatactc
  3320701 ctttatgttc agtgatattt tttgacttgc cgctgaacac tcgacgaatc aagacaaaaa
  3320761 agagcgggac aaaaaagacg gccaacactg tcgccgttaa ggtgccgcca ataatgccgc
  3320821 tgccgattga aatgcggctg ttagcaccgg caccggtaga cattgccaga ggcattaccc
  3320881 cagcaataaa tgccagcgat gtcatcagga taggccgtaa gcgagttgca gcgccctgca
  3320941 acgccgccac caccagcggt tcgccgcgta aataggccgc ttcggcaaat tcaacaatca
  3321001 gaatggcgtt tttcgatgcc agacccaggg tcgtcaacaa cgccacctgg aagtaaatat
  3321061 cattttccaa tccccgcagc gtcgctgccg ctactgcacc gattatcccc aacggaataa
  3321121 ccatcatgac cgagaacggg actgaccaac tctcatacaa cgccgccaag cacaggaata
  3321181 ccaccaagat tgaaatggca tacagcgata atgcttgccc gctggctaaa cgctcctgat
  3321241 aagacagccc gctccacgca taactggtgc caggtaattc agccgccagt ttctccattt
  3321301 gatccattgc ggtgcccgaa ctgctgccgg aagcggcctg cccctgaatt tcataggacg
  3321361 tctgcccgtt atagcgggaa agcgtttccg ggccgtaaat ccagcgagtt gtcgcaaagg
  3321421 cagaaaacga tgtcatggca tcactgctac cgcgcacgaa ccattggttg agatcctccg
  3321481 gtttagagcg ggtatccaca tcaccctgca tatacacttt tttcactctc ccacgatcaa
  3321541 taaagtcatt gatatacgtc ccaccccagg cggcacttaa tgtggcattc acatcactga
  3321601 tcgacagccc taatgccgcg actttatcgt tatcgatatc tacttgtaac tgcggcattt
  3321661 gttgcaaggt attggcgcga actgaggcca aaatagggtc tttattcgcc ttgctaatca
  3321721 gttgatcgcg caaggtcagc agttgctcgc ggctggtatc ccctgtggct tgcaactcaa
  3321781 aagtaaagcc attcgactgg cctaacccat ccaccgcagg tggcgtcata ctgaaaattt
  3321841 gggcatcgcg aatactcgac agtgccttca tcgcgcgatc tgcaatggct gtggcggtat
  3321901 tttcactgcc cggccggtca cgccagtgtt tcaatgcaat aaacgccata ccggcatttt
  3321961 gcccgctacc actaaagcca aaaccggaga tagtgaagac cgctttggta ttgtcctttt
  3322021 cctgcgtcat gaaatagttt tctaccgcct tactgacctc catggtgcgc ccactggttg
  3322081 cccctgctgg caaggtatat tgcaccatga catcaccctg atcttcggtc ggtaaaaagc
  3322141 ccgttggcag gcgaataaac aacacacaca tcaccccaat cagcacggcg taaatcagta
  3322201 aatagcgcaa agagcggtga ataacatgcc ctaccaggct ttcataacgg gtctgcatcc
  3322261 ggtcatagcg acggttgaac ccgccgaaga aaccgtgctc tgatggcggt ttatggttgg
  3322321 gtttcaggaa ggtggcgcac aatgctggcg tgagggttaa tgcgaccaac acggatagcg
  3322381 ccatcgctga cacaatggtg atggagaact ggcggtagat aacgccggtc gccccaccaa
  3322441 agaaggccat gggcaggaat actgccgaga gcaccagtgc aatcccaatc agtgcgctgg
  3322501 cgatctcact catagatttc tcagtcgctt cacggggcgg gagattgtct tcccgcatca
  3322561 cccgctcaac gttttccacc acgacaatag catcgtcgac caacaagccg atcgacagca
  3322621 ccataccaaa aagtgtcagt gtattgattg agtagccgaa tatggccaac accccaaacg
  3322681 tccctaacaa cacaactggg acggcaatag ccggtatcaa agtggcacgg atattttgta
  3322741 ggaagatgta catcacgata accaccagca agatggcttc gatcagcgtt ttcaccactt
  3322801 cctcgaccga aactttaata aaatcagtgc tgtcttttgg atacgcgatt ttgtatccgt
  3322861 caggcaagtt caattcaaac tcggcagcct tggcctttac ccgctcggcg gtcgccagcg
  3322921 cattagcacc aggtgccagc atcaccgcga tccccgcggc tggatggccg ttcaagcggg
  3322981 tcgtcacgct gtaatcttca ttgcccagct caacacgggc cacatcgcgc agtcgtacca
  3323041 ccgcgcccgt gctgtcactt ttaacaataa tattgttgaa ctgctccggt gttttcaggc
  3323101 gggattgcgc catgactgtc gcggtcaatt gctgctcttt accgctcggt aacgccccga
  3323161 ttttgccagc agaaacctgt gtgttctgtg ccgtaatggc ggattgaaca tcgctgggca
  3323221 tcagattgta agcggccagt ttggtcggat ttaaccaaat ccgcatcgca tattgcgaac
  3323281 caaacacctg cacactccct accccttcga ggcgagccag tgggtcttgc aggttgctga
  3323341 ccagatagtc ggcaatatcc gttccggtgt gtttgtcttt ttcatcatac agcgacatga
  3323401 tcaacaagaa gttagtctgc gacttggtca ccgtgacccc ttgcgcctgc acctctgttg
  3323461 gcaaacgggt tagcgcctgc tgaaccttat tttgcacctg tacctgcgcg gtatcagcat
  3323521 tagtcccctg cttaaatgtg gcgacgatct tggcattacc atcggaaccg ctggaggagg
  3323581 aaaaatagag cagaccatcc aatccggtca gttcttgctc aatgacctgc gtcacactgt
  3323641 tttcgagtgt ttctgctgaa gcaccggtat aggtggcttt aatggaaata gatggtggtg
  3323701 cgacatcggg atactgggct atcggcaagg tttccagcgc aaccaccccg cccaacataa
  3323761 taacaatggc aatgacccag gcaaaaaccg ggcgataaat aaagaaacgg gcaaacatcg
  3323821 attatttctc cccagttgat ggcgtagtcg gttcggccac aacgggcagc gtagtgctca
  3323881 cctctaccgg tttgacgtca tcgccaacac tgaccttttc ggttccttca acaatcaggc
  3323941 ggtcacctgc agccagccca cggctaatca accagtagct atcaatcgtg cgttcggtta
  3324001 ccacttcacg ccgctcaact tgctgctgtt gattaaccac caacgcggta gcattccctt
  3324061 tcgcatcatg agtgatgcct tgctgtggtg ccaaaatagc ggtgttattt acaccgttcc
  3324121 gtactgaagc gcgaacaaac atgcccggca ataattggtg ttcagggtta gggaatttcg
  3324181 cacgcaaggt caccgcaccg gtcgcttcat ccacggccac ctcggtcagt tgcagagaac
  3324241 cttcgtgggc ataaaccgag ccatcttcca gcgttagctg aaccggcgca ttcgctactg
  3324301 tgtcattgcc tgcctgctgc tgtttgcgta aagcaagcaa ctgcgcactg gactgggtta
  3324361 aatcaacata aatgggatca aggttacgga tggtggctaa tgccgtggtt tgattagccg
  3324421 tcaccagcgc ccctggtgtc acagaggaaa tgccgatgcg acctgaaatg ggtgcccgca
  3324481 cttgggtata ggccaaattg atacgcgccg tttccagcgc agcagttttt tcggccacat
  3324541 tggccagcgc ttgctgatag ctggtttggg cgtcatcagc atcttgctgc gacacaccat
  3324601 tttctttggc taatgccgca tagcgctggg ctttcagctt ggccgatttt acgctgacct
  3324661 gaacattttg tagcgcggct tttgcggtgt cataagcggc ctgataacta gcagggtcta
  3324721 tttgatagag cacttgtccc gcggtgactt cagatccttc agtaaacaag cgtttcttga
  3324781 tgataccatc gacctgtggc ctgacttcag acgtcattgc cgccaccgtt cggcctgata
  3324841 aatcgctact caatgtgacc ggttgagttt ttaaggtcac cacccccacc tcttgtcgcg
  3324901 agggtgtcgc tgaaggtgaa gaggattgat cacaagcgac aagcgtgaac accaaacagg
  3324961 ccaaaataat tttactgtgc ataaaatttt accgtacatt cattgtgttg atagtcattg
  3325021 ttcgtaattg tacggatatc gactgtttga ttttttcagc attacgtaag gattccgaaa
  3325081 aaaaatattt cagtcccaat aaattaaaaa aatcgcaatg accaccacaa acaataggat
  3325141 aaataacctt ttcgtcttcg taggttcact cgttttttaa tcgccgcatt tattccccct
  3325201 tcggcagcat ttatttagat tatgctgcca gagtaatagc ctcatgtttt acgtcatttt
  3325261 tggtgggtca attaatgcgg ctatacccaa aataatttga gttttaggaa ggcggcaagc
  3325321 gaggtaatcc cgataagctt gcataagtaa ttgattttga tgagtacgcg cagctaacga
  3325381 tcctgtaatt tcaaatactc atctgtaatt tcaagtaccc actctcaact tcaagtacca
  3325441 acaagaagat aatgcgttcg cccttcaagc gactcgacat aaggttaaga tggacgattc
  3325501 tatgattgat aacaccggtt ctgtagtcga taaaaatact gtcccccttt ctgtgctcga
  3325561 tttatccccg atagcacagg gtaaaacagc acgggatgca tttcatgctt cactggattt
  3325621 agcacaacat gctgaaaaat ggggatatca gcgctactgg ctcgctgaac atcacaatat
  3325681 gaccggtatc gccagcgcgg cgacgtcggt gctgatcggc tatattgcga gtggcacgaa
  3325741 taagatccgc gtcggcgctg gtggtgtcat gctgccgaac cattcaccgc tggtgattgc
  3325801 tgagcagttc ggtaccctcg cgtcgctcta ccctgatcgt atcgatctcg gtttgggccg
  3325861 tgcacccggt agcgatcaac gcaccatgat ggcattacgt cgccatctct ctggtgaagt
  3325921 ggataatttc ccagccgatg tgcgtgaact gcagaattac tttgccgaag tacaaccggg
  3325981 gcaagcagta caagcagtgc caggccaggg gctgcatgtt ccgctgtggc tactaggctc
  3326041 cagtctgtat agcgcacaac tggccgccgc gatgggcctg ccgtttgcct ttgcctcaca
  3326101 tttcgcccca gatatgttgt tacaggcact ctcgctatac cgtgagaact ttacaccatc
  3326161 cgctcaatgg ccaaagccct atgccattgt ctgcgtaaac gtggtcgcgg cagatagcga
  3326221 gcgcgatgca cgcttcctgt ttacctcaat gcagcaacaa tttgtcagcc tgcgccgggg
  3326281 gacaccgggc cagttaccac cgccagtgga gaatatggcg gcaatttgct cgccagcgga
  3326341 acagtttggt gtcgatcagg cgctgcgctt atccatcgtc ggtgataaaa gtaaagtacg
  3326401 ccatgggctt cagtcattat tacgggaaac acaggctgac gaattgatga ttaatggcca
  3326461 aatttttgat catcaagcac ggctgtattc ctttgaaacc gttgccagct tacagcaaga
  3326521 tctgatgcat accccgcgcc ggtaatatcg caggcagata caaataaccg ccataaaaaa
  3326581 accagcccga aggctggttt gaggttgttg acaaagtgcc cgcgacggag agaacaggca
  3326641 gatcgtaaag acgccgtaaa tacatccatg taggctcgag ccgcgccatc cttggcgcgg
  3326701 acgctttact cctctgccta tcctcaccgt tcaagatcgc gtcatcgggg tttgtcagca
  3326761 gtctgaacca gcccgaaggc tggtttttac gtttaatcat caaaatgttt gagtaaatat
  3326821 tttcttcata ttggcagcaa aatcaatatc catggccgcc gtataaccaa tcagagtatc
  3326881 aagagtcggg gctgactcac ctttctcgaa tttgctgatc gcctgccgac tcacaccgat
  3326941 gcgtttagcg atatcaacct gcgtcaactg tttggatttt ctgaccgcaa ccagactatt
  3327001 gagtagtgcc ttacgtagca tgacgatagc ataggccctt gcggtttctt catcttgtaa
  3327061 gagttctgcc cgaacctcat cccaagcgtg cagtgtcaga tcacttttca taacaacctc
  3327121 tttttgttgc taatttattc ctcaccctga gaacggagga aatctttata cctacgtaat
  3327181 ccgagtgctt tgctggaatc aggtgcctta ttggttttct tggcaaaaat atgcgtaaca
  3327241 atataaaggc catcaacgta gtgaaagtaa aaacctcgga gccaatgact tctactgtgt
  3327301 gttttaagct catacatatc gcccccgatc ttctccacgt taggcacacc agaaccaggc
  3327361 ccatggagtt caaagacatc aatagcaacc aaaaattcgg ctctattgat tgcatctaaa
  3327421 tcgctaagtt cctttcttgc cgagcccagt agcctgatag gaaaattttt tcgacgttta
  3327481 tgattttggt catccctgcc catactgtca acttataggt ttactttaat agcaccatcg
  3327541 gtggcttaag ttaacaaata catctctcta tccaaagcaa ttggcatggc tgtaaggcca
  3327601 aataagtttg gcttaatgag caggtgagca taaaaaataa gcaggagata atcatgatat
  3327661 aacgataaat aatagccata aaaaaaccag cccgaaggct ggtttttacg tttaatcatc
  3327721 agagatgact aagcgaactt atgcatcacc gaagcgacga cgggctggtg cggcggctgc
  3327781 agcagcaggt gcggcagcat catcacgacg tggggccgca gaacgctgac catcgcggtt
  3327841 accacgacgc tcaccaccac cggtaggagc acgatcgccg ctaaatgaac gacgaggagg
  3327901 agcgcctgcg ccttcacgac gttcgccact gaatggacgg ccaccgccac gacgctcacc
  3327961 accgttacca cccgctggac gctcacggcg ttcatgtggc tgtgcatcac ccaacagctg
  3328021 catgttcagc ggcttgttca ggatacgggt acgggtgaag tgagataaca tttcgcccgg
  3328081 catgcctttt ggcagttcaa tcgttgagtg ggaagcaaac aacttgatat taccgatata
  3328141 acggctgctg atatcacctt cgttagcgat agcgccaaca atatggcgaa cttcaacacc
  3328201 atcatcacgg cccacttcaa tgcggtacag ctccatctcg ccaacatcac gacgttcacg
  3328261 acgagcagga cgctcaccac catcacggct atcagcagaa cggctgtcag agcggttatc
  3328321 gcgacggctg tcaccacgat cacggctacc acgatcgtta ccacggtcat cacgtgaatt
  3328381 gaattcacgc tgcggacggc gtggggcttc tggtggcagg atcagaggac gttcgccctg
  3328441 cgccattttc agcagtgcag cagccagagt ctcgatatca aactcttctt ccggttgcag
  3328501 cttagccagc aatgcgcggt acatatccaa atcactgctt tccagttgtt ggctaacctt
  3328561 agcggcgaat ttagctaaac gacgttcgct cagcaaatct gcgtttggca actcaacttc
  3328621 tgggatcgtc agcttcatcg tgcgttcgat gttctgcaac agacgacgtt cacggttctc
  3328681 aacgaacagc aacgcgcgac ctgcacgacc tgcacggcca gtacgaccga tacggtgaac
  3328741 ataagactct gaatccatag ggatatcata gtttacgacc aagctgatac gctcaacgtc
  3328801 caagccacgg gcagctacgt cagttgcaat cagaatatcc agacggccat ctttcaaacg
  3328861 ctccagcgtc tgctcacgca gtgcctgatt catatcacca ttcagtgccg cgctgttgta
  3328921 gccgctacgc tcaagggctt ctgctacttc caaggtcgca tttttggtac gtacgaaaat
  3328981 aatagcagca tcgaaatctt cagcttccag gaaacgtacc agcgcttcat ttttacggta
  3329041 accgccaccc actctccagt agctctggct aatgtcaggg cgggtcgtca cgctagattg
  3329101 aatgcggact tcctgtggtt ctttcatgaa gcgacgcgta atacgacgaa tcgcttctgg
  3329161 catggttgca gagaacaacg cggtctgatg ttcagccggg atctgcgcca taatcgtttc
  3329221 aacgtcttcg ataaagccca tgcgcagcat ttcatctgct tcatccaaca ctaaaccgct
  3329281 caggttggac aggttaaggg taccgcgttt caggtggtct aacagacgac ctggggtacc
  3329341 aacaacaact tgtggcccct ggcgcaaagc gcgtaattga acgtcataac gctgaccgcc
  3329401 gtacagggcc accacgttga cgccattaat gtgtttagag aaactggaca gcgcttcagc
  3329461 aacctgaaca gccaattcac gggttggtgc caacaccaga acctgtggcg acttcagatc
  3329521 agctttaata ttgtgtaaca gcggcagacc aaacgcggct gttttgccac tgcctgtttg
  3329581 cgccataccg agaacatcac ggccgtttaa caggtgtgga atacattcca actggatagg
  3329641 agatggtttt tcataaccaa gatcagtcag agcggaaaga attggagcgg acagccccag
  3329701 atcagcaaaa gaggtttcaa gctcagtagt catgtacacg tgcctcatta ataatggcag
  3329761 ccagtctaca taactcgtcg agaaaatttt cagtcatttt cattgaaaag tgtgaaccgg
  3329821 ctcaaattag attataaaac gaacaaaaag gccatcacct gttagggtga ttaactttgg
  3329881 taaaaaccaa ggtatatcag gctgatagtt gttcgtcagc tattgctggt ccgattccga
  3329941 taggtcgtct tgttcttggc ccaaaagtgc caattccaac aatgcatagc ggtgctcaac
  3330001 aaagttatga acgttgttag ctaccgtcag tttgaacagc accgaagcgg tgttcttgtc
  3330061 ccccagactt aggtaatgtt tacctaaata gaagtcagtt tcactgagat gctcagcgag
  3330121 cgaagtgtta tccgttgcat ctgccttgag cctttccatc agcgattttt cgctgatctt
  3330181 gcccaggtag aattcgacaa tattccatcc ccattgccct ctgtccgatt tttcatagcg
  3330241 ttgttgtaac gctactacag ctgctttagg atcgatttct ctttccacca gatacagcca
  3330301 taatgaacgg aagggatcat ttggatcgtc ttgataaaac gcctgcagat catcctgcgc
  3330361 caacgggaat cgaccgccat aatacaaggc gataccccgg tttaaacgcg cgtaattgta
  3330421 agttggatca agctctagta cagaatcaaa cgcttcatag gcagcatcaa aattgcctgc
  3330481 ctgcgttaaa tatatgccaa gatagttaaa aacctctggc atatcaggac gaatagctaa
  3330541 cgcttgcgaa aaatcatttc gcgctagtgc ccgtagcccg aggctatcat acagcactcc
  3330601 gcgctcatat aaaagctgcg cgcgctcatc atccgtaagt gcccgacttg caaggatttg
  3330661 ttccatgcgt gccagaatca cttcctgctg taacgttggt tgcaacggga ttgccaaaac
  3330721 ctcgtcttta cgccaatcat ggttgctgca tcctgccagc atgagtgctg tcgcaacgta
  3330781 acaccagcgc aagaaaggct tcatttccta ctcccgaaga caaacattgg ataaacatcc
  3330841 tttcatccat ttgtttaaca caagagcatc ccgcccctga gataacacag ccccttaccg
  3330901 atgagcaagg agctgtggaa tgacttaatt actctgctgc tgcttctggt gcttctgcgt
  3330961 caggagtagt ggcttctttg atgctcaggc ggatacggcc ctgacgatca acttccatta
  3331021 ctttaactgg cacatcttga cccatctgca ggtagtctgt cactttctct acacgcttat
  3331081 cagcgatttg agaaatatgt accagacctt ctttaccgcc accgatagca acaaatgcac
  3331141 cgaaatcaac gatacgggtg actttacctg cgtaaatacg gcccacttcg atttcagcag
  3331201 taatctcttc gatacgacgg atagcgtgtt ttgctttatc gccatcagtt gctgcaatct
  3331261 taatggtacc atcatcttcg atttcaatcg tggtgccagt ttcatcagtc agcgcacgga
  3331321 tcaccgaacc acctttaccg atcacatcct tgattttctc agggttgatc ttcatggtgt
  3331381 agatacgtgg agcaaactca gagatatcgc cacgtggtgt gctgatagcc tgttccatca
  3331441 cgcccagaat gtgcaaacgt gcacccttag cctgattcag agctacctgc ataatttcgc
  3331501 gggtaatacc ttcaatttta atgtccattt gcagtgcggt cacaccgtca cggctaccgg
  3331561 ctactttaaa gtccatgtcg cccaagtgat cttcgtcacc cagaatgtca gacagaacga
  3331621 caaagttatc accctctttt accaggccca ttgcaatacc agcaacagcg gctttaattg
  3331681 gcacgcccgc atccatcaga gccagagaag caccacaaac agaagccatt gaggaagaac
  3331741 cattagactc ggtgatttca gaaaccacac gaatagtgta agggaactcg ctcgcacttg
  3331801 gcatcacagc cagaacacca cgtttcgcaa ggcggccatg gccaatctca cgacgcttag
  3331861 gtgagccaac catccctgtt tcgcctacac aatacggagg gaaattatag tgtaacagga
  3331921 atgaatctgt gcgctcaccc atcaactcat caatgttttg tgcgtcacgt gccgtaccca
  3331981 gcgtagcggt aaccaacgcc tgagtttcac cgcgggtgaa caaggcagaa ccatgagtac
  3332041 gtggcaagat gccagtacgt acatccaaac cacggatcat gtctttttcg cgaccatcga
  3332101 tacgtggctc accacgcagc acacggctac gcacaacatt tttctcaacg ctggccagga
  3332161 tatcctgaat ttcagcggca tctaatgtgt cgtcctgcgc taatagcgct tcggtcacgt
  3332221 cagctttgat agcatcaact tgcgtataac gttcttgttt ttcagtgata cggtatgcat
  3332281 cgcccagacg cgcttcggcc agttcagcaa cacgcgcatg cagtgcttcg ttgacaggct
  3332341 ctgcctgcca atcccactta ggtttgccag cttcagcaac caaagcgtta atattttcaa
  3332401 tcacaacttg ctgttgttcg tggccgaaga cgaccgcgcc caacatttgc tcttcggaca
  3332461 gaatatcggc ttctgattca accatcagca ctgcacccgc agtaccggca acaaccagat
  3332521 ccaaacggct ctctttcagc tcgtcagtgg ttgggttcag cacatactgg tcgttgataa
  3332581 aaccaacgcg agcagcaccg attgggccgt taaatggaat gcctgacaag ctcagtgccg
  3332641 cagatgcacc aatcagtgcc acgatgtctg ggttaatttg tgggttaacc gaaacgacgg
  3332701 ttgcaatcac ttgaacttcg ttcaggaagc tgtctgggaa cagtgggcga attgggcggt
  3332761 cgatcagacg tgaagtcagt gtttcgcctt cacttgggcg gccttcacga cggaagaagc
  3332821 tacctgggat acggccagca gcgtaagtac gctcctgata gttaaccgtc agagggaaga
  3332881 aactctggcc tggtttggct ttcttttgac caacaacagt cacgaatact gcagtgtcgt
  3332941 ccatgcttac cattacggct gcagtggcct ggcgagccat cataccagtt tcgatagtta
  3333001 cggtatgttg accatactgg aatttacgaa taatcggagt cagcaaaatt gtacccttat
  3333061 gctttgcggt gcctgatcgt attgacgatc taatccacct gttactgata ccttcacact
  3333121 gcatcctcgc gactaatgac aatccttaac tttcattaag ttaaagtctc tcattagccg
  3333181 cgcgaacctc tgcattggaa gatcctattt ataaatctta tataataata acaatatact
  3333241 aacgtattct atcattactt cttagaaaaa aggggccaac ttgcactgaa ccccaaaact
  3333301 tggacatctg ctttactgct tttctacctg agtccggtat tctgccggac tcattccgcc
  3333361 tgttttcagg ctaatgcgct ctgtattgta ataatggata tattctacaa tgtcacgctt
  3333421 taaaactgtg gctgaatcgt acttcttacg gtgatacatc tcggctttca ggtgactgaa
  3333481 gaaattttcc atcactgcat tatctaaaca attgcctttg cgtgacatac tttgccttat
  3333541 ccccgcctcg acaagcattg agcgccacat cggcgttcgg taatgccagc cctgatcgct
  3333601 gtgcaacatc aggccttctt ttctcccttt cactttcagc gctttttcca gcgtcttgca
  3333661 cgtcaggatt aatgctgctc tttctgacat atgccaagaa ataatctcat tattaaacag
  3333721 gtcttgtatc accgacaaat acagcttctg tgctccaact cggaactctg tgacatctgt
  3333781 acaccacttc aatccactga tttcggatgt aaaattacga gccaatagat tatcggatgc
  3333841 ccggccacca tcggccctat aggagcgata ttttttccgc cgaatgaggc tgagtaaccc
  3333901 gtgctgattc atcagttttc gcaccgtttt gtgattcagt gtgaaccctt cttttctcag
  3333961 tgcgaccgtc atccggcgat aaccgtagcg ctgtgcgtgt cgtctgctta gggcgccaat
  3334021 cgcttttacc gcatctgcat agtcatcaat tacaccgtcc ggtttcgatg catgataata
  3334081 gtatgtactg cgtgccaatt ttgcggcaca cagtaggcaa gaaagtcgat gttctgctgt
  3334141 cagtgcttga actattctgg ttttttctgc tgctccctga gtgccttttc ttctctcagg
  3334201 gctttccgct tttttagata agcgttttcc gcgcgcagat actcaagttc tttctctagc
  3334261 tccgcatgcg tcatctcgct gaacggtttt gaatcgtgct catatttatc ttttggcata
  3334321 gtaggacccg ttttcgatgg gttaagcgct tcttttcctc cctctcgata acgtttcatc
  3334381 cagttttgga taatcgtctc gttgggaatg ttaaaatgag cagaagcatc ggcagcgcta
  3334441 catctgtttg ccatcatata gcggacaacg caaagcctga attctggagt ataagttctg
  3334501 gaaagatggt gctccagtcc agcctcacct tgacggcgaa aagctcggat ccaacgcgta
  3334561 agaggggatt tgccaacact gaattgacgt gcggtttccc gcagagtggc ctttcctgaa
  3334621 aggtaatgtt gaaccgccgc taggcgggtt gaaaaagggt gtttcattga accgaacctc
  3334681 cagatcatgg ataaaaagat ccaagatctg gggttcagtg cacttatggc cccattggcg
  3334741 gttggttcat cggaggccag gtgagctgtg aagccataac aaccgaaccc gatcaccgac
  3334801 tcaaaccacc aaaccaccaa accaccaaac caccaaacca ccatcaaccg aaacccgatc
  3334861 accgactgat atctccggga ttcacaacac ccccttttta tctcccagaa tccccttcac
  3334921 tatctgcaca tcctgaatcc ccaacccggt taaatccgcc aaggtaatct gttggtcatt
  3334981 ctctctaaaa gggatgcctt gcgctaaagc taaaccgatc tcagttaagt tgtgatgagc
  3335041 caacagccct tgcttaaacg ctaacgaaac ttcgccaaaa tcggtgcatt gcgcgattga
  3335101 atccaccaga attttatcgg ctctcgcgac taactcggcg gagagctcgt gcttacccgc
  3335161 gctatctgcc ccaaccgccg taatatgtgt ccccggctgg atatcttcag cctgtaaaat
  3335221 aggctcccgg cttggcgtgg tggtgacaat aaattggctg tgatgggcca gctctgcggc
  3335281 attcaacgtg gtgttgactg caaagccctc tgcttgcgca tattggcgat actcctctaa
  3335341 tgccgtttca ctgcggcccc agacccatag ctggcggcaa gtcatcacat ttttcaggta
  3335401 catcagatgc agccgcgcct gtattcctgt ccccacgata ccaagggcgc tgatgtgctg
  3335461 tggcgcgcaa agctcggcga caattcgccc ggccagtgct gtgcgcagcg ccgttagcca
  3335521 gccttcatcc agtaagatcg cttgtggttc accggttttt gccgaaaatg ccatcatcac
  3335581 cccttgatta ctggctaatc cttgagcagg gttatcataa aatccaccgg agaccttcac
  3335641 gacaaactgg tcatcgccct gtaaataacc acttttaata cagcaatcac cattggcctg
  3335701 atcaaacagt aaatgctgta ctggcggcat ctggacccgt tgctgactaa aagcaataaa
  3335761 gccctctttg agcaataatg tgatgcgatc cgcatcgaac ttgtcgagaa ttttttgttt
  3335821 attcagaatt agcatccgct gacagctccc agatatttct ccagcacgat atttttaccg
  3335881 cacaacacca ccgccacttt cttaccttgc cattgcggag ccaatttcag tgccgcagcc
  3335941 agtgccacac cggcggcacc ttcaatcatc cagcggtcag tacgggcaat caaacccatg
  3336001 gcctctttga tttcttgctc actcaccagc accttctgat cgattaactg ttggcacagt
  3336061 gcaaaggtga tcgctcccgg ttcgatacca ccggcggttc cgtcagacag cgtttcttgc
  3336121 tctgccacct cctgaatctg tcctttctcc agacaggtat acaggctggt ggcattggct
  3336181 ggccagcaac caatcacctg cgttttatcc gataatgttt tcaatacggt cgcaatacct
  3336241 gaaatcaggc caccaccacc aacggcaaca aacaccgcat caagatcggg ctgctgttcg
  3336301 accatctcca tgccacaggt gccttgcccg gcaatgacct gcgggtcgtt atacggtgag
  3336361 atatacactt taccttgttg ctcagcggcg ataccggcgg ccagttcagc atttaaggca
  3336421 tctccggaga ctaattcaat ttgccccccc agtgcacgga tcacatccag cttgatggct
  3336481 gccgcctgtt ctggggcgta aatagtggat ttaatccccg ccagttttgc ggccagcgcc
  3336541 acaccttgcc catggttacc ggtggaggcg gtgatcacac cttgctggcg ttgtgcctca
  3336601 ttgagtaaac gtaacttgtt actggcccca cgaaatttaa aagaaccggt gtgctgcagg
  3336661 tgctcacatt taagatagat ctcacaaccg ctgtgttgag atagcagtgg gctatgctcc
  3336721 aacggcgtga ctctcacttg tgggcgtaat atctggtggg cctctctgat ggcatcaaac
  3336781 aacgtattca tctcgattcc tttaaatttt attttcaata tatccgtggt acagcaagtt
  3336841 gtctgcgcgc tagctgcttc ctgcaactcg aattatttgg gggatatacg tcaaaacatg
  3336901 acggggcgtt ctgtgtgtca taatggcata catattcagc aaaaaatgtc atttgcaact
  3336961 tatcataaaa gaattaaaag cataaaagag ttgaaaatat gaatgcgcaa aaaaaccgtt
  3337021 tcttaccgga acagcagctt acctttgatc ccagaggcca tcagctcacc aatatcaatg
  3337081 tctggacccc ggatagccag tggttggctt atgatgtgcg ccctagcggg gggactttta
  3337141 acggcttaac gattgagcag gtaaattgca ttaccggtga aattgaggtg atttatcgtg
  3337201 ctcgacaggg tgctcatgtc ggggtggtga ccgtgagtcc tgatatgccc gcgccactgg
  3337261 ctgcgttcat cgccggatgg cagtgccatt gcttgcctga tgaacgatga taacggtgtg
  3337321 gtgcagttat ggttgatctc ccctaatggc ggagaactgc gccaactgac agcgagtcaa
  3337381 tgggggattc agtctgcatt tagctggagc ccacagggag agcatttggc ctttatctgc
  3337441 gataacagcg tgatgttgtg cgatagccta accggacatt tacggcggct gacagcccgc
  3337501 agcgtggtgg ccccgctggc tgacgctgtg gtgttttcac caaacggtaa aaagatcgcg
  3337561 tttatgcgtg agatcgatgg atgggcacaa atttttactg tgcatgctga ttagcatcga
  3337621 taaaatctat tggctggata ggattgggcg gatctattgt tttggcgtat cacctgtctg
  3337681 attagtttgc tggttttgca tctcggattg ccggacacgt tcacgtggtg aactggccgc
  3337741 tttatcttca ctgtctgaac gcagataatc gtagggcaga aatagggtat ccatcacggc
  3337801 ggagaaaggc aggtctactg ccagtaaggg gcgtagtgcc cagccggtat cgtcatcttt
  3337861 gagcatggcg atattggctt cggtgccaga gtaatagcct tggctactgc tggtgtgagt
  3337921 caaaatactg gaacaaccgc tggtcagcag cagcgaacag ccagtagcaa aagggataac
  3337981 gatatttctc attatgttat tcggctctca tcaccaagtg attaacccac gacgtcagtg
  3338041 tcaggttttg tctttcattt ttacactctc ttacagacac ttcctatagt caaaaattca
  3338101 atcttatgga cttatttttg tttaagtgta agtgatagcg gccatttcat cgaatattta
  3338161 ccgcctgtat tttccaatac gattttttgc gaaaaatttt ttgatctcat gcttgaaaaa
  3338221 aagaagaccg cacccatttt attatcaggt cagagagaat acgccgatag ggtattcaga
  3338281 ccacgggcct gtccagagtg gaaggcttaa ttataacgtt tgataacacc cttgctaatc
  3338341 tatttaggag gcagtttgta tgcgtaattc cgatcttgct ccattgtatc gttccgctat
  3338401 cggtttcgac cggttgttta atttattaga atctggtcag aaccaaagta atggcggtta
  3338461 tcctccttat aacgtcgaat tagttgacga aaataactac cgcattgcca ttgcggtggc
  3338521 aggcttcgca gagcaggagc tggagattac tactcaggac aatttgttga ttgttcgagg
  3338581 ttctcatgcc aatgagcctg cgcaacgcac atatttatat caaggtatcg ctgagcgaaa
  3338641 ctttgaacgg aaattccagt tggctgaaca cattaaaatt aaaggtgcca atttagtgaa
  3338701 tggcttgttg tatatcgatc ttgagcggtt ggtacccgaa agtttgaaac cacgccgtat
  3338761 tgaaattaag taatcagccc ttatatggat ttttgatcgt gtgaatgagt tacatatacc
  3338821 caagtgactt cgagaggtcg gtaggcggta accgagtaaa ccgcctgaag tttagataac
  3338881 taagtgatgg ggtgagcaag agccgctaac atccctgtat cttgaaggac gacgggtata
  3338941 tttaataaca gtgtttagcc tgccgtaatc gggggctgac cggtcacgga ctgtttatac
  3339001 aacgttaatc cgtggctacc tattatctcg cttcaaagaa ggagttaacg tatatgcgta
  3339061 attatgattt gtcaccttta cttcgtcagt ggattggctt tgataaattg gccagtacaa
  3339121 tgcagggcgg tcaggagcca caaggcttcc ctccttataa cattgaaaaa actgacgata
  3339181 accactatcg catctcactg gcgctagccg ggtttaaaca gagcgaatta gatattgaag
  3339241 tcgaaggccc acgcctgaca gtacgtggta agccaacacc agtggagaaa caggtcgaat
  3339301 acctgcatca agggctggtt cgtaaagagt tctcgttgac ctttaccttg gctgagcatc
  3339361 tgaacgttga taatgcccag tttgaaaatg gcctgctgca tattgattta ctgcgtcagg
  3339421 tgccagaagc actgcaacca cagcgtattg ccatcggcag tgccacacct caggagcgcc
  3339481 aggtattaga aagcccggag gcacctgatc agcagtaatg ggtgttaagt gaccttgtgg
  3339541 ttttgataag ttggtttaaa cgttagtttt taacgtgttg ttatgatgac cggtgccctc
  3339601 tgcccggggt accggcagtt acctcttatt gcatgactct ctgttgtgtg tttttagcat
  3339661 tatgcttttc ccttgtttgt cttttcaccg gagagattcc ccgctctccg gtgcattttg
  3339721 tggcgtatcc cacattcaac cttcccccct tctgacagaa tccctactaa ttgtaagaat
  3339781 ttaaggccat gccgtgcatc tgaggcaatc atgatgctgg tgagaataga gaatccctgt
  3339841 gggaatggaa gcggccaacc tatttttaaa cttaggcaag gaagtgattt atgagtgcta
  3339901 tcgcccttac cgtcagtatg ttggcgctgg tcgccgtatt ggggttatgg atcggtaatt
  3339961 ggaaaatcta tggtgtgggg ttaggtatcg gtggggtgct atttggcggc attattgtgg
  3340021 gccattttgc acaaacttat cagatcgttc ttaacggaga tatgctgcat tttattcaag
  3340081 agttcggcct gattctgttt gtgtatacca tcggtattca agttgggccg gggttcttct
  3340141 cttcactacg ggtatcgggg ttgcggctta actgcttcgc catcttgatg gtggttgtgg
  3340201 gcgggttagt aacagcgatt attcataagc tgtttgctgt gccgctgccg attattctgg
  3340261 gggtgttttc tggtgcggta accaatacac cggcacttgg tgcggctcag caaattctta
  3340321 ccgatttagg ttcgccgcca caactggtca gtcaaatggg gatgggttac gccatggcgt
  3340381 atccatttgg tatttgtggc attttactgg tgatgtggct gattcgttta ttctttaaaa
  3340441 tcaatatcga tcgtgaagcg aaagcgttcg acagcagcta cgggcaaaac cgcgagttgc
  3340501 tgcaaaccat gaacgttgcg gtgcgtaacc ccaatctaca tggtttatcg gtacaggatg
  3340561 tgccattgct gaacagcgat gaggtggtct gttcacgatt gaagcgtggc gatttactga
  3340621 tggtgcccat gccagccacg gtgattgaaa ttggggatta tctgcatttg gtcgggcaac
  3340681 gggatgcgct ggagaaagtg cggctggttg tgggtgaaga ggtcgatgtg acattatcca
  3340741 cggcaggaac ggcgttgcaa acggctcgag tggtagtgac caacgaggcg gtactgggta
  3340801 aaaaaatccg cgatcttaat ctaaaacaga agtatgacgt ggtgattact cgtcttaatc
  3340861 gcgcgggtat cgagctggtc gccagcaaca gtgccagctt gcaattcggc gatatcctga
  3340921 atttagtggg ccgtcctgaa gctatcgaag cggtgtccgc gattgtgggg aacgcgcagc
  3340981 aaaaattgca acaggtgcag atgttaccgg tatttatcgg tgtcggtctc ggggttttac
  3341041 tggggtcgat accgctgttt gttccagggt ttccggcggc attacgttta gggctagcgg
  3341101 gtggtccgct agtggtggcg ttgatcctcg gacggattgg tagcattggt aagctgtatt
  3341161 ggtttatgcc accgagtgct aacctggcct tgcgtgaatt ggggatagtg ctgtttttgt
  3341221 cagtggtcgg attgaaatcc ggcggtgatt ttatcaatac gctggtcaat ggtgatgggc
  3341281 tggcatggat tggttatggt gcgatgatca ccgggatacc gttgctaacg gtaggcattt
  3341341 tggcacgtat gctggtcaaa atgaactacc tgacgctatg tggcatgtta gcgggttcga
  3341401 tgacggatcc acctgcgctg gcctttgcca atggcctgca cccgaccagc ggtgcggcgg
  3341461 cgttgtctta tgcgacagtg tacccgctgg cgatgtttct acgaatcatg tcaccacaga
  3341521 tattggcggt attgttctgg acgttgtaga gcgttaattc gcgggctatt aaacttcagg
  3341581 gcagcgtaat tggctgccct gtttgtattg gtgaaggggg taacggcgat tcactctgtt
  3341641 ggcgagttaa cagtatattt attaatcagt aagttgtttc gcttcctgaa acgctcgttc
  3341701 aatctcttcc gccaagatcg cgacaccttt ttcaatcatt tccggagccg gcacataatt
  3341761 cattcgcata cattggtgag tatgtggcca gtcatagccc agaccgggga agaagtaatg
  3341821 gcccggtacc atcagaacac cacgtttttt caggcgctga tagagcagtt cggtgctgat
  3341881 tggcaaatct ttaaaccaca gccagaggaa aatagcgcct tcgggtttgt ggatcaggca
  3341941 gcgttcagcg ggcaggtatt tgcgcaagat ggcgatggtc tgctgtacac gttcaaagta
  3342001 aaacggccgg atcacctcgt tggataagcg caataaatca ccacgctcaa tcatttcggc
  3342061 ggcgatcgcg ggccccatcc cgcccggtga caggctgata ataccgttca tattggtgat
  3342121 ggccgaaatc actttttcat cggcaatgac aatcccgcat cgtgaacctg gtaggcccag
  3342181 ttttgacagg ctcatgcaca agatgatgtt cgggttccac agcggtgtgg cgtcggtaaa
  3342241 aataatacca gggaagggga cgccataagc attatcaatc aataacggaa tattacgttg
  3342301 ctgcgcgata gcatcaagac ggattaactc ttcgtcagta atgacattac cggtggggtt
  3342361 tgtgggcctt gatacgcata tcaagccaat atcatcagta atattgaggt gttcaaaatc
  3342421 cacgtgatat ttaaactgcc cctcgggtaa cagctcaata ttcggtttgg cggagacaaa
  3342481 taaatcttca tccagacctg catccgcata gcccagatac tctggcgcca gtgggaacag
  3342541 cacccgacgg cggctaccat cggcataacg gccagcgaac aaattaaata agtagaaaaa
  3342601 tgcactctga ctgccatttg tcagtgcaat attctgtggc tctatctgcc aacccagctc
  3342661 atcgcgcagc atttttgcca gtgcttttag cagtaagtct ttaccttgcg gcccgtcgta
  3342721 attacacaat gcctcggtta acttgccttc tgttagcatc tcctgacaca gttgttggaa
  3342781 gtaggtatcc atctcaggga tatgtgccgg atttccgcca ccaagcatga tagaacccgg
  3342841 tgttctcagg ccatcgttga ggtcatccat caatctggta atacccgcat aacgggtaaa
  3342901 tttgtcgccg aaaagtgaaa acttcataaa tgaaaatgta ttgttatctg taagtgaaca
  3342961 agtaccatac tcgcagataa aagcggacgc aatgcggaag aatttcttct gactgcgtga
  3343021 aaatatcgcc attcatattc agaacgggat aataaactaa tctggctaaa aaagtaaaaa
  3343081 accatgaaat ggcaagagga gagaattaac cttttttcta aggagtaagg ggattattat
  3343141 catgaaataa ggcataaaaa gccaaaggag agcaatggat ttacttcttc caagatagtt
  3343201 tagacaccta atgccgctag aaatcaaagg cactataaat agcagtgtta acaagataga
  3343261 aaatgattct tttgagagaa caaaaaaata taatgagtac caacataact gaaatattag
  3343321 gaataataca tattcaagtt tgctttcttt cccgtacgag tcaaaataaa gtttgtatgc
  3343381 cctaattatc agctttagaa aatatattta tcactttcct tataaggaag agatttataa
  3343441 ttgagctaag tatgatgtta caggcaataa ttaagtcata tccatgaatt acattatggt
  3343501 tagcataagg agatgttctg accataaagt gactaagggt taacgttaat aaaagaataa
  3343561 agtaaaaaga taacgataag aaggaaaaga ccattttatt ttgaatggca ccctctttaa
  3343621 tgaaaagtaa gggtaaatag gaaattgtga cgctgattga aagaagtaat gcattaactg
  3343681 catttgatgt catcaaagta aaaacatcat aagccagtat ggctttacta ccatataaaa
  3343741 aatatatcat gtggtaatat aaatcaaaac caataagtag tgcaataata aaagacccta
  3343801 ttaggaatgc gattctattt ttcattagaa gataaacgcc ttttacattt aaattggata
  3343861 atatagaaaa tagtctttag ttgttgtcat attatcattg tttataaaaa gaaataaatt
  3343921 aagttttcaa gtatatagtt gattaagtaa atgatcatta aaaatgatat aaataagaca
  3343981 tttcttgttt aaagataagc gtgtagataa atgtggtaaa ggttccgtat tttgtattta
  3344041 tcctaatgct acatatcaat tgacggcaga aacagacgtt gagtttgtat ttttatgccc
  3344101 ggaattgcat gtgactggtg accgaacgtt atttagcgat cgggtatccc cttcgtcctt
  3344161 gacgtcgcag gggggtagct gtggaatttg actgcctcat tatgctaacc gcacgcgccc
  3344221 gcacggttag ctccagatat cagttcttat caccgaccca aacgaccaga accttatcgc
  3344281 cctgatgttg gcggctaaag gcatagtaat tggcggtttg ttgcgattgt tgtacaccag
  3344341 cgcctatcgc gggatgacgg gcgcggaatt gactgacttt ttgccaatgg gccaacagtg
  3344401 cgcctttttc gcccgatagc tcactccagt tcatatccga acgggtaccc tgcaacggat
  3344461 cggaaccggt tgggccaaac ttccgcccgc tttcatcacc gtagaagatt tgtactgccc
  3344521 ccggagccaa caacagtaaa gagcctgctc gctgctgttt tgccagtgac tgttgtgcat
  3344581 cgtctttaaa gaataaccgg gtatcgtgag acgagaggta gctcaacaca ttgaagtttt
  3344641 gcagtttctc cgccatttgg ttgtaggtac tctcgataga tgagaagcag gccagcgcct
  3344701 gatttgcctg atcctgaaaa tcaaaattaa tcatggcatc aaagccattt tggtagtaat
  3344761 cacttttcat gacaccgtgg ccccaagcct ctccggtcat ccaaaatggc agattatcca
  3344821 gcgcctgttc tggatgtgcg gctttccatt cggccagtgc cgcgatgctc tgctgcttta
  3344881 attgttgcca ggcgggtttc tctacatgct tggcagtatc aacccgaaaa ccgtcaatgc
  3344941 cgtaatcgcg tacccattgg cttaaccaat gcgtcatata atcacggggt gtcgcaccgg
  3345001 cgatttcttg ggctgcggtg tccggtttgt tacggtaaaa cactggcaaa ccgctgggct
  3345061 gcgtcgattc tgttttgata tcgggtagga aggccagcga catcgtcaga tcgtcataac
  3345121 cgggggtgtc gtaatcacca atatcggtgc ggatccactt tttaccccac caattatccc
  3345181 aagcggtctt atcactgaag ttgatgtaat cattaaagct gtgccaggtc tgcccgctgc
  3345241 caggggtcca gtcgctccaa cgcttaccca aggttttttc ctgctgatcg ccttgcaggt
  3345301 agagcgcccc gaattggtcg ttctgcatat ccgccagcgt tgcataaccc acatgattca
  3345361 tcaccacatc aaataggatg cgaatgccgc gtttatgtgc ctgttcaacc agtgtgcgta
  3345421 aatcctgttc ggtgcccata ttggcatcca gacgggtcca gtccagcccg tagtagccat
  3345481 gataggcata atgtgggaag tcgcctttgg tccccccgcc gacccagccg tgaatttgtt
  3345541 ccagtggaga actgatccac agtgcgttga ccccaagctg ttgcagataa tccagcttct
  3345601 cggtaagccc cgccaaatcg ccaccgtgaa acgttcctat ctcctgcatc ccatcgccat
  3345661 gacggccata gctatggtcg ttcgctgggt tgccgttatt aaatctgtcc gtcagggcaa
  3345721 aatagaccgt agcgttttgc cagctaaaag gggcggcttg ctgtgtttgg gccgattcca
  3345781 acagcagtaa accaccactc tctggggcgg gtcgtaacgt aattttgccg agagaaacgg
  3345841 ttgccgtttg gccggaatag aaatcccgta caatttcacc ttcggcaaag gttttactga
  3345901 catccacggt cacaggattg ccatcccagc gttggcaaac gtgggtgacg acctggactg
  3345961 cctccgctac gggtgcggtg acacttaagg tcagcgtcgg ggtgccgcta cgggtatcga
  3346021 ttcgcgcttg atactggcca tcacggaaca accgccacgg tatcgcgata ttctcctggc
  3346081 aaggctgcaa cgagagcatt tggttcagct ttaccggccc ggttggctgc cagcactgtt
  3346141 tatcctgata aaattttaga gggtattcgc ctttggtcag tgagctgcta ctgagaaaaa
  3346201 taccgctgtc ctgttcagta aaagccggga aatgctgtag ggaccagttc gccatcgctg
  3346261 ctggtgaaag aaccagtagc aaggggagtg tgagacgttt catggcgcgt cttcctaata
  3346321 ttgggttcga gaaacgtata aagtttgagg cagattcagt gtgccgcttg gcgaagaaat
  3346381 agcctcatcc ctgagcggtt tttgtaggga ggaggggggc ggaggataag ggcggaagat
  3346441 aaggatttga ggcggcaacc ccgaaaagaa aaagggccat tatcacgatt cggcaaaacg
  3346501 ttattggcct gccaaacatc tattgacccg ctaaacaggg caggccaata gaattgacgg
  3346561 gcggatgtta atttagtgag ttattagcac ctgtgggttt acacagttct cttttaccgt
  3346621 gccggtgagg gcattgatga ggttatcaac tgcacaagcc gccatgttgt agcgggtttc
  3346681 atgggtggca gaaccaatgt gtggtacagc aaccacatta cgtagcgtca ggagtggcga
  3346741 atccacaggc agcggctctt gctcaaagac atccagcccc gcggcgtgga tcgtgccatc
  3346801 ttgtaaggct gcaatcagcg cctgttcatc caccacgggt ccacggcccg cattaatcaa
  3346861 aatggcactg gatttcattt ttgccagttg ttcacggcca atcatatgat aagtctgttc
  3346921 tgtcatcggc aaggtaatac acaggaaatc ggcctcagct agcagagtat ccagtgagca
  3346981 gtggcgggca ccaaaacgct gttctgctgc ttcgtggggg cggcggctgg tgtacagcac
  3347041 gggcatactg aaaccaaaat gtgcccgttg ggctaacgcc atgccaatac ggcccatgcc
  3347101 cagaatacca atggttttat ggtgaacgtc aacaccgaac cagtcatcac caatgctctc
  3347161 ttgccattca ccggctttca cccgctccgc cagttcaacc acccgacgcg ccgtagacaa
  3347221 catgagcgcc atcatggtat cggccacggt ctctgttagc acggtgggcg tgtgcatcag
  3347281 tgcaatgccc cgttgactca gggcttcaac atcgaaattg tcataaccga cagaaatggt
  3347341 ggaggcagcc cgtaaatttg gcgctaattg taaaaagtct tgatcgattt taccgccaga
  3347401 accaattaat ccttccgctt gttgtagggc agctaatagc tccggctgat tatccggtgt
  3347461 taagccatca aaactgttta cggtaaaatg ttgtgctaaa cgctgatgca gatcggtggg
  3347521 aatacttttg tacaacacaa tagaaggttt catcacacac tccagccagt tatacccgtc
  3347581 atatttcaaa ttacctgtgc gttgtcatcc cagtcagtga cttaatgtca gttcttgggt
  3347641 ggcgcttagt tgccaccttg ctgtaactcg cattatttag gtcatatcga aatttagggc
  3347701 atatcgaatt atttagaata caacagtaag aacccaaatt attagataag aactcaagcc
  3347761 agcataacag tgatcatgac cttgggatca agcgctaatc atcactaaaa tgtgatgatt
  3347821 gatgaaaata cccatcgatt taccgatggc ttcgcagttt acgggcggag gtatcaggct
  3347881 ttttcacctc ctgcgaggcg tgtcgctatt acgttgattt tgttgcgatg gcagagttaa
  3347941 acaagtaagg tcttggaata aatgagccag cgacttttta gataaagaat acatgttaga
  3348001 taaacaatac atattagata aacagtgcat gagccaaaaa taaaaaatgt ttcagtaata
  3348061 ccggggaaga gatgaatatt gatcatgggg cccgccagcc acaatcagtc ggtgaacggc
  3348121 tactgctgtt gctcaaaact cacggcccgc tacaagcagg tgaggcgggg aacattttgg
  3348181 gcaccaccgg tgaagcggcg cgtcagcagt ttgttaaact ggccaaaaaa gggctagtgg
  3348241 tggccgaagc acaaacccgc ggtgtggggc ggccaattca gttatggcaa ttaaccgaga
  3348301 gcggtaatac acattttcct gatgcccatg gggagttagc tgtgcaactt ttgcgcttaa
  3348361 ttcgtacaca attgggcgat aacgcactgg aattactgat cgatagccgt gaacaggaaa
  3348421 ctcgcgatca atattgtcag gcgatggtcg gggtcagtaa tgtggctgaa cgcgtcgagc
  3348481 ggttggtggc tatccgcacc ggtgaaggat atatggcaca atcgcaggtc gaggccgatg
  3348541 gcactatttt gttgatcgag aatcattgcc ctatctgggc ggcggcagcc agttgccagc
  3348601 gtttttgccg taccgaactg gcggtattcc agcaagcatt gggcgtgccg gttgagcggg
  3348661 ttgaacatat tttatctggt gctcgtcggt gtacttaccg cattcacccc gaataattat
  3348721 gatgaccggg agcttgtcgc caggggaaaa tggggagcag tgcggataag ccaaaggaca
  3348781 ttatccgcat gttttatcac ggtgtttact attgatattt atcgcattaa tgcatattgc
  3348841 cgttgtttac agtgggctta aggtgatttc aacccggcgg ttttgcgctt taccggcggc
  3348901 agtactgtta gacgcgactg ggttatcggg gccagcgcca taagtgcgga tacggttggc
  3348961 agcgacgccc tgcacgatca gtgcgctcgc cacattatcc gcccgctgtt gcgagagcac
  3349021 gatattatgg gcgcgggcac ccgtactgtc ggtataaccg gtcacattga ccgcagtttt
  3349081 atcatactct ttcaatacca tggcgacgcc agtcagggta ttggctccgg caggtttcag
  3349141 gttactgcta ttggtatcaa aggtaacgtt attcggcata ttcaagacaa tgttctcgcc
  3349201 ctgacgggtg acgcttacac cggtaccgct cattttttca cgtaatttgg cttcctgcac
  3349261 atccatgtag tacccagccc caccccctag tgccgcgccc gccgctgcac caattaatgc
  3349321 acctttacca cgatcatgtt tagacgatga caacagacca attcctgccc ccagcgcggc
  3349381 accgataccg gcaccataac ctgatttacc ggcttgcgac tcaccggtat aaggattcgt
  3349441 ggtacaggct gagaggatca gtgcgacgga gacgatggcc acaggagcca gaatacgttt
  3349501 tttcatgata tgaccttaaa tgacactcta tttcggcgaa gagatgacaa cgtcgctaaa
  3349561 tagcggataa aaaattgatt aacccacgtt aactacattg gctaatattg atgtgccatc
  3349621 gttatccagt aaaaggtcag cgaataccat tgagaaaact cttatagtgc tgcccgattg
  3349681 acggaagcgc tggttttctc gacaaatttc gcataagagc acgctatggc aatgaaaaaa
  3349741 tggctattac gtacaaaagc gcggttatta cggtcagcac gtaactcttg ccatcatgcc
  3349801 tcttattttt ttgcggtatg aacagtgcgt tgcgatatga ataaaaaaac cataaaagac
  3349861 gggttaatgt gcgggatgtt gccaatgcat cgtgaggatt gtgccctgag tttctgcgtg
  3349921 ataagcccgc ccgatgaccg taaaaccttg tttacgatag aagcggtagg cgcggcggtt
  3349981 ttgctgatac acctccagac tcagcgctgg gtagcgttgc tgaacgtggt ccatcaaggc
  3350041 cttggcgaca ccgtggccgt gaaaggcttg ggcaacaaat aacgctccga caagttgttc
  3350101 ttccaggata ctgataaacc cgataatcgt attttcctca gcggccgctc ctggttgctg
  3350161 atatacccag gtacgtgctg ccggaagata agtctctctg attaatggtg cgctctcata
  3350221 ccagtattgc tcggcaacaa aagggtgcgc gtcaatagta ctggttagcc acagttgcat
  3350281 cagggcattg agatcgtcgg gttggtagac tcgaatcatt tcactgcatt atctgggtgg
  3350341 caaaaacaat ttgccatgtg atcgttcacc aagccgctgg cctgcataaa agcataacaa
  3350401 atcgtcgatc caatgaattt aaatccgcgt tttttcaagg ccttagacat ggcatcagag
  3350461 acggcggttg ttgccggggc ttctgccaga caccaccaat ggttaatttt tggctcatca
  3350521 tcaacaaaac tccagataaa gcgtgagaag tcttcgccgt tggcttccat cgctaaataa
  3350581 gcctgtgcgt tggtaatgat ggcttggatt ttaccgcgat ggcggataat tccgctgtct
  3350641 tgtacccgta tttctacctc ttcaggcccc attttcgcca ccttaaccgg atcaaaatga
  3350701 tggaagcttt tgcggtaatg ctcccgtttt ttgagcacgg ttatccatga cagccccgct
  3350761 tgttgccctt ccagacaaat catttcaaac aatgcccggc tatctttgag tggcaccccc
  3350821 cattcggtgt cgtggtaagc cagataaagc ggatctgagg taacccaacc acagcgttgc
  3350881 aagctcatat ttatctacct ttttgttgtt tgttatggtg cttgtcgttt gttatagcgt
  3350941 ttgtcgcttg ttatagcatc ggtgtcgctt gtgatagcgg aggatgatcg ctgttcaggc
  3351001 agagataagc aacccgctca tgtctattct gtggtggcct tgagacaggg ctgacacggt
  3351061 taggaatggt gaaatttaaa cccatttttc ccctcatcga cccataaatt aaacctgatt
  3351121 gcagcatctt accggattct ggctgtatat cttacggtca acgggtatac tgacccattc
  3351181 cattttaatc cacttgtatc gcgtgcgaat ccaacatgca aaagtttgat accaagacct
  3351241 ttcagggcct gatcctgacg ttacaggact attgggcgcg ccaaggctgc accattgttc
  3351301 aaccactgga catggaagtc ggcgcgggta cctcccaccc aatgacctgc ctgcgcgcaa
  3351361 ttggcccaga gccaatcgct gctgcttatg tacaaccctc acgccgcccg accgatggtc
  3351421 gctacggtga gaatccaaat cgcctacaac actattatca gttccaggtg atcattaagc
  3351481 cttcgccaga caacattcag gagctgtatt taggctcgct gaaagagtta ggtctggacc
  3351541 cgaccatcca cgatattcgt ttcgttgaag ataactggga gaacccaaca ctgggtgctt
  3351601 ggggtctggg ttgggaagtg tggctaaacg gtatggaagt cacgcagttt acttacttcc
  3351661 agcaagtggg ggggttggaa tgcaaacccg tcaccggcga gatcacttat ggtctggagc
  3351721 gtttggcgat gtacattcag ggcgtagaca gcgtttatga cctgatatgg tgcgacggcc
  3351781 cgctggggac caccacttac ggcgatattt atcatcagaa tgaagtggag caatccacct
  3351841 ataatttcga atacgccgat gtcgatttcc tgttctcctg ctttgagcag tacgagaaag
  3351901 aagcgcagtc cctactggcg ctggaaaccc cactgccgct gcctgcttac gaacgtattc
  3351961 tgaaagcggg tcatacgttt aacctgctgg acgcccgtaa agccatctcg gttaccgagc
  3352021 gccaacgcta tattctgcgc atccgtacgc tgaccaaagc tgtcgccgag gcatattatg
  3352081 cctcccgcga ggcattgggc ttccctatgt gcaaaaagaa tcagaactaa gaggctgtca
  3352141 tgactcaaca gactttcctg gtggaaatcg gcacggaaga gctgccgccg aaggctcttc
  3352201 gttctctggc cgaatctttt gccgctaatt ttacggctga actggataac gctaatttgt
  3352261 ctcacggtga ggtgagttgg tacgccgcgc cgcgccgtct ggcagtaaaa gtggccaatt
  3352321 taagtgcggc tcaggctgat cgtgaagtcg aaaagcgcgg cccggccatt gcgcaagcgt
  3352381 ttgatgctga aggtaaacct agcaaagccg ctgaaggttg ggcgcgtggt tgtggtatta
  3352441 cagtcgatca ggcggagcgt ctggtgacgg ataaaggcga gtggctgctg taccgtgccc
  3352501 atgtcaaagg gcaacccgcc cagttattgc tggcaggcat ggttaatact gcgctgagta
  3352561 agttgccaat tccaaagctg atgcgttggg gtgataaaga aactcaattc gtccgtccgg
  3352621 tgcataccgt gaccctgctc ttggggactg aagttattcc tggcaccgtg ctgggtatca
  3352681 attcagatcg ggtgatccgt ggccatcgct ttatgggtga agcggaattc acgatcgaca
  3352741 gtgctgacca atatccacag attctgctgg agcgtggcaa ggtcattgct gattatgaat
  3352801 tgcgtaaatc aatcattaag cgtgatgcag aacaggcagc gcaacagatt ggcggtgttg
  3352861 ctgatctgag tgaaagcctg ctagaggaag tggcgtcatt ggtggagtgg ccggtggtgc
  3352921 tcaccgccaa gtttgaagag aaattcctgg ctgtccctgc ggaagcgctg gtgtacacca
  3352981 tgaagggtga tcagaagtat ttcccggttt acgatactgc cggccacttg atgccacact
  3353041 tcatttttgt cgccaacatt gagtctaaag accctcaaca aatcatttct ggcaatgaga
  3353101 aggtggttcg ccctcgtttg gctgatgctg agttcttctt taagaccgac cgcaaaaaac
  3353161 ggttggaaga taatttaccg cgtctggaaa ccgtgctgtt ccaacagcaa ctgggtaccc
  3353221 tgcgtgataa aacagatcgt attcaggcgt tggcgggttg ggttgccgca caaattggcg
  3353281 ctgatgttaa tcacgccacc cgtgcgggtc tgttgtccaa gtgtgacctg atgaccaaca
  3353341 tggtattcga attcaccgat acccaaggcg tgatggggat gcactacgcc cgccacgatg
  3353401 gtgaggctga agacgttgcc gttgcattga atgaacaata tcagccacgc tttgccggtg
  3353461 atgatttgcc gtctaacccg gtcgcttgtg cgctggccat tgccgataag atggacacac
  3353521 tggcgggtat cttcggtatc ggtcaacatc cgaaaggcga taaagatccg tttgctctgc
  3353581 gccgtgcggc gttgggtgta ctgcgcatta tcgtcgaaaa gaatttgtca ctggatctgc
  3353641 aaacactgac ggaagaggcg gtgcgcctgt acggcagtaa gctgaccaat gcgaaagtgg
  3353701 tcgatgacgt gattgaattc atgctgggcc gtttccgtgc ctggtatcag gatgaaggtc
  3353761 atagcgtcga taccattcag gcggtcttgg ctcgtcgtcc gaccaaaccg gctgattttg
  3353821 atgcgcgagt gaaagcggtg acctatttcc gcacactgga tgctgctgcc gcattggctg
  3353881 ctgccaacaa acgtgtatca aacattctgg caaaatccac ggataccctg aatgaccatg
  3353941 ttcatgcttc gatcttaaaa gaaccggcag agctaaaact ggcgacacat ttggtggtat
  3354001 tacgcgatca actggagccg gttttcgcgg ctggtcagta taaagaggcg ctggttgaat
  3354061 tagctgcgtt gcgggaaact gtcgatgagt tcttcgagag cgtgatggtg atggctgaag
  3354121 acgatgctgt gcgggttaac cgtctgacat tgctgagcaa actccgcgaa ctgttcttgc
  3354181 aggttgctga tatttcgctg ttgcaataac tcgctcgata acatcgtgct gggcaataag
  3354241 gggagctata cgctcccctt acgttatgtt tttgtggggt tagcgacgcg cccttggctt
  3354301 acgttaacga atcggggttc gtttgcgggc tctccctgca acctcccgtg ctttgggtat
  3354361 atactcatta agattttatc caatagcgat tttatctaat agcgatttta tccaatagat
  3354421 tgtgtaccgc acggattgga tgctaagaac gggattttgt gagagtaaat agtttattaa
  3354481 ggagtgattg cacatgattt ttgcattgaa caccgtccgg aacccacgct ggctggcacc
  3354541 tttattggcg ttcttggtca tgttcttggt gaccgcctgc ggagataaag agctagaaca
  3354601 acgtaaggct tttattgatt atctgcaaaa caccgtgatg cgcagtggga tgaaactgcc
  3354661 aacactgagt gaagaccaaa agcagaagtt tggcccttat gtcagcgact acgcgatttt
  3354721 agtcactttt tcacagcaat tgagtaagtc agttgatgcc agtttggtcc cggctattga
  3354781 gcaaatcaat caaatccgcg tggcacagga ttacctcagt aagcgtgatg cgttacagca
  3354841 gtctgcgggt gcgctgaacc tgttagtgca acaaatccgc actgccaaag ctcaagctga
  3354901 cagcgcccaa gccgcattga agctgccaga tgacttgaaa gtggtgttca acagagcctt
  3354961 tgataacatt gtgactcagc ctgctaatgt gttgattcca gcagtgccgg tggtctcttc
  3355021 atttgtgcaa gatctggttc aggttgggga tttcctgcaa cagcagggta cgcaagtgac
  3355081 ctttaataac ggtggcattc aattccagac tccgcagcaa gccgctcagt acaacacgat
  3355141 gatgagcaac ttggtcgcca agtacccgga gatgatggcc gcgcaaaagc gcgtgatgaa
  3355201 ggtaatgcag taatagatgt tgttaaatag aatttgcgta ttgcgaaggc agactgctga
  3355261 caaaccccga tgactcaatc ttgaacggtg aggataggca gaggagtaaa gcgtccgcgc
  3355321 caaggatggc gcggctcgag cctacatgga tgtatttacg gcgtctttat gatctgcctg
  3355381 ttctctccgt cgcgggcact ttgtcaataa cctcaggggc cttttggtcc ctgttatttt
  3355441 cttacatatt cctctctagc ctaaaccacg atagcgcgat ctttcggatg aatgtcggct
  3355501 tctcctccta cgagcaaaaa taacttgtga caaatatcac attttaaaaa caaacaaccg
  3355561 atcatcaatc gtgacataag tcacacttga ttggtttttt agctcaataa ttctgcgttg
  3355621 tgactttatt acagcctaaa gatgtgatct taatcaacaa atacaccggt gtgatgggtt
  3355681 gttttgtgtg actttcgtca cgaaattttc gtgagctacg cgtggctaaa agagcatgct
  3355741 agagtttgtt ttgcatacag cgtgtttgca taaggtaaca ctggcgggtt ttgcaaaact
  3355801 gcctccaatt aaaataatta tatcgcgctc ttattgttag cgcgtaccaa taggggtgtt
  3355861 ttatgttttc accagacgca aaggtcaggg tccaaaactt tggccgattc ctaagcaata
  3355921 tggtcatgcc caatatcggc gcatttatcg cttggggcat tatcaccgca ctgtttattc
  3355981 caaccggctg gctgcccaat gaaaccttag ccaaactggt tggcccgatg attacctatc
  3356041 tgttgccact gttgatcggt tttaccggtg gccgtttggt aggcggagat cgcggtggcg
  3356101 tagtcggtgc catcaccacc atgggggtga tcgttggtgc ggatatgcca atgttcctcg
  3356161 gtgcgatgat tgtcggcccg ctgggtggct gggcaattaa acattttgac cgctgggttg
  3356221 aaggtaaaat caaaagcggc tttgagatgt tggttaacaa cttctcatcc ggcatcattg
  3356281 gtatgttgct ggctctcctg gcctttatgg cgattggtcc gttggttgaa gtcctgtcta
  3356341 aagggctggc ttacggtgtg gatgtcatgg tgcagaataa tctgttgcca ctcgcatcga
  3356401 tcttcgttga accggcaaaa attctcttcc tgaataacgc tatcaaccac ggtatcttct
  3356461 caccactggg tgtccagcaa gccgctgaaa ccggtaagtc tatcttcttc ttgatcgaag
  3356521 caaacccagg accggggttg ggtgtgttga tggcgtatat gttcttcggc aaaggtaatg
  3356581 ctaagcagtc agctggcggt gccgctatca tccatttctt cggtggtatc cacgaaattt
  3356641 atttccctta tgtgctgatg aaccctcgct tactgttggc ggtgattctg ggcggtatga
  3356701 caggtgtgtt caccctgacc ctgctgaacg gcgggctggt ctctgccgct tcaccgggtt
  3356761 ctattctggc aatattggcc atgacgccta aaggggctta ctttgccaac attgctgcgg
  3356821 ttgccaccgc ctttgccgtg tccttcgtgg tctctgccat cttgctgaaa agctctaagg
  3356881 ctaaagacga tgaagagggc cttgaaggcg caactcgccg tatgcaagat atgaaagcgc
  3356941 agtctaaagg tgttcaggcg gccaatgccg ctgccgctgc tggcgattta agcacagtgc
  3357001 gtaaaattat cgttgcctgt gatgccggta tggggtccag tgcgatgggg gccggtgttc
  3357061 tgcgtaaaaa agtacaagat gccgggctga aacatattgc ggtgaccaac tgtgcaatca
  3357121 acaacttacc ggaagatgtg gatctggtga tcacgcaccg tgatttgact gagcgggcga
  3357181 tgcgccatgc accgcaggca cagcatatct cgctgactaa tttcctcgac agccaactgt
  3357241 acaacagcct gacggcggag ctgctgcaag ccagtcaatt ggttgataat actaaagtac
  3357301 agaaagtgat cgaaaaactg gacgatagct tcgaagcatt tgaagataat ttgttcaagt
  3357361 tgggggcgga gaatatcttc ctcaatcagc atgcgacagc caaagagcag gctatccgct
  3357421 tcgccggtga acagttggtc aaaggtggct atgtcgaacc tgaatatgtc gaggcgatgc
  3357481 tggatcgtga aaaactgagc tcaacgtatc tgggtgagtc tatcgcggtg ccacatggca
  3357541 cgattgaagc aaaagatcgt gtgctgaaga ccggggtggt gttctgtcaa tacccggaag
  3357601 gtgtgcgctt tggcgatgaa gaagatgatg tcgcccgtct ggtgattggt attgctgctc
  3357661 gtaacaacga gcatattcaa gtcattacca gcctgactaa cgcactggat gacgactcgg
  3357721 tgattgcgcg tttaagtaag acgaccagcg tgcaggaagt attggactta ctgggcggta
  3357781 aaacgtctgc ttgatatacc cgtcatactt cacgctgcat gaacattggc tgctttgcct
  3357841 acctgcaacg cgaattattt agcgtataaa caagtcataa ctgctagggc tgttggaaga
  3357901 aaatggccct tttacagcaa ggtaacgaat atgaaagcat tacattttgg cgcagggaat
  3357961 attggccgtg gcttcatcgg caaactgctc gcggatgccg gtgcgcaact gaccttcgcc
  3358021 gatgtgaatc aaccgttgtt ggatgaactg aataaacgta aacgttatca ggtcaatgtg
  3358081 gtcggtgaac aggctcgggt tgaagaggta aagaatgtca gtgcggtaaa cagcggtagc
  3358141 ccggaagtgg ttgcgctgat tgctgaggcc gatattgtca ccaccgctgt tggcccacaa
  3358201 attttggcca gaattgcggc gacagtggca cagggtctga tcactcgaca tcagcaaggg
  3358261 aatacccgcc cactgaatat tattgcctgc gaaaatatgg tgcgtggcac tagccaatta
  3358321 aaacaacatg tgtttgctgc cttatcagaa gacgaacaaa tatgggtaga gcagcatgtg
  3358381 ggttttgtgg attcggcagt cgatcgtatt gtcccaccat cagaagcggg cagtactgat
  3358441 atcctggctg tcacggtaga aacctttagc gaatggatag tcgacggtac ccaatttaaa
  3358501 ggccagccac ccgaaatcgt gggtatggaa ttgaccgata atctcatggc ttttgtcgag
  3358561 cgtaagctct tcacgttgaa caccgggcat gctattaccg cgtatctggg ccaactggca
  3358621 ggccatcaaa cgatccgcga tgcgattctc gacccggcgg tacgtcaaac agtaaaaggt
  3358681 gcgatggaag agagcggtgc ggtactgatt aagcgttatg ctttcgaccc acagaaacat
  3358741 gcggcttata tcaacaaaat tctctctcgt tttgaaaacc cttatttgca cgatgatgtc
  3358801 gagcgggttg gccgtcaacc actgcgtaag ctgagcgccg gtgatcgttt gatcaaaccg
  3358861 ctgctaggca cgctggagta tcaattgccg cacgattctc tggtaacggg tattgccgcc
  3358921 gccatgagct atcgcagtga gcaagatcca caggcccaag agttggtgac gttattggca
  3358981 caattagggc cgaaagctgc gttagcgcaa atttcaggct tgcctgctga tagtgaggtt
  3359041 gtcgaacagg cggtgagtgt gtataacgcc atgcagcaga agctggcgca ctgattttag
  3359101 tgactaagcc agctatgtcc cattggcctg ataacggaaa cgatagcggg ccaatgattt
  3359161 aagacactaa agtatttgcc aacggatgat ttgtccgctg cggcagagga ggaataccgt
  3359221 gttaaattta tgcggtgttt attttgccgt ggcgtcataa tcaggcggac aggacttcac
  3359281 caacttccca gtgactagca atgattgaaa aaaaacaagc atttgagaat cgggttcttg
  3359341 aacatttgaa cgctgggaag accgtgcgca gcttcttgat ggcggcagtc gatttattgg
  3359401 ctgaagcact gaatatactc gtggtgcaga tttttcgtaa agatgactat gcggtgaagt
  3359461 atgccgtgga gccgttattg gtcggtgacg ggccattgag tgaactctct gtgcggttga
  3359521 agctggttta tgcccttggg gtgatcaccc ggcatgaata tgaagatgct gagctattaa
  3359581 tggcgctacg tgaagagcta aaccacgatg gcactgagta tcgctttacc gatgacgaaa
  3359641 tcctcgggcc atttggtgaa ttgcattgtg tcgatgaatt accgccagta cccacttttt
  3359701 tacgccctga tgaagccgat gcttcgctga ttgctatgca acgccagcgt tatcagcaaa
  3359761 tggtccgctc caccatggtg ttgtcgatca ctgaactgct ctctcgcatc agcgtcaaac
  3359821 aggtctctaa gctctcgcca ttaagtcaag gttaatcaag aaattacgtt tagccactct
  3359881 tctacctgcc gtcatactgc tatcccttta atcgccgcta tactgaggca ttgatgcggg
  3359941 ttgggctggc cacctgtgaa attctgccgg aacggcgtgg caaccgcggc aagagccagt
  3360001 ggcttagtgg aatgcatctc tgtcttgata cacaatcagt gttattatat ctctaacttt
  3360061 agtgaaatat cgtgcccatc agaggcatgt acggaccaat attatgaaag aacatgcaga
  3360121 aatcaaacgt ttaagcgata tgctggatgc gctgaaccac aaagacccta cggtgatcca
  3360181 acagggtaat gtggagctaa ttacccagca tatgaaagaa aaagagaaac tggccgctga
  3360241 aattcagcgc ctgaaagaag tacgggtaaa aaacctgagt gcagaagctc aaaaactggc
  3360301 tcaactgcct ttcagccgtg ctattaccaa gaaagagcaa gcggatatgg gcacattgaa
  3360361 gaaagcggtg cgcggtattg tggtggtgca cccaatgacg gcattaggcc gtgaaatggg
  3360421 cctgaaagaa gtgacaggct acgctaaaaa agcgttttga tcgccgcttt gcggtaacct
  3360481 ctgggtggca tggccgccac ccggtgtgtt gttccttttg cgcctctctc tccctattcc
  3360541 ttaagtgtaa taacggtttt gccttcgtta atacaatacg accgtaaaag cagcgaactc
  3360601 atgaaactca aaagctacct gatgttcact acttgtagct ggcagagcca ataaactgag
  3360661 aaaatgtttc gcaccatatt tgtacggttg tgtaatcgtc cggattgacg cctgcgggta
  3360721 acgtcttttt gaagttacca aaatttttca agtcaccaat taattttgca tcatccttaa
  3360781 ttttaagaaa tgattcttta tcatccgcct gtgttttcgt cagatagatt ttgtaatcag
  3360841 gtcctggtgc aatttctcct tcaaaggcaa tttcgtgttc tgatacatac agttttcctt
  3360901 ctgcccagtg tacggcatca cttcctttct ggttgcgact aaactcaccg gtatattttg
  3360961 cagattgctt tactgcttgt atctcaggtg ctgtcgcgtt agtttctgcg gttaatattg
  3361021 gcaagatata aatccccaat cctgttcccg caccgaatac ggcaagatgt gtcactaaca
  3361081 ttaaagcttt cattcgattt gtcataaaat aactctcgga taatcttact taacctctta
  3361141 ggccgggtgt ttactccttt ggtcccagac cgtcagtcag tattttcatc atgagtcagc
  3361201 gcggtgccta tcatccctgc ggcgataaat ttgaacctgt aagataaaag tgaacactat
  3361261 aaagtgtggc cgtggcatcg cgcagtgttc gctaaaaata tatagcgtag gctatttggt
  3361321 catgcaatat tattttttgc gtgttcgata aaaaataatt atacagttca ttcataacct
  3361381 gttaattaat caaggttttc acaataaaga aaagaaaaat tcagggcatc cccgtttgtt
  3361441 accggagtaa gcaggagtag aagtaatgtt tcaggttttt gctcggaaag gatacaaggc
  3361501 tgccgccatc tccgatctgg cgaaagtgcc aaccagccat actctatctc gctttgggta
  3361561 gccaagaggg tatgtatctg gcagcacagg ctgtgcgtgt actggatgtt tttgatacag
  3361621 aaaccgtcag tatccgctag aaatcataat cattaataac gtctaaaaga tcctgtcttt
  3361681 ttttgtattt aacgcttaat ttttcttgca aactacgtgc tttgctacac gtgacattca
  3361741 cttttttttt ctatttcaat ctgtcgttct ttaggcagcg ttgagtccca ctcaccagag
  3361801 aaatattggc agtcatctgc tacgtttaaa taggccgtga tatctgccgg atatttttca
  3361861 gcggcatgag aataccccag taaaataaaa aatggcatga taaagaatat tatttttttc
  3361921 atactatcga ccgtccgttg agcaatgggg gttatctttt taaccgccat ggtgtttgat
  3361981 tacaccaaag ctattaccta ctacatgaag atcggcgttc ataccatctt ttttattgga
  3362041 tgttgaactc aatgtttggg tcgaagaaat tccctgaaaa cgagaaacct atttatcgcc
  3362101 aattatttct gaggatggca gaaataaccg ttgtggctat tcctgccaat attgagggat
  3362161 tagaacgttt cccagctctt ctgctggttg atccgatggt cttctggcgt atgacgcccg
  3362221 ttagaggctt ttggcgtcac aacacggcct tcatctgtcg cgccttcatc ttcagatagc
  3362281 cgaaacaccg ccacagcctg agccagcaag atggcctgct cagccagtga gtcagcggcg
  3362341 gcggcggatt cttccaccaa ggccgcattt tgctgcgtgg tactgtccat ttctgagata
  3362401 gccaagctaa cttgggtgat accacggctt tgttcatcag atgctgaggc gatttccgcc
  3362461 atgatatcgc gcacgtggct cacggagcgg acaatctcct ccatggtgtt accggcattt
  3362521 ttcaccagcg atgttccggc attaacctga gaaacagact cgccaatcag cccttcaatt
  3362581 tctttagcgg cctgcgcact acgttgtgcc agatttctga cctcactggc gactaccgca
  3362641 aagccacggc cttgttcacc cgcccgggcc gcttcaacgg cggcattcag cgccaaaata
  3362701 ttggtctgga aagcgatgct gttaatcacg gaggtgattt cagaaatacg tttggaactg
  3362761 ccagagatat catgtcaacg acggatgaaa agtgatccac ttatatctcc accaacggcc
  3362821 caatattgat ccaccgtttt actcaggatt agcttctgct ataaccccgg cctttcgttt
  3362881 ctgtctgagt cgatagcttt ctcctttgat ttgaacgaca tgtgagtggt gtaagatacg
  3362941 gtccagcatc gctgaggtca gtgctgcatc accggcgaac gtttgatccc actgcccgaa
  3363001 cggcagattg gatgtcagga tcattgcgct cttttcgtaa cgtttagcga tgacctggaa
  3363061 gaacagcttt gcttcttcct gactgaacgg cagatagcct atttcatcaa tgatgagcag
  3363121 gcggggggcc attactccac gctgaagcgt cgttttataa cggccctgac gttgtgccgt
  3363181 agataactga agtaacagat ctgctgctgt tgtgaagcga actttgatac ctgcacggac
  3363241 tgcttcatag cccatcgcta ttgccagatg ggttttcccc acacctgatg gccccagtaa
  3363301 tacgatattt tcattacgtt ctatgaagct gagtgagcgt aacgactgga gttgcttctg
  3363361 cggtgctccg gtggcgaatg tgaagtcata ctcttcgaac gttttcaccg ccgggaaggc
  3363421 tgccattcgg gtatacatcg cctgtttacg ttgatgacgt gccagttttt cttcatgaag
  3363481 cagatgctcc aggaagtcca tataactcca ttcctggtct actgcctgtt gtgacagcgc
  3363541 aggcgctgcg cttataaggc tttccagttg caactgcccg gcgagcgcca tcagtcgttg
  3363601 atgttgcagt tccatcatca cgccactcct ctgcagaatg agtcgtagat ggagagtgga
  3363661 tgatgcaggg ggtgtttgtc gaagttcacc agattttcat caagatgcac gtcatactct
  3363721 tttttctccg gaggcagtgc cagcatggac tgctgctctt cgagccagcg atcgcaggga
  3363781 cgggcctgga ttgtttcatg ctttcgttgg ttagcgacat cgtgcagcca gcgcagaccg
  3363841 tggcggttgg ctgtttcaac atcgacagtg atccccatcg ggcgcaggcg agtcattagt
  3363901 gggatgtaaa aactgttacg ggtgtactgc accatccgtt ccaccttacc tttagtctgt
  3363961 gccctgaagg ggcgacacag tcggggagag aagcccatct ccttgccgaa ctgccacagc
  3364021 gaaggatgga accggtgctg accggtctga tatgcgtcac gttgcagaac cacagttttc
  3364081 atattgtcat acaacacttc gcgcggcaca ccaccaaaga agcggaacgc attacgatgg
  3364141 caggtctcca gcgtgtcata acgcatattg tcagtgaatt cgatgtacag cattcggctg
  3364201 tatccgagaa cagcaacgaa cacgtgaagc ggtgagcgac cattacgcat agtgccccag
  3364261 tcaacctgca tctgtcgtcc gggttcagtt tcgaaccgaa cggcaggctc ctgctcctga
  3364321 ggaaccgaga gagaacgaat gaatgccctg agaatggtca ttccgccacg atatccctgg
  3364381 tctctgatct cgcgagcgat taccgttgcc gggattttgt aaggatgagc atcggcgatg
  3364441 cgttgacgaa tataatcccg gtattcatcc aggagtgaag caacagcagg tcgcggcgta
  3364501 tattttggcg gctcagattt tgcctgcaaa taacgtttaa cggtattgcg ggagatcccc
  3364561 agttctctgg caatcgcccg gctactcatt ccctgcttgt gcaggatttt aatttccata
  3364621 actgtctcaa aagtgaccat aaactctcct gaatcaggag agcagattac cccctggatc
  3364681 tgatttcagg cgttgggtgt ggatcactat tgcaccgttc gttacaatat cattcatggt
  3364741 gcgcactaca tcattgacca gcttgccgcc ctgttgtgcg gtctgcgagg cctcggtggc
  3364801 caattgattg gcgtgatgag cgttatccgt gttctgtttt actgtggcgt ttaattgttc
  3364861 catgctggcg gcggtttctt ctacggcggc ggcttgttgc tcggtacggg acgataaatc
  3364921 agtattgcca gcggcaatct caccagaggc atgggatacc tggctgacac caatgcggat
  3364981 ttcatcaatc atggcacgca gattttcatt cattcgggcg acggcattca tcaacatgcc
  3365041 cagttcgtcg gtacgggatg atgtggttgc cgcggttaaa tcgccagtgg caatacgttc
  3365101 tgccatatcc agtgtggcac gtagaggcac ggtaatttga cgggtcatgc gccaggcgat
  3365161 caatagcccc aaaagtaagg ccacaagagc cgcaatagcg agttggtact gggcattgtt
  3365221 aatctcgttg tgcgtacctt gcaactcttg ggtaaacagt tgggtggcca acgtattcaa
  3365281 tgcattcgca ctggcctcca tcactttacc gacctccagt tcttgctgat aagccggtaa
  3365341 ataggccaga acgttgtctt tatagagggc taggttagcg gcaaccggtg ctaatagttt
  3365401 ctgctgctcg gcagataaca caggcatgaa agcattcgcg gcactgttgg caatgttaat
  3365461 tgaggttatc agtgcagttt cggcatcttt attgcgatcc agtaataaac cgcgcgcgtt
  3365521 gtaacgcacc gtcattaatt tttggctcat ttctgctagc aatatctgcg tattggtatc
  3365581 ggccccttca ttaagcaggc tttgctgtag tgcattgata ttatttaggc tttcagagat
  3365641 gctccagctt tgacgcactt tatctttatt ggtcaccgca ttcacaaagt tcgtctgttg
  3365701 ttgctggtac tcctcaacga catgattaat gttggcaata tttttgcggt tatcaactga
  3365761 ccagcggaga tttgcacttt gggtcagtaa attttttata ttattgatgt gctgtgtgtt
  3365821 ttctgtgatg tatttcaggt cataggtacg ttcataaagt gcgcggttat attttgcctg
  3365881 attcgcttcg tcgttgattt tgtagctcaa ctccacttta tatgcatgtt cttcgatcac
  3365941 ggagaagtga taagcggtgg tgcccgcaat gaccccgacc aatagcaaca ttaggaaaaa
  3366001 acttaaaccc aattttttcc gacttttacg ttatcaaagc tgccaataat tttgctaaat
  3366061 accgccatgt tcttctccgt tatacggtgt ttctgatatg aattaatcag cgtaggtgag
  3366121 tttggtaagg tctaattatt agagaagtta aaggactggt atgtacgcgg ggcagccttg
  3366181 gcaagagtgc ttttcccaaa catctttttt tctacatcca tgcattgtga tcatggatgc
  3366241 cagtaacctt cttgtatgct ctatcggcag gagttgatga aactttaaca ataaaaatgc
  3366301 cagcaagagg gccttgctgg catgtatctt tcgtacttga agcttacctg caacgccacg
  3366361 ttctttggct atgcaacggg cggtttaagg cccgttttat ggataagcga attacttggc
  3366421 ttgagcgaaa cgcgctgcag cttcatccca gttaaccacg ttccagaagg ctttgatgta
  3366481 gtctgggcgg cggttttgga atttcaggta gtaagcgtgt tcccatacgt ccaggcccac
  3366541 aatcgggaaa cctgatacgc cagaaacggc ttcgcccatc agcgggctgt cttggttagc
  3366601 ggttgaaaca accgccagtt tgccgtcgtc tttcagtacc agccaagccc agccagaacc
  3366661 gaaacgggtc gcagcagctt gttcaaattt ttctttgaag ctgtctacgc tgccgaaatc
  3366721 gcgctcgata gcggctttca ggtcaccggc tagggtggtg cccagtttca ggcctttcca
  3366781 gaacagactg tggttagcgt ggccgcctgc gttgttacgc ataaaggtgc gcttttcagc
  3366841 agggacttta tccagatctt tgatcagatc ttcaacgctc aggtccgcca gctccgggaa
  3366901 gctctccaac accgtatttg cattgttaac ataggtctga tggtgtttgg tgtgatggat
  3366961 ttccatcgtc tgcttatcga agtgtggttc taaggcatca taagcataag gcagtgatgg
  3367021 cagtgaataa ctcataatca tcgtctccat agtgtaggac ggtgcaaaaa agtaagcacc
  3367081 gcgtaagcat ggggatcatt atagttaatt aaatgatatt gaaaatgatt atcaaaccta
  3367141 tatttatagt gtggtctttg ggtggcactg aagaataaaa tgggtcaata atatttttat
  3367201 aaaattaatt tatgatgcgg cgtaacccgc ttctttttga cgttttacgc ttaaaataac
  3367261 ccacttgtca gtggccgtat cttcacggta aaaaaatgag gtctccatta tcagcgaaat
  3367321 tgacaacgaa tcagcaaaat tgacaacgag ctcaagtctg agtgtggtcg tcggtcactg
  3367381 agaatttgac atcaatctcg ccactatcgt tatatctttg gtgtcatcaa tgatattttt
  3367441 tggtgtggat tgtcgatcaa tcgatctctt ttattttatt ctctgcggat gagtatacac
  3367501 cgtcgcccgc cccggtttac tgaaaccgac taacgtcaaa ttgcagcgct cggcaacttc
  3367561 aacggcaagc gtggtggcgg cggagacggc aaataaaatc tctgcaccac acatggccgt
  3367621 tttttgcacc atttcataac tggcacggct ggaaaccagc accgcacctt gttgccacgg
  3367681 ctgttttgct cgtatcccca gtagcttatc cagtgcaaca tggcgaccta catcttcgca
  3367741 accgcctaat aactcacctt caggattaat ccacgcggca gcatgggtac agccggtgag
  3367801 ttgaccgacc ggttgtacct gttttagctg ggcaagggcg gtatccaaat gctccaagtt
  3367861 aaatgcctgg gtgaacggta gcggagtgat tgggcggaag atatcgtcca gttgttcaat
  3367921 gccacaaact ccgcacccgg tacgccctgc catggcgcgg cggcgctctt tcaggccagc
  3367981 aaaacggcgg ctggatagct caatattgac ctctatgccg ttgcagccgg gggtcatctc
  3368041 aatagaatag atttcctgtg ggctgctaat gatgccttct gataacgaaa agcccagcgc
  3368101 gaaggcagcc aaatctttag gggttgccat catcaccaca tgggagatgc cgttgtatac
  3368161 caatgcaacg ggtacttctt ccgccagcca atcctgctgt ggttctgcca atttatgccg
  3368221 ctgtagcacg tcaagctgcc gggcaccgcg gatttcggcg ctagaggata atctcgaagg
  3368281 tttgatctgg ctcactatgc ggtcctgaaa gttataaccc ataatcacaa tgtggtaaca
  3368341 ttcacattaa gaatggtgcg gctatgtatt atctaacata gaaattcatt ccacacagaa
  3368401 aaagcgtgat atcgcatgag cgattttagc gcctcccatt ttattgaggg aagcgtgaac
  3368461 tggaaataat gtgacaatga aggagatacc catgcaggtc agcagaaggc agttctttaa
  3368521 gatctgcgct ggcggtatgg caggaacaac ggtcgcggca ctcggcttcg cgccgtcagt
  3368581 ggcgctggcg gaaacgcgca attataaatt gctgcgcgct cgcgagacac gtaacacctg
  3368641 cacatattgc tctgtcggtt gtgggctttt gatgtatagc cttggcgacg gcgcgaaaaa
  3368701 tgctaaagaa agtatttttc acattgaagg ggacccggat catccggtga accgtggcgc
  3368761 actgtgtccg aaaggggcag ggttagtcga ctttatccat agcgaaagcc gcttgaaata
  3368821 cccagaatac cgggcgccag gctcagacaa gtggcagaga atcacttggg atgatgcgtt
  3368881 tacccgtatt gccaaattaa tgaaagaaga ccgggacgct aacttcatta agaccaacga
  3368941 cgccggtgtt accgtcaacc gttggttaag caccggtatg ctgtgtgctt cggcatcaag
  3369001 caatgaaacg ggttatttga cccaaaaatt tagtcgcgct ctcggcatgc ttgccgtaga
  3369061 caaccaagca cgtgtctgac acggaccaac ggtagcaagt cttgctccaa catttggtcg
  3369121 cggtgcgatg accaaccact gggttgacat taagaacgcg gatttaatta tcgtcatggg
  3369181 cggtaatgcg gcagaagcgc atccggtggg gttccgctgg gcgatggaag ccaaaatcca
  3369241 caacaatgcc aagcttctgg tgatagatcc gcgctttact cgtacggcat cggtggctga
  3369301 tttctatacg ccaatccgct ccggtacgga tattgcgttt ctgtccggtg tcttgttgta
  3369361 cctgatctcc aacaataaaa ttaaccgtga atatgtcgaa gcctatacca acgccagctt
  3369421 gctggtgcgg gaagactatg ctttcgatga tggcctgttc agtggctatg acgccgaaaa
  3369481 ccgtaaatac gataaaacca gctggaacta tcagttggat gaagacggtt ttgctaaacg
  3369541 ggatgtcacg ctgcaacacc cgcgttgtgt gtggaacctg ctgaaagagc acgttagccg
  3369601 ctatacaccg gaagtggtct ccaatatttg cggtacgcca aaagacgatt tcctgcaggt
  3369661 ttgtgaatat ctcgccgaaa ccagtgtatc caataaaacg gcgacgttcc tgtatgcctt
  3369721 gggttggacg cagcactctg tgggtgcgca gaatatccgt actatggcga tgatccagtt
  3369781 gctgttgggc aacatgggga tggcaggtgg cggtattaac gccctacgcg gtcactccaa
  3369841 tatccaaggg ctgactgacc ttggcctgtt gtcgcaaagc ctgccgggtt acttgaactt
  3369901 gccgtcagaa aaacagccgg atattgatac ctacctgaag gccaacacgc cgaaaaccct
  3369961 gttaccaggc caggttaact actggagcaa ttacccgaaa ttctttgtca gtttgatgaa
  3370021 aagtttctac ggtgataacg cccaaaagga aaatggctgg ggctatgact ggctgccgaa
  3370081 gtgggataaa ggctacgacg tcttgcagta tttcgaaatg atgtcgcagg gcaaggtcaa
  3370141 tggctatctg tgccaaggct ttaacccgat tgcctcgttc ccggataaaa acaaagtgac
  3370201 agcggcgctg tcgaagctga aattcttggt gacgattgat ccactcaata ctgaaaccgc
  3370261 gaatttctgg caaaaccacg gtgaatttaa cgatgtcgat ccatcgaaaa ttcaaactga
  3370321 ggtgttccgc ttgccatcca gttgttttgc tgaagagaac ggctcgatcg ttaactccag
  3370381 ccgctggctg caatggcact ggaaaggcgc tgattcaccg ggagaagcac tgaacgatgg
  3370441 tgcaattctg gcgggcatct ttatgcgtat gcgtgagatg taccagcggg aaggtggcgc
  3370501 ggtgcctgag caggtgctca atatgacctg ggactacctg acaccagaaa atccagagcc
  3370561 ggaagaagtg gcaatggaaa gtaatgggcg agcgctggcg gatctcactg atgccgacgg
  3370621 caaagtgttg gtcaaaaaag gcgaacagct cagtaccttc gctcaactgc gtgatgacgg
  3370681 taccacttcc agtggttgct ggatctttgc gggtagctgg acaccggccg gtaaccaaat
  3370741 ggcgcggcgt gataatgcgg atccatcggg tctcggcaat accttgggct gggcctgggc
  3370801 atggccgctt aaccgccgca ttctgtacaa ccgtgcgtct gctgacccgc agggtaaacc
  3370861 gtgggatccg aaacgccagt tgctggagtg ggatggtgct aagtgggccg gtattgatgt
  3370921 tgctgactac agtgctgcgg caccgggcag tgatgttggg ccgtttatca tgcagcctga
  3370981 agggatgggc cgtttgtttg caatcgataa gatggctgaa gggccgttcc ctgagcatta
  3371041 tgagccattt gaaacgccgt tggggaccaa cccgctgcat ccgaatgtga tctctaaccc
  3371101 agccgctcgt gtatttaaag atgatctggc cgcgatgggg tcgcacgagc aattccctta
  3371161 tgttggcacc acttatcgtt taaccgaaca tttccactac tggaccaaac atgcgttgct
  3371221 caatgccatc gctcaaccgg aacagtttgt ggaaattggc gaaaaactgg cggcgaagaa
  3371281 agggattaag caaggcgata cggtgaaagt cagctctaac cgtggcttta tcaaagccaa
  3371341 ggcggtggtg actaaacgta ttcgtactct gaatgttcat gggcaagaag ttgacaccat
  3371401 tggtattccg atccattggg gatatgaagg ggtggcaaaa aaaggcttcc tggcgaatac
  3371461 cctgacaccg tatgtcggtg atgccaatac gcaaacgcca gagttcaagg cgtttctggt
  3371521 caatgtggaa aaggtgtaac ggagagaatc tatgtcactg caaactcaag acattatccg
  3371581 gcgctccggt actaattccc ttacgccgcc acctcaggtc cgtgatcatc aggaaccggt
  3371641 ggctaaactt atcgatgtca ccacctgtat cggctgtaaa gcctgtcagg tggcgtgttc
  3371701 ggagtggaac gatatccgcg atgaagtcgg tcataacgtc ggggtgtatg acaaccctgc
  3371761 cgatttgacc gctaagtcgt ggacagtgat gcgtttctct gaagttgaag atgaagagag
  3371821 cggcaagctg gagtggctga tccgcaagga tggctgtatg cattgcgccg atccgggctg
  3371881 cctgaaggca tgtccatcgg aaggggcgat cattcagtac gccaacggta tcgttgattt
  3371941 ccaatcagaa cattgtattg gttgtggcta ctgcatcgca ggttgtccgt tcgatgtccc
  3372001 gcgcatgaat aaagatgaca atcgggtgta taaatgcacc ttgtgcgtcg atcgtgtcgg
  3372061 tgttggtcag gaacctgctt gtgtgaaaac ctgcccgact ggagcgattc actttggtac
  3372121 caaagagtcg atgaaagaag tggcggctgg ccgggttgct gagctaaaaa cccgtgggtt
  3372181 tgataacgca gggttatatg accctgcggg cgtcggcggt acccatgtga tgtatgtact
  3372241 gcatcatgcg gataaacccc agctttatca tggcctgccg gagaatccga ccatcagtcc
  3372301 gacggtgact ttctggaaag gcatctggaa accgttggct gcggtaggtt tcgcggcgac
  3372361 cttcgctgcc agtatcttcc attacgttgg cgtaggcccg aaccgggtgg aggaagagga
  3372421 agaagacgat gagacaacgg atcctacccc ttccgagacg gtagcaaagg caccagagca
  3372481 gacaacctct gagcgctcag acgaagggga aacgcggaaa tgaaaaaaga aaaaccgatc
  3372541 cagcgctaca gcgcgccgga gcgcattaac cactggatag ttgccttctg ctttatattg
  3372601 gcggctatca gtggattagg gttcttcttc ccttcattta actggctgat gaatattttt
  3372661 ggtacaccac agatggcgcg cattcttcac ccctttgccg gggtggtgat gttcgcggcc
  3372721 tttttgatca tgtttttccg ctactggaaa cataacctga tcaataaaga cgacttggag
  3372781 tgggccaaga atatccataa aatcgccatg aatgaggaag tgggtgacac agggcgctat
  3372841 aatttcggcc aaaaatgcgt attctgggct gctattatca gtctggtgct actgttagtc
  3372901 agtggcgtgg tgatttggcg gccttacttt gcgtcatcct tccctatccc gctgatccgt
  3372961 ctggcactac tggtgcattc gctggcggcg gttgggttga ttatcgtgat tatggtgcat
  3373021 gtgtatgcgg ccctgtgggt gaaggggacg attaccgcga tggtggaggg ctgggtacct
  3373081 gcagcatggg ctaaaaagca ccatccgcgt tggtatcgtg aagtccgcag taaagatgat
  3373141 gctcgcgcca acgctaaagg ccagccgcaa gagaaacaga aagagaaacc ctgatgagta
  3373201 ttcgtattgt ccctaaagac caattaggta aacaacgcga aaaaggtaca acggcgggga
  3373261 atatcccgcc gttacttttc gcaaatttaa aaagtttgta tacccgacgc actgaacgtt
  3373321 tgcagcagtt ggcgctggac aatccgctgg ccgattatct ggattttgcg gccaaaatta
  3373381 ctgaagccca gcaaaaagca ctgcatgacc atccgttggt cttggatatg caagccgagt
  3373441 tggtgcaatc agcggccagt ggcaagcccc ccttggacgg gagtgttttt ccgcgtaccg
  3373501 aacattggcg caagctgcta tccgcgctga ttgccgaatt gcgtcacgat gctcccgacc
  3373561 acattttggc ggtgctggat aatctcgata aagcatcggt tcatgagcta gagttgtacg
  3373621 ctgatgcctt gctaaaccga gatttttctc aagtcggtag tgagaaagcc ccgtttatct
  3373681 gggccgcttt atcgctctac tgggcgcaga tggccagcca aatccctggc aaagcacggg
  3373741 ctgaatacgg tgaacaccgt cagttctgcc cggtgtgtgg cagcattccg gtttccagtg
  3373801 tggtacatat cggcacccat aatggcttgc gttatttgca ctgtaatttg tgtgaaagcg
  3373861 aatggcatgt cgtgcgaatt aaatgcagta actgtgagca aacccgtgat cttaactatt
  3373921 ggtcgttgga cagcgagttg gccgcagtaa aagcagaaag ttgcggtgat tgtggtactt
  3373981 acctaaaaat tctttatcag gaaaaagacc cgcaggtgga agcggtcgct gatgatttgg
  3374041 cctcattgat ccttgatgcc aagatggaag gtgaagggtt cgcccgcagc agtattaatc
  3374101 catttttgtt cccaggtgag taatacgtaa ccttgctaca atttacccaa aataagtcga
  3374161 gttgcagaaa gccgcactgg cgtaagcccc caaaagctta ttgatgtaag gtcaatgacc
  3374221 aatcagtgat gggggtgagg gcaatcaacg cacaggcaac tcgacgtatg gcgggtatat
  3374281 cgtttaatta atttgtttga gtgactatga gcgcagaacc acacccatta tatcgccagt
  3374341 taccggccat tgatcgctta ctgaatgagc ctgaaatggc ccctttattg gcggagtatg
  3374401 gccccgttct tttggccgat accctacgtc aattacaggc agaagctcgt gaatatatcg
  3374461 gtcaatttca tactctggct gattggtgtg cggactggcc tgccgcttta cgtcaacgat
  3374521 tgaatcaacg gcaacccgcg ttaaaacctg tgtttaatct tactggcacg gtgctgcaca
  3374581 ccaatttggg ccgtgcaccg ctggcagaat ctgctatcgc ggcggtgacc gatgccatgc
  3374641 gaagtgcggt caccttggaa tactccttag agggcgcggg ccgtgggcac cgtgatcggg
  3374701 ctgtcgccga tttactctgt gccctgaccg gtgcggaaga tgcctgtatc gtcaataaca
  3374761 atgcggcggc ggtcttcttg ttgttaacgg tcatggcggc gggcaagcaa gtcgtggtct
  3374821 cccgtggtga actggtcgag attggcggtg cgtttcgtat tcctgatgtc atgcgtcagg
  3374881 cagggtgtga gctggtcgaa gtgggtacca cgaaccgaac acatctgaaa gattatcggc
  3374941 aggccatcaa tgaaaatacg ggtctgctga tgaaagttca taccagcaat tacagtatcg
  3375001 agggtttcac ggccgcagta tccgaacagc aactggcggc attggggcaa gagtgttcca
  3375061 tcccgaccgc gaccgattta ggcagtggtt cgctggtgga tatgacccgt tacggtttac
  3375121 ccgccgagcc catgccacaa cagttgattg cggcaggcgt agatttagtg accttctccg
  3375181 gtgataaact gttaggtggg ccgcaagcgg ggatcattct cggtaaaaaa cagtggattg
  3375241 agcggttaca gcaacatccg ctgaagcgag cattgcgggc cgataaaatg acactggcag
  3375301 ctttggacgc caccttgcgc ctctatcagc agccagatcg gttggttgaa caactgccat
  3375361 ctctgcggct actgacccgc cccgcctcag agattgccgc gtgtgcacaa cgcctgctgg
  3375421 ccccactgat tgcctgttat ggcacagatt tcactttgga tattgaatca tgttggtcac
  3375481 aaattggcag tggttcgctg ccggttgatc gcttgcccag ttgggcgctg acgtttacgc
  3375541 ctaaagatgg gcgcggtagt acattggaag ccttaacggc gcgttggcgc acactgacga
  3375601 agccggtcat tggtcgtgtg gctgatgggc gtttgtggct ggatttacgc tgtctggagg
  3375661 atgaggcggc gttgctaagg gaattggcat catgattatt gtcaccgcag gccatgtcga
  3375721 tcatggcaaa accacacttt tacaggccat taccggggtt aatgcggatc ggttgccgga
  3375781 agagaagcag cgggggatga ccatcgatct gggctatgcc tactggccac ttcctgatgg
  3375841 ccgtatcatg ggttttattg acgtccccgg tcatgagaag tttttggcga acatgttggc
  3375901 gggggggggc ggtattgatc acgctctgtt ggtggtggcc tgtgatgatg gcgtgatggc
  3375961 gcagacccgt gaacatctgg cgattttgcg gctgagtggt cggccagcgc taacggtggc
  3376021 attgaccaaa gcggatcggg ttgatgatga gcgcattgca caggtccatc agcaaatttt
  3376081 gcaggagttg gtggcacaag gctggtcagc ggagcagatc agtctgtttg tcacggcggc
  3376141 cgtcactgag cgtggtatcg gtgagttacg tgagcatctg gcgcaatgtc atcagcaacg
  3376201 tgacccgaag ggccgattac agcggcgttt tcgtctggcc attgaccggg tattcagcgt
  3376261 aaaaggggct ggcttagtgg tgacggggac cgcgttggcg ggccaggtgg cggtaggcga
  3376321 taccctgtgg ttgactggcg gtgattgccc cgtgcgggtg cgaggtattc atgcccagaa
  3376381 ccaaccggca cagcaggcgc aagccggcca gcgcattgcc ctgaatatca gcggtgatat
  3376441 cagtaagcag caaatcaacc gcggtgattg gttattggcg cagccaccgt tgccaccggt
  3376501 ggatcgggtg ctggtaaccg ttgatgccga tacgccgtta caacactggc agcccttaca
  3376561 tctgtatcat ggggctcgcc atattacggg ccgtttttca ctgctaggtc accagcagtt
  3376621 aattgacgac caacaaccgt taattgacca tcaacaaatc ataaataatc aatccacatc
  3376681 aggcggtcat tcctctcaga ttctggccga gttgctgctg gacagccctc tgtggctggt
  3376741 agaaaacgac cgggtgatct tgcgtgatat cggggcgaag aaaaccttgg gtggcgcacg
  3376801 ggtgattcat ctggcggtgc catcacgtgg taaacggcaa ccggcgtatc tggcttggtt
  3376861 aaccgcactg gcccaggcga cgagtgaccg agaggtgttg gatttacatt tggcgcaagg
  3376921 gccggtctcg gtgcgcacat ttagttgggc gcgccagctt actgacaatg agatggcggc
  3376981 attactggcg gcgaccgata ctgtcgtcgc cggggacatt gcgctatcac atcctcacgc
  3377041 acagcaagcg caacagaccc tcttgcatgt actcgccctc tatcaccaac agcatggcga
  3377101 tcagttgggg ttagggcggg cgcgtttgcg acgtatggct ttaccgacgc tggacgaagg
  3377161 ggtggtattc cgtctgattg ataacttgct ggcggaggga gcgttacaca acacccgtgg
  3377221 gtggttacat ctgccagaac atggtttagc gtttactgag caagagcaga tagggtggca
  3377281 acaagcggca ccttactttg ttgatgaccc ttggtgggtg cgtgacttag cggccgagtt
  3377341 gcaagctgca gagggtgaaa tgcgcagcct attacgcaaa gcggcgcaac tgggttatat
  3377401 cactgcggtt gtgacggatc gttattatct gagccaacgc attgagcagc ttgctgattt
  3377461 ggtacgtgag ttagatagcc gccaggggag tgtcagtgcc gcagatttcc gtgatcgact
  3377521 cggtattggt cgcaaactgg cgatccaaat tcttgaattc tttgaccgca gtggtttcac
  3377581 ccgccgccgg ggtaatggcc atatattgcg agatagcggc ctgttttctg cgacaggttc
  3377641 ttgaggagag ctatattgtt gccagattag cgtttttgta taaattgaac cctactttgg
  3377701 cagcaaaagt ataaatattt gaaggattga ttatcgcatt tttatccact cgccagaaaa
  3377761 cggcatctcc ggcgtccgcc agacggggag aaaacgggta tcccaacagc cagaatagac
  3377821 cgaatatcaa atcgctggca cctgctgtat cagtcataat ttcctgtgga ttcaaccccg
  3377881 tttgctgttc gagtaaaccc tccagaataa aaattgagtc cctcaaggtg cccggtacaa
  3377941 caatgccgtg aaaaccagaa aactgatcgg aaataaagtt gtaccaggta attccccggt
  3378001 tggagccaaa gtattttcga ttgggtccgg cgttaatcgt ttttactggc gtaacaaaac
  3378061 gcataccgtc agcagaagca acttctccac caccccattg ctgtgctagg ctcaaggtag
  3378121 cctgataatc aaccaggggt catgcggttc cggcgtacaa ccccagtaca aaaaatcacc
  3378181 ttaacgtacc atattttccg tttcccaaac ggagcccaag tataaacaga atgtgggttg
  3378241 tcttcgggta aagccgaaag tgtgataaaa cgaatatatt gacattttgg cgctccgggt
  3378301 aataaagaaa aagtagaaca gggtgtatca ggataaatat tgattagacg tcagtctatt
  3378361 atcacgatag aatattacaa tgcagtaata aggagataac gcagtgacag aattagaaat
  3378421 ggaaaaaaaa ttgctaaata acggctttac tgccaagaat attacgcata tgaggaaaat
  3378481 aatttcgcgt gatgaccagc aaaaagagac ctattccagt ttactcatag atttaaagaa
  3378541 gcgttttttc gcgggatgtt tgatttgtgc tattttattt acccctctta tttttatgat
  3378601 gttcaatgat tatacatcgg atgaaatatt cagttatctt gtcgccctga tttttggctt
  3378661 gtatatgact tattatataa cgccactgaa cttagcatgg aagtcatata gatatctttc
  3378721 caataaggag gaatgatcct ccttgctgtc tattttcttt catactctga attatcatcc
  3378781 agataggtgc taccgataac tcttatttta tttgtagcct taacaccttg tatggtaagt
  3378841 gctagcttac tcatgctgtt tatttttcgg tagtaatcgg atggaatata tttatacaat
  3378901 ctccacgcat cgggttttaa tgacaattta atgacaccat agaatgacgt agttaaatct
  3378961 gccgcataat aggccaacat accggttttt ctttcaaatc caaagaattc agccgttccc
  3379021 atataagcat cctgcataaa accggtagta tttttattgc ctcttaaccg ctgaacccct
  3379081 tctgatagac tacttgcacc atttaatatc aaatgagcac caacgatgat accgacaata
  3379141 tttcctgaag ctattgagcc aaggagaatt ccacttccgg cgaccatctg taaaccgcca
  3379201 acaattacag ctattccatc aataacatag ccgataactt tatcatgctc ttcaatttta
  3379261 gcggatatgt ataccttcgc ctgttttaat gaaagcatac tgtcttgctt ggaaaggtga
  3379321 tagcattcca ttttcaagtt gtctatccct tccttgcaat cgttgtctgt tctggcgttc
  3379381 cgtataaagg taaggttttt ttgtgtaaat tatttgatat cattctcaaa tttcactctc
  3379441 aagaaaacat cttttatatt attaaacgaa actcttcttg agagattgat taatttatca
  3379501 gcctctattt ttgccattgc ataaaaatat ttattatttc tttcctgcaa gctcaaacca
  3379561 atatccattt gctcactcct ttttttatgg ggcaatctaa caaggtatta tatctataga
  3379621 tagaacctat tcctctatac attatataaa attacgatta ttgccctatt aaaatggagt
  3379681 attttcagat gtttcttgat acatttagct ttttgcgggt agagccaaga caaatgggta
  3379741 atggcagagt agggaggcgg gccaaccagc cagtactggt aaatcagcca ttttgtcacc
  3379801 ttgcagggca agcccgcgac cgtaacagtc tgttcgataa ccgcccagcg ttatttctga
  3379861 ccggaaattt taacgaatat atagacgctt agcgtaggtt ttcgccccat tggacctcaa
  3379921 acccctttat ctgggggaaa tacgtatcgg tgtgttttta ataccgtctt gagaaatata
  3379981 gcgtgggtaa aactatcctg ctggagaagc tacctgacgc tcctccagca gggaataaac
  3380041 ttactcggta gcaaccgcct cgggttggcg gcggatgaac accatcacca agcctagcca
  3380101 cagtaaaccg ctcatcaggt taaacagatt aaaccctcta ctgtcgcccc acaggtaagc
  3380161 cactttggcc aactcaatac ctaaggtgaa gatcatcatg ctgatcatcc ccatggccgc
  3380221 agagacggtt cctttactga tatcactggc gaatagtgtc aaccgcacca gaccggcgtt
  3380281 cgccagaccg ataccaaaag catacaggct caacccggcg gtcatccaca gataggcatg
  3380341 ggatgaatag agtgttgaac cggcggcgat catcaggcca acaatcattg ggccagcgcc
  3380401 gtaacggatg agttgaggaa tgctggtttt accgctcaat cgtgccagtg tcaggttacc
  3380461 tataatcagt gcgccgaaaa ttggtacctg caaaatgcca tattcaaaag tagagagttg
  3380521 ctctccgctg atcaaaatta ccggtgactg ggcaatccat gccagcaaag gcaggctggc
  3380581 aaagcccaat gctaaagaac cacagaggaa gcggcggtta gcaagtactt gcttataatc
  3380641 acgccacatg ttggcaactg acagtttctc ccctttcagc gaggcagttt ctggcatcgc
  3380701 acgccacagg ccggcaaatg aaattgcccc cagcaccgca aacaagacga acatggtttg
  3380761 ccaaggagcc acatggatca gggcagcacc ggccaatggg ccaagcaacg gagcaatcaa
  3380821 tgccacattg gccattaacg cggtgatttt aatacagacc gcttcttcaa aagattcctg
  3380881 aatagtggcg taaccgacgg caccgataaa gcacaagcca atgccttgca agaagcgcat
  3380941 tgcgatgaac tgttcaatgc tattaaccag taaaatggca aggcaagtca cgacaaagaa
  3381001 agcgacccca gccaacatca ctggacgacg cccacggcgg tcagacaacg gccctagaag
  3381061 ccattgtagg aacatccccc ccgccagata agcggtcata gaggttggaa cccactcaac
  3381121 actggcatta aactcggcga ccactgccag catacctggc tggatcatat cgttggcgat
  3381181 atacgctgca aattcgaaca atactaagca gagagggaat aaaagcgccc gtcgacctaa
  3381241 gcgtgtcgcg ggtgaaaatg aagtttgcat aaattaagct aattaataat aagtatgtaa
  3381301 aagggaactg cttgggcagg gcctacagtc ggaacatgtc agagcggtta ttttgccgtc
  3381361 aatagcgtgt tatggcaata attaccctta gtttagtgat ttgtggctgt tgacgttcaa
  3381421 agcacatttg agccaccgag tgatgccaga ctgtctactc cccgttatct gagacagacc
  3381481 tgattagact tttaataact ttttgatttt gaatgggctg ttgatgtcaa aagcacattt
  3381541 gagcagccga gtgaagaatg aaggtaggac gcgaggcatg gatgccgagc gagggccgct
  3381601 tgagcaggaa gcgaatcggc ccggtccgtc agcgaaatga tgaatcgagg gaccccacgc
  3381661 agtgggcaag cgatagtgcg aaagcgcggg gttccaaggg ggccacgctt atgcactgaa
  3381721 ccccaaaact tggacatctg ctttactgct tttctacctg agtccggtat tctgccggac
  3381781 tcattccgcc tgttttcagg ctaatgcgct ctgtattgta ataatggata tattctacaa
  3381841 tgtcacgctt taaaactgtg gctgaatcgt acttcttacg gtgatacatc tcggctttca
  3381901 ggtgactgaa gaaattttcc atcactgcat tatctaaaca attgcctttg cgtgacatac
  3381961 tttgccttat ccccgcctcg acaagcattg agcgccacat cggcgttcgg taatgccagc
  3382021 cctgatcgct gtgcaacatc aggccttctt ttctcccttt cactttcagc gctttttcca
  3382081 gcgtcttgca cgtcaggatt aatgctgctc tttctgacat atgccaagaa ataatctcat
  3382141 tattaaacag gtcttgtatc accgacaaat acagcttctg tgctccaact cggaactctg
  3382201 tgacatctgt acaccacttc aatccactga tttcggatgt aaaattacga gccaatagat
  3382261 tatcggatgc ccggccacca tcggccctat aggagcgata ttttttccgc cgaatgaggc
  3382321 tgagtaaccc gtgctgattc atcagttttc gcaccgtttt gtgattcagt gtgaaccctt
  3382381 cttttctcag tgcgaccgtc atccggcgat aaccgtagcg ctgtgcgtgt cgtctgctta
  3382441 gggcgccaat cgcttttacc gcatctgcat agtcatcaat tacaccgtcc ggtttcgatg
  3382501 catgataata gtatgtactg cgtgccaatt ttgcggcaca cagtaggcaa gaaagtcgat
  3382561 gttctgctgt cagtgcttga actattctgg ttttttctgc tgctccctga gtgccttttc
  3382621 ttctctcagg gctttccgct tttttagata agcgttttcc gcgcgcagat actcaagttc
  3382681 tttctctagc tccgcatgcg tcatctcgct gaacggtttt gaatcgtgct catatttatc
  3382741 ttttggcata gtaggacccg ttttcgatgg gttaagcgct tcttttcctc cctctcgata
  3382801 acgtttcatc cagttttgga taatcgtctc gttgggaatg ttaaaatgag cagaagcatc
  3382861 ggcagcgcta catctgtttg ccatcatata gcggacaacg caaagcctga attctggagt
  3382921 ataagttctg gaaagatggt gctccagtcc agcctcacct tgacggcgaa aagctcggat
  3382981 ccaacgcgta agaggggatt tgccaacact gaattgacgt gcggtttccc gcagagtggc
  3383041 ctttcctgaa aggtaatgtt gaaccgccgc taggcgggtt gaaaaagggt gtttcattga
  3383101 accgaacctc cagatcatgg ataaaaagat ccaagatctg gggttcagtg cagcgcgtga
  3383161 ccccttgtgg aatccccgcg cttgcgcacg tatcgcttgt ccactgcgtg gatgccctcc
  3383221 gtcatcgttt cggctggcgg acggctttac gcgggtccct ccgcgtgacg cctaaaacgg
  3383281 gcgtcctgcc cgttttcctt gccttctctc ttcattcggc agctcaaatg tgcttctaag
  3383341 gtcaaaacct aaaagatact gataaaagta aaagtaaaag taaaagtaaa agtaaaagta
  3383401 aaagtaaagg taaaggtaaa ggtaaaggta aaggtaaagg taaaggtaaa ggtaaaaggt
  3383461 atcgaaaaaa tacaattcgt taataaattg tgttaaaaaa tgacttatat ccaaaataat
  3383521 gtgagtttcg agaaagcggt gactgaattg aacgaaatca gcctacgcat atgcagcttg
  3383581 aaaaatgacg ggtatttata tcaacccagg tgttaaataa tgaaaaaaac aatagtacat
  3383641 tgttattata ttttttgttt ttttgctcta taccttattt cctcatttaa agaggaggca
  3383701 tttatcgatg gtatagaaat aaagaatgta tgtgttgcac atagagcctt tgttgttgat
  3383761 gacatcagag actttacagt gatatttgcc ataataattc ttatcccctg ctttgtttat
  3383821 ttgaaaaaaa acagatttaa aaatcaattt ttgaatctgt taagtatatt actaatcata
  3383881 tatttcattt ggcgattttt tatacgattg agtttctgtt aaaaaagtgg atcggtcatg
  3383941 atgttgtctg gcgggcggct ttgcgcgggt cactccgcgt agcgcctaaa acggggggtt
  3384001 tggaatttgc ttttggccct gggcgttcat ctctttatct ttcacagaga ccttatcgca
  3384061 ttataaataa tataaatttt gtatatgaat caatctatct ataaatcaac cgtgttatgc
  3384121 tcatctgacc gggcgatatt caatcggttc tgggctaaaa ggggctacac catggttaaa
  3384181 ccatttattc ttgctgctat cgccgtcgcc acgctaagtg gttgtgccaa taacaatacc
  3384241 ctttcgggcg ataccttcag cagctctcaa gctgggcaaa cccaatccgt tacacacggt
  3384301 accttagtgt ctgtccgccc tgtgacgatt cagggggggg gatgggaata atgttgccgg
  3384361 agccgtaggg ggtgccgttg tcggtggttt cttagggaat acgatagggg gtggcaccgg
  3384421 gcgtcgcctt ggcaccgcag caggcgtggt ggcgggtggg gtcgttggtc agcaggtcca
  3384481 gagcctgatg aatcgcagta gcggcgttga gctagaagtg cgccgtgatg atgggtcaac
  3384541 attcctggtc gttcaagctc agggcgtgac acagttccac ccagggcagc gggtgacgat
  3384601 tgccaccagt ggcagtaccg tgacgatcac gccacgttaa accttcgcat cacccttggt
  3384661 atctgtttct tcgctgccaa gggtggtttc atctttgacg gttaatggaa atttaacggc
  3384721 caacacgcgg atgacggatg acggatgacg gatagaaaaa ttatcgggtc atggccattc
  3384781 acacttcggg ttcaccatat ttattcttaa cgggttctga ttttagaaag agacaaatag
  3384841 gcaagataag aaagggaaca aacagccata cgaaggctga gtatccggca tcatgaagtc
  3384901 tgcggatact gcttgagaac aacggaagca ataaaataat aaaaactgaa aaggcaattt
  3384961 cgctactatc accttcgtta ctatcacctt cgttcgtgcc accgataaaa aagtagtcgt
  3385021 agcagagaaa tagcattgtc tgaaataaga caatgctcac atattgtaat ctattgtctc
  3385081 ttcccgtcgg atcaaaagat tttttgtacc ctcggataat gagagcggtt attttattga
  3385141 ttattttcat ttgatttttt ctttctcaga aaaaataaaa taataaaact tattactgtt
  3385201 gatataatgt agtaaggata gaaatttata taatcaacag taacgctaac caccgcttca
  3385261 tttaacctaa catcatcacg gctgctcaga tacagaataa ccaatagcaa aacagcattc
  3385321 gtcaatagaa atttgacgtg aaaaatcatc tctttcttta acgagtcgta tttatccacc
  3385381 agggtgaata aataatatat cacgcaaata ccaacagcaa acatggcggc atcaattaag
  3385441 ggcttgcgga tgaaagcctc cgcatcatca accatcaagt gcttgccatg aaaataaacc
  3385501 tcaaccaagg cgttcggcac cacgaaccct atcgccgcat acacgatgat aaggagaggt
  3385561 agcccccatt ttggcgtggt aagcatcatg ttctcgcgcc gctgttcttg atgtcctgca
  3385621 ttgatttaga tagctcatgc atcgatttaa tcaatgatat ttctccggtg tttttattat
  3385681 attttgccgc agccgttggc gcatttcggc caccgttatc cataaagaaa gacacattac
  3385741 ttctgccatg cagagtaata ttttttatcg tgtctgaacc atagtgtaaa agtttaggcg
  3385801 tcgagatttt atattctttg gtgaattttt tgtagaagta attagtatta ccttcaagtc
  3385861 taagaccttg aataggaaca gcagcaaact cactcccggc ataatccaaa acataagcga
  3385921 acttaacctc ttggctatct ttggtggtaa ttttaccgcc ggtaatagac ttaagacgct
  3385981 gccataaagt gatattactg agatcgactt tctcgccatc caagaaaacg tcttgttttt
  3386041 tggtgagttg gtatatcatc cggtgtactt gtaccaaaga aggcccgaca gtccctacag
  3386101 acggcgctaa actgtctcga ggataaagcc gctcaacaat aaaaaatata ttcgtttttt
  3386161 tatgattttc aattccgttc ataagctaaa cctttattcc tttaaataaa aatcagattt
  3386221 gattcagctt accatcatcc ctacggtccg taaatccttg cttgacttgt ggtttcttac
  3386281 aattatgtat gaaatatcct gtaggccaga ttattacgca gattaatgcc ccaatattta
  3386341 tccattaata taaatatttt tatctatgct caataattcg aatttcagta aggcagccag
  3386401 cgaaagagaa aatcggtcag aaaccgattt aaaattgaca cgattctatt tagctgaaaa
  3386461 atattggtga aaagagctaa aaactgcccc cctaaaaagc accgtccagc ccgtaagagt
  3386521 gaggggatgt agactggacg gtgaaacacc aacatatgct cgtcatactt caagctgcat
  3386581 gtgcgttagc cgccctcctg caactcgaaa tatttaggga taaaacaacc cggtcatacg
  3386641 gctatttttc agctttctca gccgcaggtt tcacgacatt ctcgccgtga tgaccaaaga
  3386701 attgatacaa ggtatcggag gctgttttag ttaataccat aatttcaata cggcggtttt
  3386761 tggccgccag cgggtccgtt gggtcgagta acatttggtc tgccatcgca ttgatttgca
  3386821 agactcgccc ttcatccaat cccccattga ccaacgcttt atgcgccatc agcgcccgct
  3386881 caccagacag attccagttg ttgtacaaca actgatcacg gtaacgagaa gcatcggtat
  3386941 ggccggtgat aataatttta ttatccatct cgttaaaagc aggagctaat tcccccaata
  3387001 accgactaaa gaaaggtgtt aacaccgcac tactgcgctg gaacatatcc cgctgctgat
  3387061 catcctgaat cagaatacgc agcccttgcg gcaccacttc catttgcaga ttcgattgcg
  3387121 cattgtaggc cgaggtgatc tgcataataa tccgcgatag ctcttccatc tcatgacgcg
  3387181 atttatccac aacctcctct aatgattgtt ctggttcagg aacctcaatt gcgaggttgc
  3387241 ttttggtctc tttagcctgc tctttgccat caatgctatt cgataatttg ccaccgccgc
  3387301 ttttactttt tgacgggatc gaaataaaag attgttgagc aaaaatggtt tttccattca
  3387361 attgcgccac aatttcttgt cgctcttctt ccgataccac gccaacaatc cacagcacca
  3387421 taaataacgc catcattgcc agcgtaaagt cggcaaacgc cactttccaa gcgccggagt
  3387481 ggcggacatg gtgctttttt ctgtttgccc gcttgataat ggtcgtggcc ccgccactgg
  3387541 catgatttct cattagacgc ctgccgttat cagcttattg atccaagagt ccaacgtggc
  3387601 aaatgtgggt ttgttgtcca tcggtagcat cttgcgaccc gcatccacag ccagtagtga
  3387661 cggcttgccc gcgacatgat taaccaacac catgcgcaca cattcaaata gtgccagttt
  3387721 ctttttgatc tcttgttcca tcgcattgga caacggatcc atcaggcaat aacaaataaa
  3387781 caccccgagg aaggtaccaa ccaaggcggc ggcaactttt atgccgatca tggcaattga
  3387841 gccatcgatg gattgcatgg taatgatgat acccaacacg gcggcgcaga taccaaaccc
  3387901 cggcatggct tcgccaatac gctggaagga gcgagagggc accaatagct cctcttcaac
  3387961 agcggataac tcctgttcta aaatgctttc cagctcatgt tgattaattt tccccatcgc
  3388021 catcaggcgg aaattatcag agataaaggt gatcaaatgc aggtcctgta aaatgagcgg
  3388081 ataacgctga aataccgaac tattggcggg gatttcaata tgctcatcca ggcgtttcaa
  3388141 accaccttca tcaaccattt ccagcaattc atacaacaac aacaataatt gctgttgaaa
  3388201 ctcaaccgta tattcactcc gacgtgcaac ggctaaaatt tgatgccaca tttcctgcaa
  3388261 tacggaaccg ggattaccta atatcaaggc cccgatacct gagccaaaaa taatgataat
  3388321 ttcaccgggt tgccaaaatg acgatagcga accgccagac attaagtagc caccaatcac
  3388381 acaccccata atgaccagta ggccaaacag cttctgcata acaccctcga taatttaaaa
  3388441 aaatgattta attttttgta ctaatttctt attaagttgg cagatgcgtg cctccgtgag
  3388501 atccagtact tgtgcaatct ctttcatact cagttcttgc tgataataaa gatgcaaaat
  3388561 catctgttca cgttcatcta atgtgctaat cgcctgtttg agattatctt caataataat
  3388621 attctcttcc agatcccgac tttgcaaaat atcattgtga gcctctaatg cgagaatttc
  3388681 atccaggctt tccatcgcac ccgcattctc caacaaaaga tattcctgat attcatctgc
  3388741 cgtcaggttt aattcagcgc tgatctcctc aaagttaggt tcatggccca gacgtttcgc
  3388801 gatttgccgg atagcctcat tggttttatg ggttttctgc cgcaaccggc ggggtcgcca
  3388861 atcatgctcc ctcaattgat ccaatattga acctcggatc cgatgaacgg cataagcggc
  3388921 aaattgcccg tcagggtgac catagcggcg cagtgcctct aataacccca tcaatgcaat
  3388981 ttgctgcata tcctccttgc cgatgacgct atccgcctgg aaagagagct gcctgacaat
  3389041 acgttttacc agcggtaaat acgcattcag atattttcct tcctcttcgg cggtgagcgt
  3389101 taagcacgct tcaaactctc tattttccat tatgattatt gaaagaccat tctgctgata
  3389161 accacgtcat caaatggcat cggcacattt aatcctgcga aatcttgctt atattcattc
  3389221 attagctggc ggcgtaaatc taaaatagag gtatggcgca ctgcttgata atccatactg
  3389281 gaaagtaaat tcactgtcgt ggcttgaata accggcacca ttgcaatgac atttttaatg
  3389341 tctttgtcat caccggtcgc catgcctaat tccagttgca aatagcgttc agtattattg
  3389401 tctttcagcg taatcaccat gttcttaatt tcaacaaact gaaccgcttt attaccacga
  3389461 gtaaaagatt gactcaccgt ggcaggttga taccccattt gttttaaaac actctcgcgg
  3389521 gaaaataaaa aaacagcggc catcccggaa attagcaata ggaatgcccg tattttcggc
  3389581 gaaaatactt tcttcttagt cttcatcaat aatcctttat atagttctct atatataatt
  3389641 gtctttatat cgttattagg agcgtcccat catcggcatt tatttctgcc tgactctcaa
  3389701 aatgttgtgc agccagaata tcggcttgcc cgtgatggtt cgaatgacgc ggttgcggtt
  3389761 gctgttgttg ctgctggcta ttagccgaaa cctgtacgtt aacttcagta ctgttttgcc
  3389821 caatcagtgt ttggcgtaat tcagcgctgc tttgctgtaa tgcccgataa acttcgcctt
  3389881 gattggcatt aatattcacc tgcaacttac cgccctcaaa atgaatcgag atatcaatct
  3389941 tgcccatatc cggaggatca aggcggatcg tggcatgttg tacgcggtta tccgcttgta
  3390001 cctgcaagcg ctctcccaat gccatgcgta attgttgcgg ccactcttcg cggttattgg
  3390061 ccagcgtgag tgggctatca atacgcgagg cggtgctggt ttcatggctg ccgttcagta
  3390121 cagggctacc gatctgtata gggctattga tttgtacatg cctatcgatt tgcacagggc
  3390181 tatctatctg tacagggcta tctatctgca cagggctacc gatttgcaca gggctaccga
  3390241 tttgcacagg gctaccgatt tgcacagggc taccgatttg tacagggcta ccgatttgta
  3390301 cagggctatc tatctgcacc tgactcgcgc ttggcccatt gcggagaagc ggaaataggc
  3390361 tctcgttttg tgtcagggac cgctccggtg tagaaaggct gacgggcacg ctatcactga
  3390421 gtggcgtggg ctgctcgcct tctgatctca ctggttggaa tgcctggctc tgcactgcgg
  3390481 gtttaagtgc cattggtgac acatttgccg gctgagtttg cagcaatgta tcaagcagtt
  3390541 gctgattctg ctcatccgcc gacagggtta gatcagcctc atggctatca accgtacctt
  3390601 ctgcatcaaa cgccgcgata acttcctcca ccgccgcagg gcttaacgag attggctgat
  3390661 gtggcaccag cgcctgtgac aaaacagcat cgaaattcgc cagattgcta acgctgaccc
  3390721 cctctgggcg ggcggtagcg ggtactttta tctcctcctt tgttggggcg aacgaatccg
  3390781 ttacctgaga cagtgtgttc agcgtggtcg tgttcagcgt gatcatctta gcggccctct
  3390841 tcctgtgcca tatcctggta ggcgcggatc gccatagcgg cataggcact gatgccctct
  3390901 tgtcggttgc gcatctgttc catatcggct ttaagcactt gttgataagc ctgacagcgc
  3390961 tgaatagccc gttgatggct ctgttgtaat aatttcaatg actgaacaca atctgacgat
  3391021 aacttttgtt tggcgataga aaccagcaga tgagccacac gctcatccag cagcagcaga
  3391081 cgtggccaat ctttgctctg gctcgcgctc tccaattcac cagacaacgc ctcagcggta
  3391141 gccaaaatag tcatattaat gtttcatccc ttcccaacct tgatataagg cagctaaaat
  3391201 cccttcgact tcagcaataa tctcgataga gagcagatta ctggcctcat ataaacgata
  3391261 aacacaatag tcgtataatt tgctgatagt gaccgataaa tcaccgccat cttcataatt
  3391321 cagtacgctg gttaagccat taagaatatt aatacattta ttaatactct taactttatg
  3391381 ctcataacgc ccggcctcaa tatgcccttt agcacaaatt aactcatccc ttaggccatc
  3391441 aaatagcatc ataactaatt gatgcggcgt tgccgccgcc tgaatagcga tatctgtttg
  3391501 ttgatataat cctgccatcg gttcgtcata catcataaat tctctttatt tctgctcttt
  3391561 ttctggttta aataattcta aggtagcgtt cattttggtg agcatatttc ttatccccgt
  3391621 gtataccacc aaatacttat cgtatgcatt atcatagtca tctttaacaa ccttcagctc
  3391681 tttctcgata gcggtaatat ccagacttaa tcgatcatta tccagtttga ataaacccga
  3391741 cgtgacattg atataaggtt ctaatgcttc cgttaattta ttgacgaccc cattcttgcc
  3391801 attgaaaaat tcattgaaat gctgcgtatt ggaactcaat gtttgttgca attgtttgct
  3391861 gtcgatggtt aattcaccgt ctcgcccact cgtcacaccg aaagcataaa tacgttcgcc
  3391921 atcaattggg cttctgataa tgttattcaa tagggtactg atagcgctgg cattgggtac
  3391981 cgaggatgag gactccacca gtttttgcaa ttgattaaac ttggagacaa acgttttcag
  3392041 ttgctcttcg ctggcctcat tatcgatttc aacgcccacc tcaaccgcaa ccttttcttt
  3392101 ctgcaatgac aaagtaagcc cctgaatcgc cttatccaat acatttgtat cgtgcgttat
  3392161 ctttatccct ttattctgtt cccctagcca gacaatagca tcttgcccgg cggccagttg
  3392221 ctgctctgtt gctgcgctaa ttttggtagt taacttactc acatccagtt tatgggctgc
  3392281 accgctttta ttgctgctca gcgttaacac cacatcactg ccggtacgca ctaatgaggc
  3392341 ggtaattcct tgcccatcgc tatttttagc cttatcactg gcattgttaa tggcattcgc
  3392401 taactcttcc aggctattta ccgaggttaa atcaacggtt aatgtggttt tacctacgga
  3392461 cagatctatt gggcctgctg ctaacgttaa ttggttatca gtaatcccct ttagagcaat
  3392521 ctggtctgtc ttggctaatt gctcgacgaa taaatgatat ttgcctttta ccgcttgtgc
  3392581 ggttgcactg gcgcttacca gtttatcgtc gctactggtg gtttttattt tcagcagccc
  3392641 agaatcccgt tgatttaatt gattcaatgc cgaacgaaaa tcagtgactg acgtttgtaa
  3392701 tttattagaa ctcaccttct gactattaat ctgtttttgt tgtgcctcta aacggtttct
  3392761 cttcctgaat acagttttat cagcactaaa tgcggcctgc ttttctggtt caacggttat
  3392821 cataacaact cctattttat attttatttt tacacttcac gttaagcaaa acacatgcca
  3392881 ataatcaatt tattgatatc cattgaattt atttaacgta gggaaataaa tattccgcgt
  3392941 atttaataac agcggaaata aaacgttgat aaaagaatac cgctccgaaa agcggtatcg
  3393001 attaagttca tggccgatta tattaacctg gcaagcggtt tattaacctt gcagcagggt
  3393061 cgaaatcaac tgcgttgcgg cattggcttt tttcagcatc atcacgctcg attgcattaa
  3393121 catttcgctc tgcgcatggt ttttcatctc atctgcaaaa tcggtatctt tgatgctgcc
  3393181 cagcgcctgc gcggtgttgc tgatcatgtt atccaggtta ttggaagagg attgcaggcg
  3393241 gttttggttc gcccccagcg tggcacggaa agcaccatag gcgtcaatca cgtctgacag
  3393301 ctttttatct gccttcatcg ccagatcttt atcggccagc tgcatattca tcacaccacc
  3393361 accggtagag tttttagcct ggaatgtggc ttctgccttg accgcagcgt catgtgttgt
  3393421 tttcagggca gcaaccgcat ccttcatctg gttgctattg gctgaagtga taacggcacc
  3393481 aagagcaatt accacctctg ggacggtctt acccagcgca tccttatatt cagggatctt
  3393541 aatttctgcc actgctttat taccagaagc tgcaaaatcg tgttccagag tcttttggac
  3393601 gccttcagca ccagctacaa gacttttagt atctgtaact gccttatcca aatcataagc
  3393661 ttgcttctcc aacgacccag tagcgctcga tgattttccg gtgattttcg gtgcctgctt
  3393721 ggtcacactc tcagtcagct ctgcaatcac gctattcaga tctaatttca ggctagattc
  3393781 tgcatcggta ccgctctgga aattcaattc cttacgcatt ttgccgccat cagcaaacag
  3393841 cttctcggag ttatattcgg tgttgttcag cgcgttttgc agctctttac ccagttcgct
  3393901 aaattctttt tggatagcct cgcggtcagc cgcagagtta gtgtcgttcg ccgcctgcgt
  3393961 tgccagcttc ttcatggcgt tcagggtttt gaccgattca gccaagccac catcggcgat
  3394021 ttgcagcatg gcgatggatt cttgaatgtt ctgcttagcc tggcccgcgc tgtttaaaaa
  3394081 cttctccata cggttggtga tctgcaagcc tgccgcgtta tcggcgggtg agttaatgcg
  3394141 gaaaccggta gacaggcgct gtgaagattt ggcattcgcc aggcccgcat tactcaggct
  3394201 gttgatggct gttttagcag aagcattggt gtggatagac agtgacataa attcaattct
  3394261 cttaaatgcc ggggctaccg gttagctccc gtggtaacag aacaaagcgg caccgaatgg
  3394321 gggattatta aacgcaatat gcagataaag tgaatttgct taaattctga gccggaggtt
  3394381 atctactgcc taaaagctgg gccatgcccg gtatacaata aaaaataccg ctccaggaag
  3394441 cggtatcgat ttattaatgg ctctaaatca ttcgagtggc agaaaggggg taactgagta
  3394501 cccccctgca acgcgaagga tggcgggtca ttaaccttgc agcagggtcg aaatcaactg
  3394561 cgttgcggca ttggcttttt tcagcatcat cacgctcgat tgcattaaca tttcgctctg
  3394621 cgcgtggttt ttcatctcat ccgcaaaatc ggtatctttg atgctgccca gcgcctgcgc
  3394681 ggtgttgctg atcatgttat ccaggttgtt ggaagaggat tgcaggcggt tttggttcgc
  3394741 ccccaacgtg gcacggaaag caccataggc gtcaatcacg tctgacagct ttttatctgc
  3394801 cttcatcgcc agatctttat cggccagctg catattcatc acaccaccac cggtagagtt
  3394861 tttagcctgg aatgtggctt ctgccttgac cgcagcgtca tgtgttgctt tcagggcagc
  3394921 aaccgcatcc ttcatctggg tgctattggc tggagtgata gcggtaccac tattaattac
  3394981 cacctctggg acggtcttac ccagcgcatc cttatattca gggatcgtaa tttttgccga
  3395041 tgctttatta ccagcaactg caaaatctgt ttccagcgtc ttttggacgc cttcagcagc
  3395101 ctcttttgct ttcttagctg cctttgttgc cttatccaaa acatcagcct ctttctccaa
  3395161 tgtcgaacca gcaacatctg ctttaactgg cgttgctttc ttcgtcacac tctcagtcag
  3395221 ctctgcaatc acgctattca gatctaattt caggctagat tctgcatcgg taccgctctg
  3395281 gaagttcaac tccttacgca ttttgccgcc atcagcaaac agcttctcgg agttatattc
  3395341 ggtgttgttc agcgcgtttt gcagctcttt acccagctcg ctaaattctt tttggatagc
  3395401 ctcgcggtcg gccgcagagt tggtgtcgtt cgccgcctgc gttgccagct tcttcatggc
  3395461 gttcagggtt ttgaccgatt cagccaagcc accatcggcg atttgcagca tagcgatgga
  3395521 ttcttgaatg ttctgtttag cctggcccgc gctgtttaaa aacttctcca tacggttggt
  3395581 gatctgcaag cccgccgcgt tatctgctgg cgagttaatg cggaaaccgg tagacaggcg
  3395641 ctgtgaagat ttggcattag acagacccgc attactcagg ctgttgatgg ctgttttagc
  3395701 agaagcattc gtgtggatag acagtgacat aaattcaatt ctctctaatt ccggggctac
  3395761 cggttagctc ccgtggtaac agaacaaagc ggcaccgaat gggggattat taaacgcaat
  3395821 atgcagataa agtgaatttg cttaaattct gggttggagg ttatctactg cccaaaagtc
  3395881 aggccatgcc cggtatacaa taaaaaatac cgctccagga agcggtatcg atttattaat
  3395941 ggctctaaat cattcgagtg gcgggaaggg ggtaagagaa tgacaaatcg gtcagaaacc
  3396001 ggatcagatt tcggttgtta ttcgctcaga ggccacctga acccagccgc ctcaaccgag
  3396061 taggaggact accctctctc cttgtcggca atattcctga ttgcgctcaa catcaaaatc
  3396121 aaaaccctat ctgtaagttt tggttttatc ttttgatatt aaaaacacat ttgagctaaa
  3396181 tcattcgagt ggcagaaagg gggtaactga gtaccccccc tgcaacgcga aggatggcgg
  3396241 tttattaacc ttgcagcagg gtcgaaatca actgcgttgc ggcgttggct tttttcagca
  3396301 tcatcacgct cgattgcatt aacatttcgc tctgcgcgtg gtttttcatc tcatccgcaa
  3396361 aatcggtatc tttgatgctg cccagcgcct gcgcggtgtt gctgatcatg ttatccaggt
  3396421 tattggaaga ggattgcagg cggttttggt tcgcccccag cgtggcacgg aaagcaccat
  3396481 aggcatcaat cacgtctgac agctttttat ctgccttcat cgccagatct ttatcggcca
  3396541 attgcatatt catgacaccg ctatccgcag aatgtttgac aacgtattca ttcacagcct
  3396601 tcggagtctc tatttcttgc ttgtcccaat aagcctttgc gtcggccatc gaggtgatat
  3396661 tcgctggtgt gatagcggta cctgaggcaa tttttttctc cgctacatcc ttaccagtgg
  3396721 tatctttgtg tgctggaata ataatatcaa tggaagcatt acccccctta ccggtagcat
  3396781 catcgactag taatgtggtt tctgctgact tagtcgtcgc cgccgtgctc ttagcatcct
  3396841 ttgctaaccc ctccaatctc gcgagttctt tttcctctgc cgtaccacca ctattggctt
  3396901 taagccccgg tttggtcaca ctctccgtca gctctgcaat cacactattc agatctaatt
  3396961 tcaggctgga ttctgcatcg gtaccgctct ggaagttcaa ttccttacgc attttgccgc
  3397021 catcagcaaa cagcttctcg gagttatatt cggtgttgtt cagcgcgttt tgcagctctt
  3397081 tacccagctc gctaaattct ttttggatag cctcgcggtc ggccgcagag ttggtgtcgt
  3397141 tcgccgcctg cgttgccaac ttcttcatgg cgttcagggt tttgaccgac tcagccaagc
  3397201 cgccatcggc aatttgcagc atagcgatgg attcttgaat gttctgttta gcctgacccg
  3397261 cgctgtttaa aaacttctcc atacggttgg tgatctgcaa acccgccgcg ttatccgcgg
  3397321 gtgagttaat gcggaaaccg gtagacagac gctgtgaaga tttggcattc gccaggccct
  3397381 cattactcag gctgttgata gctgttttag cagaagcatt cgtgtggata gacagtgaca
  3397441 taagtgcgat tctcttataa taccggggct acctgttagc tcccgtagta gtagaataaa
  3397501 acggcacggt tgtgtgaatc attaaacctg acatgcaaat tatgttgtca tgacgattag
  3397561 ggataccact aaaaagagtt tagtatttta ataacgcagg ttattaatct gctttaaatt
  3397621 tttaagaaaa acgaagacga cacaatgcta taaaaaatta aattattttt ttaaaaaaaa
  3397681 cattatttat tcacttttga gggatgaatc atcattcagg ccggaaccgt tatcaaaaga
  3397741 ccctataaat aatgtaaatt tagtcgcata taggaaaaac acttaactat cagaaaataa
  3397801 ataaatttat taaaatattg attatttaat atcatttagt taataataca tagcaatcga
  3397861 gaagaatagt taaccatcct tttacagcga ttaataacta ggaaattttc tcgtaaaaaa
  3397921 gaatattata ccaaaagcgg acaacaaatc gcgggtttgc ctgtattttg aacccaccaa
  3397981 taataaccct acctcctaat aattaagcag aatttatctt ttaggtaatt aaattatcaa
  3398041 atcatggcaa gcattttgat actattatgc acacaataat cgaaaaaaat atgaataaac
  3398101 aatcccatat cgtgaatggc tggctaatcg atctaacatc tggctttatt acccatcaag
  3398161 agaccaggga aaaaaagcgc cttggtgaat accagttgaa actgatcaac gtattactgg
  3398221 aacatgctgg cgaaatttta tcccgtgatg aattaacaaa tttagtctgg aagcgccgag
  3398281 ttattggcaa taacagcttg cccaatgcaa ttcacacact gcgtgtcgcg ctgggtgatg
  3398341 aaaataaaca acagcgcatc atccagacca tccccaagat aggttatctg ttggatgcca
  3398401 gcttttgtga aattatcgac gccacaaaag agacagaaac ggcggaacag acagcattgg
  3398461 cccaaaccga tgatgaagag atagtcgcac cattgaatgg cgtcactctc cacgaggcgg
  3398521 tagcagcaag tgcatctgat attgcccata gcaggatagc ggagactaac gaagaaccgg
  3398581 cagatacggc gatcaacgcc cccttacccc caacacagac cgggccggtg gtgatgactc
  3398641 gtcagcacgt tacggccagt cagcgcccac cgtggaatat tttcagctat tggagccggg
  3398701 tggctattgc gttattggtg ctcatcactg cggtcgcttt ttaccgttta tttccgcaga
  3398761 acaaaggggt gagctacacc gctattgagc aagatcagga agcgtacagc aatatccgcc
  3398821 tgtttcagtt ggtggacagt gcgctgtcgc tacagcagga agagaaactt aatcaacgct
  3398881 taaaagacac gctgtatgcc ataaataaac agagtaaagc caagagtatg agcattaata
  3398941 tttattatta cgtctctctc aggcgcttgg attttacctt ctcggtagaa agtcaatgcg
  3399001 agaataaaca gttagggatg accatttacc attggcgtca gaactctcag ttattaaata
  3399061 atttgattta ccgtgaaatg gagagaaaaa taaatgaaat ggttaactgc tagcaatgga
  3399121 atactactgt caattttagg gttattcctg tcactggcag cactggcctc ttctgaagga
  3399181 aagaaaaagc ccactctcgc cgatgctcaa ttacaaatgg gtttttatga tttattgtca
  3399241 cagcagaaag agatctatga tgcccgtatt accgcaaccc aaggcggcgt gattagcacc
  3399301 attaccagcc ctaatgataa tcgctttatt tttaagggta agtttactga acaaaccacc
  3399361 caaaatagtc agttgagttt cagttacagc cccatatttt tcaataaccc cacgtctggc
  3399421 cgcatgattg aggggtttct ggattattta atgcacaata ccgtgtttat gacgccaatg
  3399481 gtggttgaag ggcaaccttt attggtgggg caaagcggta ttgtcttggg cgagaaataa
  3399541 cggggagtga aaaatagctg gggctaagaa atcgctgggg ctgaaaaaac ggctgacatg
  3399601 tgcgatcaac gcacatgcag cttgaagaat aacgggtaat gtttaccttg ctgcaacacc
  3399661 aagtacgttg ggggacttgc agttgcagcc gtattccccc tcctcaaccc cccaataaat
  3399721 ttctcaccat agcgctgcgt gcattgccct gcgccgttaa catattggcc cacatcgcat
  3399781 actgggagcg cccttgcagt aacttttcag ctaaggcttc agcggccatc aacgcagaat
  3399841 tgggcgcaga gaaactggac atgctattga tttgcacccc ggtatttctc ttgtgttcgc
  3399901 tcaatttacg catctgcccg gtaatctgcc ccatcgcttg ctgaataccc gccaggtgtt
  3399961 ttttggcttc ctgcggcttc gcagcaatat cacgcacccg atcttccagc accacttctg
  3400021 gttgtaattt caacggttgg aagctctcct tggcaaaacg tcccccacca ccccggacct
  3400081 gaagatgggc ctctatctct gcccagcgct tttcatccac atgaaattgc gcattccctt
  3400141 gcggatccag ccgcccgtgg atccctaaac gccctaaccc attattgaga cgtaaaagat
  3400201 tttgtgccgg cgaagcataa gccggtaagt tgaccgccac gacgttatat ccattacctg
  3400261 tcagcgaaaa taacagtgtt tcactttctg ccggttgcaa aagctgctcg gctccgtgca
  3400321 aagcgaaatt aacctcggta cgttgctctg gcacaaaatt aagttgccga tcaacggcat
  3400381 tacctgacat cgcggtacgt tgttgcaacc aatgtaaggt ttttaatgcc aggggtttga
  3400441 tttctgtctc cgcgcgttct tgttgcagcg cacgttgcaa ttgcgccacc tgccgttcag
  3400501 tcgtatgtaa atacccttct gcccgttgta gtgccgtcag ttgccgatta agttgtacgt
  3400561 tataacgcag tggctggctg gaaataaaag gtgactcagg gaaatcgacc tcttttttaa
  3400621 tcaaagaaag tgaattagcg ccctgaagcc ggtcgaaatc cgggaggctg gttttattcg
  3400681 ccacctccca ttgcggtcta ttgagtccta cctgcataac atcccagctt aaattaagtt
  3400741 aaaaagtgac aagctattaa tctgtttgaa cgtcgtatag ttggcattag tcaccgccat
  3400801 cagattcatc aactccatat aagactcggc taaatccagg ccaaccaaat tttcttgaat
  3400861 agtggcattc gacagctcca tctcttcatg gtttttttgc agtaattgac tatgtttctg
  3400921 tctgatccct aactcagtta aggtgacccc catatgatca gaggcattat caattagccc
  3400981 catcatctca tcaattgccg cggtatggct ggctaccgct gccggtaaaa ttggtttctt
  3401041 aatattatca cacaactttt ttaacttatt tagcgtggct aaatcaccac tggtatcagt
  3401101 gaaaccagac tgtaaatgta cattctcagt aattttcacg ccttcaccaa cacccgtttg
  3401161 acggttatcg ctattaccaa catacgtata tttattcttc gcactgtcga aggtaatggg
  3401221 ctgtttatta cttgctgttc ctgcaaacaa atagcgccct tcactatttt tggcatttaa
  3401281 ccctgccacc accgattcca gcatgtaatt caattcatct gcaaccccag cgatatcttt
  3401341 attgctctta atgttaccgt tgatcgatac caggctactc tttatcgaga ccaattgttt
  3401401 attaattgcc gaaacatgcc cagtttgatt agtcaggctg ttagataacc cactaatatt
  3401461 actgctgtac tgcttgatgt ttgcttgttc acgattgatc tgtaataacc gggtactggc
  3401521 aatagggtct tctgatggca aggtaatacg ctgttgcgtc atcatttgct tgtttatttt
  3401581 ctcaagcttt tcattgtgct gagtaataaa ccgattcatc gtagatgaca tggttggagt
  3401641 gctgactctc atcaatattc ctttatgagt aaaataataa ttagactaaa gctaacagat
  3401701 cagaaaatag cttatcgcca gtcgcaatca ctttcatgtt ggattgataa gcccgttgat
  3401761 actccatcaa attcatcgct tcttcatcat tatttacacc actaaaactt tcatgataac
  3401821 gagtcgcttg atttaaggta ttttctgcat tttccagttc gctgtgattt ctattactgg
  3401881 taatggcgat ataaccgacg agtgcggttg ccgcatcgtc cagtggcaca ttcttcatgc
  3401941 cagtcaccgg ggtttttcta atatcgagca gttcaaataa attgctgtta tcacccgcag
  3402001 gttttccgtg agcagctaaa gctagctgtt ctgccgtaat ggcggacagt tgtaacatgc
  3402061 cattcggatc actcggatta aagacaaata agtcttgccc aggagcgcca gtaaaatccg
  3402121 taccttttcc gagctgatcg ttgaacttat cggccactgt tttagccatc tcttgcgttg
  3402181 agtcctgcaa ttttttcagc gtggtgagtt cataatcatt tattcccccc aattgtcccc
  3402241 cacatgacat gttcatgccc tgtgtggccc ccgaaaaatg gagagtgatt ttagtatcaa
  3402301 cagaggaggt atcaaccgcc aattcagccg ccaccgcgcc attcactaac ggctgccctt
  3402361 gttttacgct aatacggtaa gtgccatctt ctgcttgatt aacctgtgtc tcaatcaagc
  3402421 cactgagttt ttttatctgg agttcctgct tgtccaataa atcgttaatg ttattgccat
  3402481 cagaacgatt ttttaaaatc tgttgattat aatcagcaat actgcgcgtc aagctattga
  3402541 tctctttcac cgtaatatca cgttgctggc caatagattt tttttgctga acaataaagt
  3402601 tgttcacatt attaaaacgc agcgccatgg cattagctga ctcgataatc tgctggcgca
  3402661 tcgggggtga atccggcaat tgtgtcgcgg cactgagaga ggaaaagaaa ttatttaacc
  3402721 ccgttgccag actggtgctc tcattggaga ccatcaactc taccgcgttg agatattgtt
  3402781 cacccgcatc gtaatactgt tgctggctat ttgcccgcca ctcttgcatc accacatatt
  3402841 gttgggagag gcgtctgatc ccatcaacat taaccccatt tcctgcgtta acgcccccct
  3402901 gcccatctgc gccaatggca ctttgttcag cccgctggcg tgagtaaccg ggggtgtgca
  3402961 tattggcgat attcattgat gtcgcattta aatgcgcttg tgtggcctgc atcccgctaa
  3403021 aggcggttct aataaaattc atggttatcc cggcatttgt tgaataagta acagatgttg
  3403081 aataaatagc aaatacgctt tactccctat aagcgggcaa ttgatcgcca aacttaaatc
  3403141 ggtttgataa gccgttattt actgcccaac tgctggatca acaaattagc aatgccactg
  3403201 ctgcgctgtg atgccaacgt ggaggccagt ttgtcatcgt aaaagtcacg catcatgcgc
  3403261 tgttgtttac tgttaaacgg gtcatcatcg gcggccagca cctcggcggc tttgcgcatc
  3403321 tgttgcaata acgtgcgcat aaataccgct tcaaactgca ccgcggcttg ttccaaatct
  3403381 tgcggctgga ggtcaccgac aaaactcccc ggtatcaccg gggatgattt attaatggct
  3403441 tcaatcatag gttgtcctta aataaccact aattctgcgt ccaaggcacc ggcttcatac
  3403501 agcgcttgta atatcgccat gatgtcatca ggagaggcac ccaagctatt gatggtgttg
  3403561 acaatactgc gcaggcgagt cccggcaggc accatcacca tctggttttt ccctttggtc
  3403621 acctcgatgt cgctttcagg ggttgtcacc gttttacccc cgcctaacgg attgggttgg
  3403681 ctgacatttt tctgctcacg aatattgacc gtcagattgc catgggatac cgccgccgca
  3403741 cggaccatca ccccttcgcc gatcaccacc gtcccggtac gggcattaaa caccacccgt
  3403801 ggtgactgct cgcccgcatt gatttgcaca tcttccagca atgacataaa cgccacgcgc
  3403861 gcaccggcgt cttgtggcgc attgaccata acgttagtgg cgctttgtgc ggtggcggta
  3403921 ttggcaccga aagcccggtt caacgccagt gccacattgt tggccgattt aaaactgggc
  3403981 cgtttgagat tcagcaccac ttggttgttg gtttgaaaat cactggggat ctggcgttcg
  3404041 atgctcgcgc cattgggaat acggcccacg gttggggtgt tcaccgtgac actgctaccg
  3404101 ctgtcgcctt cggctttaat gccaccgacc accacattcc cctgtgccaa tgcatacact
  3404161 tcaccgtcgg ccccgcgcag ttgggtcaat aacagcgtgc cgccacgtaa acttttcgca
  3404221 tcaccaatgg aggaaaccgt gatatcaatc gattgcccac ggccatagcc cggcggtaag
  3404281 gtggcgctga tcgccacggc ggcaacattt tttaccttag ggtccatttt ctccggcagt
  3404341 tgcacaccaa actgacgcag catgttagcc attgattgac cggtaaattt cacctgattt
  3404401 ttatcaccgc tcccatccaa gcccaccacc aggctgtacc ccaccagttg gttgccgcgc
  3404461 accccttgaa tatccaccag ggatcccagc ggttgcgcgc ttgccgtggg taacacgagc
  3404521 cataacccga gcaggacaaa gcaatgcctc gtttttatca agaccgacaa gaaccttatc
  3404581 gagaccgaaa aaaaccgcat cagggccgaa aaatgtatcc ggtttaaaaa catatcaagc
  3404641 tcctgcctaa attgggaata gcggatggtt gaagaagcgc gttaaccaac cggctgagtt
  3404701 agcatcactg agcgcaccac gaccggcata ggagatacgg gcgttggcga tgcgctgaga
  3404761 agaaaccgag ttatcccgtg ccacatcatc tgcccgcact aaacccgtga cccgcatata
  3404821 ttcatcgcct tggttgaggg tcagccattt ttcgccacgg atcaccaaga cgccgttagg
  3404881 caatacctga tggaccgcaa cggttatcga tccacgcagc atattttgct gtgctgaggt
  3404941 ggcactgccg tcaaaatcgc gcttaccgga gatggagccg ccaaatttat tcagtttttt
  3405001 gcccaagact tccggtaccc ccaagctcat gtcattcttt ttgccaaagt tggttttggc
  3405061 ctgcttgctg gattgagtgg attcatccag tatcacggtc aaaatatcgc cgatccggta
  3405121 cgcacggcga tcctgcaaca gcgaccagct gttagcgggc tgaaacagcc cccctccttc
  3405181 cgttaccgtc gcgggttgaa tcagattggc cggtggcgca aattcggcat catctttttg
  3405241 taccaacagc gcggggcttt cacagccaca caacgccagc accattggcg tcagtattaa
  3405301 aaaccttttc attcgtcatt cacttttcaa aagagggtgc tggcgatcac agcttctggc
  3405361 taacaaattt cagcatgtca tcggcggcag agaccatttt ggcgttcatc tcataggccc
  3405421 gctgaacggt gatcatatcg accatctcct caaccacttg tacgttcgag ccttctaatg
  3405481 cgccttgttc caattggccg aacgcctctt cacccggaac gccctctacc gcttcaccac
  3405541 tggctgcggt ttctcgatag aggttgccgc caatcgcttc caaaccggct ggattaataa
  3405601 aattcaccaa ggtgatttgc ccaacttcaa cgggttcagt ttctcccccg acggtggcgg
  3405661 tgaccgtgcc atctttgccg atgtgcagtt gtttgctccc cgtaggtagc tcaatttgtg
  3405721 gtatcagcgg cataccctgt gcattcacca gtacgccatc cgcgttagtg gttaaattac
  3405781 cggcgcgggt ataggcaatt ccgccgtccg ccgtttcgat ctggaaaaag ccctgaccgg
  3405841 tgatggccac atccatatca cccttggtca ctttgatatt gccgaccgta aactgttttt
  3405901 gggtgcccac aatttgcacg ccactaccaa actggatacc gctcggtgtg gtgttatttt
  3405961 gatccagcgg tgcgccgggg gtgcgctggt tctgataaaa cagatcggca aataccaccc
  3406021 gatcacgttt gaaaccatcg gtgttgacgt tagccaaatt gttcgaaata gcgcccattt
  3406081 tggcatcttg tgccgccaga ccggttttac tgacccataa agcagagttc ataactgtta
  3406141 ttccttaatt tccatattga gcaagtggcg cagattaaga cttcaccgcg ccatcgccat
  3406201 taactgcccc ggatcatccg gttgcccgct tgtgccagat cctctgcaac tttcatcatt
  3406261 ttgatttgcg cctcaaactg gcggctgagg gagatactgg cgatcatttc gctaatggca
  3406321 gaaacgttgc tgctttccag gtgtttattc accacttgca ccgtttcatc acgggccgcc
  3406381 gggccacggt tactgaccag taaaccgcgg ttgttttttc tgagttggtt agcggggata
  3406441 tccaccagtt tgatgcgctc gatctcttct ggagttttga tcccccccgc ctgcgggatg
  3406501 atcgctatcg tgccgtcatc agctatcgat aatgccgagt aaggcggcaa gacaatcggg
  3406561 ccgccatccc ccagtaccgg taagccattg atggttaacg ccccctcggc gcttacgtcc
  3406621 atctgaccat tgcgggtata ggcttcacgg ccaccactga gcaccgcgat cagcccctga
  3406681 tttttaaggg caatatccag atcacggccg gtttcttgca aactggcggg ggtcatatcc
  3406741 accccggcat tttggctcag gaccgcgaca cggctgctat aaccaccgcc catgacctgg
  3406801 gtggcggtgg ctttttccag atcagcacgg aacccctgcg tattgctgtt cgccagatta
  3406861 ttggcatgga tctgttgttg tgacaggctg cgattcgccc cgctgacggc ggtatacaga
  3406921 agcttatcca ttacagcacc tggaacagtg cattcatcat gctgtcattg gtgctgatga
  3406981 ttttggtgct ggcctgatag ttacgttggg cggtcatcag ccctaccagt tctgcggtaa
  3407041 tatccacatt ggaattttct aacgcgccgg attcaaggct acccaataac cccgtgccag
  3407101 gtgtgcccaa caacgccgca ccggatttat tgctctcgct ccagctcgtg ccattttgcg
  3407161 tcaccaggcc acttgggctg gcgaagttcg cgagtaccac tttgccctgc aacactcttt
  3407221 cgccattact gaaggtggca tacaccgagc cgtcactttc aatccgttca gcatttttaa
  3407281 cacccgaggt atacccatca cttttattgc gagtggtggt aaacccttgg ctaagctgcg
  3407341 tggtgccggt gtaatcaata tcgatatcat aatcagcagc acccgctgga ttgaaagtgc
  3407401 catgaagatt aatagcgcta cctttcatac cgctaccagc ggcaggaata cccggtatca
  3407461 acgctccggt atcggtaaat tgcaatgtca ggggaggagt cgccgttccc ccatcaacgg
  3407521 tatggtgaac cgcccactca ctcgcgacag aacctgcagg aggagtcgtt gatttaacaa
  3407581 aatagtgagc gaccgcatgt tcccgcccca gagaatcata aaccgtcgac gtcgtggtga
  3407641 agttgtaact tttctcattg gtaggattga aaacgctgac tgatggtgcc gttacactgg
  3407701 cattcagatt agccataaaa tcaagctgtt ctgatgcttt agctggcaca cccgcattgt
  3407761 taattttcaa atcactgatg atgcccgcct ggatattacc ggcagcatcc gccgggtagc
  3407821 cctgtaattt catgccctgg ccgttaacca gatagccatc cacatcggac cggaacatgc
  3407881 ccgcgcgggt ataggcctta tcccccgagc tttcacgcac cacaaagaaa cctccgccgc
  3407941 tgatcgccag atccagcccc atgccagttt tttctttttg gccgtctttg ctgatatttt
  3408001 gtgacacgcc gctgaccgcg acccccagtg gctgcgactg agcatacata gacgagaatt
  3408061 cagtacgact ggctttaaag cctttggttg ccgagttggc aatattgtta ctgatggtgt
  3408121 tcaactgttc ggtatgtgca ttcaacgcgg tattagcgat actaaaactc ataacatatt
  3408181 tccgtataaa taagatggat taatagggtg atattgaccg tgcgggctag gccccgaatt
  3408241 gtgtgatttg gctgtatgaa acctcgccaa gaccggtaat attcagttgc ggtgcaccac
  3408301 cttgtggtga aatacgcacg ttgttcactt tgcctgccac ttctagcgga atcagttctt
  3408361 ccccactgcc actgacggca ctcagttggt attggccggg ttggagcttg gccgctgccg
  3408421 gatcaagcgt gaaattcacc ggacccgccg gttgtttacc caaatcgata accttttctt
  3408481 ggcccaagat gtcagtgatg tgcagtaaca acgtcggagc aggttgtttc agcgttaagc
  3408541 gcccggcaac agggtcctta cctaaggtaa tttcatggcc ttcaaccatc acttgctgcc
  3408601 caaccaaatt ggccgttgcc atggtctgca ttttcgccat ctgaacggta ttgctcttga
  3408661 gcagctttgc catgttctcc gtggcctgaa cctgcgagag ttgcgccatt tggctaacaa
  3408721 actcggtacc atctgccggg ttcagtgggt cttgattttt aatctgcgcc accaacaagg
  3408781 tcataaattg gttatttaac tgctcccctc ccggcaggcc accttcaggt gctggggatt
  3408841 gattgccaac attggctgaa tttctgcttt cattaatctg catggttagc gctctccaag
  3408901 ctttaacaca ctctgctgca tgcttttcac actgttcaat acttcaacat tggtctcaaa
  3408961 gctgcgcgat gctgacatca tgtcagccat ttctgacacc acattcaccg caggataaaa
  3409021 aacataacct tgcgggttgg ccattgggtg attgggctca tagcgctgta ccgagccgcc
  3409081 aacctccacc acatccaaga cctgcacttg tgcgctctga acgcctcggg gatcagccgc
  3409141 tgtgcgggcc gaatacaccg ctgaaaacac cgggctgcgg gctttataaa ccgtcgcagc
  3409201 agacgccgcc ggtgattccg cattcgccaa attactggca atggtattta gccggatggt
  3409261 ttgagcggtc attgctgagc cagccacccg atagatttgg ttaaaagaca tccttatttc
  3409321 ccttcaattg cctgctttag tccggtcaat ttcatattga gaaatgacag actggtctga
  3409381 taatcaaggg cattttttga gaactcggct tgttctacgt ttaatgccac ggtgttgcca
  3409441 tccagtgagg gctggtaggg cagccggtac tttatttgtg gtgacgacat tatttgtggt
  3409501 gacgacatca tttggggtga cgacatttga gctgatgaca tttgggttga taacatttga
  3409561 gcggatgatc tgtcaggcgc tgccatcacc ccattccctc tttttgctcg ttgcatttca
  3409621 gcggcaaagt caatatcttt agcctggaaa tttggggtgt tcacattggc taagttggct
  3409681 gatagcagtt ctgctctggt aagtcgaagc tgcatcgcca tagggtgaac ccctaacgct
  3409741 ttctgaaaat ggatgcccac aaaatacgtc ctgttttgat gttaaaacac agttgttgca
  3409801 cgaaatcaca ccactcaatg caactaacgt gccaggttta taacatcata attaatagta
  3409861 ttttttattt ttattgctcg ccaaaatgga aagttaactt ccgcctgtcg gtgacattta
  3409921 gtatccgcgt ccgtcactgc ctacaaagcc tgttgatctg tggcgcattg ctgtgtgcca
  3409981 acaccatttc agcggctgaa aacaacacca gaaaacaggt ttatacgcag gctctgcacg
  3410041 ccgcgacggc cgatatcgcc caaaccgcca agaataaaaa ttggcagggc tatagcgtca
  3410101 aaatgaatat ttttattccg gcagaaatca gccgttataa gccgtgccaa aaagcacttc
  3410161 aggtcgcatt gccaaccgca gaaacacaac atttatcgcg tttgcgttat gagataagtt
  3410221 gtcccgatgg tcagggctgg gaagtggtcg ccacggtaaa gccggatatt tatctgccaa
  3410281 tatgggtggc aaaacagacc cttgagcgcg ggagaaaagt gcaggcggat gacatcgaat
  3410341 tgaagaagaa gaatattacc ggtgttcagg gcggctatat caccgatcca gacgaaatcc
  3410401 tcggtttaac catcaagcgc cgtattcgcc agttgcaagc cgttatcccc tcgcaattag
  3410461 aacagcccgt tttagtgacc cgtaatcagc acgttctgat gctggccgcg caagacggta
  3410521 tcgaggccca aatgttaggg atagcacaaa aaaatggccg caaaggggag cttatcaagg
  3410581 taaaaaacct cagcagtggc cgagtggtga ccgccacggt tgatggcagc gggcgggtca
  3410641 gaatgctagg gctgtccacg ccctaggggt gacttaatca tcaagttacg tttcaggcgg
  3410701 ccagctaagt ttgagacagt aagctaagtt tgaggcagta agttaagtta gaggtaataa
  3410761 gttaagtttc aggtggattg ttccgtttta atcagagtgt gggcgttatt cgctacaact
  3410821 cgaatgactt agggtatacg catttagcga tttaataagt tcacggtaat ttaactgaca
  3410881 aaaggtgatt ttagatggaa attaacacgc atcggcgacg accgtttgtc gcccaaccgg
  3410941 tgagtaccga tacagtatca gccgtcaaag cgatagagcc gattaaaacc gtcactaaca
  3411001 acccccatta cgcaacctct gacctgcatg cccaactgga cgcgatgcca gaagtagaca
  3411061 gtgaaaaggt tgatgccgcc aaagctgcaa ttctcgcggg aagaattact ctcgacagtg
  3411121 cagctgtcgc cagggctata ctcaacttcc acgggagata atctgttatg gagccgacac
  3411181 aacgtgttaa acaactgctg atagacattc aggaagatcg taaacgttac atcgcgctgg
  3411241 aaaaactgtt aatcaagcaa cgtgaactca tgattgggca taaaactgaa gctttggagg
  3411301 ctttgaatcc acagctcaca gaactgtata gcgttcttga taatacagca acggaacgtc
  3411361 ggctcctgat gcagcaattg caattaccgg cgaataaaga agggatacac cagcttctct
  3411421 cgcgtttacc cgcacattac cgcgaacatg cgggtgcgtt atgggcggac ttgcggttac
  3411481 gggcgcacgc ttgccaccag caaaatcacc acaatggcat gttgcttacc caacaaatcg
  3411541 ccttgttatc ttcattagct gagcagccta ctgagtttct ttacgcgggc taatttgatt
  3411601 tctatgtctg tgagcccatg tcatctgtaa acttaggtct ataaacctag gtctataaac
  3411661 ttaggcctgt gagtttattt ccgttaacct ctatccccgt catacttcaa gcggcatgtg
  3411721 cattggctgc cttcgctcac ccagtgactt actgatgtaa gctcttgggg attcactgag
  3411781 cgaccgcctt cctgcaactc gacttattta gggtatatat gcagtagtca ctttatggat
  3411841 tgttcccacc caataaaaaa tccgtcatag agaatattcc ctatgacgga tttttttatg
  3411901 gtcgcttgag gtgagcgata ttaaatatcg cccgcctgct gacgttgcca gcactgtgtt
  3411961 gccagagcat cggtattttt ttgcgccaac cgcccctgtt cacgttgata ttcttcttgt
  3412021 tgttgttcca atactaccgc tacgattttt tcacggcgag cctgctgttg catctgtgtc
  3412081 tgtagattgc caacctcgat atcagccagt gcctgctcct gtttttgcca gtcaatcagc
  3412141 cgttggatat ggcgctgata gccagcgtga ttcgccatct gtaacgcaga aacaccgggg
  3412201 aatgcctcct cagagagggt taaggcattt agtgcattga tattgcgttg atagcgctga
  3412261 cacaactgtt tttgctgcgt taactggctg gtgacctggt tgagcgagcg ctgacgcaat
  3412321 tgctgaagct gttggagtgt gtcgatcata tcgctcatga attacgcctc gtcagtgggg
  3412381 gcaaaggagg ggaacatccc ggtcagttgt tcaacgctgg cagaaaatag tgccgggtgg
  3412441 cctacctcct ggcgcagaaa ttgggtaatc gccgggtagt aatgcaccgc ctgatcagcc
  3412501 atcggatctg cccctgccac ataaccgccc aatgggatca aaggtttgat cgccatataa
  3412561 tcggcatagc actgtttcag tagactggcg gctttggcct gctggctacc gataacctgg
  3412621 ctcatgcaac ggctgatcga ctggctgata tcaatcgccg gatagtgccc cgcttcggcc
  3412681 agtttacgcg ataacacaat gtggccgtcc aagaccgctc tggcgcaatc gacaatggga
  3412741 tcttgttgat cgtcaccttc ggccaatacg gtataaatcg cggtcatggt gccgttaccg
  3412801 ctgctgttac cggcgctttc agccaatctg gggataatgc taaaagcgga cggcgggtag
  3412861 cctttggtgg cgggcggctc ccccagtgag agggcaattt cccgctgggc catggcataa
  3412921 cgggtcagtg aatccaccag tagcagcaca tcgtggcctt tgtcacggta gtaggtcgca
  3412981 atggcatggc agagttcggt ggccttgatg cgcatcagcg gtgactcgtc ggcaggtgcc
  3413041 gccaccacca cggatttcgc cataccggcg gcctggagtg aatgctcgat aaactctttt
  3413101 acctcgcggc cacgctcgcc aatcagcccc accaccacca catccgcctg ggtatagcgg
  3413161 gttatcatgc cgagcaacac acttttaccg accccactgc ccgccatcag ccccacccgc
  3413221 tggcctttgc cgatagtcag caggccgtta atggcgttga cgccgacatc caacggggtg
  3413281 tctaccgccc gccgttgtaa tggatggatt tgcggtagtt gctgttgcag tggcgtactc
  3413341 ccgcccagtt ggcctttgcc atcaaggggt tctcctaacc cattaataac tcgcccgagc
  3413401 cagctatcgc cgatcaacaa ctcaccgtcc tgctcactcg ggaacacccg cgccccgcct
  3413461 agcaccccac cgggatgctt gaagggcatc agataggtga tgtctcgatc aaacccaacc
  3413521 acctgcgcct caataaaggt ctcatcgaca ctctcaatcc gacagcgctg gccgatagcc
  3413581 aaacggcagc cgacactttc cagcagcagc cccgtcactc gcactaaccg gcccgccact
  3413641 cgggccagat gaatgttttc gatagatttc agggcatgat cgagagccgg agattcactc
  3413701 atggtgaggt tccgtcaaaa aactgctgtg caacgcacca atgcattgat ccaaacggtg
  3413761 ctggcacccc acatcaattt ccgtggtttc tgtgacgata cggcactcac cgcccaccat
  3413821 gtctggatct gccgccagcc cccacgcttg cactttttct ggcgcaacat cattaatacg
  3413881 accaaattct gccggattca gatagacctt gagttgctgt ggcaccatgg gcagcgccgc
  3413941 cagcgcctct tccactaagg ttagaagctg cgccggttgc aacgccagct cacagcggat
  3414001 cacctgccgc gtcactttct ccaccagttg taataactca tcccggcggc gctgctcata
  3414061 ggtctctaaa taggtatgta gttgggtgat atagccgcta aagggtttaa tcacatcatt
  3414121 aaaactggct aactcagatt gccgtccctc aatgcgcccc tttttcagcc cgtcatcatg
  3414181 cccaagacgc accccttcct gatagccttc ctctttccct tcggccagcc ctttatcaaa
  3414241 tccctggctg atcccctcct gaaagcctgc catcagttgc ttttggtatt ctgccggatc
  3414301 cagtgtctgg tctgccgctg acggggccac ctgacgcact ttacgtagcg gtggaaactg
  3414361 atgaacccgc agtttcactg cccccgcccg tggggtattt tttatcaaca tcaccttact
  3414421 ccatggtctg ttcggcaaac aactgcacct gaatctctcc agcttccgcc agttcccgca
  3414481 cctgcgccat aatcactttg cgaatgtgtt cgacacggct aacaggaacc gctcccgtcc
  3414541 gctgcgtcgc attttgtaac tgctgaatct ggcgtttagg cagcacgtca tagatggcct
  3414601 gacgcaatgc tggctcggtt cctttcaggg caatggccca atcactcatc gggataagat
  3414661 ccatcaagcg ctgcaaggtg gcttcactct gacggctgag gatgaagaac tcatacatct
  3414721 catctttcag ttcattcagc acctcttcat cacgctcacc caactgatcc agcaattgct
  3414781 gttgattgcc gggaatgcgg ttaacgatat tggcagcctg tttgataccg atcactttgg
  3414841 agccatgctc cgaaagcacc gcaacaccac gttcaatcaa cctgtccagc tcatccacca
  3414901 catcacgatt gacatcatca agcttggcaa tgcggtacaa gatatcgtcc tgacgatctt
  3414961 tatccagata cgccagtacc gcggcggcca catcaggggg taaaaaggcc aaaaacaccg
  3415021 cttgtaactg taaatgttcc tgatcaatta gcgccaccaa ctgcggcgta tccacccact
  3415081 gtaaccgcgt catacgatgg cgaatttcat caccatagat gccgttaatc acacttttag
  3415141 caatatcact gcctaacgct ttattcagga tcgcttgcag gtaactgcgt gacgtgtaac
  3415201 gaacggtgca atagtgatcc acacccaacg cctgaaatca gatccagggg gtaatctgct
  3415261 ctcctgattc aggagagttt atggtcactt ttgagacagt tatggaaatt aaaatcctgc
  3415321 acaagcaggg aatgagtagc cgggcgattg ccagagaact ggggatctcc cgcaataccg
  3415381 ttaaacgtta tttgcaggca aaatctgagc cgccaaaata tacgccgcga cctgctgttg
  3415441 cttcactcct ggatgaatac cgggattata ttcgtcaacg catcgccgat gctcatcctt
  3415501 acaaaatccc ggcaacggta atcgctcgcg agatcagaga ccagggatat cgtggcggaa
  3415561 tgaccattct cagggcattc attcgttctc tctcggttcc tcaggagcag gagcctgccg
  3415621 ttcggttcga aactgaaccc ggacgacaga tgcaggttga ctggggcact atgcgtaatg
  3415681 gtcgctcacc gcttcacgtg ttcgttgctg ttctcggata cagccgaatg ctgtacatcg
  3415741 aattcactga caatatgcgt tatgacacgc tggagacctg ccatcgtaat gcgttccgct
  3415801 tctttggtgg tgtgccgcgc gaagtgttgt atgacaatat gaaaactgtg gttctgcaac
  3415861 gtgacgcata tcagaccggt cagcaccggt tccatccttc gctgtggcag ttcggcaagg
  3415921 agatgggctt ctctccccga ctgtgtcgcc ccttcagggc acagactaaa ggtaaggtgg
  3415981 aacggatggt gcagtacacc cgtaacagtt tttacatccc actaatgact cgcctgcgcc
  3416041 cgatggggat cactgtcgat gttgaaacag ccaaccgcca cggtctgcgc tggctgcacg
  3416101 atgtcgctaa ccaacgaaag catgaaacaa tccaggcccg tccctgcgat cgctggctcg
  3416161 aagagcagca gtccatgctg gcactgcctc cggagaaaaa agagtatgac gtgcatcttg
  3416221 atgaaaatct ggtgaacttc gacaaacacc ccctgcatca tccactctcc atctacgact
  3416281 cattctgcag aggagtggcg tgatgatgga actgcaacat caacgactga tggcgctcgc
  3416341 cgggcagttg caactggaaa gccttataag cgcagcgcct gcgctgtcac aacaggcagt
  3416401 agaccaggaa tggagttata tggacttcct ggagcatctg cttcatgaag aaaaactggc
  3416461 acgtcatcaa cgtaaacagg cgatgtatac ccgaatggca gccttcccgg cggtgaaaac
  3416521 gttcgaagag tatgacttca cattcgccac cggagcaccg cagaagcaac tccagtcgtt
  3416581 acgctcactc agcttcatag aacgtaatga aaatatcgta ttactggggc catcaggtgt
  3416641 ggggaaaacc catctggcaa tagcgatggg ctatgaagca gtccgtgcag gtatcaaagt
  3416701 tcgcttcaca acagcagcag atctgttact tcagttatct acggcacaac gtcagggccg
  3416761 ttataaaacg acgcttcagc gtggagtaat ggccccccgc ctgctcatca ttgatgaaat
  3416821 aggctatctg ccgttcagtc aggaagaagc aaagctgttc ttccaggtca tcgctaaacg
  3416881 ttacgaaaag agcgcaatga tcctgacatc caatctgccg ttcgggcagt gggatcaaac
  3416941 gttcgccggt gatgcagcac tgacctcagc gatgctggac cgtatcttac accactcaca
  3417001 tgtcgttcaa atcaaaggag aaagctatcg actcagacag aaacgaaagg ccggggttat
  3417061 agcagaagct aatcctgagt aaaacggtgg atcaatattg ggccgttggt ggagatataa
  3417121 gtggatcact tttcatccgt cgttgacatg acgccccatt gatgccactc tgctctcggt
  3417181 aatcctgaaa gaagtcatcc aacgcctgcc gtgcttgatc cagtttgatg ttatggagcc
  3417241 gtgacatcat ctggctcaca cacaccacct cctcacggct caattgttgc atcaccatgg
  3417301 cggccgcttc ttcaccaata ctcagtaata aaatactggc ctgttccaat cggctgcgcc
  3417361 ccttggtatc acttttgacg cttgagtcat cattcaggtt gagatttgat tcgttcatta
  3417421 ctgttaatcc attgtttaat gacttcggcg gtacgttcag tttctgactg cgccaattgt
  3417481 tgcagatggg cgattttggt ttctaaaccg gagccttgct ctggtagatc gtcgcttttc
  3417541 caaagagaag atgcggagaa ggcattttct gtacgcgggc tactttctgc accgtctaca
  3417601 ccggtatcca catgatcaag cgcctcatct gcactcgccg aggaaatggc taacggcagg
  3417661 ttctccgaac ccttacgcga atagcgtttc atcaatgggc gaacaccaaa ccacagcacc
  3417721 agtaatgaca gcagcccgat ccccagcaat tctgcccaac ggaaggtact tggctcttgc
  3417781 caccacggca tcaccggctc gtcaatcaac gtagggaccg cgaaggccat catgttaatg
  3417841 gtcagagaat ccccacgttt aacatcaata cctgcggcat cttcaattaa acgtttgagt
  3417901 tcttcctgct gttctggcgt ccactgttcc aacaccggga gcgatttatt cagcaccacc
  3417961 gcaacggtca ttttctccag cttgtaaccc ggataacgca catggcggat attgcgatca
  3418021 taaatatatt tacgctgcgc ctggctgcgg ctgacggcgg ctggcgtttg acccgcctga
  3418081 gattgaggga tgggctgatt gcttagtgat ccggggatcc ccatcgccat atcgtcgttg
  3418141 ctgttctcct gctggatatt ttcatcattg attcgagggt ccgggccata gtgctccgcc
  3418201 gtctcttcaa tacggctcat atccaactgg gtagagacac tgatgcggta gttattcgcg
  3418261 ccaatcaccg aattcaacag gttcgcgata ttcttctcag tggtgctttg caaatagtga
  3418321 gctaattcgg tcccactttt cacactgggc accccctcac tgttcgcttg ataagcttgt
  3418381 gacaataatt caccgtgttg atcgaccacc cgcacattgg caggtttcat tccgggaata
  3418441 ctgcccgcca ccaattggac aatggccccc acctgttcag tgctcaatgt ttggccgtat
  3418501 ctcagccgta acaccaccga ggcactgtta tctgcatgat tactgatggc gaatgaactg
  3418561 gcttcactca tgcccagatg gactctggca tattccaccg cgctcaatgc catcatgctc
  3418621 tgcgccagtt ccccttccag gctgcgctta taacgaacat tttggataaa ctggctgctg
  3418681 ccaagcatgc tttctttatc catcaattca tagccaatgg ggagagtggc agtaattcct
  3418741 tttgctgcca gcaagatacg cgctttaccc aactgatttt cagccactaa cacctgacca
  3418801 ttatccgggt ttatgcgata ggcaatggcc tctccttcca gcacttccac cacttgggtg
  3418861 atcgggatat tctcctgcga gccaaacaat gccgtgtagc cctgtgagct acgccagaga
  3418921 ctgaaaataa tcgcggcggt aaccaaaagg gctaccgcgc tcataagaat ggtttttgta
  3418981 ttttcaccta attgaccagg tgacaatttc tgcttaattt tatctaacac cgatttaccc
  3419041 tacagcgcag tattcataac atcatctaat gcagaagtga gcttattgcg cacctgcacc
  3419101 atggcggaga aagccacact ggctttctgg ctcgctaaca tcgtgccggt taagtcgtca
  3419161 ctgatgccca tatccatcgc ggtctgtttc tcactggcga cgtgttgtag ctggtccaca
  3419221 ctcttaatcg cgccgttaag cacctgagaa aaagagagat tattggcccc cttttccacg
  3419281 gggaagaacg ggctattggt tgcggctggc tggattgtgc caaactcaag accgctgcct
  3419341 gccatggctg ccatttgccg catttccagc atcactggtg attgcgagcg aggcatattg
  3419401 atagaatcaa tgttatccat cctgcttcct tattttttat gagtgacact caatgtcgat
  3419461 gccatcttca cgcatattgg cgagccgata tcgcaaagca cgtggcgtaa tacctaaaaa
  3419521 tgcggccgtt ttagatttat taccctgatg ccgttgcagt aaatccacaa tgtattggta
  3419581 ctgcgccaag cgcccacgta acttaatatt gttttcccca tcagggggct gaatcgttga
  3419641 aaaaggtaat gatgtttccc ctactggcga ggatattccc tgtgccatag gtaaaccgag
  3419701 gctgggcagt tcaatcacgc cgttgttgct catgatgata ccgcgttgaa taacattctc
  3419761 taattcacga acattgccag gccaggtgta tttatacagc tcacattgcg cttctgcggt
  3419821 gatatctatt tttacattca gaaaactttg gtacttatta ataaatgcct tcaccaaagg
  3419881 cagaatatcc tctggccgtt cacgtaaagg taatatatgg ataggcacca cggataagcg
  3419941 gtagtagaga tcctgacgaa aacgcccttc cgcgatttca acactcagat ctttgtttgt
  3420001 tgaggcaata atacgaatat ccaaaggaat aggcttatga ccacctaaac gttcaacttc
  3420061 ttgctcttgc aatacacgca ataactttac ttgcagtgcc aacggcatat caccgatttc
  3420121 atccagtaat aatgtgcctc cattcgcctg ctcgaatttc cctgcaacac tggcgatagc
  3420181 gcccgtaaag gcacctttct cataaccaaa taatatggct tccaacatgc tctcaggtat
  3420241 cgcggcacaa ttcaccgcga tatagggtga ggcatccccc atggctttct gatggatata
  3420301 tttcgctaca cactctttac cggttccggt ttcaccggtg accaacaccg gaacattaaa
  3420361 ttcagctacc ctacgcgcaa gggaaaatac acttacgctg gaaggcgcat tagcaacaaa
  3420421 tccatgatcg ttttttggaa aaacatcaac attgatattc atcataattt atccacacgt
  3420481 caaatcacaa taaatcacgt ccgacactca atagatcgac aaaataaatt gagacttaaa
  3420541 catcattgaa aaaataaatc gtaacgtgtt acatattgtt ttggtgagtt atagaaattg
  3420601 tcgataactc actatacatc ccccataaaa aacaaataaa ttaaataaaa attaaaaaca
  3420661 ttaaccacca aaaatcaacg agttatatta attgttaaaa tatcaaaata aaaaagaaat
  3420721 aaattaataa ataaatacct attgtatagt ttcaccataa aggtttaggc taaaaaccat
  3420781 gaaaaattga ataaaacatt ccgtcgccag tcattctttc agcagccatg ttttcagaaa
  3420841 agctcgcaaa gaaagagaga aagagaagat gttgtttagc ctctacctct atgtttcaat
  3420901 ttatcaacat aggttttaac ttatcaacat aggttttaat ttatcaacat agaaacagac
  3420961 actagccaaa atattttgga tgaaaccatg caatcaaata aagtcaaagc aaaggtctat
  3421021 aatcatgacc cgcgaccaga catcgtatcg cttgaaatta acaagcttgg ccgccctcat
  3421081 cacaaaatac ctaaaatagt caatagctat ttttctatta ttgagagcga aatcagtctc
  3421141 tattttttaa aaaaatacag aataaatatt acgcttgatg atattaagtt ccaaacaaat
  3421201 tgcagtcata agaatgccaa aatgctaacc agccagatgg gtaatatcgc attcgatatc
  3421261 gaccgtctgt tgttacttaa cattcttaat gactactatg gattaagcca agaaaaatat
  3421321 ggattaagcc aagaaaaaaa aaccacgacc acgggaaagc tatcaccgct gaccaaaaca
  3421381 gaagaaaggc taaaaaacaa actcgggctt gaaataaccg atctctttct taatcagcca
  3421441 ttttttggtg aacacctaat cattaacaac agcaccgctg cgttaatcgc gtgctggtca
  3421501 taccgtattg attttttttc taaaagatta taacaaaagt ggattcagca tttttattga
  3421561 tgcaccacat atagataggc ttatcgatac cataaagacc aaaaatgaaa aagcagtaga
  3421621 aaaaaatgtc tcactgtcag agaggcaact tgaacactta gtcaaaaaat tacccgttac
  3421681 gctcaccagc caattaagca acattaacct gacactggct gagttaatgg ccttaaaaga
  3421741 gggcgatatt atttcagctt cattgcccga atatttcccc gtatttattg gcaaagaagc
  3421801 gctattcagt gccgccatta ccgagaaccg cggcaagtta ttcttttctg aatttaatga
  3421861 ccaacccaac gagatgaacc atgactgacc agcaaattga actcaacaat gacctcgact
  3421921 ttacccttgc attggatgag agcgccatta gcccaactga gcatttcgat tcggtgatta
  3421981 attcaccaga gatcattaat acgccagaaa aaacagcaac aaagactgat gagcaaaagc
  3422041 gcaaaatgtc actgttcagc cggatccctg tcaccttaac actggaagtg gcctctgttg
  3422101 agatccctct gtcagagtta ctgacggtga ataatgactc ggtgattgag ttagataaat
  3422161 tggctggcga gccgttagat atccgggtaa atggcatcat gttcggccaa gccgaagtgg
  3422221 tggtgattaa tgaaaaatac ggcctgcgta ttattaacat caatagccaa aatttaggtg
  3422281 aactcgcgct atgagccgca gccttcgagc gataacaccg gtgaccatca tcagccgcgg
  3422341 cctgctggtg ggcggactgc tgtattcccc tcttctgctg gcgcaggagg gggggatcac
  3422401 cctgttcaat accgtacaaa ccgcaacggg gcaagattac aacgttaaga ttgaaatcct
  3422461 gatcctgatg accctgctcg gtttgttgcc gattatgatg ctgatgatga cctgctttac
  3422521 tcgctttatt attgtgctgg cgatattgcg tcaggcactg gggttacagc aaagcccgcc
  3422581 gaataaagtc ctgaccggta tcgccctcgc cctgaccttg ctggttatgc gcccggtgtg
  3422641 gaccaaaatt catcaggatg cggtcattcc tttccaacag gatgaaatta cgctttcgca
  3422701 ggctctgggc cgggcagaag cgccgttgaa gaactatatg ctcgcgcaga ccagtactaa
  3422761 atcactggat caaatgatgg ctatcgccca agtcagtggc gagccacaac agcaggattt
  3422821 gagcgtggtc acccccgctt atgtgctcag tgagctgaaa accgctttcc agatgggctt
  3422881 tatgatttat atcccttttc tggtgattga cctgattgtg gccagtattt tgatggcgat
  3422941 gggaatgatg atgctatcgc ccttaattgt ctcattgcca tttaaattaa tgctgtttgt
  3423001 cttgtgtgat ggctggacat taatggttgg caccctcact gccagcgttc aggggctata
  3423061 gcatgatgac cacggatatt gccggtgaca ttatcgccat ggggttacat ttggtgctga
  3423121 tgatttctat cgttgccatc gtcccaagtc tgttaatcgg tctattggtc agcatttttc
  3423181 aggccaccac acagattaat gaacaaacgc tgagcttttt accgcgcctg gtcatgacaa
  3423241 tgttggttct catctttgcg ggtaaatgga tgatgatcaa actgagtgat tttaccgtca
  3423301 gtattttcca gcaagccgca cagttggttg ggtaaatgcc gatgggaatc gatattcatg
  3423361 ccatgacggc tccgctattc gcactctggc taccttttgt caggattttg tcgtttttgc
  3423421 atttttgtcc ggttattcgg cataaagcct ttacccgcaa agccaagatt ggcaccgcgc
  3423481 tgttactggc cattttgata accccaatga tcagccaacc ggtggtatcc ggggagttgc
  3423541 tctcgataga aaacctctta ttggccggtg aacaaattct gtggggctgg ttatttggct
  3423601 ccatgttgca tttggtacta gccgcattag aggccgcggg tcagattcta tcgatgaata
  3423661 tgggcctggg tatggcaatg atgaatgacc ccaccagcgg agcatcgacg gcggttatct
  3423721 cacaaataat ctttactttc agtgtgttga ttttttttac ccttaatggc cacttactgt
  3423781 ttgtcaccat tttgttgaaa agtttcagta gctggcctat cggcgaagcc atcaatgatt
  3423841 tttcactacg ttcattggca ctgagccttg gctggatcct ttcatcggcc acgctgttag
  3423901 cactgcctac cacttttatc atgctgatcg tgcaagggtc tttcgggtta ctgaaccgta
  3423961 tctcccccac gttaaacctg ttttcactcg gtttccctat cggcatgttg tttggcctgc
  3424021 tgtgcctgct gctgttagcg atcaatatcc ctgatcatta tcttcatctg accaatgaga
  3424081 tcctgacaca gtttgaacgg atgaaggtgc actgatgtcg aacagcagtg gtgagaagag
  3424141 tgaaaaaccc acagcgggga agctgtcgaa agccagaaaa aaaggcgata tcccccgttc
  3424201 taaagatgtc accatggccg cagggttagt gacctctttt attctgctat cgctatttct
  3424261 accttattat aaggcgttgg tttctcaatc atttgtgtct gttgctcagt tggcaagtca
  3424321 gcttgatgac caaggcgctc ttgagcaatt tctgctagcc aatctgttta ttttcgccaa
  3424381 attcttagcc acgctgatcc cgatcccgtt gttcagtatg ttggcaacct taatacccgg
  3424441 cgggtggaat ttcaccccgg taaaactgat acctgacctg aaaaagctca gtccattggc
  3424501 gggtattaag agaatattct ctgccagcaa tggcactgaa gtgcttaaga tgttggcaaa
  3424561 atgcagcatc gtgctgtaca ccctctatct ggtcgtgcat agctcacttg atgatttatt
  3424621 gcacttgcag acactgccac tagaagaagc gattacgcag ggatttgccc agtaccacca
  3424681 tattttgctg tatttcattg cgattgttgt cgtttttgcc gccattgata ttcctctcag
  3424741 tcatcatctg tttaccaaaa aaatgaaaat gaccaaacag gaggtcaaac aagagcataa
  3424801 aaataatgat ggtaatccag aaattaaatc tcgggtccgt caactacaac gccaatatgc
  3424861 tatcggtcaa attaataaaa cggttcccag cgccgacgtt attattacta acccaaccca
  3424921 tttctcggtt gcattaaaat atgcacccga aaaagccagt gctccctata ttgtcgccaa
  3424981 agggaaagat gatattgcct tgtatattcg gagcattgcg caaaaacaca aaatagaaat
  3425041 tgtcgagttt ccaccattag cgcgcgctat ttaccatacc accaaggtta accaacagat
  3425101 acccgcccag ctttatcgtg ctatcgctca ggtgctgacc tatgtcatgc agatcaagtc
  3425161 atggcgttcc gggcaggcaa gcaagccggt attaaacact caccttgggc ttcccaaaga
  3425221 gatgcaacga ttccatgatg aaacataaat tatatgatat ttctcgtctg ttaaaagaga
  3425281 cgcatattgc agtccccgta ttattactgt gcgtcttggc aatggtaata ttgccattat
  3425341 cacctctggt tctggatatt ttattcacct ttaatattgt gatggctgta ttggtgttat
  3425401 tggtcagtgt gaacagtaaa cggccactgg atttttcaat tttaccgccg atattactga
  3425461 tcgctacgct gatgcgttta accttaaacg tcgcctccac acgcgtggta ttactcaatg
  3425521 gtcatgaagg ggctgatgcg gcaggtaaag tgatcgaagc ctttggccag gtggtcattg
  3425581 gcggtaattt tgttgttggc tttgttgtct ttatcatctt gatgatcatc aatttcgtgg
  3425641 tagtgaccaa aggggctgaa cgtgtttctg aagtctctgc tcgctttacc ttggatgcgc
  3425701 tcccgggcaa acagatggct attgatgcgg atcttaacgc cggattaatt aatcaggaac
  3425761 aagccagtat tcgccgtaaa gaagtggcca gtgaggccga tttctacggc gcaatggatg
  3425821 gcgcatcaaa gtttgtacgc ggggatgcgg tcgccgggat gatgatcctg gtgattaacg
  3425881 tgattgacgg tatttgtatt ggtattttta aatacgattt gagcgccagc cagtcattcc
  3425941 agcaatatgt tctactgacc attggtgatg gtttggtggc acaaattccg tcactgttat
  3426001 tggcaactgc ggcggcaatt attgtcactc gagtgagtga tggcggcgat atgactgatg
  3426061 aagttaaaga tcagttattg gctaaaccca cgatcttgta tgctgcggct tttgtgatgt
  3426121 ttattctcgc tatcgtgccg gggatgcccc atctcgcctt tctcagtttt accggattac
  3426181 tgctgttcgc cgctaggcag caaagtaaaa aaattcagca agcagatctt aaccccgatt
  3426241 ttacggcctt aaacccggtt atttctgacg aaaatgccct aagtatcagt tgggacagta
  3426301 ttcctgcggt cgaacccatt ggtttaaatt tgggttataa actggtcacg ttggtggatg
  3426361 aatcaaaggg taaaccgttg aaccaacggc tacgcggcgt gcgacaaatc atctccgaaa
  3426421 gcagcggcgt tttattgcca gaagtccggg tgcgggaaaa tttccgttta aaaccgtccc
  3426481 aatacaccat caatattaat ggtgtcagga tcgcgggggg ggaagtccat gttgataagc
  3426541 tcatggctat tccaacgaca cagcaatacg gtgaggttga tgggatttta gccactgacc
  3426601 cgacttatgg tttggccatc gtgtggatag acccgcaaga gaaaccgcag gccttaaatt
  3426661 tgggttatca agtggtagat tgcgccagcg tggtagcaac acatgtgaat aaggtggttc
  3426721 gggagcattt atctgaactg tttaactatg acgatatcac cttattacac caacggcttg
  3426781 ccgcactttc cccacgtttg gccgaggatt tagtcacgac actgaatttt agtcagttat
  3426841 tgaaagtgta tcgccaactc ttaactgaaa atgtgtcatt aaaagatatt gtcaccattt
  3426901 ccaccaccct actggatagc gttacggtga ccaaagatgc attattgctg acctcagatg
  3426961 ttcgctatgc attacgtaat gggatagtta atagcatcaa tggcgatgat aaggatctgg
  3427021 cggtttatac catcaataat gaattagaga atatgctgtt aagctctctg aatcaggccc
  3427081 aacaagcggg gaaagtggta ttagataatt tcccggtcga tccgaatatt ctgacgcaat
  3427141 tacaacagaa tctgccgatc attaaagaac aaatgaaagc agaaaatcac cagcctattt
  3427201 tgctggttac gccacaactg cggccactga tatcccgcta tgcacgtctg ttctgttctg
  3427261 ggttaaatgt gctgtcgtat aacgaaatcc cagatgatat gaatttgaat gtgattgggg
  3427321 tgctggagta gtcataattt gaggagaggg tgagagggat ttagtgatcg gatcaggttt
  3427381 caattgatgt ttaggctaat caggagactt gttcggttgt cagcatctca ccactcacca
  3427441 aaacgctata aacgctataa acgctataaa cgctataaac gctataatag taggtaacag
  3427501 taatgataaa gaacaataac aacgacaaca tggatggata aaatgaaaat aaaacgtgct
  3427561 gctggactgc ccctgcttct aatactcacc gcttgccaaa cctccccttt actgcagtca
  3427621 gcggaaataa acaagagagc cactcaggga aaatggagtt tcacatttgt taccccagag
  3427681 tcacagcctg cacaggtgac ctacgcccgt atagtggaca ctgcagataa cctgcacccg
  3427741 tttaatacac gggacatgac acaaaatagc ccatctcaaa tgggagagtc gggtgaatta
  3427801 atacaccaaa catcgattca ttttaatcag acgaactccc cgcctcaatc tatggtgttc
  3427861 tgctggaatt cgattgccga taaaaaagtg tacgagaccc atctggttct cccgcagtcc
  3427921 gtcagacaaa gtatgatcac acccgccaga acagggaata caacccaata taaaacgatg
  3427981 ttattgggcc tttctcctgg cggtaaagtc cttgtctggt tacaggacga gggaggcccg
  3428041 caaaataacc gcgtgccaat cgtgaacatc aataccctct ccggcgataa actggcgatt
  3428101 tgcaagagct gacctcgcaa gtacggaaga agagggatcg ccacagtaag cgagtatgag
  3428161 attactgtgg cgattttatg gccctgtacc agattatagc taatcagtta tctataaaac
  3428221 tttgttgcca ttcaacaata gtttttggcc ttttattttt atctgcagca acattggtaa
  3428281 agtagtgaat ttgtaactga ccctttttat ccggtgcaac gtaagccgcc caatactgcc
  3428341 cagtatgggt atacataatg atagaagcac gcttattcgc cgccccccgc acccaggtag
  3428401 ataacacttt ggctccctgg ttatccaaat cattagtgta aatatacaca ttggcagatt
  3428461 gaacaaactg agcataatgc tcaccgacta aattacggaa agcgtcatcg accgaagcct
  3428521 cagaaaaaat accaatagat aataacgttg gggccttacg gggatctttt tcagcacgca
  3428581 catattgccc gtcgatgaaa acatctttcg gcatggagat acgacacccc caactgccat
  3428641 tactgtgcac ctgtagcgag ccatcttttc cagggatcag taataaccga caattagccg
  3428701 tgttctcaat gacatcaaca acggctactc cttctgtttt acgggcttct gcatgaaaat
  3428761 tacccatatt ctcaccagac catgcacggc tatccagact aaatccccac tcggtcactc
  3428821 gatgaatttc gataacccca ccacggtcat tacctttagt gatattccac cattgcccat
  3428881 cccagttaaa gttcttatca acatcagaca ttaaggcaat accttgcaga tatgcccgct
  3428941 ggatacaact atcactggta caactgttca gcgatttttc ccatgtttga cgctgttgat
  3429001 aaaccatttc agtattgtat ttcaccaata agacttgata aatgctgtta aatgtttgat
  3429061 ccagccagtg taaatcctca ttgctgcaga ctgtatactc gacgggggtt gaggctcttt
  3429121 ggcaattaat agccaaagaa gatgttgaga taagcatcat ccacagaaaa aaaccaccgc
  3429181 gtagggaaag aatattcatt tattagccca taaaaaaata aagttattta ttattattaa
  3429241 ggaataataa caattatgag cagtatatta aaagattact atttagacaa aacattgtta
  3429301 atccatataa aaaagatggt tatacgttta agtactcaca ggagagcgat atcatcccta
  3429361 taatagcgcc cgcctttaaa tgttataaca ttgttagatt taaccttttg gtcgtatcac
  3429421 cgtgctataa caaacagaaa ttttgattga aaaacagtca ttttctccct atttttatgt
  3429481 aaaatatatt tttaccaata accacgcaat taccattgat ttattaaacg ttatttacac
  3429541 attaataaat tttcagagaa cctgttatta atgcgagata aattagaagt aactacttta
  3429601 ttaaatggat attatcttaa aaaataacat actaaccgaa gttaacatta agggattatg
  3429661 atgaaatatg ctagcttcgg gtttgtataa gctatttagg ctatagacta aaataaaaat
  3429721 aagcagtaaa taaaataaag ttgattatca tgaacttatt attattagct gagtgaaatg
  3429781 cccatttaca taatcaggat attaaaatta tcgctctatt tatcaaagtg atacatgaca
  3429841 tacccctata aattcattag agatgaacaa taaaaaaata ttattgctaa ttatgatgtt
  3429901 cattactatt atttcgttat attgcccccg ccgtacatta cgtgccatgt cttaacattg
  3429961 tcatattatc attcgataca aatatcatta ttggtaaatt ttattgatat atttgctgat
  3430021 ttaccctcac caaagagaag gataaaacac cgctatgttc ctttatatga cctatattga
  3430081 gcgtaaaata cgccactctc tgtttattag tctcggctgt ttgggtctta ttttatctct
  3430141 ttccggctgc gaacccgcag aggaaaccaa cttccatcca ttccctatcg atgagaatca
  3430201 cagtacatca tcgccgtggt cccgtaccgt agacacagtg aaaggcccgg tgacactcac
  3430261 ccataagcca gcccgtatcg tctccaccag catcaccatt acgggtacct tgctggcaat
  3430321 aaatgcacct atcattgcca gtagtgctac cgaacccaat acgacgctag ccgataataa
  3430381 aggattcttt actcaatggt cggatattgc acgggcccgt cacttaatcc cgatgtacca
  3430441 gaccgaaccc aatattaaag ctgtcgctaa gatgcggcca gacttaatta ttatttccgc
  3430501 cactggtgac gattccacat tggaattgta cgatcaactg tcggccatcg ccccgacatt
  3430561 ggtgattaat tacgatgata agagttggca agaactgaca ctacaattag gccaggcgac
  3430621 gggccatgaa ggggatgccg aacaggtgat tgataaattt gcccgccgac tcaatgaagt
  3430681 aaaacagaaa ataaccctac caccgcaacc cgtttcagca tttgtctatc aggaggtgag
  3430741 tggtagcgcc aaactgtgga cggaaaattc cgcacaggga agattgttat tggagctggg
  3430801 tttcacgctg gccaatgtgc cagacacgct gaaggacaac acccatacag agcaccgtaa
  3430861 agatatcatt cagttaggtg gagatgagct agcacagggc ctgaacggta agactatttt
  3430921 actcttttct ggcgttcatt ctgcaattga cgcattgaaa agtaataagt ttttaaccaa
  3430981 tcttccagcg attcagcacg ataacgttta tgcggcaggt tatgatactt tccggttaga
  3431041 ttactacagt gcgaataatt tgttgacgcg aattgagtca atgtttaagg gaaaaaagga
  3431101 cagcgaaccc acctatcatg agagcagaac ctaacggcat aaaaagcgac acttattggt
  3431161 cgcttgaggt tattgacaac gctattctta gcctcgtgag tgaagggttg accgcaccta
  3431221 ggggcacttc ggtggcttac gccactacga ccccaacggc acgtttcccc ttcaattgac
  3431281 tttgccagca gtctgaagcg acacttattg gtcgcttttt actgaccgct aacatggtat
  3431341 gccacttaag ggtaggcgac ggtaaagatt gcatccgctt tcacattacc gctctttaac
  3431401 accccttcag cgcgaatata gcgagccgtt agatttaaag gcatgctccc tcctgcggca
  3431461 gttgaggtac caatcaaaaa ttgccccaca ttactggcgc tgacactggc gttttctgcg
  3431521 ccaaatgtca ccagattgcc gtcacttttt tcaagcacaa ggcccacacc ggtcgccgtg
  3431581 ctgctcggtg ataaactcag tatattggta cggttagcct tgttactact gtcggtaaaa
  3431641 gtgatatagg gtttagcatc tttagcgcaa ctgcccagtg ggatcgaaaa agcttgtccg
  3431701 cccgcccggt caccttgcgt ttgtagggaa gaggtatcaa tcgggtccag tgcaaccaca
  3431761 atatcggtcg cccccagatc acacgtcgcc acagtgggag gtggcaatac gatatttgtt
  3431821 gacccgatat taaaagtcac catatcccca caacgtgagc caccagtagc aacactttta
  3431881 gtcgaccaga cctgagcatt acctgaaact aacgcaaaac ttctcgccac attaaaccaa
  3431941 ttaatcactc ccccttgata aacactggca tcagtcacaa tgagttggac cgtgactcga
  3432001 ttagcaatcg ttatttttgt ccctggtaca aacaaggact gagttgcctt ctctgtattc
  3432061 ccccattcat atcccccgaa taaagcgtca ctgacattca ccgacatctt cacccctgga
  3432121 acaccggtag aaacaggcat aaccgccccc ccagcaagca tcgaccaacc accgaggtat
  3432181 aaataatctg ctgtcgtccc tgtttttgtg aatgtcgtga cgacactgaa gttcatgctc
  3432241 cccaagacaa aaccattcgt caacgtgact ggcagtgctt ttatgacaaa cggtgtttcc
  3432301 cctccggccc ccgatacagc aagagaacaa gagttaactt gcagtgcggc aaaactcggt
  3432361 ttactggtgg tacataacag gagtagcagc aacaacagca gtcccgcctt atacctctca
  3432421 ctgcgtaacg tgaggaatat attttttttc attgatggtt ctctctttca accggtttaa
  3432481 atcgctttag ctgcccggca agtactgccg ctgcaactga aactcagttc tggtcggcca
  3432541 ccataatcgt taatgtaggt caggacgggg gcggtgaaac tggcagattt cagctcagca
  3432601 ctggatttgg gcgcaaccat caaaggttga aaattgctgt cagccgatga cttacctttc
  3432661 tccgccagcc caacgaccgt aatgtaatag ggagtggggt tctctagccg aaaaccttgc
  3432721 gccgttttat gcagaaccag ttgttcctgc cagatttggc ccgtagcagg ggtaatccct
  3432781 tctggccggt agaacagttt gattttggtt tgtaaggcaa tctgcatgac attagatttt
  3432841 tcactgcgag gcggaatttc acgcagattg aagtagaaca gtgactcgcg atcttgtggc
  3432901 aatttcagcg cctcaggggt ggcagagata cgcaccgcgc ttttcttacc cgcttctact
  3432961 cgctgaactg gtggcgttgc cactaacggg gtggtgactt tttgctgttg ttcattctca
  3433021 atccacgcct gtgctaaata gggcagtgtt ttattttcat tactgatatt caggctaatg
  3433081 gacttatcct gcccgttata aataattcgc gtccggtcta atgcaatcgc agcattggcg
  3433141 gtataactgg tgaataccac tgtgctggtc aacgcgatta atgagagctt cttcatggta
  3433201 tatcacctca atattagtta acggatatgc agggtaataa tatttgcgcc tgcggctgta
  3433261 ttactgctgg gatcgccacc tggcactgct tagcaccact ccaaacgaca tccagtgttt
  3433321 ctcctggctc cactccactc aggtaagtaa aaccgtcatc gctaacgatc cccagttcct
  3433381 gccctttggc actgatgacc aaactaccaa aaggcggatg gctactgtcg gtcaggctga
  3433441 tggttgccag taccttctcc cctttcatca tggcgaaacg gcgataacca atagcccctt
  3433501 cggtcagggc gaactccacc gcagactgct taacttcaac atcatcagcc aactgattga
  3433561 tatcgatacg cgtatctgta cggtagtagc tgttaatatt attcagcaca gcaataccaa
  3433621 aacggtttga acgaatattc cgctcttcca gtgggacgcc agcaatatca tcggtattga
  3433681 ccatcaggcg ggtgccgcca ctcataccgg ggccgtgtaa tgccgcacct ttcgcagtaa
  3433741 ctgtcgcgcc cccgcgcata gaaaccccgg tcgaggtaaa atcatcctgc gcataagcga
  3433801 cattaaggct ggtttcagca atgctgctgc gatgaatata aaaaccgctg aactggccgc
  3433861 gcgcaccatt atcattgctg ttgttaaccc ctgcggataa ccggtagctg ctatcgatag
  3433921 ccgagctgtt agaataattc acggtctggt tgttcccttg accattatgt tgcccgctgt
  3433981 agctgagggt ttgttgattg cctaatggca ccgaaaaact cagatacagc acatcatcat
  3434041 tcacgccgtt atttttgcta cggctggcag aaaggttgac cgtcatatct ttgagagaaa
  3434101 aagcatcaaa agcgtggctg accgtcgcgc tgtagctgtt agacgtgggc tgatcccaat
  3434161 aattctggta actgtatgaa aaattgatat tggtctggat atcaggaaaa tttttactcg
  3434221 ccgtcaccgt atacatttcc ttgttgcgcc caaggtcatt atcgaaataa cgggtgccga
  3434281 aatactgatt catcgacatg aattcacgtt caaaaaaacg gttccccgcc agcgagatat
  3434341 cactgttcag ttcatcaaag cgcttggcat acctgacgcg caacgatttc ccgctctgcg
  3434401 tctcttggtt gggaaggccc gatgcacggg tttgggtgat atccgttgaa atggcaccaa
  3434461 atgcatataa atcacggcca accccaaccg acacggcatt gtaatcaccc gagccaatgg
  3434521 ccccgccaaa cagtgaccag cgattactga ccccccaaga gaattcgcca ctggcaaaga
  3434581 ccgggccttc cgtcccatga ttcagcgttg agggctggcc caccgacgtt ttatagcgga
  3434641 ttgcaccagg gcgggtcaga tagggaaccg cagccgtctc cacctgaaaa gtttgtaccg
  3434701 tgccatcctg ctcctccacg ctgacatcca gccgcccgga aacagaatca ctcagttcct
  3434761 gaatacgaaa aggaccggag gccaccgtgg tttgatacag tatgcgcccc tgctgggaga
  3434821 ccgtcacttt ggcgttggtt ctggctatcc cgctaacctc aggggcataa ccgcgtaaat
  3434881 taggtggcaa catacgttca tcgctggaca aactggctcc ggcataacgg aacgtatcga
  3434941 aaaggctgga ggcgaaatag ttttcaccaa cgctcaaggt agctgccagt gacttgatcg
  3435001 cccgatacat atagatccgg ctccagtcaa atgtactggt agacgagttc tgctcgccac
  3435061 tgttgtggct gtagttccct tgataatcgc cccgtaaccg ccaggggccc gcattcagac
  3435121 ccgacgtacc gttgagactg atattccggg tggaaccact ctctttcggc ttactaaaca
  3435181 gcgagttcac gttgtaatcc aacagaaacc cagggatccc ctcatcccat tgagaagacg
  3435241 gcacccaatt gctgtcactg tattccatcc agtcttgcgg aacattgata gctaacgtgc
  3435301 tggtcgctaa atcaacctcc gtggttaatc ccgccagctc acgcaaatct gcgcattgcc
  3435361 cctcatgcca gaatgtgatc ttttgcagca catcaggctt cagaccaaac tgttccacca
  3435421 ccgcttccgg taggcacacc tcactgctat tcggttcatc atcacgggca taaaaagcga
  3435481 tcacctgctc gggaatacgg tgattattga cgttgatctc caaccgatac tcacccggca
  3435541 tgatatagcc aacgttcgta aaatgagaaa gatcaatatt ctgtttgtcg ttagcatcca
  3435601 ttgcatcagt attaaaatca atagcactga ctgctccact gagcatgatc aatgatgtag
  3435661 tcattgctat aggaattttt ttaattattc tcattcagtt actcaccaga aaaatctgcc
  3435721 cgtaataaca tcaactggat atgttgtaag aatagctaaa aatcatcatg ttatgtgtga
  3435781 tgattttccc tacttaaaaa ataaaaatta caacatagtg acgttactgt gattttagat
  3435841 gtaactatat ccattcataa aaacagaacc agattaactt tatgaaaaat ataagattaa
  3435901 taacaatcaa tatacttttt atttttttat tttcatagaa taaatatcct ccggcatagc
  3435961 cggaggtttt tcatatgcgc ctataaggct ctgttaccag ccgcgcccta acaggcgcat
  3436021 cgcgatctga catttgcatc tatggattac ttacggcccg taaacgggct accgggatac
  3436081 gggatcgaga gttgctcacc cattttatcc tcttccaatt ggtgctttat gtattcttgt
  3436141 atcctggccg tgtttttccc taccgtatca acgtaatacc ctcgacacca aaactccctg
  3436201 ttacggtatt tgaacttcaa atcgccaaac tgctcataaa gcatcagact gctctttccc
  3436261 ttcaggtacc ccataaatcc cgagacactc atcttgggcg ggatctccag aagcatatgg
  3436321 atgtgatcca cacagtattc tgcttccagg atattcacgt ttttccattc gcacagtttt
  3436381 cttaaaatac tgccaatcgc tctgcgtttt tccctgtaga acacctgcct tcggtacttc
  3436441 ggcgcaaaaa ctatatgata tttacagttc catcgggtgt gcgctaagct cttttcatcc
  3436501 ctcattggga cccccttttg atttcttgtt gaacatttgc agttgccaga ccgcaaactg
  3436561 ttttaacaaa tcaaaagggg tttttataac tgacccaaag ctgaaagctt tactgaaccc
  3436621 ccagcctagc tgggggtttt ctgggcacaa taaatatggc agccatctgc tgccatatct
  3436681 ttcatctcac tattaggtct gacgatggat gtaattagat tatcgttaat agtattaatc
  3436741 gtctctcagc tattatttgt ttgttacagt gacatccgcc acagaataat aagcaataag
  3436801 tttattatta gcatttcatt caatgccatt atatttagtc tggtaatgca ccatactgtt
  3436861 agtattatta ttcctatcgt cgccctattt ataggctata ttattttcca tttcaacgtg
  3436921 atgggcggcg gcgatgtaaa attgatcact gtactcctgc tggcactgac ggcagagcag
  3436981 tcattaaatt ttatcatcta cacagcggtc atgggtggcg ttgttatggt ggtgggttta
  3437041 ttgatcaacc gcgttgatat ccaaaaacgt ggggttccct acgccgttgc tatcactgcc
  3437101 ggatttctat catctgtact aatttaactg gctgaaataa attgatttat cacgatagca
  3437161 tgacaaaagg tacggataat gaatcgaaaa tttcttatat tattttcact cctgattgtt
  3437221 gccatcggaa tctccggcat tctgttaaac cctgataaag agatacctga attactgact
  3437281 cagacggaga aaagaaaaga gagaaatatt gtattagccc aaacacgcca tgaccttacc
  3437341 gccggtacat taatatccaa agaagattat tcattacaaa atatcaccgt agatgaatca
  3437401 agcgacttgg ttaaaaatga tctatcacat ggtcatagaa ttgatggtga tagcattgct
  3437461 gacgatagaa ctcatgatca taaacttgat ggtcatttat taaaaaacaa tatattagct
  3437521 ggatcgtata ttatcgatga aatgttaatc tcacccgata gtcgtgaatt ttcccggcta
  3437581 aatttaaagc acggggagat catttataaa ttttacatta cggaaaaaaa cgaataccta
  3437641 ctaaacacct taaatccagg tgactttctt tcattccaat tactgacact tgaaaccaat
  3437701 aaaacaaaag gaatggagaa tggtattgct attgatagca agagtatgag tagcaaacaa
  3437761 aggcaaaagt attcacttaa taacgtgata cctgacatgc cgatattaag cattaaaaca
  3437821 tactctcctg aggagttatc agtaaaaaac aacaaaaata ataagactga agagtattcc
  3437881 ctaggttata ttgaagtgat aatgaaaata caagacctcg aattcatcca tacggtggag
  3437941 aaagccggcg aggtgttttt aacccccaag agtggcgatc acaaacgaat agatttggat
  3438001 gacataatcc ctacgttaca gacaataaga gagctaagag gatgaatcta tatcaactaa
  3438061 aagataaaaa acaaaatata attatattct tgtctattgt tattctctat tttttgtttg
  3438121 aaaattcagc taacgccaag caaatttatc tgcctattgg tggttcacac attataaaag
  3438181 tgcaggaaga gattgatacc gtttttgtct ctgccgcaaa aacagctgac tatgaaatag
  3438241 ttgataataa cagtgtcatt atttatgcca aaaaagaagg cttagctgaa ttcactttgt
  3438301 tcaacaaaaa tcatcagccg ataagcaaaa cacgggtgct ggtgaataat actattaatg
  3438361 atgcctatcg aagaatacgc acagagtttc ctgatagtaa gatagaaata aataaaatag
  3438421 gcgaaagcta tatacttacg ggcagtgccg aaaccgagga agcaaaagat accattgcca
  3438481 gcattgtcgg cgaggcgact gcaagtaaaa aagaaaaaga gagagaaacg agttatcaaa
  3438541 gcaaccctga gtatcagggg gttattaata aaattaaatt acctcaagcc aatcaagtta
  3438601 atgtaaagct cactattgta gaaataacta aagattttac tgaaaacata gggctagatt
  3438661 ggaattcaat aaaaagtgcg gcaggcgctt ttcagttttt aaattttaat gcacaaagca
  3438721 tcagcacatt agtccatgct attaatgatg aggcgattgc caaagtactg gcagaaccga
  3438781 atctatcggt cttatccggt gaatatgcct ccttcttggt cggcggtgaa ataccgattg
  3438841 ttagcaccaa tcagaatggt attagtgtcg aattaaagag tttggcatta agttaaacat
  3438901 tggtgccaaa gtgaatgaga agaaacgtat ccgtgtcatg ttgggtgaag aggtcagcag
  3438961 tattgataag gtatttaatc ttaggggtgg ggactcctac ccttcattac gcatacgtaa
  3439021 ggcaaatacc acagtagagt taggcgatgg tgaaagtttt attctcggtg gcctgatcag
  3439081 tagtactgaa caggagtcgc ttaaaaaaat tccgtttatt ggtgatatcc ccctactggg
  3439141 tgcgttattc cgtaatgcac aaactcagag gaatcagagt gagctggtgg ttgtcgctac
  3439201 cgtaaacctg gtgaaacccg tatcagcaag gcagattgag ctacctgatt ttatgcatac
  3439261 ctctacggta gaacgttttt tcaatctgac caatatcaaa gacgctaagc gtagaaagca
  3439321 ggcgaaagaa tttctgcaaa aaggaggttt tataaaatga aatggatatt catcataatg
  3439381 gctattctct tttctactag aggcattact gcgttcacaa ttaaaccgtc cgctaatgag
  3439441 tactcttatg tattaatagg tgaatatttc accaataaaa ctgaaaagca tccatttcct
  3439501 cttaaattaa ataacagtct gccattagaa ttaaattgta attatatgaa aaatgactac
  3439561 cggaataaaa ataatgatgt tcatgggtgt gctgtttata aaaatagaca ttacgccatt
  3439621 atcgaatcat ggaataaaca tttataatgg tggtagtatg caattaattc tcaataaaga
  3439681 tttaatcaat aaaaaatata atagggaaaa gagtgctgtt gtcattatct caacccgaaa
  3439741 agggttaaaa gataaaattt ccgaatatgt ccgattggct gatataaaaa acatcaaaga
  3439801 aatagatgat gatattttta gcgccgcctc aattttgata ccggataatg tgaaaggaat
  3439861 tataatagat ataaatgaga atcatgatat caacactatt cttgatctaa tgaaagttca
  3439921 tacaccacgg gactgttggt gtatattagt cggtgatatt gattctatta gcatcgccca
  3439981 acaatttatt gagcgtggca tattatatct acatatccaa tcacaattgg ccgatctcac
  3440041 acaaaattta ctaaaaggta tccaaataga gtcagataga aaagcatttt ttatcagtat
  3440101 actgggttgc cggggaggga taggcacgac attactcagt taccaactgg cgcatgtgat
  3440161 cacccaaata aaaaaatcgc ctaccttgtt attacaaggc aatcaaggct cgcaagatct
  3440221 cgacttgatc actgaaaaaa aaatgggcga agatattact ggttaccaga aaaattttga
  3440281 tcttatgcga ggaaacgaaa gaaaactcag tgaagttaat gagcataaca ataaaaaaca
  3440341 taactttatt attttcgatc aaccaattca taatgcacgg aaagaaaaaa cactcgatta
  3440401 tatctctaac tcaaattgca tcattctgct tattgaccat agtatgatgt ccgttcgtgt
  3440461 agcgaaagag tttattgata ctctggaaag gttcaaaaga gataatagac aagccattag
  3440521 actatttatt tgccttaacg aaaacaggcc aataacaaaa gatatgttga cgacttctga
  3440581 tatccaatca ttattgggcc attctattga taccgcgata ccttatatca acaatgcgaa
  3440641 gaattcactg aatagccctg actattttgg tagaaagaaa accaaggttg ttgaactggc
  3440701 aaaacaatct ttaggtataa atataaattt atcctctcat accaatatgt ggattaggga
  3440761 aaaactcaat aagttattta aataaatgag gttattatga ttgtcccttt aaaaatacaa
  3440821 gagttaatgc gcgaaagaat gttagccaat attgacatta ataaagttga actcctggtt
  3440881 ggtgatcgta acaaactcat cggattgctc tctcaaacat tcgatgattt atttaataac
  3440941 aatgaatata acttaacgac tcaagcacaa aaatatatta ttgaaatgat agctgatgaa
  3441001 ataaccggct ttggcccatt aagagaactt atggaggatg attccattag tgatattatg
  3441061 gtcaacggcc cagaaaggat attcatcgaa agatatggcc tgttaaaatt aactgaccgg
  3441121 cggtttgtta ataatactca actcaccgat atcgcaaagc gtttaatgca aaaggttaat
  3441181 cgacgcattg atgaaggccg cccattagca gatgcccgtt taatcgatgg tagccgaata
  3441241 aacgtcgcga tcagccccat tgctttagat ggtaccgccc tttctatccg taaattcagt
  3441301 aaaaataaac ggagattaga agatttggtc gatatgggag ccatgagtag tgatatggca
  3441361 aatttcctaa ttattgctgc cagttgccgc gtaaatatta ttatttccgg aggtacaggc
  3441421 tcagggaaaa ccacgctatt gaatgcgctt tcaaaatata tttcagaaga tgagcgggtg
  3441481 ataacactcg aagatgctgc ggaactgaat ctggagcagc cccatgtggt caggatggaa
  3441541 acccgtctgg cggggctgga gaataccggc cagataacca tgcgcgatct ggtgattaac
  3441601 tccctgcgta tgcgccctga caggatcatt attggtgagt gccggggtga ggaaaccttt
  3441661 gaaatgttac aggcgatgaa cactggccat aacggttcaa tgtccaccct acatgccaat
  3441721 actccccgtg atgctgttgc ccgtttagaa agcatgatta tgatggggcc ggttaatatg
  3441781 cctctcatta ccatccgccg taatattgca tctgcaatta atcttattgt ccaagtctca
  3441841 cgtatgaatg atggctcgcg aaaaattcgc aatatcagcg agatcatggg aatggaaggt
  3441901 gaacatgttg ttttgcaaga tatatttact ttccaacccg ccagtactcg tgatgatcaa
  3441961 gggcgtattc agggtgagtt tatcaaccat gggctattta atcggtcatc agtcagaata
  3442021 aacgccgata tccacaatct ggccaatgag ttaaacagtg ttttctctac ggtgagcaaa
  3442081 tgatttatta cgtcgtcgcg ttatccggta ttttattact ggtgctgaat aaccttaagt
  3442141 ggatgaaaat aaagcgctca ataagcaaca ctaaaaagag caaagccaaa agtacgtctt
  3442201 ctattactat actgataaaa aaaatatttt tcgaatggat tgattacgta tcaacccaca
  3442261 gtaaaagtac acctcatata ttattaccaa tatgttcatt ggtgatagtc tattatataa
  3442321 acagcacttg gattaatgtt aattactctt ttgtttttat tatcaacatc atttttatta
  3442381 tcgttttaca actaaaatat gctcgttcaa aacattattt attatttaag caagatttcc
  3442441 ctgaagtact attaatgatt aatatggcag caagcagcgg tgccagtatc aatcaagtat
  3442501 tggaacgctg tgggaaagag attagaggcc ccttgggaca agaattaggg ttgatctgtc
  3442561 ggcgattaaa tcttggcgaa acccctgaaa ccgtttttta tgatgcgtat gagcggttcc
  3442621 attatccaga attttatttc ttagtgacaa taatactgct taatattcag caaggaggac
  3442681 aattaaaaga actgattacc cgattaagcc agataataac aaagaaaaaa acaaccgaac
  3442741 aaaagaaggc cgtcatgacg gctcaaataa gaatgtcggt taatattatt tctatcatgc
  3442801 caatgttatt ttctttttta ctttatctac tcgaccccac gacgatagag tttgtatggc
  3442861 aacatcccac aggtagattt attatctatt atattattat cagtgaggtt attggcatat
  3442921 taattatcag aaaaatgcta ggtaaatccc tatgagaatt attttcttca cgttattaat
  3442981 actattgggt ttgattatca tattaaaagt caactcacgc tcaagaagaa tatcagttta
  3443041 taataaaata aattcgcgtg aaaacaaaag caaagaggca aataatgata caaaagataa
  3443101 accgactgta ctgtctgatt ttataaaact ccctgttttt ttatctaaca ttttatatct
  3443161 aaaggttttg attgttattt ttatattatc catccttaca atattggcta tttttaatgt
  3443221 agtgaatatc aatcaaaaaa cactactcac tattgggcta ctctctatta tctccacctt
  3443281 atatttgcca agaatgataa ttaaaaatgc actcactaaa agaacaaata atttattgaa
  3443341 atctttacct ttctttattg atattacagc ggcatgtgtt caatctggca tgacaataga
  3443401 gaattcatta aattatacca cacaaaaatt ccaaacaata aataccgacc tatgcttgat
  3443461 tatgtcaaaa gtgaccaagc gtgctgaaat aaatggttta gaaaatgcga ttaaagaact
  3443521 tcaatattac tcaccagcaa tagaaatgaa aatgttttgc agcacactgc aatacagtat
  3443581 tagttttggc tcaacggtgt acgaacaact gactcactta tcacaagata tgagagaaat
  3443641 gcagctgctg atgacagaag agagcatcag taaattatcc acaaaactaa cactgccatt
  3443701 atttttattt attttgatcc ctttcgtctt attggttatc tcaccgagta ttctggagct
  3443761 acttaactat gttaaaaata tttaatacta ttattatcat cccagtgatg atttttctgt
  3443821 taagcggttg tttgagccaa cagggtttaa gctcacaagg tttaagcaca aaagaatttt
  3443881 cttatcgtga aagtatttta attaaagcca ataatcaaat tggtttgatt aaactctatc
  3443941 gcgaatcact aaaaaacaaa gaagacgaat caatcagagt gaaattagca aatgcctatt
  3444001 acctctccgg tgatagccat tcttctttat attatcttca acctatttcc cataaaccta
  3444061 acgtatctat ctatctttta cagataaaaa atttaattaa cgagggtgat aattctggtg
  3444121 cgactacagt actgcacagg ttattatcta ttgcccccca taatcctgaa gcacataacc
  3444181 taaaaggtat tattctggct aaccgtggtg atacagcagg ggcgcgtacc gctattgttc
  3444241 aatcgcaggc tctgtttatc caagaggaca ttgcaagaaa taatattgca gtcatttcaa
  3444301 tgttggataa ccgctatgaa gatgcagtaa agatattact accagactat ctttccggta
  3444361 aaagaaacaa cttaatatta cataatctgg tatttgcatt gattaaaatg ggtgacactc
  3444421 gctacgcaaa gaacattatt gaagcagagc ggttatctga taatgctgac gagttagtat
  3444481 tagcgctgag tcaggttgat tcattccctc aggaacaatc cttcattagg gaaaaatgat
  3444541 gagagataca atattacgtt tattgccggc gaatagaggt tctattgctg ttgaatttac
  3444601 gttaattttt atccttttta tctttatgct gctattggtt gctgaaacct ctcgcttgtt
  3444661 ttatacctcg gctaatcttg atttcgcatt atctgaagca gctaaaaccg ctaaaaatag
  3444721 ggacgccgag aacgtactct cttatcaaca actttttgag cacaatttta atcgacaagt
  3444781 tactgttctg ggatcattga ttaataccgc gccctccgca gaacttacgg ttaattttag
  3444841 tcacagtgtt gcagatctta ttaatggcaa tagtgaagaa aataatcaca ctctaccact
  3444901 cgcccactat caggttagat tacattacca accgatattt ttacctttcc ctcaagcatg
  3444961 ggtaaatacg ttattgtcca gggaggtgat ttttgttcag gaaaaataat acgttaatca
  3445021 ataatcaagg tggtgcaatt attgttgaat ttgcatttgt gacttttatt attgttctat
  3445081 ttataaaact gctgattgcc atcgctgaat atcagtcgat ttccggtaag ttagatcgtc
  3445141 tttcatattc agccgcgggt atcattcgtg aaagggggcg gttatatccg catgatcctg
  3445201 aattgaatca acagcaagtt gatcaactca gagatcttgt tcagcgtgcg ttactgaact
  3445261 cgggtgtacc tgctgataac ctcaggatgc gggtagagac attacatttt aaccccatcg
  3445321 agccaccagg ttctcgtcag caacagattg atgagcataa gagcctgtca ttcagtactg
  3445381 gcgattgctc cccggttcag ccactccgtg ggttagttgc gctgtcacca ttaagccaaa
  3445441 gtgaacgctg ggtgccgctc taccaggtca caatatgcct gcccccccct cagagatacc
  3445501 gtgacctgat tagtgtcagc cccttgccaa cattgaaatc atcggccatc acaatcgggc
  3445561 gctaaacagc ctacgaataa aggttatata tgcagaaaaa aacaatgata actttcatac
  3445621 tagagaagta tgagtttttt attaaaaata gacagggagc cattctattg tcttttatgg
  3445681 cgttaatccc tgtttttatt gggttgatat ttttgtcgtt tgaattttct cactttatcc
  3445741 aaaagagagc taaactctct gatgcccttg aacaagcatc tttagcctta tcgacagaaa
  3445801 ataattatag gaatgataga gccagtaata atagaaacaa ttatctggtt acatcgtacg
  3445861 cacaatctta tttaccgtca gagcgttttt cgcaaccaag ggtagtcaat acctacaatg
  3445921 agagtttagg ttacactgaa tataatgcca gtctgcaaat gaattatcag ttagcattat
  3445981 taaactctta cttaaaacaa accccctcgc cgacgtggga tgttaacgaa aatggggccg
  3446041 ccagaaagta tttatcatca atagccgaac ctatagatgt cgtgtttgtc accgattttt
  3446101 ccggatcgat ggatttacct ttcggggata ttgagcgaaa taacagaata actaaacttg
  3446161 atgaactaaa agcgattttt gtaaaattaa ataaccgaat attttcaaac gatggcatta
  3446221 acaccattgg atttgttccc ttctcatggg gtacaaaaag aatatctgcc aatggacagg
  3446281 tatcatctac ttattgccac tttccctatt ctcctaaaaa aatagatgga aatggtcatt
  3446341 atctccaacg ttataccgcc tcaaacttaa agaatattcc tggtttggac aatctcagtg
  3446401 ggatagataa tctcgcttac ggtcaattag atgaagataa acaccacgct atccttagcg
  3446461 aaatagaaaa aaaacataga gacaatgaaa tacctactaa aaccagagat caggctaaaa
  3446521 attttcttga taaggcatat aaagtaaatc aaatttcgac tatcactaaa attgtggaag
  3446581 aacatattga ttataaagaa acaataaact caattgaccg aaatggtgaa acgattgata
  3446641 taccaatgga tgacatatta gatccatttt tctgtctaaa agagaccaac gcaaaatcac
  3446701 ttaactttga tcctaattca aaaggagata taaacgaaat cctcaatatg aaggctgaag
  3446761 ggggaacatt agccagctca ggaatattag tgggtaacaa aatgctcact gaaagccaaa
  3446821 ataacaataa actgatgatt atcctgtctg atggtgatga taatacgcaa aaaatgagtt
  3446881 ctccacacga tcagaaagcg ggcatcatca atatcacgca aaaattgatt accgaaggta
  3446941 tgtgtcagaa aattaaagat aatggcataa aaatggtttt tatcgggatt ggctacgttc
  3447001 ccgataataa tattatcgat tgggaaaaag actgtgtagg gacgggtaat ttttatctgg
  3447061 caaaaaatgc ccacgaatta gaaattagta tcgagcgagc actggttgtt gatgatgaag
  3447121 tggggagaaa tatccctaaa agctgaaatt gacttaaaaa tcgatattga cctaaaaact
  3447181 gaaatttcct caaaaaccaa agttgatgca agcgcggtaa cagtaaccgc gcttgcaaaa
  3447241 aattattttg cgccgctgga ccctgcttcc atacccacta acccaacttt gagatagcct
  3447301 gatttacgta gcgcatccat cacgctcatc aaggtttcat aatccaccac tttatctgct
  3447361 tggaagaaaa tcgtggtttc tttattggat tgggtcactt tgtccagtgc cgtggctaat
  3447421 gtttcacggt caactggctg gtcgccgaca taaagctggt tatccgcttt aaccgtcaag
  3447481 aataccggct tctctggccg cggctgcggt actgccgaag atgcaggtag atccactttg
  3447541 atatctaccg ttgccaacgg cgcggcgacc ataaagataa tcagcagcac caacatgaca
  3447601 tcaataaacg gcgtcacgtt aatttcgtgt aattctccac tctcgtcgag ggaatcattc
  3447661 attcgcattg ccataaatca ccctgctcgt aattgatgag gatggcgagg ggactttact
  3447721 tcggcgctac tggccaaatc caaatcacgg ctcaacagca gtaacacttg tgccgcgaca
  3447781 tcacccactt gagcgcgata atttccgatc tggcgagcaa agatattata aataacgacc
  3447841 gctgggatcg cagccaccag ccctaacgcc gttgccaata acgcttcggc aatccctgga
  3447901 gcgataaccg ccagattggt ggtctgtgag tgggcaatgc cgataaagct gttcatgatg
  3447961 ccccaaaccg taccaaacaa accgacaaag ggggaaattg cgccgattgt tgccaggaag
  3448021 ccattacctt tgcccatttg gcggccaatg gcggctaccc ggcgctccaa acggaaagca
  3448081 gtacgttctt taatgccatt attgtcattt gactctatcg acaacaggcg ctcgttcagt
  3448141 gcttcatgca gtaacaaact gcttacgctg ccttgaccaa aatcttctgc tcgctccgaa
  3448201 gcggtatcaa gatcggtcac ggccccaatc acttcatgct cttggcgcaa ccgacgacga
  3448261 gcgcggaaca attcagtccc tttagagaac agaatggtcc aagtgacgat agaagccagc
  3448321 accagaccaa tcatgacgcc tttaacaacc acgtccgcat tctgatacat accccagaca
  3448381 gataaatcca tcgccagctt ttgtggtact ggagccgtaa cgggctgaac cataggggcc
  3448441 ggtattgatt ctgaggttaa tgctgatgct gatgttaata ctgactctgg tgttgattcc
  3448501 ggtattgcag caaccgaggt aatttctggt gcaggtaacg gggttgacgt tgccgctgtg
  3448561 ggtgcggtaa ccgtagccgc aaccgcactg ccgttgcctg gtgcggcttg tgcatggccc
  3448621 gctaaacctg tagccagtaa taataccatc acgcctttca tcacccggcc ttgcactcgt
  3448681 gatatctctt tactctcttt gccagctatt ttcacgctgc gcctccaccc aatatgcatg
  3448741 tcaatttaag gacaaaatca gcttttgatc atatcaaaca aacagcggat tgatagtaat
  3448801 tatcattagt atttggcaag atttttttga gcgcaagaaa gaatgaagcc aatatcgacg
  3448861 gtgcccccac gccgaactaa cggttgttgt tagctgttgc ttctcagtaa ccgcccatct
  3448921 ataaggaaga agtgattgat tgaatagaag aacgcttaag tcagtggccg ccctcttaag
  3448981 gcgctattta ttaataaatg ttctattttg tcatttacac agaatttttt tgccgcaaaa
  3449041 cagtagaaaa cagcgagtcg ctctctttag tttttttcat ggtgaaagcg actcccagac
  3449101 aacaatcatc atgctaacgt aggaatacat ccccaaaatg aatgctggct ggcgattgac
  3449161 tagcttggct tatacgaagg tgacaacaca attatggcag tgaataaagc aatcccagaa
  3449221 aaactggaaa cagccttagt cagcgcaggg cgaagtaaaa aatttactca aggctcagtg
  3449281 aataccgtga tccaacgagc atcatctctg gttttcgaat ctgtaaaagc gaaaaaacat
  3449341 gccacgatca atcggggcaa tggtgagttg ttctatggcc gcagggggac attaacccac
  3449401 ttctctttgc aagaggcaat gacggagctg gagggcggcg caggttgcgt gctttatcct
  3449461 tgtggcgctg ccgccatcag taatgcgatt ttatcgtttg tcgccacggg cgatcatgtg
  3449521 ctgatgaccg gctcagctta tgagcccgcc caaagtttct gcgataagat tttatcgcgc
  3449581 atgaatatca cgacgaccta ttttgatccc atgataggtg ctgggattgc ttcactgatt
  3449641 accccgaaaa ccaaggtgat atttcttgag tcacccggct ccatcaccat ggaagtgcag
  3449701 gatattcctg cgatggtggc ggccatccgg gcggtggctc cggatgtcgt tatcatgatg
  3449761 gacaacacct gggccgcagg tgtgttattt aaagcactgg attttgatat cgatatctct
  3449821 attcaatccg gcactaaata cattattggt cactctgatg ccatgctggg cattgcggtt
  3449881 gccaatgccc gctgctggga acaactgcgt gaagactctt atttgatggg ccagatggtc
  3449941 gatgctgata ctgcctatct tgccagccgg ggcttacgca cgttaagcgt ccggttaaaa
  3450001 caacatgaga aaaacagcat tgaaatcgct aactggttgg cagagcgccc ggaagtggcg
  3450061 gtggtttatc atcccgcact gccaggctgc aagggccatg aattctacaa gcgggatttt
  3450121 aatggctgca atggtttgtt ttctttcgaa ttaaaagaag aattaaccca gcaacaactg
  3450181 gagaattacc tggatcactt tacccatttc agcatggcgt tttcatgggg tggttttgaa
  3450241 tcgctgatat taggttatca gccgaaggat attcgtgcga tccgcaaata tgacgcggaa
  3450301 ggcatcaaag gaacattatt ccgtctgcat attggccttg agaatgtgca agatttgcaa
  3450361 gacgatctgg ccgcaggatt tgagcgaatt caagccgtaa aatagaggcc accactccgt
  3450421 taatgcgcta tcaattcttg gcgcattaac gctcccttac ataaaagaac caacgatagg
  3450481 tttatatcgc ctgccaaatt gagttattgg ggataagatc aacgtgattt tacctcatta
  3450541 aagatatact gatacccacc aacgatatcc tcacacgtta ggcaaacagg aaaagaaatg
  3450601 gatgtattac gtgaaatcct tcatgccctc tggcaacagg attttagtaa actggctgac
  3450661 ccaaatgtta tttgggtgat ttacggtatc ctttttacca ccctattttt agaaaacggt
  3450721 ttacttcccg cctcttttct ccccggagat agcttgttgc tattggccgg tgcgttgata
  3450781 gccaaagggg ttatgggttt cttgcccacg ctgatcattc tgactaccgc cgccagttta
  3450841 ggctgttggt taagttatct acaaggccgc tggttgggtg atacgtcggt ggtgaaacgg
  3450901 tggttgttac agctccctct tcagtaccgt cagcgcgccc ataccctgtt tgttcgccac
  3450961 ggtttagccg ccttattggt gggccgtttt ctggcttttg tccggacgtt actgccaaca
  3451021 ctggcgggta tttctggcct gaacagcata cgttttcagt tatttaattg gctaagcggc
  3451081 ctgctgtggg ttggcagcgt cgtgggtttg gggtttgggt tttgccctca gccatattcc
  3451141 gttggttaaa cagtatgaaa atcaggtgat gacggcactg atgattttac ccattgttct
  3451201 gttattggcc ggtttagtcg gcacactgat tttggtatgg tgcaaacgta agagcacgac
  3451261 cgaatagcgt aaataggcac catccaggtg aataaaacgg catctaatac gccgtttcta
  3451321 tgaagccttg gttacagcta tcgcccctcg gccaagggtc aattaatacg ctgtttggca
  3451381 acaccttcac tcggcgtatg accaaagtag cgtttaaact cacggctgaa ttgtgaggca
  3451441 ctctcgtaac ccaccttgat cgccgcagtg ctggctttca gcccatcatg taacatcatc
  3451501 atgcgcgccc gatgcaatcg gtaagacttc agatattgca gtggagaggt gttggttacc
  3451561 gctttaaaat tgtggtggaa tgctgaaaca ctcatattca cctctgccgc taattgctcg
  3451621 acactgaggt tatcggcaaa atgattttcg atgcgccgca atgttttggt gatctggtta
  3451681 aagtgcccat ggcggttaac taacgcctgc aaggccccac cgcatgaccc acacaagacg
  3451741 tagtagagaa tttctcgcac aatttgcgga ccaaggacgc gggcatcacg ggcaatggac
  3451801 atcacatcca agagccgttc tgttgcacac agcatctctt cagtcagagg ggcagagttc
  3451861 acacccgagg tattgcccgg cggtttttcc agctcgtcat cccccatagt catcatcaaa
  3451921 tcttgtaaca tctggctgtc tacttgaatg gaaatcccgg ccaatggtat ttcagggctg
  3451981 gcaaacgttt cacactcaaa cggcagcgga acactcagga tgaggtagtt tttgggatca
  3452041 tactgaaaca ctttactacc cagataaccc actttgtgtc cctgaaatat aatcaccaca
  3452101 ctgggggtgt acattaccgg tgttcgcggt tgatgcactg tagagtacaa aattttcacc
  3452161 ccggataccg ttgagggggt taaaccatca ccttgagcca gacgcgcaat tttatctgcc
  3452221 atttgtgctt gaatatcaat cacatcaacc attacgtcct cgtccgcttt ttgtatgact
  3452281 ttgaataata gagaccatgc tatttattgc cccaagtgat cgattaccaa aaatcccatt
  3452341 actcaaaaca atctgacata gattgtgtct tatttgctgg gttttctaca gtgatctgga
  3452401 gaaataggca agagcaaggc agaaatgtgc attgaggtct gttcttaagt tgccgacaat
  3452461 ggttaccaat gaaattaagc acatcgttat tatacttata ctgacagtgg ctaaatcgta
  3452521 ctcatattga cgaaaaaagt gctccaggca cagtgatgtg gttacggata aatactcact
  3452581 gcatcacctt atcgctaagc agcaacacct gtttttttac tgttcatccc ataagctgga
  3452641 agagaaatca tgcaaaattt tacccttcat acccccacta aagtgctgtt cggtaccggt
  3452701 caaatcgcgc aattgactca agaaatcccg gcggatgccc ggatattgat tacctacggc
  3452761 ggcggcagca ttaaacaaaa tggcgtgctg gatcaagttc atcaagcatt gaaaggcttt
  3452821 gattttctgg aatttggtgg catagaaccc aatccaacct atgaaacgct gatgaaagct
  3452881 gtcgagctat gccggactga aggtatcaac ttcctactgg ccgttggcgg agggtcagta
  3452941 ttggatggca ccaaatttat tgctgcagcg gtcaattatc cacaagatcc atggcacatt
  3453001 ctggaaacca cagggcgcga tattactgaa gcgctgccaa tgggctcggt tctgacctta
  3453061 ccggcaacag gttctgaggc taataatggc gcagttatca gccgccgtag caccggagat
  3453121 aaacagcact tcttctcacc ccatgtccag cccctgtttg ccgtgctgga tccagtggtc
  3453181 acttatacct tgccaccacg ccaggtggct aacggtgtgg tcgatgcttt tgttcatacc
  3453241 attgagcaat atctgaccta tcccgtggat gccaaagtac aggatcgctt tgctgaaggg
  3453301 ctattgttga ccctgattga agaaggcccg aaagcactaa aagatccgga aaactacaat
  3453361 gtccgcgcca atattatgtg gagcgccacc atggccttga atggcctgat tggtgccggt
  3453421 gtaccacagg attgggccac ccatatgttg ggccacgaac tgactgcgcg ccatggtttg
  3453481 gatcatgcac aaacattggc ggtagtgtta ccggccctgc tggttgcgaa gaagcagcaa
  3453541 aagcgcgcca aactgctgca atatgcagag cgtgtctggg gattgcgtga gggcagtgaa
  3453601 gatcagcgca ttgatgcggc gattgaagcc acccgtcact tcttcgaaag cctgggtgta
  3453661 gcgactcgct tatccgccta caaactggac ggcagttcta ttccggatct gattaaaaag
  3453721 ctggaagagc acgggatgac caaactgggt gagcacagtg acatcacctt agctgacagc
  3453781 aagcgtatct atgaagcggc ggtataaccg ttttatgtaa gatttaacgg gatttagcct
  3453841 gcatttatct cgtaccaaaa ctggcggcat taccgcatgt catgctgcca gtcctcctgt
  3453901 ttatacccat tagacttcag gctacatagg tgttggtggc gttctctcac ttcgtcgctg
  3453961 cctgccgaca acccgaatga ttttgggtat attttctttt tcgcctgcga ttcacttttt
  3454021 tcgcctgcga ttaactgggc gatatgatga ttagctgccc ataataatat tgtctgcata
  3454081 gagcaacatt attcacacat aaccctacta tcctcatgta acaggactta ataattagca
  3454141 aggtcataaa taaaatgata acgactaaac ttacgttatc agcaacgggc taatacagcc
  3454201 caatcagtaa gccaaggaga tcaacatgac aatgcaaccc cttatcaagt tgtacgatgg
  3454261 gcgcttgatg ccacaactcg gcctcggcgt ttggcaggca agtatccaag aaacagagct
  3454321 tgcggtcagt aaggcgctgg aagtcggtta ccgctcaatt gataccgccg ctatttataa
  3454381 aaatgaagaa ggtgtgggca aggcgctgaa agcggcggct gttgcccgtg atgaactgtt
  3454441 tatcaccaca aaactgtgga acgatgatca acataatcct cagcaagccc tggaaaccag
  3454501 cctgcaaaag ctccaactgg attatgtaga tctctacctg atccattggc cagacccgaa
  3454561 acaagaccat tatgtcagtg cctggcgtga actggtcaca ctaaaagagc aaggtttgat
  3454621 ccgcagtatc ggcgtgtgta acttccatat tcctcatctg caacggttga ttgatgagac
  3454681 gggtatcgcc cctaccgtca atcagattga actgcatccg ttgctgcaac aacgtcagct
  3454741 ccatgcctgg aatgccaccc atcatattgc aaccgagtct tggagcccgt tagcacaagg
  3454801 tggcaaaggc gtttttgatc aagaaattat ccgcaagctc gctcagcaat ataataaaac
  3454861 gcctgcacaa atcgtgatcc gttggcatct ggacagtggg ctgattgtta tccccaaatc
  3454921 tgtcacacca gcacgtatca gagaaaactt tgaggttttt gattttaagc tacaaaaaga
  3454981 ggagttgctg gcaattacca aactggattg cggtaaacgg ctggggccag acccggaagt
  3455041 tttcggatct gaccgctgat ttcaggccag caataacccc ttaatgctgc ctgtttttcc
  3455101 ctctggatcc ggcagatggc ttattgaccg cagctttatt tacgcccgtt ttacccgctg
  3455161 attttttggt tgcgagcgta ctgtgggctg cagaagtact ttgatttgca gacgtacttt
  3455221 ggtttgcaga agtactgtgc gctgaagaag tgccattggc caccgtcgga gccttcttgc
  3455281 cagcagaggc tgcgggtgct ctattactcg gctggcgctg gcgggtgatc gatgtgtgct
  3455341 tggtcagtgc cggtgtgtgg tggcgcagag cacggcgtgc ctcacgctgc tcttccaagg
  3455401 tcggagccgg caccaggcat tcacgacgag cgccaatcaa atgttgcagc cccatatctt
  3455461 caagcgcact gcggagcatc ggccagttag ccggatcatg ataacgcagt aatgctttat
  3455521 gtaaccgccg ttgacgatcc cctttgggaa ccaccacctc ttcactttta taatccactt
  3455581 tcgccaacgg gttcttaccg gtgtaataca tggtggtcga gttagccaac ggtgacggat
  3455641 agaaattttg cacctgatcc aatcggaagc ggtttttctt cagccacagc gccaggttca
  3455701 ccatatcttt atcttcagta cccggatgtg cggagatgaa ataagggatc aaatactgct
  3455761 ctttaccggc ctgtttcgag taagtatcaa acagttcctt gaagcgctga tagctgccca
  3455821 tacccggttt catcatttta gaaagcggcc cttcctcagt atgctctggt gcgattttca
  3455881 aataaccgcc cacatgtggc tggccaactc tttgatataa cgcggatctt ctactgccaa
  3455941 atcgtagcga acgccggagg cgatcaggat ctttttgatc cctttcaaat cacgggctcg
  3456001 acggtacaaa gagatcgtcg gttgatggtt ggtatccatg tgcgggcaaa tctcaggata
  3456061 cacacaagac gcccggcggc aggtttgttc agcccgaggg gactggcagc gcagcatata
  3456121 catattcgcg gtaggcccgc caagatcaga gataataccg gtaaaaccag ggactttatc
  3456181 gcgaatctct tcgatttcac gaataataga atcttcagag cggctctgaa taatgcgccc
  3456241 ttcatgctcc gtaatagagc agaaggagca accgccataa cagccgcgca tgatattgat
  3456301 cgaaaaacga atcatgtcat aggccgggat cggcgatttt ccgtaggacg ggtgcgggac
  3456361 gcgctgataa ggcagtgcaa atacactgtc catctcttcg gtacttagcg ggatcgccgg
  3456421 tgggttaatc caaatatagc gatcgccatg tttctgcatc aacgcccgcg cacaaccggg
  3456481 attagtttca tgatgcaaaa tccgcgaggt atgggcatac aacactttgt ccgccttcac
  3456541 tttttcatat gaaggcagta aaacgtaggt cttttcccat ggcttcggtt tggccgcacg
  3456601 cacggttatt ggtttggcct ccggtatcga tatgtcatcg gtcgcacacg gcaggtcttc
  3456661 accgtaagga ttgggaatgg cttcaatacg gcccggttta tccagacggg tagaatccac
  3456721 cccgctccag cccggcaagg gcgttttacg catcacaacg gtgttacgga catcctgaat
  3456781 atccgtaatt ttctcacccg cagccaaacg gtgcgccact tccaccaatg gccgttcgcc
  3456841 attgccatac accagcatgt ccgctttagc atctacgatc accgagcggc gcacagtatc
  3456901 agaccaatag tcatagtgag caatacggcg caggctggcc tcgatgccgc ccagtaatac
  3456961 cggcacatgg ctataggctt ctttgcagcg ttggctatac accaatgtcg cgcgatctgg
  3457021 ccgcttacca ctctggttat ccggcgtata agcatcatcg tggcgcagtt ttcggtcagc
  3457081 cgtatagcgg ttgatcatcg aatccatatt gcccgccgtg acaccaaaga acagattcgg
  3457141 ctctcccaga cgcataaaat catgtttatt cgtccaatct ggctgagcaa taatcccgac
  3457201 ccgaaatccc tgagcttcca gcatacggcc aacgatggcc ataccaaagc ttgggtggtc
  3457261 aacataggca tcaccagtga tgacaatgat atcgcaactg tcccaaccca atatgtccat
  3457321 ttcctcccgt gacataggta agaatggcgc ggtgccatag cattcagccc aataaggctg
  3457381 ataagaaaac aggtcacgct ctggttggat caagctgata ctcatggcaa cactctttaa
  3457441 tagggggaaa gttgaggtgg ttcgggttaa gaaatcatca ccggccggcg attatacgca
  3457501 gttatccatg tgaagaggaa ggatatatct tttgatgaca tggatggctt tgaaattagt
  3457561 tgttggccat aaaagtacat atcagtaaac ctgcgaagca ggcaagcgag acatgcgtaa
  3457621 gcgcagggtc ctaatggggc cacgcttatg gccccattgg cggttgaagc tacggagatt
  3457681 agctgagcta agccataaca accgaaccga tcaccacgtc accaaaacgt gatcaaagcg
  3457741 tcggtgctgc caccgtcact aactgccccg ccgagccacg atcagccatt tccagcgtct
  3457801 gactgtagaa caagaacggg aattgcggtg atgaaacctg attgaaatac acccacaatt
  3457861 caaccgtacc atccacccaa accgtatcct tccaaccacg atcttcggcc attgccgccg
  3457921 caccattcac acttttcacc aggaaagaaa cgccctgaat atgaaatgct tgtggcatat
  3457981 cagcatgtat tatccaacgc tcccatgtcc cctgctgagc ctgcacatct actcggttca
  3458041 tatcccagat agcgccgtta attcccggga gattatcccc cagttggaat tcacgggaac
  3458101 ggatcacact gccttcaata atctgatctg ccaataaacg cataggcaaa ttatccgtca
  3458161 ccaatggcaa taaccccgtt ggttttaatg tcagcaccag ggtagaaatc aaaatacttg
  3458221 atggctcaaa taacccacgc aggcgatcca taataccggc ggattcacca gcagtgatcg
  3458281 agacttcatt gccctgtgac atatcaatca ccacttcacg ccgttcacct ggtgcaagag
  3458341 aaagttgctg taccgccact ggcgcaggta gaaaaccctg atcgctggca acaacataca
  3458401 gaggacggcc atcactgagt tgcagggtgt agcggcgggc gttagacgca ttcaataaac
  3458461 gtaaacgtac ccacccacga gagacttcaa caaatgggct ttgcgccccg ttaaccaata
  3458521 atgtgtcccc gacaaacccc cctttggcag gcgggttata ttccggcaca ccaaaattat
  3458581 ccagccgttt atcttgaata ataagaggga aatcatcaac gccatagtga cttggcagcg
  3458641 gcatcgcttt actgaccgca tcttccacca gccacatccc cgctagcccg ttatagacat
  3458701 ggggagccat tcggttgggg gtattggcat gataccagca gtttgccgcc ggctgacgta
  3458761 ccggcaatac gggtgaccaa tcctctccgg ggcggatcat ccgggcctct ccgcccatca
  3458821 gcgtcccagg gacttgtaac ccactgatcg tcatcgatac cggctcagtc aaccggttgc
  3458881 tgtagatgag cttaacgtca tcaccattaa aaactctgac cgtcggcccc agatacatgc
  3458941 cgttaattcc ccacactgcg gctttcttat tgccactaaa tgcccagtgc gcgcgctgca
  3459001 aggttaaaaa aagcggttgg ccgcggcgag attctaataa ggggggcacc ggtaactgag
  3459061 gttgctgagt actactagcc tgtgccctca atggcagtga gccagcacca agcgctaagc
  3459121 ccgcagcctg aatgaactgg cgacgactga gtgacatatc ttctccgtga aaaccacaat
  3459181 caaacctact gcaaaatttt gcctgactgc gaataacgct gaaggacggc aaaacgctca
  3459241 cgaccagagt cgcttaaatc aacatctaaa atttgtggcg ataaatataa ccgccgcgcg
  3459301 gggccgcgat agcctgcacc gcaaaaacaa atacattatt ttttagcaac ggactgttga
  3459361 gccacttcgg catctaactg ctcaatttta gccagcatca aattgcggca atgctcagac
  3459421 agctcacgaa cgcgctcttt agtgtacccg gaggtgtcaa tgggcggtaa catctcaata
  3459481 atcactttac cgttcgacca acgatttaac ttgataccat tagtgctaga aacgcagatc
  3459541 ggtacgatag gaacacctgc agcaatcgcc gcatggaacg cgccagtctt aaacggcaat
  3459601 aaaccacggc cacggctgcg tgtgccttct gggaacatcc aaatagagat gtttcttttt
  3459661 tgcacctgtt caaccacctg agcaatggtg ctgtgagcct tggcacggtt gtcacgatca
  3459721 ataagcaggt tacccgtcaa ccaatagagc gggccaaata agggtaccca cagcaggctc
  3459781 tttttgccca cggtcacggt accgggctga accacattcg acatggtgac catatcgtaa
  3459841 ttattttggt ggttagcaat ataaatacag ttaccgtatt tagccgcttc tgcgggaata
  3459901 cgctgctcaa tcgtaatgcc aaacaacacg gacatccggc caaacagatg cgaaaatgtt
  3459961 gccacatggc gaggatttcg cgggctgaac aggcaataaa tcgaaccaaa cacacacact
  3460021 agaaaacaat ataaaacagc cagaaccgtg cgcaaaatta atagcataac cgcctcttaa
  3460081 atactcaccc ttaaatagac aaccgacgct agtataacgg tttactcgca aaatactgtt
  3460141 tacttgagaa atactgttta cttgcaaaat acggcttact tgcaaaatac ggcttacttg
  3460201 caaaatacga cttactttta aaatacagtg cagaaccctt gccacggctc ggttacacga
  3460261 cagtgcgcgc aaattatacc tgccgtatgc catattaaca gggtcatgtt tgacgaacgc
  3460321 ctcaatcacc accacagcca tttccgccat ggtggtggct ggtttcctta tttttactct
  3460381 tcgctctcgg tggctattgc ccgtggcggt gcatcgacat caatccgatc aatgcgttgt
  3460441 aaaccacgtg gtaatggcga acctttacga cctcgctcag cacggaattt ttgcaaatct
  3460501 tcaggccgta gcgtgagttt acgtttacca aaatgaaggg taatcgaggt ttgcggaggc
  3460561 aggacaaaca gccatgctaa gcgatcttca cctgccgccg cttgtgctgc ggggatagag
  3460621 acaattttgt tgcctttacc ttttgaaagc tcagggagat cagcaaccgg gaacatcaac
  3460681 atccggccaa ccgcagtgat ggatagcagc atgtcatccg ggccataaat ttccagtggc
  3460741 ggcaagactt tggcattttc tggcaatgtg atcatcgtct tgccagcgcg gttcttggcg
  3460801 accaaatcat taaaagtaca gacaaagcca taacctgcat ctgatgccat cagtaatttc
  3460861 tgcgaatccg gtgccattaa gacatgttca atggtcgccc ccggcggtgg cgtcagtttg
  3460921 ccggtcagcg gctccccttg gccacgggca gaaggcagcg tgagcggatc taatgcgtaa
  3460981 ctgcgccccg ttgagtcgat aaataccacc ggttgattgc tcatgccccg cgcggcggca
  3461041 cggaagctgt cacccgcttt atagcttaat ccgcttggat cgatatcatg gcctttcgca
  3461101 ctacgaaccc agcccatttc agacaacaca atggttaccg gttcagaagg cacaatatca
  3461161 tgctcgctca tggctttggc ttcaccacgt tcagttagcg gtgaacggcg gtcatcacca
  3461221 taagcagcag catcggcttg aatttctttc ttgatcaggg tgttaagttt acgttcagac
  3461281 gccagcagtg cctgtagctg atcgcgttct ttcgctaact catcctgctc accccggatt
  3461341 ttcacctctt ccagcttggc taagtggcgg agtttcagtt cgaggatcgc ctcagcctgc
  3461401 gtttccgaaa tggaaaaacg ctgcatcagt agcggtttag gatcatcttc ggtgcggatg
  3461461 atatgaataa cttcatcaat attcaggaag gcaattaata aaccttctaa aatatgcagg
  3461521 cgcttcaata ccttttccaa gcggaaattc aggcgattgc gcacagtttg gcggcggaag
  3461581 accaaccact cagtcaggat ctctaacaac cctttgactg atgggcggtt atccaaaccg
  3461641 atcatattca tattgatgcg ataacttctt tccaaatcag tcgtggcgaa caggtggctc
  3461701 atcacttgat ccagatcgac ccgattggtg cgcggaacaa ttaccaggcg agtagggttc
  3461761 tcatggtcag attcatcacg taaatcttca accataggca atttcttagc gcgcatctgg
  3461821 ttggcaatct gttccagtac tttcgcgccg gaaacctgat gtggtaacgc cgtgatcacg
  3461881 gcgctgccat cttctttttt ccacaccgcc ctcatacgga cggagccacg accattctgg
  3461941 taaattttgc gaatatcatc acgcggagtg ataatttctg cttcagtcgg gaaatccggc
  3462001 ccttgtacaa actccagcaa ctcgtcgagc gacgtcgtgg gtttatcgat cagcgccagc
  3462061 actgcctgcg caatttcgcg cacgttgtgt ggcgggatat ccgtcgccat gcccacagca
  3462121 ataccggttg taccgttcag caagatattt ggcaggcgcg cagggagcat tttcggctcc
  3462181 tgcatggtgc catcaaagtt tggcacccaa tctaccgtgc cttgggccag ctcacccaat
  3462241 aacacttccg catatttgga taaacgagat tcggtataac gcatcgccgc aaaggattta
  3462301 ggatcatccg gtgcacccca gttcccctgc ccatcaacca gtgggtagcg ataagaaaaa
  3462361 ggctgtgcca tcaataccat cgcttcatag caagcactgt cgccgtgcgg atgatattta
  3462421 cccagcacgt cacccacggt acgggctgat tttttgaatt tagcgctgtt attcaacccc
  3462481 agttcggaca tcgcgtagac aatgcgacgc tgtaccggct ttaaaccatc gccgataaac
  3462541 ggcaacgccc gatccatgat gacgtacatg gaatagttca gataggcgtt ttcagtaaag
  3462601 gtgtgcagcg gtaggcgttc tgcaccgtca tgagtcaagt cactcattac tcaattatcc
  3462661 tcagactctg gaatgacgat cactggcgtc agcggatcgg caccgcaagt tcattgtcaa
  3462721 tttctgcccg cgatagtacc tcatctacag ggttactgtc acagttcaca atcaatctca
  3462781 atcgtttcgc gttttattgc ttgcccggtg ctttattgat ctttgagcaa cagtgttatg
  3462841 cattattgtc tatttttctc tggtcagtta accattagca tactcagcat tccggggagc
  3462901 ccaacaaaaa tgctctcagg ttcccctttt gctttagaag gtcgatatca atgagtaacg
  3462961 tactaattat taatgcaatg aaagagtttg cccattctaa aggggctctt aatcttactc
  3463021 tcactaacgt agctgccgat ttcctgcgtg agagcggcca ccaggtgaaa atcaccacgg
  3463081 ttgatcaggg ctatgatatt gaaagtgaaa ttgaaaatta cctgtgggcg gatactatca
  3463141 tttatcaaat gcccgcctgg tggatgggtg agccttggat tttgaaaaag tatattgatg
  3463201 aggtctttac cgatggccat ggccgcctgt atcagagcga tggtcgtaca cgttccgatg
  3463261 ccactaaagg ttacggttct ggcggtttga ttcagggcaa aacctatatg ctatccgtga
  3463321 cctggaacgc accgcgtgag gcctttactg atccggagca gttcttccac ggcgtgggag
  3463381 tcgatggggt ttatctgccg ttccacaagg caaaccaatt ccttggcatg aaaccattac
  3463441 cgacatttat gtgtaacgat gtgattaaac agccggatat tgaaggggat attgcccgct
  3463501 atcgtcagca cttagccgaa aacgttaaca gctaagcggt tcggccctcc tctctctggg
  3463561 gagggccgtt ttatacgtta cccctccctc atttatattc ttagccagtg actcccctgt
  3463621 aacttaatct gttcactaac ataatcaaga aaacaggtaa tgcgcgcagc aagctgagta
  3463681 ttacggtaat aaacggcgtt gatcggttgc caagtctcta gaatttgatc agccagaacc
  3463741 tcgactaaac gcccagctaa ttgatcctcg cgggtcatga aatcagagag ttcggcaatc
  3463801 ccttcgccct gtaaagccag taaacgcaga gtctcaccgc tggaagccgc caagttgggg
  3463861 ataattgacg aacgcccgcc gggtaaatgg ggtaatgacc actgattaag aaattcgggc
  3463921 tgagtaaagc ccagcaggct gtgatctgcc agtgcctcaa tgatgtgagg cgtaccgtga
  3463981 cgttgtaggt agttagggct ggcaagcaga cgcacccggc tggcaccaag cagccgggca
  3464041 tggatcgtcg aatccctcaa cgcaccgata cggatagcaa tgtcagtgcg ctgctcaagc
  3464101 agatcgatat tgagatcgtc ggtattcaat tccaacgtga tttgcggata caacgcacgg
  3464161 aaaccggtga tcatcggcac aatgacatgt tgcataaaag gagctgccgc attaactcgt
  3464221 aaccggccag caggcttcaa ccgcctcagg gcaatttgct cttcagcatc atcgactgcg
  3464281 ccgataatct gccgcgcatg actgaggaac agcgccccct cttctgtcag ctccagacgc
  3464341 cgagtcgtac ggcgtagcaa cgttgtcgcc agcttctgct ctagccgact caatgcccgg
  3464401 ctaatccccg atgtcgtttg gctgcgctgc tctgccgcag ccgtgataga gccgcagtcc
  3464461 actaccgagg taaatgcctg caactcttcc aacgtgactt tcatcgatca gacctcgatc
  3464521 tcagcagtat cccctttctc ttgtagccag ttgcggcgat cttccgagcg tttctttgcc
  3464581 aacaacatat ccataacggc cagagtgtga tcaatatcat catcactgat ggtcaattgc
  3464641 accagacggc gggtattggg atcaagggtg gtttcacgca attgtaatgg gttcatttca
  3464701 cccaaccctt tgaaacgctg aacgttaggt ttaccccgtt tgcgtttcag ttgctcaagc
  3464761 acaccggctt tctcttcttc atccagcgcg taaaagacct ctttgcctag atcgatacgg
  3464821 tacaacggcg gcatcgccac atacacatga ccattacgga ccagtgcccg gaagtgacgc
  3464881 acaaacagtg cgcacagcaa cgtggcaata tgcaggccat cggagtccgc atccgccaga
  3464941 atgcacactt taccgtaacg taactggctt aagtcttcgc tatcaggatc aataccgatc
  3465001 gccacggaaa tatcgtgaac ttcctgcgag gccaggactt catcagagga gacctcccaa
  3465061 gtgttcaaga tcttgccttt caacggcatg atcgcctgat attcccggtc gcgggcttgt
  3465121 ttcgcggaac cgccggcgga atccccttcc accaaaaata gctctgtgag gctcaagtcc
  3465181 tgcgaagtac aatctgccag tttgccaggc agtgccgggc cactggtcag ttttttacgc
  3465241 accacttttt ttgctgcacg catacgacgc tgagcgctgg aaatcgccag ttcagccagt
  3465301 tgttctgcgg cctgcacatt ctggtttaac cataagctga aggcatcttt gacaacaccg
  3465361 gagacaaagg ccgcacattg acgtgaggag agccgctctt tcgtctgacc cgcgaactgt
  3465421 ggatcctgca tttttaccga taacacataa gcacagcgtt cccagatatc atctgccgag
  3465481 agcttgactc cgcgaggcaa gatattgcgg tattcacaga aatcgcgcat ggcatccagc
  3465541 aacccctgac gcaagccatt aacgtgggta ccaccctgca tggttgggat caggttaacg
  3465601 tagctttcag tcagcagttc gccgccttct ggcaaccaca gtaatgccca gtcgatagct
  3465661 tctgtatcac cggcaaaaga ccccacaaag ggtgcttctg gcagagtaat aaagccgtta
  3465721 accgcttcca tcagataatc ggttagacca tcggcataac accaacgctg ttctgtgttg
  3465781 ttgacctgat ctttaaaaac gatctcgacg cctggacaca ataccgcttt ggctttcagt
  3465841 aaatgggata gacgagaaac cgaaaaacgc gggctatcaa agaaagagac gtccggccag
  3465901 aaatgcacac tggtgccagt attgcgctta ccgcacgtcc caataacctg taaatcctgg
  3465961 actttatcgc cattttcaaa agcgatactg tagatttgac tatcacggcg taccgtgact
  3466021 tctacccgct tggataaggc gttaacaact gaaataccca caccgtgcaa accaccagaa
  3466081 aactgatagt tcttattgga gaatttaccg cccgcatgta accgacataa aatcagttca
  3466141 acagcaggaa ccccctcctc tgggtggata tcaaccggca tcccacggcc atcatcaatc
  3466201 acttcgagtg attgatcggc gtgtaaaatg acgtcaatac gacgggtatg accagccagc
  3466261 gcctcatcga cgctgttatc aatcacctct tgaccgaggt ggtttggccg cgaggtgtcc
  3466321 gtatacattc ctggacgacg gcgcactggt tctagaccgc tgagtacttc aatggcatca
  3466381 gcgttatagc tggattcagt catggtttga ttaatattcg gctaatggtt ggaaggctgg
  3466441 cggtgacata ccccattgac catccggccc cggagtcatt aggtcgcgct tacaccgcct
  3466501 aatatcaggt gttcgccagc cctaaaaaag tcacaatcgg tgaaaaatag tgatcaaagc
  3466561 cgataaaggc atgatttcca cctgattcta cggtttgccg gcaaggggta taataggcaa
  3466621 ccgcttgacg ataatcgagg atttcatccc cggtttgttg caataaccag agtaaatccg
  3466681 gtgattccaa cttttcaatt tgcatggctt tcaggtcata aatgtgccga gactctaaca
  3466741 catattgttg acctgtgtag gggttctcgt tcttaccaag ataatcactg agtagctcat
  3466801 acgggcgtac tgccgggttc accacgacgg ccggaatacc aaaacgctgg gaaagccagg
  3466861 ttgcaaaata accgccaagg gaagaaccga caataccaat agattgcccg gctttatcca
  3466921 tcacaatgtt ctccagcatt tctgccgcag gtgccggata aggaggaagt tggggtgtta
  3466981 gcatctctat atgcggatag tgttgctgca accactcttt aaacgccgtg gctttcgctg
  3467041 agctgggaga gctattaaaa ccatgaatat ataaaagtgt actcatcaat aaccatccga
  3467101 gtccatatca gggcaaaatt cgtcactgtc taaccgatga acctcagttt ccagcccccc
  3467161 gtcaggcagt aaatcgagat aacgccaccc tggtgccaca gcatcaagcg taaagttagt
  3467221 acaatgtggt ttaaattgca cacaggtcga agggctggct agcaagcgct taccatacca
  3467281 gtcaagatct aaatcttgat gaatatgacc gcacaataac gtagtaactc ggggataacg
  3467341 agtcaggatc gccgccaaca tatgcgcgtt gcgcaaactg tgttgatcaa gccaggtgca
  3467401 acctgacggc ataggatgat ggtgcaacaa tatcaaggtg taacgttccg gatacgcgat
  3467461 tagacagcgc tccatccact ccaactgata gtcgctcaac tcaccataag gtacgccaaa
  3467521 tacttggctg tccagcaaca ggatctgcca gtgttctccc gccagaacct gttttgaagg
  3467581 gggcaatccc cgcctcagcc aatgcatcaa acattgctgg ctggaaatcg tgattaccgg
  3467641 gcagccaaac gcaaggcaca ggcaggcgag atattccctt cgcaaaattc tgataggcgg
  3467701 cgacagagtg gtcctgagcc aaatcgcccg tggcaacaac cagatcaaac gggtgctgtt
  3467761 ccgcaataat cgcgtccaat accgcgcgat agctgtgaaa agtattcaca cccagcaatg
  3467821 tctcatgttc gccagcaaag aggtgggtat ctgttatttg taaaattcta accctggccc
  3467881 cactcgccat aggcagttta aacaggcttt ccaaatggta tccttgtttt tgccgccccc
  3467941 ccaaccagat agttatgcgt attatgacta tctgcaggca aggccataag tctgtctaac
  3468001 aaaccggaac ggccaccgct ccatgcgcca aacaatagcg caaccaatca gcaagaaact
  3468061 ggttaatttg atgcttttca tcccgctgat gcaacttttt attgggataa tcataacttg
  3468121 ctttgaagcg agagatctgc tgactggcac acacttccgc gaccattgca tcatgataaa
  3468181 ggcgtaccac cattgatggt aggctccaat gactggcagc aggggccgtt tgtacaatct
  3468241 cgacgaccga agtgtagcgg gttgattcaa tgattgtcag ccgataactg acttctttaa
  3468301 tctgataagc cacgctttca cccacttcat tgatacgcgg gattaatcga cgtaattgtg
  3468361 cgtagttaat ttcgcacaaa cgcatcatct ccggaaaatc aggcgtgtag cgtttactca
  3468421 ttcttatctc gcttttttat ttatcccgca ttttctatcg ctgccattca gctcttagcg
  3468481 cttgatggtg caacgccagc cactgtaatg caatgactga agcggcgtta tcaatcacac
  3468541 cttcttcaac ccaacgatag gcttgttcgc ggctgacaac atgcacccga atatcttcat
  3468601 tttcttcggc taagccatga ataccgctcg cggtcgtcgc atcaacttca ccgaccataa
  3468661 tggataaacg ctcactggta ccaccggggc tggctaaata actgagtacg ggtttacagc
  3468721 gaccaacctg aattcccgcc tcttcttctg cctcgcgccg ggcgacctct tcaacgcttt
  3468781 ccccctcctc aatcatcccg gcgaccattt ctaataacca aggagaaacc gcgctatcaa
  3468841 tggccgcaat gcgtaattgt tcaaccaata ccacttcatc gcgctgtgga tcataaggca
  3468901 gtagtactgc ggcatgacca cgctcaaaaa tttcgcgctt gacctcaccg ctcatttcac
  3468961 cattaaacag gcgatggcga aaccgatatg aattcagtga aaaaaaaccc cgatacagtg
  3469021 actcacgtgc aataatttcc acatcattct tgtcaaaagt caccggtgag gattgctttg
  3469081 atgtcatata cttctctctt tacttaagta acgcgcctga attctgtttt taccctataa
  3469141 cggtttggta atcacgcttt tactggtatc accgtcatga acttaaccca gtactaacgc
  3469201 aggcaatagg atttttaaaa tagcaggcat tatcagcggg tagaaatgaa gttgtttgat
  3469261 aaagcgagtt taacaacggt agttggataa aaattgtttg ataaacatgg ctagataacg
  3469321 atcagtttct gaatactcgt ttagctttgt gatagattta agtaaattaa ggcaggatgg
  3469381 cacaatcggc caccttatcc cattggcaga ctctgataga atcgtcaaca attcgtctat
  3469441 cgacagctac catgtaacat tgctgcacaa caaggattgc aaatgaagaa actgctcccc
  3469501 cttcttatcg ggctgagtct ggctggtttc agcaccatga gccaggcaga gaacttgctg
  3469561 caagtttata agcaagccag ggatagtaac ccggatttac gtaaagccgc tgctgatcgc
  3469621 gatgccgcat atgaaaaaat caatgaagta cgcagtccac tgttgccaca acttggttta
  3469681 agtgccggct atacacatgc taatggattt cgtgacgcgt ctaacagccc agatagcaat
  3469741 gccacatcag gctctctaaa actgacccag acaatttttg acatgtctaa atggcgcgcc
  3469801 ctgaccttac aggaaaaagc ggctgggatt caggatgtga cattccagac cagcgaacag
  3469861 caactgattc ttaacactgc aacggcttat ttcaacgtac tcagagcgat tgacagcctc
  3469921 tcttatactg aagcgcagaa acaatcggtc tatcgtcagt tggatcaaac aactcaacgt
  3469981 tttaatgtgg gtttagtggc cattactgat gtgcagaacg cccgagccag ctacgatacc
  3470041 gtgttagcgg cagaagtggc cgcccgtaat aatctggata acgcactaga gagcttgcgc
  3470101 cagattactg gtgtttatta tcccgaattg gcgtcgttga atgtagaacg attgaagact
  3470161 caacgcccag atgcggttaa taacctattg aaagaagctg aaaaacgtaa cctttctttg
  3470221 ctttctgccc gtttgagcca agacttggca cgtgagcaaa ttaagtctgc ggaaacgggc
  3470281 tatatgccaa ccgtcgattt gaccgcctca tcttcgataa ccaatacccg ttacagtggc
  3470341 ggaaccccca gttctcaaca ggtaaataat gattccggcc agaaccaaat tggcgtgcaa
  3470401 tttagcttac cgctgtacag cggtggtgcc accaattctg cggtgaaaca agcgcagtat
  3470461 aatttcgttg gtgccagtga gttgttggaa agtgcacatc gcaatatggt gcaaacgctt
  3470521 cgctcatcat ttaataatat ttcagcctcg atcagcagca tcaatgctta ccagcaagtg
  3470581 gttatttcta accaaagctc tttggatgca atggaagctg gctatcaggt aggcacccgt
  3470641 accattctgg atgttttgac tgcaacgact aacctgtatc agtccaaaca acaattggct
  3470701 gatgctcgtt ataactattt aatcaatcag ttaaatatca agtcggcact ggggacgttg
  3470761 aatatgaacg acctgatggc actaaacgcc gtattggata aaccggtccc gacgtcagcg
  3470821 gctgctctgg caccagagaa tactactcgc caaactgtca ctacaccacg cgctcagtaa
  3470881 tcagtaataa cccactccgt cagcggtttg gcttcaccgg gcacagtcat tggctgcgcc
  3470941 cggtttattt tttgcctccc tcgattttac gaccaaacgt tatttgtttt gctaacacgg
  3471001 tgagttttgc tagcaagcac ttttcgtcaa tgaaaaaagt gaagtgactc tcagcgatga
  3471061 gtataacttt gtaaaatctg ccactcacac tcccctgtgc tttaatttca aacatgtttc
  3471121 ccctattctt agggaacttc ctgggaaggg cattgaatgc ccagattaaa gagataaata
  3471181 atgatgaaac ggactaaaaa catcaatcaa gagactttcc gtaaatcctg gcgtagttac
  3471241 cgccttgcgc ccgtagcgtt ggctgtcagt gctgtgttta tgctggctgg ctgcgaaaaa
  3471301 accgatgaaa ccgtctcttt gtaccaaaat gctgatgatt gctcacaggc gaatccgtcc
  3471361 cagagtgcag agtgcaccac cgcttacaat acagccttgc aagaagcggt taaaactgcg
  3471421 cctaaatacg cgacccgtga agattgtgtg gcagaatttg gcgagtctca gtgtactcaa
  3471481 gctcctgctc aggcgggtat ggtaccaaca tcctcgtctg aaaccacggc cgcagcacca
  3471541 cagcaaagcg gcagcatgtg gatgccattg atggctggtt atatgatggg ccggatgatg
  3471601 ggcggcggag ccagccaacc tttgtttacc tcaaaagcac cgaacagccc ggctaacggc
  3471661 aaatttgtgg atgcgagcgg caaaaacttt ggcgctgcca ccactggccg taccatgacc
  3471721 gtgcctaaaa ccgcgctggc accgaagcct gcggtaacca aaactatcac tcgtggtggc
  3471781 tttggtgagt ccgtggcaaa acagtcctct atgcagcgta gcgccgcaac atcatccaaa
  3471841 accaccacac gtagcatggg tggctaaggc tgattaatga aacgtttagc gattagcgaa
  3471901 cgcccggact ggcgtgaaaa agccactgag tttggttttc gttttcacac catgcatggc
  3471961 gagccatact ggtgtgagga tgcttactac gaattcacac tggcgcaaat tgaagagctg
  3472021 gaagaaacca ccgcagaatt acaccaaatg tgcctgcaag tggttgaaaa agtcattaac
  3472081 agcgatcagt tactgaccaa gtgccgtatc ccgaagcatt gttgggagtt tgtccgtcat
  3472141 tcatggcgta gcaatcagcc ttctctctat tcacgtcttg atctggccta tgacggtaaa
  3472201 aacccggcga agctgctgga aaacaatgca gataccccaa cctcattgta tgaagcggct
  3472261 tttttccaat ggctatggtt ggaagaccag attagcgctg gcaatttgag taccgattct
  3472321 gatcagtaca atagcctaca agaaaagctg attgagcgct ttgtcgagct acgtgataac
  3472381 catggtttta gcttgctgca tctggcctgc tgtcaggaca gtgaggaaga tcgtggcacc
  3472441 gtacaatatt tgcaagattg cgcactggaa gcgggtctac cgactgaatt catgtttatg
  3472501 gaagagatcg gtttagggga aaaagggcaa tttactgacc tagataatca ggtgatcagt
  3472561 aatttattta agctctatcc gtgggagttt atgttccgcg aaatattctc caccaaactg
  3472621 gaagatgctg gcgtacgctg gctggagcca gcctggaaga gcattatctc caataaggcc
  3472681 ttgttaccgc tgttgtggga aatgttccca aatcacccta atttactgcc cgcttacttc
  3472741 gcggaagatg accatccacc gctggatcat tacgtcatca aaccgttgtt ctcacgggaa
  3472801 ggtgccaata ttcagatcgt agaaaatggc aaagaagtcg ctaaggttga tgggccttac
  3472861 ggcgaagaag ggatgattat ccagcaattc cacccattac caaaattcgg tgatagctat
  3472921 accttgattg gtagttggct ggtcaatgat cagccgtgtg gtattggttt acgtgaagac
  3472981 cgtgaactga tcactcaaga cctgtcgcgg ttttatccac atattatttt gggataatta
  3473041 tagtaaggga aggcaatgca ccttccttta ccatacccaa agtcattgcc gttgcagcca
  3473101 ggcagcaagt aagtgaatcc cgatgagctt actcaagtaa gtgattcggg tgagcgagcg
  3473161 ctgctaacaa cgctgcggcg tcaaggccga cgggtatacc caaagtcatt gccgttgcag
  3473221 ctaggcagca agtaagtgaa tcccgatgag cttactcaag taagtgattc gggtgagcga
  3473281 acgctgctaa caacgctgcg gcgtcaagga caaagggtat acccaaagtc attgccgttg
  3473341 cagctaggca gcaagtaagt gaatcccgat gagcttactc aagtaagtga ttcgggtgag
  3473401 cgaacgccgc taacaacgct gcggcgtcaa ggacaaaggg tatttagccg atttgcaccg
  3473461 acaacatact taacgacccc atctcaaccc catccgtcgg gatcgaaacc ggctctttac
  3473521 catcccaact ccctagcaca tacagcaatg gcaaataatg ctctggcgat ggattggata
  3473581 atgccgcgcc ttcatgttgc ataaagttaa ccagcgggtg gtcatcccct tgataactta
  3473641 aattatcccg tacaaattga ttgaaagact ccgcccatgg atatggactg ctctcaccct
  3473701 gccatttgcc cagacgcagg ttatgtacca cgttaccgct ggcaacaatc atcacgccct
  3473761 gttcacgtaa tgctgccagt ttctggccta attcataatg ataagccgca ggctgcgtac
  3473821 catcgatact cagttgtacc actgggatat cagcctcagg gtacattttg attaatacgc
  3473881 cccagctacc atggtccagc ccccactcac cggtatcagc ccgtaccggt gtaggggcca
  3473941 gcagttgttg aatatgcgcc gcgagttcag gggagccagg agccggatac tgtatatcaa
  3474001 atagcgcctg tggaaacccg ccaaaatcgt gaattgtccg gggatgttcc atcgctgtta
  3474061 ccgccgtacc acgggtatac caatgggcag aaattgccaa aatcatcttt ggacgcggta
  3474121 atgtttcacc tagcgtacgc catgcctgag tgtaactatt ttcttccagc acgttcatcg
  3474181 ggctaccgtg gccgagaaac agtgcaggca tacgaaaggt gttcatagaa aatccttact
  3474241 gttaagaaaa aaagaggggg cgtttaaacc ttaagcaata cattacgcgc tttcttttca
  3474301 ttaaacagcc ggataaccat gatgaagata ttcaataaat ttgaaggaaa aacaaaggag
  3474361 gggtaacaca aatttatgta caggctcaac gggcatggca taaaggcaga aaataaccgg
  3474421 gtggtagttt attcagatga gcagcaaatg caaaccaata gcaacgataa taagtagcaa
  3474481 tggtaatgaa tagcaacgac aaccaataac aacaacccgg tgttgacgtg caatatcaac
  3474541 aatcgatatt aacaggtcag cgatattaac aggtcagcga cattaataag gcagccacac
  3474601 taaccagcca gcaatattaa caagcctatg atattaacca gccagcgata tcaccaaata
  3474661 atatcaggcg agatcgccat cagattagct ggctttcttc gcgcgagatt ggagataagc
  3474721 cgccaaatcg tcaatcgtca cgacgggcat atcatgcaat ttagcaaacg caatcacttc
  3474781 tggagcatga gccatgctac cgtcgtcatt ggtcagttca cacagcacac cagccggttt
  3474841 gtaacctgcc agtgtcgcca aatcgataga cgcttcggta tgaccacggc gtgataatac
  3474901 gccaccaggt tgaccacgca gcgggaatac atgccccggc cgattaagat cagcaggttt
  3474961 agcgttatca gcgattgcct tacggatagt ggtcagacgg tcagccgcag aaaccccagt
  3475021 cgtcacacct tccgccgctt caattgtcac ggtaaacgct gtctggaatt ggctggagtt
  3475081 atgggtaacc atcatgggta aatcaagctg ctggcggcgt tcatcagtga tacacagaca
  3475141 gacaatgcca ctaccgtggc ggatggtcag agccatttgc tctagcgtca ttgcttcggc
  3475201 agcaaaaacc atatcgcctt cgttttcacg actttcgtca tccaacacca taacgccacg
  3475261 gccattacgc agggcgtcga ttgcacgttc tacacgctcg acaggcgtgc caaaatctga
  3475321 gagaagcgtc tgattcatgg taaagaaacc tcattaaaaa attatggatt accagaatca
  3475381 gggcggtctt gaggagtaaa aggccaaaaa taaatagccg aaataacgca agcggaccat
  3475441 atccgttatt ttccaagcga caaagatgtt ggttgttctc gttcccccaa atcgcttact
  3475501 catgtaagca ccttaggatc ttcgtgatga ccaacgcccc gcatcttgaa atctataggt
  3475561 gtataagccc ggcagatacc gttactctct cccatccgga ctataaccgt cggccccgga
  3475621 attacaccgg gtctgctgac ctctaccttg ctctcttgga taagagaaac aatatgagcg
  3475681 ctcgcgggct tttgcaccac cgacgtgact atatcgtcgc aatacaattt accgccggtg
  3475741 gggactttca ccccgccctg agaataagcc ccatgactat agcgctattg attcatctgg
  3475801 gcaattacca aaatgcagaa ttaaaccttg cgtccagagg tttatacaat cagcatcgcg
  3475861 cattatactg atcgagagtc accacacatc tacttaggga aatatcatga ttgacccgaa
  3475921 aaaaattgag caaatcgccc gccaggtgca tgaatctatg ccaaaaggta ttcgcgaatt
  3475981 cggggaagac gtcgaaaaaa aaatccgtct gatactgcaa tcgcagttaa cccggttgga
  3476041 tttagttaat cgtgaagagt tcgacgtaca aactcaagta ttgctgcgca ccagagagaa
  3476101 actggcgttg ctggaacaac gagtgggggc acttgaggca aaatttaaca gcgccccggc
  3476161 ggatcacggc gaaaagaccg gggaataatt gggctgaata agccgccacg tatcagcggc
  3476221 gtgccagtag aaatcacgta taacgctcac ttacgtataa acatcaatca cgtataacaa
  3476281 ccaattatat aaataaaata gaggcagact gctgacaaac cccgatgacg cgatcttgaa
  3476341 cggtgaggat aggcagagga gtaaagcgtc cgcgccaagg atggcgcggc tcgagcctac
  3476401 atggatgtat ttacggcgtc tttacgatct gcctgttctc tccgtcgcgg gcactttgtc
  3476461 aataacctca gggcgcccat caggtgccct aaatattttg tattccaaca cattaaggct
  3476521 gagttagctg cgtctttggc ttagacatca acatccacaa cagcgcaaac atcagcaaag
  3476581 cgtatacact tttccagcca atcatgacca gtaatacaca gcagagaaga ctgccaatca
  3476641 ctgacatcac ccgcgcgcgt ccactcaata agcggatccc tgccagcata cacagcaagt
  3476701 aaatcagcac gaaaataccg ttggcataca caatcagtaa atccagtggc aaagcaagcc
  3476761 agtagattag cagcgcgaag accagacaac tgccgaccac agcggtcagc gcattaactg
  3476821 gcgtttgacc ggcagataaa cgcgccagtt tactttgtgg acgaacctga gactgcgacc
  3476881 acaccatgcg agcaaaactt tgagtataaa tattcacgct ggcaaaacag gccagatagc
  3476941 caataatgca ggcaatccac agcgcatgtt caccaaacag ttgtaccacg atccccggca
  3477001 gtgaagccgc ggcagcctgc gactcaccat aagcctgaaa atgcagcacc gcgacagtac
  3477061 acccccaata aaccgcacca gcaaccaata acccgacgat caaggcccgt gggaagtcac
  3477121 gctcaggatg acgaaattcc gttgccaaat gagcaaaagc ctctaaacca acaaaacacc
  3477181 agaacatcac ggctaacgcg ttgaatatat tgggtgggga aacatcttgt agcgctggcc
  3477241 atgggatctg cgataggcgg atatccccct gccaccaaat tgcggccacc aacgctatta
  3477301 ccagtagtgc aatcacggtt tgtagattgg cgcttgaacc ggcgctacgg gtgcccagta
  3477361 gccagataac cagcaaggtc accagttgca ccattagcaa cccggtgtca ctccaaccaa
  3477421 acatcgcttg ccagaatccg gccgctattt gcaaggccgc aggcagcccg accggaataa
  3477481 ccgataaaaa tagccagccc gtgactttac ccagtttcgg accaaaagcg atggcaacaa
  3477541 agtgtgctgc cccccctgca ctggggaaat gacgccccag cgccgcaaag gcgatagcga
  3477601 ttgggaagac cagtacgatt aatactggcc aggcccataa actatcatgg cccgccaaca
  3477661 ttgccgccaa tgctggcaca gcaaaaaccc ccgtccccaa cagggaagtg gataacaacc
  3477721 caacgccttg cgccagactt aactcttgct ttaacccacc cactgccaca tccttatgcg
  3477781 ccagcgctct ggcgctgact tagccgcggc cgtttttgat cgactgaata atattggtgg
  3477841 tagagacacc atcttcaaaa ttcagtacct taacctcgcc accggcggcc cagacttctt
  3477901 cgctacctgc aatttcatgg ggcttataat cgccgccttt gactaacaga tcgggcaaaa
  3477961 tatcagcaat taaacgctgt ggcgtatctt cttcaaaggg cacgacccaa tccaccgctt
  3478021 ccaacgcacc caagacaacc atacgttgtt ctaatggatt aaccggccgc ttttcacctt
  3478081 tcagccgctt ggtggaagca tcgctgttca ccgccacaat caggcgatcc cccagcttac
  3478141 gggcattggc cagataagaa acatggcctg catggaggat gtcaaaaatg ccattggtca
  3478201 tgaccacctt ctccccacgc tggcgagcct gcgcaaccgc tattttcagt tgctgctcat
  3478261 ccatcacccc aaaaccggtt tctgcacggc cacggatcgc gttttccaac tcaatcggag
  3478321 aaacggtcga ggtacccaat ttacccacca ctacaccggc ggcagcatta gccaggaaac
  3478381 atgactcttc caggctgtta cctgcagcca gcgcggcagc cagcacgcca ataaccgtat
  3478441 cgccagcacc ggtcacatca aacacttctt ttgcctgagt cggcaaatgt agcggcggtt
  3478501 tacccagttg caacaaggtc atgccttgtt cagaacgggt caccagcaat gctgaaagtt
  3478561 cgaaatctgc caccagttgc ataccgcggt taaccaactc ttcttcattt ttacagcgcc
  3478621 ctaccactgc ttcaaattca gacaaattcg gcgtcaacaa tgtggcacca cggtagcgct
  3478681 caaaatcact gcctttcgga tcaatcaaaa ccgggacatt cgctttacgt gccagttgga
  3478741 tcatcggctg tacgctgttc aatgccccct tggcataatc ggacagcacc agcgcgccaa
  3478801 tctgtggcaa cgccagttga atgcgctcga atatcggcgt gggatcaaca ccgtcaaagc
  3478861 cctcttcaaa atccaggcgg attaactgct ggttacggga aagtacccgt aatttggtaa
  3478921 tggtcgggtg agtgggtacc gagacaaaat cgcaacgcac ccgaacttcg ctcagcttgc
  3478981 agatcagcgc acgcgccgca tcgtcaatgc cggtcaaccc gactaagcgc gcaaccgcgc
  3479041 caagggaggc aatattcatc gcaacgtttg ctgcaccacc agggcgctct tcgatggtat
  3479101 cgactttcac tacaggcaca ggtgcttctg gtgaaatccg gcaggttggc ccgtaccagt
  3479161 agcggtctaa catgacatca cccacgacta atacaccagc acggcgaaaa tcaggcagcg
  3479221 tgactttcat acatttgccc cccaacctga gttgttatta accccgaatg cacccatccc
  3479281 ttcgctccaa tattgtgttc atcatatagc gccaaataat atcacaggca ccttatattc
  3479341 cattaatatc tggaatctat cgtattagct cacattagcg tcgtttgccg ccaaccattt
  3479401 atgccaactg gccgccactt gctctctttc ggctataaag ctgtcggctg cgactttgct
  3479461 cgattgttct tgcaaggcca aatgatggat ctcatcacgc atcgtgacat aagcacgggt
  3479521 gagcgcggcg gcctcttccg gcgacatgat gtcgtaatga gccatcgatt caaaaatacg
  3479581 cacattgtct gaccagcgag tcaaccgcgg ttcgctggct gcgtagcgca gcaccagata
  3479641 ttgcgcgata aactcaatat cggtgatccc acccgcatcg gctttaatat caaagatatc
  3479701 acgttgttta ctgcccagat gattacgcat cttttcccgc atttcgcgga cttcctgctg
  3479761 caactgcgga tcttcgcggt ggcggcagag aatttgctgg cgaatagcat caaactgttg
  3479821 atgcaatttt ggggaaccat acacaatgcg ggcgcgcacc aaggcctgat gctcccaagt
  3479881 ccaggcttca ttacgctgat agtcggcaaa tgcctcgata gtactgacca gcatacccgc
  3479941 ctcacccgaa ggccgcaggc gtgcatccac ttcatacaaa atgcccgatg atgtgcgagt
  3480001 gctgaacaaa tgcataatgc gttgggccaa acgcaggtag aactgacggc catcgatact
  3480061 gcgatcgcca tcggtcatca catccaatgg gcaatccaac aggaagacta aatctaaatc
  3480121 tgaactgtac cctagctccc agccccctaa ttttccataa ccaataaccg caaaaccacg
  3480181 gccttcgctt tgctgtaaat gactaggctg accatagcgg gcgaccatct gattccaggc
  3480241 ctgttggata accgcatcaa taatggcctc ggccagataa gttaagtgat cgctcacttt
  3480301 cattaccggc agcgcctcag tgatatcacc ggctgcgata cgtaattgct gcgcctgttt
  3480361 aaattggcgt aacgcctcta attgctgttc ttcatcatct tctggcacgc gcagcaaata
  3480421 ttggcgtaac tcatcgcggt aagcactggg agccagaggc tggtacagcg attgcgggtc
  3480481 aagtaactca tctaataaca gtgggtagcg tgccagttgg ctggcgacca tcggcgaggc
  3480541 agaacacagg cggataacat gtttcagtgc cgcatggtat tccaccaata actccagata
  3480601 cgtggtacgc gtcacgatac tgagcaacag taggataagg cggctgaggg caacattggc
  3480661 atcggggcgc ggacacactt cagcaaacag ccgtggcatc aattggtcca gcacttcacg
  3480721 acctcgcggc ccaatagtgc gtttatcgac atcatggcga aagccactga tcgtcgccaa
  3480781 tagctgacgg cgggcggcct cctccagatg cggtgtcaat ggggcgagat cactctcttc
  3480841 cagcacatcc tgccataggc ttttatacaa cccatggctc ggatcttcgc caatatcagg
  3480901 ggtttcatcg ccgataaggt catcaaatac cacacgaacg gcctgcatgt gattttccag
  3480961 cgcggtactc atcgctgccc aatccgcgta ccccattccc caagctaacc gggcttgatt
  3481021 cagtgggtca ttgggtaatg tctgggtttg ctcatcagca atggcttgca acaggttttc
  3481081 caaacggcgc aaaaacaaat aactgccact gaggtcagcc acttgctgct ctggcagtaa
  3481141 ccccagttca gccaccgcct gcaatgttgg caaaagtgca cgctcttgca gccgaggttc
  3481201 acgccccccg cggatcagtt ggaagacctg agtaataaat tcgatctcac gaatgccacc
  3481261 ggcacccagc ttgatattgt ctttcaaccc ccgccgccga acctcacggg cgatcatccc
  3481321 tttcatatta cgcagtgatt ggatcacact gaaatcaata taacgacgga agacaaaagg
  3481381 ccgtagcatt tgacgtaact cttggctata gggatcgtca gcaccgccca taaggcgcgc
  3481441 tttcaccatt gcatagcgct cccagtcacg cccttgctcc tgataataat cttccagtgc
  3481501 ggcaaaactc agtaccaagg ggccgctgtc accaaacggg cgcaagcgca tatccacccg
  3481561 atagacaaag ccatcaatag tgtgttgatc gagcgcctta atcagccgtt ggcctaagcg
  3481621 ggtaaaaaat tgggcgttat ccagctcacg ccgcccgcct tgagtctggc cattttccgg
  3481681 ataagcaaaa atcagatcga tatcggacga gaaattcagt tcaccgccac cgagtttccc
  3481741 cattcccaaa atcagtagcg gctgcggcac tccctggcga ttacatgggg tgccaagctc
  3481801 acggcaacac acctgataga gccaatcgcg ggcagcaata atcatgctct ccgccagagt
  3481861 actcaattgc tgtaatgtct ccgccgttcc actggtttgc aatacctgtg accaggcgat
  3481921 acgcaccata acccgacggc gaaacaaccg taatgccgtt aacaatgccg cttcatcctg
  3481981 caccccggcc agcgcctgac tcagccactg cgaataatat tgccactcct gcggctgcgg
  3482041 aggttgctga tgcaactcct ccagccactg cggatgaatc agtaacatat cactgacaaa
  3482101 gtcactcagc gccagtaccg caatatcttc atcacgtaaa tccggtggcg cgggtaactc
  3482161 agaaaagcgc tgcttgatac tctgcgcttg aatctgtaat tccgaaggga gtggcaacat
  3482221 atcagattcc ttgtatcccc ttcgcatatt tcgtaggtga aattgcaggg ctatttttat
  3482281 cgatgttgta agttttttat aaatgccgta gcgctgtttc ttataaatac cgtagcgctg
  3482341 tttttataaa taaccccctg caacgccaat aactttggtt atatattcga ttagcgaaca
  3482401 gcaccgttta accaaaaggc ggcctgagat agtgcttctt tgcgggcagt atctcgccag
  3482461 tggccctggc gcgccataat cgcctgctgt aaaccaaacc aggcatcgat atacggatgc
  3482521 cattcacttt gtggatagaa accagaaagc agttggaagg cgatgagctg gcggttcaga
  3482581 cgggggagtt gtgccaaata gccatcatca tcaagattgt ggccaaaagc ctcttttaaa
  3482641 tcggcggcac tgcggctgag cataatgtca cagaagcgtt taaacgagcc atcgaactta
  3482701 gcttgtgctt tggcatccat aaatggccgc cagcctgcgg tgatcaacca tgatgtaagc
  3482761 gccaacttac atttcagata gtcaacgctg taacacaaca acgctgcatc gacactcttc
  3482821 ggctctaatt gcggctcaag ggcaatcagc aacgcacgta actctgtact ggctttccgt
  3482881 ggcaccaaac cgccaaaaat agccaacgat tggcgaacca tagccaaagc gtcgataatc
  3482941 atggttttgg ccgcaggttc cccacgtaac cacagctctt catgatattg ccagtgttcc
  3483001 aatatgcttt ccaaaccacc ggccatcccc tgctcaaccg ttgatttcgc cacgggttga
  3483061 aataccagga aaggccgtag ctcacgtggc ggattacctt gcgccagatg ataaccacgt
  3483121 gccgccttac tcaaattgct ctggcgtaag ccacccattt ttgccaattc ggctgccagt
  3483181 gccaataaat cgccctgagt gccctgtttc agctccagtt caatctcact caacggttcc
  3483241 gacaacgtat cagcgctgat agaaccttgg tcgagggcaa gttctatctc gctctcaccg
  3483301 taagtgatta cccacttttc gcgggtgaaa tcagtacgga acaacggctg taattccgct
  3483361 tgcaacaaat caaccgccca gccttccggc cagatatcct gcgggaaacg cgctaaatcc
  3483421 agttggtcgc tatcaatatc gacattatat tcaggccgct gatgtaaacc gcccacgacc
  3483481 ttaccgccgg tctttaccgt catttcataa cggccatcat agccgcggat acgtaaaccg
  3483541 atatcattct ggcgcaaccg cttatccgcc gtgtcaaaat agatattggc cagtgtttgt
  3483601 gggggaaaat gctggttttt ctgggactca atccactccg gcaaagcagc aatggccgca
  3483661 ggagtagcaa taaattttaa ttctatttca acggtcataa tttcattcac accggtatgt
  3483721 tacgagatga cgggcattat gcacctttcg cttcgatttg cctgttttgt acagataaac
  3483781 ccgcttggcg gcccccgcta aaactctatt ttaacctgtt ttagccgatc tgccctacgt
  3483841 cttcataaga caaattttca cggcagttaa aataagcaga aatagggcca aagccgcgct
  3483901 ggctgtgaga ctaagacagt tctcattccg gtttatgcgt tgcgtcggca aactgaacgc
  3483961 actactatcg ttccataaat tcactcataa atgactctct aatgcagaaa ttacgcctaa
  3484021 tttgcctcac gatactcagt gtaagcctct cttggggcgc acaagctgaa gaaaaacgct
  3484081 atatatcaga tgaactggat acttacgttc atagcggtcc aggtaaccaa taccgtattg
  3484141 tcggcacact caaaggcggg gatgaggtca ccctgataag cgttgataac ggtacaaatt
  3484201 atggtcagat ccgtgacagt aaaggaaaaa ccacgtggat cccattgaat cagttgagtg
  3484261 aaacgccaag cctgcgcgtt cgtgtacccg accttgagca acaggttaaa acactgaccg
  3484321 acaagctggc taatattgat aatagctgga atcagcgcac ggcagagatg caacagaaag
  3484381 tggcggccag cgatagtgtt atctctgaat tgcaaaaaga gaatgaatcg ctgaaaaacc
  3484441 aactcattgt tgctcagaaa aaagttaatg ccgtcaatct acaattggat gacaagcaac
  3484501 gcactattat tcttcaatgg tttatgtacg gcggtggtgt tgcggggatt ggcctgctcc
  3484561 ttggtttagt gttgccacat ttgatcccaa gccgtaagaa gaacaaccgc tggatgaact
  3484621 gctgatcgtc ggcgttattc gagcgagtaa atcccgatga acttattgat cagtaaaatt
  3484681 aacgacaagt cagtgactcg ggttattgag tgtagtcaac gcacatgcag cttgaagtat
  3484741 gacgggtata accacgctgt ggcgtcaaga acaaagggtt aactatgaac atctacctgg
  3484801 tcggcggagc cgtacgcgat agcttattaa acctgcccgt aaccgaacag gactgggtcg
  3484861 tggtaggggc gacccctgaa caattactga aattagggta tcagcaggtc ggtaaagact
  3484921 ttccggtctt cctgcacccc gtcagccatg aagaatacgc cctagcgcgt actgaacgta
  3484981 aatccggcca gggctacacc ggttttacct gctatgccgc tcccgatgtc acgctggaag
  3485041 atgatttatt acgccgcgat ttaaccgtta atgccattgc ccgtagtgct gacggggaat
  3485101 ttatcgatcc ctaccatggc aaacaggact tggaaaaccg agtgttacgc catgtctccg
  3485161 acgcatttgg tgaggatcca ttgcgcgttc tgcgggtggc acgctttgcc gcccgttttg
  3485221 cctaccttgg tttcaccatc gccccagaaa cgatgtctct gatgagcaat atggcgcaga
  3485281 gtggcgaact ctccgcccta acaccagagc gcgtgtggaa agaaaccgag aaagcactga
  3485341 aaacgcaaag cccacacgtc tattttcagg tacttcggga ttgcggtgcg ttggcggtgc
  3485401 tgttccctga gattgagcgt ttatttgggg tgccggcacc ggagaaatgg cacccggaaa
  3485461 ttgataccgg tatccatact ctgatgacgt tggctatcgc tgcacagctc agcccggagg
  3485521 ttgatatacg ctttgctgcc ctgtgccacg atttggggaa aggcctaacc cccaaagagc
  3485581 attggccaca tcatcacggc catggtccgg ctggcgtcaa attagttgag caactgtgcc
  3485641 aacggttgcg gatccctaac cctgtgcgtg atttggctaa gctcgtcgcg gaataccatg
  3485701 acctaattca tacagtgaat aaactccggc cagaaactct gctaaaactg tttaatgcca
  3485761 ttgatgtatg gcgtaaacct gagcgcctgg agcagatgat tatgaccagc gaagcggatg
  3485821 cccgtggccg gactggattt gaaaacaatc cctatccaca aggggattat ctgcgggccg
  3485881 ccttccagat tgccaacgga gtatcaatac aggaagtggt cgccagcggg ttacaaggct
  3485941 tggctattcg cgacgaactt caacgccgcc gccagcaagc tctggccgag tggaaacaga
  3486001 ctcaggaaac agcttcaata taagtgactc cctgttcgtt tccccctgta aaacaagggg
  3486061 tttcagactc ctgccccccc gatgacacga tcttgaacgg tgaggatggg cagaagagta
  3486121 aagcgtccgc gccaaggaag gctattttta tacagggaag ccggcgtctt tacgatctgc
  3486181 ctgttctctc cgtcgcggac acgttgtcaa aaacccatta aaaacaaatg attatttatt
  3486241 tacagccacg attatctctt acataaagac ccaatacacc accgccgcaa caataaagcg
  3486301 gtaaatggcg aaaggaacaa aagagatccg tttaatcagt gacaagaagg tcttgatggc
  3486361 tattagtgcg acgataaagg cggtgataaa ccctacagca aacatcggta aatcgcccaa
  3486421 tgtcaggaaa tgcagactct tatataaatc cagcccactg gccccgatca tcatcggtac
  3486481 cgccagaata aacgagaatt cagaggctgc gtaacggttc acgccgacca gcatcccacc
  3486541 ggaaatagtg gcgccagaac gagagaaccc cggccataat gccaaacact ggaagcaacc
  3486601 aatcgcaaaa gcctgacggt aggtaatatc atccagcccg acagccttag gatttttagg
  3486661 tttcaaccat tctgcggcca gcaataacac cccacccgcc accaaggcat acatgacact
  3486721 ttttgggtca aatagcgcct tgataacatc atgaaatgcc aaacctagaa tcaccgcagg
  3486781 gatcatcgcc agtaaaatat ggcccagagt caaatgacca ttggttttcc cctcgtgggg
  3486841 caccgcacca aagtgaatac caatcagacc gaataagcgc cgccaaaaca ccacaactac
  3486901 ggccagaatg gagcctaact gaataatcac ttcaaacgtt tttgctttat caccggtaaa
  3486961 ccccagcaac tccccgacaa taatcatatg cccggtagaa gaaaccggca gaaactcagt
  3487021 cagcccttcg accacaccca gaataaaagc cacaaacagc gaatacatat ccgtcatcta
  3487081 caatacccaa gaccctgtaa tggaaaacca caaaaaaacg gcaatgctga aaacagtgcc
  3487141 gttctattta gaatttaatt catacccaaa ataattgggg ccacagcccg ggaagctggc
  3487201 tctcatcagc gattcggctg aaaggaacac ccttcacaca gcggcgactt caagttaaga
  3487261 aggatacaga aaatttatca cgaacctcga cacaatcaga caacattatc aatgcagaat
  3487321 gatattttta tgtcatatgg cgacaaaagg tcagcttagc cgttggccac gttcaataat
  3487381 tacaccaaca tttttggctt gggcaacagc ccccggcttg ctaactttga tgcgtaccca
  3487441 cggcgaatta aagcgtcgta ataacaactc ggctacctct tcagcgaccc gctctaccaa
  3487501 tgcaaaacgc tgtgagccga catgttgtat caccgcctca ctgatatcag cgtaactcag
  3487561 gcagtcattg acatcatcac tgcccgccgc tttacggtta tcccagccca tttcgatatc
  3487621 gaacaccagc ttctgctgga tggtctgctc ccagtcataa accccgatgg tggttatgac
  3487681 actgagttcc tcaataaata cgatgtccat cacgtcattc tctgtttttg tgcctgccgg
  3487741 ataccacttc cagccgaata tgcgtattat ccactgatgt tgcgattaaa acgaccatta
  3487801 ttcaacgggg cggtgttatg agtgctatcg cgcttggcat gattatcttc gcgtatttgt
  3487861 gcggctctat ttccagtgca atcttggtat gccgggttgc caggctgcca gatccacgga
  3487921 cacatggctc cggtaatccc ggtgcgacta acgtgctgcg tattggtggc cgtacagcag
  3487981 cagtggcggt attgctcttt gatatattga aaggcatgtt gcccgtttgg atcgcttatc
  3488041 tgttacacat cccgccactt tatctcggtt tgaccgccat tgccgcctgt ctcggccata
  3488101 tttatcccgt atttttccac tttaagggtg gcaaaggtgt agcaaccgca tttggtgcaa
  3488161 tcgcgcctat cggatgggat ttgaccggtt tgatgaccgg gacctggctg ctgacggtat
  3488221 tattgagtgg ttattcatca ttaggcgcaa tagttagcgc cttgattgcc ccgttttacg
  3488281 tctggtggtt caaacctcaa tttactttcc ctgtcgccat gctctcttgc cttatcctga
  3488341 tgcgtcacca cgataacatt caacgtttat ggcgtggcaa agaagggaaa atttgggaca
  3488401 aacttagaaa gaaaaaacag aaaacgcctg cagaagaagc cgcagagtta gaagagaaag
  3488461 aagattagtt ttccccaaaa ccgagaatgg ctgcggcaac acagccacag ccacgcccag
  3488521 ccattcgaca cccatatcag aatgactgag catgagcgag gcaaggcgca aaggaatgaa
  3488581 aaaacgcagt ggactcttgt ccatgagtat tttgaatgac tgcggcaaca cagccgcagc
  3488641 cacgctcagc cattcgacac ccatatcaga atgactgcgg caacgcagcc gcagccacgc
  3488701 tcagccattc tgatcagact tttggtaact cagataacgg ccaccgcggc cgcaccgaca
  3488761 cactcaactc actgttcagg ttacttcgca acctgaccat cccggcatag gcaatcatcg
  3488821 cgccattgtc agtgcaaaat tcgggtcggg catagaatac ttcaccgcct cgtttttgca
  3488881 tcatatcggc cagttttaat cgcagtgtct ggttagcgct cacgcccccg gcaatgacta
  3488941 agcgtttaaa acccgtctga tctaatgcac gtttagactt gatcgccaac gtatcaacca
  3489001 ccgcatcttc gaatgctcgg gcgatatcgg cacgggtttg gtcatcatca ccattagcac
  3489061 gaatagtatt cgccgcgaac gttttcaggc cggaaaaact aaaatccagc ccagggcgat
  3489121 cagtcattgg gcgcggaaag gtaaaacgcc ccacagtacc ttgttgagcc atacgcgaca
  3489181 acattggccc accggggtaa tccagcccta gtagttttgc tgtcttatca aaggcctcgc
  3489241 ctgccgcatc atcaacagat tcgcccaaca gcaaatattc accaataccg gtcacactaa
  3489301 tcaattgggt atggccgccg gataccagca gcgcaacaaa cgggaactct ggtgcatttt
  3489361 cttccagcat tggtgccaac aaatggcctt ccatatgatg aaccggtacc gcagggactc
  3489421 cccatgcgaa agctaatgcc cgaccaatgg tcgcccccac taacaacgcc cccaccaaac
  3489481 cagggcctgc tgtataagcc accgcatcga tatctttggc gctcaaattg gcttctttca
  3489541 acgccgcctg aatcaggggt acggtcttac gcacgtgatc acgggaggcc agttcaggta
  3489601 cgacaccacc gtagtcagcg tgtaatttta cctgactgta caattggtta gctaacagac
  3489661 cggctttatc gtcatagact gcaattccgg tttcatcgca ggacgtttct atacccaata
  3489721 ctcgcattac atttcccatc attcacgtgc ggccgacagt ttagcataac agcgcccgca
  3489781 gtcatgattt ctaatcccca ccttcgcggg gaaaggcaat attttcggca ttggccgcaa
  3489841 atgtgttgtt tataatcgct aatagctaat ctctaatcgc tgagaatgac tctgtgtgaa
  3489901 aaaaatgttg attaattcga tcaccggccc tgtttagtat ataatcagcg gccgtcgcac
  3489961 tcctggcacc aacttttttt gtaaaagcgg gggcgacatc acaggggcgt gcctgtttca
  3490021 atttgctgtg gtgctttaca aagcagcatc cattgaagta aaattccgca ccattttgag
  3490081 aaggctggcg attggccagc agcaaaccga tttctattga ggtgagaggc acatgccggt
  3490141 aattaaagta cgtgaaaacg agccgttcga cgtagctctt cgtcgtttca aacgttcctg
  3490201 cgaaaaagca ggtgttttag ctgaagttcg tcgtcgtgag ttctatgaaa aaccgactac
  3490261 tgaacgtaaa cgtgctaaag cttctgctgt aaaacgtcac gcgaagaaat tggctcgcga
  3490321 aaacgcacgc cgcactcgtc tgtattaatt cttcgggggt aaccccaacg cgtggttttt
  3490381 tcatttcgaa gaacgcgcag atcgagtagt tgcatacgaa ggccgtgctt tccgaaagga
  3490441 atgcgcggct tgttctcgtt tatggactgg cgaatagggg cttatggctg gacgaattcc
  3490501 acgtgtattt atcaatgact tgctagctcg cactgacatc atcgatctta tcgatgctag
  3490561 ggtaaagctg aagaagcaag gcaaaaatta ccatgcgtgc tgtccgttcc atcatgagaa
  3490621 aacaccctca ttcactgtta acggcgaaaa acagttttat cactgttttg gctgcggcgc
  3490681 tcatggcaat gctgttgatt ttttgatgaa ttacgatcga ctcgagtttg tcgaaagtat
  3490741 cgaagaatta gccaccatgc acgggctgga agtgccttac gaggcaggca gcggcaccac
  3490801 tcagatcgaa cgacaccaac gacaaagtct ttatcaattg atggaaagcc taagcgcatt
  3490861 ctatcagcag tcactcaaag gccagaatgc caaacaggct cgtgaatatc ttaaacatcg
  3490921 cggtttgagt gaagaaatca tccaacattt tgctatcggt tttgcgcccc ctggttggga
  3490981 caatgcctta aaacgttttg gtcgtgatgg cgagagccgt acagcactga acgatgccgg
  3491041 gatgctggta actaatgata ccgggcggac ttacgatcgt tttcgtgagc gcgtcatgtt
  3491101 ccctattcgc gataaacgcg ggcgggtcat cgcttttggc gggcgaattc tgggtgatgg
  3491161 agtgccgaag tacctcaact ccccagaaac agaaattttt cataaaggcc gccagttata
  3491221 tggcttgtat gaagcacaag tcaatcatcc aaacccaacc cgcctactcg ttgtggaagg
  3491281 gtatatggat gtggtggcac tcgcacaatt tggtattgat tatgctgttg cctcattggg
  3491341 aacagcgaca accgctgagc atattcagct gttattccgc gccaccgata acgtaatttg
  3491401 ttgttatgac ggtgatcgcg ctggtagaga tgccgcctgg cgagcattag aaacggcact
  3491461 gccctatcta aatgacggac gtcagctacg ctttatgttt ttgcccgatg gcgaagaccc
  3491521 tgacaccttg gttcgtaaag aagggaaaga cgcatttgaa caacggatgg aggcggcaca
  3491581 gccactctca accttcttgt ttgaaacgtt aatgccacag gtagatttga gcagccctga
  3491641 tgggcgcgcc aaactgagca cactggcatt acctttaatc agccaagtac ctggtgaagc
  3491701 gctgcgcttg tacctacgtc agcaattagg gaataagtta ggtctgcttg atgacagcca
  3491761 gctcgataag ctgatgccaa aacagattga taatgcaaat acctaccagc cgccccagct
  3491821 aaaacgcaca accatgcgta tacttatagg gctattggta caaaacccac aattggctac
  3491881 acttattccc tcattacagg ggctcgaaca agccaaattg gcgggtttac cgttatttat
  3491941 tgagttggtt gaaacctgtc tggcccaacc ggggctgaca accgggcagt tgctggaact
  3492001 gtaccgtgat aataaattca gccaacaact tgaaactctt gcaacatgga accacatgat
  3492061 tgtagaggat atggtcgaac cgacttttgt cgacacgcta gcgagcctgt atgactccat
  3492121 tttggagcaa cgtcaggaaa cgctaatagc gcgggaccgt acacatggat taaacgccga
  3492181 agaacgtaaa gagctttggt ctttgaatct ggcactagcc agaaaaaaat gaaacaccca
  3492241 acggcttaat tgccgataaa tgtgggggca actccccaca atatgccgct atagcgggca
  3492301 gcggcgacaa aaaaaggccc caaatgtaat tgttggcggt ttcgccgacc gacaccaacc
  3492361 caaatactct gaagtgtgga taccgtctta tggagcaaaa cccgcagtca cagctgaagc
  3492421 tacttgtcac ccgaggtaag gagcaaggct atctgaccta tgctgaggtc aatgaccatc
  3492481 tgccggaaga tatcgtcgat tccgatcaga tcgaagacat catccagatg attaatgaca
  3492541 tgggcataca ggtactagaa gaagcacctg atgctgatga tttgatgctg gccgaaaaca
  3492601 ccacggatac cgatgatgat gcggctgaag ctgctgcaca ggtgctttcc agtgttgaat
  3492661 cagaaatcgg gcgaaccacc gacccggtgc gtatgtatat gcgcgaaatg ggtaccgttg
  3492721 agctgttgac acgcgaaggc gagattgata ttgccaaacg tatcgaagac ggtatcaatc
  3492781 aggttcagtg ttctgttgct gaataccctg aagcgatcac ttatctgttg gaacaatatg
  3492841 atcgtgttga agcgggcgaa tctcgtttat ctgacctgat cactggcttt gttgatccaa
  3492901 acgccgaaga agatattgcc ccaacagcga cccacgttgg ttctgaatta tccactgaag
  3492961 agatggatga cgaagatgaa gacgaggatg aagacgacga cgcagaagac gataacagca
  3493021 tcgatccaga gttggcgcgc cagaaattca gcgatttgcg tgagcagtat gaaaacgcgc
  3493081 gtatggaaat caagaaaaat ggccgcaatc acgcgaatgc tgccgctgaa attctgaagc
  3493141 tttctgaggt gttcaagcag ttccgtctag tgccgaagca gttcgattat ctggtcaata
  3493201 acatgcgtgc catgatggat cgcgttcgta ctcaagaacg tatcatcatg aagctgtgtg
  3493261 ttgagcagtg caaaatgccg aagaaaaatt tcgttacgtt gttttccagc aatgaaacca
  3493321 gcgacacctg gtttaatgcg gcagtggcga tgggtaaacc ttggtctgaa aaactgaaag
  3493381 atgtctcgga agatgttcaa cgcagcttgc agaaactgcg ccagatcgaa gaagaaaccg
  3493441 gtctgaccat cgagcaagta aaagacatca accgccgtat gtctatcggt gaagcgaaag
  3493501 cgcgtcgtgc caagaaagaa atggttgagg ctaacctgcg tttggttatc tctattgcca
  3493561 aaaaatacac caaccgtggt ttgcagttcc ttgatttgat ccaggaaggc aacattggtc
  3493621 tgatgaaagc agtagataag ttcgaatacc gtcgcggtta taagttctca acttacgcaa
  3493681 cctggtggat tcgtcaggct attactcgtt cgattgcaga ccaggcgcgc actatccgta
  3493741 ttccagtgca tatgattgag accattaaca aactcaaccg tatctcacgc cagatgttgc
  3493801 aagagatggg ccgtgagcca acgccagaag agttggcgga acggatgttg atgccggaag
  3493861 ataagatccg taaagtgctg aagatagcta aagagcctat ctccatggaa accccgattg
  3493921 gtgatgacga agattcacat ctgggtgatt tcattgaaga taccactctg gagctaccgc
  3493981 tggactctgc aacttctgag agcctgcgct ctgccacgca cgatgtgtta gctggcctaa
  3494041 cagcccgtga agcgaaagtt ctgcgtatgc gtttcggtat cgatatgaac actgaccaca
  3494101 cgttggaaga agtgggcaaa cagttcgacg tcacccgtga acgtattcgt cagatcgagg
  3494161 cgaaggcatt acgtaaactg cgtcacccaa gccgttctga agtgctgcgt agcttcctcg
  3494221 acgattaatt cgttagtgaa gtaataaaaa tcccggcata ttatttgtgt cgggattttt
  3494281 tttcctataa accaaccacg tctacgctct cctctcccct acctcatccg taaaaaacct
  3494341 tatttttgca tataaaacac gcatatgaat gagcagctct agacctgagg ataaaaacta
  3494401 ccgtataatc agcgcccaag cttggcccct tagctcagtt ggttagagca cgcgactcat
  3494461 aatcgcttgg tcactggttc aagtccagta ggggccacca aataaaacaa ggagttacgt
  3494521 taatagcgta actcctttgt tatttctggg atatgccggg gatattttgc aggggtaatc
  3494581 atggggttta ttggttattt tatgcccgtt caccgcatcg ccacacttcg atactacaat
  3494641 catcggcgag gcgttggctt cttccactgg taagctggcg cactcatcct ctggcggtga
  3494701 cgttccttgg ctgccagtgc cgccgcctct gtaaatttac ccaaatcagc ccatcatttt
  3494761 acggtaggct tcggcggctt catccggggt taggtttgac gtttggatcg ggccaccgtt
  3494821 cgcgccggtc aattcggctt tcttcggtgc ttcccatccg cacattccag ccagttgctt
  3494881 gatggcagct ttcggatcat gcagcttaat ttttagtccg tctttgccag tggataattc
  3494941 agcgacagcg gccaggtgtt cgggcttaat atctttggag tccttaaact tccatgacgc
  3495001 ctgaaagacc ggttgccctt cctcgttctc accaatctga taattgccaa acgtggcgat
  3495061 gtcatgaatt gtcgtgcgcc ccatcaatca atgtgagtcg ctctaatgct tcggtgtagg
  3495121 tcatgatggc cgcgttaacg gtttcgtgct gtacggactg gaggaaggct tgaacgttac
  3495181 tatttgttac taactggctg gctttggaac gctcaccatc gcctttagct ttaccgccag
  3495241 cccttcggta tgcctcggtt tgattggcac cctctagcag cgcggtaacg aatctgcgct
  3495301 gtaattgcgt cagggcatcg aaaagcgcct tctgttcttc tgtaagcgtc atttcgaccc
  3495361 cttataagtt aaccgttttc caacatttta atttgtgtct caatgagttc agccagacta
  3495421 tcacatgact cccatacacg atctgtgcca atgcggtcac atgcttccca tttacccgtg
  3495481 cgcggatcat agtaaaacgt atcagtgtta tttccaccaa taacaatcaa gccggtcatg
  3495541 gtctcatctt taaaatcggg aatattcaaa gcattattaa actcaataag cccagcatca
  3495601 tcttcaccgc cactcatacc ataaaatacg catccatcag caaacgaccc attgctaata
  3495661 cgcagaaaag agccgtattg cttccagaaa tcaggctgtt ctgggcttat atctcgtcca
  3495721 aagtcataag tttccagctt gccggtataa ggtggattga tgttgtatcc catacttttg
  3495781 ctgatgcgag taaactcatt aaccgctttt tctaaatttg ccatacgcac ctcacaaata
  3495841 aatcatgcca ttaaaaggca tcacctatat tgattctctg taactggcta tctatcagtt
  3495901 cagctaaggt atcgtaagat tcattgatgt catcaatcgc tattcggtca cggctttccc
  3495961 atttatgggt attggtatca taaacaaaaa tatcgctatt gcttgaccct attgcgatca
  3496021 atccgtccat gctttcatcg tacatctctc catcgcgcaa cgcatcgttg ttgtcgataa
  3496081 ggcgattccc gatcaactta ccttcacagg ctatgccata aaaataaaca ccatcagcag
  3496141 caagtccatc actcaagcgt aggaattcat gatattgcgt ccagaaatct ggctgattag
  3496201 attcaatctt acgcccaaaa tcatactcaa taacctcccc ctcatagggt ggaattttcg
  3496261 ggtaaccaat cgcagctcgg tacgcttgaa aagtagtcac tgctttttca atgtcggtca
  3496321 tagatattcc tatggataaa ttatgccttg aggctttggc cataacacaa tattagtgcc
  3496381 cgtgggggta agattttttg ttatgtgctt ctgcgtagtg gtgaaggccg catgctcagg
  3496441 gcgcgtactt atcaacacta gattatcaaa attgttattg ccgctgtcat ctagcggtag
  3496501 tttgtggtgt acctgataac catcgggtac aacgcctttg gctaggacgc tgcgatcgaa
  3496561 ggcgtcaagg cgtttcacaa cttcgggatt gttagctata tctttaagga attttttacg
  3496621 gacgccatta tcaaactcct tcctcaataa attcctatca gcagtcgagc gtcgtacgta
  3496681 atccatcttc acaacatcga cgttttgtag caatactttc tgacctttat aagtgccaag
  3496741 gtacccctcc agtttttcca gctcaacagc tttccctaac ttagcgacat cgcctaatgt
  3496801 gccaactttt tctaccgttc ccaacccctt agtacccgcc aactccgcca cggatgccgt
  3496861 gactaccatg gcggccgcac cggctaatcc attgcgctga taagcgtctg tcaccgcccc
  3496921 tttcgtatta tcataaatag ccttgccagc ggcttgttga ttttgctgtc ggactttatt
  3496981 tattgcggcc tgctctggat taaaggcacc agccatatat tcttgggcgg aaggccccat
  3497041 caaagtacct agcccctcaa gggtacctac cgcgccatca gcaatacgac cacgggcggc
  3497101 ctcagttgtg gctttgtcat gtgtgaaagg ggtggcttcc cataaggttt tggcgctatc
  3497161 ggtgacagat tgccattttg cagataatac ccgtccagat tcatcggaag cacgagttac
  3497221 catagaacga tcgggtatcg tattcgtcgt gctctttagt cgccttgttt gtgttgaacg
  3497281 tggctttcca cccgttcgct gatagttccg gcatttcacc gaatcgtcaa atgccttgat
  3497341 aatctttgcg gcaccctcga aacggaaagc atggggatcg gtagacatca actgaccttc
  3497401 accattgatg tagaacagcc gggcagggcc gtacatatca cttaacatca ccacgtcacc
  3497461 cgaaaaaacc agtttttcca gtttctcttt ttcacgtatc ccgcctggac gtggctgatc
  3497521 tggagatgag cgctgttcac gttcccgcat attgataagg taacggctgg tattgtgact
  3497581 gtcgtcaaat tcatattcgc ggcagatacg cgcccaggca gcgtgcgggc tgattatccg
  3497641 ctcgtattct tcaggggcta aattatctct tgaaaggtaa tacaaataca ttccgggcag
  3497701 gttgaagctc atatcccatt ccttgtggag ttagtcgcac cggcattacc ttacatttct
  3497761 tagggggttg tcgtccagtc acaggatacc gacaaaaatc cacccgccaa aagaaagagt
  3497821 taaaatcaat ttaacaataa tacctcacac tgggatcgcg cctgatgttt gataaccaag
  3497881 cggcgactct gactccattc tttctatgcg atatgcagaa tcttcacgga cgtaggcact
  3497941 gaaaaactga tcgccttctt caccgaggat aaattttcca gcttgccttt caaaataaca
  3498001 gctaccacac gcacccagaa tgtgacggaa gtattttcgg tgaaccgatg gggtagcggt
  3498061 tgttaacgtg tccatgtgtt cctttctcca cgttggcatg agttccggtt gataatctgt
  3498121 aatcccccct gaatttagtc ttacagacta acggagtttc tggtacaaac atcaatacat
  3498181 cgttgtttgg actagctttg ctctgataga aatcacggcc ataaagtatg tcatgcatga
  3498241 cgtgttcatg tactttagcg aaaacacatg tcaacgacgg atgaaaagtg atccacttat
  3498301 atctccacca acggcccaat attgatccac cgttttactc aggattagct tctgctataa
  3498361 ccccggcctt tcgtttctgt ctgagtcgat agctttctcc tttgatttga acgacatgtg
  3498421 agtggtgtaa gatacggtcc agcatcgctg aggtcagtgc tgcatcaccg gcgaacgttt
  3498481 gatcccactg cccgaacggc agattggatg tcaggatcat tgcgctcttt tcgtaacgtt
  3498541 tagcgatgac ctggaagaac agctttgctt cttcctgact gaacggcaga tagcctattt
  3498601 catcaatgat gagcaggcgg ggggccatta ctccacgctg aagcgtcgtt ttataacggc
  3498661 cctgacgttg tgccgtagat aactgaagta acagatctgc tgctgttgtg aagcgaactt
  3498721 tgatacctgc acggactgct tcatagccca tcgctattgc cagatgggtt ttccccacac
  3498781 ctgatggccc cagtaatacg atattttcat tacgttctat gaagctgagt gagcgtaacg
  3498841 actggagttg cttctgcggt gctccggtgg cgaatgtgaa gtcatactct tcgaacgttt
  3498901 tcaccgccgg gaaggctgcc attcgggtat acatcgcctg tttacgttga tgacgtgcca
  3498961 gtttttcttc atgaagcaga tgctccagga agtccatata actccattcc tggtctactg
  3499021 cctgttgtga cagcgcaggc gctgcgctta taaggctttc cagttgcaac tgcccggcga
  3499081 gcgccatcag tcgttgatgt tgcagttcca tcatcacgcc actcctctgc agaatgagtc
  3499141 gtagatggag agtggatgat gcagggggtg tttgtcgaag ttcaccagat tttcatcaag
  3499201 atgcacgtca tactcttttt tctccggagg cagtgccagc atggactgct gctcttcgag
  3499261 ccagcgatcg cagggacggg cctggattgt ttcatgcttt cgttggttag cgacatcgtg
  3499321 cagccagcgc agaccgtggc ggttggctgt ttcaacatcg acagtgatcc ccatcgggcg
  3499381 caggcgagtc attagtggga tgtaaaaact gttacgggtg tactgcacca tccgttccac
  3499441 cttaccttta gtctgtgccc tgaaggggcg acacagtcgg ggagagaagc ccatctcctt
  3499501 gccgaactgc cacagcgaag gatggaaccg gtgctgaccg gtctgatatg cgtcacgttg
  3499561 cagaaccaca gttttcatat tgtcatacaa cacttcgcgc ggcacaccac caaagaagcg
  3499621 gaacgcatta cgatggcagg tctccagcgt gtcataacgc atattgtcag tgaattcgat
  3499681 gtacagcatt cggctgtatc cgagaacagc aacgaacacg tgaagcggtg agcgaccatt
  3499741 acgcatagtg ccccagtcaa cctgcatctg tcgtccgggt tcagtttcga accgaacggc
  3499801 aggctcctgc tcctgaggaa ccgagagaga acgaatgaat gccctgagaa tggtcattcc
  3499861 gccacgatat ccctggtctc tgatctcgcg agcgattacc gttgccggga ttttgtaagg
  3499921 atgagcatcg gcgatgcgtt gacgaatata atcccggtat tcatccagga gtgaagcaac
  3499981 agcaggtcgc ggcgtatatt ttggcggctc agattttgcc tgcaaataac gtttaacggt
  3500041 attgcgggag atccccagtt ctctggcaat cgcccggcta ctcattccct gcttgtgcag
  3500101 gattttaatt tccataactg tctcaaaagt gaccataaac tctcctgaat caggagagca
  3500161 gattaccccc tggatctgat ttcaggcgtt gggtgtggat cactattgca ccgttcgtta
  3500221 caacacagcc cctgatcgta catggtcggc tctcattacc gaagtaaatg taaagaggaa
  3500281 gccgcccttc aagccacgcc tagatgaaca cattagcatc tataccgaag caaggagcca
  3500341 tttcctccag agtggaaaaa tcgtgcgcca tatctttccc ctaaatccat aacagagtaa
  3500401 tgagtgcgca tattttacac gtaacttaat aattcatcgg tacttttagc aaagtactgg
  3500461 aaatcgcggc gcatctgatt agtcccctag gaaacccaag ttccccttgg taaacgacca
  3500521 acagataaca gccttgcggg ccgtccctat ccgaactaga atcagaactg aaacaacgag
  3500581 gctttaaaca tgacaaaaaa aacagcacac agccagatca ctaaaactca aatctaccgt
  3500641 gccgttgcca gctcaaccgc aatcgaaacc ggtgtttctg tgcaaaaaat tgagcagcaa
  3500701 ctcaaacaaa atctggcaca agcgaaagcc gttggcctcg cccgctagtc tggcaagata
  3500761 tcgctcacca gccgcatcat agggctgtag ttccctgata cacccgcctg aatcgccttg
  3500821 aagtaaaacg ccttgtgttc atcccataag ctgtaatcca gcaagccctt ccctgccaga
  3500881 acagccaata catcacaaag caaccgcgac aaacgcccgt taccttctct aaatgggtgg
  3500941 atcaaaataa attccacatg gcattcagcc agataactaa ctagctccgg acgagccagg
  3501001 gatttcagct caccagaccg agcgagaaac tgtttctgaa aaccatcctt agtcaagtta
  3501061 gcgttacgta atcgccctgc ccactggtgt acacattccc cagccactgg cggtgccact
  3501121 cacggatact attaaaagcc agcgttgtgg ggagcgggcc ttcgataaac agctgttcgt
  3501181 acagcatcaa cagcaaaccc gactccagcg cctccatctc atactcatcg ataataccca
  3501241 gtttgttagc aagcaccgta tcaccagagt caggctgata cctctcctca gctgaattta
  3501301 gctcatattt tgacaagccc ttacctccgc ccaaacaagt tcacaacgtt gttttcttgc
  3501361 tgctgttgat aattgttaac ctgcgactcc caaagctcaa gcgccttacg cttttcgaat
  3501421 catgcttgaa cgtcagatgt agatgtgctg ttcctttctg atagtaacgg atacgaaaga
  3501481 aatcatcttc gccacggccc gatatgacga ttaggcgaat ctacatcagg taaataaccc
  3501541 agcctgctta aacattgttg cccgtaggac gacaaaacta atcgttcaac tttacccttg
  3501601 gtctttgcac gataaggcct accccctcgg ggaataaact aaacttctag gcaaaaacca
  3501661 gtaatggcgg gctccaccgg tgctaacggc tgaaaatgtc gcctttttaa atacgttcag
  3501721 ccagttccca aggtgttatt cgcatactcg tatttgcttg catcatctca agcgaccaat
  3501781 ccacaaaaca gcgtacccgt gcggaaaggt gcctattgct cggataaata atatggattg
  3501841 ggcgggcctt gaagcgccaa tgcggtaata ccggcaccaa cgctccagcg cgtacccagc
  3501901 tttccacagc gaaaggggct cctgggcaga ttccgcttcc agccatgcac gaagcgagtg
  3501961 caacatccgg atcatcgaac agcaacccct cctccgcagg caactcgaaa gcgtcagacg
  3502021 ctgactgcag cgaccaaata aaaggattgc gttgaccggt aaaccacgag attcggcgat
  3502081 gaacgcttag ttcctgcgga tgggtcaccg caccagcagc ttcgaggtaa gccggggcgg
  3502141 cataaagccc caaatgtacg tcacagacgt ggcgcgcgat ctggctggag tcttccagat
  3502201 gaccacctcg gatggcacag tcgattccat tatccaacag atggctgata cgatcacttc
  3502261 cccccaaacg cactgagata ttggggtaac gggcttgaaa ctcatgcagg ctcggagcga
  3502321 tcacccagcg ggcaacagac acaagcgctt cgacccgcaa ctttccgcga ggttctaccg
  3502381 agcccccctt gagcgcccct tccaattcgt cgatttcctg aaggatgacc tgacacttgg
  3502441 cgaaataggc ctgtccatcc tcggtcaaat tcaagctacg cgtcgtgcga ttgagcaacc
  3502501 gtacacccag atgacgctca agatcggaaa ctcgctggga tacccgcgcc ttgggcagcg
  3502561 ctaacacatc tgccgctcgg gtgaagctgc cagtctccac cactttggca aaagtggtca
  3502621 tcgcggaaaa cttatccatt taattgtcaa ataaagttga acagagattc attattttac
  3502681 atatatatca acttttcgat accaattaaa attaacttct tttactacca aactgaggcg
  3502741 aaaccctgtt caagttcctg aacggcactg acccggttaa cccaagagag tacaccgaac
  3502801 atgatgaaat gcgatcccgt caagggtact tgccagttgc ctgacttcaa gtctaccgaa
  3502861 accgcagtcc ctgccatacg caatggtgta gcggtccatt acattggcga tccaatgtgt
  3502921 tcctggtgtt ggggcatttc gcccacggtc agtaaggtga tggccttttg tgaagccgaa
  3502981 ggtatcgagt tctcaatgac gatgggaggg ctaagagcag gtggagggga tccttggaat
  3503041 acggctttca aagacttcct gcacaacgaa tggcgtcata tcgctcaagt tacagggcaa
  3503101 ccattcggct ttactttgct ggacgccgcc cacttcgatt atgacactga acccgcatgc
  3503161 cgggcagtca tgacggttca gttacttcaa accagaaaaa acctggctcc ttcaatagca
  3503221 ctgaaatttt tctcagcaat acaacgcaag ttctatgttg aagggaaaga tcctaaggtc
  3503281 acggattttt atgcggatat ttgtgcgagc atcggactgg atttcgccga attccgaaac
  3503341 ttgttcgagt attctgaagc tcggcaagcg gtgcaagagg catttttacg ttgccgccaa
  3503401 tggagtgtga gttctttccc aacgttgttg cttgagagta ataacaagat ggcacctctt
  3503461 gccactggct ttgttacgac agagcaagtg ctttctcgat tgcggcaacg gatctagcca
  3503521 gattgaaaaa ggatcaatag ttgaggttat tggcaaagtg cccgtggcgt ggacgcttta
  3503581 ctcgactgtc taccctcagc gttcaagatc gcgtcatcgg ggggtgtcag cagtctgaat
  3503641 agttctaagg ttatgacgaa aacgagcgac cgaacgggtt caatcatgtc ctcttcacaa
  3503701 gagtttacgc acgaagtaga aactgggctg cgagagcgtt tttttcctat ccctccacaa
  3503761 aaaatcgagg cttattatga gttatattct tcaggttgat ttcccttata ccggcccttg
  3503821 gggcaatgaa atgacgaaag caatggaagg tcttgcacga tcaattgccg aagagccggg
  3503881 ccttatttgg aagatctgga ctgtaaatga aacaactaac gaggcgggag gaatctattt
  3503941 attcagcgat atttctgcgg cgaaagctta tttggcgatg catactgcgc gtctgaagag
  3504001 tttcggtatt ccccatgtaa atgggaagat atttttggta aacgaagccc tatcacagct
  3504061 cgatcgcgcg cccatttaat gatgagtgca tagctggcta aaccgatctc atccgctcag
  3504121 atcatgcagt cacccgatta gccataccca taaatacaac gccaaaatca cgtgggtaag
  3504181 ggaaagtgcc accttacccc attcctacac cagcgtcgta cagattactg aggaaaataa
  3504241 tgtactaata aaacagtcgt tccagccgca agcggctact cttcatttta ttatcagccc
  3504301 aagcaagcag tcgcttctat ttcaatgaga agttcaggta atgctagtgc ctgtacacca
  3504361 ataaatgaat ttgccgcagg gtctgcgccc tcataaaaag ccccgatttg tgcgcaaatt
  3504421 gcggccaaat tcgccggtga atggttgacc acataggtcc gtagacgtac aacatcagca
  3504481 ggcgtggccc cggcatagcg caggacttct ttaagatttg ccagaacttg ctgagtttgc
  3504541 gccagtagat cctgcccccc aactaactcg ccattggcat tccatgccac ttgtccggca
  3504601 atgtgcaacg tccgacccga tagctgttca accgcatgag aaaaaccgaa tggcacactg
  3504661 gggtacatcg tctcgggatt gattacacgt ctattcatga taactctcca ttattgatgg
  3504721 accgccgtag gtttacaaaa cgacaaatac aaatcttaat taattaaaat atttttctct
  3504781 catatatttt aacttggcta tctatatatt ttttgacaat aatctaaatg tattatttat
  3504841 gcttcttaca attactttat acaaacgccc actcactggc tagccgaaat tcgatactaa
  3504901 tcagcagtgg gaattttata tactctgcca ttaaaatata aaaatggtag agttatcact
  3504961 gtgtttattt taatttaaaa aatcaaaccc cagcaataac ttctatttct accaaggcac
  3505021 cttttggcaa agcagagact tcaaccgtag aacgtgcagg gaaaatagtt cctttaaaat
  3505081 aatcagcata aatatcattt acttgagatg aattattgat attcgtgata aaaatagtcg
  3505141 tttttactat tttatctttt gttgttccag cctgtagaag aacagcatca atatttttca
  3505201 atacctgacg agtttgtttt tcaatgtcat tttcaacaag atcccctgta tcaggattga
  3505261 tcggtatctg ccctgaagca tacagaatcc cattaaaaca aattgcttga gaataagggc
  3505321 caatagcgga aggtgcattt tttgtttcaa tgactgactt catgatatat cctctatttt
  3505381 aaataacgat aaattgtctg ctctgacgtt tcaagacgca tcgccacctc agcaactgcc
  3505441 cctttaagta aaaaacgcct ttttcattaa gttttttaac gatttctttt ttctcgtcca
  3505501 taatcaataa cgaaggtgca cgagggtagt tctttaaaac atctgtaatc aattcatgta
  3505561 acatatccgt tatggatgta ttcctgagta cttcctcatc attcttatta tcttcctcaa
  3505621 taaacattaa gtttccgata attttatgcg ctagagataa cgaagttaaa tcaacattca
  3505681 tacagagcat cgcaataatt tcaccctctt catctttaat gaaaaaggtt gaagcacgga
  3505741 tattttctga tttcccagga attctccctt tgtaattaat gataaaatca cgttcttccc
  3505801 aagatttttc atggataagc ttcaaagcaa aatctgtaat agtgccaccg atctggcgac
  3505861 cagttatatg attatttttt atggccacaa tggatttatc tagatctcgt aaatcgtgca
  3505921 atatcacctc acaattttca ccgtaagtgc gagcgataaa ctctaccatt ggtatccatg
  3505981 acttaataat ttcatcctgg gtcattgcaa ttctccacgt ttatttatga tattcacaac
  3506041 gcacttttta atttaaaacc cattaaaatg gcgatattat ttattatcat aataacattt
  3506101 tattattact ttttgctagt gacgttagat ttcaccttct aactttttga aaaataatca
  3506161 ttaagaccat ttattcctgc gataagtaca ttatttttga tttcagcaac aagagcctct
  3506221 ggggatggat gtgttgttgt aaaggacacg ttccattgta taaaagttct attatcctga
  3506281 gtcacaggaa taagttttat ttctgcactg tatccatcca aaggaaatga gcttttcaat
  3506341 atagagtatt caagatgata attttttggg tctatattga ctaataactc ttcgacgtat
  3506401 ccatcagaca tttcaactcg ccgaatacta ccttgttgat cagcagcctg atgaagataa
  3506461 aaactacgaa cagcaccagg atgataatct gaaaattcat caaaagcgct tattttcttc
  3506521 cagacttctt ccacagaaac attgattaca tcactaacag tgatacattc catcatgtta
  3506581 accatccatt aatttagggg gagactcttg actaatgaac catctttact ttcaaagcta
  3506641 cgcccccaac caacgatgat cgagaatgac atcacgacga aaagtgtcag aggatagaaa
  3506701 gctgccagtg aaagatcaat ggggttaact ggttgaataa atggatattc tttttgtaaa
  3506761 gaactgatga tcgcactgac tataaaaata aaagcgctaa ggaagggaat gatcgctgcc
  3506821 agagtcatgg caaaacagtc aaccaggacc gcgcgacgat aggggtgtaa tgacttacgt
  3506881 aacccgattt cattagctac aggaccaaaa gccaaaatag atgcgctggt tacaccgcca
  3506941 actaatgcgg ttgcgataat ggagccaata gcaatacacc attctgcgcc ttgagctgat
  3507001 tgagccagtc gactactaca gatagccgca gaaatacgat ccatggtttt actggcacgc
  3507061 agaataccaa tgatgccgaa caaagaaagg acaaagagaa tagtactgac catctcatgg
  3507121 aatccattgt acagaaaacc ggtgacattc ccgttatcca gtgcaaatat atccgtgagg
  3507181 ttaaaaatac cggacagtaa accgataatt atccctgtga gtatccctga agggatcgct
  3507241 ttaaagatat tacgagtttt catcgcaaca attaacagta ccgccatagg aaccagcatc
  3507301 cataaacttc ggtaagatgc ttgactatcg cggacaaggc tgctttctgc gagaggtata
  3507361 ttattggagc ctaagaaata aaatagagct cccgcaatga tagcactgac tatcgcaaat
  3507421 cgaaaacgcg cggcgactac acctgcaatt tccgcgctac ctggcttatg cttgtaagtt
  3507481 tgggttgagg aggatgcaac tgtggtatcc gatattgggg caatattgtc gccaaaaata
  3507541 gcaccacaca gaatagcact ggctaataca acaggatctg cccccagtaa aatgccggaa
  3507601 ggataaaata cggggaaagc agtaaatagc gttcctaccg atgtccccgt tgccgtggct
  3507661 acaatacaaa cagaaataaa agtaaataat gtaaaagcgc cgccatgcaa tcccagatga
  3507721 ttcgccaaca gggcaaaact atctgcaaca ccggactgag cgatcatttt cgcatacatg
  3507781 ccgataatta ataggattgt agcaatagtg acagccattt cactgccaat accttcagaa
  3507841 ataacggctt tccaataatg actaacatta cgtgaaaaga ttgcccctat cataattgca
  3507901 agaaatgcga gcatcgccaa tgcggtcatg tcaaagacat ggaaaactga aaagaatagt
  3507961 gaacacgaca caataaaaag cagcatcggc agtaatgcca tattttttcc gccgcgaaaa
  3508021 atgagtcctt cattatccat ggcagatccc cttttccttc gctaactgca ttaatgcctg
  3508081 ttggattcga gtcaaaactg catagagttt ttcatcatct ttataacaac catgtaccag
  3508141 acgaatatac ccctcaccac cttgaccata aggaacacct gaattaacca tgacatgagc
  3508201 atgttgcaat aaatagtcac agataaaggt agaggtaccc agtttagaaa tatctatcca
  3508261 tgagaggaac ccactttcag gcatcaccat gcatacgcca ggaatcgcat tcatcatctc
  3508321 aaacactacc ttacggcggc gctcaaagat ttgcgtatat tcccccataa aagaaggttc
  3508381 atccaacgca gcgatcatgc ccgcctgaga agaggtattt gtcgcaccca cgacattgac
  3508441 ggtacagcca aagagaacgt caacaatttg ggcatcggcc accagatatc caacgcggaa
  3508501 cccacttaac cccatgcctt tagagaagga gaatacactg accgtccgtt cccacatgcc
  3508561 aggtaatgac gcgatagaaa taaattcgat ttcatcaaaa atagcgtctt caaatgcttg
  3508621 gtcgacaacc aatataagat catgtgcgat aataaaatcg gcgatagcct gtaaactttc
  3508681 ccggcgaagc actgttccgg taggattatt agggttggtg aggatcacca tcttggtttt
  3508741 ttcggtgatt ttattttcaa aatctttaat atctatctgg aaattatttt ccgcttttag
  3508801 ctcgacgctg atcggtttcc ctcccagtaa ttcgacgtta aggaaattac tgggatacga
  3508861 aggggaatga atcagaactt catcatcatt attaataaaa ggcatcatcg cgaataataa
  3508921 acccgaatcg gagccggggg taatcagaat atttcgctgt gcctcaacag taaggttatt
  3508981 ataacgttgt aatttaagcg ctattttttc ttttaactct ggattaccaa taggcattgt
  3509041 ataatggcta gcactgccat tttccatcga tttaatcact gcttgagaga tatgttccgg
  3509101 caaaacgggg tcggggaaaa aaggatctgc ccagcacaac atgtcaacac cattggccat
  3509161 gagatccaat acagcggtac caacatccgc tttttttaca ctgctaaaca atccaccttg
  3509221 taagccttgg aactctggac gcatttttct tctaatcgta ttcatggtat tcccctttaa
  3509281 taaataaaaa attatttctg caaatcacag gcttactaaa tcaaattaat aataattaat
  3509341 caacgtgata attttttatt aaccaagatc gtgatgataa acacacttcc aacacattaa
  3509401 gtcgcgatgg gggagcatgc caaattggat ataactcgtt gaattttatt tttttataat
  3509461 taacaatcag tcagttgaca caaaattctc tctaacagcg gaatttccat aggacattgt
  3509521 cataattcac tgttgctatc ccctatattt ccaaaaatga gtgccaaggg tttatgtatt
  3509581 aaaattaatt tgtattaaat aggtaaaata agaatacaaa ttgttaaatt tagttgaaat
  3509641 tattttgctg aaagagtgac ttcagctatt tacgacgtaa tacctactac cgttttccag
  3509701 tgaataatag cgtcaggggg ggcttctccg ccgtttaagg ccagcggtca gtgagtgatg
  3509761 cggcattgaa ccctgggaat atggagtcgc tttttggtgt tgtcttcatg ggattgacga
  3509821 agagacgtgt aatctcgtta tctttcgccg gtagatgaat tgaaggaggg gcgttttact
  3509881 gctattccgg gttaactttt gtcataaaaa taagttgtta cgaaagaatt tgttctatgc
  3509941 tcaagagtgt acccgcaggg aggtcacggt gatgatgaat gttgtccctt ctctgaccca
  3510001 agaaatcctt tccccaataa atagggtgtc gtggaaaata acacactggc taacctgacg
  3510061 ctgctagagg gtcatcctct ggaggatcgc caactcgtta cccagacaga gaaagcattt
  3510121 cggttaatca tgaatcaaaa acattctggg aagtgttcag tagcggttgt ttatgatgat
  3510181 gaacccagct ttctggtcgg gtttagcgcg ttaattgagg ctgttcaatg aataatatga
  3510241 cttctctcag gaagctgcgg tggtttttct gcacgtgttt aacgacagca aaacaggcgc
  3510301 tatggcgtgg gccattgatc ctgttatcgg ctatagcgct gagtggctgc tcaggggccg
  3510361 aggccccctc attttcggta gtgggctcct atttccctta ctggatggct tgcgctttta
  3510421 tcgggataat caccgcggtg attgctcgcg ttctgtttat tcgcgttggt attgatgagg
  3510481 tgctgccatg gcggctgttg gtgtatgtct gcctggcgct tgctgtggca ttcatctgtt
  3510541 ccctattact gtttacgcga tgaataattc atatgaataa acaacaaggg agtggtcgta
  3510601 agcggcaact ggcgttaatt gtcgccgggg tcatcattat tgccgccgcg atttcagggt
  3510661 ggctttcagt gcggcagacc acactgaacc cgctgtctga ggatgcggag ttgggggcga
  3510721 gtgtagtgca tattgccagc tcggttcctg gccgtatcat ttcgatcaat gtcgaggaaa
  3510781 atagcaaagt ccggcgtggt gacttactgt tttccattga gccagatctc taccgtctgc
  3510841 aagtcgaaca agcgcaggct gagttgaaaa tggcagaggc tacccacgat acccaacaac
  3510901 ggacagtggt cgcggaacga tccaacgccg cgatcaccaa tgagcagatt gtacgggcgc
  3510961 aagccaatct caaattagcc actcagacat tggcgcggtt acaacctttg cgccctaaag
  3511021 gctatgtcac cgcccagcag gtagatgatg cagcaacagc gaaacacgat gcggaagtga
  3511081 gtcttaaaca ggcattaaaa cagtcagtgg ccgctgaagc cttggtcagc agcacggcgt
  3511141 cttctgaagc gctggtggta gcgcgccgtg cagcccttgc cattgccgaa cgggaactgg
  3511201 ctaatacgca aatacacgcg cctaatgatg gtcgggtcgt cgggttgact gtttccgcag
  3511261 gggaatttgt cgccccggat caggctattt tcacccttat caataccgaa cattggcatg
  3511321 cttcggcatt tttccgtgaa acagagttga aacatatcaa ggtgggtgat tgtgccaccg
  3511381 tgtatgtcat ggcagatagg cagcgggcga ttcaaggacg ggtcgaaggg attggttggg
  3511441 gggttagctc cgaggatatg ctaaatattc cgcgcggcct gccttatgtg ccgaagtcat
  3511501 taaactgggt gcgtgttgtt cagcgtttcc cggtgaggat cagcctggaa aaaccgccgg
  3511561 aggacctgat gcgtatcggg gcgactgctg tggttatcgt gcgaaatgac gacggttgct
  3511621 gacggtacgc ttggcggcat aatccgtcag gcgaaagctg acttagcctt tttcccaggg
  3511681 cgggtggcga tggcgtggcg tgttgccgtg ctatgtgcat tgatggcgat gatcgccatg
  3511741 atatacggca tccctgaatc tgcgattagt tgctatctca ttatttttgt tatgaagccg
  3511801 gatggtgtag agagcatggt gatggccgtg gcgataacga tcctggtgtc gttggtcgtc
  3511861 gggttggtat ttctgcttat ccatttcacc ctagaggccg caccactgcg catggcggcc
  3511921 ttgattgtca gctcgtttct ctttctctat ctcggatcgg ccagtaagct cggcccggta
  3511981 gggagtatta ttgcgttggt tatcgcttat gtgatgacgt tactgagcaa tatcccaatg
  3512041 ggagaagtgg ccacgcgggg gctgttgtat gcctggttga tggctgtttc accgatgttg
  3512101 ctgattattg ggtttaacct tttctttggc cgagcaccac agacgttatt gcgggccagc
  3512161 ttagcggagc ggttatccac ggtcgccgag acattacggt accccaatgc cgccaatatg
  3512221 gcgcgggttg gagaacagct acaggaaggg caacatgagc atcaacagcg ggcgcttttt
  3512281 gttcgtatct ttcatctacg gccctcggct gaagcggcct ggcttgaaag tgccgtaaaa
  3512341 agcagttacc ggctactctt ggtaacctcg gcgttacctc ctacctcacc agaggccgtg
  3512401 cgccttgagc ttgcggccta ctgtagtgat gcggctcagg cgattgccag cggtgatctc
  3512461 gcggcccccc ctcacttcgc gattgaggat accagcgatg aaatcaatga aatcagaaac
  3512521 gcgctgatcg cactggcaaa tgcggataat gggcaagacc tggacgcccc gaaatcctca
  3512581 ttctttgcag cagacgcatt gactaaccct gttcatcagc agtttgccct gaaaaccacc
  3512641 gccgcggctc tgatttgcta cctgatctac accgcactgg attggcagga cattcatact
  3512701 gccatgatca cttgctatgt tgccgcactc ggtacaacag gtgagacggt tcataaactg
  3512761 gtcttgcgga ttatagggtg tctgatcggg gcattgatgg gggtactgtc gattattttc
  3512821 attattcccc acatgagtga tatcgggcaa ttaatggcgc tggtatttgg ctgcattcta
  3512881 gtggccgctt gggtgtcatg tggcagcgaa cgtatcgcgt atgctggcgt acaggttggg
  3512941 ttggccttcc tgcttaccgt gctgcaaggt tttgggccaa gtaccgatat gggtgtcgca
  3513001 ctcgataggg tgctgggtat cttgctgggt aatctggtgg tgtacttgat ttttagccgg
  3513061 ctgtggccag tcgcgattac cgatgcggtg catgtacata ttagtcgcgc cttgaagggg
  3513121 ctgacaaatt tagccgcgct ctcgccggat gcccggcctg cagcgctcag agaggccaca
  3513181 actgtcgagg cggagattac caaggcgcag gaagagttgg cgctaattcc ctttgagcca
  3513241 gtacaatttc gcccctcacg gaaagagtgc gcacgcctac aggccatctt ggcagaaatg
  3513301 ggcaaattgt gccctgttct gtttctaccc acggaaaagt cagcgtctga tgtggaacaa
  3513361 ctgcgccagc tctcggctgg gagcgatgcc atgacattat cggatgagca aggacagaat
  3513421 agcgggtctt tacggcaaga gttatcacct attaatctta caattcaaca acgtataaag
  3513481 cggcttgagg aacttctagg aatttaatga catgatgacg cacgcagtat tgactgcccg
  3513541 gatagccaaa ataagcctga cttgctcgat attgagttgg agcctgttga tcgtaggttg
  3513601 tgctacagat cgcttggatc ttgcacctgc atcttacacc gaaccctgga cgccagatgg
  3513661 gaatgcaagg gcttccatgg ggggcggtaa cttttctgtg ccaccgaatc cgatcgtggc
  3513721 cgaattagcc caaccgccga ccataaaaag tgatcatgct tattcattgc cagaattgat
  3513781 tgatatcgcc caacgtcaga atccggatac ccgcattgcc tggcagcaag cgcgacaggc
  3513841 agcccttgcg gtaggaatgg gggaggcgat atttttaccg atcatttctg ccagtgtcat
  3513901 tggtggctac cagcgtacga ccacacctct gccttatgct atcggcaacg aaaaggatct
  3513961 gaaaacaacc gggagcgcgg ttattcctgc tttggcctta cagtggctta tctttgattt
  3514021 cggccagcgc agcgcgttgc ttgacgccgc taaacagacg tcttatgccg ctaatgtgac
  3514081 cttcaatggc atgcaccaga aactgatcta cgatgtgaca cgcacttact tccaatatgg
  3514141 tgcagcacaa gcccagagcc agatagcaaa acaaacgttg caaaacagtc taaagattca
  3514201 ggatgctgcc gaggagcgcc agaaaaaggg tattgcgaca acggttgaag tggcgttggc
  3514261 acgccagcaa gtcgcacagt ctcagttgcg tcgtgtggtg gcaaaaggta ctgaacgtga
  3514321 tgcttatcag gcattattag gggcgatggg tgtttctccg tcattggata tcaaagccgc
  3514381 ctataccgaa gatcgtgctt tgccggatgg gataagcgcc ccgacagaaa agatgatcca
  3514441 gttggccctc tcccagcggc cagatgtttt agccagctat gcggcggtcg aggcagccaa
  3514501 ggcgggtatc aaagccactg aagccgattt cttgccaaaa gtctatctgg ccggggcggt
  3514561 tgctggtggt gatgggcatt ttgatattca gggcctaccg ggtatcagcc cgcaaacttc
  3514621 atcctctagc attttagtcg gtgtcagtgt tcctctgtac gatggcggga tacgcgcagc
  3514681 cagagttaaa gaggcagaat cccgcgctgc tgttgctgct gaaggattta agaaaacgca
  3514741 ggaattggcg gtgcgcgaaa ttgtggtagc agcagataca ttgcgctctg cgctcgaatc
  3514801 caatcaggcg gcattaaatc tcgtgaagac ctcgtttatc tcctatgatg cggcgctgga
  3514861 gtcttatcgc agtggtgttg gcaccataac ggtcgccaat gaggcggcaa atggtttgtt
  3514921 gaatgctcaa caaatgagta ctgatgcaca tgccgcctct ttggtcgccg ccgccaatct
  3514981 ggctttcgtc atgggtaaaa tgaccaacac ctcaccacct ttggaactgc ttcattagag
  3515041 agtgaatggc cccaattcca ttaggtatcc tcttacctct caaaatgggg cctctctatt
  3515101 ttcaaacagt gtaaagattt tcaaacagcg taaaatccgc ctgatgtggc gtcgttgagt
  3515161 cgccaccgac aaatacgctg atacgcgacg gctcctgcgc atagcggcga tgttggccgt
  3515221 aaaatgccag ctcgcgcact cccagcgtga agctgacctc gcccaattcc cccggctgca
  3515281 ggctgatacg ttggaaacct ttcagttcac gctgtggccg cgtggtgctg gcgacgtact
  3515341 ggcgaatata gcactgtaca acctcatccc cagccactgc accatcgttg gtgacggtca
  3515401 ttgtcacccg tagcgatgct cccagttcga gtgattcatg gctcaactgc aaatcgctat
  3515461 aggtaaatcg ggtataactc aggccaaaac caaagggata cagcggtgta tccgccagat
  3515521 ctttataggg ctgatattca cgatagtcgc gcattttgcc cagtggcttg cggccataat
  3515581 aaatcgggat ctgaccggta ctacgtggca ccgtcatcgg caatttgcca cagggaacct
  3515641 gttcgccgaa aataatgcga gcgatcgcct tacccgcttc actaccgcac tgccagccat
  3515701 ataacagcgc atcggcgtac tgttcggttg ctggtgatgg caacggacgg ccagtgcact
  3515761 ggattaccac cagcggttta ccggtgcgcc cgaccgcagc gatcaactct tcctgtcccg
  3515821 gcggtagctg aagttcggcg atattgcgcg cttcaccagt gcggcggtgg ctctcgccgg
  3515881 tacagagaat aacgatatcg gcccgatggg cacattcgat catctcatcg ctaaaacaac
  3515941 tctgctcggt gatcacctta acctcccctg cgatagcgca gagggattga tagatcgaca
  3516001 tcacttggtc ggcgtcgccg tccagacacc aggagccaag atgctggcgc tgcgaatggg
  3516061 cgtgtgggcc gatcaccgcc agcgtcagcg gtacggatgt tctggagatt ggcagcagcg
  3516121 cctgccggtt tttcagcagt acgatcgact gctctgccaa ccgctgtgcc agagccagat
  3516181 gctcaggacg gcgcagctcg cgcttatgcc actcttcatc aacataaggg cgctcaaaca
  3516241 ggccacagcg gaacttggcg cgtagcaccc gacgcactgc gtcatccagc aacgcttcct
  3516301 tgatccgccc ctgtaacacc agttgatcca gcttatcttc ataggcctca tgggtcatgg
  3516361 ccatatcgac accggcctgc agcgccaatt ctgctgctct cagtgcatct tgagcaatac
  3516421 caaagtgagt cagatccgca atcgaacccc aatcgctgat caccaggccg tcaaagttct
  3516481 gctgctgttt cagccaaccg cgtatcagtt caccatgtgc agtgaccggt gtaccgccga
  3516541 aatcgcaaaa accggtcatc accgagccaa cgcctgcctc tatcgccgct tggaatggcg
  3516601 gcagatgcac attgtgcagc gtgttgtcgg acagctcggt ggtatcgtag tcgcggcccc
  3516661 cctccacggc ggcatagccg acaaagtgct tggcacaagc catcaggcta tcggcggcgc
  3516721 tgagatcgtc cccttgaaat cctttgacga cagcggcggc gaactgcgcg gtgagccagg
  3516781 gatcttcccc actggtttcg atggttcgcc cccagcgcgg atcgcgcgca atatccagca
  3516841 tcggggcgaa ggtccagtgg atacctaacg aagccgcctc gcgggcgata acgcggtagg
  3516901 cctgctgtac cagctcgggg ttccaggaag ccgcctgcgc caggggtatc ggcagcaccg
  3516961 tcgcctgccc gtaaatcacg tcacgggcaa acaacagcgg aatacccagg cggctgtgct
  3517021 ctacggcggc acgttggatt tcatttaact ggcacggatc gacgttttct cctggcgcat
  3517081 tgcccgccca ggcggtatca gccagaatgc gtgaacccca gcggccagcg cgtaccccgg
  3517141 caagatagtc gtcacggtgt tgctgatagt ccagcatcgg ctgttgacac agttggccca
  3517201 ctttctccgc caacgtcatc tggctgagca aatcgtcaat tctagcctca atgggcagag
  3517261 tggcatcgcg ataaacagta ctcatagtgt tctccaaatc aggtaatctc ccgatcactc
  3517321 tgccgcatgg cggggttagc tatcggtatt gcagccagca tcgagctgcg aagaggtgcg
  3517381 caaggcatgg gcgggaaatg cctcggccag atattcctcc atcgtccgct ggcttgcgcg
  3517441 ctcaccacgc tgccggtagc gagccagcag gcaagttgcc gcttcggcaa cgaagcgggt
  3517501 atcaatttcg gtgtaggtag caataaactc ggccagttgc tgatcgctgg cccgagccaa
  3517561 tagatcactg ctacgcgcca gtgcctggta gtagaaatcc ggtcgataaa ccagcatgcc
  3517621 gtgacgccag tcgtcgatca cttgctgata gccgccagaa tagacatcgt ggcggtacag
  3517681 ctcgatcttg ttcatcccct tcagcgccag gatataatcc cctgcggcat atcgctgttc
  3517741 ggcgaagtca aaatagcgtt tggactgctg atagaccatc agccacgcgc tgagataggc
  3517801 cagcagaata atcagcacca gcgcaaagaa ccctttcttt ccactcatca tttcactccg
  3517861 ataccggtga acgccttgat aaaattgcgc tgtaggaaaa agaacactag caccacgggc
  3517921 acggcgatca tggtggtcat cgcccacaat tgctcaaggt tatcggtagg gatatcgtta
  3517981 acaaacttga acagcgccag ttgtaatgtc atcagtgaat cgtcgcggac atacaacagc
  3518041 ggccccataa agtcgttcca tgaccccata aatgtgagga tcgcgacagt ggcaagagca
  3518101 ggccggatca tcggcaacac caccttgaaa aaaatggtga attcacctgc gccatcgatc
  3518161 ctggcagctt cgagataggc gttatccacc tgttttaaaa actgtaccag taagaagatg
  3518221 ttgtaggcgc taatggtgcc gggcacgatc aatgcctgaa aagtattcac ccaaccccat
  3518281 gaatacaaca tcatgtaggt aggtatggtg aacagcaccg caggcaccat cattgaggtc
  3518341 agaatgagtt tgatccagaa ctcgcggcca gggagattca ttttgacgat ggcgtaggcc
  3518401 accatggccg aaagtagcgt attgaccaaa gtcacggtaa cggaaataaa cagagtattg
  3518461 aggaaaatac gccccaaatt caggctataa aaggcttgaa tatagccatt gaacgaaaag
  3518521 ttcttcggca gagcgttagg ggcattgatg atttccgagc cagtcttaaa cgaattcatg
  3518581 atcataaaga aaaacggata cagcacgatc aggctgatga tgatcaacag gctataaatc
  3518641 aacagatttt ttttgctgat gcgcattagc tgtgctcctt ttcctgagta aatttcaatt
  3518701 gcagcatggt gaaaatatag ataaccgcag ccagcagcag gccaatggtt gaggcggtgc
  3518761 ccatcttcat atccgagaaa ccggttttat acagatagag taccggtgtc agggccgcgt
  3518821 tataggggcc accgtgaaga tcgaagttca tcagcacttc aataaacatc tgcataccgt
  3518881 taataatatt catcgtcatg acaaagataa tctgcggttt cagcaggggt agcgtaatgc
  3518941 tccaggtttt ccggcgccag gaagcaccat caatatcagc cgcctcatac agcgacttac
  3519001 tgatcccggc aatgccgccc aaaaagatga tcatttggat accaaaccac ttccaggtgc
  3519061 tgaatacggc gatcagcggc atcggcaacc agcgctcgaa cttccagaac actggcgcgt
  3519121 cgagcactcc ccattccaac agcaaactct gtaccggccc tgcagggctg gagagaaaat
  3519181 taaagataat catcgccacg gtgatcgaag tgataaccgg aataaacatg atggtacgga
  3519241 acaagccgcc gaagtgggtg atttcgtgca gcaacagcgc catacccatt gccagtacga
  3519301 aactgagtag gacaaagatg acttggttaa agatcacgtt gaacagcgaa cgccaaaata
  3519361 gctcgtcgct agaaacgcta atccagttgt tcaagccaac aaattgggta ctctctgggc
  3519421 tcaatacgtt gatatccaga aagctgttct gaaaagagag aaaaaaggga tataaaataa
  3519481 aaaccaggaa ataaataatc cagggcgcaa taaacaggta gcccatcatc acatttttat
  3519541 ttttcacatc ggctccttaa gggaatacct gcatcgatac cgggtcgctg cgtgcatggc
  3519601 tcagtgttca ttgagcagtt ggcgtgcggc ctgtgccgag gtggcaaccg cttgttccgg
  3519661 ggatatttcc cctttcagta ccactttgct gtagttggcg agaataatat tcgccacctc
  3519721 catcgcattg gcgaaaggct cactcaggat cgcatgttgt agttgctgta cgaacggctg
  3519781 tgcctctgcg gactgaaaat agggagcatc ttgcagcgcc ttcaacgtag ggagctgacc
  3519841 cagggcaata ttggcctgta gattgatatc gtcgcgcata agtaggttga gcagcgccca
  3519901 actgagttgc tctttcctgg cctcatcctt gaaaatcatg atggcccgac catccaatac
  3519961 cgagtagtgg atgtcgccct tggtttgtac cgggatcggg gcgatggcca cgtcctggcc
  3520021 taccaccatt gggcgttcag ccgccgacga gagggtggcc ttccagccga agccgaattg
  3520081 tagccacatg ccgatattac gggagaagaa gcttttttcc atggtcagtg gcgcaaagcg
  3520141 ctgcgcctgc tgcatggtac gcataaactg cgccatgttg gcgtcgggac ggtcgaatac
  3520201 gatgtcggta ccgtagcggt ttagcaactg atactggccc tgattaacgt tgtaatacat
  3520261 gggtgccagc agattccagt accaactgcc gaatgacagc acatcattcc agaataccgt
  3520321 gccgtagact ttgctaccgt ctgagcgagg gggcaaggcg gagatctttt cggccgccag
  3520381 taaaaattca tcccaggtcg ctggagggcg ctcaggatcc aagcctgcct cagcaaatag
  3520441 ctccttatta taaatcatca tctgggtggt ggcgttccac ggaatataat aggtacggcc
  3520501 aaagttttcg cgtaagaagt gaggatcgat acgttcattt aattcggcaa aaccggggaa
  3520561 tttatccaaa tacgccagct tgccaagctt cgccagtttg gcgggttgat agccgaatac
  3520621 accgatgtaa acattggggt tatccccggc ggccattcgg gtatccagtt gttcgtcatt
  3520681 ggataccact aaattaacct cgggatagag cttattaaat tcaggggtga cggtattacg
  3520741 cataaaagaa acatagctgc cgctgggcac cataatttct agcctttcgg ccgccataag
  3520801 cggcagcgag gctatcgcga tggcaatata ataaagtatc ttcatattat tgattaatcc
  3520861 tgaagcgcgg atatttggca attgccatta tttatctcgc gctatggcaa atagtcggcc
  3520921 gctatagcgt ctctctttca atcaactcgg ttggtaataa ggtcaccgcg tcaatattgg
  3520981 tttcttcttt tattgccctc agcagcgtgt tggcagaaat aacgcccatc tcatatttat
  3521041 ggtgattgat ggtggtcaac gaaggagtta atacacttga agcataaata ttatcgaatc
  3521101 caaccacttt tagatcgtcc ggcacgcgaa tattatgctc ttttgctgca cgtagaatac
  3521161 caatggccat ctcatcatta gccgagaaaa tagctgaggg gacccggcct gcagcaatca
  3521221 gcgcctgcat ttttaaatag gcatccgctt cggtaaaatt agagtggata ataaagtcgc
  3521281 ggttgagttg tatattgtga tagcccagcg ctgcaataaa accgtccaga cgtttctggt
  3521341 tatcgtaaga ctgttcgggg ccgctgaaaa aatagatatc ccggcagcct ttcgccaata
  3521401 aagcgttgac ggccttgaaa gcaccgccga agttatcaat caagacgtta taaatgtgcg
  3521461 ggctcttcag ttcacgatcc agtacgacaa tgggcagaac atcggaagca acggattgca
  3521521 ggaagcgatc atcgaaagag ctggtgagta taatggcgcc gtccaccgag cgatctctaa
  3521581 ggtatttgtg agccgtagac tgttcgccgc catacaggct gcaggcgact aaatcgtagt
  3521641 gctcacggtg cactctctcc tcgatgccgc gcaccagttc gctatagaca ggaccaaacc
  3521701 atgagttgaa gaagagcccg atggcaccac tcttcttagc ctttagcatc ttggcgttgt
  3521761 tgttggcggt atagttcatc tcttgtgcta ttttcagcac ccgcagccgc gtctcctccg
  3521821 tgatcttcgg actgccatta atggcatagg agacggtaga gatggaaact ttggcccttt
  3521881 tagcaacatc cttaatcgtt acactcacgg ctaactctct aaataaaaaa ggaatttact
  3521941 atagcatgag ccactcaggc ttttgtagcg ccacacttca gtgtggcaca ttcggcccgg
  3522001 tggctcagcc ccgtgactac aggtaaatct ctagctgact gtgtgccgtc agacgccctt
  3522061 ctatctcctg gcggtgaatc agtgcggccc cactacgata gggattatcc tgcaacgtaa
  3522121 acgccagcga ctgaccatcg agtagcacac gcttcggggt aaactccccc tgttgtggat
  3522181 agatgcgcag cgtgaccgga aggttataga gttgatagtt tagcgtcaca tcaccaaact
  3522241 gccgactgat caccggatcc agcaacagat cgccggcctg ataacgcaca ccaagtacgt
  3522301 tggaaacgat ctggttgata tagatcccag ggccgctgga gtaaatacgc cagcccgctt
  3522361 tcgcggctac ggcaccggtt ttcaattgat cgaagttgtt ataagcctgg tagcgatcat
  3522421 caaacttggc atcggaactg gagaagtagc tgtttgcctg gcgcagctcg gcgttaggca
  3522481 cgctctcctg gatccccaca gggatggttt taaacaggtt atcgtacagc tcctgcgcca
  3522541 tccccatttt gcagagtgct tctataaagc gaatatgggc gtggcagtat tgtaggccga
  3522601 tttcacgccc cagattagcg gacagttcgg cccgtttgaa gtaagtctgc ttaccggcct
  3522661 tgtactccgc catccggtcc atcaggcgca cgccatcagg atacattagg ttatccatga
  3522721 tgatcttcat gtgctgctcg gccatctctt tatcgaacga ctcggagata attgagcgct
  3522781 tggcgggcaa caggcggtac ttgatctggg tcgtggtatc ggtaggatgc agtaggtatt
  3522841 ccgcctcccc ctgattaaag tgaataaagc cactgatcac gccgtccttg atcaaatact
  3522901 tatggtaatc cgcttccatg ttgctggtta gcgtcacgat acgcgcgata aaatcggcaa
  3522961 actgcggata agcctgtagc gccttggtca aggttttcag cgtttgcagc gtcagcggaa
  3523021 tagtccagcc actgaccata ttttcccgca gcgactgatt ggcgggctgc aacgtatcat
  3523081 cccagtcacc gtcaccgtag ctggaaagat aggtaccggg taccagatgc gccacgatat
  3523141 ggtctatctg ccgctgaaca tgttgcagca gcgtctcctg ctcgccggta aaggcgaaat
  3523201 tctgtttgat gctggtgtag gacagacgcg tgtccaataa cgcgacgcga tccgtggcta
  3523261 acagataatc ggccaacgct ttcagcggcc agaccacaat atcgccgtgc gattcctgct
  3523321 gttgtacctg agcatattca tcaaacataa accactgcgg ccaggtgccg gtttccagat
  3523381 actgatggcg ataagtctgg cacagaatcg cttcaacctg ctgatagcgc cccatggcca
  3523441 tgaagaactc tatcggcccc tgtgaaacgt cgcgggtccc ccaagcggca ccggctggct
  3523501 gctctaaacc atgcggtgag ctgtagtggg tgagcgcatt atgggtgaac cagtgcatgg
  3523561 cgtgattcag cttctgcgct tgctgcggtg cagcagaaaa actcaccgag aagtcgttta
  3523621 gcagtgcacg atactgtgcg tgataagcct gccgctcgtg ttcaaaatcc agccactttc
  3523681 cgcggctatc tacgccgttt agcacgccac cgaaggcgat gctggcctgc tgggcaatct
  3523741 gtccttgtag caacaggtac tgtacccctt ggctgtcgct atcgacgtat ctttcgacac
  3523801 ccgtgaaccc gccgcgagtg gcgatgctaa agcgggggcc atgatcatcg cccgtgcggc
  3523861 tgatctgcag cagatcgcca tggcgttcaa cctgtacggt cgcttcctcc tccagattgc
  3523921 ccatgatcag ttggtggctg acaataacgt tgagcggttg gctatggcct gagacagcaa
  3523981 tatccaattg aataaccggc tcactctggc tggcgaaggc gcggacctga atcatgccct
  3524041 cggccagctt gtatatccag cgagagaagt tggcacccac ttcatatgca gagggcatcg
  3524101 ccagaatgcg atattcgccg ccgatctgta ccagaatgcg ctgaccactg ctcttgaact
  3524161 gattgagcat attacgattg acgcccaaca gcttattaaa ggaggtgtta cccagcgtca
  3524221 gatgcgagtt gaatacccca tagatatagt gggtagaatt catgatggga ttagtgaagt
  3524281 cgatattatt gccagaggaa ataatatggc cggtcggtcg ctccagatgg cgctcttttt
  3524341 ctgccaacgt gacgtagtta gcctcctgat agaaaaacga tagcagttca ccgtccaact
  3524401 gctcaacaaa ctgtttttca ccgtcaaaca gttgttcgat ctcttctgcc gttagcttgt
  3524461 ctcccgacag tggccgctga tcatagccct gctgagttgg ggatgcctgc tcggtagcgg
  3524521 gttctcgctg tggctggcga tagttagccc ggatccgcgc gacatcaaag gcctgtgcaa
  3524581 tattggcctc tggctggtgg ctgagataga aaccgtaaaa tacgctgtct gcgctgtcac
  3524641 ccgcggacag cgtgactggc tgtagctgta gagcgacata ggccatttca tactggtagt
  3524701 tccggttctc cagcgatggt tcagtgacga tggtgggcaa gtggctaaac ttgtactgct
  3524761 tggcaaagaa ctggtaacca tcggtagaga aacctactgc gggtgagaag ctaccgagtt
  3524821 gtagcagggg attaccggtg ctctgtggta ggttttgccg agaggatacg gtatagccat
  3524881 acttatccag cgagaagacc ttatgatcca gatactgact gcagtaggat tcattggtct
  3524941 tggtcgcacc ggcatcggac agtgagagat cctgaccgta gatcagatca tagcgtagcg
  3525001 cctgcgcgct gtgattttca acccgcacac tgtagtagta agtctcttcc tgctcatggc
  3525061 taaaggagag agtcacaaag gcagtgaagt ctggagccgt ggtctgccag atgatttcat
  3525121 cctgcgcgtt cttataggtg acgagttggt cattgtgaaa caacagtggg gtaacccgca
  3525181 caataccgct atcgtccaac tggcgcagga agatattggc aatcgccata tccagccttg
  3525241 gggtgtcaaa caggttgagc atgatgtcgc cggccagcat gtttttcaac atgttgccct
  3525301 gcatgaaatt aaactgcagt acgccgccct gtgcgctgtg tacgacgttg gtgattgact
  3525361 tggttatcat ttaacttgcc ctgaagataa ttaaatatat atccgaattc cttcaagctg
  3525421 cgggatttaa ctcacctgca acttaaaatt aattagatat agagaatatt tttttcgctt
  3525481 tctttatcga aaagatggca cttatccaga ttaaaagaga aatggcaggt ctcattgatt
  3525541 tggatttcat cttcaggatt aggccgttta cagatagcct gctgccccat caagttaaag
  3525601 tagataaact catcggaacc catcgcatcg actctgataa ccgtggcagt tagcgcattg
  3525661 gctacgtctg cgcgactgat gctgatatcc tcaggcctga tcccaaaatc gatctcccgg
  3525721 cccagataag accgactctt agcgacttta tccgccggca gtggaaagcg atattcgcca
  3525781 cagcgaataa ccaattgctc ttggtattcc tctatgcgac cgctaaacat gttcatggct
  3525841 ggcgacccca caaactccgc aacaaattta ttgagcggat ggcgatagac gttcattggc
  3525901 cggtcaacct gcatgatctt ccccttgcgc aggatacaga cgcgttcacc catggtcatc
  3525961 gcctcaacct gatcgtgagt gacgtaaatc atcgtggccg gtctacccga ttcgcgtagt
  3526021 tgttgatgca acttactgat acgcaggcgc atggagacgc gcagcttggc atctaggttg
  3526081 gacaggggtt catcgaataa aaataccgca ggttttctga ccatggcccg acctaacgcc
  3526141 acacgttggc actggccgcc tgacatctct ttcggcttgc gctgcagcag atccgtgatt
  3526201 tccagtaact cggcggcctc attgactcgc tgagcgattt cagctttggt cttcttcgcc
  3526261 accttcaggc caaacgccat attttcgtac acggtcatat gcggatagag ggcatagttt
  3526321 tgaaatacca tggcaatgcc gcgatcttta ggctgcacgt cattacattt tctgtccgcg
  3526381 atagtgagct caccgctgga tatttcttca aggccagcaa tcatgcgcaa catcgttgat
  3526441 tttgcgcagc cagaggggcc aacgatcacc atgaattcac cgtctttaat atccaaatta
  3526501 atatcatgca gaacctgcat gccgtttgga tatattttat tgacgttatg taacatcact
  3526561 cctgtcatca cccactctca ccgcccaata gaaacgtttc actagattag agtttgccat
  3526621 gggccactgt caatatcgcg cgacatactg acattccgtt acgagatctc tatcacgttt
  3526681 tgacatcact tcattcttaa ttcaagaaaa aacatgcagt tatattggga tcgccataaa
  3526741 gttatcacta aatgtaataa aatgttttgt atgtcacact tttcaataaa tctctgttaa
  3526801 tgcggttgac tcacgttgtt tattacgcag attatagaaa cgtttctatt gaatggtttt
  3526861 taacctaaag tcaggcttat aaggcatatt tacatgatta ataaaagaaa aattgtcctc
  3526921 gccgctatat tactcacggt taacggcggc ttgttcgccc agagcgtcgt gattgatcaa
  3526981 ttaaaagttt ctgagcatct ttatccaaag ggatttgaat ccgaatttca gaataacctc
  3527041 gatttctatc gtgacggtgt tggtgtcgat gagaaggcca aagtgcctta cgatacgatc
  3527101 cgtattgaag gtactgaaat tgttaaaggt tattatacca acaccaccga ggtggggttg
  3527161 tatctcaata tattaaccga gtcggtaaaa gccggtaacc tgcaggcgtt acaacgaatt
  3527221 aaagagacat taaccacctt ggagcaggcc cccaaatgga acgggttatt ttactggccc
  3527281 tatgatatcc gcgacggcaa gctggtgacc aatcccgatg aaatcgtacc tgcggtggat
  3527341 aacggtaatc tctcgttcgc actggcgggg gttgcgggtg catttctaga ttcgagcgat
  3527401 gcggacaagc aagagatcgt gcaacgcatt gaggcgatac tggacggaca gaaaccaggc
  3527461 tgggccgccc tgtacgatga aaataaaggt ctgctctcct ctggttggtc gacaaaaaac
  3527521 aatgcgtcac tgggctactt cgttgatcgc aagggcaatg aaagccgtgc ggcggtggcc
  3527581 tgggcggtgc tggcgactaa agatatggga gccaaagcat taccggttag cgcgttcagt
  3527641 aaaatggagc tctacaccca acgctatgaa ataaacggca agcaatacaa cccgctgctg
  3527701 acctgggatg gcgcttattt ccagatgatg atgccgcaaa tatggctgaa tgagcgtgaa
  3527761 ctgatgccta actacggcat tgtcgaggat cacaccttta ttcaaaaagt ctatgccagc
  3527821 aagcatggca ttccaatggt ttcttcctcc gctaccacgg ataacgctta ccacgccttc
  3527881 ggtgtgccac agctttccga gagcaaagtt cgcttcaaga ataagatcga tgatggctat
  3527941 accggtacgc cgcacgcaat agcgctctcc tatatcgtcg atcctgccgg agcgatcagc
  3528001 gcattaaaga aactgaaaca ggcttatccg aatatcgaat ccccgtatgg ctggtatgac
  3528061 gctgtcgata gcagcggcaa gatctcaaaa aatatccttt cccttgatgt cggcatgttt
  3528121 gttggtgctt ttctggcgaa agagatcaat gccgatgttg aaaaatacct acaaagcaag
  3528181 ggcgatatgg aattgctaaa agagatgtat cagtcctacg ttcccaataa ttacaaacca
  3528241 ttggatggtc tctccagctc ttctctgcac tgatgactac cgacacccaa ttaccctaat
  3528301 accacctctc ggttcaccag agcagaggat ggcattgccc cccatttcgc gatgatagaa
  3528361 taaggattac aggcatgaag agattgttac tgtcggcgct gttgatcacc cctggcacgt
  3528421 tgctggcagc cgatgctcag gagctcccgc tgctcagtgg cggtgatgcg ccgaccatca
  3528481 agaactccaa cctcgatttg ttcggcgttt ccagagactt cggcgatatt atatttatcg
  3528541 acgatgaccg gacagtgaac gattccgcgc cgaaaagaac ccgcgtcttt accgggtatg
  3528601 agtatgaaaa tatcaagttc tccaatcacc cggcgcaact gtatagcaca ctggtattcg
  3528661 ctgacggttc gaccaagatt accgacagtt ttagcatggg ttatgtgcta cgtgagacca
  3528721 cgatttacga cggcccacgt aataatgcat ttgccggctc cgataaatcg cgccgtgact
  3528781 cttttatgga aattcagttg ctgccgaaat atatcaactg ggttaacgag aatttgagtt
  3528841 acggtgccga attgggttac gagcgtttta ctgatgccaa agatgcgcca gaaaagcaga
  3528901 tgtaccatat tcgccctgag atcaatctgg gatttggccg taatttcctg catctcaatg
  3528961 ccgagttggg ctggatagac agaactgacc gcggcgctta tatcgaaacc gaaccactgt
  3529021 atctctaccg cgttaccgat aactttaaca ttggcgcaaa agcctattac cacgctgaag
  3529081 ataacgacta tcgctggcgc gagacggcaa ttcgcccgtt gatacagtat cgcttcgcca
  3529141 acagtaccta tctggaactg cgctgggaga tcggtggtat tcgtactcat gacggcagtg
  3529201 gttataacta caacaattac ggtttatata ccgaaatccc cttcaacccg acgatatcct
  3529261 ttatggccga cctgcaatat aaggatcaaa aacagcatcg gggtaatgaa tggtcgtggg
  3529321 gcgataaaga agatattttc gccaaagtcg gctttatcct taatttctaa gcgtccacat
  3529381 ccttttacta acgataaaaa atattgggct aatatttagg gaatgaccta tgaataacca
  3529441 taagatctgg cgtttatccg ccgttgctgt tgctttactg attagcggta atagctatgc
  3529501 cgatcagacc ctccacttcg ctcagcaacc gcataacacg ggcgatcata ctgtgatcgc
  3529561 cgcaccagag gtcaataact tttcattggc agatctgacc gccaacgcag aagggcaagc
  3529621 agtggatgcg accaacgcag gcgcactgcc gctgcgggtt gaacccactc aaggtgacgc
  3529681 tcaggcgaat ggcgtactgg tcacctccgg cacctttact aatcaggctc agggctcgat
  3529741 caccgtgagt gccagcagtc aggatcaaca tgctgttgcc agcgggttgc aggcaacgga
  3529801 tgcctattgg tccactctgc gtaatcaggg tagcatccgt gccacgagca acagcctaca
  3529861 cggcagtgca gaggtctatg gtatccaggc tggcctggcc ttttccgatg ccgccgggga
  3529921 tcactacggt gaccacatga tgttgagcaa cgagggtgtg atgcaggtga gtgccacggc
  3529981 cgagcaggac gcctttgcca gcggtatcta taccaatgcc ggtaatggcg tggtcaacaa
  3530041 tggccgtctg gatgtcagtg ctcatgccag tgctggcgat gcacgggcaa ccggcctgca
  3530101 taccctctct gccaacccag gcgtcgatcc cgatccatgg aaccccgcta accccactca
  3530161 tctgatgagc aacaatggct cgttgtcagt cacggccagc ggtaacaatg cgaccgcaag
  3530221 cgcgatcagt accgagggcg aaggggtcta catctacaac aacgggacac tgatcgttga
  3530281 tgcatttagc gagagtgcgc agggcggtgc atccgcctat ggtattcatg tgctcaacgg
  3530341 cagtgccacg atcaactcca gcggcagaat tttggcgaca gccaccggcg gaagccaaca
  3530401 gcaagcctat gaagtgatgg ccgacggttc ggtagttaat attgaacgct atacactcgc
  3530461 cttgggcaat gagacaccgt gggcggtcag taatggcggt tcgatcgtgc tgggtaacgg
  3530521 tacgcaaggg gccgatctgg tgctgatggc tgggcaggcc agtgaaggtt tcgcctatgg
  3530581 taaagagtac agcttggaca atctggctta cgataccacc tccggccagc agagtacggt
  3530641 ggggggttct attgcggggt tgtacggtat tacgcctgat atcaaggtga ttcacagcgg
  3530701 tagcagcagt agttcgttgg gatctgctgc actggtgtat gcaccggatg tctctcatgc
  3530761 cggagtctcc gcattggcac agcgttcttc catggagcag gcatccaata tcatctcctc
  3530821 gcaactgcat agtcagctgg taagtaacgc cggttgtaac cagaagttgg agagtgccga
  3530881 tagctgcgtc tttatcacac cttatgctgg tgagtaccgt cgtgatccag tgacctccgg
  3530941 ttacagcggt cagcgctatg gggtattgct cggtcagaac caacattttg gcgatttcca
  3531001 gcttggctgg cacggcggtt atgagagtgc cagcaccgat tttaatggta cctctgtagg
  3531061 gcgtaaggag gagattaata cgctgatgct gggggttcag ggcggaatga agctctctga
  3531121 gagtctgttt attgcagcga ccagtacgtg gttcagcagt gacaccgatt acagtgacag
  3531181 caatacctac tacggcgtgg gcagccagag cggcagctat gatagcagtg gcctctacac
  3531241 cgatgtctcc gtgggtaata gctggcagtt gaatcgcaac tatgccatga caccgatggt
  3531301 cgggctgacg catatctggc agcaacgcga tggctatact gtctcatcca ataacaaaaa
  3531361 ctatgatctt atcgacaccc gctatagcag ctacagcgac catgcagtcg ctctccatgc
  3531421 tggagtacgt ctcgatggtc gctatccact gaccaacgag acactgctta agccgttctt
  3531481 taatgtcgga ttccagcaaa tgttgtatgg cgatgagatc accatcgatc agagtatccc
  3531541 taattcgccg gtagttggcg taagcaccaa ggataaaacc actcaaggaa ccttcgatct
  3531601 ggggatggca ctggtaagcg ataacggtgt gtctgccagc ctacagctat cgggcatggt
  3531661 caatagtgat cgtcaggatt tcaccggctg ggcaaatctg ggctgggcgt tctagagggg
  3531721 cagttgcgtt aagatgctgt cgtataacat gcagttcagc atcttaggcc gctgacagca
  3531781 ttcctaccgc tgtactccga atgcagcggc gggagcttgc ttttgtatct gccaagttga
  3531841 taacaacatt ctttgtttga ccgttattca cgttctctca atctcggtca taaatattac
  3531901 gaactgagtt tgttttagga tcgatattat tgaacacttc accattaatt ttatagtctg
  3531961 gatttttagt cagagaactc tattaagcgg caagacgaaa tttgggagga gtacaataga
  3532021 ggttcagcgc cgcggtatgg cgcttgcttg aggatccacc ggtaacagac aggctgtcgg
  3532081 tggccgcgct gagagtaata ttctgcgcct gcacatcgat ggtaccggca ttcacccgcg
  3532141 cccccacggc ggtcagattg tctacgttgg cgcttagatc acggggacta atacggtttg
  3532201 cccggcgacg tcactccatc agcacgatat tgccggttaa ggttgccatc tgctccgcac
  3532261 tgaggcgcgt acccggtgcc aaattgaacg cttttctgta ctggaccccg gcggcaaaga
  3532321 gctgctcgaa ctgcgcctgt tcgctacggt aatcactggc caccgttctc cccgtcaacg
  3532381 ccagcacctg atcccgtaac agccgctgtt cataagcgtt atcccccagc cgtttgtgta
  3532441 tcaccgaagg atcgctgctc agttgctgca aatagaggtc cgaccctttc cagttattca
  3532501 ggctggcaaa cgccggatgg gtctccacca gatagccgcc gctgaccgcc cgatctgggg
  3532561 taacaaggcc ggttcggttg agatcgtcag acgggggagg aaccccacgc gggcccgtgg
  3532621 catcgagaga ggaagggggg ctgatattcg cgagagataa cgccgcttcc gggccggggg
  3532681 catagtcacc tttatcggtc ttgagctgat acagcccgct gcgcgggagc gtcagggcga
  3532741 tcccgttgaa ctcgacggcg atattcttgc ccgtgctgtc gcgatcacgt ggggcgacaa
  3532801 tcgcaccggg tgctgtccca ttgtttatca ccgtattgtt tatcaccgtg ccgctgccag
  3532861 tcagggtttt ggcagtgatg ctcgaggcat attggttgtt cgggcgcagc ttcatttccg
  3532921 gcccccaggc gatgccccac aacttacctt tataggtacg gcgcacccta ttcaggcagg
  3532981 gccgggattc atgagctttt atgtataaag actatcgtcg taaggcgatt cagccagaat
  3533041 tttttgaatt tcatgtcgcg cttctgattc ccatgctgaa ttcatattcg ccattaattc
  3533101 aataaatttt ggaaaagcga tgcgccgtcc atctctgcct tccaccctgt gatctaactc
  3533161 atattggaat gctgccttat gagcgagctc tgacatgatc caataaagta actcatctaa
  3533221 cgacttagta accctccgcg aaaattcata acctctttct gaataaatat aattatacat
  3533281 attgttttca aatgtaatat atggagtgcc ttcaccaata ggttcggtac aaagattaac
  3533341 tgaatgtctt gggagaccag ctcgtaaagc catctcatca actttttttt gtatttcagc
  3533401 aatactaagt aacatatcag cgaacctcac gaatataatt attctttaaa agccattcca
  3533461 cattcactcg ttcttgcatg ttaggtaata tttgaatacc accacctggt tcaccgaaag
  3533521 cgggagcaat ttttccttgt atagcaggca agggttttat cttccttttg gtcattaagt
  3533581 gctttcatta gcttttcatt ttttgttgct gataaaaagt tattctctac cgcatttttc
  3533641 tcggtctgtt cctgcacgct atcgaagttg ctgcgcagtt gatcgcggct catgctcaga
  3533701 ttcgcagagc cgccgctgcc gaccaccacc atgctcatgc cgccgttgat gctcctttgc
  3533761 ttccaatgat aggcgtcgcg gtctggttgg ctttacagca ggtcgcggcc actttttagc
  3533821 gataatgtgc cgccgctgtt gagctgcgtt tccgtccaga aggtaccatc gccgcggtca
  3533881 ttgccttggg atttattgct gctgacgaat aaactcaggc cgtattcttt gccgaaattc
  3533941 acactctgcc gaccgggtca gctagcgcca gtgtgatccc cgctgtttat tctccacaac
  3534001 aatttaaaat cccttaattt taaaaatacg taacaaacca atacccaagc ctaagatccc
  3534061 ccccccataa atactcattt ttaacagtct ggtgaactga aaagattcaa gtgatattgg
  3534121 agcatttaca taaaagtaca taaatacttc aaggaaaaga taaaaaattg taccgacgat
  3534181 caataaacct aatatacata cagccattaa taaaactaca taaaggaggt tcttcattta
  3534241 ctgtcctcca ttgcatcttt cttttgttgg atgagggagc ttccaaactc agatgataaa
  3534301 ctaccacctg cattccccac agcactaggg atcttgctcg gcaacatttc cttggaaata
  3534361 cctaactgac ctttaacttc agcatatttc aataaattag gatcgaattt aggattccag
  3534421 ccaccggtta tccacttacc aagtgtattg gcagcaggtt tcaccacata gtttccaact
  3534481 ccatatccaa acccagcccc tgttccattt gttatcgccc cagtaagagg atcgccaccg
  3534541 tttatagcat tgattaatgc tccacctgcc gcattccagg ctattgtacc tttccagccc
  3534601 tgccccatgg ttatcacatt tatccagcct gctgccactg agttaaccgg atttatttta
  3534661 ccgttatctg catactgcat cccggcattt gttccagcac caagtgccca cattgcctgc
  3534721 gaacttccgg gtaatagagc tacactgcct gtagccagtg ctgctatata cgctttattt
  3534781 tctgcgatcc ctcgctggca agcagcattt gatgggttat ctgcacagga caaaacatca
  3534841 gcaccatgct tttgaacgaa ttgggtatgt gtgaattcat taccacccag caagttattc
  3534901 tctaccgcat ttttccccgc ctgccccccg gctagcgcat ccgctgtgct gtcacctgtc
  3534961 aaaccaccgg ccagcccggc ggctaatgta ctcagtgcgc tgacagcctg tttctgacct
  3535021 tcagtgagtg tgttcttatc ccaccccagc gcgctgataa tcgtgggggc catcaactcc
  3535081 gccgtggccg cgccagccgc acccgccagc gcattgttgc cgctggcata ggccgtcacc
  3535141 gcgcccaata cggcgtgtgc cattgtgtta gccgccggat tatcgcctgt actttgctta
  3535201 atcacccccg ccagatacgg cgcactggca cccgtcaggg ccgcacccat attcccgcca
  3535261 gccagcccct gcacggcggc tgtcgccgcc tgcatcccgc gttgcaccgg gccgcctgtc
  3535321 ccaaatcctg actcgttaaa tgcctgatta tatgccgtct ggtaaatctg ctggttgatg
  3535381 tcctctgccg tggccgcctt gcccggatgg gctttctccc actgtttttc cgccgcggcg
  3535441 atatcttccg gcttcaccgc cttcatcttg tcgtttgccg cgtgagtggc aattatcttg
  3535501 ccctgcgtgg aggcaatatc taacgcctga ccgcctatct cgccaatcag ctgcacttct
  3535561 ttcagccggt tctgctcttt ctctttatca aaaatcggcc cgatactgcc gttggcattc
  3535621 ccggtgtccc ggctcaggtc atcaacattc tgctgttgat tctccgtgtc gcgaacggta
  3535681 atcgtgccct cactcactgc cgcctgcgtg gtgccttcgg catatccgcc attgcccagc
  3535741 cccgcgagca ccataccgcc cagattactc agcaggtctg accccaccgg gccaccggtg
  3535801 ctcaggctgc cgccctgatg ctccaccgtg aataccgctt tatttttgat atcactgaag
  3535861 cccagtgtgc cggtatccag cgtgttttta tcggctgccg ccgtgctggc aatcaccgcg
  3535921 ccatccaact gggtgtgctc acccacccgg atatcaacac cgccagaacc ggcaaaaata
  3535981 cccgtctgcg cctgcaccga gtcatactga ctggataacc tgtcacggct catgctcagg
  3536041 ttgaccgcgg caccgccccc cgccaccggg acactgatac cgccgctggc acggctctgc
  3536101 ttcgcatcat aattatcgcg gtcctgctgg ctttgcagag taagattacg ccccacatcg
  3536161 gccttgaccg tttcagcgct gacctgcgcg ccggtcagtg ccgtatcgcg accgctgcgc
  3536221 aacgagaaca ttccgccact gtcgacggtg gtttccgtcc agaaagtgcc gtcaccgcgc
  3536281 tcattgccct gccccttgtt ggcattggca aagacgctca gaccgctgcc ccccacactg
  3536341 acgccaacgc taccgccacg gctgctgttg ctaccgtcgg ttttttgcct attggccgcg
  3536401 ccgagtaact gcacgtcacg cgccgcatca agccgggtat cgcccccggc cttaagctgg
  3536461 ctgccagcga tcagaatatc gctaccggag gccttgatgc tcaggttatt acccgccgtc
  3536521 agggccgaac cgctcacctg ggtctgttcc tgctgttgct gcgaggacga tttctgtgag
  3536581 cctaacgaca cactgacgcc caccatctca gtgataccgc ctccctgggc ctgcaccagt
  3536641 tgcccggcct gcaccgcttg cacccccgac agcgccgctt taaccccttg taatcccgcc
  3536701 agccggccgg tgttttcttc tcgggccgct ttggcggtgg tgaccgccgt attgacggca
  3536761 ctgccgaccg gtccggacag cgccaccgtc aggccacgct gtttactctc ggcagtatac
  3536821 tgttgagaac ggctattttc tgcggcgctg atcgcgacat ccgcccctgt cagggcgagg
  3536881 tctttacccg ccaccacgtc gctgccgtga agggttaact gattgcccgc ctcgagacgc
  3536941 acattgcccg tcaggctgcc caccgtgctg ccaacatggc tcaccgtttg ggtctggtcg
  3537001 gtggttttct gccgggaagt cccgataaag acaccgatac cgccggtgct catcaggccg
  3537061 gattttttct gctcgaatag ctgagacccg ctctcgctct gctgcgcggt gctcacggtc
  3537121 aggttttcct gcgcacgcag gcgaatatcc ttatcggcca ccacgctgct gcccgcgacc
  3537181 gcgatatttt ggctactgac atcaatggaa cccgccgaga gcatcgaacc caccgccagc
  3537241 gtctggctcc ggccctcttc gctgcgggtg gtggtgctgg agagcagccc ttttttagtc
  3537301 ccggtatgat tgcgctgctc gtcatgctgt tcggtctggg aggtgagagt gacatcgcca
  3537361 cccgccgcta gtttcaacgc gccatccgtt tgcaccgcgc tggcactgag ggtgatatcg
  3537421 tttactgtct gcaaattgat atcgcccgtg gcgttcaact ggctgccgag gagcgtttca
  3537481 tcatagagat tgaccgagct ggtatggcgt ttgctcgagg atccaccggt aacagacagg
  3537541 ctgtcagtgg ccgcgctgag agtgatattc tgcgcccgca catcgatggt accggcattc
  3537601 acccgcgccc ccacggcggt caaattgtct acgttggcgc ttagcgcacc accgaccttc
  3537661 acctcgctgc ccagatggcg gagagagcca ctggtcgcac tgccgccgcc atactgcgca
  3537721 ctgatctggt cgctacgttg caccgtgctg agaagccagt cgccaccggt gttcacctgg
  3537781 agatccttgc caatattgat gcccgcgccc tgctggataa aatcgcgttg ggctgtgatc
  3537841 accgcgttat tactgatatt gaggctcgcc agcggcccga ggatcgtttg tgtccgctgc
  3537901 accgcaccgt taccgctgct gtactgatca ctggcggtac gcaggatcac atcgcggccg
  3537961 ctgtccagtt gcaggttagt ggcattgagt cgcgcgctgg tcaggtcaat atcgctgttc
  3538021 agcgtgctga gttgcaggtg attacccgcc tgaagcaagc cgcaacggtt gttcagggtg
  3538081 atgtctttcg ccatgctgat ttgcaggtta ttactggcgc tgatcgcccc cgcattggcg
  3538141 aacccctgta cctcggtcag gctgatattc tccgccgcaa tcaatgcccc gttagcacgt
  3538201 agatcgcccg gtttaacccc cgccagatag accacgggga ctaatacggt ttgcccggcg
  3538261 acgtcacggt tctccatcag cacgatattg ccggttaagg ttgccatctg ctccgcactg
  3538321 aggcgcgtac ccggtgccag attgaacgct ttgctgtact ggacgccggc ggcaaagagc
  3538381 tgctcgaact gcgcctgttc gctacggtaa tcactggcca ccgttctccc cgtcaacgcc
  3538441 agcacctgat cccgtaacag ccgctgttca taggcgttat cccccagccg tttgtgtatc
  3538501 accgaaggat cgctgctcag ttgctgcaaa tagaggtccg accctttcca gttattcagg
  3538561 ctggcaaacg ccggatgggt ctccaccaga tagccgccgc tgaccgcccg atctggggta
  3538621 acaaggccgg ttcggttgag atcgtcagac gggggaggaa ccccacgcgg gcccgtggca
  3538681 tcgagagagg aaggggggct gatattcgcg agagataacg ccgcttccgg gccgggggca
  3538741 tagtcacctt tatcggtctt gagctgatac agcccgctgc gcgggagcgt cagggcgatc
  3538801 ccgttgaact cgacggcgat attcttgccc gtgctgtcgc gatcacgtgg ggcgacaatc
  3538861 gcgccgggtg ctgccccatt gtttatcacc gtattgttaa tcaccgtgcc gctgccagtc
  3538921 agggttttgg ccgtgatgct cgaggcatat tggttgttca ggcgcagctt catttccggc
  3538981 ccccaggcga tgccccacaa cttaccttta taggtacggt agcgatactc accgctggag
  3539041 gtggtctgct caaccagacg ttgttggctc ccccagtcat cttgttgcag cgtgaccccc
  3539101 gtaagatcga tcacgccttg cgcactcact ttactccagt tgttttccag cgtgcccacc
  3539161 tgaagcgtca aattgccacc cgcgagcaat tgcgcttccg ggctgatttg atcgatgcgg
  3539221 ttataggcaa cagtcgaggt gtagttcgtg ccgatataat cactgttcat tggaccaccg
  3539281 gcagggggtt gagtataacg cccccccgga atatcggggt tttctgccgt ccagtaagcc
  3539341 gcccccgtct cggtgtcacc cacgataaag tctgtcgtgg ccgttaaaat ctgacggcga
  3539401 ttggtcagcg ttttggcgta aaccagcaga tcgtttccgg attcaatcag gccggaaagg
  3539461 ttgagcacct gggccgcaga cgagtaattg ccactattat cttgcccacc agccagaata
  3539521 accttgccca tgcctaacag ggtggtggtc ggtgcggtat cggtgcgcgt gacggtatca
  3539581 ctgttttcaa ttaccggtgc caacagcgct agtgtgccgt ttttatccgt tgcaccgatc
  3539641 agggcgttag gacccgagtt agtgatgcgt tcccgcgcgt taagcgtggc ggtggcaccg
  3539701 atgagggtgc cgctattaaa caaggtgttg gcatcagtac tgagcccacc acgggttaat
  3539761 atttccccgc gattagtcag tgcgccagat gcacggagat cggcttgcac cgcacggata
  3539821 ttgccgttat tcagtaaact gttcgaacgg gtgctcagtt tgcgccccgc caacaactgc
  3539881 ccgtcattgg ttaaagcgcc gtgggtggta aaggagaaat cacgcccggc ctgaagggta
  3539941 gagtcggcca gaatgttgaa gtcactctgt aaccccagta ccagatcctg actggccgct
  3540001 atcttgcctg tgcggttatc cagttggcca aggtttaacg cgatgttatt cgcctgaagt
  3540061 gagccgcctt ggttattgag ggtttgccct gcatttgcgc ccgcattgat agccagcgag
  3540121 ccaagggaaa gaatattggc gcgctgggtg ctgacatccc ccttgttggc tgtgatggtt
  3540181 atcccgcggg cttgcgtctg gctgccagtg agatcaaccc cgctgccggt taacgtcatg
  3540241 gcaccggcgg caaggctttg cccgtgcgcg attaagtcct gacggaccgt caccgccaga
  3540301 tcaccggcgt tcgtcagctt gccatcactt tgcacacccg cgcctaacag gctaccgctg
  3540361 tcgctatcaa ggccctgcgc ctgtatggcc acgttgcctt tggagaggat tgtgccacca
  3540421 cggttatcta aataacccgg tagattcagg ttgaaatcgg tggcccccgt ttgcgcgatt
  3540481 acaccgccga gattggagag cgcttgcaca tcgaacgtga gctgatcggc tatcaaactc
  3540541 gccttatcgg tacgcagcca ggcgctggga ctggccgatg cttgtgttga tgatgattgt
  3540601 gttgaggatg gaggtataga tgatggcggt ataaatgatg atcgtgtcgc ggctagctgg
  3540661 gtcactaata gctgagtggc ggctttaatc acggcgctcg ttaatgtgat atcacccgat
  3540721 tttgccgtga ggctgatggc gttggcctga gtctggctgc cggtgagatc aatctggcta
  3540781 cccgccaatg ccagcgaccc tgcggcaata ttttgccctt gcgctatcaa ggcttgctct
  3540841 gtgctgaccg ccagattacc gctgtcgctc cggctaccgt cggccttcaa tcccgccgcc
  3540901 atcagggatt gattgtcgct aagtaagtcg ttagcccgca gttggagatc cccaagtgcg
  3540961 gcgatggaag cgctgttgcg tacactgccc tttgtcagcc actgtagcgc gccctgggta
  3541021 taaaccgagc cagtgttaac ggcattcccc tgcgtggtga tgtcgctgtt tcctgcgcca
  3541081 taaaggctac cgcggttatc cagattaccc tcggtcaata ggcgcatttc cccgttggcg
  3541141 acgtgcagct tgccctcgtt ggtcaggtta ccggcgatgg acagccgcat ctggtcacct
  3541201 gcgctgtaca gcatgccgct gttattgacg tcaccctgag ccgatagctg catctctccg
  3541261 cgagtttgca tcacgccacg gttagccaga ttgccggtgg cggtgaaggt cagttgctgt
  3541321 tcggtgtaaa tttcaccgat gttctctgta ttgccgttga cggtaaattg cccgacaccg
  3541381 gtggtataga tagccccacg gttaaacagg ctatcggtgc tcagtgacaa gcctcgcccg
  3541441 gccagcaggc tgctattatc agcattagta ttacgatcag cactggtatt gcggatactg
  3541501 agcgcggtga gctgcatatc ccgcccggct tccagtttat actggttaat caatgcgcca
  3541561 cggctgttaa agagcagatc acgccctgcc gttaaacgcg cgcctgcctg atgaatgaaa
  3541621 tcgctttgta gacgtagcca caggtcggtc gctgccgcaa tttccccgtt gctgttctcc
  3541681 agtttggcca gattgagttg gatattatcg gcatgtaatt tcccgccgcg gttattcagg
  3541741 gtttgttcag ggttggctac cgcagtcatc gagagagtgc cgggggtgat caaggtcgcc
  3541801 tcgcgggtcg taacatcacc gtcacgggcg gtgatcgtga tattgctggc gtgcgtctgg
  3541861 ctgccagtga ggtcgacgcg gctcccggat aatgtcatgg tgcccgcagc gacattctgc
  3541921 ccctgagcaa tcaatgcttg cgtggtattg gcctgtaaat cccctttgct ggccttactg
  3541981 ccatcggctt gtatgcctgc gccaagcaaa ctctggctat tgctggtcag gcgttcggct
  3542041 tgcagtgcca gattgccttt ggtgagcagc acaccgcccc gattgtccag atagccgggg
  3542101 agatccagcc taaaatcacc gctgcctttt tggacgaccc gcccctcaac gttagagagg
  3542161 gaataggcgg tgagattgat ttgatcagcg gtgaggtaag ccttatcact gcgcaggatc
  3542221 tggcgggtat ccgcaaacaa cgtgttagcc gccatcaccg tggcaccggt taacgcaata
  3542281 tcgccttctg tggctgtcag ccgcatatac ttggcttgtg tcaggctatc agtaagatca
  3542341 agccggctgc cggagagtgc cagagtgcct gcggttagcg ttttcccttg agcaatcaag
  3542401 gcgtgccgcg tagtgacatt gagatcacca cgcggagcca gtttgccatc actctgtatg
  3542461 ccagcaccca gtaaactctg gctattactg gtcaagtgtt cagcttgcag caaaaagttg
  3542521 ccgcgggtga ggagagtgcc atcacggtta tcaatatcac ccggtagatt caagttgaag
  3542581 tcggtcagcc cagtttgcgt tatcacgcca cccacattgg cgagcgcttg tgcgtcgagc
  3542641 gcgatttgct ccgcgaacaa gttagcttta tcggtgcgta gcaaagaagg ggtcgaaaca
  3542701 gacagacgac gattggcgaa caggttagcc cctgtcaaat cgatgtcgcc accttcggtg
  3542761 gtgaacgtca gatcaccgct ctgagtttgg ctaccgctga gatcaatacg gttcgcatta
  3542821 aatgtctgcg ccgtgccgct aatatttttc ccttgggcgg ttagctgccc acgggcttta
  3542881 atatcaaggg tgccacgggt aatggcactg ttatcggatt taatgccagc acccaaaaca
  3542941 gaattacggc tgctgttaac ctctgccgcg cggatcaagg tgtcacccgc cgccgcgacc
  3543001 gtgccactgt tgctcagttt acccgctgtg gtcagttggg tattgccctt cccatagagc
  3543061 acaccgctat tctctatgcc tgagggggta ttcaccgcca gttgttgagc actgctgatc
  3543121 tggccgcggt tcaccagcat accgtcggcc gtaatcacga tatcacctgc agaagcccct
  3543181 atctcgcccg cattgtgcac gccaacaccg gtttcagtac cgattaggcg gattttaccg
  3543241 gcgtacatcc cccccaaatt agccacatcg accgccacgg caggacgatg gcggccatcg
  3543301 gcggcgttgg tattgatatt ctggtgtgcg gcatcaacct gattgcgccc ggtagtgata
  3543361 ttcagttcat tggcccagat gcccgcattt actttaacgg aacgggcgat cagatcggta
  3543421 tgatcctgac cacggctgtc caggcccttt ccctgaataa caatttcacc ccgttcaaca
  3543481 tcgtagccag tgagttggcc gttattgagc tgcgcctgac cggtggtgag ggttgcgcgg
  3543541 ttggcgttga taaaaccaca gccctcgcag gtaatgcctg cggggttagc gatcaccacc
  3543601 tgcgctttac gtccggccac ttcgatatag ccgttgagct gactcgggtc gcgactgttg
  3543661 acttcgttga ggatcacgct ggcttcgccc cgcgccagcc acggattacc atcaaccaat
  3543721 ccggcaatct gggtctggtt gacaccgcgg ccgttattga ggatcacccc gcgattatcg
  3543781 acatcaaact ggcggtaagc gttgcgcgag acaccgccgc tactgggggt ttggatattg
  3543841 acctgaggcg tgccgttggc gctgctgata atggtcggct gctggttacc cggcgcactg
  3543901 ccatccgcca caattgcggc ctgagcggat aacgagatgc aacccaaggc gattaacaga
  3543961 cgaaaactca atggtgataa ggcactgacc cggcggcgct gagtatgccc aacacctgac
  3544021 gatggcgacg atgcagcccg gccggaggcc gcaatatcgg cgaccaccat caacatgccg
  3544081 cgcgcttgat taaaaacaat acggtacagg tttttattca tggctcatcc cagagagtta
  3544141 agttaattaa cgttaatcgg acacatcagt acagccaatt caggttaaaa cccaccgcca
  3544201 gcgaatcggt tttgaaacca ttaggtttag agagcggttt ccccgcaaac aggtcatagc
  3544261 gggtattcag tacgttgcca cgtaccccga ccgcactgcc cgccaaatgg cggcctaaca
  3544321 gataagcgcc actacgacca ccgacttcgc cgtaatccac accgacatac agctcatgcc
  3544381 ccggtagcgg cagataccag ccgatatcat tgcgcaccca ccagccgcga tcggcaatca
  3544441 gcgtgcgctc accattaaaa ccacgcaccg accagcggcc accaatggag aactgatcct
  3544501 gcggcgtcag tggcgtgttg gtactttggc gctgatattg caggttgtaa tggaggtttt
  3544561 gcgccataac cacaaaagga atatccagtt gcgcattcaa tcgcagaatt ttgctcaggg
  3544621 cggtggcttc gccgaaatac tcttcctgcg cgggtatggc accaaaccag cgggtgccac
  3544681 gctgatagct gataccggca tccaaaatcg cctgcgagat aaagtggcgg tgttgtagcc
  3544741 cgatccgcca ggccgaggtg cggcggcgct gtacttccac ttcggtatcg ttgatatagt
  3544801 ttttcgacga acgggttagc acatcgtagg taaaggtggt tttctggctg gcattacggt
  3544861 gcaacaaccg gctgagttgg aacgccacgt tctcactttc acctcggtag ttgatatcgc
  3544921 cattcaggcc cgcaacggcc tggtaatagt cataacggct ggcggtcatg cctgcggtcc
  3544981 aataaccgaa tggcaatgag taatggccgg tcagattatt cgtgccttta tcgccacggc
  3545041 gttgcagtgc gccaccagct gagacataaa aaagatcact cagagaaagc gggttatcca
  3545101 gaaacaacgt cgccccccct tgatagcggc cagtgctgcg ggtacccgaa tcatccagtg
  3545161 aggctgccag ccgccacatt tttcgctgtt gccagttcag aatgatatcc gtctcaccgg
  3545221 gggcagagcc tgggatcaac accatattgg cttgcaccgt gggaacacgc tgtagatttt
  3545281 ccaagccttg ttcgatatcg cgtaaatcca acagcgtccc ggcacgggca ggaaaagcgc
  3545341 tgaataacgt gacataccta ttactgtctg gcgtcagttc cacaccgcgt attttgccgg
  3545401 gcacgacgtt tagcgccagc gtgccgctgt ttaaatcctg ctgtggggcc agcactcggg
  3545461 tagtcacata gccgtgatcg accaaacggt tctgcatttg gctcattagc aggttaatgc
  3545521 ccttggcccc cagacactgg ccttgcgctt gatcggcaat gcgttgcaac ggcaaccaac
  3545581 ggggcaatgg ctcggcccca ctgattttta tccgattaat aacaaaacag ggtgtctcca
  3545641 gcggaaaaat aatacggcta aaaaaggccg agggcgcaga taagcgcaca tccggcgtcg
  3545701 gcggagccag gcgctcttca agtgcccgtt gccgctcctg ttggtgaata ctttgttgaa
  3545761 cgggcgctaa ttccgcgcca taactggcat ctggaatagc cactattttc aataatacgc
  3545821 cagccactaa tatagaataa taaaaacgcg acatgaggag ttcccttccc caagagcttg
  3545881 gggtacataa acataatcat tacgttacgc cacgataatc ataatgacgt gattcctaat
  3545941 aattttatag ttaataaaaa taatcatatg atgggaaaaa tcactacaga cagacgtgaa
  3546001 taaaacataa aaatgaaact attacataag taactttagc taaattcaat ttttaaaaac
  3546061 aaataaagat atagaaattt acactagaat aataataaaa ctcaattatt acagtaagtt
  3546121 gattttaatc agagttcaag ttacgccccc aagtaaagcg ttcattccac gtcttagata
  3546181 taagatatat tattgaaaaa aattaaatta gacaataagc cttgagataa aacattatat
  3546241 ttacgataaa atagcctcag tattaaagag gctattgata agagcagttc attcccgcgt
  3546301 atactttaaa tagtgtccta agtgaaaata aaattagcct tcgtttactc ttcgtggtga
  3546361 ttaaaatacc aatagtatga attggtttaa ttaggctact taaagtctca acttgttttt
  3546421 gagagggatc tgttgagagt agaaccgtca ttcaaatacc taacccactc ccccttctgt
  3546481 tgagataaca accagatcaa ctatgctgta aaaactttat cgcttatgat gtaaaaaatt
  3546541 ttaccattac atatagtagg ggaattagat gagaagacta ccggtttacc tgttgcttga
  3546601 tacctcggga tccatgacag gcgagcctat tgaggcggtc aagaatgggg ttcaaatgct
  3546661 gttgtccacg ctaagacaag atccttatgc ccttgaaacc gcctatgtgt ccgttattac
  3546721 ctttgattcc tctgcccgtc aggctgttcc actgactgac cttttgaatt tcaaattgcc
  3546781 tgagttggtg gcaaatggca ccaccgcact gggtgacgca ctgtcgctca ccgcaaaatg
  3546841 tattggcaat gaagttcaaa aaacgaccgc ggataccaaa ggtgactggc ggccactggt
  3546901 ctttatcatg acggatggct cgccgacaga tgattggcgt aaaggcctca gcgattttaa
  3546961 agccgcaaga acgggcgttg tagttgcctg tgcggcagga catgcggtgg aaaccaaggt
  3547021 cttacaggaa atcactgaaa ttgttcttca gttagatacc gcagactcca gttcaattaa
  3547081 agccttcttt aaatgggtat cggccagtat ctccgtggga agccagaaag ttgagtcagg
  3547141 taaaaaagag gttattggcc ttgatgattt accaccacca ccaccggaag tgaatgttgt
  3547201 cttataacgt tgctctataa aaataaataa ggaaattcta tgtcagtcag tttgcataaa
  3547261 ggacaaggcg ttagtttacg taaaaatgaa tatgatctct cctcagtcac catcggtctt
  3547321 ggctgggata tcaacgaaga gaaaaaaggt attctgggca gcctgtttgg caagaaagag
  3547381 gaagagtatg accttgatgt catcgcattc ttgtgtaacg cccaagggaa agtgactgac
  3547441 ttaggtaatg tagaaaatgg caaacccagt ctggttaatg gcgatattat cttcttcaat
  3547501 agccttcgcc ataagtctgg gcaaatctgg ctgaccggcg ataacagaac gggcgctggg
  3547561 gatggcgatg atgagcaaat tatcgttaag ctgaatactc ttgatcctaa atacgaaaaa
  3547621 attgtattca tcgtacagat ttataatggc agcaagctgc aacagcattt tggcaaggta
  3547681 cagaatgcct tcatcagagc cgtagacgcc aagaatattg aaatggctcg cttcaacctc
  3547741 tccggtggcc ccgcctttaa tcaacagtgt tcaatgctat ttgctgaact ggtccgtgaa
  3547801 agtacaggct ggaaactgaa tgccattggt gagccttctg attctgacac ctttgtcact
  3547861 catcttaaga actacctctg atatgagaag gctacccgtt tatttgctga ttgacacctc
  3547921 tgggtcaatg cgcggtgaat ccatccatgc cgtcaatgtt ggcattcagg cgatgatgag
  3547981 cgcactgcgt caagaccctt acgcacttga aagcgttcat ctctctatca ttacttacga
  3548041 taaccaagct cgggagtata tccccttgac ggcactggag aatttccagt tcaccgatat
  3548101 tactgtcccc agcgcgggag gcacattcac cggtgcagca cttgaatgcc tgatccattg
  3548161 tgttgatcgc gatatccaac gatctgatgg cgatcagaaa ggcgactggc gtcctctggt
  3548221 gtttctcatg actgacagca ccccttcaga tgtctacgct tacggcgagg caatcaaaga
  3548281 ggttaaaaag cgggcgttcg gctccattat cgcctgtgct gtcggcgcga aggctaaaca
  3548341 tgaacacctc aagcaactga cctctcaggt cgtggcgctt gaaacgctgg attcaaccgc
  3548401 attttcaggt ttcttcaagt gggtttcggc aagcgtcgcc gcaggaagct caagtgcggg
  3548461 tatcaacacc gggcaggata acctaccgcc accgccccca gaaattcagt tggtactgta
  3548521 atgtaaaggc aaagccccca ttcacggcgc tttgccttat ttttttgtcg catcggtagc
  3548581 caactggcac acattgaaaa aacctaagcc tgacgaggta ccatgagaag actgcctatt
  3548641 ttctttgttc tggactgctc agaatcgatg atcggggaaa atctgaagaa aatgaacgat
  3548701 ggtctgcaaa tgatcatcaa tgaccttaaa aaggatcctc acgcgcttga gaccgcctgg
  3548761 atttccgtca ttgcctttgc cggtgtcgct aaaacgattg ttcctctggt agaggttgtc
  3548821 tcattttatc cacctcgact acccattggg ggaggaacca gcctgggggc ggctctgcag
  3548881 gagttaaccc gccagattga tactcaggtc agaaaaacca cggaagagcg caaaggcgac
  3548941 tggaaacccg tggtctattt gttgaccgat gggcgtccaa cggatgatac caccgccgag
  3549001 ataacgcgct ggaaaacgca ttacgcccgt aaagtgaacc taatcgccat tgggcttggc
  3549061 ccttctgcgg atctgaacat tctccggcaa ctgacagaga acgtgttgct gttcaatgat
  3549121 acccaagagg gcgatttcac tcagtttatt aagtggatca ccgcgtcggt ctcggcacac
  3549181 agccgcagcg tgggcgagga atcccctcca ctgttgaatc aaaccgacta catcgtcaaa
  3549241 ctagcaaaag atgatgtcgc cagagcctat gatgaaaact gcgtcacact gattggccgc
  3549301 tgtagcaaat cccgtcggcc ctatatcatt aaatatgaac gcccagcggt taacctttcc
  3549361 tcactcaatt tcaaactcaa cattaacgga tttaaccttg cggggtgcct gccgattgat
  3549421 gaggattatt ttgcctggag tgatgagtct gtgtcatcgc agcaggtgaa taccagcgac
  3549481 tgcatggcac acctggttgc ccacattgcg gcaacggcag tgcatttgcc atgtgtaact
  3549541 gcggtaaatt gctctgtatc aatggcgcgg atgatgttat ctgcccgtgg tgtgatagag
  3549601 ggctgacctt taatgtggat gggggcggat ctgacttcga tgttatccgg gggagaggct
  3549661 aatggatatt aacgataatc tgcatcaaga cgatttacgc caagacgatg tgtaccaaaa
  3549721 ggtgttgcgt ttactactgg acgaggccgg aattgttctc ccagagactg agttagtggc
  3549781 actcaagcaa gataccgcga tccgctccct gctcaatgat cttctcgcca gcgtcagcgc
  3549841 caaggctgaa catctcgctc tggctaacaa tgaaacggca atcgatgatc gtcagccgtt
  3549901 ggtctccttg tcggaagaga aaagtcatga agtgattggg agcgaggaaa atatcgtaaa
  3549961 agagcctgac cagcataacg agcggctgct attagctgaa acattatccg ctaaaacact
  3550021 ggaaccgaat cctcccgctg acgtattacc tcccattgaa atacaccata aggtgccggt
  3550081 cgaagaagaa tcatggcaag cgatgctgtt ttccccgatt gagcagcacg ccaatacagc
  3550141 ctcatcggct gcgggcacca aactgctcag accgggtcag attcccgtgg gtatgcccaa
  3550201 tccagccaac tgcccccctc aatacactca gccgaaggca aaaattaata tcgccaacgc
  3550261 ccgtgtcggc accccttttc actctgacgt cgatatctca ctcgataacg gggccaaagc
  3550321 tgaaattctg gacctgtctt ttgcaaagga cattggtctt atcttcgatc aagcgacctc
  3550381 ttcgctttca ggcaccccaa cggaaagtgg cgatattgag gcaacggtga cgtggtcctg
  3550441 ccattcagcc ccctactttt caaccaaggt gctttttatc gtgaacccgg acccgcgcag
  3550501 tttatggaaa atccttgagc cgcccgctga tgatcactat ttcaaagaga atgtggatca
  3550561 caagctgatc agcgcgccag gtgtcaatat tgcggcggct agtcgcagag ggcgctcaca
  3550621 tgaacatgtg ggatcattcc gggatgatga tttctttatc tccagtaatc acgataccgg
  3550681 ctggaacatc atgctcgtgg cagacggtgc cggaagtgcc aaaaattccc gcaaaggctc
  3550741 gcaaattgtc acggagacgg tgggtcacta tctgtctgcc caactgagcg gcgataaggg
  3550801 gcgcgaatta aaagagcgga ttataaactg gacccccgag gaccagcggg ttgtcggaga
  3550861 gacctttatt cggcagtttc accacgcctc ggtcattgcg atcaacaata ttaaaaatga
  3550921 atcgttgatc gcagaagaga ccgtaaagtc atactcaacc acgctgttgg caacggtctc
  3550981 gtttcgtacc ggtactgagc ttttcgccgc cgccttctgg atgggcgacg gggctattgc
  3551041 ggcctacggc ccggttggaa gagtacgcat tctgggcacg ccagacagtg gcgaatatgc
  3551101 aggtcaaaca cgttttcttg atgtcgatgc cgttggtgat ccggaattca gtaaaagggt
  3551161 cagtatcgga aaatggacgg gtatctctca tttggtcttg atgaccgatg gcgtgtcaga
  3551221 cccccggttt gaaacggata atggtctgca aaatccgcaa aaatgggatg cgctgatagc
  3551281 agagatctcc ccctgtctga acgataatcc gcaagcggct gaacagttgg cggaatggct
  3551341 aaactttttc tctccaggca atcatgacga tcggacaatg gtcgtttcgt ggtgatcgga
  3551401 ctgaatttta ttgctggtga gtaattatgg cgaatattgt tacctgtacg acaaaagatg
  3551461 gcgaaaccat ccagtacgtt gacgagatca tcggctcggg ctcaatgaag gatgtgtact
  3551521 tctctcccga taaatcttat gtcgtggcct tttataaaaa accacagaat gatcaggcga
  3551581 aagagcgcat cgatatgatc accggtcgct accggcagaa tattttcgag cagtccggtg
  3551641 gggagtactg gaaagattta ttttgctggc ccacccatgt cgttgagcat aatggaaaaa
  3551701 ttgggattgt ggtgccctcc taccaaaatc attttttctt taagtacggt tctaaaaaca
  3551761 atgattttct tggcataaaa ggccgagaga aagaaggtaa atggttcgcc agcgccaata
  3551821 atcagaataa atttctggat ccacgcgagc gcggcaatat tctgaactac ctcaaggtgt
  3551881 gcctactgct gacgagagcc gtcaggcgga tgcatgcagc gggtctatgc catagcgatc
  3551941 tgagttacaa aaacgttctc atcgatccag agcaggggca tgcctgtatc attgatgttg
  3552001 acgggctggt ggtaccgggc aaattccctc ctgacgtggt aggaacgccc gattttattg
  3552061 caccagaggt ggtgaaaacc agccatctgc tgaaagaaga tccccaacgg attttaccga
  3552121 acataacaac tgaccgacat gcgctctcgg tgcttatcta catgtacctg ttttaccgtc
  3552181 acccgcttcg gggcggaaaa atacatgaca tggatgatga agtccgtgac gagtcactgg
  3552241 ctatggggga aagagcgctt tttatcgagc atccaaccga ccgcagtaat gccgttaaac
  3552301 tcaatcaagt gaagccgtcc tctcttcctt gggcggatcc gcagaaagtc ccctacacca
  3552361 ttatgggccc ctatctgaca cagttgtttg agaaagcatt catcgatggc ctgcatgatc
  3552421 catccaaacg cccgactgct gatgaatggg aaaccgcctt ggttaaaacg gttgacctca
  3552481 tccagccgtg tcaaaacacc gcttgtgaac agaagtggta cgtcttctca gggaaaacca
  3552541 agccggtttg cccgtattgc ggaaccgctt ttaagggaaa actgcccatt ctgaatttgt
  3552601 actcatcacg aaaagcaggc agttaccggc ccgatgatca tcgcctgatg gtctggaatg
  3552661 gtcagtcgct ttatgcgtgg cacgttaacc ggctcattgc gccgaacgaa cgcacatccg
  3552721 aagcgcaaaa aaaacgggta ggctattttg ttttccataa cgatcaatgg tggctagtca
  3552781 atgaagggat tactgggttg atgtcactac ccgataaaaa aaccatcggc attggggaga
  3552841 aattggcgct cactgatggt gcgcagttag tcctctccac agaagagggt gggcggttgg
  3552901 tggtggttca gcttgtcgct aattgaccgt tcagtctgtt tctaattgat cgttcagctc
  3552961 gtttctaatc aaaaagtcaa catcggctta ttcaatggcc tgggtaggca ccaggtcatt
  3553021 gaatgacaca gcgattaccg tgaagcgaag atctgtgcac attagccctg gctcctgtgc
  3553081 cattcgagag gaacttgtca cataattttg tgctaaaagc catggtaccc cccataagac
  3553141 agaaagtgtt ctaacaactc gcccctccag taaggttatt tttacatcca acgtaccgta
  3553201 aatattccac tgagtaatca atcagataat ataaatttaa tttatatatc cagaaatcgg
  3553261 attatactta ctatagttat cggtaacata gttcagataa ttcgggagta tcaataatgc
  3553321 ttaatatcga tcaaaaatac ctaacgaacc tcgatgaaag cgcgttaaaa aaacaacgga
  3553381 tctttatgcg gatcgttgct gttttactgc tgcttggcgg aattttctgt cttattaacc
  3553441 cgttagcttc aggtgcagcg ctcagtatgg tcattgggat tctgctgcta ctcagtggta
  3553501 ttgcgatgat agtcggcatg attgccaacc gctcagataa cttttggcca atggtggcgg
  3553561 gtattttgct gggcgtggca tatatcgtga tgggttatgt attcattacc aatcctgcga
  3553621 taggcatgat cagtctggcc gtggtccttg cggtactctt tgcttttggt ggggtgctcc
  3553681 ggttgatcaa cggctttaag gatctaaaaa gaccgggagc ctggctacaa attttacttg
  3553741 gggtgctgga tctggtgatc acctatcttt tggtcagcgc cgggccattg atgtcaatca
  3553801 ccatggttac cacactcgtg gggattgaaa tgctgttcag ttcgttcagt tgctttatgg
  3553861 ttgctagtct atttaaacgc agctaatcac tttcccggcg gtatcgtact cgcgataccg
  3553921 ccacgctcaa tcaatgtcat attcatgacg gctatcacaa tcagcacact gcgatttccc
  3553981 aacgggcaca ccaccgtcta aatttgaata aaaaatctca tccgaccact tgctggattc
  3554041 agtaagggcg gcggagatat aacaataatg gttggttgta tgcctgatgg agactgcaat
  3554101 gttagcttac cctcacctgt tcaccccgct tgatcttggc tttaccacac tgaaaaatcg
  3554161 tatcttaatg ggttctatgc atactgggtt ggaggagtta cccgatggcc cgcaacgtct
  3554221 ggcggcattt tatgccgaac gcgcagcagg cggtgtcggc ctgattgtga ctggcggtat
  3554281 tgcccccaat atgaaagggg gggtgtatca gggcgcatcg gtactgaatg acgccgcgca
  3554341 aatcccccat caccaggtgg tgacagaggc ggttcatcaa gctggaggga aaatcgcgct
  3554401 acaaattctc catgcggggc gttacagcta ccagaaacac ccggtagccc cttctgcgtt
  3554461 acaagcgcct atcaaccctt ttgtaccaca agcattgagc catgaagaga tcctgcaaac
  3554521 tattgctgat ttcgcccact gtgcgcaatt agccaagcaa gccggttacg acggtgtcga
  3554581 aatcatgggt tccgaaggtt atctgatcaa ccagtttctc accgcccgta ctaatcagcg
  3554641 cgatgatgaa tggggcggtg attttacgca ccgaatgcgt tttgccgtag aaatcgtgcg
  3554701 tgccgtccgt caggccacgg gacacgactt tattctaatt taccgtttat ccatgcttga
  3554761 tctggtggag gaaggctcca actgggtaga aatcgagcaa ttggcacagg ccgttgaaca
  3554821 agcaggggca acggtgatca ataccggtat cggctggcat gaagcccgta ttcccaccat
  3554881 cgccacaatg gtgccacggg ccggattcag ttgggtgacc cgcaagttga tggggaaagt
  3554941 gaatatcccg ctgatcacca ctaaccgaat taatgacccc gccgtcgcag aacaagtgct
  3555001 ggccgatggc tgtgcagata tggtgtcaat ggctcggcca ttcctggctg atgccgcttt
  3555061 tgtacaaaaa gcggcacagg gccgggccga tgaaattaac acctgtattg gttgtaatca
  3555121 ggcctgcctg gaccagattt ttgacggcaa actgacctca tgtttggtca atccccgtgc
  3555181 ttgccgcgaa accgaaatgc ccgaattacc cacagacgca ccaaaacggt tagcggtagt
  3555241 cggtgccggg cctgcggggt tggcttttgc ggtaaccgcc gcccgtcgcg gccatcaggt
  3555301 gacattattt gatgctgccg cagagatcgg cggccaattt aatattgcca aacagatccc
  3555361 cggcaaagag gaattttacg aaaccctgcg ctatttccgc cgtcaattag tgctgaacgg
  3555421 cgtcacccta caattgaata ccctggtgca ggtaaagcag ttggctgagt ttgatgaagt
  3555481 gatcctcgcc tgtggtattc aaccacgctt accctgtatc aacgggattg atcacccgaa
  3555541 agtacttacc tatctggacg tcttacgcga taaaaaacca gtcggccaac gtgtggcgat
  3555601 tatcggtgcc ggtgggattg gttttgatac tgcggaatat ctcagccagt ctggtgatag
  3555661 tccccgtttc gatagcacag ccttcagtac cgaatggggt attgatcaag atttagctca
  3555721 tcgggggggc ctatcacccg cgggggctaa agtccctcca tccccacggc agattttcct
  3555781 gttacaacgt aaagccagca aagtcggtga agggctgggt aaaaccaccg gttggatcca
  3555841 ccgcaccagc ttggcgatgc gcggcgtcaa gatgcttaac agcgtcagct acgaggccat
  3555901 tgatgataaa gggttacata tcattcgtgc ggaacaagcc tgttgtttac ctgtcgatac
  3555961 cattattatt tgtgccggac aggagccacg acgggagctt catcagccct tactggatat
  3556021 gggaaaaaca gtctatttga ttggtggtgc agataaggct gttgagctgg atgcccgccg
  3556081 tgccattgat cagggtaccc gcctagcgct agccatttag ccaagagaag aatggcgcga
  3556141 ccagcaaggt aaagggccgt aacaaggccg agaatagcaa tagaactgag aataatcaca
  3556201 gggtgtggcg aaaaccccac cctgtgaaat accgattaga aatcgctata tgacatatcg
  3556261 agactaccgg aaccgccgcc ttctgagcga gaggaggcct gcttaaccga tttcagcacc
  3556321 ataaatttct ggtttgaatc cagtgtttcg cagttgccaa acaaacgctt gagcttatgg
  3556381 aagtaatcca gatggcggtt acccacgatc atcaactcgc cacccgcttt cagacaacgc
  3556441 ttggcatcac agaacatctg ccaggcgaca tggtcactga ccgcatgttg ttggtggaac
  3556501 ggtggattac ataacaccaa ttgcaggctt tcacgctcca cacccgccaa accatggctc
  3556561 accataaatt cacagcgcga caagtcttgc gggcggttaa ccgtgatgtt caattcactg
  3556621 gatgccactg ccatatagga ttcatcaaca aacagcattt cagctagcgg gttttgctcc
  3556681 agtgcgatta acccgacgac accattccca caacctaaat ccgcaatttt gccggtgaca
  3556741 tcataaggca agatttccat aaagaaacgc gcgccaatat ccagattatt gcgagagaaa
  3556801 acgttcgcgt gattatggat aatgtagtcc gtgttaggca gcggccaatc gatggtttcc
  3556861 ggcgcgtcag ccaatggaat atcagcaacc tcgcagtgaa tcagccgcgc ttttttccaa
  3556921 gccagcgtcg ttttggttgg ccccaggatc ttttcaaaca gttgcagcgt ggagttatgc
  3556981 acatcgcggg attttgcacc ggcaatgatc accgtatctg gtgccacaac gcgacgcaaa
  3557041 gcacgtaatt gatgttcgag tagcgctaag gctttcggga tcttaatgac caccagctta
  3557101 ggtgcctcgg gtaagtcatc gacgctgctc agtaatgtca ccgcagattc atctaaatgg
  3557161 tttagacgca aattatgcgc cgtcgccaac tgactcatat aagagtcact ggaactgaac
  3557221 gggcgataag cgtgtaaagc gcaggccagc gtaccaaact gatcgttaaa caccagcacc
  3557281 gggcggccat caatttggct taaatcaatg ttttgtagca gatattcatc tgccgcttcc
  3557341 cacgcctgaa gggtattgga attttcttgt ggaggaaaac gctcaagctc aaggctttgc
  3557401 gttcccagat cgagttggct catcaccgct cctgaataat aaatttgggc tgtttatccc
  3557461 ctaaaacggg cgatcagtaa aatgtttttt tgctttaatg cgttttaaac gcgcttgtgc
  3557521 caagcgcgaa cccacaccgc aagtgctgat tttactcttt tagtctcaga atatcctact
  3557581 atacccgcca tactgcaaac agcatgtgcg ttggatcccc tcctgtaatg cgcattattt
  3557641 ggggtgaaat ccccatgata aaatataaat aacaaataga ataaaaacaa acatacttat
  3557701 tatttatatt aaaaaagagt tcacatcaat aaaaaactac aagatttaat gagacttata
  3557761 atacaatcgc cctcggtaaa aaataccaca ttcaaatatc acaaccctaa attaataaac
  3557821 ccaaatataa caattatagt aataaattat tcgttaattt ggaacacaca cggattggta
  3557881 aactctaaat catgaagaat tcaaatagat cacccaaaaa catatcaaga aattttaaac
  3557941 atcataaaga aacctctctt tcaagtaaaa ataaaagtcc tatcgcaaca tgtgtcgcgg
  3558001 cggctctctt tatatttggc agttcatcag ttatcgcgaa cccggaccat gaaggtatcg
  3558061 ttgtggggaa atcaatcctc aataaaaagc agagtgcggt aaatgccata ataaatgagg
  3558121 gtaacagttt agtactcact gacagtgcca gcgcagagca tacggccgtt aatactggca
  3558181 gtatttttac gttaaaagag gatagtacag ccgatataac ctcggtgacg gggggctttt
  3558241 ttagtttatc tggtagcagt aaagccaata taaatacggt tctttctgga gggtggctag
  3558301 aggtcaatga cgatgcaagc atcaccgaga caacgatcag ctcagatatc gaaaaaaaaa
  3558361 gtactgtgcg cttataccaa gatggaagtg ccacaaaaac cactgtcggt gataatggta
  3558421 ttctctatgt ttcaggtgat agccgtgcag aagagactca tgtaaccaaa ggaggaaaat
  3558481 tgattgttta cagtgagtct cagggcccga cactgaaaaa cactcaaatc gcgggaacat
  3558541 taaccttaaa aagtgatgtc acactggaag gtaaaacgga atttgtctct agcgcaacca
  3558601 taaaaacaac cggtcattta attgataacc agggtcaact tattttcaat agtgataaag
  3558661 atatcgttat tgaagccatg atcgatggcc aaggttcatt aaccaaagaa aatccattaa
  3558721 ccacattaac gctatctagc gcgggtgacg cttgggttgc cagttatgtc tattccggtg
  3558781 aaacacatat caatgcaggc aatctaaaac tcgccaacac ccattttttt ggtagcccga
  3558841 ttagtggcaa tccaaataca cgccttattt tagaaaaaag cacactcgac accaccgtac
  3558901 agggcagtag tgtatttatc gataaacata gcatatggaa tatgctaggc gattctaaca
  3558961 tccatcattt agacatattg gactcaggga gacatgattt aaataaccct ggaaaaacgg
  3559021 gcaatcaatt aatcattaat ggcgattact tcagtgataa cggcacgttg atttttcata
  3559081 gtcagttagc gggagatgac tccgtcactg accacatact gattaaaggc aatacggggg
  3559141 gccataccaa cgtccgagtc attaatgtta acggtgaagg gaataaaaca gattcaggta
  3559201 tccaattgat cgaggtgaga gggatatcgg atggggagtt tagccaggtt ggccgtatta
  3559261 ccgcaggggc ttatgaatac cgtttaggcc gtggtaagga cgaactcagc aaaaactggt
  3559321 atttgagcag tgatattacg gattactctt cagacggtgt tcccgaagca gaacttccag
  3559381 ggattttggt tctaaaatca gataatgccg cagtcttttc agctaaatta gctgattacg
  3559441 cgttgcaagc cgttggcggc gtggtcgatt ccttcactca acccgagact tcccccccaa
  3559501 gtaacacccc cgaattaacc gttccagacc caaagcgcgc caatgccgca gccttttcag
  3559561 ccaaattagc tgattacgcg ttgcaaaccg ttggcggcgt ggtcgattcc ttcactcaac
  3559621 ctgagacttc ccccccaagt aacacccccg aattaaccgt tccagaccca aagcgcgcca
  3559681 atgccgaagc cttttcagcc aaattagctg attacgcgtt gcaagctgtt ggcggtgtgg
  3559741 tcgacacttt cacctcacct gagcaaactg agcaaactac tgcaacccca gacagcacac
  3559801 cgaaatcaac cgattcagcg gtgaaaccag caagcacacc taaaccaacc gatttagcag
  3559861 tgaaacccgc aaacaccgtg atcagcaatg ccaaaacagc cgcacccaaa cgccagactt
  3559921 tagttcatac ccccgaaaac gggagctaca ttgccaatat tgcaatggca agaaacctgt
  3559981 ttaccactcg tttagaagat cgcaccagcc attatctcta taaagatatc gttactgggc
  3560041 aatggcagcc taccagcatg tggatgcata cccaaggcgg cagaagccag tttggtcata
  3560101 ctgttgagca attgaatatc aaagggaact actactctgt tcaacttggt ggggatattg
  3560161 ctcaatgggc aaccaatgag caaggcagtg ggcgaattgg catgctggca gggttaggca
  3560221 aagccactaa ccacagccac tctaaggtga cgagctatca ttcacgcggt gccgttgatg
  3560281 gttacaacct tggcatatac gcaacttggt tcgccgatca gcaacataat accggcgtct
  3560341 atattgacac tctggcgcag tatagctggt ttaataacgc cgttaatggg caagataaag
  3560401 cagaagaaaa gtataaatca tcaggtttca ctacctctat cgagagcggc tataccttta
  3560461 atttagcgaa tagcgatcaa ctgagctatt tcatccaacc caacgcacaa attacttggg
  3560521 caggcatcaa cgcacaaaca cataaaacag ccgacggagc ggtggtcagt taccgcaata
  3560581 acgggcattt catcactcgt atcggggcta aagcgtatct gcaaacgcat gataccctga
  3560641 atacaaaatt cacccctttt gttgccgtaa actggattca ccaaaatcaa aacaccggca
  3560701 ccacaatttc aggccaaggg attgataata agatccaaaa cagcactgaa ttcaacgtcg
  3560761 gcgttgaaag ccaaattgac caacaactgc atatttgggc gaatataaat catcaaatag
  3560821 ggcgttataa ttataccgat accaacgcac tggttggcgt gaaatatcac ttctaatatc
  3560881 cattgataaa acgatacctg tgcctatggt gcaggtatcg acagaccgct aatcccgata
  3560941 acatgatctt aaacagtgaa gatagccaga gaagtaaggc gtccacactg aggaaagttc
  3561001 ggtaccccgt tttgtttaat cccctattca ggctattatc gttagatgat tgatttctct
  3561061 cactgttgct cttaacttaa tcagagtatt aatttaacca gagtagcccc ctttatgtcg
  3561121 gtattgacct atctacaagg ttatccagaa cacttacaaa ctcaagtccg ccagttgatc
  3561181 actgaacaac ggttggggaa tgtcttacgc caacgctatc cacaacctca tgattacaat
  3561241 acggataaaa cgctgtatca ctacacgatt gaattgaaga accagtatct gcgcaatgca
  3561301 cagccgttga gcaaagtcgc ctatgacaac aaaattcaag tgatgaagca tgcgctaggt
  3561361 ctgcacacgg ccatctctcg ggtacaaggg gggaaattaa aatccaaggc ggaaattcgg
  3561421 gtggctacag tgtttaaaaa tgccccggag gccttcctga aaatgattgt ggtccacgaa
  3561481 ttggcacacc tgaaagaaaa agatcacaac aaagcattct ataatctgtg ttgccatatg
  3561541 gagccgcaat atcatcagct agagtttgat acccgcctct atctgactca cttagatttg
  3561601 tttggctcga tttatgcgta ttagattgat caaaatatcg ctaaagtcat tgggcttgca
  3561661 gttaatctgc tgcgccatca aatacgaagg ggtaactcaa aataaccaaa ctgtagctct
  3561721 gcgggccgta ataatctgac ggctcaacct gtttttcttc tacccgtttt tcttttactg
  3561781 gtttttcttc tacgtgcttt tattttatag gaatggagtt aacgatatga ttcgcttcgc
  3561841 tgttattggc accaattgga acaccgcacg ctttgtcgat gctgcccacg aaagtggcaa
  3561901 aatgaaactg gtagccgttt actcccgcaa gctggaccag gctcagactt ttggcgatga
  3561961 ttatcacgtc actgactgtt ttgataattt ggaagcctta gccgcaagtg atttgattga
  3562021 tgcggtgtat atcgccagcc cgaatgcctt gcattattct caagccaaac tcttccttag
  3562081 ccataaaaag cacgttattt gcgaaaagtc gctagcatcg aatctggcag aggtagagtc
  3562141 tctgatcgct tgcgcccacc agcatcaggt ggtgctcttt gaggccttta aaacggctta
  3562201 tctccccaac tttatacaac tacagcaagc gctaccgcgt gtggggaaat tacgtaaagc
  3562261 ctttattaac ttctgccaat attcctctcg ttatcagcgc tatttgaacg gcgaaaatcc
  3562321 caataccttt aatcccgctt tttctaatgg ttcaatcatg gatattggct attactgtct
  3562381 ggccagcgcc ctggcgttat ggggagaacc caaatcggtg tgggcaagcg caagtttact
  3562441 cccaagcggt gtcgatgctc acggtacggt cagtctgaat tacggtgatt ttgatgtcat
  3562501 tatcatccac tcaaaagtca gccaatcgga tattcccagt gaaattcagg gagaagatgg
  3562561 ctcgttagtc attgaaagta tttctgaatg cttatccgtg gccttcacgc caagaggaag
  3562621 ccattcacaa gacctgacgc aaccacagca tattaatacc atgctgtatg aagcagaggc
  3562681 ctttgcccgt ttggtggaga ataatcgggt ggatcacgat ggcttacacc tgtcattact
  3562741 gacgtcacgc attcaaacag aaatccgccg ccagacgggt gttatattcc cggcagatac
  3562801 tcaatacccc gccgcgagtt aatgtttcgt ttaaagactg tttgcagata tcggtgcaaa
  3562861 acagcaacca acaaataaaa ggttgcaata aagcaagcgg ttaataaagc atctaatcac
  3562921 ttccacacta caatctatcg atcggggcta ccatagcccc acatttattt tgtatatatc
  3562981 tttttttgcc aaatgttatt acgatcacat caatgtaaat taaatgttat gtaatattga
  3563041 tccatattag atttttttga ttgtctcttt cctgctcaat agattccctt atactgtcga
  3563101 agcaaacaca cccagttaca aataatacca agttacaggt gtgaacaata aacgctcagc
  3563161 ctcgttccgg cttgagcgct atacccaaag tcattggcgt tgcagccagg taataaaaag
  3563221 cgaggcctgc attactggtt tatatcagtg attcaggtat ggagagcagc tagcaccgct
  3563281 gcaacttcag gtaatgaagg gtataaacgg gcagaacata ttaaatttca cttgggaaga
  3563341 ggcattgcta gaagctatgg aaaagacaca gtctgtattt atacgattta tcgtcaacgg
  3563401 tagtttagtg aaacaaatac tgatcggttt agttgccggt attgttttag cattagtatc
  3563461 gactcctgca gcgatagcgg tagggttact cggttcgctg ttcgtgggcg cattaaaagc
  3563521 cgtcgcgcca gttttagtct tgatgttggt catagcatcc atcgccaacc ataagaaagg
  3563581 ccaaaaaacc agtattcgcc ctattctgtt cctgtatgta ttagggacat tctctgcggc
  3563641 actggttgcg gttgtcgtca gttttatcta cccatcaacc cttattttgg tggctgagag
  3563701 tgctgatatc accccaccga gtgggattgt tgaagtgcta cacggtttgc taaacagcat
  3563761 aatcgccaac cctatccatg cgctgctcaa tgctaactac attggtattc tggcttgggc
  3563821 tgtgggttta ggtattgcct tgcgtcatgc tgccgatacc accaaagcat tgattaatga
  3563881 tatgtcagat gccgtcactt tggtggtccg tgtggttatc cgttttgcac cgttgggtat
  3563941 ttttggtttg gtcgcgtcca ctatcgcagc taccggcttc ggtgccttac agctttatgc
  3564001 gcaactgtta gtggtattga tcggctgtat gttactggtg gcattagtgg tcaacccact
  3564061 gattgtttac tggaagattc gccgtaatcc ttatccattg gtatttgctt gcctgcgtga
  3564121 aagtggcgtt actgccttct ttacccggag ttcagccgca aacattccag tgaatatgga
  3564181 aatgtgtaag aaaatgaacc tgaatgaaga cacctattcg atctctattc cgttaggtgc
  3564241 caccatcaat atggctggtg cagccatcac catcacggtg ctgacactgg cggcggttca
  3564301 taccctaggc attaccgttg acctgccaac agccctgcta ctgagtgtgg ttgcggcgat
  3564361 ctgtgcctgt ggtgcatccg gtgttgccgg tggctctctg ttactgatcc cactggcttg
  3564421 cagcatgttc ggcattccaa acgatgtggc aatgcaagtg gttggtgttg gcttcattat
  3564481 cggcgtattg caggattcag ccgaaactgc actgaactct tcaaccgatg tgttgtttac
  3564541 tgcagcggtc tgtcaggctg aggatgccaa actggctaat cctgacccac tggcagcggg
  3564601 taagtcagtc taaatactcg gttttaccta cgcaaaatgc cagtcagtta agtttgactg
  3564661 gcattttttt gtgcccagaa aacccccagc taggctgggg gttcagtaaa gctttcagct
  3564721 ttgggtcagt tataaaaacc ccttttgatt tgttaaaaca gtttgcggtc tggcaactgc
  3564781 aaatgttcaa caagaaatca aaagggggtc ccaatgaggg atgaaaagag cttagcgcac
  3564841 acccgatgga actgtaaata tcatatagtt tttgcgccga agtaccgaag gcaggtgttc
  3564901 tacagggaaa aacgcagagc gattggcagt attttaagaa aactgtgcga atggaaaaac
  3564961 gtgaatatcc tggaagcaga atgctgtgtg gatcacatcc atatgcttct ggagatcccg
  3565021 cccaagatga gtgtctcggg atttatgggg tacctgaagg gaaagagcag tctgatgctt
  3565081 tatgagcagt ttggcgattt gaagttcaaa taccgtaaca gggagttttg gtgtcgaggg
  3565141 tattacgttg atacggtagg gaaaaacacg gccaggatac aagaatacat aaagcaccaa
  3565201 ttggaagagg ataaaatggg tgagcaactc tcgatcccgt atcccggtag cccgtttacg
  3565261 ggccgtaagt aatccataga tgcaaatgtc agatcgcgat gcgcctgtta gggcgcggct
  3565321 ggtaacagag ccttataggc gcatatgaaa aacctccggc tatgccggag gatatttatt
  3565381 gttatcaaat caggcctttt tctcaatctc aaaaggatct attccctgca attgcagacg
  3565441 acggaaccga ataatattaa agccattcag cagcaagaaa ctcccttcaa tcaatgaacc
  3565501 gccaatcgaa cccaaccaga cgttatgaat aaaccagcaa gccgtggata tccacatcac
  3565561 actacgggtc gttagtccgc tggtgcggaa cagcgcccaa gtgctgatca ccgtgccaaa
  3565621 aatcggtaat atctctacgg catgttgcat gcgccatata cccaaagcca gtgtcaggat
  3565681 gatgaatacc accatcactc tgctactgcg agtcttggta gagatcagag tacgtaacga
  3565741 attcagcagc gcgctactcc cggcagcact ggcccccatt aggaagaaat ggcagccgat
  3565801 aatggcgctg taaacggaaa gttgctgttt aaaacgccgc tcatcacggt tgaagaacat
  3565861 ggtgataccg acaaaaaatg ccagtacgcc aacggcttga gcaaaccaat aaaaggtcat
  3565921 ggcgggaggg tcctgatgta cggttccccg tactgagtct ttacaaatta ataagcaaac
  3565981 agcgcactcc ccctacagct taaagtgtga aggggaagtg cgtttccata aaaaacagaa
  3566041 caccgtttca tattaacgaa atggcgtatt ttttacaagg ttacaccgct cttaaaaatg
  3566101 gctaattcac ggaagtcatt cacttcatta cgggcaggtt taccattagc aatctcaaca
  3566161 atcagatcaa caaactcgtt cagcaaggta tccattgagg tgccatggat cagcttaccc
  3566221 gcatcaaaat cgatccaatg tggctttttc gccgccagtt cactgttagt tgccagtttc
  3566281 actgttggta caaaacctcc gtatggtgtg ccacggccag tactgaacag caccatatgg
  3566341 cagcccgcac ctgctaatgc gctggtcgca accgcatcat tgcccggcgc actgagtaaa
  3566401 ttcagtcctg ggcgctgtaa gcgctcacca tacttcagca catcaaccac ttggctctga
  3566461 cccgcttttt gcgtacaacc gagagatttt tcttccagcg tggtgatccc ccccgcttta
  3566521 ttacccggtg atgggttttc ataaatcggt tggtcgtgcg caataaagta ctgtttgaag
  3566581 tcattgacca tgctgaccgt tttttcaaac gtggcttcat cacggcagcg gctcatcaga
  3566641 atacgttctg cgccaaacat ttccggcact tcggtcagca ccgatgttcc gccgttggta
  3566701 atcacatagt cagagaaacg tcccagtaat gggttggccg taataccgga cagcccatca
  3566761 gaacccccac attccaggcc aaatttcagt tcacttaact ggccgggttc ccggcgatca
  3566821 tgacgcatga cctgatacag agcatgtaaa tgctctaaac cggcttcaac ctcatcatca
  3566881 tgctgctggc aaaccataaa gcgtacgcgc tcttcgtcaa ccttgcccaa tgtcgtttgg
  3566941 aaaacatcta cctgattgtt ttcacagcct aagccaatga ccagtaccgc ccccgcattc
  3567001 gggtgacgca ccatgttttg tagcatagtg cgggtatttt catgatcctg ccccagttgc
  3567061 gagcagccaa atggatggct gaacaggtaa acaccatcaa tcccttcagc atcctgtgtc
  3567121 tctttcagga aacgttgctg gatctgacgg gcgatcccat taacgcaacc aaccgttggt
  3567181 atgatccaca gttcattacg gatccccacg tcaccctttg gccgacgata aatttgcacg
  3567241 tcacgatcag ccatttgtgg cggtagagaa ctgaactctg gctgatattc atactcatcc
  3567301 aaatcgctca gattagtttt ggcgttctgt gaatgaatat gttcgcccgg ttggatcaag
  3567361 gtcaatgcat ggccgatagg caaaccatac ttgacgatca tctgccccag ttcgatagcg
  3567421 gttaacgcga atttatgccc acgaaccacg ggctgagcca gtttgacgct aaactcaccg
  3567481 ctctcgatcc gctcatctgc agccagatct tgcagggcaa cggccacatt atccagcggg
  3567541 tgaatcttta taatattttg catagttaag cctttagcta tatgccgcga ccgccgctct
  3567601 catgccacgg ctaaggatgg tttgcagttg ctctgtcacc tgattagcca gttgaggcac
  3567661 cgcggtcaaa tcctgccccc aatggttagc atcagaaagc acgcggttaa ccaattcagc
  3567721 caacgcgata tcaccgtgct tgacaccatt ccacagtgtt gaataacgct ccagccagtg
  3567781 ggcgtcatcc tgcaacgggt aggtttggcc ctcacgttca ccacggtaaa aggcgataag
  3567841 tgctgccagt gcaaaggtca gacgtggggg taattggcct ttttgctgct gataggtcag
  3567901 taattgcggc aagatacggg tgcggaattt tgtcatgcca ttcaaggcaa tcgacagcaa
  3567961 ttggtgctga ataaacgggt tacgaaaacg gctcagtacc gcttgagaaa acgacaacaa
  3568021 ctcgtcttcg ggcagatcca ataccggaac aatctcttcc gtaatggttt tttccacaaa
  3568081 gcggctgatc tgcgcatcat ccatcgtctg accaacggta tccagacccg acaaataggc
  3568141 cacggggacc agcgcggtgt gtgcgccatt caagatggcc actttgcgtt ctttataagg
  3568201 tttgatgtca tcgacaatgc gcacattcag atctaactga tctaaacgca gttcttgtgc
  3568261 caacccttgt ggcccttgga tcacaaacag atagaaatat tctgcggtat ccaagaaact
  3568321 gtcctgatac cccaattctg tttgcaacgc cgccacttca tcgcgtggat agccagtcac
  3568381 aatacggtca actaatgtcg agcagaaggt attattttca gtcagccagt gggtgaaggc
  3568441 agctggcagc tgccaatgac tggcataacg cagcaccagt tcacgtaatg cttcaccgtt
  3568501 atagtcaatc aattcgcaag gcaatagcac ccagccttta tctgctgcac cgtcaaaatg
  3568561 ctcaaaacgc tcaaataata aacgagtcaa tttagcaggg aaagaacttg gcggcgcatc
  3568621 gctgaattga tcagcttcat tccaggcaat acccgcttcc gtggtgttgg agaacataaa
  3568681 gcgaatattg gcatcacgcg ccagcgccag atagtcatca aactaacgat aaatattgat
  3568741 ttcacggttt acagagcgga tcaggcggga ttcacgcacc gcttccccct gctcgttcag
  3568801 gccacggatc acggcagtat ataaaccatc ctgcgtactg agcgacggtg gaaaatcggt
  3568861 gtcaattggg cggatcacca cgatccctgc gttcagatcg gtatgttcat tcagtaaatc
  3568921 aatttgccag tccacaaagg cgcgcagaaa gttaccttca ccaaattgaa tgattttgtc
  3568981 agggtggcta cggccaggaa agtcacgacg gttcagcgtt tgcatcaggg ttcaccttat
  3569041 aacgcattca gctttggacc gttcatcact gacagtccgt gctttgcaag cagtccgttc
  3569101 tttgcagaaa ggtatctacc gcagtgcagc caagcgttaa ataaacaata cgttagagtt
  3569161 atatggagcc aactattggc cccgttatta aaattgattg agtgattaaa tctgcttgag
  3569221 tgattacagt tcgatggcga aatattgctg cgcattatcg aagcaaatgt ttttcaccat
  3569281 cgcccccagt aacgcaatat cggccggtgc ttcaccgtcc gcgacccagc ggccaatcat
  3569341 ctggcaaaga atgcgacgga aatactcatg gcgggtataa gacaagaaac tacggctatc
  3569401 agtgagcatt ccaacaaagc ggctcaatag accaagctga gcaagttggg tcatctggcg
  3569461 ctgcataccg tctttttggt cgttaaacca ccagccggaa ccaaactgca tttttcctgc
  3569521 ttcaccttcg ccctggaagt tgccgaccat ggtaccaatc acttcgttat cacgcggatt
  3569581 caggcagtaa aggattgttt ttggcagggc attgcgcaga ccctgtgcat ctaacagccg
  3569641 agacagcggc tgcgccagcg gttggtcatt gatggagtca aagccgatat ccggccccac
  3569701 caggttaaac atgcggctgt tattattacg tagcgcacca atgtgatact gctgtaccca
  3569761 ttcacgacga tgatattcac cagacaagaa cagtaatact gcggttttaa actgcgcaat
  3569821 ttcttctgta cttggctgat tgccagccag acggcgtgcc aaaatagcat ccagtgtggt
  3569881 ttcatccgcc tcgccgtata ccaccacatc caacgcatgg tcagagactt tacaaccgtg
  3569941 ggcggcaaag tggtccatac gcttattcaa tgccacgcac agatcggcaa aacggctgat
  3570001 tgaggtatcc gcagccgctt caagccgctg catataatcg ttaaaacccg ctgcttcaat
  3570061 attaaacgct ttgtcgggac gccagcttgg taacactttg atgttgaagc tgccatcagc
  3570121 ggcaatcgct ttgtggtggc gcagatcatc aattgggtcg tcagtggtcc caaccatttt
  3570181 gacattcatc tgctgcataa tgccgcgcgc agagaagggg tcctgcgcca ataattcgtt
  3570241 gccgcgttgc cagatctctt cagatgtcgc cggggacaat aacttaccgg taataccaaa
  3570301 cggacggcgc aattcaagat gcgtccaatg gtacaacggg ttaccgatag tgtgaggaac
  3570361 cgtcgcagcc caagcatcga acttctcacg atcactggca tcgccggtgc acagacgctc
  3570421 agcaacaccg ttggtccgca tggctcgcca tttatagtgg tcacctttca accagatgtc
  3570481 atacatgttc ttaaaacggt agttttcggc gatctgttct ggcggcaaat ggcagtgata
  3570541 atcaaagatc ggctgatctt ttgcatagtc atggtagaga cgacgggcga actcggtgtc
  3570601 cagcaaaaag tcttcggtca aaaactgcga cattatggat tcctcagatg agtacatctc
  3570661 agagtacggc tttctgttat cgcaaagtta tcacaccaat taaatctatc gtccagcatt
  3570721 tttatagata ttgatcgcaa aaacctaaca aaaagaacaa atactcaaca tttatagtct
  3570781 ctgtagtccc ttgcggcact aggtttgacg ggttctatta ttccctaaat taaacgcagc
  3570841 ttttgtgatg tcactcaact tttaaatctg tatgacaagt tattgttgcg tcgcctcaac
  3570901 tatctcatcc gctttgcttt acccagcgcg ctgatttggt ccaaatgggc ccatgcctat
  3570961 agatataggc cgccaaagtc attgaaatta taacgaggaa gtaaacgagt cagttctata
  3571021 aaactgattc ctacccgcaa tacgggagag tgatgcagag gagtgatagc ggcttacatc
  3571081 gctacagcat caaataagaa agagacagta aaaaaaagaa agctataggt cgtcgctaat
  3571141 ggaacacatc ggaaacttat cacttactgc aaacggctta agaccgaagt gatatcgggc
  3571201 aacagcattc tgactgacct tatctctggg ttatagaatg ccgcgccact cgaccctaaa
  3571261 aggagcatca ggtaccaccg catgcgcagc attgccgggt tggaccaaat tgtgccatgg
  3571321 aacgccacca tcaactgcgt ttcattgcag tcatcttaga ctgggagaaa gttacacatg
  3571381 atgcgtaaaa ttaaagggtt acgctggtac atgatcgcat tggtcaccgt cggtaccata
  3571441 ttaggttact taacacgtaa tgccattgct gttgccgcgc cgacactgca agaacagtta
  3571501 catatcacca cccagcaata ttcttatatt atcgctgctt attcagccgc ttatacccta
  3571561 atgcaaccag tagccggtta tgtattggac gttatgggta ccaaagtggg ctatgccatg
  3571621 tttgccgtta tgtgggccat attttgtatg agtaccgcct tggccagcag ttggggtgga
  3571681 ttagctatcg cccgtggtgc ggtaggtatg gcagaggcgg ctatgatccc tgcaggcctg
  3571741 aaagccagta gtgaatggtt cccggccaaa gagcgttcta ttgcggtagg ctactttaac
  3571801 gttggctcct ccatcggcgg tatgattgct ccccctctcg tggtctgggc tatcgtgatg
  3571861 cacagttggc agatggcgtt catcattacc ggtgtactca gcctgatttg ggccattgcc
  3571921 tggttaatcc tctacaaaca cccgaaagat caaaaaagac tcagcgacga agaacgtgag
  3571981 tacatcctta gcggccaaga agcacagcac tccactgcta atgccaaaaa gatgtctgcg
  3572041 atgcagatta tccgcaaccg tcaattctgg ggtattgcca tcccgcgttt cttggcagaa
  3572101 cccgcttggg ggacgttcaa cgcgtggatt ccgctcttca tgtttaaagc ttatggcttt
  3572161 aacttgaaag agatagccat gtttgcctgg atgccaatgc tgtttgctga tgtaggctgc
  3572221 attctgggtg gctacctgcc gccactgttc caaaaatact ttaaggttaa cctgattgtt
  3572281 tcccgtaagt tagtcgtcac tatgggtggg gtattgatga ttgggcctgg gaccatcggc
  3572341 ctattcacca gcccttatgc ggctatcgcg ctgctctgta tcgggggctt tgctcaccaa
  3572401 gcactgtcag gagcactgat tacattatct tctgacgttt ttggccgtaa cgaagtcgca
  3572461 accgccaacg gcctgacggg gatggcggcc tggacggcca gtactctgtt cgccctcgtg
  3572521 gtaggggcat tagccgatac catgggcttc agcccactgt ttgctgcact ggcggtattt
  3572581 gatttactgg ccgtcgtggt tatctggacc gtgttacaag atcgcacagc agatgaacca
  3572641 acgaacgacc cggttcaacg gccgccggtt ggacaaaact gaccttactc tctgtaatta
  3572701 aatgacctgc ctgtgattaa atgacctact aacatgaaag cccggtaaat ttatcgggct
  3572761 ttcatctctc ctgttatccg caatctgcga catattctcc atcgcaacta tgatagcaat
  3572821 aactagaacc caatagggat aagtggtata acaaatccta ttgtgtctcc ttcgagatgc
  3572881 cataccttcc agacaaaatg agccgcaaaa tttgccgcct cgattgatcg caagagcctt
  3572941 aatcatggaa ttcacagaaa ccagacggtt gtaccagcag ttagctgcag agttaaaacg
  3573001 gcgtatcgaa gcaggcgttt atcctgttgg tgataaattg ccagcagaac gctacatttc
  3573061 cgaagaaatg aacgtcagcc gaaccgtagt tcgtgaagcg attattatgc tggaagtgga
  3573121 aggttatgta gaagtacgca aaggctccgg catccatgtg atgtctaatc agcaaaagca
  3573181 tttagtcacc aatcagggga ttgaatttga taccgctggc ccctttgagc tattacaggc
  3573241 acgccaactg attgaaagta atattgctga atttgccgcc acacaggtaa cgcggcaaga
  3573301 tattgttcaa ttaattgaaa ttcaaaaaca tgcgcgtcag gaagatcgct tccgtgactc
  3573361 tcaatgggat cttaaattcc acgtacaagt cgctctcgcc acccaaaata cagcgatggc
  3573421 aaccattgtc gaaaaaatgt ggagccagcg tacccataat ccttactgga ttaaactgca
  3573481 tgagcacatt gatgatgtct cgattgaaag ctggtgcgaa gatcacgaca agatccttga
  3573541 agcgttaata cgcaaagatc ctcacgccag taaactcgcc atgtggcaac atctggaaaa
  3573601 taccaaacag atgctattcc gtgccactac cgatgatttt gaattcaatg ttgatcgcta
  3573661 cctgtttaca gaaaacccag ttgtgcatct tgataacctg atgaacaaca gcaaagtccc
  3573721 tatcagcagc aaaaattaat cctcatttaa tgatgggtaa tcagggagga gaaaccggca
  3573781 ttattctttc tcttccctgt gtaattactc cgctttaggt cagtaaatgt cgagttctgt
  3573841 caaccaacgt cagcatcaca cccgttttta aaccattgct taattaatac tcaatggata
  3573901 tctatatttc cctgtttcat atctcgctat tttgctaaag tggcaacact tttttatctg
  3573961 gttgctttgg gagcgaaacg caaatacatg cgctggttgt ttgctctgtt tattaccgtg
  3574021 tcttgctggg ccagtctggt ctccggcaat atgctgttgc ctccccattc gaccccatct
  3574081 ggcgcagctt tatccgcgtt gagcaccgtt tattctgaca accactgcgc cagttattcc
  3574141 ctctcatctt ttcacgcgct ttcagccaag ctacgtctac aaaatcaaga cgtatccccg
  3574201 caattgcgtt tggtcggggt gtcggtcaaa aaaacggcga ttaagaatag actgagtgcg
  3574261 gcgcaattta cgggctctgc aaatctttct ttactgaata acacttggcc agcggcttat
  3574321 tttgctatct cacgcagcca ccgggcggat gatatttata aacaaccacg gcaatcgctg
  3574381 tcgctggtta attattccaa ctggatattc catgcagcaa cacagcaaaa tcgtgtgggc
  3574441 ggttggaaag agagcaatac tcaatacagc gggatgctta cctatcacca ttatgacgcg
  3574501 atggttttta tgcttgcata gcatcaatgt agccatcata tcaatgtagc ctgatatcat
  3574561 gacggttata aatcatgacg gttataatcc ggtattgcac agtaccaacg ctgtcatcac
  3574621 gagaagtaaa gttacctctt atatatcggc gaattggtct atttggctta catttcagca
  3574681 cattatttaa caccatcgct taaacacgaa aagccatcag atctcttcgc aagatcgtgt
  3574741 ttataaacta acgtacttac ccatacgtat acaaacaatg acgttttagg aataccagat
  3574801 ggatatcatt aaagaactct tacatgctct atgggctcaa gactatgaga cactggcgga
  3574861 cccatcgctg gtgtgggcca tctatctact gctgtttgtg atactttttt tggagaatgg
  3574921 cctgcttcct gctgcctttt taccgggtga tagcctactg attctggtcg gggtgctgat
  3574981 cgccaaaggt gcgatgagtt ttccagtgac cctggtggtc ttgaccacgg cagcaagcct
  3575041 tgggtgttgg gtaagttata ttcagggccg atggctgggg aatacgaaag ttgtacaggg
  3575101 gtggctgtcc catctgccag cccattacca tcaacgcgct cacaatcttt ttcaccgcca
  3575161 tgggttatcc gccctgctgg ttggccgttt tctggcattc gtccggacct tattgccaac
  3575221 cattgccggt ctttcaggcc tggacaacgc ccgcttccaa ttctttaact ggatgagtgg
  3575281 gttactctgg gtattgatct tgaccaccat gggcttcgcc tttggcaaga caccggtatt
  3575341 cctgagatat gaagatgaag tgatgttcgt cctaatgtta ctgccactgg cgctgctggt
  3575401 gatcggtttg tttggttctt tgtacgtgct gtggcgtaaa aaaaatgcga cgcccgctaa
  3575461 agtcagtcat gacaataaga aaggtaagtc agagtgatca actttagggg ccgttttggc
  3575521 cgcccgctct ggcactatct ggtactgcca gtggtcctct tactgctggc cgtcatctta
  3575581 ttgacaccaa tgatcgtaca gactgaaagt acgttgaaaa ttcggccaaa ccagcaaggg
  3575641 ctttcattac ctgatggttt ttatctgtat caacatctga acgggcgtgg gattcacatc
  3575701 aaaagtatta tcccggaaaa tgacagccta gtggtaagcc tagagttccc cgagcaacag
  3575761 atgcaagcga ttgaagtttt gcaggatgtc ttacccgcgg gctatgcgat tgtcgccagt
  3575821 gaatcgaaaa aacgtcatcg cctactgccc gtattcagaa gtaatcaaca aaacttagga
  3575881 taatcaacgc tacggggagt cgactccccg tatcaaactc gttcctctca ccgatttttt
  3575941 ccgctgatat ctgattaatc tataaaaaat cccgtggtaa acttgggtat cagataattc
  3576001 agcgctatgc ttaatcattc acggcaatct gcttcgcctc tgaagttacc gatcaggtgg
  3576061 catgactatc aggcactcat gcgctttgct gtaaaaggac acaatacaat gttgttacgt
  3576121 cgatctctcc tgctagcttt accgcttatc acgttttgtg gcttcgcgac cgcagcctct
  3576181 gataatgaat gcgatataaa agctaaagaa attcaacagc agatagatta tgccaagcag
  3576241 catggcaata cccgccgcgc cgcagggctg gaaaccgcct taaaagaagt gaaaactcat
  3576301 tgtactgagg aaagtctgca agccgaacgg cagaaaaaaa tcagacaaaa acagcacaac
  3576361 gtgacagagc gccaacaaga gctaaaagaa gctcagcaaa aaggtgacgc gggcaaaatt
  3576421 gccaagcaac agaaaaagtt agccgaagca caagccgagc tacaacaagc acaatctcag
  3576481 caacactaat cagtgttaaa tgctgagttt ctgttatttt ttggtttttt atgccagaaa
  3576541 aatatcgata atatggttaa attttctaaa gatttgccta tcaacctcat aaaaaatccg
  3576601 ctatgttata tattcacctc ggttatgctt aaggagtagt tacatgccac aagataaaac
  3576661 ctctgaacat ttacgtgctg aacttaaatc attggcagat acgttggaag aagtgttgca
  3576721 gtcttcaacc gataaaccaa aagctgagtt ggataagctc cgtgctaagg cagaaagcgc
  3576781 attgaaagat acccgagttc gtctgagcga aacgagtgat aaaattgcag cccaaaccaa
  3576841 agagatcgca gataaagcgg ataactacgt acatgacaat ccatggactg gcgtaggtat
  3576901 cggtgctgct gttggcgtgg tgttaggcgt tctgttgtct cgccgttaat tatggcagag
  3576961 caacctcgca ctcagggccc cgctaaaggg gtccttgata ctgtccatcg catcgccact
  3577021 atcgtggttg gcatagtcga aacccgtgtc cggctggcag tgattgaatt ggaagaggaa
  3577081 aaggcaacgt tggtccagtt gctgatgatg gcgggtatta ctctgctatt aaccgctttc
  3577141 ggtttaatga gtttgttggt tttggtcatt tgggcgattg atccagccta ccgtttagtg
  3577201 gcgttgggta ccacgactgc tgtgttactg atactggcac tgatcggtgt tatctggaca
  3577261 ctcactaaag tgcgtcattc tacgttgctg ggttcaaccc gtaagcagtt ggaaactgac
  3577321 cgcgagttac tggagaaaga ccattgagcc gccaccagct agcattggaa aaagaagcat
  3577381 tactgcgtga gatccagcaa caacgtctgg atctcgcgga cagtgctgct cgttgggttg
  3577441 aagttaccgc gcccttcgat cgtggctggg cacagattgt cagtatgcga aaatatttga
  3577501 tagcaggcgg tagcttggtg gccttataca gtgttcgcca ccccagtaag ttgctccgct
  3577561 ggtcacgacg tgcagttagc acctggagta cccttcaact gtttcgccgc acttttttat
  3577621 cacgctaatc ccttccccac atccttaccc tataggtata ggtcttattg ttcatcaact
  3577681 taagatgttt ctgttggctt ccccccactg ctaattcagt ttttttgatg aaaaacgaca
  3577741 gttttacttg ctaacaacct atctacttct caactaacat tatctcatca actcaggcaa
  3577801 cttatgggta acacaccctg cgggccacca cacatgtcgc ttgaagtctg acgggtataa
  3577861 aactctgttg ttaacagtta atgctcataa atgttagtca ttaatcaaca ccgtctttgg
  3577921 agaagttatc gatgaacaaa ttacaagata ctggcctgtt ggtcgctcgc attctcatgc
  3577981 caatcatctt tattgtggcc ggttacggca aaatgggcga tgcctatgcc gggacccaac
  3578041 aatatatgca agcgatgggc gttcctggct ttttcctgcc actgaccatt ttattggaat
  3578101 ttggtggtgg cctggccatt ctgtttggtt tcctgacccg caccacctcg ctgttcattg
  3578161 ccgggttcac tctcctgaca gcgtttatct tccacactga ctttacggat agcactaacc
  3578221 aactgatgtt catgaagaac ctgagcatcg cagggggttt cttggtattg gcgatggctg
  3578281 gcccaggtgg ttttagcatc gaccgcttac tgggtaaaaa gtggtaatca gggtttaatc
  3578341 gcgataatgc atgatagtta atatcagcga taccctatcc atccggtagg gtattttttt
  3578401 aagggggatt tcatggggca actcatcaat ggcgtctgga aagacgtttg gtacgacacc
  3578461 caatcgaccg gtggccattt caaacgctca accgcccagt tccgtaattg ggtgaccact
  3578521 gtaacgaacg gtgcaatagt gatccacacc caacgcctga aatcagatcc agggggtaat
  3578581 ctgctctcct gattcaggag agtttatggt cacttttgag acagttatgg aaattaaaat
  3578641 cctgcacaag cagggaatga gtagccgggc gattgccaga gaactgggga tctcccgcaa
  3578701 taccgttaaa cgttatttgc aggcaaaatc tgagccgcca aaatatacgc cgcgacctgc
  3578761 tgttgcttca ctcctggatg aataccggga ttatattcgt caacgcatcg ccgatgctca
  3578821 tccttacaaa atcccggcaa cggtaatcgc tcgcgagatc agagaccagg gatatcgtgg
  3578881 cggaatgacc attctcaggg cattcattcg ttctctctcg gttcctcagg agcaggagcc
  3578941 tgccgttcgg ttcgaaactg aacccggacg acagatgcag gttgactggg gcactatgcg
  3579001 taatggtcgc tcaccgcttc acgtgttcgt tgctgttctc ggatacagcc gaatgctgta
  3579061 catcgaattc actgacaata tgcgttatga cacgctggag acctgccatc gtaatgcgtt
  3579121 ccgcttcttt ggtggtgtgc cgcgcgaagt gttgtatgac aatatgaaaa ctgtggttct
  3579181 gcaacgtgac gcatatcaga ccggtcagca ccggttccat ccttcgctgt ggcagttcgg
  3579241 caaggagatg ggcttctctc cccgactgtg tcgccccttc agggcacaga ctaaaggtaa
  3579301 ggtggaacgg atggtgcagt acacccgtaa cagtttttac atcccactaa tgactcgcct
  3579361 gcgcccgatg gggatcactg tcgatgttga aacagccaac cgccacggtc tgcgctggct
  3579421 gcacgatgtc gctaaccaac gaaagcatga aacaatccag gcccgtccct gcgatcgctg
  3579481 gctcgaagag cagcagtcca tgctggcact gcctccggag aaaaaagagt atgacgtgca
  3579541 tcttgatgaa aatctggtga acttcgacaa acaccccctg catcatccac tctccatcta
  3579601 cgactcattc tgcagaggag tggcgtgatg atggaactgc aacatcaacg actgatggcg
  3579661 ctcgccgggc agttgcaact ggaaagcctt ataagcgcag cgcctgcgct gtcacaacag
  3579721 gcagtagacc aggaatggag ttatatggac ttcctggagc atctgcttca tgaagaaaaa
  3579781 ctggcacgtc atcaacgtaa acaggcgatg tatacccgaa tggcagcctt cccggcggtg
  3579841 aaaacgttcg aagagtatga cttcacattc gccaccggag caccgcagaa gcaactccag
  3579901 tcgttacgct cactcagctt catagaacgt aatgaaaata tcgtattact ggggccatca
  3579961 ggtgtgggga aaacccatct ggcaatagcg atgggctatg aagcagtccg tgcaggtatc
  3580021 aaagttcgct tcacaacagc agcagatctg ttacttcagt tatctacggc acaacgtcag
  3580081 ggccgttata aaacgacgct tcagcgtgga gtaatggccc cccgcctgct catcattgat
  3580141 gaaataggct atctgccgtt cagtcaggaa gaagcaaagc tgttcttcca ggtcatcgct
  3580201 aaacgttacg aaaagagcgc aatgatcctg acatccaatc tgccgttcgg gcagtgggat
  3580261 caaacgttcg ccggtgatgc agcactgacc tcagcgatgc tggaccgtat cttacaccac
  3580321 tcacatgtcg ttcaaatcaa aggagaaagc tatcgactca gacagaaacg aaaggccggg
  3580381 gttatagcag aagctaatcc tgagtaaaac ggtggatcaa tattgggccg ttggtggaga
  3580441 tataagtgga tcacttttca tccgtcgttg acaatccgcc cttatcttca tcattcaccg
  3580501 actttaggta aacgagtcat gatcgataga tcgagtgtga tcattggcaa tgttatttta
  3580561 ggtgatgatg tcagtgtctg gccattagtc gccattcgtg gcgatgttaa tcaagtcatc
  3580621 attggggcac gttcaaatat ccaagacggt agtgtgctac atgttaccca ccaatctgag
  3580681 cataatcctg aagggtatcc gttaatcatt ggtgaagacg tgactattgg tcataaagcc
  3580741 atgctacacg gctgtaccat tggtaacaga gtattagtgg gtatgggatc tattctatta
  3580801 gatggaacaa taatagaaga tgatgtaatg attggtgcag gtagcctcat tactccaggt
  3580861 aaacgcttag ttagtggcta tctttatgtg ggcagcccag cgaagcaaat acgcccatta
  3580921 acacccttag agttagaagg cctgctttac tctgctggca actacgttcg ctggaaagat
  3580981 gactatctgg cagagtctaa ataaccgaat gatatgcagg gcgaaatata acctccctgc
  3581041 attcattggt gtgtgcttct atttacctaa ctcactgcgt agctgggcta atactggcgt
  3581101 aatttcaggc atcacaccgt gccaaagttt gaaagcatgt gctgcttgcc ctaccagcat
  3581161 tcctaaacca tcggcataat ctgctaaacc caatcgttgt gcccaagcca agaatggtgt
  3581221 ggttcccgcc tgatagaaca tatcgtaaca acgtgtttga gaagtaagta tagctgctgg
  3581281 taagttaggt acctctccat gaaggcctga tgccgtcgca tttataacca aatcgaatcg
  3581341 ttgtccagcc aactccgaca tttcacaaac atcaatatca ccaatatggt taaatacttt
  3581401 ggccagttgc tgcgcccggg tatgtgtccg gttggtaaca accacagtac acccataaga
  3581461 aagtagagga aggatcactc ctcgggcagc gccaccagcc ccaaccaaca aaatatgatc
  3581521 agttgttcgg atcaagtttt gtcgttcaag atcactgagc aaaccaatac catctgtgtt
  3581581 gtcacccaac aagcgcccat cttccaaacg cttaatcgta ttaacagccc ctgccagaga
  3581641 tgcacggtcg gttaattcat cacattggtc atatgcgcgt tctttaaacg gtgtggtaat
  3581701 gttcgctccc tgggcaccat cagcaaaaaa agatactaat gtgttctcaa aggcttcaga
  3581761 aggagctaat accttaccat atcgatgttc aatgcctgtt tgctcggaaa aaagcgtatg
  3581821 gatcctcggc gatttactat gactaatagg attaccaaat actgcaaact tctgatccat
  3581881 acaatatcct acccttggcg aaaccgctta cccgttaagg catctctgat ttcagatgga
  3581941 ttcaaacggc caccaacgtg accggataac accggtaatg aagggccaaa ctgtattctg
  3582001 acttcttctt ccgtgcggca cggctcatgc ccacttaaat tagcgctagt tgacactaac
  3582061 ggcttgccat attccgcaca aagctgctgt acaagtgggt gattgcttac tctcaccgcc
  3582121 aatgagtcaa aacagcctgt tagccattgc ggtgtttcta ctcgggcagg tatcacccac
  3582181 gttatcggcc ccggccaagt ggaaaagagg gtttctcgtt gtatttcatt aagcattgaa
  3582241 tcattaatat aaggctctaa ctgagcataa ttagcggcaa ccaagatcaa acctttctgc
  3582301 catggccgct gttttaacgc tagcaaagta ttaaccgctt tttcactatc gggatcgcat
  3582361 cctaaaccaa aaactgcttc tgtcggataa gcgataacct cttcttgccg caatgcccgc
  3582421 actatatccg ccagcacaaa attattttct tgttgattca tactatgact cactggctac
  3582481 agccttccca cataacttac tggcacagat acgtttgata ccccgtgccg ttcttttttc
  3582541 tattaacagt gggtagtggc aataaccaca ctttcctgca attggcggtt ggttgagcgt
  3582601 aaattgacag tcggggtagc gattacaggc atgaaaaact ttcccaaacc gagacttacg
  3582661 ttgtaacagt ttcccttgac cacactgtgg gcaatcaata gacgtctcat caggtttatc
  3582721 tataacttct gtatgatcac actgtggata ttggctgcaa ccaataaaca taccgaagcg
  3582781 gccttggcgt agcatcatat ccgaaccaca ctcaggacaa ggttgccctt ccagagtttt
  3582841 cacaacatgc ccgtcagcct gcgcttttag tgggcgtata tactggcaat ctggataatg
  3582901 tgaacaacca aggaatggac cgtgcccccc actgcgaatc accaacgctg acccgcactc
  3582961 aggacaagat ccattatcct tagtaataac tttcttcgtc ataacgcctt ctatataagc
  3583021 cattagccag caatcttagc acctagtgca aataaccgtc attgacttca aagagcagct
  3583081 cttccatctg cttataggca ttttcataac ccggtatatt gaataacacc atcagcacaa
  3583141 cccatttaag atcttcaaga tcaatctcgg gggaatcaag cgccatgata cgatcaatca
  3583201 ccatctcacg agtatcaaac tgtaatacct gaatttgttc aaggaagagg ataaaaccac
  3583261 ggcaggcagc ccctagacgc cgacactctt ccacagtata gatacgtaaa gcttgtggat
  3583321 ctgcggtata gagataaggg gctttctgcc cttcctgtag atcagcgagg acctctaacc
  3583381 agttcagggc gttgttgata tcctcacggt agaaacctgc atcagcaaga tcgtcagtaa
  3583441 tcttgtcctg atcgacaagc atttccggtt cgttgtgcat gtaagtttca aataagtaaa
  3583501 ttagaacgtc gaacatggcc tgccctcctt attcggacat agccgccggg tacagctgcg
  3583561 atccaccctg ctaactccag ctcgagcaat ttgctggcaa tatcttgcac aggttggccg
  3583621 gcacgttcgg cgacaacatc aacaggtgtc acctcatccc ctacgttagc caacacatca
  3583681 gcaaatggca attcaacttg ctcctgcggt gaagaaataa ttacttcctc tggcaatgat
  3583741 aaccattgca aagaaccact gacctgctct gagacatctt taacagacgt tgccaaataa
  3583801 gcgccttgtt gaatgagcca atgtgttcct tcgctgctag cactgcctaa tggccccggt
  3583861 aatgcgaaca catctcttcc ttgatccatc gcataacgag cggtaatcaa agagccactt
  3583921 tttaaagtgg cctcaacgac taacacagca tcacttagcc cgctgataat tcgatttctt
  3583981 ctggggaaat gagcagcaat aggtaacgcc gtcgttaaaa attcagaaac caaagcgccg
  3584041 ccttgatatt caatttcttt agccaaacga ctgtgccgct gtggatatat gttctccaac
  3584101 ccactcccta gcacagcaat agttctccct tgaatattca gagccgcctg atgacaaatt
  3584161 ccgtcgatgc ctacagctaa accactagtg ataactaacc ctgtgcgagc caactctgag
  3584221 gcaaaatatc ttccccactg ctcaccatag tggctgaaat gacggctacc aaccattgcg
  3584281 atctgtgggc gatagagaac atcaagttcg ccggaaacaa agaggactaa cggtgcccca
  3584341 gcaatatgaa ctaagcgggg tggatagcca ggctcaccat aagtgagtaa atggtggttg
  3584401 gggtcactta gccactctag cgtgtctgca atataacggg gtgacagctg agcaaactga
  3584461 tgacactgtt gtgaatctag cccgtaggca gctaacctcc ccggatgaat atcaccactg
  3584521 gcaagtaatc gcttggccaa cgcactacgt ttcacgactc caagcccttt aacctgagtc
  3584581 atccgtagcc atagttctgc tgctaacata ccgcctccct ggcttacttt ccgatgttga
  3584641 caccaatttg ttcaattggt agacgatgct gtcaattaga acaagaaatg tctagaatag
  3584701 agattgaata tcattcacta ctcggacgca gatctagata tttatgtcag tattacaagt
  3584761 attacattac ccagacgaac ggctgcgcaa aattgcagcg ccggtaaaag aagttaatgg
  3584821 tgaaatccag cgtattgtgg acgacatgtt cgagactatg tacgcagagg aaggcattgg
  3584881 gcttgccgca acccaagtgg atgttcacca acaaattatt gtcattgata tatcggaaaa
  3584941 ccgtgatcaa cgcctggtgt tgataaaccc agaacttttg gaaaaaagtg gtgaaacggg
  3585001 tattgaagaa ggctgtttat ccattcctga gcaacgagca ctcgtccctc gggctgaaaa
  3585061 ggtcaaaatc agggcactgg atcgagatgg caagccgttt gaactagaaa ctgatggttt
  3585121 attagctatt tgtatccagc atgaaatgga tcatttgatt ggcaaactgt ttgtcgatta
  3585181 tctgtcacca ctcaagcgtc agcgtatccg ccaaaagctg gagaaaatgg ccaagctcaa
  3585241 tgcccgcgcc aactaaactt ttctaacgca ggaaaccaac gtgtctgatt ctttgcggat
  3585301 tatttttgcc ggaactcctg attttgcagc gcgccattta ggcgcgttgc tctcttctca
  3585361 acataagatt gttggtgtgt tcactcaacc agaccgcccg gctggccgag gtaataaact
  3585421 cacccccagc ccagttaaaa tattggcaga acaccacggc atccctgttt ttcagcccaa
  3585481 gtcattaaga cctgaagaga accaacattt agttgccgac ctcaatgctg acatcatggt
  3585541 cgtagtggct tatggcttaa tactacctgc agcggtgtta gcgatgccac gtttaggctg
  3585601 catcaatgtt catggttcgt tactcccacg ttggcgtggt gcagcaccga tccaacgttc
  3585661 agtatgggcg ggtgacgaaa aaacggggat tactatcatg cagatggata tcgggttaga
  3585721 taccggtgct atgctgcata aaattgaatg tgccattcaa ccagaagata ccagtgcgac
  3585781 actgtatgat aaattagcac aattggggcc tcaagggctg ttgataacat tacaacagct
  3585841 agccgcaggc acagccctag cagaagttca aaatgaaaca caagcaacct atgcggagaa
  3585901 gctaagtaaa gaggaagcca aattagattg gacactttct gcaactcagt tagaacgctg
  3585961 tatccgtgca tttaaccctt ggcctgtcag ctattttatt gttgatgaac agccaatcaa
  3586021 agtttggcaa gcgcaggtac tccctgctgg cgaggatgca gaaccaggca ccattatcca
  3586081 tgcagataag catggtatcc aagttgcaac tgctgatggc gttttgaata tcacacaact
  3586141 ccagcctgca gggaaaaaag caatgtcagc cgctgactta ttaaactctc ggcgagaatg
  3586201 gtttatacca ggtagtcaac tagtgtaatc gtttggctcc aataatacct ttcatcgccc
  3586261 aatacttcgt cattgggcta cttctccctt tatttgctgg cgtttgtcag cttttttggt
  3586321 tatgaaaaat acatataatc tccgcagtat cgctgctaaa gcaattagtc aggtattgga
  3586381 tcagggccaa tcgctcagtg ccgttttgcc tgaattacaa aaaaatattt ccgataaaga
  3586441 tcgcgcattg ctgcaggaac tgtgttttgg cactctgcga gtcttaccac agctagaatg
  3586501 gtgtattcaa caacttatgg cacgcccgat gacgggtaaa caacgtgttt ttcattacct
  3586561 gattatggtt gggctctatc agttgattta cactcggatt ccgccacatg cggcgttggc
  3586621 tgaaacggtc gaaggcgcaa cagtactgaa acgtccacaa ttaaaaggac ttatcaatgg
  3586681 tgtattacgc caatttcagc gtcaacaagt ggaattactg gaacgtgctg taaataacga
  3586741 tagccactat ctgcatccta gttggttgtt ggcccgcatt aaacaagcct atccagcaca
  3586801 gtggcagcaa attttggatg ccaataacca aagaccgccc atgtggctac gtgtaaatcg
  3586861 cctgcatcat tctcgtagtg aatacctcga actgttaaca caggctgata ttaatgcgga
  3586921 gcctcaccct atttatcgtg atgctgtgcg ccttatcact ccttgtgccg tcaatcatct
  3586981 acctggcttt gaacttggtt gggtaaccgt acaagatgct tcggctcaag gttgtgttga
  3587041 cctactcgat ccccaaaatg gtgagcagat ccttgattta tgtgcagccc ctggaggtaa
  3587101 aaccactcat attctggaag ccgcaccaaa ggctcatgta ttagccgtag atattgatga
  3587161 acagcgactc agccgagtta aagagaattt acaacgcctg caattacaag ccgtagtccg
  3587221 tgttggtgat ggccgagcac ctgacacatg gtgcggtgat cagcaatttg atcgtattct
  3587281 attggatgca ccttgttctg caaccggtgt tattcgccgc catccagata ttaaatggct
  3587341 gcgtcgggac cgtgatattt ccgaattggc ccaactacaa tcagaaatca ttgaggctat
  3587401 ttggcctaaa ctgaaacatg gtggagtact agtttatgct acctgttcaa tattgccgga
  3587461 agagaaccaa cagcagattg ccgctttcct acaacggcat cccgaagcac agttgaccga
  3587521 aaccggtact acagcagcgc ctggtaaaca aaaccttcca catcctgagg acggtgatgg
  3587581 tttcttctac gcaaagataa tcaaaaaata gtctgtggct tttgctatgc ctcaaaacct
  3587641 aatttcagtg tgaaacagag aacgctatga aaataattat tcttggggca gggcaagttg
  3587701 gcgggaccct ggcagaaaac ttggtgggtg aaaataacga tatcactgta gtcgatatcg
  3587761 actctggtcg actacgccaa ctgcaggata agtttgattt acgtgtagta caagggtatg
  3587821 gctcacaccc tagagttcta cgagaggcag gagctgagga tgccgatatg ctggtagccg
  3587881 tgactaattc tgatgaaacc aatatgattg cctgccaaat cgcttactca ttattcaata
  3587941 caccaaatcg cattgctcgc attcgatcaa ctgaatatat acgtgaagca gataaactct
  3588001 ttctgcccga agctgtaccg attgaccatt taatctcacc tgaacaacta gtcattgact
  3588061 atatctataa gttaatcgaa taccctggag cactacaggt cgttaacttt gctgaaggta
  3588121 aagttagcat cgcagcagtc aaagcctact atggcggccc attggtaggg aatgcattgt
  3588181 catccttacg tgaacatatg ccacatattg atactagagt cgcggctata tttcgccaag
  3588241 atcgaccaat ccgtccacag ggatcaacaa ttattgaagc tggtgatgaa gtcttttttg
  3588301 tagcggcctc tcagcatata cgagcggtaa tgagtgagtt acagcgcctg gaaaaaccgt
  3588361 ataaacgcat tatgattgtc ggtggtggta atgtcggtgc aggtctggca ctgcgtctgg
  3588421 aaaaagacta cagcgtaaag ttaattgaac gtgaccaaca gcgggcagct gaattagctg
  3588481 aaatgctaca cgatactatc gtattttatg gtgatgcatc agaccaagaa ttacttgcag
  3588541 aagaacatat tgaacaggtt gatgtattta tcgccattac aaatgatgat gaagccaata
  3588601 ttatgtcggc tatgctggca aaacggatgg gtgcgaaaaa agcgatggta cttatccaac
  3588661 gcagtgctta cgtcgatttg gttcagggaa gcgttattga tattgttata tcaccgcagc
  3588721 aagccactat ttcagcacta ttaggtcatg tccgtaaagc agatatcgtt agtgtatcct
  3588781 cgctgagacg tggcgttgct gaggcaatag aagctattgc tcatggtgat gaaagcactt
  3588841 caaaagttgt cggccggatg gttgaagaca taaagttacc accaggaaca actattggag
  3588901 ctatcgttcg gggggatgag gttattattg caaacagtaa ctccataatt aagcaagggg
  3588961 accatgtaat aatgttcatt acccacaaaa aatttgtacc cgatgtggaa cggttgttcc
  3589021 aaccaagccc attcttccta taactaataa tcattaattt ctggcatcct tataaaaagc
  3589081 catgctcatg aggaaataat taaaatttcc ctataatttt agtgataata ggcattattt
  3589141 agctagaatt aagtcattca tttattgatg gggtgttggc tatgagcttt atgaaagaat
  3589201 ttcgtgaatt tgccatgcgt ggcaatgtgg ttgacttagc tgttggtgtg attattggtg
  3589261 ctgcattcgg cagaattgtc tcttcgctcg ttgccgatat tatcatgcca ccactggggt
  3589321 tattgctagg cggggtagat tttaaacaat tccattttgt attacgagcc gctgaaggga
  3589381 ctatacccgc ggtagtaatg aattatggta catttattca aagcattttt gattttgtta
  3589441 ttgtagccct cgctatattc tccgctgtta agttaatgaa taagctacgc cgtgaaaaag
  3589501 cggaagaaga acctgctaca ccgccagcac caacgactga agagatacta ttagctgaga
  3589561 ttcgcgattt attaaaagcg cagcacacaa aatagtttca gtttagctaa atttaagagc
  3589621 taccggaatg agttgcccta aacagcaaca caaaagcggg tatttggatt aagtccaaga
  3589681 agataacttt ttatttcttt taaatcagaa ggccagtagt aaaaaatcta ttgattgctt
  3589741 accactggcc tcccagttac taccttttgc atatttctct ttgcgctgat aacttccttt
  3589801 gcccttacta tttttctcaa tacgctgtct gaatagtggg tcgtggagta gagcttccag
  3589861 tgcattatct ttaatttttc ccttggtatg gcgatatgtt gtcatggtgc tacctcgtag
  3589921 taatgacgct atggataaat cctgaacata atacggtggc cctctgccga tttaaaccct
  3589981 ctgtagagaa attcatacct taattaactc ttctgttgcc ccctgctcca aagcttccaa
  3590041 tattgagcag tatgtcgtcg catgactagt gccacaacaa gcctcgctga gtctttttag
  3590101 ggaatcacgc attctctcta attctctgat cttaccttcc acatcactaa gccgtgaatc
  3590161 tacaatagac ttggactcct ggcaggtatg atggtcagga tctatccgga tcgacaataa
  3590221 ttctgcgata gtatccaatg taaagcctag ttgcttggcg tagcggataa accgtaaacg
  3590281 ctgaaggtcc tgatcagtat acagccggta gccaccatca gttcgttcac cgtgatccat
  3590341 cattccctgc ttttcgtagt aacggatagt atccggcgtt acatcagcaa gtttagctaa
  3590401 ctgcccgatt tttaacatat tgtccaccta ccagccaatt cctgttgata atcaacagcg
  3590461 tataaaataa ggagttggaa gtcatcatgt tacagacctc attaagaaaa aatctcatga
  3590521 taatcaatac attttgccta tcctataatt gaaacagaga tagtctgtac cgttgaagat
  3590581 gcgctaatag cccataactc cactaaaata tagctagata caacaagagc tctatgagac
  3590641 ggtagatgat aaaaatcatt ttccttctgt aaataatgga tgcacctttc tggtcattaa
  3590701 ttaacgacta ttctaccggt aacaacttgt gtagttaatt aaagataacg gatcgacgcg
  3590761 gtgatcataa gaggaaagta gtagtaaaac ggtaggataa tcgaagctgt atatggtggg
  3590821 cgtaaaaaaa ccgggcaagc ccggtttttt tacgcgttta cagattactc tgcagcaact
  3590881 acttctgctt gcgatgcagc acgatcaact aactcgatgt aagccatcgg tgcgttgtcg
  3590941 cctgcacgga agccacactt aagaatgcga gtgtaaccac cggcgcggct cgcgaaacgc
  3591001 gggcctagct cgttaaacag ttttgccacg atctcgttat cacgagtgcg ggcgaatgcc
  3591061 agacgacgat tagctacgtt gtcggtcttg gcaagagtaa tcagcggctc aacaacgcga
  3591121 cgcagctctt tcgctttcgg cagggtcgtc ttgatgatct catgacgaac caaagagccg
  3591181 gccatgttac ggaacatagc ctggcgatgg ctgctgttac ggttcagttg acgaccactc
  3591241 ttacgatggc gcatgacctt atccttctca gtaaaacctt aacctgtgat ccggttactc
  3591301 gtcagcaatg ctagctggtg gccaattttc taggcgcatg cctaaagaaa gaccacgtga
  3591361 agcgagcacg tctttaatct cagtaagaga ttttttaccc aggttcggcg ttttcagcaa
  3591421 ctcaacctcg gtacgctgta ccagatcacc gatgtagtgg atagcttctg ccttaaggca
  3591481 gttagcagag cggacagtca attccagatc gtcaacaggg cgcagcagga tcggatcgaa
  3591541 ctctggcttc tcttctttaa cttccggctg acgtacatca cgtaggtcaa cgaaagcttc
  3591601 aagctgttca gccaagatag ttgccgcacg gcggatcgcc tcttcaggat cgatcgtacc
  3591661 attggtttcc atctcgataa ccaacttgtc caggtcggta cgctgttcta cacgcgctgc
  3591721 ttcaacattg taggcaattc gctctacagg gctatagcat gcgtctacta acagacgacc
  3591781 aatcgggcgc tcatcttctt ccgaatgaat tcgggcagaa gccggcacat aaccacgacc
  3591841 acgctgaact ttgatacgca tattaataga tgcgttttca tcggtcaggt ggcagataac
  3591901 gtgctgcggc ttgacgattt cgacatcacc atcatgggtg atatcggctg cagtcacagg
  3591961 gccaatgcca gatttattca gggtaagaat aacttcatct ttgccctgaa ctctcaccgc
  3592021 cagccctttc aggttgagca ggatctccag gatatcttcc tgtacgcctt ctttggtgct
  3592081 gtactcatgt agtacaccat caatctcaac ctcggtcacc gcgcaacccg gcatagatga
  3592141 aagcagaata cggcgcagtg cgttgccgag agtatggcca aagccacgct ctaacggctc
  3592201 aagggtcacc ttggcgtgcg tcgaactgac ttgctcgata tctaccaggc gcggttttag
  3592261 aaactctgtc acagaaccct gcattgtgtc ctctctttgg tactaagctt tacttggagt
  3592321 aaagctcgac gatcaggtgt tcgttaatgt ccgcggacag atcagtacgt tcaggaatac
  3592381 gtttgaacac accttccatc ttgacagcat caacttccag ccaagtcggc ttttcacgct
  3592441 gttcagccag ctccaaagct gccttaacac gagactgctt tttagctttc tcacggatgc
  3592501 tgactacgtc attcggagat acctgataag aagcgatgtt aacaacgcga ccatttacca
  3592561 tgatagcttt atgactcacc agctgacgtg attcagcacg agttgcgcca aagcccatac
  3592621 ggtaaactac attgtccaga cgaccttcaa gcaattgcaa caggtttgca ccagtattgc
  3592681 ctttcagacg tgctgcttct ttatagtagt tacggaattg acgttctaga acaccataga
  3592741 tacggcgaac tttttgtttc tcacgtaact gcacaccgta gtcagacaga cgcggtttac
  3592801 gcgcaccgtg ctggccaggt ggttgttcaa tcttacactt ggtgtcaatc gcgcgaacac
  3592861 cagacttaag aaacaggtct gtgccctcac gacggctcag cttgagctta ggacccaaat
  3592921 atcttgccat tttctctctc caacaaacct aaaagcagcg ttatacgcgg cgctttttcg
  3592981 gcggacgaca accgttatga gggatcggag tcacatcagt aatattagtg atgcgaaaac
  3593041 cagccgcgtt taacgcacgg atagtagact cacggcccgg accaggtcct ttaaccataa
  3593101 cttccagatt cttgataccg tattctttca ctgcttcagc gcagcgctct gctgcaactt
  3593161 gcgctgcaaa cggagtagac ttacgagaac cacggaaacc ggaaccacct gctgttgccc
  3593221 aacccaatgc gttaccctga cgatcagtaa tggtaacgat ggtgttgttg aaagaagcat
  3593281 ggatatgagc cacaccgtca gagactgtct ttcttacacg cttacgtgca cgaataggtg
  3593341 cctttgccat tattcaatca ccccgattat ttcttgatcg gtttacgcgg acccttacgg
  3593401 gtacgtgcgt tggtcttagt acgctgaccg cgaactggta gaccacgacg atgacgcaaa
  3593461 ccacgataag tcccaaggtc catcagacgc ttgatgctca gggtcacctc acgacgcaga
  3593521 tcaccttcta caacgtactt ggcaacttcg tcacgcagct tctcgatttg ctcttcagac
  3593581 agctcactga tcttaacatg ttcagcaata cccgcagcaa cacagatagc ctgtgagcga
  3593641 gttttgccga tgccgaagat cgcagttaaa gcgataacgg tatgtttctg atcaggaatg
  3593701 ttaatgcctg ctatacgggc cactatgcac tcctactatt ttatacagca ataccattct
  3593761 gaaaagcccg ttttcaggat actcaaatag cattgcagtc acatacaaaa gattggctgg
  3593821 ctaatctagc cagctcaacc caactttgca agaaaaatat gcaagataaa tcagccttga
  3593881 cgctgtttat gctttggttc ggcactgcaa atcacgcgaa cgacaccgtt acgcttaaca
  3593941 attttgcagt tacgacataa tttcttgacg gaagcacgaa ctttcatttt tactctccgt
  3594001 aacttctcaa acatccctga ttagcggtta tagcctttca ggtttgcttt cttcaatgca
  3594061 gactcatact gactagacat catcagagtt tgcacttgag ccataaagtc catgatgacc
  3594121 accactacaa taagtaggga ggtaccacca aagtaaaatg gtactttcat cgcgtcacgc
  3594181 atgaactccg ggatcaggca gatgaaagta atatacatcg caccaattaa ggttagacgt
  3594241 gtcattactt tatcgatgta cttcgccgtt tgctctcccg gacgaattcc tggcacgaat
  3594301 gcaccggact tcttcaggtt atctgctgtt tcacgcgggt tgaacactaa cgccgtgtag
  3594361 aagaaacaga agaagatgat tgcagacgca tagagtaaca cataaagcgg ctgtcccggc
  3594421 tgcaaataca tcgaaatagt cgtcagccag ttccaacctg ttccgccccc aaaccatgat
  3594481 gcaatcgtgg caggaaacag aattatgctg gaagcgaaga ttgcagggat aaccccagcc
  3594541 atattcactt tcaacggtaa gtgtgtgctc tgtgctgcat aaacacgacg accttgttga
  3594601 cgttttgcat agttaacgac aatacgacgt tgaccacgtt caatgaaaac aacgaagaag
  3594661 gttactgcaa acactaatac tgcaaccaac agcaacagga ggaagtgcag gtcgccttgc
  3594721 cgagcttgct cgatggtatg ggcaattgca ggaggaagcc ccgcaacaat accagcaaag
  3594781 attatgattg aaataccgtt tccgataccc cgttcagtaa tctgttcacc cagccacatc
  3594841 aggaacatag tccctgtgac taagctaaca acagcggtaa aatagaaagc aaagcctgga
  3594901 ttgattacca gaccttgcat cccaggcata ttcggaagac cggtagcaat accgatcgat
  3594961 tggaatatag ccaataccaa cgtgccataa cgggtgtact ggctaatctt acgacggcca
  3595021 gcttcccctt ctttctttat ttctgctaac gctggatgta ccaccgttaa cagttggata
  3595081 ataattgatg ccgaaatata cggcatgata cccaaggcaa agatagaagc acgactgaga
  3595141 gcaccaccag aaaacatgtt aaacatttca atgatggtgc ctctctgctg ctcaagcaat
  3595201 ttggcaagca cagtggcatc gataccagga atcggaataa aagagccgat acggaaaaca
  3595261 ataagcgcac cgataacaaa caaaagtctg cgcttcagct cgcctaatcc gcctttagca
  3595321 ctttgaaaat ctaatcctgg ttgcttagcc atctgctact tattcctcaa ttttaccgcc
  3595381 agcagcttcg atagcagcac gagcgccttt ggtgactcgc agaccacgaa gagttaccgc
  3595441 acgattgact tcgcctgaaa gtataacttt cacgaactcc atctggatac caacaacgtt
  3595501 agcggctttc agcgtgttca ggtcgattac gtcgccttcc actaaagcaa gttcagacag
  3595561 acgaacttct gccgtgatca tcgctttgcg agaggtgaag ccgaatttcg gcaaacgacg
  3595621 atataaaggc atctgaccac cttcaaaacc acgacgtacg ccaccaccag aacgtgagtt
  3595681 ctgacctttg tgaccacgac cagcggtttt acccaggcca gaaccaatac cacgacctac
  3595741 acgcttcggc gcatgcttgg caccttcagc cggagacaga gtatttaaac gcatctgtta
  3595801 ctcctcaact ttaaccatgt aggaaaccaa gttgaccata ccacgcacag caggagtatc
  3595861 ctcacgctct acagtatgac caatacgacg cagacctaaa ccgatcagag ttgccttatg
  3595921 tttcggcaaa cgaccgatac tgctttttgt ttgagttact ttaatagtct ttgccatggt
  3595981 tatttcccta gaatttcttc gacggactta ccacgcttgg cagcgaccat ttctggggat
  3596041 ttcatatctt ccagagctgc aatagttgca cgaaccacgt taatcgggtt agtagaacca
  3596101 taagctttag ctaatacgtt atgaacccct gcaacttcta aaacggcgcg catggcacca
  3596161 ccggcaataa taccggtacc ttcagaagct ggttgcatga atacacgaga acccgtgtga
  3596221 gcacctttaa ctgggtgctg cagagtgccg ttattcaaag caacgttaat catagcgcga
  3596281 cgggcttttt ccatcgcttt ttggatcgct gccggaactt cgcgtgcttt gccgtagcca
  3596341 aaaccaacgc gaccgttacc atcaccaact actgtcagtg cggtaaagct gaaaatacgg
  3596401 ccacctttta cggttttaga tacgcggttt accgcgatca gcttttcctg cagttcgcca
  3596461 gcttgttttt cgatgtgaga catcttacac ctctacctta gaactgaagg ccagcttcac
  3596521 gggcagcatc tgccagtgcc tggactcgac catgatattg gaaaccggaa cggtcaaagg
  3596581 atactttcgt gatccctttt tccaacgcgc gctcagcaat agttttgcct acagctgctg
  3596641 cggcatcttt gttgccggcg tacttcaatt gctcattgat agctttttct acagtagaag
  3596701 ctgctaccaa aatttcagaa ccgtttggtg cgataacctg cgcgtaaata tggcgtgggg
  3596761 tacgatgtac caccaggcga gtcgcaccca gttctttgag cttgcggcgt gcgcgggtcg
  3596821 cacgacggat acgagctgct ttcttatcca tagtgttacc ttacttcttc ttagcctctt
  3596881 tggtacgcac gacttcgtcg gcgtaacgga cacccttgcc tttataaggc tcaggacgac
  3596941 ggtaggcacg caaatctgct gcaacctgac caatcacctg cttatcagcg cctttcagca
  3597001 cgatttcagt ttgggtcggg cactcggcag tgatgccagc cggcaattca tggtcaactg
  3597061 ggtgagagaa gcctaaagct aaattcacca cgttgccttt aactgcggca cggtagccta
  3597121 cgcctaccag ttgaagcttc ttagtgaagc cttcggtaac accaatgacc attgagttaa
  3597181 gtagtgcacg agtggtaccc gcttgggccc aaccgtctac agcgccttcg cgtggagcga
  3597241 aagtcaatgt attttcttct tgcttaactt caacagcact atggacggta cgagtcagct
  3597301 cgccgttctt acccttaatc gaaataacct gaccgttgag ttttacctct acgccggcag
  3597361 gaatgacgac gggtgctttt gcaacacgag acattctttc ctcccgaatt aagctacgta
  3597421 gcagataatc tcgccaccaa gaccagcttg gcgagctgca cgatcggtca taacaccttt
  3597481 agaggtagaa ataacagcga tacccaaacc ggccataact tttggcagct catctttttt
  3597541 cttatagatg cgcagacctg gacggctgat acgttgaatg ctttctacca ctgccttacc
  3597601 ctggaagtac ttaagtgcta attccagaac aggcttggtg tcgccttcga ttttaaaatc
  3597661 ttcaataaag ccttcttcct tcagaacgtt ggcaattgcc actttcagct tggaggaggg
  3597721 catggtgacc gcaactttgt ttgcggcttg accgttacgg atacgggtca gcatatccgc
  3597781 gatcggatct tgcatgctca tctgtcttta ctcccgtgat tcaattggtg acaattacca
  3597841 gctagccttc ttaaggcccg ggatttcacc gcgcatagcg gtttcacgga ctttaatacg
  3597901 gctcaacccg aacttccgca ggaaaccatg aggacgacca gtttggttgc agcggttacg
  3597961 ctgacgggac gggctggaat cacgcggcag agactgcagc ttcagaacag catcccaacg
  3598021 atcttcgtcg gatgagttca caccagagat aatagctttt aattcctcgc gtttagcgcg
  3598081 gtatttgtta gctagtttca cgcgaacaac ttcgcgtgct ttcattgatt gcttagccat
  3598141 cagtaaccct accttacttg cggaatggga atttaaaagc agccaacaat gcacggcctt
  3598201 catcatcgga tttcgcagta gtggtaatgg taatatccaa accacgtaca cgatcgactt
  3598261 tatcgtagtc gatttccggg aagatgatct gctcgcgcac tcccatgctg tagttaccac
  3598321 gaccatcgaa tgacttagcg gacaagccac ggaagtcacg gatacgaggt acagcaatgg
  3598381 taatcagtcg ctcaaagaat tcccacatgc gttcgccacg cagggttact ttacagccga
  3598441 tcggatagcc ctgacggatt ttgaagcctg caacagattt gcgtgctttg gtgataaacg
  3598501 gcttttgacc ggagattgct gccaagtcag ctgctgcatt atccagcagt ttcttgtcag
  3598561 cgatcgcttc accaacaccc atattcaggg tgatcttctc gacccgaggg acttgcatga
  3598621 cagagtcgta gccaaactga gacatcagtt gtttgaccac ctcgtctttg tagtaatcat
  3598681 gcagtttcgc catcgtatta ctccaaatta cttgatagtt tcgctagtcg atttgaagaa
  3598741 acgaactttt ttgccgtctt caaatctaaa gcctacacgg tcagccttac cggttgtcgc
  3598801 gttgaacagc gcaaggttgg aaacttgaat tgcagcttct ttttcaacaa tgccacctgg
  3598861 ttggttcaga gccggaaccg gcttctggtg tttcttaacc aggttgatac cttcaacgat
  3598921 gaccttgcca gaagacagga cattctttac tttaccgcgc ttacctttgt ctttcccggt
  3598981 tagcacgata acttcgtcat cacgacggat tttcgctgcc atggttcgct ccttagagta
  3599041 cttctggtgc cagagagata attttcatga acttctcatt acgcagttca cgagttaccg
  3599101 gcccaaaaat acgcgtgccg attggctgct cgctgttatt atttaaaata acacaagcgt
  3599161 taccatcgaa gcgaatgaca gaaccgtccg ggcgacgtac acccttcttg gtgcgcacca
  3599221 ctaccgcctt cagaacatcg cctttcttca ccttgccacg aggaattgct tccttgatgg
  3599281 tgatcttgat gatgtcgccg atgcctgcgt agcgacggtg cgagccacct agaaccttga
  3599341 tacacattac gcgacgtgca ccggagttgt cggccacgtt cagcatagtc tgttcttgga
  3599401 tcatgttagt gctccgctaa tgtcaactac tactttagga cccagaatag gtcgtttaaa
  3599461 agccccacta atgagggcgc ggcattataa caccggttcc acatcctttg ataggaaaaa
  3599521 gtgggtagaa aaaataagcg gcccattttc agagccgctt attatgttcg agttggctac
  3599581 tctattacag aatcgctttc tctacaacgc gaacaagcgt ccaagactta gtctttgaca
  3599641 gtggacggca ttcgcggatt tctaccacgt cgccgatacc acattcattg ttctcgtcat
  3599701 gtacatgcaa cttcgtcgta cgacggatga atttcccgta aatagggtgc ttcaccacac
  3599761 gttcgatagc aacaaccatg gatttctcca ttttgtcact aactacgcga ccttgcagag
  3599821 tacggatttg gtcagtcatt acgcacccgc cttctcagtc agtaaagtct taacacgcgc
  3599881 gacattacga cgcacttgtt tcaacaggtg agtttgttgc agctggccac tagccgcctg
  3599941 catgcgcaaa ttaaattgct cacgcagcag gttgagcagc tcagtgttca gctcttcaac
  3600001 gcttttttca cgcagctctt gtgctttcat tacatcaccg tcttagttac aaaggtggtt
  3600061 ccgacaggca gtttcgctgc agcaagctta aatgcttcac gtgcagtttc ttcaggaaca
  3600121 ccagccattt caaacaatac ttttcctggc tggatcaggg caacccaata ctccacgtta
  3600181 cccttacctt tacccatacg cacttcgagc ggcttctcag tgatcggttt gtccgggaat
  3600241 acacggatcc agaccttacc ttgacgctta attgcacgtg tcatcgcacg acgggctgct
  3600301 tcgatttgac gagccgtcag gcggcaacgg ccacaagctt tcaggccgaa ctcaccgaag
  3600361 ctaacatccg taccttgcgc aaggccacgg ttacggcctt tgtgcatctt acggaatttt
  3600421 gtacgctttg gttgtaacat cagcgattct ccttacttgc ggcctttacg ctgctgcttt
  3600481 ttaggttgag cagccggttc cggttgttca acagcagcca taccacccaa gatctcacct
  3600541 ttgaagatcc ataccttaac gccgattaca ccataagtgg tgtgcgcttc agatgtgttg
  3600601 taatcgatat ccgcacgcag tgtatgcaac ggaacacgac cttcacggta ccattcggta
  3600661 cgcgcgattt cagcaccgcc aaggcggccg cttacttcaa ctttgatacc tttagcgcca
  3600721 agacgcattg cgttctgtac agcacgcttc atagcacgac ggaacataac acgacgttcc
  3600781 agctgtgaaa tgatactgtc agcaaccaat tttgcgtcca gttccggttt acggacttcg
  3600841 gcgatgttaa tctgtgcagg aacgccagcg atatccgcta cgaccttacg cagtttttcg
  3600901 acatcttcac ctttcttgcc gataacgatg ccagggcgag cagtgtgaat agtcacacgg
  3600961 atgctcttcg ctggacgctc gataacgatg cgagaaacgg aagctttcgc taattcctta
  3601021 gtcaggaatt ggcgaacttt aaagtcgctg tccaggttgt cagcgaattc tttggtattt
  3601081 gcgtaccagg tagagttcca agctttgaca atacctagtc gaataccatt aggatgtact
  3601141 ttctgaccca ttgctagtct ccagagtctc agcgatcgga cacaaccaca gtaatgtggc
  3601201 tggtgcgctt caggatgcga tctgcacgac cttttgcacg cggcataatg cgcttcatgc
  3601261 tagggccttc gtctacgaag atcttcgtga ctttcagatc atcgatgtca gcgccatcgt
  3601321 tgtgttctgc gttagcaatg gcagactcta gtaccttctt aaccaaacca gcagcttttt
  3601381 tgttggtgta ggttagagtt tccagagctt gcgacacttt cttaccgcga atcaggtccg
  3601441 ctaccaagcg aaccttctga gcagaagaac gagcgtggcg atgtttagcg atagtttcca
  3601501 tctcttcctc ctaccttagc gctttttggc ctttttatcg gccgcatggc cgcgataagt
  3601561 acgggtcggc gcgaattcac ccagtttgtg accgaccatt tcatcggaaa cgaatactgg
  3601621 aacgtgctga cgaccattat ggacagcgat ggtcaaaccg atcatatttg gaaagaccgt
  3601681 tgaacgacgg gaccaagtcc gaataggctt cttgtctccg ctttccaccg ctttctctac
  3601741 cttcttcagc aagtgcaggt caatgaaggg acctttcttg agagaacgtg gcatggctta
  3601801 tcctctaatt attttttact acggcgacgt acgatgaact tatcagtacg cttgttgcta
  3601861 cgggtcttct tacctttggt ctgaacgccc cacggggtta ccgggtgctt accaaagtta
  3601921 cgaccttcac caccaccgtg cgggtgatct actgggttca tcgccgtacc gcgaacggta
  3601981 ggacgaatac cacgccaacg actagcacct gctttaccca ggacacgcag catgtgttca
  3602041 gcattaccaa cttcacctaa ggtggcgcgg caatcagctt gaaccttgcg catttcgccg
  3602101 gagcgcagac gcagagtaac gtaggaaccg tcacgagcaa cgatctgaac gtatgcacca
  3602161 gcagaacgag ccaactggcc gcctttacct ggtttcattt ctacgttatg aaccgttgaa
  3602221 ccaactggga tgttacgcat aggcagggtg ttacctgctt taattgcagc atcaacgcca
  3602281 gattgaatct ggtcaccagc cttcaggcct ttcggcgcca ggatataacg gcgttcgccg
  3602341 tctttgtaca gaaccaacgc aatatttgcg gaacggttcg gatcgtactc cagacgctca
  3602401 accacagcag ggataccatc tttgttgcgt ttgaagtcaa ccagacgata atgttgcttg
  3602461 tggccaccac cgatatgacg ggtagtgata cggccattgt tgttacggcc accgcttttg
  3602521 cttaatttct caagcaacgg ggcataaggc ttacccttgt gcagctcagg gttaaccact
  3602581 ttaacaacgt ggcgacgacc cggagacgta ggtttacatt taacaattgc cattgtttac
  3602641 tcctccgact tactctgcgc cgccgatgaa gtccagattc tggccttctt tcagggtgac
  3602701 gtaagctttt ttccagtcgc tacgacgacc aacacgctga ccgtgacgct tactcttgcc
  3602761 tttaaccagc aaggtgttaa cgtcttcgac ttcgacttca aacagtttct gcactgcagc
  3602821 tttaatttct gctttggtcg cgtctttggc aactttgaga acgatggtgt tattcttttc
  3602881 catcgcagcg gacgcttttt cagatacatg cggcgagcgc agtactttca gcagacgttc
  3602941 ttcacgaatc atgccagcat ctcctcaact tgcttcacag catcagcagt cataaccact
  3603001 ttgtcgaagg cgatcaggct aactggatca ataccggcta catcgcgaac atcaaccttg
  3603061 tacaggttgc gagcggccaa gaacaagttc tcgtccagtt cacccgttac gatcagcaca
  3603121 tcttccagag ccatatcttt cagtttctgc gccagcaact tagttttagg tgcttcaaca
  3603181 gagaactttt cgacaatgat cagacgatct tgacgtacca attcggacag aatgcttttc
  3603241 agcgcgccgc ggtacatctt tttatttact ttttgactgt ggtcctgagg ctttgcagca
  3603301 aaggtcacac cacctgaacg ccagatcggg ctctttacag aacctgcacg cgcacggccg
  3603361 gtacctttct gacgccacgg ttttttaccg gaacctgtta cttcagcacg ggtcttctga
  3603421 gcacgagtac cttgacgggc acctgctgcg taagcaacaa caacctgatg tacaagcgct
  3603481 tcattgaaat cacgcccgaa ggtagtttcg gaaacagtca gcgcgcctgg cgcgtctttc
  3603541 attaccaatt ccattcctat ctcctcgacg ttacgccttg acagccggtt ttacgatcag
  3603601 gttgccaccg gtagctcccg gaacagcgcc cttgaccagc agtaggttgc gctcagcgtc
  3603661 aacacgtact acatccaggc tctgaacagt tacacgttca tcacccatat ggcctgccat
  3603721 tttcttgcct ttaaacactt tgcccggagt ctggttttga ccgatagaac ccggaacacg
  3603781 atgagacaag gagttaccat gggtagcatc ttgggtgcgg aaattccagc gcttaacagt
  3603841 accggcaaaa cctttacctt tagacgtacc tgtaacgtcg actttcttaa cgtctgcaaa
  3603901 aatttcgacg ctaatttctt gaccagcagt aaactcttga ccttctggaa ggcggaattc
  3603961 ccacagacca cggccagctt ctacgccagc tttagcgaaa tgacccgctt ctggtttagt
  3604021 aacgcggtta gcttttttag caccggtagt tacttgcaca gcacggtatc cgtcgttctc
  3604081 caggcttttg acctgagtta cgcggttcgc ttcaatttcg ataacagtta ctgggattga
  3604141 aacgccatct tcagtgaaga tacgagtcat gcccactttt ttaccgacta aaccaatcat
  3604201 tgtttcaacc tctcaatcgc tcaatgacct gattaaccca ggctgatctg cacgtctaca
  3604261 ccggcagcca gatccagacg catcagagca tcaacggttt tctcggttgg ctcaacgatg
  3604321 tcaaccagac gcttgtgagt gcgaatttcg tactgatcgc gcgcatcttt attgacgtgc
  3604381 ggagaaatca gaacggtaaa gcgctctttg cgagttggca gcgggatcgg accacgaacc
  3604441 tgcgcaccag tgcgcttggc agtctcgacg atttccgcag ttgattgatc gatcaaacga
  3604501 tgatcaaacg ctttcaggcg gatacggatt ctttggttct gcatgagacc agagctccaa
  3604561 ttatttataa acgtaaatga ttactcctcg cacccatttc gattgatggg ggagtgtaat
  3604621 cgttcaacat ataaccccca tatcgggagt attgttcagt gacaacacta ggctgtaact
  3604681 gacagattag tttcaatctg acccaccaag attaggtagg cccgcgcatt atacgtaaat
  3604741 accagcagga agcaagctgg tgttgaaaat ctacgcaaga atttgccaga taatttaatt
  3604801 gaagggggaa taagatgact gacaagatgg aaaaagcgga gaaagaagag tgagcgcatc
  3604861 gcgatactca ctctttatca ctaaaaaatg ttatcactaa aaatgtcatt actgaaccaa
  3604921 cgacgccatt gctgagcaaa cacgtgatct ctaagaccta gtcttttgct agctgggcct
  3604981 gtgagtagct ttgtatacct aaacggtcga tcaagctaag ttctgtttcg agccaatcaa
  3605041 tatgctcttc ttcatcaacc agaatttctt tcaataaatc acggcttacg tagtcatgga
  3605101 ttgagtcagc ataagcaata ccttctcgta aatctgtagc cccagataac tcgagcgcta
  3605161 aatcagattt cagcatttct tcaacatctt ctccgatatt caatttacca agctcttgta
  3605221 aattaggaat accttcgagg aataaaatac gttcaatgta tttatccgcg tgcttcattt
  3605281 cgtctataga ttcgtgatac tccttatcat taaggcgcat cagaccccag tttttaaaca
  3605341 ttcgggcatg aagaaaatat tggttgatgg caactaactc gtttccgagc agtttattca
  3605401 gatgtgcaat tatcttttta tcacctttca tagttatacc ctccgcttcc agtactaaca
  3605461 gtgtagtacc agatggcaaa gtatgcggaa aacttctccg agctaactat taggcaacat
  3605521 cattcatttc tggaatatta gcgagttcct caatcaagat ctctctggct tgtcggatgc
  3605581 acttcccaca gtcactacca atcggcacaa gctgtcgcag ttgcttaact gtatggggct
  3605641 gatgctggcg cacagctttg cgaatgactt tgtcagaaac cgcattacat agacaaacgt
  3605701 acataaaaag actcatttct taaccagtct tttgagtgta aataagaatg agttttattt
  3605761 caattaagat tattcacttt atcaataaat atcctccggc atagccggag gtttttcata
  3605821 tgcgcctata aggctctgtt actgtaacga acggtgcaat agtgatccac acccaacgcc
  3605881 tgaaatcaga tccagggggt aatctgctct cctgattcag gagagtttat ggtcactttt
  3605941 gagacagtta tggaaattaa aatcctgcac aagcagggaa tgagtagccg ggcgattgcc
  3606001 agagaactgg ggatctcccg caataccgtt aaacgttatt tgcaggcaaa atctgagccg
  3606061 ccaaaatata cgccgcgacc tgctgttgct tcactcctgg atgaataccg ggattatatt
  3606121 cgtcaacgca tcgccgatgc tcatccttac aaaatcccgg caacggtaat cgctcgcgag
  3606181 atcagagacc agggatatcg tggcggaatg accattctca gggcattcat tcgttctctc
  3606241 tcggttcctc aggagcagga gcctgccgtt cggttcgaaa ctgaacccgg acgacagatg
  3606301 caggttgact ggggcactat gcgtaatggt cgctcaccgc ttcacgtgtt cgttgctgtt
  3606361 ctcggataca gccgaatgct gtacatcgaa ttcactgaca atatgcgtta tgacacgctg
  3606421 gagacctgcc atcgtaatgc gttccgcttc tttggtggtg tgccgcgcga agtgttgtat
  3606481 gacaatatga aaactgtggt tctgcaacgt gacgcatatc agaccggtca gcaccggttc
  3606541 catccttcgc tgtggcagtt cggcaaggag atgggcttct ctccccgact gtgtcgcccc
  3606601 ttcagggcac agactaaagg taaggtggaa cggatggtgc agtacacccg taacagtttt
  3606661 tacatcccac taatgactcg cctgcgcccg atggggatca ctgtcgatgt tgaaacagcc
  3606721 aaccgccacg gtctgcgctg gctgcacgat gtcgctaacc aacgaaagca tgaaacaatc
  3606781 caggcccgtc cctgcgatcg ctggctcgaa gagcagcagt ccatgctggc actgcctccg
  3606841 gagaaaaaag agtatgacgt gcatcttgat gaaaatctgg tgaacttcga caaacacccc
  3606901 ctgcatcatc cactctccat ctacgactca ttctgcagag gagtggcgtg atgatggaac
  3606961 tgcaacatca acgactgatg gcgctcgccg ggcagttgca actggaaagc cttataagcg
  3607021 cagcgcctgc gctgtcacaa caggcagtag accaggaatg gagttatatg gacttcctgg
  3607081 agcatctgct tcatgaagaa aaactggcac gtcatcaacg taaacaggcg atgtataccc
  3607141 gaatggcagc cttcccggcg gtgaaaacgt tcgaagagta tgacttcaca ttcgccaccg
  3607201 gagcaccgca gaagcaactc cagtcgttac gctcactcag cttcatagaa cgtaatgaaa
  3607261 atatcgtatt actggggcca tcaggtgtgg ggaaaaccca tctggcaata gcgatgggct
  3607321 atgaagcagt ccgtgcaggt atcaaagttc gcttcacaac agcagcagat ctgttacttc
  3607381 agttatctac ggcacaacgt cagggccgtt ataaaacgac gcttcagcgt ggagtaatgg
  3607441 ccccccgcct gctcatcatt gatgaaatag gctatctgcc gttcagtcag gaagaagcaa
  3607501 agctgttctt ccaggtcatc gctaaacgtt acgaaaagag cgcaatgatc ctgacatcca
  3607561 atctgccgtt cgggcagtgg gatcaaacgt tcgccggtga tgcagcactg acctcagcga
  3607621 tgctggaccg tatcttacac cactcacatg tcgttcaaat caaaggagaa agctatcgac
  3607681 tcagacagaa acgaaaggcc ggggttatag cagaagctaa tcctgagtaa aacggtggat
  3607741 caatattggg ccgttggtgg agatataagt ggatcacttt tcatccgtcg ttgacagtta
  3607801 ccagccgcgc cctaacaggc gcatcgcgat ctgacatttg catctatgga ttacttacgg
  3607861 cccgtaaacg ggctaccggg atacgggatc gagagttgct cacccatttt atcctcttcc
  3607921 aattggtgct ttatgtattc ttgtatcctg gccgtgtttt tccctaccgt atcaacgtaa
  3607981 taccctcgac accaaaactc cctgttacgg tatttgaact tcaaatcgcc aaactgctca
  3608041 taaagcatca gactgctctt tcccttcagg taccccataa atcccgagac actcatcttg
  3608101 ggcgggatct ccagaagcat atggatgtga tccacacagc attctgcttc caggatattc
  3608161 acgtttttcc attcgcacag ttttcttaaa atactgccaa tcgctctgcg tttttccctg
  3608221 tagaacacct gccttcggta cttcggcgca aaaactatat gatatttaca gttccatcgg
  3608281 gtgtgcgcta agctcttttc atccctcatt gggaccccct tttgatttct tgttgaacat
  3608341 ttgcagttgc cagaccgcaa actgttttaa caaatcaaaa ggggttttta taactgaccc
  3608401 aaagctgaaa gctttactga acccccagcc tagctggggg ttttctgggc acaataaaaa
  3608461 agggtgccga ggcacccttt ggtttgatca ataaataatt aatcagaaaa attaagcgat
  3608521 tactttagca acaacaccag cgcctacagt acggccgcct tcacggattg cgaaacgcaa
  3608581 gccgtcgtcc attgcgattg ggtgaatcag ggtaacaatc atgttgatgt tgtcacctgg
  3608641 catcaccatt tcaacgcctt ctggcaattc gatggtaccg gttacgtcag ttgtacggaa
  3608701 gtagaactga ggacggtagc ctttgaagaa cggagtatga cggccgcctt catctttgct
  3608761 cagaatataa acttctgatt caaaggtagt gtgtggtttg atagaacctg gtttagccag
  3608821 aacttgacca cgttcgatat cttcacgttt gataccacgc agcagaacac caacgttctc
  3608881 accagcacgg ccttcgtcca gcaatttgcg gaacatttca acgccagtac aagtagattt
  3608941 aacagtatct ttgataccga cgatttcaac ttcttcgccg actttaacga taccgcgctc
  3609001 tacacgacca gttactacag taccacggcc tgagatagag aatacgtctt cgattggcag
  3609061 caggaacggc ttgtcgatag cacgttctgg ttctgggata taagaatcca ggtaaccagc
  3609121 cagttcgatg attttagctt cccactcagc ttcgccttcc agtgctttca gcgctgaacc
  3609181 acgaacaact ggcagatcat cgccagggaa gtcgtaagca gacagaagtt cacgaacttc
  3609241 catttctacc agttccagca gctcttcatc atcaaccatg tcacatttgt tcatgaatac
  3609301 gatgatgtaa ggaacgccaa cctgacgacc caacaggatg tgctcacgag tctgtggcat
  3609361 agggccatca gttgcagcaa caaccaggat tgcaccatcc atttgagcag caccggtgat
  3609421 catgttttta acatagtcgg cgtgacctgg gcagtcaacg tgcgcatagt gacgagcagg
  3609481 agtatcatat tcaacgtgag aagtgttgat ggtgatacca cgtgcttttt cttctggtgc
  3609541 gttatcgatt tgatcgaaag cacgagcgct accgccgtag gttttagcca gaacggtggt
  3609601 gattgctgct gtcagggtag ttttaccatg gtcaacgtgg ccgatagtac cgacgtttac
  3609661 atggggtttg gtacgttcaa atttttcttt agacacgact atattcctta ctcttgtgct
  3609721 ctcccactaa atgagagagc actggatcat tgttttaaac ccgaaagctt atttgccacg
  3609781 ggcttcgata acggctttag cgacgttact cggtgcttca gcatactcca agaattccat
  3609841 ggagtaagaa gcacggccct gagtctgaga acgcaggtca gtagcataac cgaacatttc
  3609901 agacaacgga accttgacgc gaacagtttt accggtagca gtatcttcca taccttcgat
  3609961 gataccgcga cgacggttca ggtcgcccat tacgtcaccc atgtaatctt caggggtttc
  3610021 gacttcaacc ttcatgattg gctcaagcag aactggttta gctcgtttga aaccttcttt
  3610081 aaaagcgata gaaccagcta atttaaatgc caattctgag gagtcaacgt catggtaaga
  3610141 accgtagtgc agacgcactt taacgtcaac aactgggtaa cctgccagag ggccagattt
  3610201 cagctgttct tgaatacctt tatcaacggc cggaatgaat tctttaggaa tagaaccacc
  3610261 aacgatttcg ttgacgaatt catacccaac accacccggt ggcaatggag acatgtcgat
  3610321 aacaacatga ccatactgac cacgaccgcc tgactgctta gcgtgcttac cttccacatc
  3610381 cttaacggtt tcgcggatag tttcacggta cgcaacctga ggtttaccga cgtttgcttc
  3610441 cacgttaaat tcgcggcgca tacggtcaac caggatatcc aaatgcaact cacccatacc
  3610501 agcgatgata gtctgaccag attcttcgtc agtccaaacg cggaatgatg gatcttcttt
  3610561 cgccaaacgc cccagagcca tacccatttt ttcttggtca gctttggttt ttggttcaac
  3610621 agcaacagag attaccggct ctgggaactc catacgttcc aagatgatcg gattattcgg
  3610681 gtcacacaaa gtgtcacccg tagtcacatc tttcagaccg atagcggctg cgatatcacc
  3610741 ggcgtgaact tctttgatct cttcacgctt gttagcgtgc atctgtacga tacgacctaa
  3610801 gcgttcacgt tgcgatttca ctgagttcag aacggtatca ccggaattaa caataccaga
  3610861 gtacacgcgg aagaacgtca ggttacccac gaatgggtcg gtagcgattt tgaacgccag
  3610921 agcagagaac ggctctttgt cgtcagaatg acgaacagcc ggagtatctt tgccatcatc
  3610981 caagatgccg ttgattgatt caacgtcagt tggtgcaggc aggtactcaa taaccgcatc
  3611041 cagcattgcc tgtacgcctt tgtttttaaa cgcagaacca caggtaacaa gaataatttc
  3611101 gcttttcaga acacgttgac gtaaagcttt cttgatttct tcttcggtca gctcttcgcc
  3611161 acccaagtat ttgtccatca gctcgtcaga cgcttctgcc gcagattcaa ccagattctg
  3611221 gtgccattca gcagccagtt cagccatatc agcagggatt tcttcatatt cgaaggtcac
  3611281 gccctgatca gcttcgttcc agttgatcgc tttcattttc accagatcga taataccggt
  3611341 gaatttttct tctgcgccaa ttgccaactg cagtggaact gggttcgcac caaggcgaga
  3611401 tttcagttga ccaactacgc gcaggaagtt cgcacccata cggtccattt tgttaacgaa
  3611461 cgcaatacgt ggaactttat atttattagc ctgacgccat acggtttcag actgtggctg
  3611521 aacaccacca actgcacagt aaaccattac cgcgccgtca agaacacgca tggaacgctc
  3611581 tacttcgata gtgaagtcaa cgtgcccagg ggtgtcaatg atattgacgt gatgtggttc
  3611641 gaactgttta gccataccag accagaagca ggtagtagct gcagaagtaa tggtaatacc
  3611701 acgctcctgc tcctgttcca tccagtccat ggtggctgcg ccgtcatgaa cttcaccgat
  3611761 tttgtgattt acaccggtgt aaaacaggat acgttcggta gtggttgtct taccggcgtc
  3611821 gatgtgagcg ctgataccga tattacgata gcgctcaatg ggtgttttac gagccatttg
  3611881 attcctctat tcctagggcg ttcattcggt taacccatgc gggttggctt cttgaagcgc
  3611941 ccgcatggtt agcatgacta ctgcgggata ttaccagcgg tagtgggcga acgccttgtt
  3612001 agcttcggcc atacggtgaa cgtcttcacg tttcttaaca gcagaacctt tgttctctgc
  3612061 tgcgtcagac agttcattcg ccaagcgcaa agccatggat ttatcaccgc gtttacgagc
  3612121 agcatcaacg atccaacgca ttgccaaggc attacgacga accggacgaa cttcaactgg
  3612181 tacctgataa gtagaaccac caacgcggcg agacttaact tcgacagtcg ggcgcacgtt
  3612241 atccagagct acttcgaaag cttccagaaa atctttacca gaacgctgag ccagggtctc
  3612301 cagcgcggta tagacaattg cttctgcagt agatttttta ccatctacca tcaggatatt
  3612361 tacaaattta gccagcaatt cagatccgaa cttaggatct ggtaaaattt tacgttggcc
  3612421 aattacacga cgacgtggca tggaaatact ccgttgttaa ttcagggttg tccaaaactc
  3612481 taagagttta ttttgacatt aatgtgaaaa tgtttggcct tacttaacgg agaaccatta
  3612541 agcctttggc ttcttcacgc cgtacttaga acgtgattgc ttacggtctt taacacctga
  3612601 gcagtcaagc gcgccgcgaa cggtgtggta acgcacacct ggcaagtctt taacacgacc
  3612661 gccacggatc aggatcacgg agtgttcctg taggttatga ccttcaccac caatgtaaga
  3612721 ggtgacttca aaaccgttag tcaaacgcac acggcaaact ttacgcagtg cggagttagg
  3612781 ttttttcgga gtggttgtat atacgcgggt acatacacca cgtttctgcg ggcatgcttc
  3612841 caacgcagga acgttgcttt tagcaacctt catgctgcgt ggcttgcgaa ccagctggtt
  3612901 aatcgttgcc attattaaaa aagctcctgg ttttttgctt cgtaaacacg tgataaatcc
  3612961 ccctcgtttg cactactggc agagaacgag gacgcagaat tttatggctg actatctaag
  3613021 gtgtcaagaa atatacagca ttactcgcat taccatgcca gttgctgctg atgtcttagg
  3613081 gtcaaatcca cgaagtgagt atagctgatt agtgttgcgt tgtctgaaat ttggccaacc
  3613141 aagccacgtg caataacatc gtcttccaat acaaatagag aagcggggtt atttaacaac
  3613201 agcttaagag tttcactctc tttcaaggcc gctatcacac catcttgcag caacaaaata
  3613261 tcatcctcag atgtcgctaa tctcaacagc gcagataaat cgcagtgata aggtgaatga
  3613321 ctgacggtat acagcattat gaatacccaa acctcattaa aaagtcagca caacatcata
  3613381 agtgcccagt tcacggcgta aatctgccgg ggataatacc gttacatcga ggatccagtc
  3613441 agccatttta ctcaacccac gctgttgcaa tgagcgttcg cagagataac aattttcgac
  3613501 atcgtacaga ggtaagacac cgaaagtagc aatatagttt ctggcaagaa ttttttctgg
  3613561 ctgttgctga ggtaaaagtt gcaaaacacc atctgagata aagaatacgc cgatatcttc
  3613621 gctcaaagca gaggtggcca gcaaagcatc caacccttca cgtccagctg agctgccatg
  3613681 ggggccttga gtaaaaataa aagcgatgcg ttttcttgcc attaaaattg caccatgcga
  3613741 tcacaagtca acgtagcttc tgccagcgcc cctagaccac tcaatgtaaa accgggttgc
  3613801 agattcgcag cggccaaatt gagttgctcg gcttcatgtt gatcggtaat accacggcgt
  3613861 agcgctgccg cgacacacac attcagcgta accgcctgtt cagccgccaa ttgttgccat
  3613921 gctcgtacca gatcaaattc atcactcgct ggggccgtga gttggttggc attcagtacg
  3613981 ccttcgcgat agaaaaagat gctgaccaag tgatgccctg ccccaacaac cgcctgagcg
  3614041 aactgataag cgctactggc ctgctgtgta ccataagcag gccctgtgac caataggcaa
  3614101 tattttaacg cggacattaa cgttcgtgcc cgacgagatc gccacttttg aactgacgaa
  3614161 tgtaaagata taccgtgtgc tttgagatat tgaggcgttc tgcaacttgg tttatggcat
  3614221 cttttatatc aaaaatacct ttttcataaa gattgagtac aacctggcga ttcttggcgt
  3614281 tgttagaaac gttacgatcc gcattcactt cttcaatagt gaactccagc gtttgcgcaa
  3614341 ccagatcatc gacagatgaa gcaaagttga cggaggaagg cacttcttgt gtttctggtg
  3614401 gcataaaagt ctgaatgatt tgtgagaaag gaacatccag attcatgtta atgcacaaca
  3614461 aaccaatcac ccgctggtca cggttacgaa tagcgattgt cactgatttc atcaggacac
  3614521 cgcttttggc ccgcgtgaaa taagcttttg aaacactact gtcagcacct gccatatcat
  3614581 ggagcatgcg tagtgccaaa tcggttatag gtgagccaat ctgccgcccc gtgtgttcgc
  3614641 cgttagcaat tctcaccgca gaatttttca aatcctccag tgagtgcaaa acaatttcac
  3614701 agtgcccacc aataagcatt gccaagccat ccacgacaac ttcgtatgac tttagtattt
  3614761 catggtccgt ctgactgaac ggacgttcat ccagtaaatc cagttcactg gtttcgctac
  3614821 agagaagcga attagacatc gaagacacca tcctctacgt aaagcctgtc tctatatcgt
  3614881 tggcagacta ataactcaat atcttagatt ttaagtctag caaacatgcc tgtgtaaaat
  3614941 ccttgcgttt acatgtggta ttgacgttaa gcccacaagc tataagccgt caagttatca
  3615001 acgagcagat aagtaaattg ccagcgcaca aaaaaaaacc gtcacgacaa ttatcgtaac
  3615061 ggttatgaga agagtatgct gactaagtca aattacttct tagcttttgt atcaaccgca
  3615121 ggctgttgct cttgagcatc ggctttagct gcggctttca catccagcag ttctacatcg
  3615181 aatatcagag tagagttggc aggaatacca gggacgcctg ctttgccgta agccagttct
  3615241 ggcgggataa ccaaggtgat tttgccacct tttttgattt gcttcaggcc ttcagtccag
  3615301 cctgggataa cgccatccag acggaaagac aatggctcgc cacgtttgta tgagttatca
  3615361 aactcagttc cgtcagccaa agtgcctttg tagttaacga caacagtatc gctgtctttt
  3615421 ggtgcatcac ccgtaccggc gttctctacc ttgtacagca ggccagatgc ggttttcttc
  3615481 acaccttttt ctttagcaaa ggtatcgcgg tacttagcgc ctttatccgc gttttctttg
  3615541 gcatcttgct ccattttggc ttgagcagac gcttttaccc gagcttcaaa attttgcagg
  3615601 gttttttcga tctcttcgtc agtcagtttg cttttgttag caaaagcatc ttgcacacca
  3615661 gcgatcaact ggtctttatc caacttaatc cccaattttt cttgttcttt cagggaatta
  3615721 tccatatagc ggcccaaaga cgcacctaat gcataagcag attgctgatc attattttta
  3615781 aatgcgctat tggttactac tggtgaggtt gcgtcagcag cgaaaacagt tgaggtattc
  3615841 agggttagcg tcatggccgt agccagcaac gttactttaa acagtgattt catccatttc
  3615901 tccattggct taaggactct aaccccaagc aacgattata agagtaacat gtactataac
  3615961 tgtgtgtgtg aacacaaaac aatctcaata ctcatgctat taagtgatat taagactttt
  3616021 tttactacaa gaagtttcgt ttttatatat atcttgaccc ttgcggggta atcacggtga
  3616081 tttacaggta atatcatgcc cccagctatc gcgatatact gctacaaccg taaaaaatgg
  3616141 cccaaccgta tagtttgcag ctatattatt tatagctaca tcgtttgcag taatgagagg
  3616201 aaatacgatg gaacaatccc tgcttgaaca acggctagaa atgctggaaa gccgtctggc
  3616261 atttcaggaa gtgacgattg aagaacttaa cttgattgta actgagcatc aaatggagat
  3616321 gaccaagctg cgggagcatc tgcgtttact gaccgataaa ctgcgggagt cccaatcgtc
  3616381 aatgctggcg tcaccgtcag aagaaacacc gcctccgcac tattgattga tcgattgatt
  3616441 tgtaataacg attaattagt tttaataacc attaattggt tttaataacc attggttacc
  3616501 cccaaatcgc ggctgattaa ttttaatatc cgcaccgcta gcggcagtta tgacgagatc
  3616561 attggctatc acacagaaaa tgagtgatcg cgtacagagc aaaaagccag cgatgaaggc
  3616621 tggctttttg ctgacggggt cagatattag tgacagccac aaccgccact tttaccgcaa
  3616681 ccacctttac catgctcatg ttcatgttca tggtcgtcgt ggccgtgacc accgcagcaa
  3616741 ccgtcaccgt gttcatggtg atgatcatgc tcaccatgta catggccgtg ctgcaactct
  3616801 tcttctgttg cttcacggac agcaaccact tcaacgtgga agttcagatc ctggcccgcc
  3616861 agcatgtggt taccatcaac cacgacgtgc tcgtcttcga cagcagtgat ctcaaccggt
  3616921 actgggcctt gatcagtatc tgccagaaaa cgcatcccca cttccagctc gtcaacgccc
  3616981 ataaagacgt cttttggtac acgctgcacc agattttcat cgtagctgcc gtaaccttca
  3617041 tcggcattaa cacgcacatc aaaactgtca ccagcttcgt ggccttcgag cgcgttttct
  3617101 aaaccagcga tcagggaacc gtgcccgtgc aggtagtcca acggcgcgct caccggagac
  3617161 tcatcaacta aaacaccgtc ttctgtacgt acctggtaag ccaggctgac taccaagtct
  3617221 tttgttactt tcatgatatc tcctaccctt ggaacaaaaa ttggcacaga ttgtagcgga
  3617281 aatctgcccc gctgtactca cccgcataaa aaatcacggc agataacgct actctggagg
  3617341 aaaaataccg atcacttgct catgtggacg aacatgttta ttgacctgtt catccgtctg
  3617401 gcgttgatgg tgaccacact taacacactc cactacttca acctgatcct cacgccataa
  3617461 agccagcgta tccaaggcat tacattgcgg gcagacggct ccggcaataa atcttttacg
  3617521 tgtcactgtc ttattaagag tgatagtcat cgtttgtcct cgacattatt cgtattcatc
  3617581 ccacccatct aactgccggc tttcatgtag catttctcgt tgaaaaatat cttccaactc
  3617641 acggcgagct tctttaattc tggaaatttg tgccacatcg ccatgatgtt gtggcatcag
  3617701 ctcacgtagc attcgcatgt ccaagcgacg aaaatgttgt tgcgcccggt aggcctgatg
  3617761 tggatgcatg cccagttcca ataatgtctt acgccccagt tccagcgcac tggagaaggt
  3617821 ttcacgcgtg aagtctttga ccccgttttg gagcagttca tgggcttcga cacgccctct
  3617881 ggcgcgagca agaatgtgca gattagggaa gtgttgctgg cataaatgca ccagcgccat
  3617941 ggtgtcttcc ggctcattgc aggtgataac aatggctttg gctttttctg cgccagcggc
  3618001 tcgtagcagt tccaactcgg tcgcgtcacc atagtaaact ttgtagccat atttgcgcat
  3618061 catactgacc gcgctgacat cacgttccag tacggtaatg cgcattttgt tcgccatcaa
  3618121 taaacggcca atcacctgac caaatcgccc gaagccgaca ataatcacct gtgggtcatt
  3618181 atcttcaaca aagggtttct catcactctc ttcctgcgcg ttgtagcgac gaaccaaaat
  3618241 acggtcaata acctgcatca gcaacggcgt agtcatcatc gataaggtga cgaccaccaa
  3618301 tagcaatgcc agttgttctg cattcaacac acgctgagag aacgccgcgg aaaacaggac
  3618361 gaaagcaaat tcgccgcctt ggctgagcac accggcaaat tgcaaacgga ccgaacgccg
  3618421 caagccaaac acccgcgcca aaccatacaa gatggcactt ttgataaaga ccagtgccaa
  3618481 gacgcccagc agtacatcca gtaaatgggt aaacagcacg ccgaggtcca atgccatgcc
  3618541 gacagaaata aaaaacaaac cgagcaagag ccctttaaac ggctcgatag cgatttccaa
  3618601 ttcgtgctga aactcacttt cagccagtaa tatcccggcg ataaatgtcc ccaatgccat
  3618661 cgatagcccc agggcatcca taaacagcgc ggaccccagc accaccagca atgccgcagc
  3618721 ggtaaaaacc tcacgtaccc cagaggcgac aatgtagcgg aacaacgggc gcaacaaata
  3618781 acggccccca atcaacatac cggcaaaagc cgcaattttg aggccaattt tgacccagtc
  3618841 attggctccc ccttcgttac ccgccagaat aggaatcaag gctaacgcgg ggatcaccgc
  3618901 catatcctgg aacagtagaa cggaaaaacc gagctggccg ccttcattgc ggttcatccc
  3618961 cttttcccgc atcagttgca atgccatggc ggtagacgac atcgccaaac ctacgccacc
  3619021 gataaccgct gcctgccagg cgaactgggt aaaataaagc aatgcgccca gtaccgcggc
  3619081 cgttatcacg acttgaccag caccgacacc aaaaatagat cgccttaatt gccaaagttt
  3619141 tgcgggattc aactccaacc caatgataaa catcaggaag acgacgccta gctcagaaaa
  3619201 atgtagaatt tcgtcaacat cgcgaataaa tcctagcccc cacgggccaa tggcaatacc
  3619261 cgcgatcagg taacccagta ccgcaccaat acctaagcgt tgggcgatag ggaccgcaac
  3619321 gacagcagcg aataaaaaca ctagaacagc ggtaagtagc cctgtgccct ccataaatca
  3619381 gagtcctctc gtgagcggtg actgcagcca ttgcacataa gcttgtgcgt gactggcgag
  3619441 tgtttccggc ttttggcgtc tggcccagta aataatcatc ggattaatcc aatgcatatg
  3619501 gcacatagcc gccgtcaatt cgaaaggacg cagaatgtct tccattgggt aacggttata
  3619561 tcccccaata cggtaagttc cctcctgctc accggtggta atcaccgagc gccagtgctt
  3619621 tcccgtcagt gcatggccgc caacgccatt ggcgaaacca cgtgccagta cccgatccaa
  3619681 ccactctttc agtaatgcag ggcaactgta agtatataaa ggatgttgaa atacaataac
  3619741 ttgatgatca cgtagcaatt gctgctcatg atgaatatca ataaagaaat ccggataatg
  3619801 tgcataaaga tcgtgcacag tgacatgttc taactgctgt accggttgca gtaaaacccg
  3619861 gttagcgacc gagtcctgtg attccggatg ggcatacagc agcaaaacct tcggcggctg
  3619921 caacatcatt cccctccaaa gcgtcgtcag ggtccggttt ttccgttacc atgcttcgca
  3619981 aagactaaaa ataggacacc aatcgtcccg tttataccca atacccaacg taattggcat
  3620041 tgcaggtagg tcgccagaaa acaccgctaa tgagcttact caagtcagtc attaggatga
  3620101 gtgaacgtgg ctaacccctg taacttcaag tgcaaagggg atgataattt aacatatcct
  3620161 aaacatacgg cactctatga ttgttttttc ctcgcttcaa attcgacgtg gtactcgcgt
  3620221 cttgctggac aacgccacag ctacgattaa ccccggtcag aaagtcggcc tggttggcaa
  3620281 gaacggttgt ggtaaatcga ctctgctggc gttgctcaaa ggcgaactga gcgccgatgg
  3620341 gggcaatgtc acatttccca ataactgggc actggcctgg gttaatcagg aaaccccggc
  3620401 actggatatc ccggcgatag agtatgttat cgacggtgac cgcgaatatc gccagttgga
  3620461 ggccgaactt caggctgcca atgaaaaaaa tgatggccat gccatcgcaa ccgtgcacgg
  3620521 taagctggat gccatccatg cctggactat ccaatcgcgt gcggccagtt tgctccacgg
  3620581 gctcgggttt tctcaagaaa aactacagca accggtacgt tcattttcgg gtggctggcg
  3620641 tatgcgtctt aatctggcgc aggcgctggt ttgccgctct gatttactgc tcttggatga
  3620701 accaaccact tggatttgga tgccgtcatc tggctggaaa aatggctgaa aagctacacc
  3620761 ggtaccttgg tattaatttc ccatgaccgc gatttccttg atcctattat cgataagatt
  3620821 ttgcatattg aacagcaaac gctgaatgaa tataccggta actattcatc gttcgaacgc
  3620881 cagcgcgcca ccaaactgtc gcaacaacaa tcgatgtatc agcatcagca agaaaaagtg
  3620941 gcgcatttac aaagttatat tgatcgcttc cgggcgcaag ccaccaaagc caagcaagcc
  3621001 cagagccgta tcaagatgct cgagcgtatg gagctgattg cccctgcaca tgtggataat
  3621061 ccgttccact tcagttttcg tacaccagaa agcctgccag atcccttgct gcgcatggat
  3621121 aaagtcagtg ccggttacgg ggaaaacacc gtcttacagt ccattaaact caacctggtg
  3621181 cccggttcac gcatcggtct cttggggcgt aatggtgccg gtaaatcaac gctgattaaa
  3621241 ttattggccg ggacgttaga accgcaaagc ggtgagatcg ccctgtccaa aggcattaaa
  3621301 ctcggttact tcgcccagca tcagttggag ttcttacggg ctgatgaatc accgttgcag
  3621361 catatgagcc gcctggcccc taaagagtca gagcagcaat tgcgcgatta tctcggtggt
  3621421 tacggctttc agggcgatca ggtgaccgac ccaaccgccc gcttttccgg tggagagaag
  3621481 gcgcgtttgg tgctggcact gattatttgg caacggccga atctgttact gctggatgag
  3621541 cccaccaacc atttggattt ggacatgcga caagccctga ccgaggctct gattgatttt
  3621601 gaaggcgcat tggtggtggt ttcccatgac cgtcatttac tgcgctctac caccgatgac
  3621661 ctctatctgg tgcacgacgg taaagtggaa cagttcgatg gcgatctgga agattatcag
  3621721 cagtggctgg tggattcaca gcgccagcaa agccaacagg ataatccggc gaaggagcta
  3621781 tcgggcaaca gcgcacaaca gcgtaaagac caaaaacgtc gcgatgctga attccgcact
  3621841 caaacgcagc cactgcgtaa gcagattatg acgctggaaa aacagatgga taaactcagc
  3621901 actgagctgg ccgctatcga agcacagttg gcggattcag cactgtatga tattgcgcgc
  3621961 aaagcggact tgacccaatg cctactgcaa caaacgcaag tgaaatccaa gctggaagag
  3622021 acggaaatgc agtggttgga tgtgcaagaa cagcttgaaa tactgactaa agagtttagc
  3622081 gatgccgata tataatatcg gaaatataga tataacatcg cgaatgtaaa tatggcatcg
  3622141 tgaatatagt cgtgcgaatt gagttagagt cgcacgacta gagcggcgtg atttttcgcg
  3622201 gtcttatcac gcccagagat taaacaatca tgaacagcgt tgatatcagc gtcattgtcc
  3622261 ccgtatacaa ttgcgcaaat tatcttacgg atctgctcga ctcactgcgc agccaaacgg
  3622321 gcgtctcgct tgagattatt gccgttaacg atggctctac cgatcacagt ctcgcactac
  3622381 tggaacaggt tgctcatatt gattcccgat tagtgattat aaatcagcag aatcaggggc
  3622441 tttctgaggc ccgcaatgtg gggatcgcca aggcgaaagg caattgggtt gcctttgccg
  3622501 atggtgatga ttggctggca ccccatgccc tgtcaacttg gttacagcag gttaaacagc
  3622561 agaagctgga tgtcttgatt ggtaacggct atcaatttag cagtaacccc gagcgaaaac
  3622621 cggtcactcc cttattgggt caacagcctt ggggagcgac gctcaatggt caacaatgga
  3622681 ttatcctcag tgttaaacaa aaagagtggc cacattatgc ctggttgcaa ctgattcgcc
  3622741 gcgatgtgat cagcactcac caattacagt ttattcgcga tatgcttcat gaagatattc
  3622801 tgtggaccac ccaattagca ctcgtggccc agcgtatcgg gttctgtgcc acgcccttct
  3622861 atggctaccg tactaatcct gactcaatca ctaactctcc ctcaatgcag gcactcctac
  3622921 gccgcgccaa tagctacgtt gatattatca acgcactggt taagattgcc gccagcacca
  3622981 aaccaccggt gcgcgatgcc ttgctatctc atgccaatca agaaagtggc catcttttag
  3623041 ggttattacg taaaaaacta cctgcctcac cacaacgtac cgcattggca attcgcttta
  3623101 tcacattggg tctgcgccct gcactattcc gtggtgtaac caatctccat gaactctggc
  3623161 gagcaatacg ttgctcattc ttgatgggtt cctatgcccg gcaaaagcgc gctgaataaa
  3623221 taagttacaa atacttattc attacactgt atttccctgg cacatataag gtttaattaa
  3623281 gccctgaagc aattaatgtg aatggactta aatgcagcgc atcttggtga tccgaattga
  3623341 ttttctcggc gatatggttt gtaccacggc gctattacat gcgctgaaac aacgttggcc
  3623401 agcagcagaa atccacgtat tagcgaataa atataatcaa tccgtgctgg cacgtaatcc
  3623461 tgatgtcagt gcggtccaca cttatgttta cagcaaacaa tgtgagagaa accagcggcc
  3623521 aggccggctc atggcccttt ttgatcggct agcattaatt tggcggctac ggcgtttagg
  3623581 cttcgatctg ctgctcattc ccaatggtgg catgaacaaa aacagtattc agtttgccaa
  3623641 acagctcaat gtggcagatc gccgttggca tacggctgaa actgagtttg acgaccgtaa
  3623701 tcctgaacat gttgccacgc ggccaatccg tcacgaagcc ctctcgggat ttgcactgat
  3623761 gcctgaactg gggcgggtag acatcgaaac acttaagctg catgtctacc cagagccaca
  3623821 attgcaggca aaatggcagg ccgatcttgg gggaaaagac cggccacgtg tcgggctatt
  3623881 tatctctaat aaatccgccc aacggcgctg gagttgggat aagtggcgtc aattggcatt
  3623941 gaaactcaat gcacaggctg aattgctcat ttttcatgat ccagcagaac aaccatccga
  3624001 gcagcaatta gcggggctaa ccgcccgttg tctgtcaacg ccatccactg acgacctgat
  3624061 ggcggcgatg agccagttgg atttggtgat ttccgccgat agcgcaccgg tacatatcgg
  3624121 ctccgcattg caaatacccg tggtggcctt gtttgaatcc cggccagaga agtacctacg
  3624181 ctggtatccg ctaggtgttc gccatgtgct cgtccatgcc gggccacaag ttgaagacat
  3624241 ccatgttgat gctgtcgagt ctgccgcccg ttcactgttg accacagatt aataacgcca
  3624301 tagatcaggg ccggaacacc ggcctatcac ccagaatcgt cgcccgatgc atcacccgcc
  3624361 gctgcggtag gtagtcggca ttggcgtaat gctgtgtcac acggttatcc caaatagcga
  3624421 catcatcttg ctgccagcgc caacggacct ggaactccgg tttagtggtg tgagcgaata
  3624481 aaaaacccag taatgcctcg ctttctttat cactcaatcc gattattcga gtcgtaaacc
  3624541 cttcgtttac gaataatgcc tgacgcccac tcaccggatg agtacgtatc accggatgca
  3624601 gtaatggcgg gttcttctct tttccctgta accagcgttg atgctcttct ggcgtggtgc
  3624661 ggtgcttgtg ttcagggaaa gatttagtga aatcgtgttc ggcctgtaac ccggccaata
  3624721 gctgtttaaa cggggccgaa agcgcgtcat aagcggcaat tccgctactc cacaaggtat
  3624781 caccaccggt tgtcggcagt tgtttggcgg ctaaaatcgc ccctaatggc ggcgtttcga
  3624841 taaacgtgac gtcagtgtgc cagttgtcat tatccggtgg gttatcgtcg gcggtatcca
  3624901 aaacgataat ttcttcacac tcttgggtat gcggataaac cgggtgaata tgcaaatcac
  3624961 caaagcgccc ggccaggtct cgctgctgta acggtgtgat cggttgatta cggaaaaaca
  3625021 gtacctgatg tttgagcaac acatgataaa gctgttcaaa ctggctatct cccaacgggt
  3625081 gcgcaatatt aatattttca accagcgcac caatatgcgg ccccaaaggc gtcacaatca
  3625141 gacgttcatt cattgttgtt ctccatacca aggcgttaac cggcgttgaa tcgcccgtaa
  3625201 acttaactcc atcccaaaag caataatggc aatcacactg ataccggcaa tgaccacatc
  3625261 tgttgccaaa aactcaccgg cggattgcac cataaagccc aatccccgtg tcgcggcaat
  3625321 cagctcagcg gccaccaacg tggaccaccc aacccccagg ccgatgcgga taccggttaa
  3625381 aatctccggc aaggcgctgg gcaacaccac aaaccataaa acctgccaac ggctggcacc
  3625441 taatgcacgg gcggccctca ctcgaacgtg tgccacgctg cgcacacccg caaccgccgc
  3625501 caacgtcact ggcgcaaata tcgccaaata aatcagtagg atttttgagg tttcgccaat
  3625561 accgaaccag ataaccatca gcggtagata agccaacggc ggtaccggac gataaatctc
  3625621 aattaacgga tccaacacac cacgaacgtt actgttcagc cccatggcga tcccggtagg
  3625681 gacccccagt accactgccg ccaacaacgc aacgaaaatt cgcccaaggc tagcagccag
  3625741 atgctgccat agcgtggcat ccataaaccc ttgcgggctg gcaatggtcc atagctgatg
  3625801 caagacctgc tgtggagcag gtaaaaataa cgggccgata agctgtaacg ccgtgactgc
  3625861 ccaccataaa gccaccaccg aagccaacgt ggcgatactg atccacagcg tctgattggc
  3625921 aggtaaacgg cggggcgttt ttttcggtgc atctgcagcg ggcagattaa tcgcctgatt
  3625981 acgtaacgta ctgtgcaggc tcatatcaac acctcccgct gttggaagac tttacccaac
  3626041 acgtcttcac ggcgggcgat aaattcagga tccgacttaa tagcacggca aggttcaccc
  3626101 tcggcatagc gttgaccaaa attcagagac aaccgttcaa ccacctgccc tggccctggc
  3626161 gatagcagca atagctcact ggccaggaaa accgcttctt cgatatcgtg ggtaatcagt
  3626221 aaaatttgct tgccggtatc acgccagatg gtcaacaaca gttcttgcat ctgctcacgg
  3626281 gtaaaagcat ccaacgcacc aaaaggttca tccagtagca ataaacgcgg atcgacagcc
  3626341 agcgcacggg caatccccac ccgctggcgc atcccccctg agagctgcca gatgaagtga
  3626401 tgttcaaatc ccgccaatcc cacccggttt agcattttca gggcggttac ccgccgctgt
  3626461 tctttactca tccccgccag ttgtaggcca aactccacat tactgaccac atcacgccac
  3626521 ggcaggagcc cctcattctg gaacaccacg cctcgctcgg cactcgggcc actgaccggg
  3626581 atattatcca acgtgataac gcccgctgaa ggggtcataa aaccagcaat caaattcaac
  3626641 aacgtggttt taccgcagcc tgatggcccc aagaccacaa ccaactggcc ggatgctatc
  3626701 tgcaatgaca catcctgtaa ggccggtttt ccttgatatt cggcccacag gccactcacg
  3626761 ttcaacatga tggctcctag gattgcggtg tcgcctggat ttcttttaca aaacggtcag
  3626821 tgacaaaatc acggtagtca ctggcaactt gagggatctt gccttgctgt ttaaggaact
  3626881 ctgcagtatc gcggatagct tgatccaccg gctgacctaa ttgcgttatc tgttcagcca
  3626941 ctggcaagta agtattacct tttaccagcg ctggaacttg ctcggtgggc acaccactca
  3627001 agcgagagag tggggctaaa tgcgcttgat tttgcaacca ctgttcaggg ttgttcagat
  3627061 aagcggcttg tgctgccaat gcactgcggg caaaggcggt aacaacttca ggatgggctt
  3627121 tggcaaagtc tttgcgcact acccatacat ccaatgttgg tgccccccac tggcccactt
  3627181 gggctgaatc ggttagtacc gtaccggttt tggctaattc actcacggca ggtgcccaaa
  3627241 cataagcgcc gtcaatatca ccacgctgcc aggcggcgat agccgggggt tgtaagttga
  3627301 ggatggtgac ttggcccggt ttaatccccc aatgcttcaa cgccgccagc aagctgtaat
  3627361 gggcggtaga aataaacggc acagcaatac gtttaccaat caaatcctgt ggcgttttga
  3627421 tctctttttt caccaccaat gcttcagagc tacccagttg tgaggccaga aggaaaactt
  3627481 caatcggtac attttgactg gcagcgacag ccagtgggct ggagccaata ttaccaatct
  3627541 gcacatcacc agaagctagc gccctgacaa cgctggaacc gctatcaaat ttgcgccaat
  3627601 ccgcgttggc accagagagt ttggcaaaac tgttatctgc ctgcgcgacc tttgccggtt
  3627661 cagcagaggt ttgataagcc acgatgacat cgactgcctg cgcgctggtg gcgagcagta
  3627721 atgaagctgg cagtaacgag gccaataaaa tcgtgcggag ttgtaaaaag ctgcgtcttg
  3627781 aagcggcaag ggttgccgaa gaaaaagtta tcgccatggt ttactgactc cgcttggtta
  3627841 actgcgtcat taaggactgg gcgcaagcgc cctgaaatga cagtgttacc cgagagagag
  3627901 agcagcataa aggaataaaa gaatattgtt tattccttta tgcgataaca gatgtactaa
  3627961 aaactttacc ggtatcggta actggctgtt aactcaagcg caacgtcacc tttcatgcat
  3628021 taatgccaga tcagtaaaac acacgcggcg gtcagcaggc ccattgagat attaaaggta
  3628081 aaccaagcac ggcggctgcc gagcaggcgg ccaatcaggg tgccaaaacc cagccaaata
  3628141 atccctgcca ccagattcac cataaacatc cccaggctta tcatcaagat ggagtgattg
  3628201 taggctgcgc ccgccatgct gaaactggct accgagccta accccatcag ccaggccttt
  3628261 gggttaagaa attgcaataa ccaaccctga tacaaacgta gcggtttggc tggggccaca
  3628321 ttggtgtcta atttttcata ggctgaagtg gcaattttcc atgccagcca cagcagatac
  3628381 aaactcccca aaattttcaa tgccagatgg agggaggggt agatcaaaat caggctaccc
  3628441 acgccaaaag ccaccagcag cagcatactc tgcataccta acataatgcc taacatcaac
  3628501 cagatagagc gcataaagcc gaagttagca cccgtagagg taagcaacat attatttgga
  3628561 ccaggggtaa tagccgcgac ccagagaaaa ccaaccattg acagaaataa actcaattcc
  3628621 atgagatggg tgcctctcac ccaaaatgat gcgcgatata cccatgaagc taacagtgtg
  3628681 ctattgatca cacaagagca atcacatata tcccattcag attatgcatg agacatttcg
  3628741 cccgctggca ggggccagca acccacactt gcagacattg ctgccgcgcc tggtcaggcg
  3628801 gcatgtgcaa ctatcgccct attggcaacg gctggaatta ccggacggtg attttatcga
  3628861 tttagcttgg agtgagaacc ccgagttggc gcgcgagaag ccccgagtgg tgctcttcca
  3628921 cggtttggaa gggaattttt acagccctta tgcccacggt ttgctacgcg cctggcaagc
  3628981 tgcaggctgg ctgggtgtgg tgatgcattt tcgcggttgc agtggtgaac ccaatcgtaa
  3629041 gtcgcgcatt tatcactctg gcgaaaccga agatgcgaat tttttcctac attggttaca
  3629101 agaaacctat ggacaggtgc ctaccgccgc cgtaggcata tcattaggcg gtaatatgct
  3629161 ggcttgctac ctggccaaaa aggggaagaa tagcggattg cgcgctgcgg tggtggtttc
  3629221 ggccccctta atgctcgaac cttgtgctga ccgtatggac caaggtttct ctcgggtcta
  3629281 tcagcgctat ttattgaatc agttaaagct gaacgcgacc cgcaagctat tacagtaccc
  3629341 aaatagccta ccggtgaatt tattccagtt gaaaaaattg cgacgagtta gagatttcga
  3629401 tgatgcaata acagcaaaaa ttcatggatt taatgatgca ggagattatt atcgccgttg
  3629461 tagcgccctg ccactgttac cgcaaatccg tgtcccgctg ctgattattc atgccaaaga
  3629521 cgatccgttc atgaccgccg aggtcattcc gaatatcgag acactgccgg acaatattga
  3629581 ttatcagctc actgaacacg gcggtcacgt aggatttgtc ggcggctcgt taaaacatcc
  3629641 acaaatgtgg ctggaacagc gaattccagc ctggctttcc ccctatttgg agcagcagtc
  3629701 atgatcattc cctggcaaca agtggacagt gaaacactgg ataatttgct tgaagccttt
  3629761 gtattacgcg aaggcaccga ttacggcgaa catgagcgtt cactgacaga aaaagttgca
  3629821 gacgtgcgcc gtcagttggt cagtggtgaa gccgttctgg tctggtccga gttacacgaa
  3629881 accatcaata ttatgccccg tggttcattc cgtgccggtg ctgaagagca gcaataattt
  3629941 gtactctttc accacggcac tgagtgaaca gcacaataaa acaagatgac aagcccgtct
  3630001 ctttgcccta aaaataacca ctaacaacaa aaagaatagg caatggtcag tgccgccact
  3630061 gcaaccccat ggagttagcg ctaatatgtc aactaaacat ccggttatcg ccgtcactgg
  3630121 ctcaagtggt gcgggtacga ccaccaccag tctggctttt cgcaaaattt ttcagcagtt
  3630181 agatattcgc gcagcacaga ttgaaggtga cagtttccat cgctataccc gcccagaaat
  3630241 ggatgccgcc attcgtaagg cgcgggatca aggcagacat atcagctatt ttggcccaga
  3630301 agcgaatgat tttggtcagt tagaacaaag cgtggcggaa tacagcaaac acggtactgg
  3630361 ccgctcgcgt aagtatttac atacctatga tgaagcagtg ccttataacc aaatccctgg
  3630421 cacctttact ccttgggagc cgctaccgga acccacggat gttttattct atgaagggct
  3630481 gcatggcggg gtcgtgaccg agcatcatga tgttgcaaaa catgtggatc tgttggtcgg
  3630541 tgtggtgcct attgtcaatt tggagtggat tcaaaaatta gtgcgggata ccggtgagcg
  3630601 cggccattcc cgtgaggcgg tgatggattc cgtggtgcgg tcaatggacg attacattaa
  3630661 ctacattacg ccgcagtttt cacgcaccca cattaacttt cagcgtgttc ccaccgttga
  3630721 tacctcgaac ccatttgccg ccaaagctat tccctcgtta gacgaaagtt tcgttgtgat
  3630781 ccatttccgt ggtttggatc acatcgattt cccttatttg ctggcgatgt tacagggttc
  3630841 atttatttcc aacatcaata cgttagtggt acccggaggg aagatggggc tggcgatgga
  3630901 gttaattatg gctccgctgg ttcagcaact gctggaaggg aagcagatcg cttaactaat
  3630961 aataaacttc ggttttttct ccaactaatc ccgtgtttga cgaagtgttt ggccgttgat
  3631021 gctcatttaa aatactcatt tttaagtggc atcagcgtag ccgttaaata tcacttttat
  3631081 gacggcatcg agtccgttaa aaaattcatc tttaacaaca accaagcttt gcctaacggc
  3631141 ataatttcag gtcgattaca tacttattgg gcgcgataaa agatttcctt tcgcacttta
  3631201 aatacccagc ttcttttaaa gaagaatcca cataaaaaga aaaaaacaga ctaaaaacca
  3631261 tccccagaac agctatgtac gcaagtatct taccgacacg atcattatat attttttcat
  3631321 atccgatgat atacccacca gagaccacag ataaataaaa taataatggt gaaccagata
  3631381 acaacaaaga tacagcccaa gagaaatgca cttcatcatt cattttaaaa aaattaaaat
  3631441 aatgagttaa tgagaaaaac aaagaaaatg aggcgacaac aaacaatgat atcgccccac
  3631501 aggcaaccga tattttgttt ttattagcca cgactgtata ccccccaagt attaaatatt
  3631561 tcatctggat gaggtgagcg ctgttatttt ggcctaaaaa cccataacca aaccgggcta
  3631621 tgggtggttc accatttacg cgacttcgcg tacctcaaag ctgtgggtaa tggttgcggc
  3631681 tttccccaac atcagagcaa cagagcaata tttttcggct gatagatcaa ctgcgcgctc
  3631741 caccactttg tccgttaacc ctttaccgct gacgataaag tgcaagttga tttgagtaaa
  3631801 cagacgcggg gcttcttccc gacgttctga ggttaattta acctcgcaat cccgcacatt
  3631861 gttacgccct ttttgtaaaa tagacacgac atcaatggcg ctacaccccc ccgctgacat
  3631921 taatagcatt tccatcgggc ttggtgcctt atcacccgaa tttccatcca tcaaaacttg
  3631981 atggcctgac gcggattcgc ccaaaaatgt tagcccctca acccacttga cacgtgcttg
  3632041 cataacgcct gctcccggtt aaattttcta atttagacta ccctttcatt tacaaagtgg
  3632101 caatgtaact ggacgttcat catgctgaag cgatacaaca caagacagta gcctcatcct
  3632161 gtgctacaaa cagaatcgaa agtgatgctg tagcaattaa attagagtag agatcaatac
  3632221 tcagtgaagg gtttctattc ggtacgaacc ttggctatac ctttcggcag ttgagcaagt
  3632281 taatatgcta aaaagaaagt gtattctata agcacgccgt acagggaact ctgagccctg
  3632341 ttaagttagg cagcgataac aacagaggat aacagcgaat ggttctcggt aagccacaaa
  3632401 cagacccgac tctcgaatgg ttcctgtctc attgccatat ccataagtac ccatccaaaa
  3632461 gtacgctgat tcaccagggt gaaaaagccg aaacgctgta ctacatcgtg aaaggctccg
  3632521 ttgcggtgct gatcaaagat gaggaaggca aagagatgat cctctcctat ttaaaccagg
  3632581 gggatttcat cggcgagctt ggactatttg aagaaggcca agaacgcagt gcttgggtga
  3632641 gagcaaaaac ggcctgtgaa gtggctgaaa tttcttacaa aaagttccgt caactgattc
  3632701 aggttaatcc agatatcttg atgcgcctct cttcacagat ggcgaatcgc ttacaaataa
  3632761 catcggagaa agtgggtaac cttgctttcc ttgacgttac tggacgcatt gcacaaacac
  3632821 tgcttaatct ggcaaaacaa cctgatgcca tgacccaccc agatggaatg cagatcaaaa
  3632881 ttacccgcca ggaaattggt caaatagttg gctgctcccg cgaaactgtg gggcggatac
  3632941 taaaaatgct ggaagatcaa aacttgatct ccgcacacgg taaaacgatc gtcgtttacg
  3633001 gcacccgtta attccctcta aaaaccggcg ttaaagctga agctattagc gccggttttt
  3633061 cccgttttct gtgagtaata aatttctggg gcctatatga agtggcaacg gcttatttat
  3633121 catcctgaag ttaactacgc actacgtcaa acattggtcc tttgcctacc ggcagcattg
  3633181 gggtttgcta tcggtgactt acggcttggg ttgatgtttt ccctgatacc tgcctgctgc
  3633241 aatattgctt ccctggatac accgcaccaa cattttttcc ggcgtctgat tattggcggc
  3633301 gtacttttta cactgagcag tttcctgaca caacaactgt tgctatggca tatccccttg
  3633361 cctgtgatta tgctaggact ggcattgata gtgggtgtca gcggtacgat tagcccactg
  3633421 aatggccgcc tacttcctgc tgcattgatc gccgctattt tcagtctcag catggtgggc
  3633481 cgcgccccta tctggcaggc acccttgctc tgtgccgtgg ggacgctttg gtatggcgta
  3633541 tttaactggt tgtggttccg gttatgtaaa gaccaaccta ttcgcgagcc actgagccag
  3633601 ctttatcatt tattggccga ttattgtgat gctaaataca gccggcttac ccagcatctt
  3633661 gaacccgaaa aagcgatacc accgctactc gatagacaac aaggaatgat ggataaagtt
  3633721 aatcagcttt atcaacaatt taacttgttg cacaacacca ccaagaaaga gcaaaagcgt
  3633781 ttgttgggac tgtttcagat ggcgctggat ttacaagagc acatcactgc agcgctgaat
  3633841 cagccagaag aaatgcaaga tctgataaaa aagacgccca tagaagcggt gactcagagt
  3633901 aatgcgcaaa ttatttcagc ccaaatgcgc gccattgctg atgacattct ctatcaccgc
  3633961 cgcaccgtag aacacttcac cgcgggtgtc cctttagccg agctggaaac gatcgcacag
  3634021 caaaatcccg acaacccggt ggcacaattt tgttactacc acattagcca tatcacccaa
  3634081 atactgagcg accgccgtcc actgtataac cgcgacttga tgtccagtca gttgtcgcaa
  3634141 cctttttggc ctgctctggt aagttatttg tcgtttaaat ccagtgcgct acgagatgcc
  3634201 gcccgaatag gggtgacact ggccgtaggc agttatattg gtgtattgat caacctcccc
  3634261 aaaccctatt ggattttgct cacaataatg ttggtgatgc aaaacggtta taacgccacg
  3634321 cgagtgcgga tccatcaccg tgcgttgggc accctggtag ggctgatact ggcggcgggt
  3634381 ttgctgcacc tacaaatgac agaaatcacc accctcggca tcatgttact gatcacactg
  3634441 ttgtcttatt tagtacagcg taaaaattat ggtctggcgg tcgtgggtag aacgataacc
  3634501 gccgtgtata tcttgcagtt attgaccggg gaaggcgcta actttttagt cccacgttta
  3634561 ctggatacct tgatcggttg tgccttggca cttggcagtg cgttatggct ttggcctcag
  3634621 tggcagagcg ggttattgcg taaaaatgcc catcaggcac tggaggctta tcagacgatc
  3634681 ctgcgtttgc tactgacccc tcatcctgac attacgcaat tagattatga gcgttttaac
  3634741 gtgaacaagg ccagtaacac cgttttaagt tcactaaatc aggcaatgca agaaccgggg
  3634801 ttcaattcaa aatatttggc agatatgcgc ctttgggcca cccatagcga gttgattgtt
  3634861 tgccatatca atgagatgac aacactgatc agagagaatc cattgactga agtggactca
  3634921 ccatcaaccg gtggtcatac actcatgagc actaaactgg ccgcaagcta tttacagcta
  3634981 tgtgagatgg ccatccagtt gtgccaacaa cggcttgaat cggataatct tgaggacaat
  3635041 gatagcgtcg ttcagatacc cgatatggct ccagataccc aagcctcaga gctagaacgt
  3635101 aatttacgca gggttctatc acacttaaac gtgatgcaca ccgtttctgc catggcatgg
  3635161 caacagcagc cacatcatgg catatggcgc agccggaagt tacgggataa tacgtaaaaa
  3635221 gagagagact agcgcctctg aggttattga caaagtgacc gcgacggaga gaacaggcag
  3635281 atcgtaaaga cgccgtaaat acatccatgt aggctcgagc cgcgccatcc ttggcgcgga
  3635341 cgctttactc ctctgcctat cctcaccgtt caagatcgcg tcatcggggt ttgtcagcag
  3635401 tctgagaggc tagcgcctct ccataacgcg gttattggct gcttaacctt tgatcacact
  3635461 cgccattgct ttctccaacc gcgccatccc ttgctggata tcctccaatt caattaccag
  3635521 cgagggcgct aaccgcagaa catctggacc cgcattgagg atcatcaagc cgttagcggc
  3635581 agcggcggcc aggaactcac gcgcctgccc ccggtatttc gcggttaact ccgcgccaat
  3635641 caacaacccc ataccacgaa tatcactgaa aacatcatac ttgctgttga tgctttgtag
  3635701 cgcctgcaca aacagaccat ggcgctgttc aataccatta agtacctcag gggtattaat
  3635761 cacatccaac gctgcctcag cgaccgcaca ggccagagga ttacccccat aggtggtgcc
  3635821 gtgggtaccc accgtcatca ctgaagcgat ctcttcggtc gttagcatcg cactgattgg
  3635881 gaagccaccg cccaatgcct tcgccgtggt aaggatatcc ggcgtcacac cataatgcat
  3635941 atagctaaac aacttgccac tgcgccccat accgctttgc acttcatcaa acaccagcag
  3636001 ggcgttatgt tgatcgcaca acgcgcgcac cccttgtagg aactctggcg tggcagaagt
  3636061 gatcccgccc tctccctgaa tcggttccag taccacggca caggtgtgat catccatcac
  3636121 cgctttcact gccgccagat cattaaacgg gacatggatg atatccgcag gtttcgggcc
  3636181 aaaaccatcg gaatactttg gctgcccccc gacagagacc gtaaacaggg tgcggccatg
  3636241 aaacgcattg tggaaagcaa taatcttggt tttatagggg ctatgacgct caatagcgta
  3636301 atggcgagct aacttaaatg ccgcttcatt cgcttcagca cccgagttgg caaagaaaac
  3636361 ccggtcagca aaggttgcgg caatcagctt ctgtgctaaa cgcagtgctg gctcattggt
  3636421 aaacacatta ctggtgtgcc acaacgtttc accctgctga tgcaatgcgg ataccagtgc
  3636481 cggatggcaa tggcccagtg cggtaaccgc aatgccaccg gcgaaatcaa tgtactccgt
  3636541 accttgttga tcccacactc ggctgccttt cccttttact gggataaact gcgcgggtgc
  3636601 ataaacaggc aaaatgacct gatcgaatgt gttgcgattc actgctaact tatctgtcat
  3636661 tacgctgccc accctaataa accactaagc tgttatttat tgatgcgtga aaatatactc
  3636721 acaaaatatg cataaaaaat catccgcaag caaatgataa atgatgtcat gggataatat
  3636781 tggcccaacc gattaatttt taagaaaatt atccagtaat tgatggccct gttcactgag
  3636841 aatactttct ggatggaatt gcaccccttc cagtggcaat gtgcgatggc gaatccccat
  3636901 aatctcatcc atctcaccgc cccgctccgt ccaggcagtc agctcaaaac ggcccggtag
  3636961 ggagtcggtg gcaatgacta aagagtggta acgggtcacc gtcaatggct gattaagccc
  3637021 gcgaaaaacc ccttgcccag aatggcaaat cgccgaggtt ttgccgtgca tcacctgacg
  3637081 cgcacgcacc acgcgcgcac caaaagcctg ccccagagcc tgatgaccaa ggcagacccc
  3637141 cagaataggc agtttatcgg caaagtggcg gataaccgcc aatgagatcc cagcctcgtt
  3637201 aggggtacaa gggccgggag agatcaccac atgtgaggga gccagttgtt caatatccgt
  3637261 cagttgcaac tcatcgttgc gcttaaccat cacctcagta cccagctcac aaaaatactg
  3637321 gtacaggttg taagtaaatg aatcgtagtt gtcgatcagc agtagcatcg ttaatttatc
  3637381 ccactgatta ttagagttat aaatgattta atagattccc aacacccact attcattttt
  3637441 atctataccc caattatcta taccccaaat agtttgtcag cagtctgaca acccacacag
  3637501 ttggttgaag tacggcgtgg ataatatcta tgacttcttg attgatattt tttgagccaa
  3637561 cgttaccgtt ctggaagctt gcgcggatat tggctatacc ggccccccgc ttagcgtttg
  3637621 cgcccccccg taattgaccc caaaacaccg cgcaaaattt gccggcctaa atcccgtgcc
  3637681 atgctcttgg ccgcagtctg cacaataccg tcccgcttac cgcctcgcgg ccccgaggaa
  3637741 ccaaacagta aatcattcag cccgcccatt aagccaccac cactaccctg ctgattcgtc
  3637801 ggttgctgag gaacagaagg ctccccttca gcggcacgcc ccatggtaga aaagcccccc
  3637861 gccgataact tttcataagc agactcgcgg tcaatcatct cttcatagcg accatacagt
  3637921 ggggaatgat tgattgcgtg attacgtgct gctgcatcca acgcgcccat ttttgattgc
  3637981 ggtgcgataa ccatcgcccg ttcaaccaca ttaggccgcc ctttctcatc aaggaaagaa
  3638041 atcagcgcct caccgacgcc caactcggta atcacctgtt cagcactgaa tgccggatta
  3638101 ggccgcatcg tctgagctgc ggctttaacc gccttttgat cccgtggcgt aaaagcgcgt
  3638161 aacgcatgtt gtacccggtt acccagttgg ccgaggatct tatctgggat atccagagga
  3638221 ttttgtgtca cgaagtagat accgacccct ttcgagcgga tcagccgcac cacttgttca
  3638281 accttatcca ctaacgccgc cggggcatcc gtaaataaca aatgggcctc gtcaaagaaa
  3638341 aagaccagtt ttggcttctc cacatcaccc acttccggta gctgttcaaa aagctcggcc
  3638401 aacagccaaa gcaggaaaat ggcatataac tttggctgat taatcagacg gtcagcagcc
  3638461 agtaaattga taacgccctg cccgtggcta tctgtttgca tgagatcgtg aatatccagc
  3638521 atcggctcgc caaaaaattg attggcaccc tgctcttcca aggtgagtaa accacgctgg
  3638581 atcgcgccga tagaggcgga ggtaatattg ccgtattgcg tacggaactg tttcgcattg
  3638641 tccccaacat actggacgat agcacgcagg tctttcatat ccagcaacag caggccgttg
  3638701 tcatcggcga ttttaaacac cagttgcaaa acaccacttt gcacgtcatt taaatcgagt
  3638761 aagcggccaa gtagaagcgg cccaagatcc gagattgtcg cccggatagg atggcctttt
  3638821 tcagcaaaga tatcccaagg cacaatcgga cacgcctgtg gctgccaatc cgtgacatca
  3638881 atcgcggcca gacgggcctg tagtttttcc gaattcaccc cttcagcccc gataccggat
  3638941 aagtcccctt tcacatccgc caaaaataca ggtacaccaa tacgagagaa ctgctcggcc
  3639001 atcttttgca aggtgacagt tttacctgta ccggtcgcac cggtaattaa gccatggcga
  3639061 tttgccaatg ccgataagat caccaaatca cgtgaagctg gctgagtttt ctcggtaacc
  3639121 agcgctttcc caataagtaa tgtgttactc atgatctttt tactccatcg cggctgaggc
  3639181 tgaggtagaa acagatagct tgattatata cccttcatac ttgaagcggc tgccgggtta
  3639241 gctacgctaa atcacctcag gggttcgggg catgaaagcg ggtaatgggg ccattaaggt
  3639301 cagactgctg cccccagaag actcgtacta aaacggtgag aataagcgaa gagttgagtg
  3639361 tccgcgccaa agagggcgcg gcttgagcct acatggatat tatttttatg cggggaagac
  3639421 ggcgtcttta caatctgctt cttccctccg ctgcgagctc tgtttcaaca accccaatta
  3639481 aggtaaaact tttgctgaca ggatagtgat cggtttaacg ggtacattct gataagggcc
  3639541 gacgttttct gtctgaacct gagaaatttt ttcgacgaca tccatgcctt taacgacttt
  3639601 accgaatacc gcataaccaa agtcacgttg gccgtggtca aggaaagcat tgtctgccac
  3639661 gttcaagaag aactgactgg tggcgctgtc tttatctgca gtacgggcca tcgaaatggt
  3639721 accacgtagg ttacgcaggc cattatctgc ttcatttttg attggtgttt taggcgtttt
  3639781 ttctttgaaa tctgcggtaa aaccgccgcc ttgaatcata aagccaggga taacacggtg
  3639841 gaaaatagtg ttgttatagt aaccattgtt aacataatca acgaaattct gggttgaaat
  3639901 gggtgccttc tggctattga gctccagctc aatattcccg gccgacgttg ttaacaacac
  3639961 atgaggctca ccggcagcta aagcagcagg cgctacggcg ctgagggaac atagggcaat
  3640021 gaaggtcact aaagtacgtt taaacattaa cggttccttt ctatgggatg cggacaacgg
  3640081 aaaagcgctt tgattctaga gagctgaccc acgcaatgcc acccatttac ggatatttac
  3640141 gtaacagaat gcacattttc actgaaaacc cgccacatcg gtagataaag cgcacaatgg
  3640201 cgattaatga ataaaattta atgagtcacc acatcccaga ctccagcaag attctggagt
  3640261 ctggatcacg attctcttac tttccctcct cccggtagcc atttttgcga gaaatatctc
  3640321 attttgtttt tggttactcg ctaatctgct tcaaatgaga gcgctctcat tttgtttttc
  3640381 tgcaagtatc aggcccgcaa tgcaacagga aactatccat aagcggagac cgtacagaga
  3640441 cagactcacc tgatgaaaat catggtgagc ctgaatttat ccacagatat gttattcaca
  3640501 aacatgttac ccacagacat gactgaactt tatcgccggc agagccgttt ggagccccta
  3640561 caatgagcac gtttaaaata accattattg gcggtgggag tagctatacc ccagagctag
  3640621 ttgatgggtt gattcagcgt attgaacaac tgcccgtcac tgaactggca ctggttgatg
  3640681 tcgagcaggg ccgccaaaag gtggaaatta ttgccgcgct gacccaaaga atgcttgccc
  3640741 gtcatgggtt ggaacaggtc aaagtcagtg tccactactc gctggatgaa gccattcgcg
  3640801 gtgcccgttt tgtcctgaca caatttcgtg tcggccaact ccctgccagg gcagcagacg
  3640861 aacgcttggg gttaaaatat aacctgctcg gtcaggagac gaccggaatt ggtggctttg
  3640921 ccaaagcgct gcgtaccatt ccggtgatgc ttgatattgc tgctaacgtt gagcgattgg
  3640981 cccccgatgc ctggatcatt aacttcacta acccagccgg cattgtcacc gaagccgtta
  3641041 gccgctatac caaagcgaaa atcattggtc tgtgtaatgt cccgatcagt atgcatcata
  3641101 tgattgccaa gctcttgcaa gccccctacg aagacctcca actgcgcttt gccgggctga
  3641161 atcatatggt atgggtacat gaagtattac aacgcgggaa atatgtcacc gctgatgtgc
  3641221 tgaaaatgct gtgtgatggg gcatcattaa gcatgaacaa tattaaggaa gccccatggc
  3641281 cacccgagtt cctgcaagca atgggggcca tcccctgccc ataccatcgc tatttctacc
  3641341 aaacgcaaga catgctggca gaagagatgg ccgcagcagc tgagcgtggt acccgtgcgg
  3641401 aacaggtgat gcaggtggaa aaagagctgt tcgcgctgta cgccgatccg catttggata
  3641461 ccaaaccaga gcagctcagc ttccggggtg gatcatttta ttctgaagtt gcattggaac
  3641521 ttattcgtgc catccataac aacttaggga cgcaattagt agtaaataca acaaaccgtg
  3641581 gcgcgattcg cggtttatct gatgattctg tggtagaaac taactgtatt attgatgcaa
  3641641 aaggggctca tccattaacc ttcggccctt taccggtctc tatgcatggg ctaacccaac
  3641701 aggtaaaagc ctatgaacga ttgacgattg acgcggcggt acatggcgat cgtcgcagtg
  3641761 ccttgttggc cttagtgaca aatccactga ttgctaacgc cagcattgct caaccgttac
  3641821 tggaggaggt actacaggtg aataaacctt acctgcctca gttctccggt ttgtgatgac
  3641881 ctagccaacg tcattggtgt tgtagcacta tcagttcggt ttataacgac atcagcttgt
  3641941 ttgtagcgac attggttttt ttgtaacaat atcagtttac ttgcaacaat atcagtttac
  3642001 ttgtaacaac atcgctttgc agcaaggctg cgaataccgc agcagcgtca aggacgaaag
  3642061 gtataaacta acgattatgg cggccatata tagggtcgcc gtttcacctt aacaggagca
  3642121 aaagatggtt acactggaag acgtcgcggt attagccggg gtatcccgtg ctacggtttc
  3642181 ccgcgtggtc aacggtgata ccaatgtaaa ggcccttaca cgtgaaaagg ttgagcaggc
  3642241 tgtcgccgtt ctcggttata ccccgcaccc tgccgcacgg gcactggcat ccagccaaag
  3642301 taatacgctg gggttggtga ccacctcata ccgagggggc ttttttggtg ccttaatgga
  3642361 ttttgtgcaa acagaaacag aatcccaagg taaacaactg ttggtcactc agggacgaga
  3642421 taatgcagat aaagaatggt tagccattca gcggctgtat aacttacgct gcgatgggtt
  3642481 aatcctgcat gtgcgctttc tcagcgacga aaggctgcgt cagttagctg cagcaaaccg
  3642541 gccttttgta ttattggata ggttggttcc tgatcttgaa gctcgctgtg tgacctttga
  3642601 tcaccatcat gccagccaaa tggcaacgca ggtgttgatt gatgcgggcc atcgcgacat
  3642661 cgcctgtatc agcggctctt cacaacgcca atccagtgtt ttacgcattc agggctttct
  3642721 tgatgccatg cagttggcgg gcttagaacc cgtggcttgt ttggagggcg tttacgatct
  3642781 ggaaagtggc tacctgcggg ctgacgaaat cctcaagcaa ccccggctac cgacggctat
  3642841 ctattgctgt aatgaagaga tggccattgg agcattactg gcgataaata aacacggttt
  3642901 acaggtgccg caagatattt cgctgatttg ctatgacagt ggtgagcgtg ctccttttgt
  3642961 ctgcccagcc ttgaccagcg tacactttcc aatcgtggaa atggcgcaat atgctacaca
  3643021 gttactgatt gacccgctga tccctgccgt caatttccca cccgcgatta tcatgcgtga
  3643081 ttctgttatg ccgccgaaaa cagcgtgtta attggtgttg gtgttggtgt taattgttat
  3643141 tggtattaat tgttattaac gtggcaagcc atcgcctgcc acgttctgct agcgcattca
  3643201 gccccttaga atgttaggtt tagctttgcc cagagagtgc ggccaggctc attcagaggg
  3643261 gtattaactg aataaccaaa accgctatta cccgccagat taagatgttc gctgtaagcc
  3643321 ttattcagca aattatcgat gccgctactt aacttcactt gcttattcac cttataggcg
  3643381 acgttagccg acagtacgcc gaaccccgca ctgctggaaa aatctttacc gacgacattc
  3643441 ccttcgttga tcgccacccg gtgctggcta ttgaccaaac gccataaggc ggaactgctc
  3643501 cagtcgcctg cttcaaatgt cagccctaac cgcgcctcaa gtggtggaat ttgcggcaat
  3643561 ggccggttat cacgggtatt ttccccccag gcataagcca gactggcatc agccttccaa
  3643621 tacggggtga gggcatattc catccccatc tcgccgccca taatggttgc gttaatatta
  3643681 tcggcctggc tgatgcgtag attttttgga tcatatttaa acaggataaa atcattaacc
  3643741 cggccaatat aagcggagag ccacccccta aattgttcac cgctgtattg gccaccgata
  3643801 tcaatctgcg tggttttttc gctttttaca ccctcaaagg cgctagtaga gcctgctggc
  3643861 ccgaattttg gcgaaaacag ttcccaatag tcaggaaaac gctcggtatg ccccaagccg
  3643921 gcatacaaca tcaccggtgc attagccaga ttatgctcaa cacgcataaa ggcagcgggg
  3643981 agggtagcag agcgcgtcgg ctcacctgcg cgggtataat tcgtcacttg gtgacggtca
  3644041 agacgcgccc cgctgatcag tttattttgt tcacttgccg cccaggttaa ctcaccgaac
  3644101 accccgttat tcatgaaacg ggcgttttta tcccagttcc cctgtttatt cttgcggtgt
  3644161 gtattggttt gcatatcggt acccgcgtcc agctttaggt cctgccacag ccaggtcccc
  3644221 atgacccgac cgccgagcat ccgccggtcc agattgctag acatcgccat catcggtggg
  3644281 gtacgtaagg tcttgttatc cataatatgg tctacgtagg tgtagttaat tttggcttcg
  3644341 attttatcca gcacctcgcc aatattactt ttctcaacac gggccgccag gctctcacgc
  3644401 aggaactgag aaccatccat accgcgaccg ccataacggg cttcaccatt cccttttcct
  3644461 accgacagct caagtaatgt atcggtatcg ggtgtccagc ccaacgccat atccgcattc
  3644521 cacttatccc attgagaggg cacgcgaaca ttgttaccgt ctttataatc agcagcccga
  3644581 gactgattcc ccatcatccg cagatagccc tgctcgttac ccaaactggc atcaagattt
  3644641 ttatcccagc gcccattaga accggctaac acactggcat tacctttgac gccagactgg
  3644701 tcaaaatgtg ggcgctcccg ttcaaataaa atggtcccgg cagaaacccc cggcccccac
  3644761 agcaccgatt gcggcccttt gacaaccgtg agtagatcaa aactttctgg tgaaatatac
  3644821 gaggttggcg catccattcg cgatgggcag gtacccaaaa tctcagcacc atcggtcaga
  3644881 atttttagcc gtgagccgaa catgccacgg aacaccacat caccattggt ccccccgtta
  3644941 cggacaagtg aaaaaccggg aatggtcctc agataatcag taccgtcact ggccggtact
  3645001 ggctggcggg gcactttagg cgatgtgaca accaccagtg gcgaatacag aggggctgtt
  3645061 accgtgatga catcagcgtc attgagtttt ttattactgt tatgcgtgct tgatatatta
  3645121 atggctgagc gattcattgc agccagactc gtagtatcgg caatggcatt tgaagcaatg
  3645181 gcatttgaag caaaggcaga aatagccgaa gtaaccgcac acgctaataa cttcttttta
  3645241 cagactttat ttttcccaga tatcattact tccccttagg caatacacat tgttccggcg
  3645301 ggatatttac ccataccaga aaagtggttt tatatttttt cgctttctat caggaataat
  3645361 tggatcgaaa aatcgcgctt atcgtagcgg agccaacatc aacgtaacct caaatttaag
  3645421 gcaattaaga attcttatcg tttagctcgc gaaacaacct cttacaagtc actgttaata
  3645481 gccatttcat ttcattaatt gcaccaaaaa ctgaatgtat ctcacaaaaa atcattatgt
  3645541 ctgtgctagg atccgctgcc ttagcgctaa aacggggttt aacacctttt tagtcctata
  3645601 tccgttttag caataatcat ttttaaacta gatacccgaa ggtattggcg ttgcaataaa
  3645661 gcagcaaaca cgtgccgtta accatcctgt ggtgacaaga atgctgtagc gccaaagagg
  3645721 aagggtaaat actgacatac aggccacacc tatgaacaac agcaatcgca ttcggctcac
  3645781 ttggatcagt tacttgtctt acgcccttac tggcgcgtta gttattgtca ccgggattgt
  3645841 gatggggaat atcgcagagt atttcaatct gcctattgcc agtatgagta acacatttac
  3645901 ttttcttaac gcgggtattt taatttctat tttcctcaat gcctggttga tggaaatcat
  3645961 cccgttaaaa cgccagttgg tctttggttt cattttgatg ttgatcgcta ttgccggatt
  3646021 gatggtcggc cataatttaa tgatcttctc aatcagcatg tttattttcg gggtggtcag
  3646081 cgggattacc atgtcgatag gcaccttctt ggtcacccat atgtacgagg gtcgccagcg
  3646141 cggttcacga ctgctgttta ccgactcctt tttcagtatg gcggggatga ttttcccaat
  3646201 cgcggcagcc atgctgctgg cgcgtcacat tgaatggtat tgggtctacg cctgcatcgg
  3646261 cctattgtat gtcgggattt tcgtgctgac tctgtgctct gagttcccgg ttcttggtca
  3646321 taaagccaca gaccaaagca agccagtggt gaaagagaaa tggggagttg gtgtgttgtt
  3646381 tctggcgatt gctgccctgt gttatatcct cggccaactc ggttttatcc agtgggtccc
  3646441 cgaatatgca accaaaacct tcaatatgaa tattagccag gcaggccaat tggtcagtaa
  3646501 cttctggatt tcatacatga tagggatgtg gatattcagc tttatcctgc gcttctttga
  3646561 cctgcaacgt atcgtaaccg tgctggcggc catggcaaca ctggcgatgt atctgtttgt
  3646621 cagcaccgat aaccctgcat acttgagtta ctacattttg gcgttaggtt ttgtttccag
  3646681 tgccatttat accacgctga ttacactcgg ttcgctgcaa accaaagtgt cttcacccaa
  3646741 gctggtgaac ttcattctga cctgcggtac cgtagggacc atgctgacct ttgtggtgac
  3646801 gggtccaatc gtcgccaaca acggtgtaca tgccgcactg gaaacggcaa acggtttgta
  3646861 tttggcggta tttatcttgt gtctggcatt aggtttcttc accaaacacc gtagtcacgg
  3646921 ccacgtgacc cactgattta tctgcgttac cgccctgccg ccgccaaggt ggcagggtat
  3646981 tgatgattca ctaatgccgt aaacatcgaa aatcctaccg ttaacgccga aaatccacga
  3647041 tctcttcctg ccccaaatag atccggctct ctgcgggttg cgtcttcgcg atcaccacac
  3647101 catgacgaat agagtaactg acgggaacct gccgccgtag agcatcaaaa ccattttctg
  3647161 cgggtagaat aatcaggttg gcgcggttac caggctgcaa accataatct gctaaattca
  3647221 gcgtcttggc actgtgggtg gttatcagat tcagaccatc attaatttgt tcatatccca
  3647281 tcaactgaca aatatgtaat cccatatgca gcacctgcaa catattggcg gtacctagcg
  3647341 gataccacgg gtcgaacaca tcgtcatggc cgaagcacac attaatctcg gcagccaaca
  3647401 tctctttgac ccgcgtgata ccacgccgct tcggataagt atcaaaacgg ccttgcagat
  3647461 gaatattcac cagcgggttg gcgacaaaat taatgcccga taatttcagc aagcggaaca
  3647521 gccgtgatgt ataggcacca ttataagagt gcatcgccgt ggtatggctg gcggttaccc
  3647581 gtgcgcccat attttcgcga agggccagcg ccgccacggt ttcgataaag cgcgattgct
  3647641 catcatccgt ttcatcgcaa tgaacatcca ccagccgctg atatttttgc gccaatgcaa
  3647701 acgcgatatg caaagattcc acgccatatt cgcgggtaaa ttcaaaatgg gggatcgccc
  3647761 ccaccgcatc cgcacccaag cgcagtgcct cttccaataa cgccgcacca tcaggataag
  3647821 agaggatgcc ctcttgtggg aaagccacaa tctgcatatc aacccaaggg ctaacctctt
  3647881 ctttcacctc caacatggcg ctcaatgccg tcaagtgtgg atcggaaaca tcaacatgcg
  3647941 ttcggacatg ctggataccg ttggctatct gccatttcaa tgtttgccag gcccgctgct
  3648001 tcacatcctc gcgcgttagt cgcgctttgc gctccgccca acgttcaatt ccctcaaaca
  3648061 gagttcccga ctgattccaa ctcggttgcc cagcggtttg agtcgtatcc agatgaatat
  3648121 gcggctcaat aaatggcggg agcaccaaac cgccctgcgc atccagcaca ccttgccctg
  3648181 ttagggattg ctccggctga ggctgaatca ggctgatttt gccttccgct atcgttatct
  3648241 gccacagccc cgctaaccct atacgacgca cattatttac cgtcgttaat gaataattcg
  3648301 gtacagattg ccctgccatc aatgcctcca ctctctcttt cctcctctcg tcatcacgaa
  3648361 aagcggtttt ctttagctta cctgagccac cgtcgcctgc ccgattttct tttactcata
  3648421 atcattttct ccttactcat aataattttc ttttatttgt aaaaatccca aagctgatac
  3648481 ctttcagcta aagatgaaca aaatccacaa cttatcaaaa aagcttaaaa atcatctatc
  3648541 taccacctta gaggtatatg agaagcaaat tgatttacat caagaaacgc gtctggcgga
  3648601 aggctaaggt gagtgtagaa aattaaaaat tgagataaaa atgagcaaaa taaaaattgc
  3648661 catcattggc aacggcatgg tcggccaccg ctttatcgaa gacttattgg ataaagcgga
  3648721 taaggaccaa tttgatataa ccgtattttg cgaagaaccc cgcattgctt acgatcgcgt
  3648781 gcatctttcc tcttacttct ctcatcatac cgcagaagaa ctgtcactgg ttcgcgaagg
  3648841 cttttatgaa aaacagggcg tgaaggtgct ggtgggtgaa cgcgccatca cgatcaaccg
  3648901 tgctgaaaaa gtgattcact ccaacagtgg ccgaagcctg tattacgaca agttggtgat
  3648961 ggcaacgggt tcttatccgt ggatcccacc tattaaaggt agcgaagggc aagattgctt
  3649021 tgtttaccgc accattgaag acctgaatgc cattgaggcc tgtacccgtc gcagcaaacg
  3649081 tggtgccgtc attggcggtg gcctattagg gctggaagcc gcaggggcat taaagagcct
  3649141 cggcgttgaa acccatgtga ttgaatttgc tcccgtccta atggctgaac agcttgatcc
  3649201 gatgggcggt gaccaactgc gtcagaaaat tgaacgcatg ggggtcagag ttcataccgg
  3649261 taagaatacc caagaaattg tacattccgg ccaaaatagc cgcaaaacca tgttgtttgc
  3649321 tgatgggacg cagttggaag ttgattttat cgtcttctcc accggtatcc gtccgcagga
  3649381 taaactggcg aatcaatgtg gtttagccac tgcccgccgt ggtggtattg ctatcaatga
  3649441 ttattgccag acatccgatc ctgatgtcta cgccattggc gagtgtgcgt catggcagga
  3649501 acgaactttc gggctggtcg cgccgggtta taaaatggcg caggttgccg cagaccatct
  3649561 gttaggccgt gagaatgctt tcctcggtgc tgatatgagc gccaaactga agctgctggg
  3649621 cgtggatgtt ggcgggattg gtgatgccca tggccgtact gaaggtgcac gcagctacgt
  3649681 ttatctggat gaaagcaaag aaatttacaa gcgtttggtg gtcagtgccg ataacaaaac
  3649741 cctattgggt gccgtactgg ttggcgatac caccgattac ggtaatctgc tgcaactggc
  3649801 gttgaataac atcacattac cggaaaaccc agacagcctg atcctgcccg cccatgcagg
  3649861 taataaaccc accatcgggg tggattccct gccagatagc gcccagattt gctcctgctt
  3649921 tgatgtgacc aaaggcgaca ttattcgggc gattggacag ggctgccaga ctgtcgccgc
  3649981 gctaaaatcc gcgaccaaag ccgggaccgg ttgtggcggc tgtattccgc tggtcaccca
  3650041 agtattgaat gccgaattaa gtaagcaagg cattgaagtt aataatcatt tatgtgaaca
  3650101 cttcgcctat tcacgccaag aactgtatca cttgatccgc gttgaaggga ttaagacgtt
  3650161 taccgaatta cgggaaaaat acggcaaggg ctacggttgt gaagtctgta aaccgacggt
  3650221 cggttcactg ctggcgtcgt gctggaatga gtatgtgctg gagccacagc atacgccgtt
  3650281 gcaggatacc aatgataact tcctcggtaa tattcagaaa gatggcacct actcgattat
  3650341 tcctcgttca ccaggcggtg aaatcacacc ggatggcctg ctcgtcgttg gtcagatcgc
  3650401 caaagaatat aacctgtata ccaaactgac cggttcccaa cggataggga tgtttggcgc
  3650461 acaaaaagat gacctaccgg ctatctgggc acggttgatt gacgcgggct ttgaaacggg
  3650521 tcatgcctac gccaaagcac tgcgtatggc aaaaacctgt gttggcagta cctggtgccg
  3650581 cttcggtgtc ggggatagcg ttggctttgg tgtggccttg gaacatcgct acaaaggtat
  3650641 ccgcgcaccg cacaaaataa aatttggcat ctctggttgt acccgtgaat gcgcagaagc
  3650701 tcagggcaaa gacgtgggga tcatcgccac tgaaaatggc tggaatctgt atgtctgcgg
  3650761 caacggcggc atgaaaccgc gtcacgcgga tttactggca gccgatttgg atgaagagac
  3650821 gctaatgcgc tatctcgacc gctttatgat gttctacatc cgcaccgccg ataaactaca
  3650881 gcgcacctcc gtctggctgg aaagtttgga aggggggatt cgctacctac aattggtgat
  3650941 ccttgaggac aaactgggca ttaacgatca actggaagca gagatcgccc gtctgcgcga
  3651001 caaggtcgcc tgcgagtgga aagccactgt cgagaaccca gcagcacaag tgcgttttgc
  3651061 ccactttatt aatagctcat tgcgtgaccc gaatgtacaa gtcgtgcgcg aacgagagca
  3651121 acaccgcccg gcccgcccag atgaacgcat cccggtcagg gttctggaac tggaggataa
  3651181 cgcatgagcc agtggatccc actatgcccg ttaaatgaca tcttacccgg cagcggtgtt
  3651241 tgtggcctga ttaagcaaca gcaggtcgcg gtcttccgcc cttatgctga cgaacaggtt
  3651301 tttgccatta gcaatatcga tccttttgca caagccagtg tgctatcgcg gggattaatt
  3651361 gcagaacatc aaggtgagtt atgggtcgcc agcccactga aaaagcagca cttccgtctg
  3651421 cgtgatggct tttgtttgga agatgaagat cgctccgtga cccattatga cgtgcgagtg
  3651481 cgcgacggta tggtgcaagt caacgcgtaa cacagacaaa acgtaagcag catagatagc
  3651541 ggatcaatcc agctaacgct gggttctcaa caaattactt ttaatcatcc cctacgtcgt
  3651601 gggtattgtc gttgatattg tcgttgatat tgtcgttgat attgtcgcaa ggcagtaaac
  3651661 accgctgcgg caccaagaac gaagggggtt tgggaaaaac atgtacactg acaccatcaa
  3651721 taaatgcgcg gccaatgcgg cccgaatcgt caagctggcc aaagagagcc cactaggttt
  3651781 ttggattggt tccgccatgg cgggtgccta tgtgggcttg ggtatcatcc tgattttcac
  3651841 cttgggtaac ctcatcgacc ccgcccttcg cccattggtg atgggggcca cctttggtct
  3651901 ggctctaaca ttagtcatca ttgccggttc tgaattattt accggtcaca ccatgttcct
  3651961 gaccttcggt gtgaaagcag gcaccatcaa atccagccaa atgtgggcag tattaccgca
  3652021 aacctggttg ggaaatctac tggggtcggt tttcgttgcc ctgctctatt actacggtgg
  3652081 cggcaacctg ctctccgtgg acaccagcct agtacacacc gcggcactgg caaaaaccac
  3652141 agcaccggcg atgaccttat tctttaaagg cgtcttatgt aactggctgg tttgtctggc
  3652201 gatctggatg gcgatccgcg ttgaaggcgc ggcgaaattt atcgctatct ggtggtgttt
  3652261 gctggccttt attgcctcgg gttacgaaca ctccgtagcg aacatgacct tgcttgcgtt
  3652321 gtcttggttt ggccatcaca gcgaggcata caccttaagc ggcatcggcc ataacctgtt
  3652381 atgggtcacg ctgggtaata ccctgtcagg cgcggtcttt atgggcctgg gttattggta
  3652441 tgccacccct cgggcgcaac ggccacaacc ggcaacgatt aacgccccac acagcgcaaa
  3652501 atcataataa tttggcagcg ttttgccctg cgataattag ttgccctgta ataattagtt
  3652561 gccctgcaac agactgaaaa ctgaaggatt gccgatggac tacttcccga tcttctgcca
  3652621 actgcaacac aaagcctgcc tgctggttgg cggtggagaa attgctgaac gcaaagcgcg
  3652681 gctgttattg gatgcaggtg cgttagtcac cgtcaatgcc tgcgagttca ccccccagtt
  3652741 tcaccattgg gcagatcagg ggcaactttc attaatcagc ggtgaatttg tgcccgaact
  3652801 gttggccgat aaatggctgg tcattgccgc caccgatcag ttgtccgtca atgcattagt
  3652861 ctatcaaagc gccaaccagc aacggatctt ctgcaatgtg gttgatgatc cgaaacgcac
  3652921 cagctttatc atgccatcta ttattgatcg ctcccccatc atgatcgcgg tctcctctgg
  3652981 cggtaaagcg cccgtgttgg cccggttgtt acgcgaaaaa ctggaagccc tgttaccgca
  3653041 acatttgggg caactggcgg ggaacttacg ccagcgggtg aagcagcatt ttaccgtgat
  3653101 gaccgaacgt cgccggttct gggaaaagtt gctgacccac gaccgtctgg cacaatcttt
  3653161 agccaataac gatcacgtgc aagccgatca acatgttgaa caactgttta gtgctccact
  3653221 cactgatcgt ggcgaagtgg tgttggtcgg tgcagggccg ggagatgctg gtttattgac
  3653281 cttaaaaggg ttgcagcaga tccaacaggc cgatgtggtg gtctatgacc ggctggtctc
  3653341 cgatgaggtg atgaatttgg tccggcgtga tgccgagcgc atctttgtcg gcaaacaatc
  3653401 gggccaccac tgtgtgccgc aagagcaaat caaccaaatc ctgttacagc aggcacagtc
  3653461 aggtaagcgg gtagtgcgtt tgaaaggtgg cgacccgttt atttttggtc ggggcggcga
  3653521 agagttagaa gagttggcgg gctacggtat tcctttctcc gtggtcccag gcattaccgc
  3653581 cgcatccggt tgctcggctt acagtggtat tccactgact caccgtgacc atgcgcaaag
  3653641 cgtgcgactg gtcaccggtc atgccaaaaa agagggccag ttagattggg caaatctggc
  3653701 ggcagagaaa caaacattag ttttttatat ggggctatcg caggctggag agatccaaca
  3653761 gcaattgatt caacatggta tgccagcgac cactcaggtt gccttagtcg aaaacggcac
  3653821 ctcacggcat cagcgggttg tgagtggcga gttaagccaa ttggccttac tctcccaaca
  3653881 ggtcagtagc cctagcctga ttatcgtcgg tagcgtggtc agcctacggg aaaaactgaa
  3653941 ttggttttcc agccgccatc acgatgatca gcccaaagtg actgaatgtg tggctcatgt
  3654001 tggttaaggt tagcggtgta gttaaggtta gctatgcagt taaggttagc tatgcagtta
  3654061 aggttagcta tgcagttaag gttagctatg cagttaaggc tggctgtgtg agtaatatgg
  3654121 gttaatgctg attaatgagg gggaaatttc cccctcacat tactgatgcg ttgtgatcgt
  3654181 tacggctgcg cgacaaaacc gatggcttcg tacactttag ccaaggttac ttgtgcgcgg
  3654241 gcacgggcct tggcggcacc ttcacgcatc acatcttgca acaacgcctc atcttcacga
  3654301 taagtacgat aacgctcttg tagctcgctc aacatgccag aaacggcatc tgccaccgct
  3654361 cctttcaaat gaccgtacat ctggccagta aactgcgctt ccagctctgg gatcgattga
  3654421 ccggtcacac cagacagaat atccagcaaa ttagacacgc cggctttttt ctctacatca
  3654481 taacgaatga gcgcaggttc atcagagtct gtcatggcac gcttaatctt tttaaccacc
  3654541 gatttaggat cttccagtaa ctcgatcaca ttgttacggt tgtcatccga tttagacatt
  3654601 ttcttggtcg gatcctgtaa agacatgacg cgggcgccag ctttaggaat aaacggctca
  3654661 gggattttaa aaatatcgcc atacagatta ttgaaacgac tcgcaatatc gcggctcagc
  3654721 tccaaatgct gcttttggtc ttcccccacc ggtacctggt tggtttgata cagtaaaata
  3654781 tctgccgcca tcaacaccgg gtaatcgaac aagcccgcat tgatgttttc tgcatagcgc
  3654841 gccgacttgt ctttgaactg ggtcatgcgg ctcagttcac caaagtaggt atagcagttc
  3654901 aacgcccagc tcaattgaga gtgttcaggt acatgggatt gaacaaaaat ggtgctcttc
  3654961 ttcggatcaa taccgcaggc cagatacagc gccagcgtat ctaatgttct ttttctcaac
  3655021 agtgccggat cttggcgagc cgtaattgca tgcaggtcaa caatgcaata gatgcaatca
  3655081 taatcatcct gcatctgtac ccactgacga agcgcaccca tgtaattacc aatggtcaat
  3655141 tcgccggacg gctgtgcgcc gctgaatacg ataggtttac tggatacagt gggtttgctt
  3655201 aataccatgg gttcactcat tttatacttc ctgatctttt aaagatggta gcccaatggc
  3655261 gggcaacagg tcggcaaaat gcgccagcac gcagtctgga tgactggtgg caatcgcttc
  3655321 accgtagtta tatccatagg tcagcccaat acaagggcaa cccgccgcct gtgcggccat
  3655381 aatgtcatta cgcgagtcac cgacaaacag catttcacgg gcatgtaagc caagttttcc
  3655441 cagcaataaa tacaacgggg ccggatgcgg tttcttcacc accacatcat cgcccccaat
  3655501 gatgactgag aaatagtctg agatccccaa tgacgttagt aaaggggcaa caaacggtgt
  3655561 tggcttattg gtaatgaggc ctattggcaa accattggca gccaattgag ctaaagtggc
  3655621 tttcacttgc gggaataact ggctcccctg ctcaacggtt ttggcataat agtgatcaaa
  3655681 cagctcgcgg gtctgtgcca caagctgagc attatgttca cgccctgccc aatgcaacgc
  3655741 gcgctcgact aagacatctg cgccattacc aatccaagtg gagactaacg cttcaccagc
  3655801 ggcaggcaac ccctgatgcg ccaacgccat atcaattgca cgggccagac cgggcgcgct
  3655861 gtcgactaat gtgccatcca gatcgaatgc aacaccacga atcgccttaa acttaaccat
  3655921 tagccgccat cgccagttca ttgcgcatgg catcgatcac cgcagcataa tcgggttgat
  3655981 tgaaaatcgc ggagccagca acaaacatat cggcacctgc tgcggctatt tggcgaatat
  3656041 tctcaacctt aacaccgccg tccacttcca aacggatgtc ataaccgctg tcatcaatca
  3656101 acttacgcac ctgacgcagc ttattcaggg tttcaggaat aaacgattga ccaccgaaac
  3656161 cggggttaac tgacatcagc aaaatgacat ccagcttatc catcacatag tcaagatagc
  3656221 tcaggggagt cgctgggttg aacaccagac cggccttaca accactctct ttgatcaatt
  3656281 gcagcgtgcg gtcaacgtgt tcagaagctt cgggatggaa tgtaatatag gttgcaccgg
  3656341 ctttggcgaa atccgggacg atacggtcaa ccggtttaac catcagatgc acatcaatag
  3656401 gtgcggtgat cccgtaatca cgcagagcct tgcacaccat cggcccgatg gtcaggttag
  3656461 gaacatagtg gttgtccatc acgtcaaaat gcacaatatc agcacctgcg gcgagtacct
  3656521 tcgcggtatc ttcacccagc cgggcaaaat cagctgacag aatagagggg gcaattaaat
  3656581 actttttcat ccgtttctcc aaacatgttg cttcgtctta tgaaagatcg gctttatcaa
  3656641 cctggacacc gggctatacc ccaaataatt cgagttgcag gaaggcggca attgagtaag
  3656701 cccccaccag taagtgactg gggtgaacga acgaaagcaa ccaacactca tgcagcttga
  3656761 aatatgacgg gcatatcatt caataacatt taataaacaa ccactaataa acaaccgcca
  3656821 cgaccatttg ataaactatc gccatcactt cataaactcc ccgtctgagc gattaccgga
  3656881 cagcaatttc actcagctat agagcgccaa aagttcgttt accttactgc gaccaaggat
  3656941 attacggctg atcgtacggc gcgcagtgac gacatgtagc gacgccgcct gatgatacca
  3657001 attacgcgtc agttcggtgt catggttaga aatcagtacc ggaactttac tctcagtaga
  3657061 caactgataa gccagacgcg ccagattttg ctggtctgca atcccaaagt tattggtgtg
  3657121 ataggctgta aagtttgccg tcgctgatag cggcgcataa ggaggatcgc agtaaactac
  3657181 cgctccctgc acggctttta acaaagtttc ctgatagtgc tcacaaacaa aaaccgcatt
  3657241 ttgcgatttt tcagcaaacc aatataactc cgcttctggg aagtagggtt ttttgtagcg
  3657301 accaaaaggc acattgaatt caccactcaa attataacga cacaggccgt tataacagtg
  3657361 gcgattgaga tagaggaaca gcaatgcacg gcgataagca tccgtactgg cattaaattc
  3657421 ttgccgcagt tggtaaaaca gctcggaatg attgaagtcg ccagtaaaga gaactcgagc
  3657481 atcacgcaca aaatcatctg tacgtaactt aacgatattg tataagttga tgagatcgtt
  3657541 gttgatatca gccagtatgt aggattcgaa ctcggtgttg agaaatacgg aacccgcacc
  3657601 aacgaatggc tctatcaaac aatctcccgc tggaagatgg cgccgtatgt catcaaccag
  3657661 cggatatttc ccaccagccc attttaaaaa agcgcggttt ttcttcatgc cgtcagttag
  3657721 ctacttaata attcagagcc gcagattgta ctctgtttca aacagcacat cagcgcacaa
  3657781 atcagaatgg tttatttttt aaggtcttgc tgtacttgtt gtacaggctt aacccatggc
  3657841 tttttcgctt gaacatcagc gggtaatgtt gtgattgcct tttttgcctc cgcagaggag
  3657901 gcataattac cactcactag aatgtaccaa ggcttaccat cacgtttggt ttcgtacaca
  3657961 tgatagtcag ttaaattttg ctgctttgcg taggcattca gggtgtctga gcgcgatgcg
  3658021 ctgcttaatt gcagcgtgta gtggctactc ggcgcactgc tcaatgcacg actactggct
  3658081 gcgcctgatt taggcgtacc cgatgtagca ggaggaacgg ccacagttgc ggtattttta
  3658141 tggttaaccg ccggttgctt agtggcctgt ttctgtaccg gttgcgtaat cgtttcacgc
  3658201 gtagcaggta cttttgcccc tttcgatgga gcaacagttg ctgccgccgt tggtagtgtt
  3658261 gatgtatgag cgtcactgat attctgagat aacgtatcca cctgcccttg ggtctgagag
  3658321 agggcatcgg acatattacc aggcaattca atccgctgag tcgtgctgtt agccgaaggc
  3658381 ggtattgcag cctcggttgg cgttggcgaa attggcggag cactgatatc ttgcggtgga
  3658441 gccgtattct ttacaccact ggcatcatga ccatcgctgg tattgttcgc aatactgggc
  3658501 tggctattat taccactggt taacgaagac gaatcagata agttgatatc tcgcgccgca
  3658561 ttaacatttg ggttttgttg ggacgcttca tgttcggtag gtgctttcaa ggcagaaccg
  3658621 atagcgataa tgatcaatag caacactaaa atgccaatac caatcatcat atgttggcgt
  3658681 gaaacagcaa gtttaggccc ggttggggac ttgcgagagc gtgtaggacg acgatcactg
  3658741 ctatctggtt tcagatcgtc atccagcttt aaatcatcca tttaaaccct ccaactagag
  3658801 gcaaaagccc gccgcatcaa ttattgcgat ccggctgatt gatttgaccg acggcaaaca
  3658861 gcttaatact gtctgcacaa aagatacgat gttttacaat acaacatcat aatacttatg
  3658921 aatatcgtac ttatgagcat agcacttgtg aacagggttc tgatgaaaag aacactgatg
  3658981 agcatagttt ttatgaaaca taattcttat gaaatatcac atctatgcca ttttctatgg
  3659041 tcgacaatcc gctatcgatg ccaacaccat atcatgcgca acaccgcccc ggatttctga
  3659101 tttaccgatg gccgttggca gtaccagacg aagttcaccc gccaatactt ttttatcccg
  3659161 catcatgtgt ggcagataag attctggtgc catttcttta ggcccacaaa cgggtagacc
  3659221 agcacgtaat aggagtttct tgatacgctc aacatcactg acagagagtt gccccagacg
  3659281 acgggatgtc tgtgcggcca tcaccatccc agcagcaacc gcttcaccgt gtaaccacac
  3659341 tccgtagccc atttcagctt cgatagcatg accataggtg tgacccaaat tgagtaaagc
  3659401 gcgcgcaccg ctctcttcgc gttcatcagc agcaacgaca tcggccttta attcgcaaca
  3659461 gcggcgaata cagtaagcta atgctgacat atccagcgct aataaagcgt caatgttgtt
  3659521 ttctaaccaa tcgaagaaag ctgcatcaag gatgatgccg tatttgatca cttcagccaa
  3659581 gccagaagcg agttcacgcg gggggagagt tttaagacaa ttaagatcaa ccaccaccga
  3659641 tgcaggctgg tagaaggcac caatcatatt tttacccaag ggatggttaa cggcggtttt
  3659701 accaccaaca gaagaatcca cttgagaaag taaagtagta ggaacttgaa taaagcgcac
  3659761 accgcgttga tagcaagctg cggcaaaacc ggtcaggtcg cccactacgc cgccacctaa
  3659821 ggcaaccaac gtagtatcac gaccgtgcgg tttttccaga agggcagaaa aaacctgctc
  3659881 cataacgctc agagatttat actgctcacc atcaggtaaa atcacctgat caactttaat
  3659941 gccaccgtgt tccaacactg cccggagaga atccagatag agcggagcca acgtttggtt
  3660001 agtgaccagc ataacctggt cacccgcctt tagcggctta aaagaggccg gatcattaaa
  3660061 caacccggcg gcaatcgtaa tggggtagct acgttcccct aacgtgacag taatcttctc
  3660121 catgtcgcgc tctgtaacct tcttaactta cgcccgtagg cattagtaaa atgctaaaat
  3660181 cagttacttt ccagcatgtt gataatctgg ttagcaacca ctttcgcgct ttgatcgtca
  3660241 gtgcggatag tgacatctgc aatttcttcg tacaacggat tacgttcttt tgccagtgct
  3660301 tctaacactt cacgtggagg ttcatcgacc tgtagcaacg gacgtttttt gtcacgctgt
  3660361 gtacgggcta actgcttctc gatagtggtt tctaaataca ccacaacccc acgggctgac
  3660421 aaacggttac gggtttctct ggatttaaca gagcccccac cggttgccag aacaatgcct
  3660481 tgcttttccg tcagttcatt aatcactttt tcttcacgat cgcggaaacc ttcttcgcct
  3660541 tccacgtcga atacccagcc cacgtcagct ccggtacgtc gctcaatttc ttgatcagag
  3660601 tcgaaaaact ccatattgag ttgctgagct aactgacgac caatagtgct tttgccggca
  3660661 cccataggcc caaccagaaa gatattgcgt ttctctgcca tgtttttggt attactaaga
  3660721 ctattcgtta atgataaccc gccccgccaa tcaaattagc ggcgggacct aaactgaaac
  3660781 ctcatgagcg atagtgcgag atcagacgga aaattatctc agcacatctg gtagtttggc
  3660841 aaccgaataa atcgttgtac acgtcgtggg agggaaacca tacgttttta tcggcgtatc
  3660901 aacgttaatt aaaaacctcg gagctcaatt cggtaaccct tgtatgctaa atctgtcgca
  3660961 gcgtcaaatt tagaagcctc caatcacaca aaaagttgca gaaagtcacc aagactgccc
  3661021 tgttttcata aaatgacatc ttacaaggct caggcactga ttaattttgg cgtaatgaaa
  3661081 atcactaact cccgccgact ttgctgttga gtatcttgcc tgaacatcgc gcctaatagt
  3661141 ggaatatcgg ccagtaacgg gactttatta acactctggc gttttttttg ttggaaaatc
  3661201 ccgcccagca cgatggtttc gccatcgttt acagtaactt gtgttttaat ttcttgttta
  3661261 tctattagca acatttcact ctcaccgcgt ttaatagtga taccgggcat attttgacta
  3661321 atttttaggt ctaggatgat tttgccatta cgtagaattt tgggtgtgac ctccatcccc
  3661381 aacaccgctt ctttgaactc aatggccgct gcctcttttt taccccgtga gacagtataa
  3661441 ggaatatcag aaccttgttt aatactggcg gtttgttgat gtgaagtaat taagcgtggg
  3661501 ctggcaataa tatcgacctg attctcttgc tccaacgcac tcaactcaag ctccagcagg
  3661561 cggccaccaa tacgggccac atgaaacccc acgctcgcgg cgctatttgg caacggcaaa
  3661621 ttgacattaa aatcattgat tctgagcgcg gtgtttccct tgccctcccc catcccccag
  3661681 cgcacaccca gctcttgtaa atcttcactg ctgatggtca caatatgcgc ggataactgt
  3661741 acttgttgta acggtaaatc catctcaatc agccagtttt ttaacaatgc cagtgaagcg
  3661801 ggcgtatcgc gaatcaataa tgtgttcgtc cgcttatcgg ccaccacact gcccaatgga
  3661861 gaaagcagcc caccttgcag cggatccaaa ctgtcagcca cctgttcagc attcgcgtat
  3661921 tgcaatgcca atgtcaggtt agccagtgct tctggcgcag cttgctgttt cgtccgctgc
  3661981 tgcctttctt gaatttcctg ttcggtaaag accatcatca cggtcccctc gcgctcagct
  3662041 ttcaaacgcc ccatccgcag aatgatcgcc aatgcctgct cccaaggcac ttcaatcaac
  3662101 cgcaaactga gattgccgcc cacaccggta gtcgtgatca gattaagttg ccgatagtca
  3662161 gccagagcct gcaagatgac ggagaccggc gcatcctgaa attccagggt gactggcccc
  3662221 ccgctgcggg tacgcggtaa tgaggcatta ctggatgagg cattatttgg tgagatatta
  3662281 cttgatgaga cattatttga taagacactg tttgatgaag tgctatttga tgaagcactg
  3662341 tttgataact tgctgtctga taaatggcta ttggaggagc ggctgtgtga tggcacgccc
  3662401 atgagtaaga gacacccaat taataagcta atcaaccctc tagagcgatt taagtgttta
  3662461 tttttgccag gaaaatatac caaattgaag ttcgtcagat tgcaccacca agtgctaaac
  3662521 tgcttacctg cagcgggtat aaaaatagtc atcagcttac ttccttttaa tgctgatcat
  3662581 catcagacaa tccattgaat tcattgttga aacagtgaga acgttaccga taatccagaa
  3662641 caaggcgtct caggattttc atactgaaaa tcgacccact gggcgcttat ctgcgttacc
  3662701 tgccattcgg agactaaccg catccctaag gttaaccttt gccatgtggc atcagggcgt
  3662761 tgtatccagg ccgattgata gccaccacca ctgacaaccc cgtgtaattt ccaccctgta
  3662821 agcctttccc tttcactatc acaggatgtc gccaagacag cttgaaaagg gtcacgctcg
  3662881 atattggcta gatggggtga tgcaaaaatg ctggatggca gtaacccgat aacgagtaaa
  3662941 cgggtagcgg ctaaacccat agccaacacc gctatgtagc tatttatctt gtagctattt
  3663001 atcttgaaca tcaaaatcac ccaagtcatc cgtgagatac tcggtgagta tcaacttcac
  3663061 ggtaagcgca ttgccatcac cgataaggga aataacctta acaagaacag gtgatctgat
  3663121 ttctgacagt tgcccgaaca gatggtacaa accataaaaa ctcacccgca atgtggcctc
  3663181 ccaccgccgg aaggcaatgg cattttctac cacggcctct tccgaccctg agtagcgctg
  3663241 ccagcggatc acttgcccgc caaaaggcat aattgtttca ccgacctgat gggccagtaa
  3663301 tatttcaggc ttttgccacc acgctttctc tgacaacaag gtgtttatct gttggcggat
  3663361 cagtacttgc gaaggtaact gcgccaacgc tgacacctgc tgctcaacgt gctgttgcaa
  3663421 cttagtcacc tcagctatgg cctctgagcg ctgttgccac gttggacgca gtaacccacc
  3663481 gtaagcgata accccgagca ggcttaaaaa aaaccactgc cataaacaaa gctgccaacc
  3663541 tggcctatcc atacaacgct gtaatgattt attcatagtc ccctgccaca tgatgaccgt
  3663601 cgatatcatg gccttctgca tgatggcctt ctacatgatg gttttcgtcc cgccaagagg
  3663661 catgcaccac gaaacgaaaa ccgccctcat cctgttgagt aatcccctgc aagctcacat
  3663721 taaccaaaag aggctgacgg cctaacatcg ctaaaaatgc attaattgtg gcgtaatccc
  3663781 ggctaataac ctcgaaagac agcacatcac cttgctgcct tagggccatc agccagcaac
  3663841 gttcagggat ctgctgtgat agctgttgca ataatatgga gtaacctcgg gcaggttgat
  3663901 gagcctgatg gtagcgctga atatgctgtt ttatccgctg caactgcgcc attgcctgct
  3663961 gcacttgctg ttgacgttgg cttaatgcag cctgctgctg tgataatgcc gccgccgtgc
  3664021 cttgccggtg tttgtgttca ctgcgggcct gcattagcac caccaccaga tagagagcca
  3664081 agccaatacc ttggatcagc atggtattgc gccagaaccg gtagcgagcc tgttgccggg
  3664141 caatacgcca cggcaagaaa ttcacctgat acatcagtat cccgcacccg cagcagataa
  3664201 agagtctgcc gcacgtaccg ccagcccccc ggccaaagta aaagctgccg gtaacgcggg
  3664261 taatgggggt tgatagtgcg caaaagccgt tagcggcgac caagaccgtg tgttttccgg
  3664321 caacgactcc tttactacac tgctgtaata caccggcaaa ggcgcgccat cttcgccagc
  3664381 accgcgcatg ttgagctgag ccaatagggc cgacagcaag cgaatatcat tttcctgcgt
  3664441 tctgcactct gtctcgatag ccaccacccc ggaatgaaat ggcatgtcac tggacgatac
  3664501 ccacagccat tcatttgcca accggtgaac cagccaatat ggcccagata aaccggtcgc
  3664561 ggttgccata taacgtaaag cgcatggcgc aatatcaatc acttgtgagg ataaacccgc
  3664621 ctgttccaag caggcttgcc attgctgcac ctctgactga cgcgctgcgg ttatcaataa
  3664681 ttcgctactc gcaaccgttt cgcggcagta atccagtgcc aaagcctggc tgttaaccgg
  3664741 aaatagtctg ctggcactgg ctttaataaa accatcacgt tcgggttcac gcagacgcct
  3664801 atccggcaca tgaatggtgt gctgcaatat gcgctgtgcg ggcaaagcaa tacgtaatga
  3664861 aatatgtcga ggcagctgtt tacgtaataa tttgagttgt tcgctaagaa tatcaggctg
  3664921 atgtaatatg ccttcccgca aaacgccaga aggtaagatt ttatgccacc agtagcgcag
  3664981 ttgccagcca ttacgacgtc gtatcacggc caacgctcgg atggcctcca tttgaatatc
  3665041 tagccctacc tgccaatatt gtgagtacat ctttatcgac ctccatgtcg agacagaata
  3665101 aaagaacgta tccatggtgc gggcttgcct ttatactacg tcgcggttgt ttataaactg
  3665161 cccaattgac attgaatggg aaatctcagg tgaagttcgt aaagtatttt ttaatccttg
  3665221 cggtgtgttg cattttactg ggagcagcct cgatatttgg cctgtacaaa tatattgagc
  3665281 cgcagctacc cgatgttgcc acgctgaaag acatccggct gcaaacacct atgcaggtgt
  3665341 atagcgccga aggcgaattg atcgctcaat tcggcgaaaa acgtcgtatc ccattgacgt
  3665401 tgaatcaaat accaccagaa atggtgcatg cgtttatcgc cacagaagac agccgttttt
  3665461 acgatcatca cggtgtcgac cctgtgggga tcctgcgtgc agtctctatc gccatgttgt
  3665521 ctggtcgcgc ctcccaaggg gcgagtacca ttacccagca attggcgagg aacttctttt
  3665581 taagccctga acggactttg atgcgaaaaa tcaaggaagc atttctggct atccgcatcg
  3665641 aacagatgct gaccaaagat gaaatccttg agctgtatct gaacaaaatt tatctcggtt
  3665701 accgcgccta tggtgtcggt gctgcggccc aagtctattt cggcaaagaa gtccatgaat
  3665761 tgaccctcag ccaaatagcg atgatcgccg ggttacctaa agcgccttct acgtttaacc
  3665821 cgctctactc acatgacaga gccgtggcac ggcgtaatgt ggtgctgcta cgtatgctgg
  3665881 atgaaaaata catcactcag gcgcaatacg atcaagcccg cagtgaagag ttggtggcta
  3665941 actaccatgt accgcaaatc gccttttcag cgccctatct ggctgaaatg gtgcgtcagg
  3666001 agatgattaa acgttacggt gaaaatgcgt ataccgacgg ttatcaggtc tataccacga
  3666061 ttaccagaaa gctacagttg gcggcagttg attcattacg cgccaacgtg ctggcttatg
  3666121 atatgcgcca tggctatcgc ggcccgtcca atgtgttatg gaaggtgggc gaaagtgcct
  3666181 ggagccgtga acagattatc gattcactga aagcattgcc ggtgtatggc ccgctgttac
  3666241 ctgcagtagt caccgaggcg gatgccgcac aagctacggc aatgctggct gatggcagca
  3666301 acgtgacctt gccgatggtc ggtatacggt gggcgcgtcc gtttaaatcg gataacgccc
  3666361 aaggtccggt ccccaaaaaa gcgactgatg tcgttcagcc tggtcagcaa atttgggtca
  3666421 gaaaggtcga tgataactgg tggctggctc aagtgccgga cgtcaattct gcgctggtgt
  3666481 ctatcgatcc caataacggt gcaattaaag cgctagtagg cggttttgat tttaaccaaa
  3666541 gcaaatttaa ccgggcaacg caggcactgc gtcaggttgg ctcgaatatt aagccattcc
  3666601 tgtataccgc cgcgatggac aaaggcctga cgctggccac tatcctcaat gacctgccaa
  3666661 tcacccgttg ggattctggc gcaggcaccg actggcggcc aaaaaactca cctcccactt
  3666721 acgatggccc tatccgtttg cgtcagggtt taggccaatc gaaaaacgtg gtcatggtgc
  3666781 gggcaatgcg ggccatgggg gtggattacg cggctgagta tttgcagcgc tttggtttcc
  3666841 ctgcgcagaa tatcgtgcat tcagaatcac tggctctggg ttctgcctcc tttacaccat
  3666901 tacagctagt ccgtggctat gccgtgctag caaatggcgg ttacctggtt gatccgtact
  3666961 tcatcactaa aatcactgat gatgtcggta atgttctgtt tgaaacaaag ccgaaggttg
  3667021 tctgtgataa ctgtaacttg ccggtcattt acggtgatac ccaacgttca gttgtacttt
  3667081 ctgacgacaa tattgagaac gttgcaacct cgcagaacca gaatgccagt aacgtgccaa
  3667141 tgccagagct ggaacaggtg acaccggcac aaacgacgct aaatagcgaa cagcaatatg
  3667201 cgccacacgt gataagcacc ccgctggcgt tcttgatgcg tgatgcattg aattctaata
  3667261 ttttcgggga acctggctgg atgggtacgg gctggcgtgc gggtcgtgac ctgaaacgta
  3667321 aggatatcgg cggtaaaacg ggtacgacaa acagctcgaa ggatgcctgg ttctccggct
  3667381 acggcccaga taccgtgaca tccgtctgga ttggctttga tgaccatcgc cgtaatttgg
  3667441 gccgcagcac ggcatcaggg gcgataccag accaaatttc cggagcagaa ggcggggcga
  3667501 agacggccca gccagcatgg aatgacttta tgaaggtggc gcttgagggc ttgccagaga
  3667561 agcaggttcc accaccaccg ggtatcgtca gtgtcgtgat tgataagcaa acaggcaagt
  3667621 tatctaatgg cgggccgggc agccgctcag agtactttat cgacgggaca caacccactg
  3667681 agcatacggt acatgaagtt ggtaccacat tgatggataa cggccagact cacgaactgt
  3667741 tctgatagca gcctggtgta aaaacttatc taaaaaacca gatgatctga tgatcatctg
  3667801 gtttttttat aaattactcg tataaaaaat aagttacgtc agaaataaat tcatctcacg
  3667861 gtagtgactc atcaaaacaa tcactgattc agaaaggtat gtgccaaaaa aagggcgctg
  3667921 acattacggg cctcgcggaa atcagcttca ttaaggagtg ccatcatatt agcaattggc
  3667981 caccgcactt gcggcaatgg ctcaggctca tcaccttcca aactttgtgg atacaggccg
  3668041 tgggcaataa caatattcat tttgctggaa aagtaggacg gtgccatggt cagtttagcg
  3668101 agaaagtcaa agcgctcagc gccatatcca acttcttcca ttaactcgcg gttcgcagct
  3668161 tccagcaccc cttcaccggg atctatcaga cctttaggaa agcccaattc gtattcctca
  3668221 ataccgacag cgtattcacg aatgagcagt aaatcgttac cgataaccgg cacaatcatc
  3668281 acggcctcac gattcgatgg ccgcatacgt tcataaatgc gctgtacgcc attactgaac
  3668341 tccagttcta ccgcttcaac attgaataag cgggagcagg caaccgtttc tattttcaga
  3668401 attttaggtt tttgcaggtg tttcatgata gccccaaatt aatcactcac cgccatttaa
  3668461 cacatatctg aattaacgaa aacgcgatat tatccgttaa tattatccag atactttgtg
  3668521 tgatttttat cctcaacgtc attggctttg caggtaggca gccagtacac gaatcccgat
  3668581 gagctgactc aagtcagtga ttcgggtgag tacacgcagc caacacccct gcaacgtcaa
  3668641 ggacaaaggg tatattagaa cttgatcaca ttgtgcgtta atgagaacct ttatcgcaat
  3668701 gccagttaga tataatttac tcgtttttaa catggcggcg agctcagccc aaactcacct
  3668761 ggttaatatt tgccctacat tatccctcta cacacgaaga atggtttgaa aataggatta
  3668821 tgctgatatt gtgactgcgt tagctttgct accctaactc gtctacgggc aagcgctctt
  3668881 gcgctaggtc attttgtgag cattggcgga ataggcacta aatcgttgag ttattaggcc
  3668941 atatgcctcc gcactttttt atgtattttt catagcgttg acgtaaattt aaagcgctct
  3669001 gatggggatg ggatgagcac aatagtttta atattggcct tactgttgac cagtctgatc
  3669061 gccgtaggtc tgctgtggtg gctccgattc cgccgccctc accccataac agcagcgttg
  3669121 ccgtttgtta aactgacaca ccgaaaactc acgccagaag agcgagtgag tatcgaaaat
  3669181 tatctgcgta atcagcaaaa taagcatggt tttaacacgc aaccggcttt tgattcccac
  3669241 gcactggcag ccagtacctc atccacccca atgttggtgc tcacaccgca aagtgataac
  3669301 gtctattccg ttacccgcgc cattacccgc tatggtgtcg ccagcgatga gccaaataaa
  3669361 tggcgctatt atctcgattc aatagaagtt catctgccct cggcctggga acaatatatt
  3669421 actcaggata atgatgttga gcttatccaa acccagacaa tcccgctggt gatctccctt
  3669481 aatgggcata cgcttaacaa tcatcagtct gagaatacct atcagcccat tttaccttca
  3669541 gtatcgaaaa atgcgtctat tcgcaaagaa gatagcgaac atattgagct gcttaatatc
  3669601 cgtaaggaaa ccccggaaga atatgctctg catggcccca atggtttaaa agaagcctgc
  3669661 gccatttgca tagctttatt gttgctgttt ttcgcattat ctgggccgac ggtgacacta
  3669721 ccctggctgg ttatcgtggc agtgtcatta acctgttggg cgtgttggta cctcttccgc
  3669781 cccttgtcag aaaaagattt gcgggaagtg cactgcttaa atggtacccc caaacgctgg
  3669841 ggcctgtttg gcgagtcaaa tcaggggcag ataaacaata tctcactcgg gatcgttgat
  3669901 ctcatttatc cggcgcattg gggaccttat tttgtacatg atttaggcaa aaaaacccat
  3669961 attgatatct accttaatcg ccaggttgta cgtcaggggg cttttttatc cctccatgat
  3670021 gaaatgaaaa tgttcccgtt acagcgctgg gggaaaaacc taaccttgat cgtcggctca
  3670081 ctgttggttc tggtgttatt actgatttac gtaccgctcg gtctccccct aaagttgagc
  3670141 gttgcctggt tgcaaggggc tcaaagccaa caggtgacca gcgtcgcagc actggacaaa
  3670201 atgccactac gcatcggcga tatgctgaag gctcagggta atggcatgtg ctatgtcccc
  3670261 cccaacattc aaaacacacg cggtttcgtt ttcaccccct ttgattgctc cggtatttat
  3670321 tggaataccg cctccccctt gccacaacct gaatctgaaa ccatagaaaa agctgcggca
  3670381 ctggtagaaa caatcaataa acaactgcac ccgcagggct ctgatgccag cgtcaacccg
  3670441 aaactggcta ccgccattga gaaatcgggc atgattttat tggacgattt ttctgacatt
  3670501 gtgctgaaaa cacaggcgtt atgtagcgaa aataccgatt gtattcgcct gaagaatgca
  3670561 ctggttaatc tgggaaatgc caaaaactgg tcagccttgg tcaaacgggc gcaatccggg
  3670621 aatttggaag ggatgaatgt tctgttacgc ccgatcagtg ccgatgtact ggaaaatttg
  3670681 attaataccg ctgcgtcatc attcgtttat cgtgaaacgc atttagcaac agaagcgttg
  3670741 aatagcccac ctccgggcgg ttttttgatc accagcgatg agggcaagca gttagtgaac
  3670801 caccctgcgc caacgctgcc cctgtttgac tacagcgcac tggaacagtg gcgggaattg
  3670861 caacggctct cggcgttgct acttgatacc ccatttaaag cggaagggat tattaccaat
  3670921 atcacgactg atgcgaatgg cacacggcat attgcgctgc atagtgagcc ggacattgtc
  3670981 actctgggtc gctatctggc gaccagcctg ctattgctgg tgctgatttt ttgcctggtc
  3671041 gtcaatatgg tcttgttgat tcaacgtgcc atgaaaaatc gtcgccggat ggataacatt
  3671101 caacgttatt atgacgattg ctttaatcaa acgctcacac cgcccccctt cttgcgctag
  3671161 ctcacccatc tccggttgat catcgctcat gccagcagat gcacggtgta acatggatat
  3671221 gctaggctag ctttatctac tcgcttatag cagaaaatat ccaccatcac ccaacgtcat
  3671281 tggaatggag gaatggagtc gttatgcccc ccgattttaa ctggcaagaa attgataccg
  3671341 tactgctaga tatggatggc accctgctgg atttggcgtt cgacagccat ttctggttaa
  3671401 aattagtgcc agaaaccctg agccaacgca gagggatccc actcgaacaa gcgcacaaaa
  3671461 tcattcatga tgaatataac gcggtacagc ataccttgaa ttggtattgc ttcgattact
  3671521 ggcgcgaacg gctggattta gatatttatg ccatgaccac ggatatcggc agccgggcac
  3671581 gcttacgtca ggataccgtg ccattcttat ctggtttgcg tcagcatggt ctgcaaacca
  3671641 ttttgctcac caatgcccat ccacatagtt tggcagtaaa aattgagcac accgcccttg
  3671701 accagcacct tgatttattg ctttccaccc atacatttgg ttatccgaaa gaagatcaac
  3671761 ggttgtggca agcggttacg cagcataccg ggctgaaccc cgccagaaca ttgtttgtcg
  3671821 atgatagtga agcgattttg gatgcggcgc aaacctttgg tatccgctac tgcctggggg
  3671881 tagaaaaccc tgactccagt tgtgctgata aaacctttca ccgacacccg gcaatcaatg
  3671941 actatcgtaa actgttgccc gctttacagt tacgttgtga ataaaacagt atgacgatgg
  3672001 gtaggcgtat ttatgaagga taaaatctcc ccagcggaat cagtacgtct ggataaatgg
  3672061 ttatgggccg cacggtttta taaaaccaga gcgatcgcac gtgacatggt ggatggcggt
  3672121 aaagtccact ataacggcca gcgaagcaag cccagcaagc tggttgaact ccatgctgaa
  3672181 atccgtctgc ggcaagggaa tgatgagcgc acggtgcgtg tcttggcgtt acatagtcaa
  3672241 cgccgggggg cagaggaagc ccaaacattg tatgaagaaa ccgaggcgag cattgccaac
  3672301 cgcgagaaag tcgcacaggc acgtaaactg aatgccctga cgatgccgca tccagatcgg
  3672361 cggccggata aaaaagaacg tcgcaatctg atcaaattta aacaaggcga gcctgagtaa
  3672421 actctataga tttcaacatg caggaaggcg gcaaacgaaa gataaatcgg ttgggagcag
  3672481 acttgaacgc tgcttacagc caggcgagtc acgaacgtag ccaacaccac ctgcaacttg
  3672541 aaagatgacg gatttaaacg gcggccaaca tgagagaaaa ctatgtctaa tcacgaccaa
  3672601 ttacaccgct atctgtttgc taatcatgct gtgcgcggtg aactggtttc agttaatgaa
  3672661 acctaccaac aggtattagc taaccatgat tacccaccag cggtacagaa actgttgggt
  3672721 gaaatgttgg tcgcgaccag cctgctgacg gccaccctga aatttgatgg cgatattacc
  3672781 gtgcaattac agggcggtga tggcccctta acactggcgg tcattaacgg taataatcgg
  3672841 caggaaatgc gcggtgttgc tcgcgttaaa ggcgaaatca gcgatgacag cacactgcaa
  3672901 gagatggtcg gtaacggcta tctggtgatc accattacac ctgcacaagg cgaacgctat
  3672961 caaggggttg tggcattaga aggtgaaact atcgcggcct gcctggaaaa ttacttcatg
  3673021 cagtcagagc agttaccgac ccgcctgttt atccgcaccg ggcatgtcgc cgataaagcg
  3673081 gcggcaggtg gcatgctcct gcaagtactg ccggcgcagg aacgtaatga agatgaattt
  3673141 gaccatctgg cacagctgac agcgaccatt aaagctgaag agttattcac actgccagcc
  3673201 aatgaagtgc tgtatcgcct gtatcatcag gaggaggtga cgctatatga gccacaaaat
  3673261 gtcagcttcc gctgtacctg ctcccgccaa cgttgtgccg atgccttagt gacgctagct
  3673321 gacgatgacg tcaccgaaat gctcgagcaa gatggcaata ttgatatgca ttgtgaatat
  3673381 tgcggtaacc attatctgtt tgatgcagtt gatattgcta cattaaaaaa tggcaacagc
  3673441 gcctcttctg aacaaattca ttaatcctcg taatgcttag ccgggtacct attggtgccc
  3673501 ggccatttcc tccgtttcac acttgcgata attcgtgttc catctctcat aacctagcga
  3673561 aaaataggtc atatattaaa atatttgata gctatcgctg ttaatcagag atgactactt
  3673621 acaatcgctg gtagaaaatt gacgatccag gagttatgac atgagtgtta aaggaattac
  3673681 cccgcaggag ctcgccgcct atggcatcca taacgtcagc gagattgttt acaacccaag
  3673741 ctatgattta ctgtttgaag aagagactaa acccacgttg gaaggatacg agcgtggcac
  3673801 actgacgact accggcgcaa tagcggtaga taccggtatt tttaccgggc gttcacccaa
  3673861 agataaatat attgtccgcg atgctatcac tcaggatacc gtgtggtggg ccgatcaggg
  3673921 caaaggtaaa aatgataata agcctctgag ccaagagatc tggaaccatt tgaaaggtct
  3673981 ggtgacggaa caactctctg gcaaacgcct ctttgttgtc gatacattct gcggtgctaa
  3674041 tgcggatacc cgcctgcaag tccgctttat cacggaagtc gcttggcagg cacacttcgt
  3674101 caaaaatatg tttatccgtc catcagatga agaactggct cggtttgaac ctgactttat
  3674161 cgtgatgaac ggtgccaaat gcactaaccc acaatggaaa gagcagggcc tgaattcaga
  3674221 aaactttgtc gcctttaatc tgacagaacg tatgcagttg attggtggca cgtggtatgg
  3674281 cggcgaaatg aagaaaggga tgttctcaat gatgaactac ctgctgccac tgaaaggcat
  3674341 tgcttcaatg cattgttcag ctaacgtcgg cgaaaaaggc gatgttgcca tcttcttcgg
  3674401 tctgtcgggt accggtaaaa ccactttatc taccgatcca aaacgcaagt tgatcggtga
  3674461 tgatgaacat ggctgggatg atgatggcgt ctttaacttc gagggggggt gctacgctaa
  3674521 aaccatcaag ttatctgaag aagcagagcc agatatttac cacgccatta aacgcgacgc
  3674581 cttgctggaa aacgtggtgg tgctagcaga cggtaccgtt gattttaatg acggttctaa
  3674641 aactgaaaac acccgtgtct cttatccgat ttaccacatt gataacattg ttaaaccggt
  3674701 gtccaaagca ggccatgcga ccaaggttat cttcctgact gccgatgcct ttggtgtgct
  3674761 ccccccagta tctcgtctga ccgcaaacca gactcaatat cacttcctct ctggctttac
  3674821 tgccaaactg gcagggacag agcgtggcgt cacggagcca acaccaacct tctctgcttg
  3674881 ctttggtgcg gccttcctgt cgctgcaccc aacgcagtac gctgaagtgc tggttaagcg
  3674941 tatgcaagcg gttggcgcac aagcctatct ggtcaatacc ggttggaacg ggacaggtaa
  3675001 gcgtatttcc atcaaggata cccgcgccat tattgacgca atcctaaacg gggagattga
  3675061 taaggcagaa acctttacgc tgccaatctt tgatctggca gtccctatgg cgttacccgg
  3675121 tgtgaatccc gatatcctcg atcctcgcga cacctacgcc gataaagcgc aatggcaaga
  3675181 gaaagccgaa gatttggcga aacgctttgc gactaacttt gataaataca ctgatacccc
  3675241 tgcgggggcc gcgttggtta gcgcggggcc aaagatctaa gccagtgtta gctgttttag
  3675301 tttagcgtta cagggggcac tttcagaatt gtgccccttt tttctattta tttataaaac
  3675361 cactgaccta ttgataaaac cactgaccta ttgataaaac cgcttatccc tccatcaagc
  3675421 caccgctggt ggcttgggct tcacatccaa tggcaatgga atatatgcgc ggatccgtaa
  3675481 cccgcctcgc ttactggtac caatctccaa tgaccccgcg tgcgcatcaa tgattcgctg
  3675541 aacaattgcc aggcctagcc cagtaccgct ggtgctgcgg gcactatcac cgcgcacgaa
  3675601 aggctggagc aagtgcttca aatcctcggg ttttataccg gggccatcat cttcaacctg
  3675661 gaaccaagcc cgctgcaact ccttaccact gctcactttt atccagccat taccgtaacg
  3675721 ggccgcattc accaccatat tggttagcgc gcgtttaatc gataatggat gaatatccac
  3675781 caacacttca ccttcagcta aatccgtctc aatcacccgc tcataaccac tttctgccgc
  3675841 aatcacttca cctaatacag aattaagatc gctcggttcg gtcggcatct cctgcccggt
  3675901 gcgcagatag tcgataaatt gctcaataat cgcattgcac tcttcaatgt ctttattgat
  3675961 cgattcagac aggtaagcgt cgtcttcact catcatttcc gttgccaagc gaatacgcgt
  3676021 caacggagta cgtaaatcat ggctcacgcc cgccatcaac aaggtccggt catcagacaa
  3676081 caatttgacc ccggcggcca tttggttaaa tgcccgtgtc accgagcgaa cttcagaagc
  3676141 accgtattcc cgcaacggtg gcggaatatt ccccttaccg acctgtaaag ccgcatgttc
  3676201 cagttccacc aaaggccgat tctgaatacg gataaataac caggccccac ccaccgccag
  3676261 tagcataatg gccaaggtat aacggaacag cggcgagaaa tcgccttggt gaatctccgt
  3676321 gagggggacg cgcacccaga tatcaggcga cagccaggtt ttgagccaaa ctacaggtga
  3676381 gtttttattg acctcgaccc ggacatcggt tggcccgccc aactgctggg ccatttgatc
  3676441 actgagaaat ttataatgct gtgcccaacg taggccactt tcctctgccg ccgcgttggt
  3676501 ataaagcgaa atacccaact cacggtaaat ctcacgccgg aacgcgggcg ggacttcaag
  3676561 tagtgtgcca tcttccaatt gcagccgatc agtcatcagc atacggactt catacgccaa
  3676621 cactttattg aactgttgca agctaggtaa gatagcgaaa ttcagcacca ccagatacgt
  3676681 agtgaccaaa ctgacaaaca gcaaggtcac gatcagtaat aaggttcggg cgaatgaact
  3676741 acgtggagaa aagcgccacc acttcatgct ttattgccgt ccggtacaaa gacgtagcct
  3676801 agaccccaca ccgtctggat ataacgcgga tgggccggat cttcttccac catccgacgc
  3676861 aaacgagaaa tctggacatc gatagaacgt tccatcgcac tgtattcacg gccacgggcc
  3676921 agattcatca gcttatcgcg ggacaacggc tcacgtgggt ggctaaccaa ggctttaagc
  3676981 accgcaaatt caccgctagt cagtggcata ggctcatctt cacgaaacat ctcgcgcgtg
  3677041 cccagattca gtttaaattt gccaaacgca atgatcgcct cttcttgtga aggcgctccc
  3677101 ggcagttcgt ttgcctgacg gcgcagcacc gcacggatac gagccagtaa ttcgcgaggg
  3677161 ttgaatggct tgggaatata atcatccgca ccgatttcca gcccaacgat acggtccact
  3677221 tcttcgcctt ttgccgtcac cataatgatc ggcatcggat tactttgact acgcaagcgg
  3677281 cggcaaatcg acaaaccatc ttcgcccggt aacatcaggt caagtaccat caggtggaag
  3677341 gactcacgag tcagcaagcg atccatctgt tcagcattag ccacactgcg gacctgaaaa
  3677401 ccttgctccg tcaaataacg ttcgagtagc gcacgtagac gcatatcgtc atcaacgacc
  3677461 agaatcttgt gattctcttg cattttatta ctcccaaagg ccgtattgcc tggatctgca
  3677521 cattgttaga aaaacttact ctaacagaca gttattaatg gtataaattc tagttgaaat
  3677581 tgttacaaag cttattcgta tgcttaatta tcaaacgcct aattatcaat atcttcatta
  3677641 aatggcctat cttcatcaaa tggccgataa cgaatctcta atatccaata ggttgcctca
  3677701 ccattaggcg tttgcacggt gacctcgtca tcgacttgtt tccctatcaa tgcacgggcg
  3677761 accggtgaat caattgaaat ccattttttg gccgggtcaa actcatctgg ccccaccaaa
  3677821 cggaagatgc gttgctcttc ttgctcattt tccacccgca cccaggcccc aaaaaagact
  3677881 ttaccttctt ggcgaggatc ggggtcaaca attttcagca cttcaaggcg cttggcgaga
  3677941 aagcgtaccc ggcgatcgat ttctctcagc cgcttctttc cataaatata ttcagcattt
  3678001 tctgaacggt cacccatagc agcggcttca gaaaccgcct gagtgacgac cgggcgctct
  3678061 tctcgccaca gataatgcaa ttcacggtcc agcgcctgcc agccctcgcg ggtaatgtag
  3678121 ttactttttg ccataatcgt tactttttgc catcgtcgct atttttatca tcgttgttat
  3678181 cttcaccata atcgttatct ttcatcaagt tagccatttt tcattataat aactaatttc
  3678241 taccgcaacg ttatccactt ggcatcaatg ccactactgt aaccgattct ttttatggat
  3678301 tcgtcgtttt acaaataagc agcctttcac ataaaccgtt tctacagaaa agtaggctgt
  3678361 agataaataa gttgtagata aataaattgt gctgatgtcc acgttacctc aagcccaacg
  3678421 agcgctctac tggcatttta cctaagcaat ccgtataact gtcttttatc gtttttccta
  3678481 ctcactttat actcagagca cttggcgttg caggtaggca gcaaacgaac caatcccggt
  3678541 aaacctatcg agcagtagaa cttatctcac cgtaaagtct actacaggta agtgattcgg
  3678601 gtgagtgagc accgctaccc cctacggcct caagtacaaa gggtaaatca aaattgatat
  3678661 cagacttatg aatgaaccac tgagccgcat tattgcaagc gaactgcagg cccggccgga
  3678721 gcaagttatc tccgctatcc gcctgcttga tgaaggtaat accgtgccct ttatttcacg
  3678781 gtatcgtaag gaagttaccg gcgggttaga tgatatccaa ctgcgtcagt tggaaagccg
  3678841 tctggggtat ctgcgtgaat tagaagatcg ccgccaaacc attcttaaat caattgaaga
  3678901 tcaaggaaaa ctcaccgacc agctggccgg ggcgatcaac gccaccctaa gtaagaccga
  3678961 gctggaagat ctgtatcttc cttataaacc gaagcgccgc actcgcggac aaattgccat
  3679021 tgaagccggg ttagaacccc tggcagagcg tttatggcag gatccacaac aagaccctga
  3679081 acacaccgcg ctggcctatg ttgatgccga taaaggcgtc gctgatacta aagccgcgtt
  3679141 ggatggtgct cgctatattt tgatggagcg gtttgccgaa gatgccaccc tgctggcgaa
  3679201 agtgcgtcag tatctgtgga aaaacgccca tctggtgtca aaagtcgtgg aaggtaaaga
  3679261 gcaggaaggc gctaaattcc gcgattactt cgatcaccac gaacctatcg cacaagtccc
  3679321 ttctcaccgc gcattggcca tgttccgtgg ccgcaatgag ggggtactgc aactggcctt
  3679381 ggatcctgat ccgcaatttg acgaaccgcc gcgtgaaagt cagggtgaac agatcattat
  3679441 caaccatctt gatctgcgct tgaataatgc gccggcagac ggctggcgta aggcggtggt
  3679501 caactggacc tggcgtatca aggtgctgtt gcatctggaa accgagctga tgagcacctt
  3679561 gcgtgaacgg gctgaagatg aggctattaa tgtctttgcc cgtaatatgc aagatttact
  3679621 gatggccgcg ccagcaggta tgcgcgcgac catgggcctc gatcccggcc tgcgtactgg
  3679681 cgtgaaagtc gcggtggtgg atgcaacagg caagctggtc gctttcgata ccatctaccc
  3679741 acacaccggc caggcagcaa aagccgccgc cgttgtcgcc gccctgtgca tcaaacacca
  3679801 ggttgaactg gtggctatcg gtaacggtac tgcctcacgg gaaaccgagc gcttctttgt
  3679861 ggagctacag caacagtacc cggccgtcac cgcccaaaaa gtcattgtca gtgaggccgg
  3679921 tgcctcggtc tattcagcct ctgaattggc ctcgcaagag tttcctgatc tggatgtctc
  3679981 catccgtggc gcggtttcca ttgcccgccg tctgcaagat ccgttggctg aactggtaaa
  3680041 aatcgatccg aaatctatcg gtgttggtca gtatcagcac gatgtcagcc aaagccaatt
  3680101 ggcgaaaaag ctggatgcgg tggtggaaga ctgcgtaaac gccgttggcg tggatttaaa
  3680161 cacggcttcg gtgccgttac tgacacgtgt tgccggtttg acgcgcatga tggcacagaa
  3680221 catcgtgaac tggcgtgatg agaatggccg cttccgcaac cgtgagcaat tactgaaagt
  3680281 cagccgcctc gggccgaaag ccttcgaaca gtgtgcaggc ttcttgcgta ttaaccacgg
  3680341 cgataacccc ttagacgcct cgacagttca cccagaagcc tatccggtag ttgagcgtat
  3680401 tttagcggcc accgagcagg cgttgcagga cttaatgggc aatgccaatg cgctgcgcaa
  3680461 ccttaatgct cgcgatttta ctactgagcg ttttggcgta ccaacggtaa ccgatattct
  3680521 gcgagagctg gaaaagccag gccgtgaccc gcgctctgaa tttaaaacag ccaccttcgc
  3680581 ggaaggggtg gaaacactga atgacctgac accgggcatg atccttgaag gcgcggtcac
  3680641 taacgtgaca aattttggtg cttttgtgga tatcggcgtt catcaggatg gtttggtgca
  3680701 tatctcttca ctggccgata agtttgtcga tgatccacat aaagtggtga aagccggcga
  3680761 tatcgtcaaa gtcaaagtga tggaagtgga tctgcaacgt aagcgcatcg ccctgaccat
  3680821 gcgccttgat gagcagccag gtgaaactca ctcccgccga tccaacaatg gcacgggtag
  3680881 cgagcgcacc aataatgaca accgcggggt aaatcgccca cataacgacg cgaaaggtca
  3680941 taatgcgcct aaccgtgctc cggccaaagg gcgatcagat agcagctcgg cgggtaacag
  3681001 cgccatgagc gatgcgctgg cggcggcctt taaaaagcgt tagtccctga caaggacggc
  3681061 cattaaactg ccctcctcat tattagattg atatccaata atgaggaggg cagtttaata
  3681121 atttaacaaa ataattaatc cctcctgata ttctcattag tttataaata attacgatag
  3681181 cattctatac gttaattaaa actcaaatgt tacctgatta aaaccagtgt gattcaataa
  3681241 tgttactcat cggtattttc aatttcagca tagaattaca gaaagattca ttaactgatt
  3681301 tagtacatca ttctcatttg cgatctcggt aatttgatgg taaaacaaga gataaatagg
  3681361 aaccatactc attagttaca gaaataagac attaactaga gaaataatac tgtaataagt
  3681421 ggttactatt ggaaggcttt atttaattga gcatgaaaat aattctcagt attattattt
  3681481 aaatcattat cttttaattt gctcgttttg gctgaatgtt tggtacaccg ataacggtaa
  3681541 tttatccaaa atttcaagag gcttatatgc atcttatccc ccaacgatcc tacaaaatca
  3681601 ttggtttttc tcctgaaatc agcccagctt accggcaaaa actcttgtca ttgggtatgc
  3681661 tgcctggctc ctcgtttaat gttgttcgcc ttgcgccgtt aggtgatccc attcagatag
  3681721 aaacccgtcg ggtcagcctg gtggtacgca aaaaagactt agacctgctc accttggacc
  3681781 tgcaacccca ataactcagg tctgcgccct atttctatct gcgctacggt ttgaaaaaat
  3681841 agcctcgcgc agtttgattt taatttattg atatcacgtt ggatcatgaa agcactcact
  3681901 atcggcctta tcggcaaccc gaatgcgggt aaaaccacgc tgtttaacca gttaaccggc
  3681961 gcccgtcagc gggtgggtaa ctgggccggg gtcacggtgg aacgcaaaga aggccacttc
  3682021 aacaccgccc aacatcaggt gacattagtt gacctgccag ggacttactc tctgaccacc
  3682081 atttctgagc aaacgtcgct ggatgagcaa attgcctgtc actatatttt gagtggcgaa
  3682141 gctgacctac tgatcaacgt gattgatgct gtcaacctgg agcgcaatct ctacctgaca
  3682201 ctgcaactgt tggagttagg tatcccgtgc atcgtggcgc tgaatatgct ggatatcgcc
  3682261 gaaagccagc atatcgaaat tgatatcaac acattatcta aaaaactggg ttgcccggtc
  3682321 attccattgg tatcgacccg tgggcgtggt atcgatgaat taaaaaacag tattgatcag
  3682381 tttcaacccg ccacttgccg tacgctggtg agctatcccc ccattctgct aagtgaagtg
  3682441 gataaactgg tcgccgcgat gtccgacgcc ttacccatgc agcaacgccg ctggttagca
  3682501 ctgcaaattt tggaagggga catctacagc ctgaaccggg cgggtgtcgc gccctcaatg
  3682561 gttgaacaag cccgccaaca gctacgtgaa caacagcacg aagatccggc gctgattatc
  3682621 gcggatgccc gttatcaaag cattgctcac ctgtgtgagg ccgtgggtaa ttcacagcag
  3682681 gcagagccta accgcctgac acaagcgctg gatagcgtga tccttaaccg ttggttaggg
  3682741 gtaccaatat tcctgtttgt gatgtatttg atgtttgtat tggcaatcaa tattggcgga
  3682801 gcgctgcaac ccatctttga tatcggttct gccgctatct ttatccaggg tttgcaatgg
  3682861 gtaggccata cgttgcactt cccaccatgg ctgactattt tcctcgcaca gggtgttggc
  3682921 ggtgggatta acaccgtact gccattagtg ccacagatcg gcatgatgta tctgtttctc
  3682981 tcatttctgg aggactcggg ctatatggcc cgcgccgcgt ttgtgatgga ccgcttaatg
  3683041 caagcactgg gattgcctgg taaatccttt gtaccgctga ttgtcggttt cggctgcaat
  3683101 gtcccctcaa tcatgggggc acgtacctta gatgcccaac gcgagcggtt aatcaccatc
  3683161 atgatggccc cgtttatgtc ctgtggtgcg cgattggcta tttttgcggt cttcgccgca
  3683221 gcattcttcg ggcaggacgg agcgagtatc gtcttctcac tctatctgtt agggattgcg
  3683281 gtcgccattc tcaccggtct ggttctgaaa tacaccatta tgcgtggtga agcctcgccg
  3683341 ttcgtgatgg agctgccggt ttatcatgtg ccacacctaa agagtttgtt attacaaacc
  3683401 tggcaacgat taaaaggttt tgtgctacgg gccgggaaag tgattgtaat tgccagtatc
  3683461 ttcattggcg gcctgaatag tttctctttc aacggcaaac ccgtggacag tatcaatgac
  3683521 tcagccttgg cctcagtcag taaagtgctt acgccattgc tgatgcccat gggtatccat
  3683581 gccgataact ggcaggcgac cgtcgggcta gtcactggag ccatggcaaa agaagtcgtg
  3683641 gtagggacgt taaataccct ttataccgcc gagcaaatta acaatgatcc ctttgatgca
  3683701 gaaaacttta atttactgga tgagttagca ggtgccgttg atgaaacctg gcagggctta
  3683761 aaggacacct ttagtcttag cgtgcttgct aaccccattg aagccagtaa aggtgacggc
  3683821 gagatgacta ccggttcaat gggcatgatg agcagtaagt tcggttctag tatctctgcc
  3683881 tatagctacc tgattttcgt gctgctgtat gtgccttgtg tctccgtgat gggggcgata
  3683941 gcgcgcgaaa ccagccgtgg ctggatgacc ttctccatat tgtgggggtt gaatgtggcc
  3684001 tactcgttgg caaccctgtt ctatcaggcg gccaccttcc gcgatcatcc acaggagagc
  3684061 ctgagtatta ttgtgttagt cattgtggtt aatgcgttga tcttatttgg tttacgccgt
  3684121 gcccgtagcc gggtcaccgt cagattacaa aacagtgaac ctgctaattg ctgccgaagt
  3684181 agtggcagca actgccattg atcacccatt agccagccgt aaaaagaggg ggaacgatgg
  3684241 ccagcctact gcaactacgt gatgcgattg ccctcaacgg cagcgctgaa gccagccagc
  3684301 taagccggca gttggcaata ccgttgccct tggtcaacgc catgctggag aagttaaccg
  3684361 ccatggggaa gatagaacgt attgagttgg atcatagcgg ctgcctgaca ggcagttgca
  3684421 aaagctgtcc cgaaggccat cagcactgta atactgtgat ctatcagtta aaagaacctc
  3684481 acgcacacca ataagagatg cccatatggg catctcaata tgttgattcc gtattattta
  3684541 caagccaaca ttgataagcc attttttata aacacttacc tataaacatt tacttataaa
  3684601 cactgattta taaataatta tcgataaata attacttata aacctcggcg tcagcatcaa
  3684661 acttcccctt ctcacgttcg gcgataatca cataatattt accgcccttt tcgtctgcca
  3684721 gttttgacag cgctttttta acgtccattg gcgacgttgc ctcgcctgtg gtactgaccg
  3684781 tacctatctt ctcgtaatta ttggcttctg cttcttgttt agtaatttcc ttggcagcaa
  3684841 tagcggcgaa agagagacca ctgatcacca aagcaacagc catatttttc aatagtttca
  3684901 tatgaaacac ctcgtattgg ataacctccg ctttaacctt tctaattatt aaacagattc
  3684961 aatatttatc catttaataa cttaaataat tttcttttac acaaccattt tacccaacca
  3685021 atataggctg ggcagtaaaa atagagagag aaaataagaa gctaacgcca ttattttttg
  3685081 ttttcttcag caaaattcag gattaatttg gcgaaatcat tggggtgaga aataaagggg
  3685141 gcatgagcag ccccttgcat gaccaccgac tgggtttgcg gccaggcgct gtctaatagc
  3685201 gatgccactt tacgtgggac caaactgtcc agatgaccgt aaacgcgcat aaaaggcagc
  3685261 gtaaaaccag ccagtgctgt acgtagatcc gccgtgcgca agatcgccaa ccccccggtc
  3685321 aatacctcaa catcgggcat ttgatgctgt agcacgacag attttagcaa acgggcatcc
  3685381 tgacgcgaac tttcagtccc taaggtttgc aaggccaaaa agcgttctac tgtccgatga
  3685441 aaatcatcac ttagctgatg ttgaaaacct gccagcactt ctggcttgat acccggccat
  3685501 tcatcacgcg cggtaaagca gggagaagag gagacggtga tcagccccct gacacactct
  3685561 ggctggctca gggctatttg gctagcgacc aatcccccca ttgaccaccc aagccacaat
  3685621 gcctgtttcg gcgcttgctg tgccactctc tcggccatgt cagccagtga catcgcacca
  3685681 taatcttggc tgcgcccata acccggcagg tccaccaaat gcagacgaaa atgcggcgca
  3685741 agtcgatcaa taatgcaatg ccataccccg ctattcagcc cccatccgtg caacaacaca
  3685801 agatcgcaat cgccttcacc gcaggtgtac caataaagct gcttcataca gtaatatcct
  3685861 gttgccataa gaataacagc cctgtcaggt gatttagctc actaaaaggg cactaaaatc
  3685921 aaggaagata cctatgctaa caaccgttag ccagtgttgg ctatgccagc agcctttgta
  3685981 tcacaatcga cacggtattt gttgttactg ccagcgtcat ctaccggtgt tacctccctg
  3686041 ctgcccctgc tgcggtttac cttccaccag tacattcctg cgctgtggcc gctgtctgat
  3686101 tgccccaccg cgctggcacc atatgacgtt cgtgggtgat tatgccccac cactgagcgg
  3686161 gttgattaaa cagctcaaat ttggcggagc cccccaactg gcccccgtat tggctcgtct
  3686221 attattatta cgatggttac ggcactggcg ggagacccaa tgccgtaaga gtgataaggc
  3686281 catcaagcca caacggatcg tcagtgtgcc cctgcatcat tggcgctgct ggcggcgcgg
  3686341 atacaaccaa acggatctcc tggctcgtcc actggcacac tggcttggtt gcgattacac
  3686401 cccactgacg ctacagcgta tacacgcaac gccgccgcaa cagcagctga cggcggcaca
  3686461 gcggcgaaag aacgtgcgcg gaatttttcg ttgtgctgag tcagtacggg ggcaacacat
  3686521 tgccctgctg gatgatgttg tcaccaccgg tagtacacta aatgaaattg cccatctgct
  3686581 atgggctcag ggtattgcct cattacaaat ctggagtgtc tgccgaacct tgtagtcacc
  3686641 ctagcaatgg gcgtattata accgacaaga gtagtcaact attgagcaga tgccatgatc
  3686701 acaataacag acgcagcaca atctcatttt gccaaactgt tggcaaatca agaagaaggc
  3686761 acccaaattc gtgtatttgt tatcaatcca gggacaccaa ctgctgaatg cggtgtttcc
  3686821 tattgcccac cggatgcggt tgaagcaaca gataccgaac tgaaattcga gcaattatca
  3686881 gcctatgttg atgaactgag cgtaccttat ctacaagacg ctgaaataga tttcgtcact
  3686941 gaccagctcg gctctcagtt aaccttgaaa gcaccgaacg ctaaaatgcg taaagtagac
  3687001 gatagcgcgc cactgatgga acgggttgag tatgttctgc aatcgcagat taacccacaa
  3687061 ttggctggcc acggtggccg agtgacactg atggaaatca caccagaggg gttggctatc
  3687121 ctgcaattcg gcggcggttg taacggttgc tctatggtcg atgtcacttt gaaagaaggc
  3687181 atcgagaagg agttgttgca gaaattccca gaattgaaag gggtaagaga tttaaccgag
  3687241 catcagcgtg gcgagcactc ttattactaa ttaattaccc tttgtcattg gcgctacagc
  3687301 ggcgttacct gcgctcactc acccgaatca cttacttatg taagctcatc gggctttgct
  3687361 tgcttgccgc cttgctgtaa caccaatgac tttgggtcat ctctttctta cctggcgcta
  3687421 cagcgacatg acccgcgctc actcacccga atcactgact tgtcgttgac cttatataaa
  3687481 taggctcatc gggcttcgtt tgcttgctgc cttgctgtaa caccaatgac gttgggtcat
  3687541 ctctttctta cctggcgcta caacagcatt acccgcgctc actcacccga atcactgatt
  3687601 acccaaccga aacgtttttg cgccgcttat ccaaatcttt caataaacga ttaatctggc
  3687661 tatcggcaaa tatctcttcc agagacgctg acaatttacg ccgccagtta gggtactcgt
  3687721 cagtggtacc ggggatattc actggtgctg ccatatccaa ccaatcttct ggttgtaacc
  3687781 ccagcaatgc actggcgcta tccgcaacat agcgctgcaa accacggttc agtactgggc
  3687841 tcatcgataa cagtgccgct ttgtggccca cttttttcgg cacacaatcg taacgatgta
  3687901 acccttctaa taacccttgt ttggctcgct ctctgtcaag atagagctgc ttcaaaatct
  3687961 gttgatccgg atataacccc agcttattcc ccaaagtcag atcatcagct tgccagtaac
  3688021 cgcgcagtgt cggcaaatca tgggtcgtaa tggtcgccat cgcctgcacc gggtaagact
  3688081 gtggcgcacg gaagatattc tcactgtcat gctcaaaata gagcaccttg taggaataca
  3688141 ccccgctatc acgtaacttg cccacaatct ctaccggtac cgtgcctaaa tcttcaccaa
  3688201 tcaccatgca atggtggcgc tgactctcca gcgctaatac cgccagcaaa tcatccactg
  3688261 ggtattttac ataagccccc tgatcggcgg tatgcccgta ggggatccac cacagacgca
  3688321 ataatgccat gacatggtcg atgcgcaatg cgccacaact ggtcatattg gcacgcagta
  3688381 aatcaataaa aggctgatac gcgcgcgcga ccattacatg agggtccatc ggcggtagcc
  3688441 cccagttctg gcctaatggc cccaagatat ctggcggggc acctactgat gctttcaggc
  3688501 aatataactc gcggtcacac caggtttcag cgccaccttc agcaacccca accgccaaat
  3688561 cacgatacag accaatcggc attttccgct gttggctgga ttggaagcag tcatcaaatt
  3688621 gactggctgc caaccactgt aaccacagat agaacgtcac ctcgtcagcg tgttcgcgac
  3688681 aaaaatcagc caccgcacta ctatgaccat cacggtactt ctctggccac actggccagc
  3688741 cccacatcat cggatcatgc tcacttaaat gcgcatgtag ggcatcaaat acggcctgct
  3688801 gatgtaaact gctcccgcct tgttcaacaa agtgccgaaa tgcctgcacc tgtgcatctt
  3688861 tggctttacg ggcagtaaac agtgggaagg ataagcgcaa agccgtcaat ttaagctgca
  3688921 taactaacgg gtaatcaacc cactcgctct cccgactttt tgccaacgcc tgttgcgtct
  3688981 cagcttgatg ccaccaacgc tgcgcggctt cactttgctg aaactcctcg accctattga
  3689041 tgtcgatata aatcacattc aaccagcgcc gggatgacgg gctgtaaggg ctagcactat
  3689101 gcgggttggc cggatataac gcatggatag ggtttaaacc gataaaggac ccaccacgct
  3689161 caccgacctg ctctaacatc tgctttaaat caccaaagtc accgataccc caattatgct
  3689221 cggaacgcag ggtatacagt tgtacgcaag ccccccacag tttttttccc tgcagcaaag
  3689281 catcaggctc atagcagcgt ttcggtgcca cgatgattga acactgccac tgctgtaaat
  3689341 cttgttccaa tatcaaacgg tgataaccca gcggcaaaga ggccggcaat gtcagcgttt
  3689401 ttttcgcact gatacgcccc tgatgcagct caccgttctc agtctgtaac tgccagtgat
  3689461 aatcgccaga accggccatt ggcaattgca tcgggctacc aaacgtaaac actttaacga
  3689521 ccggcaaagg ggtattcgct gtctgagtgt catgagcacc aagagaacgc cccatggccg
  3689581 ccaacaactg ctctttggtt tccgctaacg tcgcctgcgg tttaccatgc gcattaatgt
  3689641 aactggcagc tatccctgcc agtgttgctg cttgatcgag cgatttacga tccatgcagt
  3689701 cttctcctta acgtttggct tgccaaattc gctgttgata atcgcgaata gaacggtcag
  3689761 agctgaacat cccgactcgg gcggtgttaa gaatggcacg gcgggtccac tcatccttat
  3689821 cacggtacag cgcatcaatt tgtttctgcg cctggcagta ggaggcaaag tcagccaata
  3689881 ccagataagg gtcgcccccc tctaataagc tgtgcaacat catgtcaaat gcctgcttat
  3689941 caccctgact gaacgcacca ctggccaatt catccagaat acttttcaga tgtgggtctg
  3690001 ctttcacgta tttctttggc tgatacccct tcgccagaat ggctttcact tgatcaaccg
  3690061 tgtgaccaaa gataaagata ttctcatcgc ccacttgttc ggcgatttca acgttagcac
  3690121 cgtccagcgt cccgaccgtc aacgccccat ttagcgccat tttcatgttg ccggtacccg
  3690181 aggcttcttt gcctgctgtg gatatctgtt cagatacatc tgctgcgggg atcatcaatt
  3690241 cggcgacaga aacacgatag tcggggataa acaccacttt cagacgatct ttaacgatcg
  3690301 gatcattgtt gatcttgtcg gcaacctgat taatcgcata aataatattc ttggctaaat
  3690361 aatagcctgg tgcagctttg gcaccaaaca ggaacacccg tggtgcgata tccagtgccg
  3690421 ggttgtcacg gatctggcga tacaacgaca agatatgcaa caaattcaaa tgctgacgtt
  3690481 tatattcatg tagccgttta atctgtacgt caaaaatagc gtcgggattg ataaccagcc
  3690541 ccataacgcg cttgacgtaa tgcgctaatt taaccttgtt atcatactta atctgctgat
  3690601 aacgctgacg gaaagccgga tcctcagcgt agggttccaa gtcttgcaaa acatccagat
  3690661 cgttggccca ttccaccttc aaggtgtcat caatcaaacc agagagtgcc gggttacatt
  3690721 gtttcaacca acggcgcggc gtaataccat tagttacatt gtggaattta tttggccaca
  3690781 attggtaata ctcagggaac agatctttga taatgagatc cgaatgcaac tgggcgacgc
  3690841 cgttgacagc aaagccgctg accacacaca gattcgccat ccgcacctgt ttattatgat
  3690901 gtaccgccag tttggcccac acctcgtcat tacctggcca ctgtttgttc accagctttt
  3690961 taaactgcgc attgatctgc ttgatgatga caaaatggcg tggcaacaaa ctgcgtacca
  3691021 gtttttcatc ccagcattca agggcttctg gcatcaacgt atgattggta taagcgaatg
  3691081 ttttgctggt aatcgcccaa gcggcatccc aactgagttg atgctcatcc agcaggaccc
  3691141 gcagcatttc cgggatagcg attgttgggt gggtatcgtt gagctgaata acttcatagt
  3691201 ccggcagttc agccagttta cggcccgcca aatggtgctt ccgcaagata tcggcgaccg
  3691261 aacaggcaca ctggaaatat tgctgcatca ggcgcaggcg tttgccggcc agatggttat
  3691321 cattcgggta cagtactttg gtcagttttt ctgcttcaac accattttgt tccgccagca
  3691381 agaatttgcc atcgttaaaa agggttaaat caaacggatg ctggtgcgtc gcctgccaca
  3691441 aacgtagcgg ttgtgtcacg ccgttacgga aacccaacac cggtaaatcc cacgcttcac
  3691501 cgcgcaaggt aaaggccgga cgccataatt ggcggccatc ggcttgcttg accagattac
  3691561 cgccaaaccc cacatcaacg gccaatgccg cattgtggcg aaaccacggg taactctccc
  3691621 gctgccaatt atccggcgct tcttgctgtt tacattcacg gaaagactgg cggaacaggc
  3691681 catattgata attcagccca tagcccgttg ccggttgctc aacggttgcc attgagtcaa
  3691741 gaaaacaagc cgccaaacgc cctaagcccc cgttgcccaa tgctgggtcg tttcttgctc
  3691801 taacaaatca ctcagcttaa cctgctgctc cgctaacagc gcgtccaccg tgtcatacca
  3691861 acccagatta attaggttat tagctgtcaa acgaccaatt aaaaactcca tcgaaatgta
  3691921 gttgacatgg cgttgtacat tttttggttt gctcggtgcg ggctgagcag ataactgttc
  3691981 ggctaacgca gcgctgacag cttcccacca ttgatacggg gtcatttgct gagcggaggt
  3692041 taagccaaag cgctgccact ggcgagtcag ggcggccaga aaatcgtcct ttttaagcat
  3692101 aggctgtgac atagggaggt ctctatcctg tgaatgggta attttacccg tatcctgcca
  3692161 atgagtactg gcaagagcat catcccgatg agggattagc tggggaggag ccgcagggcg
  3692221 tagctaaaat tgtgatccgt agcaacttac agccatagga aacattaacg ctattgcatt
  3692281 aatacaacca ttatcagacc ttagcagtga tgattaatta cggggctaaa aataattact
  3692341 cttatgaatg cctgtcactt tttccgacat attgatacgt taacccttgg ggatttttct
  3692401 aaccaaatat cttttccagc ggacacagaa tgctgattcc atccaaactg agccgcccgg
  3692461 tacggctgca aaataccgta gtacgtgacc gcctgctggt taaattatcc agtgccgcta
  3692521 actatcggct gacgttaatt aactgtccgg cagggtacgg taaaacgacg ctcatcgccc
  3692581 agtgggcagc cgatcaatcc aacctcggtt ggtattctct ggatgaaagc gataaccaat
  3692641 cagaacgctt tgccacctat ctgatcgcgg ccatacaatt agcgactggt ggacattgca
  3692701 gcaaaagtga agcactcagt caaaaacatc aatatgccaa tctctcggcg ttgttctcgc
  3692761 aattatttat tgagctgtcc aattgggacg gcccccttta tctggtcatc gatgactatc
  3692821 atctgattac caatgacgct atccatgaag cgatgcgttt tttcttgcgc caccagccgg
  3692881 aaaacctgac gctgatcata ctctcccgga ccttgccatc gctgggtatt gctaacctgc
  3692941 gagtgcgtga tcaactgctg gaactgggga tgcagcaact ggcgttcaat catcacgagg
  3693001 cgcagcaatt ctttgaatgc cgactgtctt cgccactgga gcaaggtgac agtagccgcc
  3693061 tgtgtgatga agtcgaaggt tgggtaaccg cactgcaact gattgccttg tcatcacgcc
  3693121 aacccaattc ctcagcacaa aaatcggcta agcgcctggc tggtctcaat gccagccatc
  3693181 tgtcggatta tctggtcgat gaagtcctgg atcaggtaga tagtaaggcc cgtgcttttc
  3693241 tactgcgttg ctctgtatta cgctcgatga acgatgccct gattgttcgc ctgaccggtg
  3693301 aagacaacgg gcaacaactg ttggaagagc tggaacgtca gggtttgttt attcatcgta
  3693361 tggatgacag tgctgaatgg ttctgtttcc atcccttatt tgccaccttc ctacgccagc
  3693421 gttgccagtg ggaattagcc ttggaactgc cggaattaca tcacgcggcg gcagagggct
  3693481 ggatggcact tggctatccg gcggaggcta tccaccacgc tttagccgcc ggtgacgtcg
  3693541 gcatgctacg cgatatcttg ttgcaacatg cctggtcgtt attccaccac agcgaattgg
  3693601 cgttgttgga acagtgcctg acggccctac cgtatccgct cttagtccag aacccggaac
  3693661 tggccttact acaagcctgg ctggcacaaa gtcagcaccg ctacagtgaa gtgaatactc
  3693721 tgcttgagca ggcagaatta gccatgcaag aacgtaagat cccggtagat gaaatcttac
  3693781 gcgctgagtt tggtgcgttg cgcgctcagg tggctatcaa cgcgggtaag ccggatgaag
  3693841 cggaaaaatt ggcgaccgat gcgctaaaat atctgccaat ggcgcactat tacagccgaa
  3693901 ttgtcgccac ctccgtgact ggcgaagtcc atcattgtaa aggggaactg gcccgcgccc
  3693961 taccgatgat gcagcaaacc gaacaaatgg cccgccgcca tgaagcctat cactacgcct
  3694021 tatgggcatt actgcaacaa agtgaaatcc tgattgctca ggggttcctg caagccgctt
  3694081 atgagaccca agagaaagcc ttcgaattaa tacgtgaaca gcatcttgag caactgccaa
  3694141 tgcatgagtt cctgctgcgg atccgctccc aggtattatg gtcatggtca cggctggatg
  3694201 aggcagaaga agcggcccgt aaaggggtcg agattctggc taactatcag ccacaacagc
  3694261 aattacagtg tctggcgatg ctggcgaagt gttcactggc ccgtggcgat ctggataacg
  3694321 ccaacgtgta tattcagcgc tgtgaagccc tgcaacatgg tagccagtat caccttgatt
  3694381 ggataaccaa tgcggataaa ccacgggtga tccattggca gatgaccggg gataaggtgg
  3694441 ccgcggcaag ctggctacgc cagacagaaa aaccgggcat ggcggataac cacttcttgc
  3694501 agggccagtg gcgcaatatt gccagagtac agataatact gggccgtttt gatgaagctg
  3694561 aagtggtctt agatgaactc aatgagaatg ctcgccgctt acgcctgacc agtgacttaa
  3694621 accgtaactt gctgttaagc aacacgcttt attggcagac agaacgcaaa ggtgaggcac
  3694681 agaaagcgct gattgaatca ctgaccttag ccaaccgtac cggttttatc agtcattttg
  3694741 tgattgaagg tgaagccatg gcgcaacaac tgcgccaact gatccaactc aatgccttac
  3694801 ctgaattaga acaacaccgc gcgcagcgta ttttgaagga tattaaccag caccatcggc
  3694861 ataaattcgc gcatttcgac gaaatttttg ttgataaatt gctcactcat ccacaagttc
  3694921 ccgaactcat ccggaccagc ccgttaacac aacgggaatg gcaagtattg ggactgatct
  3694981 attctggcta cagtaatgat caaatagcca atgaactgga tgtcgcggcc accacgataa
  3695041 aaacgcatat ccgtaatttg tatcaaaaat tgggcgtcgc tcaccggcag gaagccgtac
  3695101 aacaagccca acgtttattg cagatgatgg gatatgtcta acgggcgcac acgtgtttga
  3695161 tgatatgacc atgagagggt ggctcggacc aggcgacagt ttaaataagt ttaacaatca
  3695221 gtcgattaaa ataagaccat tcttgtataa agccagagat ggctgataaa tcgccctgag
  3695281 aaaaatttat ccacgatacg gtttaccaac acaacttttt atcaatgata atgtgtcatt
  3695341 ctggtaaacc gtaatctctt attcgtcgcg gaggcctctc tgaaaggctg gcaaccgatt
  3695401 aataaccact ttgttttatg ggtctttatt ggcgataata tggatcttta ttgacgataa
  3695461 attgattaca atggcgctct tgcgtattca atcgtcatta agggtcatca gcagtatgga
  3695521 acaatttgaa gcaatcagtg ttgagcaggc ttatctccgt tggaaagagg gtaaaaccgc
  3695581 attggtcgat atccgcgatc cacaaagtta cgaagccggt catgcaccgg gcgccttcca
  3695641 tctgaccaac agcagcctgc acacttttat gcagcaaacg gattttgatc aacccgtgat
  3695701 ggtgatgtgc tatcacggta atagcagcaa aggtgccgct caatacttac tgcaacaagg
  3695761 ctttgatgtg gtttacagta ttgatggcgg ttttgaagcc tgggccagaa gctatccgca
  3695821 agacataacc agtgaatctc gttagacggt aaataaaata atatgactcg agtgatagta
  3695881 atctctaacc tacgtctggc gcaggccttt gtggattata tggccaccca ccatgtggca
  3695941 ttagaaatcc ggccagacgc tcaaggcgtt gaaatctggt tggccgatga tgagcaactt
  3696001 tctgccgtcc aacatgagtt ggagcaattt ctactggatc cacttaatcc acgctatcag
  3696061 gccgccagtt ggcaagctgg gaatgtgaat tcaaatctgc cctatcagcg tttttcttac
  3696121 ctccaaacat tacgcagcca ggctgggccg ttaacgctaa gcgtgatggt gttgtgtatt
  3696181 gccatctata ttctgatgct cattacgggg gatatggcgg taatgtcctg gctggcatgg
  3696241 ccctataaca gcagccagta tctacaaatc tggcgttggg tcagccatgc cttcttgcac
  3696301 ttttcactgc tgcacatcct gtttaacctg atgtggtggt ggtatctggg cgggcagatg
  3696361 gaaaaacggc ttggcaccag caaattgctg gtattaacta tcgtctcagc cgtcttcagt
  3696421 ggctgggggc aatcactctt cagcggtgcc aactttggtg gtctatcagg tgtggtttac
  3696481 gccttaatgg gctatgtctg gctgaccggt gaacgcgcac ccgagcgtgg tatctcactg
  3696541 ccccgtggct tgatggcttt ttctgtgctc tggctgatag ccgggtattt cgatatttta
  3696601 ggcttgtcga ttgccaatgc agctcatgtt tctggtttaa ttattgggct actaatggca
  3696661 ttttgggata cgcgcaacag cgcgagaacc gtacaataac tgcctggcca accaggcgca
  3696721 ttaggggatt atcgtgaagc aaacgcagcg gcatgatgcg attattgagc tggtacgcct
  3696781 acaaggttat gtcagcactg aagagttagt ggaacatttt gccgttagcc cgcaaaccat
  3696841 tcggcgtgac ttaaatgagc tggccgatca aaacaaaatt catcgtcatc atggtggggc
  3696901 ggcgctaccg tccagttcgg tcaacgcggc ttataacgat cgtaaagtga tgtggtcgga
  3696961 agaaaaggcg cggatcgccc aacgcgttgc tagccagatc ccagatggtg ccacgctatt
  3697021 tattgatatt ggcaccacac ccgaagcggt cgctcatgcg ctgatgaatc ataaaggtct
  3697081 gcgagtggtc accaacaatc tgaacgttgc cacattgctg accgccaaag aagactttcg
  3697141 ccttattctg gcgggaggcg aggtccgcac tcgcgatggt gggattattg gcgaagcgac
  3697201 cctggatttt atttctcaat tccgtcttga ttacggcatc ctcggtatca gtggtattga
  3697261 tatggacggt tcattactgg agtttgatta ccatgaagtg cgcaccaagc gagcgattat
  3697321 tgagaactcc cgttgtgtga tgttggtaac cgaccattct aaatttggcc gtaacgcgat
  3697381 ggtgaattta gggaacatga atctgatcga ttatctgttt accgatcaac agccaccagc
  3697441 cagtgtgatg aaaatcattg agcagcatga ggttcaattg gagctttgtt agcgttttgg
  3697501 tttgatcttg gtggtttgga tcgggttagg tgatcgggtt cggtgatttg agtcggtgat
  3697561 cgggttcggt tgttatggct ttacggctca cctggcctcc gatgaaccaa ccgccaaggg
  3697621 ggccataagt gcactgaacc ccagatcttg gatcttttta tccatgatct ggaggttcgg
  3697681 ttcaatgaaa cacccttttt caacccgcct agcggcggtt caacattacc tttcaggaaa
  3697741 ggccactctg cgggaaaccg cacgtcaatt cagtgttggc aaatcccctc ttacgcgttg
  3697801 gatccgagct tttcgccgtc aaggtgaggc tggactggag caccatcttt ccagaactta
  3697861 tactccagaa ttcaggcttt gcgttgtccg ctatatgatg gcaaacagat gtagcgctgc
  3697921 cgatgcttct gctcatttta acattcccaa cgagacgatt atccaaaact ggatgaaacg
  3697981 ttatcgagag ggaggaaaag aagcgcttaa cccatcgaaa acgggtccta ctatgccaaa
  3698041 agataaatat gagcacgatt caaaaccgtt cagcgagatg acgcatgcgg agctagagaa
  3698101 agaacttgag tatctgcgcg cggaaaacgc ttatctaaaa aagcggaaag ccctgagaga
  3698161 agaaaaggca ctcagggagc agcagaaaaa actgtcaacg acggatgaaa agtgatccac
  3698221 ttatatctcc accaacggcc caatattgat ccaccgtttt actcaggatt agcttctgct
  3698281 ataaccccgg cctttcgttt ctgtctgagt cgatagcttt ctcctttgat ttgaacgaca
  3698341 tgtgagtggt gtaagatacg gtccagcatc gctgaggtca gtgctgcatc accggcgaac
  3698401 gtttgatccc actgcccgaa cggcagattg gatgtcagga tcattgcgct cttttcgtaa
  3698461 cgtttagcga tgacctggaa gaacagcttt gcttcttcct gactgaacgg cagatagcct
  3698521 atttcatcaa tgatgagcag gcggggggcc attactccac gctgaagcgt cgttttataa
  3698581 cggccctgac gttgtgccgt agataactga agtaacagat ctgctgctgt tgtgaagcga
  3698641 actttgatac ctgcacggac tgcttcatag cccatcgcta ttgccagatg ggttttcccc
  3698701 acacctgatg gccccagtaa tacgatattt tcattacgtt ctatgaagct gagtgagcgt
  3698761 aacgactgga gttgcttctg cggtgctccg gtggcgaatg tgaagtcata ctcttcgaac
  3698821 gttttcaccg ccgggaaggc tgccattcgg gtatacatcg cctgtttacg ttgatgacgt
  3698881 gccagttttt cttcatgaag cagatgctcc aggaagtcca tataactcca ttcctggtct
  3698941 actgcctgtt gtgacagcgc aggcgctgcg cttataaggc tttccagttg caactgcccg
  3699001 gcgagcgcca tcagtcgttg atgttgcagt tccatcatca cgccactcct ctgcagaatg
  3699061 agtcgtagat ggagagtgga tgatgcaggg ggtgtttgtc gaagttcacc agattttcat
  3699121 caagatgcac gtcatactct tttttctccg gaggcagtgc cagcatggac tgctgctctt
  3699181 cgagccagcg atcgcaggga cgggcctgga ttgtttcatg ctttcgttgg ttagcgacat
  3699241 cgtgcagcca gcgcagaccg tggcggttgg ctgtttcaac atcgacagtg atccccatcg
  3699301 ggcgcaggcg agtcattagt gggatgtaaa aactgttacg ggtgtactgc accatccgtt
  3699361 ccaccttacc tttagtctgt gccctgaagg ggcgacacag tcggggagag aagcccatct
  3699421 ccttgccgaa ctgccacagc gaaggatgga accggtgctg accggtctga tatgcgtcac
  3699481 gttgcagaac cacagttttc atattgtcat acaacacttc gcgcggcaca ccaccaaaga
  3699541 agcggaacgc attacgatgg caggtctcca gcgtgtcata acgcatattg tcagtgaatt
  3699601 cgatgtacag cattcggctg tatccgagaa cagcaacgaa cacgtgaagc ggtgagcgac
  3699661 cattacgcat agtgccccag tcaacctgca tctgtcgtcc gggttcagtt tcgaaccgaa
  3699721 cggcaggctc ctgctcctga ggaaccgaga gagaacgaat gaatgccctg agaatggtca
  3699781 ttccgccacg atatccctgg tctctgatct cgcgagcgat taccgttgcc gggattttgt
  3699841 aaggatgagc atcggcgatg cgttgacgaa tataatcccg gtattcatcc aggagtgaag
  3699901 caacagcagg tcgcggcgta tattttggcg gctcagattt tgcctgcaaa taacgtttaa
  3699961 cggtattgcg ggagatcccc agttctctgg caatcgcccg gctactcatt ccctgcttgt
  3700021 gcaggatttt aatttccata actgtctcaa aagtgaccat aaactctcct gaatcaggag
  3700081 agcagattac cccctggatc tgatttcagg cgttgggtgt ggatcactat tgcaccgttc
  3700141 gttacaaaaa ccagaatagt tcaagcactg acagcagaac atcgactttc ttgcctactg
  3700201 tgtgccgcaa aattggcacg cagtacatac tattatcatg catcgaaacc ggacggtgta
  3700261 attgatgact atgcagatgc ggtaaaagcg attggcgccc taagcagacg acacgcacag
  3700321 cgctacggtt atcgccggat gacggtcgca ctgagaaaag aagggttcac actgaatcac
  3700381 aaaacggtgc gaaaactgat gaatcagcac gggttactca gcctcattcg gcggaaaaaa
  3700441 tatcgctcct atagggccga tggtggccgg gcatccgata atctattggc tcgtaatttt
  3700501 acatccgaaa tcagtggatt gaagtggtgt acagatgtca cagagttccg agttggagca
  3700561 cagaagctgt atttgtcggt gatacaagac ctgtttaata atgagattat ttcttggcat
  3700621 atgtcagaaa gagcagcatt aatcctgacg tgcaagacgc tggaaaaagc gctgaaagtg
  3700681 aaagggagaa aagaaggcct gatgttgcac agcgatcagg gctggcatta ccgaacgccg
  3700741 atgtggcgct caatgcttgt cgaggcgggg ataaggcaaa gtatgtcacg caaaggcaat
  3700801 tgtttagata atgcagtgat ggaaaatttc ttcagtcacc tgaaagccga gatgtatcac
  3700861 cgtaagaagt acgattcagc cacagtttta aagcgtgaca ttgtagaata tatccattat
  3700921 tacaatacag agcgcattag cctgaaaaca ggcggaatga gtccggcaga ataccggact
  3700981 caggtagaaa agcagtaaag cagatgtcca agttttgggg ttcagtgcac gcttgtgacc
  3701041 cctttggcgg ttgcggcatc ggagactggg taaacgccga tctcctgtca accgaaccga
  3701101 gcaccgaacc gagcaccgaa ccgagcacca cccctgatca ccaaccccgc tccccaaacc
  3701161 gagccccgaa ccgatccccc cgctccccca ccatcacacc gataaatcct cagaaaaaac
  3701221 caaagacaac gcctctaccg gcataggttt ggcaagaaaa tacccctgca cctcatcaca
  3701281 atggagtgac tgcaaatagg tgagttgctc ggccgtttcc acgccttcgg cgatcacggt
  3701341 cattgaaata gcatggccca ggttaataat accttcgaca atggattgcc cttcatgtga
  3701401 ctcggtgagt ttatcaataa aacttttatc aattttcaac ccgtcaaaag gaaaacggtg
  3701461 cagataattc agtgaagaat atcctgtacc aaaatcatct atcgacaggc gtatacccaa
  3701521 ggtttttagc gcagtcatga tcttcagtgc gccatcagca tcttcaatca tgatcctctc
  3701581 ggtgatctcc aactcgagcc gatggctggg caaacctgtc actaagaggg cttgccggac
  3701641 tcgctcgata agacattggc ccctgaattc aatcgccgag atatttaccg agacaatcaa
  3701701 tgaggttggc caggtcatcg cgtcttggca ggcttgtaag agggtccaat cgctgatggc
  3701761 agtgataagc ccggtctcct ccgctaacgc aataaattga tctggcatca gcaaccccag
  3701821 aaccgggtga ttccagcgta ccaacgcctc tgcccctatc agttgcatgt cgtcagtacg
  3701881 gtagcgaggt tgatagtaaa gacagaattc gcttttttta acggctaaac gtaaaaactt
  3701941 ttcaagttca attcgttgca tcaggcggtc attcatttca ctggcgtaaa aacgccaccg
  3702001 gttacgagga ctatttttgg cttcacacat cgcgatatcg gcgaatcgca gcaattcttc
  3702061 cgcttgcatt gagtcttgtg gtgctaacgt aataccaata ctggccccaa gataaatctc
  3702121 ttgatcattg atcacgtacg gtgtttggag acgggtgatc accctggcgc ataacagttc
  3702181 gatctcgtag gaagaggaga gattggaaat aatcaaaaca aactcatctc cgccttggcg
  3702241 ggagactaaa tccttgtcac gcaagcagga gcgcaggcgc tcagcaacct gataaagcac
  3702301 ttgatcgcca gtgacatgac caaagatgtc attgacgggc ttgaacttat ccaaattaac
  3702361 attaaggatc accaagggat gctctacggc ggccagattg tgcagcttat tttccaagaa
  3702421 ctcggtcatc aacgtccggt taggtaaacc ggttagcgca tcatgtaggg aaaggtgctc
  3702481 aatacgtttc tcagcttcga tttcacgcgt aagatctgag gcggtaccac gaaaaccgac
  3702541 gatttcaccc tgctgaatga tcggcttggc atggattcgg cagacccgtt tgctaccttt
  3702601 agctgagaaa taagtgcatt gcagttcgtt acgtgaatca gttaaatggg tgtgctgcaa
  3702661 ccaagtccgt agcgaagtaa tgtcacaatt taacagtgaa tcaagattaa gccccagcca
  3702721 gtgatcaaca ctccatccgc tgatgattaa gaagcgtggt gagagataag tcacctgtaa
  3702781 ctctgcgtcg gtctcccata accaatcact ggccgattct gccacatggc ggaaacgttc
  3702841 ttcgctggca gccaacgcgg cccggctcct atcggtggct tgcgcctccg agatggcgcg
  3702901 gcgtataacc agccaggcgg ttaacccaat aattagggca accaacgcca gtaacggtag
  3702961 caagatattt aataatgggg ttcctggcat ctcctgatcc caatgtaagg tcagggtact
  3703021 gttatctgat gaggcgatga ccagcgaagg tttggatgtg gcatcctggc tatttctcgg
  3703081 catacgcagg ttgtggatac cataattctc ccccaatgcg ctcagttcag ccggtgtcag
  3703141 gatattgata aataccaaca cggaaggggg gccagcaacc cattggacac gcggatcctc
  3703201 tccgggggtt aatgcggcgg cggcaattaa tgctggctga cccgctattt cgagagtatc
  3703261 gacagcaata tatggttttt cagcccgctg acgtgcgata tcgattagtg gcgtaatatc
  3703321 tttatgcagc caactctgta ggtcggtatt gactaattgc ccattgatca ctgaataacg
  3703381 ggtctttccc tgcccatcaa tgacaaagac accttcaaga ctaaaatctt tatacaggga
  3703441 aggccccata ttttggctaa taaaggccca gtcggtatcc atttttacat gcaggtgctg
  3703501 gtaagcatca ccccaaaatg cattatcttt tattctggtt ttgagtgagt cctgctgcat
  3703561 tttctacgct ttttcgatca ggaagcggct ttgtacactt gcctgttcat ttaattgtga
  3703621 tgcgatataa ataataccca cagcagcaat aatgatcgtc atcccaacca gcaaagccat
  3703681 ggtttgcagt atccgttttg caaaaaaaac attttcccct gttatccgtg acgttgattc
  3703741 tggcggtctg gcattggtca tagcgcgttc ccttagcgat tacatatgcg gactgaaatt
  3703801 taatggtaga aaagtaattc gttaaatcag caggcaatat aaactagcac aacctttgaa
  3703861 tacttatagt tttaacgtgt gataattgac tctattgata aattctctct tctacccgaa
  3703921 ataagtcgag ttacagggag gtggccaacg tacaggtaac ttgaagtatg acggagatat
  3703981 cagtatcaaa ctgtgcgctt ccctctgatc aaattattta aggtatggga atttctgtag
  3704041 taaggcgtta gagttgcgac agaatatgac tgaccccgag aagcttggtc taatgtggat
  3704101 cttgtttaac gtggatcttc gtttcatgtg atcttattta ataagatcag gtttaacacc
  3704161 aagccgttct atcccgccga gagtaaggaa taaatcacca tgtttacact gaattgggtt
  3704221 cggtccacgc caatttttta cgtgccgcga accctacgct ctcggctaat cttacgctct
  3704281 ccgcgaatgg ggcctttgcg ggcaaagcaa caccgccatt ctttactgtc ccatgcgctt
  3704341 tttctgctca tactcggggt gggcactgtg agtgcggcca ccgcgccttt acctgccgta
  3704401 accgtcgcgg tagtcgcgtc aataacacca gacaatgccg tgcaatatct tgggcggatt
  3704461 gaggcgattc aagcggttga tgtgactacc cgcaccgaag gatttatcgc ccgccgtctg
  3704521 tttactgaag ggaaaatggt caagcagggg gaactgttat atgaaattga tcccgctttg
  3704581 catcaagcat cggtggcgca agcacaggcg caactcgaca gcgcgactgc cagcgccaat
  3704641 catgcacagg tgaacctcac gcgtttacaa cgcttgggta ataaccgttc tgtcagccag
  3704701 gcggaggtgg atgaagcaca ggcacagcga gatatcagcc gggcagcggt ggcgcaggcg
  3704761 caggctaacc tacagattca gcagttacag ctcagcttca cccaaattca tgcgccaatc
  3704821 agtgggcaaa tgggtcacag ccgttttaat gtgggcagcc tgattaatcc cgctagcggc
  3704881 accttggtca atattgtgca gctcgatccg attcgggtgg cgattgccgt caatgaacgg
  3704941 gattacatta ccgcgaccta tcaacgcgct gtcgcccgtg aaaaaaatat tgaaaacccc
  3705001 ttgctccttc tggggacttt tacccctcgc attcaactgg caaatggtaa gcaatatcca
  3705061 gagagtggtg tttttgaatc ggtggataac caaattgata agcagacggg aacggtcatt
  3705121 atccgtactc gttttgccaa ccctcgccat ttgttgctgc ccggtggcgt agtcaatgtg
  3705181 tcattggctg cagacgacgc caaacctgtg acggtcatcc cgattgctgc tttacaacag
  3705241 aataaacagg gccattttgt gctggtagtg accgataaag cggtggtcga agtgcgccca
  3705301 gtgaccctgg gtgaacagtt cgaacagcaa tatgcggtga cagatggggt gaaggtgggt
  3705361 gaaaaagtca ttgtagcggg gctacagcat gtccgaccgg gtatggcggt gaacgccagc
  3705421 acggttaatg atggaactgt gaatgatcgc gttgcagcgc cattgacggc taattaaggg
  3705481 gaagaccaga tgttgcattt ctttattcgt cgccccaagt ttgccattgt tatcgcattg
  3705541 gtgatcaccc tggttggctg ggtttcactg tatgttatcc cggtcgagca atacccggat
  3705601 atcacgccgc cggtggtctc cgtcagtgct gtttatcccg gtgccagcgc cagagacgtg
  3705661 gcgcaagccg tcgcgtcacc actggaagcg caggtcaatg gcgtcagcca tatgttgtac
  3705721 atggaatcaa ccagcgccaa taacggcagc taccaattga gcattacctt tgccagtggc
  3705781 accgatcccg atatggcggc ggttgaggta caaaaccgca tttcacaggt gagcgcgcaa
  3705841 ctgcctgccg aggtgaatga aaatggcatc tcggtacgca aacgtgcgtc aaacctacta
  3705901 ttaggggtca gcgttttctc cccgcaacag acccatgacg cactgtttgt cagtaactac
  3705961 accagcatac aattgcgtga tgctattgca cgtatcagtg gtgtcggtga tgtacaggtc
  3706021 tttggtgcgc gcgattacag tatgcgtgtc tggctggatc cacagcgcat ggaatcactg
  3706081 aatgtcagcg tgcaggatat cgttgccgcg ttacaacagc agaacgtaca agcggcggca
  3706141 gggcagatag gctcttcacc gtcgatgccc aatcaacaac agacactgac catcagtggg
  3706201 caggggcgct tgaccgatgc acggcagttt gccgatgtga ttatccgcag caaccctcag
  3706261 ggcggtatga tccgcttggg cgatgtggcc cgcgtggcct tgggggcaca gaattatcag
  3706321 gtcagtgcgg cacaaaacca gactgaatca gccttcttag tggtgtatcc ggttcccgga
  3706381 gccaatgcac ttaatgtggc caatggcgtc cgtgatgaaa tggcccggct gtcggccgcc
  3706441 tttccggcgg atctcaccta tgaaattaat tacgactcca ccctgccggt gacggcgaca
  3706501 ctgcatgaga ttgcggtgtc actgaccttg acactgattg tggtgctcgc cgtggtgtac
  3706561 ctttttttac aaagtctgcg cgcgaccttt attgtggcgc tcacggttcc ggtctcgtta
  3706621 cttggcacct ttgctgtgct gtatgtcttt ggttattcag ccaatactct cagtttgttc
  3706681 gctattattc tggccctgac cattgtggtg gatgatgcca ttgtggtggt cgaaaacgtt
  3706741 gagcggttat tgtcgaacga ccctcatctt tcaccggcag aggccacccg gcaggcgatg
  3706801 agccagattg ccgggccgat catcgccacc acactggtgt tgatggcggt atttgtgcca
  3706861 atcgctatct tgccggggat tattggcgag ttgtatcgcc agtttgcggt aacgctttcg
  3706921 gcggcggtca ttctctccag tatcaatgcg ttaacgctga gtccggcgct gtgtgccgtt
  3706981 ctgcttaagc ggcgcacact cgcaacgact ggcatgttcg gcacgattaa caaggggctt
  3707041 gatcgcgccc gtgatggtta tgttggctta acggggcgga tcaaccgccg tgcggtattt
  3707101 agtatcgccg cgctgctact ggtggggtta gcaacatggt ggggttatag ccgactgcca
  3707161 acctcgttcc taccagagga agatcagggc tatttctttg tcagcttaca attgccagat
  3707221 ggtgcctcac tgaaccgaac ccaaacggtg atggaccaga tgtatcaaca ggtgagcacg
  3707281 aatgaggccg ttgaggatgt aataaaaatt acggggttca gcctgctcag tggcaacaat
  3707341 gcgcccaatg ccggttttgc tattgtgatg ctaaaacctt ggggccagcg gccgcatatt
  3707401 gatcgggtgc tagccagtat tcaggccaat ctggcggcta tcccctcggc aatgattatg
  3707461 gcggtgaacc cgccagcgat tgccggtttg ggcagtgctt cgggctttga tttgcgcatt
  3707521 caggcactgc taggccaatc gccgcaagag ctggcgcagg tgagccaagg gattattttt
  3707581 gccgccaatc aggacccgac attgagccgg gtctttacca ccttcagtgc ttcggtgcct
  3707641 gaaaccaatt tgagtatcga tcgtgaccgc gcggccttgt tacaagtgcc ggtcagccga
  3707701 atcttccaaa cgctgcaaac ctcgctgggg gggatgaatg ccggtgattt caccttgaat
  3707761 aaccgtatgt tccgggtgca attacaaaac gatatgaatt tccgccagcg cacggcgcag
  3707821 atcaataacc taaatgtacg cagcgataac ggggcattag tcagtttggc gaacctggtc
  3707881 acgttgaccc cgtcagtggg cgcgcccttt atcagtaatt tcaaccagtt cccttcggtt
  3707941 gcgatcagcg gttcagcggc tgatggggcc agctcaggtc aggcgatggc ggcaatggaa
  3708001 gcgctattgg cgcagaattt accgcaaggc tacagctaca gttggagcgg gatgtcatgg
  3708061 caagagcagc agaccggcgg gcaagtggtg tttatttatc ttgcggcgct ggtcttcgct
  3708121 tatctgtttt tagtcgccca gtatgaaagc tggagtatcc cgctggtggt ggttctctcg
  3708181 gtggtgtttg ccgtgggggg ggcggtggcg gggctatcgg cgatggggtt tgccaacgat
  3708241 gtgtatgcgc aaataggctt agtgctactg atcgggttgg cggcaaagaa tgcgattctg
  3708301 attgtcgaat tctccaaggc gcggcgagaa gagggggcga gtattgcgga ggctgcacag
  3708361 gacggcgcta aacagcgttt ccgcgccgtg atgatgaccg ctatttcgtt tatcctcggc
  3708421 gtgatgccgt tggtttttgc cagcggtgcc ggggcgatga gccgccagat tattggtatc
  3708481 acggtatttg gcggcatgtt gatggctacc gccgtaggga tcttatttat tccggcgctg
  3708541 tatctgcata ttcaacggtt gcgcgagtgg acaaaaaacc gcaagcagga tgttgacgaa
  3708601 agcctgtaaa agaaggtgat gcgatctatc caatcctttg gatttaatgc tgttttgtca
  3708661 caatgctgtt ttgtcataaa gcccataccc gccggttaag accggtgggt atgggtgact
  3708721 ctttgggggc agtgactgaa tggctattta ctctctttga gcgttcccgg tttcagtgcc
  3708781 aataattcac ggtaggcaga aacggctatt tttttaccga gttggatata catattcact
  3708841 atagactcat ctaattttct cagaaaaggt atattttccc gaccttgttc agataatccc
  3708901 ttgagcattt tagtgatgat atttatcgat ttagtatcat tgtgatataa cgaatattca
  3708961 agagattgcg ttatatctat attggacagt aagttgatga catgctcttc tggcgctaat
  3709021 gagattaatt caaaaatttc gttaagatga ctactgtctt ttttggtaat aagtgaatta
  3709081 ataacagtat caagtatgtt tacttttgat tctattaatt tataacgctc atttttagag
  3709141 ataagtgaca ctatattttt gaatgccatt gttgttttat ttttttctct agaacaaact
  3709201 atatcaaata atgtgtactt tgttttttta ttatttacaa gtaattcact gcgtttgttt
  3709261 tcgggaacta attgtagcag ctcgccaaat gcgtttatgg catcagcgtg atcattaagt
  3709321 aatgcttgtt caaaacccat tattccatcg gtacttttag cggtaagtat ttccatcagc
  3709381 ttttccgggt ttttcttata tattatttct aattgatttt ttagattttt aatttcttgt
  3709441 gagaatccct caatgaggaa agtgtataaa ttaatagacg aggcaggtaa ggctatccaa
  3709501 tcataaaatg taattttttt ccctgtacac tcaggaacac tttcgttagc tggtttttta
  3709561 caaatataaa gggttgatat ttcacttgat tcagttgggt tgtagctctt gtaaaagttg
  3709621 ccaaataaat gatgattaat aaaatccttc acctgaaaat ctctcacttt aactaaatca
  3709681 tccacctcac agcggacagt aacattagtc atgttggggt cataaacact aatgacgtac
  3709741 cttttcgtgt tgttgttttc attttccttg attctcaatc ttactgccat cgcgtggttg
  3709801 aatgactcaa gtagtatgga ttgagtattt tctgactttc tctccatact cttaaagatc
  3709861 ttactgagac agatgccaaa ttcattgtta ggaataaaat aaatttcttt tgcttgcaac
  3709921 tgaagttgct cgtaaagctc ttcaacgttg ctggttattc ggtttgcgat gatgtctttg
  3709981 gatgagaatt tatctaaatc aacctttccg gtatcctcat cggataatga atccaatata
  3710041 tattgacttg atagatgacg gcacataatc agtttgtcaa cattgtcttt aaagttgact
  3710101 tcaccgttta gatttttctc ttcacgactt tttaattctg atatatacgg tttactttta
  3710161 tcaaaggcag ggtgtgtggg gctgttacta tacaattctt tattgtataa attaaaactt
  3710221 gaaaaaatat ccatatttca ccttatgttt tttgacggca tcatcaaata tgtagttgat
  3710281 attttctagt aagtcatcta aatataaaat aaggtaaaat ctgtatatta atgattggct
  3710341 gagttatctc ttctctctca tcccgtttag agattgcacg gtcatgttca tattgtcttc
  3710401 tactttaatt aaaaaattta cctttctatt caattctgcc tttgaccttc ccccaggggg
  3710461 agggtttagt ttgtaggcaa ttaacacatt gataaaaagg ataaaacgac agtgaaaaaa
  3710521 acattcgtgg taactgcccg gctgacaatg atagcgttag cggccatcac ctatagccat
  3710581 atggcctctg cacaatcttc gccctcttcc tcagtgaccg cacaacaaac tgattttttg
  3710641 gctcagcagg gtttagcggg caagagtgcc gaacaaatgg tcgatgctat cgatcagtcg
  3710701 ccacaaacgc gcccgttgcc ttattcggca tcggtaaccc ataccgaact gatactatct
  3710761 gatgggcaac agaaatttgt ttatccgctg ggcgatagat tttatttgtc attcgcccct
  3710821 tatattaacc aaacacatcc ttgctttaac cacagtttat ctggttgccg tggcgaactg
  3710881 gccaatacgc cttttgaggt gaagattacc gataattcag gcaaggttat tatgcaccag
  3710941 caggtaacca gttatcaaaa tggctttatt ggcgtctggc tgccacgcaa tattgaaggc
  3711001 acccttgaag ttagctatca aggcctcact gcggtctcgc cttttgcgac cggtgccgag
  3711061 agtcaaacat gtttgacgac gttgcaactg caaaaataag cgccgagagt ggcctgagat
  3711121 aataactaat caggccaata acccatgaga tcgataaccc atgagatcga tagcccatga
  3711181 gatcgataac ctatgagatc gatagcgaat caggtcaaaa atagccagca ccagagtgat
  3711241 ggtcttcaca acaagtggtg agtgtgatcg catgtctcat cggttggata acaaataaaa
  3711301 taaacagtaa ctacattact gaatcatctt gttgtttttg atgaatttaa taaattattg
  3711361 tggtgtctac ttttcttttt ataagcaaga tgcttcaatt ttcattgaat tctgcatgat
  3711421 tacagccaat cccacactcc atataaataa gatatttgca cattatctgt agtctatttc
  3711481 ttgtattttt gtgggatttt tcctttttta tattatacgt cttaatattt aaaattgcat
  3711541 attcagtgaa ttatgatttt taatccttat attttattta ttgtggtttt ttatatcgaa
  3711601 tgcggtgcta ttcatggctt ttatacgccg gtctgattag atgttgatct acattgtttt
  3711661 gttgcatcgt tcttgtgatg aaatttaaaa gaacgtataa gttggtatgg taagttaaat
  3711721 tgtgcagttt ttcctatttt gcgatttttt aggcgcataa caatttcttt aacagcatac
  3711781 atctaagtaa tgggctattt ttcagggcct tactgcatat gaatcacttt ttttaaaatc
  3711841 ttaatcgctt attcattact gagttggcca atgacacatg tctgtcatct gacttatgtg
  3711901 atgcgatcat tatcaactta attgacaaat taaaaatttg ttaaggctat atatgaatac
  3711961 aatatttaaa gtgatttgga atgcatcttt gaatgtctgg gttgtggtga gtgagctggc
  3712021 aaaaggccgg ataaaaacca agagcagtcg taacttgata tcagagggtg tattaccaaa
  3712081 atttgaacaa agtatggtat cgaaactgtt cagaaaaaac cttttggccc tatctctggg
  3712141 cagtattgtt tttctaagca ccggccctgt atttgctgct gatattactg tcagcacgca
  3712201 ggcagagctt tctgccgcgt tatccaatgg tacttatgac aaaattattt taggtgctga
  3712261 cattacgctc attgggagcc tgaccgtcaa tatgacgagt aatcaggttg tgattgatgg
  3712321 ccaaggaaag tttggtctaa ccgttaacaa tacgacaaat tatggtctgg tggtgtcatc
  3712381 gggttcaggg accttaacgc tacaaaatat gtccaaaatt gactcggcca actactacag
  3712441 catggtcgtg ttgaacggtg ccaatactgc cgtcaatgtg atttataaca atattgattt
  3712501 cctgggttcc tctcaactta tttatatggg ggcctatggg gcggccacca atagtataat
  3712561 gacctttggc gatatcttga acgatgtggt ggtcaatgac cgtgctcagg aaattggtga
  3712621 agtcaataaa ctggcgttta ccggtagatt tcatgttacg catacggggt cctctgtgac
  3712681 atcttttgtc agcactggcg gggcaaataa tacatcaacc atggattttg ccagtggtgc
  3712741 tgatgtcaag atagaccgga cggggtcgac tggagacctg accagtaccg gtgttaatgc
  3712801 ctttgcctat acttttgctg atggtgctag ctttgagtta attgctaatc agaatgtttt
  3712861 cagcggaacc actaccaata gaggcttgga aattggtagt tataatagta tcgatggctt
  3712921 tggttccggg gtgaaaatag ttctgcaatc tcgctccgat ggttcaatta tttcaggtaa
  3712981 tgggattgat aacgccacca ctaatgccgc tggtatcaat aataatgcca gtggtgatgc
  3713041 taatgttatt tacaatctgg gtactggctc tattttaaag gccacgaata ctgggatttt
  3713101 agcgacaaaa aatgcgaata atgccagtga tatttatatt cgctctgcgg gtgatatcac
  3713161 tgctgcaacg ggtatttctg caacacataa cggaaccggc accgttaaaa tcaagaatga
  3713221 tggcaccatc accagtacca ccgccgggat cgccatttct tccgcatcaa taaaagagat
  3713281 cagcgttgat aatactgacg gtaccatcac ggcgactgcc ggtacaggcg ttaacgtact
  3713341 ggccagtgcc atattaaatc tgttcggtgg caccattaat acctcggcga cggccaacgg
  3713401 tattacgttt gcgggcacgg agggtggcca taccctgact gatttgacga ttaatctgtt
  3713461 gggtacgggt attgctttgt caaacgtggc tggcgtcaat ttgacgttaa gtaacgtaac
  3713521 tttaaacaca cttaatggga cggcgctaaa tagcctgaca gggttaacgt tagtcgatag
  3713581 ccttaatggg cgtaacacca ttaatattga aggtgccggc atcggaattg cggcgacaaa
  3713641 taccgaattg aataccttcg atgcagaggc attagatatt aatgttaatg gtgccgggat
  3713701 cggcattcaa gccactggcg gtggtgtcaa tctcagcgct tctaacttga tcattaatgt
  3713761 tgccaataca ttgggtactg cgctgcaaat cacggatggg atagataata ccaccaccat
  3713821 tggcaacgaa atccaactta atgccgagaa tgcgacggca attaacttcc tcggctcctc
  3713881 cagtaaaacg ttaaacaaca atggcaccat taaaggcagt gtgatattcg cgggtgttgc
  3713941 tgaccatatc attaataaca atggaacact ggatggcaca ttaaccaccg gtgccggtaa
  3714001 tgacacgtta gtgctagaca gtagctcgca aagtaacgat gtgattaacc tgggggatgg
  3714061 caataatagc gtgaccattc agaatggggc gacagtgtcc tccattatca ctgggaatgg
  3714121 taatgatact ttcacgatca atgggatgag cgtggggagt acctacctcg gttcgctgga
  3714181 tgcgggcacg gggctcaata ccctaaattt caatgcctca accgacgaac tagcggcagc
  3714241 cacgtcactt cagggcttca ccaatattaa tcttgtcgac agccatatca ctctggtgtc
  3714301 tgacgataat atcggcagcg gtatggtcaa tatcgatagc agtagtgagc tgctatttgg
  3714361 tagcacgttt gatgggattt tgcatgcgac attaggcgct ggcacgggct ctgccattgt
  3714421 taataacagc gccaacgtgt cgttagagca ggccagtatg tttgctggca cgtggcaagt
  3714481 taatcagggc ggggcgctaa ccgccagtaa cagtaaccaa ttaggttcgg ccaagattgg
  3714541 gttggacggt acgttgaacc tggacaacat tgcactattc aatcatgtgc tgaccgggaa
  3714601 cggcacactg aatgtggcga agaaccttgc caccaccgcg tttgactttg gttcgacggt
  3714661 gggcggggcg tttagtggga tcgtcaatct gacaaagact acttttgctt taagtgcgga
  3714721 taacgcggcg gcactggcca gtgccacctt aaagctgtcg gatgacagtg tgaccaccgt
  3714781 gggcaccact gaccgcaccc tgcacgggct ggatttgagt ggcggtacgc tgatctttga
  3714841 tggtgcggtg ccgcagtctc agaccagcgg ggttgtcacg gtcactgacc tggcactgaa
  3714901 cagcgggacg gtcaatatca ccggctctgg tagctgggat aacaccgatc cgctggcaac
  3714961 aaatgtgtcg atccttgaac aggatcgtgc tggctcgacg ctggaactga ttaatgccac
  3715021 taatgtgacc ggagatattg atgccttgga tttactggtc aatggcacgg ccattacttc
  3715081 tggtacgcaa ggggtgcagt ctgccatcca gcagggcggc agtacggtag ccaatgccat
  3715141 ccacaattat ggcctggcca gcagtaacag caatggtgac agcggcctgt atgtgaatta
  3715201 caccctgagt gcgctggagt tgttagccga tggcgctgat gcgttgttgc tggcgaccga
  3715261 aagcggtttg acggccaaca gagtactgaa tgccgagcta ttcggtgtcg gcggtttggt
  3715321 ggtggatgcc caaaatggcg ccttaacctt ggctaacggc agtaaccgtt acgagggaac
  3715381 gaccaccgtc acggcgggtg agttgatcct cggggcgaat ggggccttcg gccagacgtc
  3715441 attactggat atcgccagtg gggccagtgc caatattaat ggctatagcc agacggtggg
  3715501 ggcggtgacc aacgtgggga cggtgacact gggcagcggc ggggtgttaa ccagcggcct
  3715561 gctgaccaat ggcgggatcc ttgatttaac cgggggcgca ctgaacctga ctgcgggcgg
  3715621 ggcctctact gtggcaggcg gcttgaccgg tgccggaacc ctgaatatta atggcggtaa
  3715681 tttgtcggtc agtgccgcca acagtggctt gagcggccag acccatattg ccgatgtggc
  3715741 ctcggtgaca ctgaccgata ccggcacgtt aggtaccagc gccgtcgagg tgctgggtac
  3715801 gctgaacctg aacggtgcca atgcagccat gaccaacgta ctcagtggtg acgggacgat
  3715861 taataccaac gcggcagtca cgctgagcgg gaataacagt tttagcggcg cacatcagat
  3715921 cggtaccgat ggcgaactga ccgtgggaca ggccagtaat ctgggggcca gcagcgccac
  3715981 ggttaatctg ggcaccctca cttctcatct gatcttgaat ggtgtcagcg agagtattgc
  3716041 caacgttctg agcggtgtgg cgggttcaac agtcgatatt atcggcgggg cagatactgc
  3716101 actgacggcc aataacagcg gcttcctcgg ccaatatgcc ttggcgggta acagcaaact
  3716161 gacggttgcg tcaacgaaca atctgggggc gtcatccagt gtggcgctgg caggggcggg
  3716221 cgatactctg tcgctgagcg gctttaacgg cacctttggt aacagcgtca ccggcagcgg
  3716281 tgtactgcaa gtgaccgatg atgccgaggt caccctgacc agcagcaacg gggtaagcaa
  3716341 cgcggtaacc attgatatcg ctgatgcgac gctaaatctg gacgatattg ctctgtttaa
  3716401 tcatgtgttg accggtaacg gcttgctgaa tgtggcgaaa aacgatgcca gcaccgcgtt
  3716461 tgactttggt tcgacggtgg gcggggcgtt tagtgggatc gtcaatctga ccaataccac
  3716521 ctttgcttta agtgcggata acgcggcggc actggcgcgt gccaccttaa aactgtcgga
  3716581 tgacagtgtg accaccgtcg gcgccactga ccgcaccctg cacgggctgg atttaaatgg
  3716641 cggtacgctg atctttgacg gttcaccgcc gcaatctcag gccaatgggg tcgtcacggt
  3716701 tactgatctg gcactgaaca gcgggacgat cagtattacc ggggcgggta actgggagaa
  3716761 tgaacatccg gtgacgccac cgaacgtgtc gctccttgag caggatcggg gtgacatttt
  3716821 actggagctg attaatgccg cgaatgtcac cggcaatgcc aacaatttgg atttgctggt
  3716881 tgatggcaca gccattacct ctggtacgca aggggtggag tctgccatcc agcagggcgg
  3716941 tagcacggta gccaatgcca tccacaacta tggcctgacc agcagtaatg gcaatggtgg
  3717001 cagcggcctg tatgtgaatt acaccctgag tgcgctggag ttgttagcca atggcgcgaa
  3717061 tgcgttgttg ctggcgaccg aaagcggttt gacggccaac agagtactga atgccgagtt
  3717121 attcggtgtt ggcggtttgg tggtggatgc ccaaaatggc gccttaacct tggctaacgg
  3717181 caataaccgt tacgagggaa cgaccaccgt cacggcgggg gaattgatcc tcggggcgaa
  3717241 tggggcattc ggccagacgt cattactgaa tatcgccagt ggggccagtg ccaatattaa
  3717301 tggctaccgc cagacggtgg gggcggtgac caatagcggt gcggtaacgt tgggcaacgg
  3717361 tggggtgtta accagtggct tgctgaccaa tggcgggatc cttgatttaa ccgggggcgc
  3717421 actgaacctg gctgcgggcg gatcgtctac cgtggcaggc ggcttgaccg gtgccggcac
  3717481 cctgaatatt aacggcggtg atttggcggt cagtgccacc aacagtggct tgagcggcca
  3717541 gccccatatt gccgatgtgg cctcggtgac cctgaccggg acgggtacgt tgggtaccag
  3717601 cgccgtcgag gtgctgggta cgctgaacct gaacggtgcc aatgcagcca tgaccaacgt
  3717661 actcagtggc ggcggggtga ttaataccaa cgcggcggtc acgctgagcg ggaataacag
  3717721 ctttagcggc gcacatcaga tcggtaccga tggcgaactg accgtgggac aggccagtaa
  3717781 tctgggggcc agcagcgcta cggttaatct gggcaccctc acttctcatc tgatcttgaa
  3717841 tggtgtcagc gagagtattg ccaacgttct gagcggtgtg gcgggttcaa cagtcgatat
  3717901 tatcggcggg gcagatactg cactgacggc caataacagc ggcttcctcg gccaatatgc
  3717961 cttggcgggt aacagcaaac tgacggttgc gtcaacgaac aatctggggg cgtcatccag
  3718021 cgtggcgctg gccggggcgg gcgatactct gtcgctgagc ggttttaacg gcacctttgg
  3718081 taacagcgtc accggcagcg gtgtactgca agtgaccgat gatgccgaag tcaccctgac
  3718141 cagcagcaac ggggtaggca atacggtgaa ggtcgatatc gctgatgcga cgctgaacct
  3718201 gaacgatatt gcactgttcg accatgtgct gaccgggaat ggcacattga atgtggcgaa
  3718261 gaaccttgcc accaccgcgt ttgactttgg ttcgacggtg ggcggggcct ttagtgggat
  3718321 cgtcaatctg accaatacca cttttgcttt aagtgcggat aacgcggcgg cactggcgcg
  3718381 tgccacctta aaactgtcgg atgacagtgt gaccaccgtc ggcaccactg accgcatcct
  3718441 gcacgggctg gatttaaatg gcggtacgct gatctttgac ggctcgccgc cgcaatctca
  3718501 ggccaatggg gtcgtcacgg ttactgatct ggcactgaac agcgggacga tcagcattac
  3718561 cggggcgggt aactgggaga atgaacatcc ggtgacgcca ccgaacgtgt cgctccttga
  3718621 gcaggatcgg ggtgacattc tgctgcaact gattgatgcc gataatgtga ccggcaatgc
  3718681 caatgatctg gagctgatga tcaatggtac cactatttcc gcaggacaag gggtgcagtc
  3718741 tactgtccag cagggcgggt atacggtggc gaatgctacg cataactatg gcatgaccag
  3718801 caatggcggc agtggcctgt atgtgaatta caccctgagt gcgctggagt tgttagccga
  3718861 tggcgctaat gcgttgttgc tggcgaccga aagcggtttg acggccaaca gagagctgaa
  3718921 tgccgagtta tccggtgtcg gcggtttggt ggtggatgcc caaaatggcg ccttaacctt
  3718981 ggctaacggc aataaccgtt acgagggaac gaccaccgtc acggcggggg aattgatcct
  3719041 cggggcgaat ggggctttcg gccagacgtc attactgaat atcgccagtg gggccagtgc
  3719101 gaatattaat ggctatcgcc agacggtggg ggcggtgacc aataccggta cggtaacgtt
  3719161 gggcaacggt ggggagttaa ccagtactga caccttgatc aataccggaa tgattaatgt
  3719221 gaccgatggc atcctgaatc tggagaatgg gggggcttct agcattagcg gcggcttaac
  3719281 gggcaacggt atcctgaata tcaagggtgg cgatttcacc atcagcatcg ataacaatgg
  3719341 tctggcgggg caaaccaata tttccgatgg tgcatcagtc actcttggta atggggggac
  3719401 cattatcgga accggtaatt tgggcagcag cgttattgat gtgctggggg atctaaacct
  3719461 ggtcgcggat aattcactgg ctaacgtgat cagtggtgac gggacgatta ataccacagc
  3719521 aacagtgacg ctgagcggga atagcagctt tagtggtgca catcagattg gtaccaatgg
  3719581 cgaactgacc gtgggtcagg ccagtaatct gggggccagc agcgccacgg ttaatctggg
  3719641 cacccttact tctcatctga tcttgaatgg cgttagcgag agtattgcca acgttctgag
  3719701 cggtgtggcg ggttcaacag tcgatattat cggcggagca gataccgcac tgacggccaa
  3719761 taacagcggc ttcctcggcc aatatgcctt ggcgggtaac agcaaactga cggttgcgtc
  3719821 aacgaacaat ctgggggcgt catccagcgt ggcgctggca gggacgggcg ataccctgtc
  3719881 gctgagcggc tttaacggca cctttggtaa cagcgtcacc ggcagcggtg tactgcaagt
  3719941 gaccgatgat gccgaagtca ccctgaccag cagcaacggg gtaagcaacg cggtaactat
  3720001 tgatatcgct gatgcgacgc taaatctgga cgatattgct ctgtttaatc atgcgttgac
  3720061 cggtaacggc ttgctgaatg tggcgaaaaa cgatgccagc accgcgtttg actttggtgc
  3720121 taccgtgggc ggggccttca ccggcacagt caacctgaac aattctactt ttgatttaag
  3720181 cggcaataac accacagtat tggcccaggc tacgttgaaa ttatccagcg gtaacctgac
  3720241 ctcggtgggt aacggtgtgc agaatattgg cacattggcg atgaatggcg gcacgttgct
  3720301 gtttgataat attgttgata acgcaggcat tatcacttca gatgggacga ttgcggctaa
  3720361 tagcatcaat accaccgggg gcggtgaggt tcgggttaat ttaccgagca atctggcacc
  3720421 aagtctggat gggctctcgg tgatggaact ggatgaaggc gaaatcattg tcactctggc
  3720481 aactggggcg gcgacaggga caggccatga gttgacgttg acggatgaga atggtgatcc
  3720541 gatcagcgcg gtcacttatc agggggtcca taacgctggc agtacctcag ccgccgccac
  3720601 cggttcgttt aattacggca tgaccactgg cgaggattat gatggcctgt atgtcaatta
  3720661 cggtctgacc gcgttagaac tattgagcac gggcagcgag gcgttggtat tgaccgccat
  3720721 cttggcgaat aacgggactc aatctaacga tctttcagcc caaatcacag ggagcggtga
  3720781 tctggccttt gcgtcggcta atgatggcag cacggcatcc ttatctaata gcaccaacag
  3720841 ctatactggt accacttggg tctcttcagg taatttgcgt ctggatgctg attcagcact
  3720901 ggggcaaacc tccttgctgg cgatgagtac cgccactcat gttgatatca acggtaccca
  3720961 gcaggtggtg ggtgagttag ccaccgaagg gggcagtaca ctggatctca acgacggtaa
  3721021 gttaaccgta acggggggcg gccaaattga tggtgcattg actggcggtg gtgaactggt
  3721081 actgagtggt ggcttgctga atgtttctta tgataacgct ggctttactg gcagtactga
  3721141 tattgccaat ggcgcggtgg cacacctgtc tcaggcgcag gggctaggga acggcaccat
  3721201 taataacaac ggcacacttc atctggataa tactatcggg acactgttta acgctttgac
  3721261 cggtagtgat ggcgaggtat tgctaagtaa caatgccagt gttcaattgg ccggtgataa
  3721321 cagcggttac tcgggtctgt ttactaatca ggccgggagt attctcattg ccaatagtgc
  3721381 cgagcattta ggtggcagca gcatcgccaa tagcggtgcg ttgatcctgg atacgggttc
  3721441 agtctgggag ttaaccaata ccatcagcgg cacggggacc ttggttaagc gtggcagcgg
  3721501 aacggtaaaa attgaaggcg atacggttag cgcaggtctg actacgattg aagagggttt
  3721561 actgcaattg ggcagttcgg cggttaccca gacactttcg ctggaagagt ccctgcaaga
  3721621 gagggcattg ctggtatcat tcgcatcgaa tatggccaat ctgaccagta acgtactgat
  3721681 taccgctaac ggctccttag ggggatatgg tcaggtgacc ggtaatgttg agaactatgg
  3721741 caacctgatt atgccaaatg ccttaacggg cggggatttt ggcaccttca ccattgatgg
  3721801 taattacacc ggtgatgagg ggatgatcac cttcaatact atcctggctg gcgatacatc
  3721861 ggtaacggat agactggtta ttaccgggga taccgcaggg caaagttatg tcacggtaaa
  3721921 caatattggg ggtgtcgggg cgcgcacctt tgaaggcatc aaaattattg atgtcggcgg
  3721981 tgattctgcc gggcagttta ccctgaatgg gcgcgctgtt ggcggtgctt atgagtactt
  3722041 cttgtatcaa ggtggggcca gcactccaga tgacggcaac tggtatctgc gtactgaggc
  3722101 agatgaccgc cgccctgaac cggcgagtta caccgctaac ctggcggcgg ccaacaatat
  3722161 gttcgtcacc agtctggcgg atagaatggg tgagacgctg tataccgatg tctttaccgg
  3722221 tgagcagaag accactagcc tgtggctgcg taacgaaggt agccataatc gctcccgcga
  3722281 tgatagcggc gagttgaaaa ctcaggataa ccgttatgtg atgcaacttg gcggcgatgt
  3722341 ggcgcaatgg agccgcaatg cacaggacct gtggcgtgtt ggggtgatgg cgggctatgc
  3722401 caatagcagc agttctaccg tggcacaggt tgctggctac cgttctactg gctcggtgga
  3722461 tggctacagc gtggggatct atggctcatg gcttgccgat aatgccgatg atactggcgc
  3722521 gtatgtcgat tcttgggtgc aatacagttg gtttgacaac cgcgttagcg ggcaggattt
  3722581 agccactgag aaatatgact caaaaggctt taccgcatca gtcgaagggg gctatgcctt
  3722641 caaagttggc gaaagtgtta accagagcta ctttattcag ccaaaagcac aggtggtgtg
  3722701 gatgggcgta aaagccgatg accatacaga aaccaatggt acggttatct ctggtgacgg
  3722761 taatggcaat atccagacgc gactcggggc gaaggccttt atcaatccaa gtgataaagc
  3722821 caaagtcagt ggcccggcat tcaagccttt tgttgaagcc aattggatcc ataacaccaa
  3722881 agattttggc acgacattag acggtgtcac ggtgaaacaa gccgggacgg cgaatatcgc
  3722941 ggagctgaaa ctgggcgttg atgggcaggt aaatagccaa ctgaatcttt ggggaaatat
  3723001 cggtcagcaa gtgggtaaca agggctacag cgaaaccagc gtggtgttag gcgttaaata
  3723061 taatttctaa ttttatcgtc aggtaattaa ccactaacga catgatgatc aacggcgcat
  3723121 attgcaggac agaatatgcg ccgtttttta tgggataacg gaccgtacag tatcaaggcg
  3723181 agattagata ttccatccac agattatcta ataaggagga ggctcctttg gcagagagaa
  3723241 cctcatgagt tagggccata tcgatctccc ccatgagctc atcgttgatt cttttgccga
  3723301 caatgcggtt ggcatccaca tcgcccgtca tcccgttggc tgccaattca gccgccagtt
  3723361 tatctgggta aatattctcc agtgcgtggt actgcttttc gaccgcagca gcataacgtt
  3723421 caggctcaat acgttgcacc acgcttttcc acggagacca ttgtgatagc cagcgcgaga
  3723481 aatcttggtt ttccgcagtt ttcacccggg tttctgcgct cagtaaatcg tctgctgtca
  3723541 catgtgatac gccaaagaag cgcatttctt tgtttaccga ggagagctgt aaggaattga
  3723601 gcagtttgac ctgataggcg agatagactt cgatatcatc gactgaattt acattcagtg
  3723661 tttttagtat ttttactttt tcgcgggcaa tattctcaag ttgttccaga cggaacatct
  3723721 ctcggccacg cgccatcagt tcaggtagtt tttcatcata tttccccttt tcgacctcat
  3723781 ggagcatgac tgccttttgc atatcgttat gcgtcaaggt aatgcggtct tcacaggtcg
  3723841 cgcttgcttc ctgagcaata agaaaggtct gctcacgtag agtaggtgag tcagccaatt
  3723901 gcaacaacca tgccgcaatt tgttgtttaa attcagggat attatttgcg ttttgagtgg
  3723961 tagccaaacg gtgaagaaaa acgctaaaag cggctgagtt agcttctgtc tcgatatttg
  3724021 cccaatctcc tgccaaccta ttttgttgtt ccggcggcaa ccaggtggca acaatgttac
  3724081 ggagactcgc tggtggtaga ttgtctaatt cgctccagtt aatccgtggc ccctgataat
  3724141 acgggttaat acggagatgt tgtagtacct gcagtgtgct ggtagacaga gggttacctt
  3724201 ctaagagaat ttcacagttt tggggcagac gggccaggtc gggaagttgg gataattgat
  3724261 tatattcagc gctgatacac cttaaactac cgggtaaatt ttctggcagt tttgtgagcc
  3724321 tattgctcaa taccattaaa aatgacagcg aggcgggcaa tgtctcgggg agttgtgtga
  3724381 gttgattact ggtcacactt agatttaata gcgatattgg caatgtatcg ggcaatgtgc
  3724441 gcagttgatt actatccgca tccagtcttt tcaaactgtt cggcagtgta ggcagttcag
  3724501 ttaagccaca gcttgcaata ccaagagact ccagattcgg gggcaagcga tttgggagtt
  3724561 gcagtgactc attatcatta acgtctaatt cttttagccc ttcaggtagc gactcaggga
  3724621 gccgttctag ttcatttccg tacacattta gagataacag cgaggccggt aatgtatccg
  3724681 gtaatgtacg cagttgatta aaagaagcat tcagtttttg caggttgtcg ggcagtgttg
  3724741 ctggcaactc agttaactta ttacccatga gatccagttc gttacacggc ggcagaatgt
  3724801 ctggtaatga ggccaaatta agatcacgga gacagaggtg ataggtattt ttttccaggc
  3724861 aatctttcat gcattccacg gcgaagcgcc gttgttcgtc agtaccaggt attgcttcgc
  3724921 tttcccattt ttcccatatt gcataatagt cagccggagt taaggctgct gttgatgtcc
  3724981 gtgcagaatg gatttcacgg tctggctcga tgttcggcat tgacacgttc gacgttatat
  3725041 ttgatagatt cattgtatta aaacctcttc cttaataagc cttataggta ttattttggc
  3725101 tgataaataa cagggggtgg ataaggtcta ctactggtat ttttagctta ctggcttgaa
  3725161 taagccaaaa aagcgggtgg tgtggaggga gaagaatgac ctatctacgg cgcatattgc
  3725221 aggacagaat atgcgccgtt ttttatgaga taacgggttg tgtagtatta aaacgagatg
  3725281 agttcactac acaccgaggt tattgacaaa gagcctgcgc tggagaaaac aggcagatcg
  3725341 taaagatacc gtaaaccctt ccttgggggg cgatccgcac catccctggc gcggacgctt
  3725401 tactcttctg cctaccctca ccgttaaaag tcaattcatc ggggtttgtc agccgtctga
  3725461 cacctcgtgt tttgactttt cgcaggcaat tttttcgagt tgttccagac ggaacatctc
  3725521 ccggccacgc gccatcagtt caggtgattt ttcatcatac tttcccttct agcccccatg
  3725581 attcatgact gcttttgcat attgtttaag tcgattcagc taatccgtgg cccctgataa
  3725641 ttcggcttag tactgagacg cagtagtgcc agcagcgtgc tgggagaaag agggttaccg
  3725701 tctaagcaaa tgttacaatt ttggcgcaga tgggccaggt cgggaagctg ggataattga
  3725761 ttatattcag tatatataca ccttaaacta ccgggtaaat tttccggtaa tgctgtgagt
  3725821 tgattatagg ctacatttaa ccttaacagc gatatcggca atgtatcggg caatatgcgc
  3725881 agttgattac catgcgcatc cagttctttc aaactgttcg gcagtgtagg cagttcagtt
  3725941 aagttacagt ttgaaatatc aagagactcc agaaccgggg gcaagcggct tgggagttgc
  3726001 agtgacgtat tacaaccaac gtctaatgtt ttcaaccctt caggtagtgg ctcagggagc
  3726061 cgctccagtt cattcatgtg cacctttaga gataacagcg aggccggtaa tgtattcggt
  3726121 aatgtacgca gctgattata agaagccttc agtgtttgca gattgtctgg cagtgttgtt
  3726181 ggtaactcag ttaaattatt gcatataata ttcagttcat tacacggtgg cagggtatcg
  3726241 ggtaatgagg tcaaatcaag agaagagaga ttgaggcgct cggcattgtt ttccaaacac
  3726301 tctttcattc tcgctacggc ttggccccgt tgttcaccag caacagttct tggatcattt
  3726361 tcccactttt cccatattgc atgatagtca gccggagtta aggctgttgc cgctggccgg
  3726421 tcagcatgga tttcacggtc tggtcctatg ttcggcattg acacgttcga ggttatattt
  3726481 gatagataca ttgtattacg ctcccttaat aagttttaga agcattattt tggctgataa
  3726541 ataacagggg atactaaggt ctactactgg tatttttagc taactggtgg tctgaattag
  3726601 ccaaacgagc ggggggggag ggagaagaat gacctatctg cggcgcatat tgcaggacag
  3726661 aatatgcgcc gttttttgtg cccagaaaac ccccagctag gctgggggtt cagtaaagct
  3726721 ttcagctttg ggtcagttat aaaaacccct tttgatttgt taaaacagtt tgcggtctgg
  3726781 caactgcaaa tgttcaacaa gaaatcaaaa gggggtccca atgagggatg aaaagagctt
  3726841 agcgcacacc cgatggaact gtaaatatca tatagttttt gcgccgaagt accgaaggca
  3726901 ggtgttctac agggaaaaac gcagagcgat tggcagtatt ttaagaaaac tgtgcgaatg
  3726961 gaaaaacgtg aatatcctgg aagcagaatg ctgtgtggat cacatccata tgcttctgga
  3727021 gatcccgccc aagatgagtg tctcgggatt tatggggtac ctgaagggaa agagcagtct
  3727081 gatgctttat gagcagtttg gcgatttgaa gttcaaatac cgtaacaggg agttttggtg
  3727141 tcgagggtat tacgttgata cggtagggaa aaacacggcc aggatacaag aatacataaa
  3727201 gcaccaattg gaagaggata aaatgggtga gcaactctcg atcccgtatc ccggtagccc
  3727261 gtttacgggc cgtaagtaat ccatagatgc aaatgtcaga tcgcgatgcg cctgttaggg
  3727321 cgcggctggt aacagagcct tataggcgca tatgaaaaac ctccggctat gccggaggat
  3727381 atttatttat gggatacgag ctgtgtagta ttaaaacgag attagagatt ccatccacag
  3727441 attatctaat aaggaggagg ctcctttggc agagagaacc tcatgagtca gggccatatc
  3727501 gatctcctcc attatctcat cgttgattct tttgccgaca atgcggttgg catccacatc
  3727561 gcccgtcatc ccgttggctg ccaattcagc cgccagttta tctgggtaaa tattctccag
  3727621 tgcgtggtac tgcttttcga ccgcagcagc ataacgttca ggctcaatac gttgcaccac
  3727681 gcttttccac ggagaccatt gtgatagcca gcgcgggaaa tcttggtttt ccgcagtttt
  3727741 cacccgggtt tctgcgctca gtaaatcgtc tgttgtcaca tccgatacgc caaagaagcg
  3727801 catttctttg tttaccgagg agagctctaa ggacccacgt agtttaacct gataggcgag
  3727861 atagacttcg atgtcgtcga cagaatgtac attcagtgtt tttagtgttt ttactttttc
  3727921 gcgggcaata ttctcaagtt gttccagacg gaacatctct cggccacgcg ctatcagttc
  3727981 aggtagtttt tcatcatatt tccccttttc gacctcatgg agcatgactg ccttttgcat
  3728041 atcgttatgc gtcaaggtaa tgcggtcttc acaggtcgcg ctagcttcct gagcgataag
  3728101 aaaggtctgc tcacgtagag taaatgagcc agccagttgc aacaaccagg ctgcaatttg
  3728161 ttgtttaaat tcagggatat tctttacgtt ttgagtggta gccaagcggc aaagaaaaac
  3728221 gttaaaatcg cctgagttag tttctttttc gatctttgcc caatcttctg ccaacgattt
  3728281 ttgttgttcc ggcggcaccc aggtggcaac aatgttacgg agactcactg gtggtagatt
  3728341 gtctaattcg cggcagctaa tccgtggccc ctgataatcc aggttaatat agagatgctg
  3728401 tagtgcctgc agcgtactgg tagaaaaagg gttaccgtct aagcgaatgc tacaattttg
  3728461 gggcaggtgg gctaggtcgg gaagttggga taattgatta tctttagcat atatatccct
  3728521 taaactaccg ggtaaatttt ccggtagtgc tgtgagtcta ttgctcgata ccagtaaaga
  3728581 tgacagaagg gcgggcaatg tatcgggcaa tgtgtgcagt tgattattat ccacctccag
  3728641 tttttctaaa ctgttcggca atgtaggcag ttcagttaag cgacagtttg ccataccaag
  3728701 agactccaga ttcgggggca agcggtttgg gcgttgcagt gactcattac gaccaacgtc
  3728761 taattttttc aacccttcag gtagcgactc agggagccgt tctagttcat ttccgtacac
  3728821 atttagagat aacagcgagg ccggtaatgt attcggtaat gtacgcagtt gattaaaagc
  3728881 agcattcagt gtttgcaggt tgtctggcag tgttgtcggc aactcagtta acttattttc
  3728941 aataatattc agtttattac acggtggcag ggtatcgggt aatgaggtca aaccaagctc
  3729001 atcgagatcg aggcgttcgg tattgttttc caaacactct ttcattctcg ctacggcctg
  3729061 gccccgttgt tcaccagcaa cagttcttgg atcattttcc catttttccc atattgcata
  3729121 atagtcagcc ggagttaagg ctgctgttga tgtccgtgca gaatggattt cacggtctgg
  3729181 ctcgatgttc ggcattgact cgttcgacgt tatatttgat agattcattg tattaaaacc
  3729241 tctcccttaa taagccttat aggtattatt ttggctgata aataacaggg ggtggataag
  3729301 gtctactact ggtattttta actcattgac ggcctgagtc agtttatctg aacgggattg
  3729361 tgagttgccg acgaggtcaa tgaagtgaag ggattggcag tgatggctcc cagatagcag
  3729421 taataaatcc aattgttttt tagtctaata tatcgatatt aagtattaaa tggtttctat
  3729481 atctgcatat gccaattctt atggataaaa ataaatatta tcagtgagaa tggaagattt
  3729541 aatattattc tataatgata aggttaatta atttaaattg acggtttagg atttttatta
  3729601 taaaaattat cgataaaata ttatattatt cattgggtta ctatacccaa gttacgtcga
  3729661 gatgcgggta ggcggcaacc gagcaaactc ccaagcgctt agataactaa gtgataggga
  3729721 tgagtaaggg cagccaacat ccctgtagct tgaaaggcga cggatataaa tgggttattc
  3729781 gcgagatatt gctcttcatt gacggattta tcagctgatt ttccattatt cattggttct
  3729841 atcttctctt acatccacgc agtacctcta ctgaggcagg aaatcatcag tatctcctct
  3729901 cctgctcgct ttagccatga catttttaca agggaaagga cagaatatgt cagatgtaaa
  3729961 accgcagaac gatcggcaga ccggcatact gaacgcgatt gaacgtattg gtaatgccat
  3730021 gccagacatc accatgctat ttatttacgc gctgggggtg tgctgggcac tctcctttgg
  3730081 attatcgttt atcaactttg attatttcca ccctctgacc ggtgatcaga ttaaagttac
  3730141 caatatgttg gcaccggttg aactggtgac ctttattacc actatggtca aaaactttat
  3730201 taacttccca ccgctggcga tcaccattgt tgctactttg gggattggta ttgccgaggg
  3730261 cagtggcttt attcaggtga tgttgaaaaa aatgctcaac gtcactccac agcgtatttt
  3730321 aacgccagcg gtcgtcttta tcggtgtggt tagccatgtc gcctctgatt cagcttatgt
  3730381 gatcctgatg cctgtcgccg cgatgatgtt ctatgccagt gggcgtcacc cattagccgg
  3730441 tattgccgcc gctttcgctg ggttagcagg gggattctct gccagctata cgccatcgat
  3730501 tatcgacccg attatgcagg gcttcaccca aggagccgcg cacattattg acccaagtta
  3730561 taacgtcaat gtgctgtgta actacttcct cagtttcggt agcacctttg gcgtgatttt
  3730621 ggtgtgctgg tttatcaccg ataaaattgt ggagcctcgt ttgcttaaat cgatgccact
  3730681 gaatagcgat ctcagtgggt tgcagagcaa taatgagtta cagaaggtta ctccgcagga
  3730741 gagtaaagcg tttaaacggg cagggttggt tatgctgctg atgttgattg gcttggccgc
  3730801 agcactctat ccggaaaact ccttattgcg ttcaccagat ggcagcctga cccgccctga
  3730861 tgcaccgatt atgcaagcga ttgtgccact gctgttcttt atgtttgcga ttcctggcct
  3730921 gatctatggt ttcagttctg gcacctttaa gagcaccaaa gatgttaccg ccagcatgga
  3730981 aaacattacc cgctcattgg tctcgttttt ggtctttagc ttcttctgcg cccagttcct
  3731041 ctattcattc agccactcta atattggcac attaatggcg atttctggcg cggacttcct
  3731101 gcgtacgctg gcgatgcccg ctggtttcac gattttaggt gtgatcctgt tatcttgtgc
  3731161 gctggatatt attattacgt cagcgtcatc taaatggtcc attctggcac cgatattggt
  3731221 tccaatgctg atggccgtag ggatttcacc cgagttgacc caagccagtt tccgcgttag
  3731281 ctcaacagtg aatatctcga caccaatgtt tgccttctat ccgctgatca ttatgtactg
  3731341 tcgccagtat tgttcgaaga ccggcgtcgg gacgttatgc gccatgatgc tgccttatac
  3731401 actagggtta accgtggtac tgaccctgat gttgtatctg ttctggggtc tggatattcc
  3731461 attaggtttc cagagtgggt atacgtatcc agcaactcaa tgaccccctt cggccttgac
  3731521 gctgtagggg tgttagctgc gcgcactcag tggttttagc tataaataaa ggaataaaaa
  3731581 atgactatcg cactctcaga acaactgaca aaccgctttt tccgttatct ggcggttagc
  3731641 agccagagcg atgccgcctc tccaacactg ccgagtaccg aagggcagca caaaatggcg
  3731701 cagatgttag ctgaagaact gcgtcagttg gggttggaag atatcctgat tgatgaacat
  3731761 gccacggtga cagcccgtaa acccggcaat cagcctaccg caccacgcat tggttttatt
  3731821 acacatattg atacggtcga cgttggctta tcgcccgata ttcatccgca acgcttacgc
  3731881 tttaccggta gcgatctttg cctaaacgca gagcagggca tctatctacg taccgcagaa
  3731941 catccggaaa tcctgcgtta tcagggcgaa gagattattt tcagcgatgg caccagtgta
  3732001 ctaggcgcag ataataaagc ggcagtgacc gtagtcatga cgttgttgga aaacctgacg
  3732061 gctgacgatt gccatggcga tatcgtggtg gcgtttgttc ctgacgaaga gattggtctg
  3732121 cgcggtgcta aagcgctgga tctggcgcgt tttgatgttg atttcgctta cactattgac
  3732181 tgctgcgagc tgggcgaagt ggtgtatgaa aactttaacg ccgcctcggc agagatcgat
  3732241 atcatcgggg tgacggctca cccgatgtca gctaaaaatg tgctgatcaa ccctatccgt
  3732301 gtcgcctatg acattatcag tgagttctcg ccacaagaga cgccagaaca cactgaaggg
  3732361 cgggaaggct atgtctggtt taccgatatg actgccaacc ctaacagcgc aaaactgaaa
  3732421 atagcaatcc gtgattttga taatgtgtca ttcgccgcgc gtaaagccta tatcggtgaa
  3732481 gtggtcgcga aagtttcagc acaatatcca cgagcgaaga tcagctattc agtcaccgat
  3732541 gtgtacagca atatcagtaa ctcgattggt gaagataagc gggctatcga cctgatcttc
  3732601 tcttctatgg cggaactgaa tatcgaacct aaagtgatcc ctatgcgcgg cggtaccgat
  3732661 ggtgcggcgt tatcaaccca agggttgctg accccaaatt attttaccgg ggcgcataat
  3732721 ttccactcac cgttcgaatt tttaccgatc agctcctttg tgaaatcata tcaattaacc
  3732781 cggacgatct gtttgtctgc ggccaaagcg taaaagctgg aaaggtattg atattaaatg
  3732841 ccttatctcc atgtagggta ctggcgtgtt agcttgccag taccctatta atgttgtgac
  3732901 ttctgctgta cgcctgccac tggcgagtaa caggttgaga atcggtaccc atgtccttct
  3732961 tactgaatgc aggtcaggca ataggattgt ataaaatgtg atccaaccca cttgaaaatg
  3733021 ataatcgttt gcaattagta taacaaatga aaggtaacag cataaaataa aaataatata
  3733081 gtaagtgtca taataatgtt tttgataaaa ccttcttatc gatttatata aatgtgagta
  3733141 aatatcatct aattaacagg gttatttaat cttgttatct cacttcatta tggaaaatta
  3733201 atgatggtat tttatcggaa gttttttact gtaacggttt taatttcatt accctgcctg
  3733261 gcatggtcac aaagtcataa taacagtaag gatgaattag atactattac ggtagttgca
  3733321 caaaaaatta atcaacagca gcaaaaaaca cccataagta taagtgtatt aacgggcttt
  3733381 gatttagaaa gagaaaatat agaaaatatc tacgaatcaa taatgcgcat ccctaatgtc
  3733441 tatatggtta aagcgggcaa tccatctgac gcaggttttt ttaccatgcg aggtacgacc
  3733501 cccggaatgg aagggattca atcagtaggt ttctttattg atggtgttta tgctaatact
  3733561 tttgatacgg aattattgga tgttgataga atcgaagtat taagaggccc gcaagcgacg
  3733621 ctatatggtc gtaatactga atctggggta atcaatgtca ttactaaaga tcctgaattt
  3733681 tcacctgagt ataaaatagg tctatcttat gggaattata atcgtacaca ggtaaccacg
  3733741 gttttaggtg gaagtattaa tgacagtgaa cagttttctt atcgtgcagc attgaaatat
  3733801 ctttatggga atggctactt taagcgtgat tatgacggta aaaataatgt agataatctc
  3733861 aatgatttta gtggtcggtt taaactacgt tggcaaccta tggatgatgg ttgggatgtg
  3733921 atgacgacct ttgatatcca aaataggcgt aacggaaaca cttcttttac cgcattagat
  3733981 aaaataaagt cgggtcaaaa atatgttgac tcaaattata ttggcaaatc tgatgttgat
  3734041 gcttataaag gtcaagtaaa tgcagtttat acctttgatg atattgattt tacctcggtt
  3734101 agtgcttatg tagacgaaag aaaagttgat aatcaagacc tcgattttac gcgattatca
  3734161 attagtgaac tattgatgaa tcgaaaaaca aaacaatttt cacaagagtt tcgtttgaac
  3734221 tctaaataca gcgggccatt taattggttg atagggagct attattttta tcaagatgat
  3734281 gaaaatgaaa ttgatttccg ctatctgccc tataacttag cacaactccg gaaatccgat
  3734341 atcaagacca ataactacgc agtgtttggc aatgttaatt attacctgct gaatgatgtt
  3734401 gagcttgtgg cgggtgcaag gtatgactat gagaaaaaga aacttaactt tttgatggat
  3734461 aatgggttta acccatatca gccgtattct catgataata atagtaattc atttggggct
  3734521 tttttgccta aggtagggtt gaattattat attactggcg acgccatgct atataccagc
  3734581 atagcacggg ggtataaaag tggcgggttt aacacgttag ggcctcaatc tagtcgcgct
  3734641 tataatgcag aatatatgac gacttatgag gccggtgtta aaaccgaatg gtttgataga
  3734701 acggttcgtt ggaatacgtc tctattctgg aatgatatga aagatcagca agtcgaagtg
  3734761 gcgtattatc ctatttctta ttcggttaac agcggtaagt cattaagccg tgggttggag
  3734821 tctgaacttg cgtggcgtat tacgcgtggc ctgactgtat ctgcaaatgt aggctatact
  3734881 gatgcgtatt ttaaaaattt cccaacagaa ataaaagtag ataataacta tattcctgtt
  3734941 aactataaag gtaatcgacc ggctaattcg ccagggtaca cttatagtat tggtgccgat
  3735001 tataacttcc ttaacggtta ttttgttaat gctacttata atgttaaagg aagtacttat
  3735061 cttgataatg cgaatagtaa aaaacaacca gcttatgggc tattagatct tactgccggt
  3735121 tatgagaata aagattatgg tgtcaatgtt tggataaaga atattcttga tgaaacttat
  3735181 gtgactcgtg ctttcaaaat ggatgatggg atatggtatg ggcgcgcggg tgaacctatt
  3735241 aattttgggg ttaatttcaa tgttaaattt taataaatat taataataca tatggctgtg
  3735301 actattagat acagccacat attaattttg gtgtaaaaga gctatgtcct gtgggcactt
  3735361 tatgtttatg catagagtcg ttgatttatc aaaagtgatc tatatgcaac tacaggtaat
  3735421 ggtatgaatt tattaaataa tgaaactcgt tgggtgaggg aggcgttatt tgaacaggca
  3735481 acaaagtcca aatatgatgt cgcattgcgt tattgtgata aagatgatgt agattcttac
  3735541 tcttatagcc aactgatatc actgggctat tcgttagcta cacagattga aatagaaaac
  3735601 aatccgcctg ggcctgctat tctgctcatg ccaggaggct cgctttttgt cataagcttt
  3735661 atcgcttgta ttattagggg ggtgccggct gtccctgtgc atctaaccaa tcattttaaa
  3735721 ttgggtcgca gtattgatac cttgtcccat attttggctg atagccatgg tgaatatata
  3735781 ttcaccttaa gttcgttatc cgacgaaatt aaaaaacaag gttggcatcg tacacatcag
  3735841 attgtttttg ttgatcaaca actcaccggt agtcgtcgct atttccccac gaaaaaaaat
  3735901 tatgatgcac tttattatcc cagtcattta cctgtgtatc tgcaatattc ttctggttcc
  3735961 acagcaaagc caaaagcggt atgtaattac gatcataata tgcgggtgca acatcatatc
  3736021 ttgcttgaat tacatctgca ttgtcagcca aaaatcatca ccgcgaactg gctgcctttt
  3736081 tatcatgatt taggcatgtt cagcggtttg ttattgccat tgttatccgg tggttgctgt
  3736141 aatttcatgc cttctgtgca ctttattaca gagccatttc gttggctgaa aatgattaat
  3736201 gattatcagg ctaactccgg ggctgccccc gattttgcgt gggatttgtg taccacaatg
  3736261 gtgacggacg aacacatttg ccagttggat ctctcctcca tcaagatggc aatgaatggg
  3736321 gctgaaccca ttcgcccaga gacaatggca aattttgcgg cccgttttgc atccacaggt
  3736381 tttgatgccc acagtttcac gcccggttat gggatggccg aagcaactct gaccgtaagc
  3736441 cataagccta tcgatactga ttactgctgt ttggcattta acccaatggc attagcggca
  3736501 ggtaaagcca ttttagatcc gcaagggtgt cggttggtaa gctcagggca tgtggttaga
  3736561 gcatggcaat tgcagattgt tgatccccag acatgtcagc ccttgcctga ggcgaacatt
  3736621 ggggaagtct gggttcgagg cggttctgtg gcgggggggt attggcagca gcccgaactc
  3736681 acaaaagcca ctttccacaa tacactggca ggtaactctc accatgatta tttacgtacg
  3736741 ggggatcttg cctttgtgta tcaaggggaa ctctttattt gtgggcgatt aaaagatctc
  3736801 attattgtgg ctgggcaaaa ttatatgccc aaggatattg aaacagcaat tgagtacgcc
  3736861 tgcgatgata tccacacggg gggagtgtgt gtgtgtcagc attttgacag cggcgaattt
  3736921 attgtgatgg ccgaggtcta tcgtcattta acatcaacgg cacttcagcg tattgctcag
  3736981 cagattgtgg cgactgtagc ccgccatttt caactgaaat ctgacaaggt catcttactc
  3737041 gcccgtggaa agctcttaaa aacatcgagt ggcaagatcc gccgcagtca tatgctttct
  3737101 ctctatttca cgcaacaatt gagcgcgctt tatgtacagg agtcacagag aaagactcaa
  3737161 gatgaaatgt tatttgatca agaaagcgtg ttatttgagc aagaggccat actgtttgat
  3737221 tggctccata aaacagggtg tgaattactc ggttgcgagg cgatcaatcc tgatagtggg
  3737281 ctacatcagg cagggttaac cagtttgtta gcgatacaat tttgtcagag tattaatcat
  3737341 tttctgggct gtcatctcaa tgtcgcagat ctcttcgcct atcctacatt acggcaactg
  3737401 accttatttt tatctcagca ccaagaagat atcgcctcct caagttcaac ggaagcagga
  3737461 gatgatcggg atgtcgcgat tgtggctatc agttgtcgct taccggggca ggtgggggtg
  3737521 agctgggcgg actattgcac agaattatcc gcaggtaaca gcgcggtacg tcatgaaaaa
  3737581 aatcgactgc gacactgtgt tttaccgata ggcgcattag aagatattga tcagttcgac
  3737641 gctgctttct ttaatatcag cgaacgagaa gccatcttac tcgatccaca acagcgtcat
  3737701 attttagagc tgagttggca cctgtttgag caggcgggtt ggcaacctga acaattgaaa
  3737761 caaggcgata ttggttttta cattggtcaa agtggcagcg aatatgggca aatgttgtta
  3737821 cagaaaaatg accccgatta tgccaaaagt tatctggcga cggggatttg tagcagtgcg
  3737881 acatctgggc ggttggcgaa attctatggc actcgtggcc cggcattaac cattgatacc
  3737941 gcttgttctt cttcgctggt cgcactggat agcgcgatgt tgtcactaca gcaaaaacag
  3738001 tgcagcgcgg ctgtcgtggg gggcgtgaat ttactcctat cggcacaaat agaacaaact
  3738061 cttatcaatg cgggtatgtt atcacccaag gggcactgtg ctacgttcag tgatgatgct
  3738121 gatggctatg cccgaggaga aggggcggta ttattcctgt taaaacctta tcgtcaggcc
  3738181 gtgatagatg gcgatcctgt cttagcgatc attgagggca gtgtcgttgc gcaggatggt
  3738241 gagagcagca gcctgacggc accgaatcca cacgctcaag cggctatgat gtcgcagctt
  3738301 ttacagcgag catcattggc tcccgatgat atctcgttat tggaaaccca tggaacgggt
  3738361 acttcgttag gggatcccgt tgagctaagc gccattgatc gtgtctatgg tcaacgaaaa
  3738421 acgccattac gtttaggggc gagtaaaagt caggttgggc acttggaggc cgctgcgggg
  3738481 ggatttgcat tagccagggc tgtcgcgcag atacaacaac agaaggcctt tggtcacccc
  3738541 acgctaaata gctataaccc actgatagca gaaaaattat cacgttatta tttcgataaa
  3738601 gatacctgcc cttgggtaat caaacgtgtc gccatcaatg cttttagctt taccggaacg
  3738661 atggctgcgg ccgtgttgag aaagcctacg gcagttgcta gatcaataaa gtcaattaca
  3738721 tcaataaagt cagccacatc aataaaatca gttacatcaa taaatgtaac gaacggtgca
  3738781 atagtgatcc acacccaacg cctgaaatca gatccagggg gtaatctgct ctcctgattc
  3738841 aggagagttt atggtcactt ttgagacagt tatggaaatt aaaatcctgc acaagcaggg
  3738901 aatgagtagc cgggcgattg ccagagaact ggggatctcc cgcaataccg ttaaacgtta
  3738961 tttgcaggca aaatctgagc cgccaaaata tacgccgcga cctgctgttg cttcactcct
  3739021 ggatgaatac cgggattata ttcgtcaacg catcgccgat gctcatcctt acaaaatccc
  3739081 ggcaacggta atcgctcgcg agatcagaga ccagggatat cgtggcggaa tgaccattct
  3739141 cagggcattc attcgttctc tctcggttcc tcaggagcag gagcctgccg ttcggttcga
  3739201 aactgaaccc ggacgacaga tgcaggttga ctggggcact atgcgtaatg gtcgctcacc
  3739261 gcttcacgtg ttcgttgctg ttctcggata cagccgaatg ctgtacatcg aattcactga
  3739321 caatatgcgt tatgacacgc tggagacctg ccatcgtaat gcgttccgct tctttggtgg
  3739381 tgtgccgcgc gaagtgttgt atgacaatat gaaaactgtg gttctgcaac gtgacgcata
  3739441 tcagaccggt cagcaccggt tccatccttc gctgtggcag ttcggcaagg agatgggctt
  3739501 ctctccccga ctgtgtcgcc ccttcagggc acagactaaa ggtaaggtgg aacggatggt
  3739561 gcagtacacc cgtaacagtt tttacatccc actaatgact cgcctgcgcc cgatggggat
  3739621 cactgtcgat gttgaaacag ccaaccgcca cggtctgcgc tggctgcacg atgtcgctaa
  3739681 ccaacgaaag catgaaacaa tccaggcccg tccctgcgat cgctggctcg aagagcagca
  3739741 gtccatgctg gcactgcctc cggagaaaaa agagtatgac gtgcatcttg atgaaaatct
  3739801 ggtgaacttc gacaaacacc ccctgcatca tccactctcc atctacgact cattctgcag
  3739861 aggagtggcg tgatgatgga actgcaacat caacgactga tggcgctcgc cgggcagttg
  3739921 caactggaaa gccttataag cgcagcgcct gcgctgtcac aacaggcagt agaccaggaa
  3739981 tggagttata tggacttcct ggagcatctg cttcatgaag aaaaactggc acgtcatcaa
  3740041 cgtaaacagg cgatgtatac ccgaatggca gccttcccgg cggtgaaaac gttcgaagag
  3740101 tatgacttca cattcgccac cggagcaccg cagaagcaac tccagtcgtt acgctcactc
  3740161 agcttcatag aacgtaatga aaatatcgta ttactggggc catcaggtgt ggggaaaacc
  3740221 catctggcaa tagcgatggg ctatgaagca gtccgtgcag gtatcaaagt tcgcttcaca
  3740281 acagcagcag atctgttact tcagttatct acggcacaac gtcagggccg ttataaaacg
  3740341 acgcttcagc gtggagtaat ggccccccgc ctgctcatca ttgatgaaat aggctatctg
  3740401 ccgttcagtc aggaagaagc aaagctgttc ttccaggtca tcgctaaacg ttacgaaaag
  3740461 agcgcaatga tcctgacatc caatctgccg ttcgggcagt gggatcaaac gttcgccggt
  3740521 gatgcagcac tgacctcagc gatgctggac cgtatcttac accactcaca tgtcgttcaa
  3740581 atcaaaggag aaagctatcg actcagacag aaacgaaagg ccggggttat agcagaagct
  3740641 aatcctgagt aaaacggtgg atcaatattg ggccgttggt ggagatataa gtggatcact
  3740701 tttcatccgt cgttgacaat aaagccagtt acatcaataa aatcagccac atcaataaaa
  3740761 tcagttgcat caatagaacc agttgcatca acaacctggc tatccgatga ggaggcggtt
  3740821 ggttggctgc ccatcagcgc taaaactgaa gccgcactct tggcgacggc gcgccagctt
  3740881 gccgaggtct tgtcacagca tacggcgctt gctcgggcgg ttgtcgctgc gtggcgcact
  3740941 aaacgtagcc atcattttcc catccgtgcc ttgattcaat atcactcatt aagtgatttg
  3741001 atcgcacagt tacatcaagt caccggcgag aaaagtgatc cccgctgtcg ctttgaaaag
  3741061 gcgcaatcgc ccaaacaatg gttggcggga ggggcttttg actgggcagc agtcaccccc
  3741121 tctgaagggg ccgttagtgc tgaggtgttg gcgcttttgc ctctttatcc ttttactcgc
  3741181 cagcgctatt gggctgaagg tctgctggca gagagtaccc ccttatcttc cccttcggtt
  3741241 attgcccatc cccttgattt ttcatttgtg cgcacttggg tggcagagac actcgctatc
  3741301 gcgtctggag cgttatctga tgaggatgat ttgctgagtt taggtttaga ttctttgcag
  3741361 atgttggatc tggtggatga gtgtaaaaaa cgccatatca ctttgacgtt ggcaaggttg
  3741421 tttgaaaaaa caaccctggg agcatgggaa cagtattggg acagtatttg tagaagcggt
  3741481 gtctgcgggg agagtgtcag tgcggttacc ccactcacag aagagcaaac cacggatgag
  3741541 tactggcagg gggagccttt tgtgcttacc cctgtgcagc aagcctattg gcaagggcgt
  3741601 cagaaggggc aaacgttggg gcaggttgcc tgtcaggttt atctggagtt ggattgcccg
  3741661 tcgttagcgg atgaacgtct tcatcaggcg gtgacgcaat tattccaccg tcatgagctt
  3741721 ttgcgtatgc gtattaacga gcaagggatg ggggttatcc aggaaatcga gccggtgacg
  3741781 gtaacgcaat atcactggga tcagctctct gcaagggctg gtgcaaagga gcgctacgcg
  3741841 ctacgggcgc gtttatccca tcgtatggct gatttaactg acgagagtgg gttccaattg
  3741901 attgccagcc atgatgggca aaacacccgt ttgcacatta atgtggacat ggtgattgct
  3741961 gatgccatga gtttgcaaat tctgttggag gagctagggc tgctcctttc gtcgcagaat
  3742021 acgccatttg caccgttgga ttaccacttc ccgcaatatt tgttggagca aaaatcaaca
  3742081 ccatcaacgg gtgagagcga agcttactgg caacaacggt taatcgcagg tttaccgtta
  3742141 gccccgcaac tgccattggc aataaaaccg gagcagatag ataaacctat tttccaacac
  3742201 cgtgagtggc gtttagcgtc agaacattgg gctaaattac aacaaatagc ccgccaacat
  3742261 aggttaacgc cctccatgtt attggcgggt tgttttgctg aaacattacg gggttgggcg
  3742321 aaattgcctg acttttcgct gaacttaacg atttttaacc gtcgtggcgc acatccacaa
  3742381 ttggcaaaat tggtcgctga ttttacgtcc ttgctcatac tggcatgtga ggttaaagaa
  3742441 aacgaaagtt tactggatca tttccgcagg ctgaatcagc agtttatggt tgatctggat
  3742501 catggggatt acagcgcagt gcacgtgttg cgtcagtggt ctcaacagcg gggcgaacag
  3742561 gttactctgc cggttgtctt caccagtaat cttgggcgtg aattgctcgg ggaaaatgca
  3742621 ccaggggcgc tgcattattt ggtttctcag acaccacaag tgtggctaga ctgccaggtg
  3742681 atggagtatc agaaagccct gttgatcagt tgggataccg tggacgcact cttccccgaa
  3742741 gggatgcttg atcagatgtt tgcttttatg cagcagcttc ttcaatccat tgtcgaaaat
  3742801 gagcaagtct tacagtcacc tgttcaggcg tatgtggatg acaaggtgct ggcgcatcgc
  3742861 caacagccgt tatcgggtgt ccacggggtg ccttttgagg ccaaaaccct gcatcagggc
  3742921 ttttggcagc aagtcgcatt ggtcccgaat aacattgctg tcatcaatgc ctccggtgtc
  3742981 ttgacgtata gggaaatggc aatacgagtc ggcgatttgg cggggtactt acagcagcgc
  3743041 attgcacgac agggccatgt gggtatttgt ttacctaaag ggattgagca agtgatcgcg
  3743101 gtgctggcgg tattgtccat tggggcggtg tatgtgccgt tggatattac cgcgccctcc
  3743161 gaacgcttac agcaactgat cgcgcaggcg gatattggcg tattgattag cgatcacgag
  3743221 atatccgcta actgcgacac agtgaatatc aacataacag gcggttttcc atcgcctttt
  3743281 accccgtctg tttttacctc atctgctgct gcgccctcta tttttgtacc ctctattttt
  3743341 gtacaacctg atgagccagc ctatctgatt tttacctcag gctcgacggg ggtgcctaaa
  3743401 gcggtggtgg tgacacatca ggctgcaatg aatacgattg atgagattaa tcgccgctat
  3743461 gttgatgatg ggaagatcat cttgttcgca ctctcggcat taaatttcga tctctcggtt
  3743521 tatgatattt ttggtccttt gtctgtcggc ggctccctgg tattgcccaa cgcgggcgat
  3743581 gaaaaagaag ctaaacagtg gctgtcagca ctgcatcaac atcaagtgac acattggaac
  3743641 agtgttcctg ccttatttga aatgctgctg atcgccgctg agcaaggtac gcaagctttg
  3743701 cctcgttcgt tacaacaggt gttgttgtcg ggggattgga ttgggttaga ccttctcccc
  3743761 aggctgagag cgcttggtag ccaagcacgt ttcaccacgc tgggcggcgc cacagaagcg
  3743821 gccatttggt ctaatgcgct ggatatcgcg gtgatccctg aagagtgggt atccatacct
  3743881 tatggttatc cactggccca tcaatattat cgtgtcgttg accaggctgg cagagattgc
  3743941 cctgattggg tgacagggga actgtggatt ggcggtaggg gagtggcatt aggttattac
  3744001 cgggagccag aaaaaacggc ggcgcaattt gtctctgttc atcgcgcggg gttttatcga
  3744061 acaggcgatt atggtcgctt ctggcctaat gggtgtctgg agtttttggg gcgacaggat
  3744121 agacaaataa aactgcatgg ttatcgcatt gaattagcgg aaattgaagc tgtcgcagag
  3744181 catctggcaa cgattaaacg tgctgtggtt ttatatttgg atcagccaca aaagcattta
  3744241 tacctgtttg ttgagcctca gaatcaggta tccactctct tctccgcaac cgttgatgat
  3744301 gtattacctg aaaccagact tgtaacggat attcgtgaac aagaaaacac gataaccgct
  3744361 tttctgttat gccatgtgct cagcaatgtt ctcaagctcg atctggcaga gtatcagtct
  3744421 acgcaagtat tgcaggaaaa aggggggatt agcgaagcct accaaccgct atttttagcc
  3744481 tggctccatt ggttggttga gcaaggggtt ttactttctc gcgatgacca gtttaaaacc
  3744541 acaggaattc agcccgtacg ccctgaggtg actgaaccac acctgttacc gctcttgatg
  3744601 acgttagagc aaaaagcgtc atggattggc gaggtggtga ctgggcgggg aaatccactg
  3744661 ttattgttgg acgacacgct cctgtcgcca gaaattttag tcgccaatac acatgatgcc
  3744721 caagtggtta ttgatgtgct atgtcagcgc attgctcgtt tatctcggca attacaacgg
  3744781 cctgttaatg tcaccgaatt gaatgggcga acggggctgt ttgccagccg ggtattgagc
  3744841 cggttgggaa ctgaggtgct gagttactgt ttgttggaat ctgcaaattc attgcgtcaa
  3744901 cacgcaaagt atcgtttatc tggctattcc catgaaacag atgtgattgc aacacccgat
  3744961 gaacagcaac aacttgccga tattctgatc gtcaataatt cactacaccg atttgatgcc
  3745021 ctgcctgagg ggattgccat gctgcaatcc ctttgccacg gagggacgga aattgtcctg
  3745081 tttgaaagcc tggcactaag cccactgtcg ctattaacgg tgttgttgtt acaacatccc
  3745141 aatggtttta gggatcaacg gcaaggggca ctttcgccgc tcttggattt acccgcctgg
  3745201 cagtcgttgt taacggattc aggtattgcc atccagcaac tcagtattat tgaaccgtat
  3745261 tctgcactct ttgtctgtca accacagata acgaaagtgc ccgtttcgcg tgaacagata
  3745321 aagcaacatt tacagcaaca tttacccgcc tatatggtgc catcgtctat cacggtactg
  3745381 gagacattgc cactgacacc gaacggcaaa attgaccgga catcgttata taaacaggcc
  3745441 gttgagtatg ggcagctaag ccatgatggt gaagcgcctc gcgtgttatc tgcccaacag
  3745501 aagccgccag atgaacggga acggtctgat aaacgagaac tgtctgataa aaaagaacag
  3745561 tgcgtcgctc gcctttggca gcaagtgtta ggggttacgc cgcaatcaga tagcaacttt
  3745621 ttcctgtgtg gtggtgatag ccttcatgcc acgcgcatcg tggccttgtt ggaaaaagag
  3745681 ggcacggttg gcgtgccatt gtctcaggtg tttttattgc cggtgttaag ggattttgct
  3745741 cacagtctgg cgttccgcca tgcgcctgta caggaggcgc aattagttca ttgtgccgcc
  3745801 caacgttatt cgccctttga gctaaccgat gtgcagcgag catatttaat ggggcggcaa
  3745861 tcggggttcc cactgggtgg cgtggcaacg cactattatc aggaatacga gtatcaggaa
  3745921 tacgaatatc aggaaaatga aatttatcag gaacatgaaa gccatcagca atataaaggc
  3745981 acaccgtttg accgggaacg attagagcgg gccttaactc tgctggtagc tcgtcatgat
  3746041 gcgttgcgta ttgtgtttga tgaacagggt acacagcgtg tgttacccca tcaaccgtcc
  3746101 ccggcgcttc aggttattca ttgcggtgct gtggagtggg aaaccgtgac ggcgactcaa
  3746161 cgggatcggt tgtcacatta tgtctctgaa ccgacccaat ggccgttgtt ccacgcgacc
  3746221 ttaattcagt ctgatgaggg tagaaatcgt ttttgccttg ggctggataa tctggtgtta
  3746281 gacggtttga gtatgcagat cttctttaaa gagttggctg tcttgtatga ggaccatacc
  3746341 gccacgctac cctccgtgga gattggtttc cgcgattatc tgctcgctga atcatcgtca
  3746401 cctcatcgcc aagtctctga ggattattgg cgagaaagtc tcccaatgtt accggatgca
  3746461 ccgcgcttgc cattggtgtg cgatcccgcc ttagtgggca cgcctaaatt taagcgttgg
  3746521 caagctgtct tgtcggcctc tgattggcag atgttattgc ataaagccaa acagcatcaa
  3746581 attacaccct cttgcttact cctgacttgc tatgcccaag ttttggcgaa gtggtctgaa
  3746641 tcagcatcac tcaccatcaa tgtcaccttg tttgatcgca aaccttgtca tccagatatt
  3746701 aaccatatta tgggcgattt tacttctctg ctcttattag gttgtcgaca agagaaaggg
  3746761 gaagggtggt tggcaacggc tcagcgtatt cagcaacagc tatggcgaga tctggagcac
  3746821 cgtgaagttt ccgccgtctg ggtgctcagg gagttaaatc gccagcgggg aacaacccat
  3746881 attcacatgc cggtggtgtt taccagtgcc ttgggcgcac aagtggatgg ttaccctgac
  3746941 agcgcattcc aagcccctct ttgggggatt tctcagacac cgcaattgtg gattgaccat
  3747001 caggttttcg aacgtgatgg cgaattgcat tttaactggg atgtcgttga ggctttattt
  3747061 ccagctggcg tgattgacgc catgttcgcc gcttactgtc agttgttgga aaaactttgt
  3747121 gtcacagagc actggcatga cagcgttgag attgcgttac ctgcgccgca gcagcagagc
  3747181 cggcagaggg taaatgcgac ccatcaagcg atgatatttt cgcctatgca ctgtcgggtc
  3747241 gcgcacgcta tggcggcata cgcccagcag accgcgttaa tttggggggg gcagccgcct
  3747301 cagctatcaa caacttgaac acgctgtgca acggcttgca cagtatttac acgagcaagg
  3747361 ggtgagggaa agtgcccatg tcggtgtagc attaccacgg ggttgtgatc agatcattgc
  3747421 ggtactggcg attcagtggc tcggtgcggc ttatgtacct atcagtgtgg aatggcccgc
  3747481 gtgtcgccga tcacaggtta tcactttggc tgatatccat ttccttattg gtgatcgcac
  3747541 gctgggctgg ccggaagagg tcgatgtgct ttcggtggag agtgaaccgg tttctgacga
  3747601 gcgccccacg ccacgggtag tgagtgcaga tagcctggct tatcttattt tcacgtccgg
  3747661 cagtacgggt gtccctaaag gggtggcggt tagccatggc gcggcggtca ataccattga
  3747721 gtcggtcaat cgtcagcatc aaatcaaccc acaagatacg gccttggcat tatcagcgct
  3747781 gtattttgac ctctccgttt gggatgtttt tggtgtgttg tctgccggcg cgaggttagt
  3747841 ccttattccg cagcaggcac agcgagaggc ggcaatatgg ttatcactgg tccaacaaca
  3747901 tcaagtgacg gtgtggaaca gtgtgccagc gttattagag atgatgctgt tatttaatga
  3747961 acagatattt aatgaacagg atgaacagcc gccagcgttg ccctcgctgc gagtggtgat
  3748021 gctctcaggg gattggatag taccggagtt gcctcaacgc ctgcggcggt ttgcgccaaa
  3748081 tgctcactgt gtcgccatgg ggggggccac ggaagcggct atctggtcca attattggat
  3748141 agcagataca gcgctaaccg ggtggtgctc ggtgccttac ggcgtgccat tgcctaatca
  3748201 gcaattccga attgtgaatg agcaagaaga ggattgccct gactgggtgg cgggtgagtt
  3748261 gtggattgga gggcaagggg ttgcacaggg ctattatggc gatagcgccg gcactgaaca
  3748321 gcaatttatc ctacgcgatg ggcaacggtg gtaccgcaca ggggatactg gccgctatcg
  3748381 ccctgacgcc atcatcgagt ttctggggcg caaggaccag caagttaaaa tctcgggtta
  3748441 ccgcgtagaa ctagaagaaa ttacgttagc cctaaaaagc tatccttcga tcgaggatgt
  3748501 ggtcgctttt gttattcaac acaatgaccg ctctgtttta gcggctgttg ctgttacgcc
  3748561 aacccccctg gataggcagg cggtgaccgc atttcttcgc gagcggctac cggagtatgc
  3748621 catcccctcc cggttagggc attgctgcgc atggccactg acggataacg ggaaacgtga
  3748681 ccagcatgcc ctccgtgcct tcgtcacacc gtctttcgaa ccgaccgaaa cacctcaggt
  3748741 aacccagccc atgacggcta tggagcaatt actgtgcgag cagctccagt tactgctgaa
  3748801 tgtggtgtcg attcaatctc atgacaactt ttttgcgctt ggcggcgact cctttattgc
  3748861 cattcgcctg acatccgtat tgcgccgaaa ctatggggtt gaactcccac tgtggaaaat
  3748921 tttcagcgta cagacaatcg cacaaattgc tttagttatg gagcctgcac accagagtgc
  3748981 agggcgtatt caatttgtgg aagactcaat ttgaggagga atcattatga atattaatct
  3749041 agattcatct tcagcaacac aggccaccga tctactcgtg aaccttgaac aacaggaggt
  3749101 tcgtttctgg ttagagggtg aaaggatcaa atttcgtgcg ccagaagggg tcatgacggg
  3749161 ggcggtgatg gcgtccttaa aagcgctgaa accccagttg gtggcaattt tagccgtgag
  3749221 ggagcagcaa gaaaccctgc ctatcgatac agaaaaccgt tttgtggctt ttccgcttag
  3749281 ccatgtacag gctgcttatt ttgttgggcg gcagagcgtg tttgaatatg gcggggttgg
  3749341 gtgtcatggc tattttgaga tcctcgcacc ttgttgggat aaggctaagc tggaatgcat
  3749401 ctgggaacag atgattattc gccatgatat gttgcgagcc attatcacgc caaatggtga
  3749461 gcagcgtatc ctgccttctg tcgcgccttt cgtgattgag caggttgatg tttcatcaga
  3749521 aaccgtgcgt caggctatgt ctcatcgggt ttatcaaacc gataaatggc cattgtttga
  3749581 tctcaaaatc agtcatcaga acggtaaaga ttgtttgcat ttcagtattg atttgctgat
  3749641 tgctgatttc cttagcgtgc agattttgct ggcggaatta ttcaagggtt atctcgggca
  3749701 aactttcccc gccgcgccac tgactgcgag tttccgcgat gtgatttgct atgaacgcca
  3749761 gcaacagagt gggcgtgcct atggtgatgc gcgccaatat tggttttctc gactccctac
  3749821 gttaccggca tgtccacaat taccgacatg tgtacagtta ccgacaggtt cgccatcacc
  3749881 ggccatgcaa acaaacgcgt cagaaatacc gcgatttgtc cgttatcgcc atcaactcgc
  3749941 tccttcatgt tggcggcgct tgcagcaagg ttgccagcaa caaggtgttt caccgtcagc
  3750001 gtttttactc actgttttta gtgaagtgat tggccgatgg tcggagaacc gccattttac
  3750061 cttgaatctc acggtaatga atcgtcccaa tattcataaa gatatcgaca aattggtggg
  3750121 tgattttacc tcagtcagct tattggaagt cgatttacgc tcacccaaga cggtgtatga
  3750181 gcgagttaaa cagatccaga agcagctttg gcaagatctg gaacaccgaa cattttctgg
  3750241 cattgaagtt atgcgtgaat gggggcggca acaaggcgtg gggcacgcca gaatgcccat
  3750301 cgttttcacc agtgctttag tcggagaggg caaaaatcag gtacaagaag cgatcagcga
  3750361 gactcaactg gatctggttt tcgactatgg tattagccaa acgccgcagg tctggattga
  3750421 ttgtcaaatc atggtgttac aagggaggtt acagctaaat tgggatgtga tggccgatgt
  3750481 tttccccaag ggcgtcgtcg ccgccatgtt ttctacgttt attgacagtg ttgagcgtat
  3750541 tgacagtgtt gagtgtattg acagtattga gtgtattgat cgtgttaagt gcctctgtat
  3750601 ggaggaggtc ggcacgggag aggcactttg tgactcgccc ttgttttggc attcagcatt
  3750661 atcgttgccc ttgcccgaga gccaacagca acggcgcaag caggtcaatg ctacggaaaa
  3750721 aacactgaca ccccgttgcc ttcatgatgg gatattagcc cgcgcagcac agcaaccaca
  3750781 ggccattgcg ctagtggatc cacaacactg ccttacttac gcggccttaa tcacccgtgc
  3750841 gcaggcgttg gccgctaaac ttaatagtca ccaacgctat gcggtattga tggaaaaacg
  3750901 ccatgagcaa gtggtggccg tgttggggat tttcatcgcg ggaagtgcct atgtgccggt
  3750961 ggacatccac caaccgcccg caaggatttt aacaatactg tccgatgcgg cggtcagtgg
  3751021 ggtggtgacg gcatcgccac aagcctgttt ggctgatgcc cattttaggg agatcaatct
  3751081 gtcgctatta gcacagatac ccgatgccat tgaagcaaaa atactgccct tgcctcatga
  3751141 tctggcttat gtcatttaca cctctgggag tacaggccaa ccgaaaggcg tgatgatcag
  3751201 ccatgatgcg gcctataaca cccttgccga tatgcaacag aggatggccc tcacccctga
  3751261 tgatcgcgtg ctggcattgg cgcgcttaag ttttgatcta tccgtttttg atatttttgg
  3751321 tgtgttgggc gcgggagggg cattgatttt ccctgacgag ggcgatctac agaatccggc
  3751381 tcgttgggcg catgacattg cccagcacca gataaccctg tggaactcgg ttcctgcaca
  3751441 aatgaagatg ttaacggact atctgcgggc cgagcagata acgctgccat cactgcgtta
  3751501 tatcttgctt tccggggatt ggatccccgt taacttacct ccagcgatcg cccagattgc
  3751561 gccacattgt actcaattgg cattgggcgg tgcgaccgaa gcggcgattt ggtcgaacta
  3751621 ctggcggata gatccgcaaa taacctaccc cgtcagtatt ccttatggtg ttccgctaac
  3751681 caatcaacaa tttagggtag taaacccttg gggagaggat tgcccggatt ggggggcggg
  3751741 ggagctgttg attgggggcc gaggggttgc tcaaggctat tggcaggatg aggctaaaac
  3751801 acaagcgcat ttcttcattg atacgcaagg tttgcgttgg tatcgaaccg gagatttagg
  3751861 gcgttatacc tcagaaggtg tcattgaatt tttaggacgt cgtgaccacc aaatcaaagt
  3751921 gcgtggctac cgtgttgaga cgggcgaaat tgaagcacag ttattgaaat tacctgaggt
  3751981 ggcgcaggct gtcgtcatgc agaccacaca agctatacaa accgaacaag ccgaacaagc
  3752041 cacacaaatc gcacaagcca cacaagccac acaagccaca caagccgcac aaaccacaca
  3752101 aaccacacaa accacacaaa ccacacaaac cacacaaacc acacaaaccg cacaagctac
  3752161 acaaatcgca caaaccacac aagctataca aaccacacaa gccacaccaa ccacacatac
  3752221 agaattgcag gcttatatcg aggcggcaca ggttgctgct gcttcagact atacccagtc
  3752281 acttcgggaa caggggcgca ctgcactggc acatcttcag tctgctgctc aacaagcggg
  3752341 ggatgcactg gataggccgt gtatcgacag attattcagc ttactggata aagtggcatt
  3752401 aatgcagatg gttaaagcct tatcagatat gcaaacagtg aatacacatc atgctgtgac
  3752461 actggatgcc attatggaaa aaggccaaat cgcatcggta aatcgtcaat tactacgccg
  3752521 ttggttgcgg gcgctgacac agcaccaata tcttcaacaa attaatgata cttatcgctt
  3752581 aatcagtgtg gtcgcggagc aggagattag gctttgctgg cagcaatgtg agcaactcat
  3752641 tacacagctt gatgataata gggggttgct cacttatctg gagcgtagca gccaatgttt
  3752701 acctgaactc ttacagggca aagaagatcc cctcaatctt ctttttcctg atggtcgcct
  3752761 tgacgtcgcg acacaggctt atcaaaacaa cctcattagc cagtttatga accgcctgtt
  3752821 gctcaaggcg gcggagcaga aggtaaagaa tcaggctcaa gggcgggtct taaaggtgtt
  3752881 cgaaatcggg gccggcgtgg ggggaaccag taatgtgttg atccctctat tcgccgaggg
  3752941 gaacgcggaa tataccttca ctgatatctc gccttttttc ttaaatgaag cgcgaaaacg
  3753001 ttatcaacat tatgacttta tccattatca actgtttgac tttaaccagt cgccagtaca
  3753061 gcaagggctt gattgcggac agtatgattt agtggtcgct gccaatgttt tgcataacgc
  3753121 gattattgcc cgtcacgggt tgaataactt acgtcaactg ttagcacccg gtggttggtt
  3753181 gttaatcatt gaagccacgc gggacaatta tcagctgatg acgtccatgg aatttaaaca
  3753241 gggattaacg gcgtttgaag atgagcgtct tgcattggac tctccctttt tgccacaaca
  3753301 aaactggata catgcactac aggatgtagg agccgaaatg ctatgggcct atccacccac
  3753361 ggatgatgtt ttacataaaa tggggcaaag ttttatattt gcgcaattta atagccagcg
  3753421 tatgtcttgc gaacctgatg ccttgctggc gtatttgcag caacaattac cggactatat
  3753481 ggtgccagct aaactggtca tattggataa attgccggtt tctgccaatg gaaaaataga
  3753541 tcgcaaacag ctaccacggt tacctgagag ccaacaaagg caagccccag cgctgcagga
  3753601 tacggattca ccactggaga agacgttgct tgctcttggt cgtaccctca tagggaataa
  3753661 tgccatgggt gtcgatgatg attttttcac cagtggcggc gattcattgc tgattactca
  3753721 gtggattaac caagtgcgag aagtcttggg tgaagataag gtgccatggg aggggtgcct
  3753781 acggcaggtt ttacagcaac ctaccgcgcg ggcattggcg gcttatctcc gcaatatccg
  3753841 ggaggaagag cccgagagtc agcgccccca aatggcggtg acgtgcctga aagaaagtgc
  3753901 gtgtttgaaa gaaagatcgg gtttgaaaga aagatcagag gaaccggtgg tcatcctcca
  3753961 cgaagggagc ggtaccgtat taccgtattt atccttagtc gataaattat ctggccctat
  3754021 ttatggggtc aatgttaccg acagcgccgc ttttctctcg attcctgcag aaagattaat
  3754081 ttgccagtta gccagtacct atctacctga aattcagaag gtgggtgatc agtgccattt
  3754141 agtgggatat tgcatggggg ggctactggc ttttgaaatt gcccggcagg cattggaaaa
  3754201 tggaaggccg gtgagttcgt tgaccattat cagtagctat caaattccat atcacatcaa
  3754261 cgatcctttg atgattgatt tggtgatgag ttggacgtta ggtgtcgaac ctccctggaa
  3754321 tttgctgaag gctgatttag aaggtattta tcacgccatt ttggccgaca aaccggcggt
  3754381 gattaccgtg aatgccgtcg ttgaacgtgc aaaagcgaat gggttaaccg ctctggcaaa
  3754441 tgagtacgcc tgtcttcaac aacaatctaa tgaggtgcgt ttatcacaat tgctaacggc
  3754501 aattgaacag cactcaacag catcgtccca cgtttctcgc cagccgtttg atgtgttccg
  3754561 ccacagtatc caaggcgtgt gccaatacca gccaaactac tttgccgggg atatgacttt
  3754621 tgtttgccaa cagggggata cctaccttct gcctgcttta caacaagata tgacggcatt
  3754681 ttggcaaact tactgtcttg ggcagataaa ccgcctcacc ttgccaggcg atcactttac
  3754741 gtgcctgtcg gcggataata tctcgccact cattcagcat cttgaacaat gcaaaggagt
  3754801 gcggggatga gacagccaaa aactattttg gtggttggtg ggcagggggc cgtagggcaa
  3754861 gcggctgtca cgcaattgtc tcagcgaggt tattgggtga tcaccgctgg gaggcgggaa
  3754921 catcctaatc atccccatca tattgtattc gatctctttg atcataaagc ccttgctgat
  3754981 agctgccgtc aggtggattt agtgctaaac gccgctggcc ctgcctctga tatcgaagcg
  3755041 catattgccc tgacggcatt agccgagggg aaacattatg tggatgtggc cggtgatcct
  3755101 gttatcgaac gaacattatt agtgccgatg gcggcctctt cctcggcctg tgtattgggg
  3755161 gctgggttta ttcctggatt ggccgccatg ttaccgcggt atgccgttga ctgtttgtcg
  3755221 cctgtgactc agctaacggt ctacagcgga ggtatcgaga cctttacgcc gacctctgcc
  3755281 cacgattttc tgtccagcca atacacgggc cgggcacagg gtaaaagcgg ttatgtgtgg
  3755341 tatgacggag ggttgtgtaa agagagtctg aaaaaagcgg tatcgatacc aacagcacaa
  3755401 cggctatttg atgctctgcc ttatttcagt tttgaacatg agcggctggt cactgtgcat
  3755461 tcgctctccc atcttgctgc ttataacctg atcgccgatc aacgcttact cgttgggctt
  3755521 ggcggggaag gggggggggc ggctcaaaca ctgatagcct ttagccaaca attgacgagg
  3755581 caagaggggg agcaacagca tctctttatg gtagcgaagg ggttattagc cgggcagcct
  3755641 gccgcattgc aacttcaaat ccgctttact aacagctatc aattgacggg cactattgct
  3755701 gctttggccg cccaccacgt gttatgtacc caccgtgtgg gattgtattg gttaacggac
  3755761 ttactgccca tcaaggtatt gctgtcacaa cttaatgcat tggctttatt cagtcatttc
  3755821 catatccact gtcaactcga taataacgca gtgaattttc aggagggggc attatgatcc
  3755881 aacctcaaaa aatcgtggtc tgcggcactt tatttgggca ggtttatctc tccgccttta
  3755941 agacggcctt tgagggggga gaactggcgg gcattctcgc acaaggaagt gagcgttcca
  3756001 ggcaattagc acacgcctat ggtgtcccac tatatcatca tgttgatgaa ttacctgatg
  3756061 atataaatat ggcttgtgtg gtgatccgct ccactatcgt gggggggaaa ggcagtgaaa
  3756121 tcacgaaggc gttattaaaa cggggcattt cagtattaca agagcatcca gtttgtcttg
  3756181 aagatgtggc tgagtgcctg aggttggctc gtcaacaggg ctgccattac caggtgaata
  3756241 cgcattatcc ccatgtgccc gcagtacgcc aatttatcgc ctatttgcac gaggccatgc
  3756301 aaacccaaaa accgtgtttt attgaggcaa cttgcggggt tcaagttatt tgcgggttgc
  3756361 tggatatcat tgggcgtgta ttgggggggc atttttcacc ttatggtttt agcgtggcag
  3756421 gcggtgacgt gttactgcgt tcactgctgg aaaaccctgc gccatatacc cagctacagg
  3756481 gtgtgattgc gggtgtcccc cttaccttaa atttgcaaaa tcagttagac ccagccgctc
  3756541 ctgataacca ttttcatatc atgcaccgcc tgtgtgtggg gttacctagt ggcaatctac
  3756601 tcttggtcaa tacacatggg ccggttatct ggagccccta ttttcatatt ccgagggtga
  3756661 gaactccttt cggctgtcgt gaggttatcg accccgatga cgctccacac tattttttgc
  3756721 cccccctgag tcaacttttt tcacaggaaa gtgacaatct gttaagcgtc ttgcatcacc
  3756781 agtggccctc ggcgatacgt catgctctgc gagaatttat cgagcaacag cagcattcgt
  3756841 cacctgctta tgcgcaattc ctgctctcgc taacacaagt atggaaaaca cttatggaaa
  3756901 aagtcggcaa tccagaaagt gtgcattttg tcgaaccgat gatggcgtca cctaaggtgg
  3756961 cgacattttt atctcaatgg cagggagagc gtgatgattg aacgcctttt tcgattgata
  3757021 aaaccgggaa cgcgtcagca aatggtgtgt tttcaccatg caggtggttc agcggagtat
  3757081 tttttgccgt ggaaaacgga tctgccaccg gacaccgcct tgtatgccat tcaacttcct
  3757141 gggcatggcg ggcggattaa cgaatcgcta ttgcacaatt tgcatcaaat ggctgatgtc
  3757201 attgctcaga gttatgttta cctgcctgtg cgtgacacgt ttttctttgg ccacagcatg
  3757261 ggggccgctt tggcttttga ggtggcattg cgcttacaaa aggcggggcg aggcattacc
  3757321 acgctgtacg tctccgggcg attacctccg cataaaaata ccaatacgga tttttaccgc
  3757381 cagagtgatg tgagtatctt gaacaaaatc acccaattgg gtggcagcac attggactac
  3757441 caacagccag aactgaaaga cctgctatta cctattttta gggcggattt caccgcgata
  3757501 gagacctacc agcgccaatg taccgaactg ttgaattgtt cggttatggc ctgtgtggga
  3757561 gagcaggata ccgaagtgtc ggtgaggcaa atgagtgagt ggtgtcaggt gactaagggg
  3757621 gcttttcggc tacaggtgtt ccccggtggg catttttatc ttaatcatgc ccaaaaaaga
  3757681 ttattggcat tcatcaacca gtctgttgcc gcgcagcaat caagcaagga atgcaaggag
  3757741 tatcacgatg aaatataacg caaatattac cagtttattt gggttgtcca gtttatttgg
  3757801 attgttcagt ctatttggat tgtattgcgc gcaaggtgtc cccctcgggt tggctatctt
  3757861 tgccctaccg ggaattttac gatccttggg ggccgatatg cggctgattg gtttggtggg
  3757921 gctgagtatg ctgccttggg cgtttaaaat gctctgggcg tcatttattg aaaaccataa
  3757981 accttggttt tttaggggct tacccaccgg tttagcatgg attcaattct gtaaagtgtg
  3758041 ctctttgatt gccatgacgc tgctatggtt ttttgcgcca gagacacatg tattggcgtt
  3758101 gttattactg gtcacgttga ttaatttttt ctatgccagc caagatgttg ctgtgggtgc
  3758161 actggtggtg agggtgtttg ccgggagccg ccacgttcgt gtgaatgtca gtcaaatcgc
  3758221 gggctttagt ttgggcatgt tattaggtgg tgtcgttagc ttatatgttt tcagtgtttg
  3758281 ggggtggtcc gtcaccgtgt ggtggttttt gttgttacag ggactttgtc atcttccttt
  3758341 tatgtttcat ctaggtcggt ttgcagcaga aaataaattg ccagtgatac ccggcagtgc
  3758401 atcgctgtgg aagatatttc gccgtaaagg ttgggtgcca atcgttgtta tggcggtcgt
  3758461 cttcaaattt gccagcacca tgggggccgc tttggtttcc ccattattag tggatatggg
  3758521 ggtaagtctg gagcaaatag cactgctggc aggaggggtc ttgattatca gctatatcgt
  3758581 gggcgctatc ttatccggcg ttctacatcg ctggttttcc agcccacagc ttacgatttt
  3758641 tggcttattg gggagcatgt tgtgttggtt ggggatgaca ttatccctct ctttttccgc
  3758701 tcacaattca ttgcctgttt ttgtcttttt cattctggaa ggtttctttt ttaatctttg
  3758761 ttgtgtatcg atctttgcgt ggtttatgtg ttggagcgaa ggtgacgagg atcaaggtat
  3758821 cgttcagccg ggtactgatt ttaccttgct gcaatgttgt gaagtccttg gtggcagtat
  3758881 tgcgatggtt ctcagtggca cattagccta ttacttgggg ttcacctatg cctttggggt
  3758941 tgccactgtc tgtgctttct tggtggtttt attgaccctc tattgttttc gtcgtagtca
  3759001 gtcggcttat gcggggttcc aaaaggatcg ccacactgtg gagatagggt aatggacacg
  3759061 caagcaagtg cgtttcggtg gttgatacaa ctgctgagta cgcaacataa acgactcgcg
  3759121 ctctcgatga tactggcggt cggttactct ctgttatcac tggtgcctta cgttttaatc
  3759181 tatcaattaa ttgctaattt tctttaccac ccctcggctg caacttctca gctttggtgg
  3759241 ctggtgggga tggcggtact cgcgctggct ggcaaggcta ttttgcaatt ggcctccggg
  3759301 ctgttatccc atcaggccgc ttttcagttg ttatttgaat tgcgtcgaca ggtgattgaa
  3759361 cgggtagggc gtttgccgtt gagcgtcagc catcagcaca ctaccgcgaa attaaaaaaa
  3759421 atcatttctg atgatattgg gcgtattgaa acctttgtgg ctcaccattt acccgatatg
  3759481 gcggcggcaa ttgtcacgcc tattgctgcc gccattttac tgtttttctt tgattggcgt
  3759541 ttggcgctgg tggcgctgat cccactgcct attgcgtgcc tgctgcaatg ctggatgttt
  3759601 caaggattta atcagcgtat taccgtttat tatcacgtgg tggctgattt gcacaccagc
  3759661 atcgtggatt tcgtcaaaag catgccattg gtaaaagcat tcaatatgac ggtcaattcc
  3759721 catcaacgtt ataccaacgc ggtgaatgca cataatcaac tggtcaggga gtggttaacc
  3759781 gagacccgca cggcaaccgc gttgtttaag ctctctttag atctcggttt attgtgcatt
  3759841 atgcctgttg gcatcatgct tttttcccaa ggggaagtga cattagccgt gatttttatg
  3759901 tttatgttgt tgggtattgg cctgatggaa ccactgtata acttgttacg ctttggtaac
  3759961 ttgttcagtg cattactcaa aggggtggag aatattcgtg agtttgctca cgcgaagcct
  3760021 caacgggaag ggcaaactcc actgccgatt aaacactatg atatctgttt caatcaggtc
  3760081 agttttcgcc acccagacgc caaagaaaat actcttgagc agttatcttt tgtggcaaaa
  3760141 cagggggaga taaccgcatt ggtggggcct tctggtgcgg gaaaaagcac ggcggcacag
  3760201 ttgattcctc gtctctatga gcaccaaggt ggtgatatct gtattggtga tacccctatc
  3760261 gagatgttac cactcgaaca actcatgtct ctgaccgctt ttgtgtttca agacaccttt
  3760321 attttcaatg atacggtcat gaataacatc cgtatgggga atgattcact gactgaggcg
  3760381 gaaatcatca acgccgcaaa agcggcctgt gcggatgatt ttatcgaaca actccccgag
  3760441 cgctaccaga cggtcattgg ccctgagaca ttgagtggtg ggcaggcaca acgtatcgca
  3760501 attgctcggg ctattgcgaa aaatgcccct atcgtgctct tggatgaagc aacggcttat
  3760561 gccgatgccc gtaacgaggt ccgcattcaa caagcacttt ctgatctcat taaagacaaa
  3760621 acggtcattg tgattgcgca tcgcctcaat acgctaatac acgttaatca tattatcgtg
  3760681 atggccgagg ggagaaaagt cgccgagggc actcatcaaa cgttactggc aacccattcc
  3760741 ctttatcaaa acatgtgggc tgcgcatcag gccgcaaaaa tatggcattt ttcaacggat
  3760801 gccaaggcag tctcttatga ttaagttatc aggtttaagc acgttaaccg gaggccgctt
  3760861 aaaggggctg aaaggcatgg tcagtattgc catcattgat gcttttctgg catcgctacc
  3760921 ctatgctttt ctctattata ttgtgttgga tatgttgtcc tctcaccctg atgccatcta
  3760981 tcaacttaaa ctgaccggat tttgtgggtt attgatgttg gtccgagtga tattagccag
  3761041 agtcctgtac ttccatgtcg caattattgg gttcgatgca ggggctaaaa ttcgaatacg
  3761101 tcttggtgag cacctacgac gtttgccgat gggttttttc taccgttcgg atatgagcag
  3761161 tgtcaataat acgctgctaa aagacattga tatgatcgaa aatattttca ctcatctcta
  3761221 tgcgcccatt attgcgactg cttcggtgct ctgtttcttt tccttaggac tcttgctaaa
  3761281 agattggcgc atggcgttag ccatgctttc aacgttaccc ttggcggtat gcgcatatat
  3761341 tttgactcgt cgttatgccc agcgttggca ggaatatatg cagctattaa tgtttaaact
  3761401 taatgatgca ttgatggaat acattgatgg cttaaaagag ttaaaagctt accgtatgac
  3761461 aggggccgct tttcagcggt tatcacaggt attaaccacc acctatcaac aatcattaac
  3761521 ggcagaaaaa gccggtgtct ggccgatcta cagttttaat gtattggttg agtgcggctt
  3761581 tattgtgttg ttggttgcac tcacctgggg ctgggtaggg gggaggatcc ccttgtctga
  3761641 agtattgatt tttttaattg ctgcagtacg gtttttccgt cctttactca acatgtcgat
  3761701 gtttttggca gagctaaatt actttgggtt agccgtagag cgagtcgaaa aggtttttgc
  3761761 tattcctgaa cttgttcatg gtgatttaca gcctaatatt actgatatgc ggattcgatt
  3761821 ggataatgtt tgttttgcat atccggataa accattgcta tttaatcatc tcaatctcac
  3761881 gatagagaaa aataagatta ctgcattggt cgggccttcc ggttcgggga aatcaacact
  3761941 ggcatcatta attgcacgtt tttgggatat tgaacaaggc catatattgg ttggcgataa
  3762001 agctaatgaa atgagtcttg cagagataga tgtggactat tggcagcgcc atttaagcgt
  3762061 agtcttccaa aaaagctatg tgttaaatga gacgatcgcc aataatttaa gggttgcctg
  3762121 ccctgatgcg acgaatgagc agttgctgtc ggtttgccgt gcagcacaac tcttgccatt
  3762181 gcttgataag ctcccctcag ggttagacac cgagatcggg gcgggtggtg tgcatctctc
  3762241 cggtggggag ttacagcggc tggccattgc cagagcttta ttaaaagatg cgcccttgat
  3762301 tattttagat gaagccaccg catcactcga tccagaaaat gaacaagata ttcagttggc
  3762361 aatgcaagcc ttaatccgag ggaaaaccgt gctggtgatt gcgcataaat tatcttctat
  3762421 tcaatatgtc gatcatatta ttgttatgga tagcgggcag attgttgaag aaggggacca
  3762481 ttcgacactt attcagcatc aagggcttta cgctgaatta tggtcattac aacagcaagc
  3762541 acaagcctgg caaccaggga gactgggtga atagaggcca tgcggtgggt atctacggta
  3762601 tctgaattga ttcattcagc gcattgaata ttggtttttt tggctggaga gtgatgacct
  3762661 tattgttcgc tagaccgaaa tggtcactgt ttcagatgac tgaccaagtc cccacggctg
  3762721 agagcgccgg tagatggtca ataagcctaa ccccttccct gggggcttga gccacgctat
  3762781 tcctggcgcg gacgctttac tcttctgcct acccatagct caacgttgtc ttatcggggg
  3762841 agcagtttga ggcgggaaaa ccggcctgta tcagtaacca tcgagtacgg cagggattag
  3762901 ttgtaatcca ccgttaactg gaagccctgc ataccatcga cagaaccggt cagttgtgta
  3762961 ccgtccgcgg cggtattcat tggaacacta aaatctgcat tagacacact ggttacaaag
  3763021 cccgttgtcg gtgcggcaac actatcagtc gcactgtctc ctagtaagcg ccagttgtaa
  3763081 tggaccgcat tggttaaatc gatcactcca acggcttcgc tgtcccacag tttgaacaca
  3763141 taaacattgt ttgcggacag aattgtttct gaaccaagca ggttgttggt aaacagggta
  3763201 tcggtgctca ggtaaatccc tggtgtcacg ttcgaacctg gtgctatagg accagggcgt
  3763261 gtggtcgtac caccaccacc ggtactggta tcagcaacgg aaatggtctg accgcttatc
  3763321 ggatcaccgg acgctgaaaa ttcctgtatc accaccttga tcgcatccgc accaattgct
  3763381 gtagcaggaa tgatcagcac actccttcct ttgccatcgt tagttttagc cgggctgtta
  3763441 gtgatattgg tcgtggcaat ctgagtatcc acccccccct tggtatagta ccagttcaca
  3763501 tagtttatgg aattatccag atcttcgtca gcgtcgttgt aggtataggt tagagtgatg
  3763561 gtgtcaccac tggccagtac cgctcctgtc gcattgctgc tcaggtccac ggcatgcagc
  3763621 gcactatttg atggagcact caaggtgggc gcgcttccct ggatggcacc cgccacggga
  3763681 atgagcacgg cataagcgtt gcttatggtg caacctgcta acatcaacgc cagggccaat
  3763741 ttttttaatg taaatttgtt attactgcgc atattatatt tcccttagta agaatatctt
  3763801 tttaaaataa aaatacagct cccttggatg ggattgtttt tggtttttat atgatgttaa
  3763861 acgagattta tcctaccgta attagtgaaa aataaaaatg ctattgatca ctgactttta
  3763921 ttttttactt tttattttta cataaaataa ctatttatat tattttatgc ttaatagtta
  3763981 agcatattta ataacatata tatatattac aggagagggg ttggcttgat gctttctttg
  3764041 taatcaattg atttgcattg attttatatc tttagttact gtgttgttac tcatatggtt
  3764101 aatagattaa ccgttgacag aatatccttg agttcaacat aataagtata ttattaaagc
  3764161 agttgtatat taatttttct aacgagtcag tctctggcgg aggttattca tacagtggga
  3764221 ttaatggtat tttttcgacc aagagcgttt tttataacca ccccaatctt acttttaata
  3764281 tcggcttgtt catcactttt atagaggata tgggcggagg tgttgtaaga catgttcagc
  3764341 ggtaaaagtg ccccctttga cctgagaata atgaaaatgc caggtgtgcc actttgttga
  3764401 ttcttgtaag cctgataggt ttgttccagt gtccgatgac aataggacga gtcggcatca
  3764461 ataaatacca ttttggtgtg ccaatcagca tcatcggcga gagttgcatt agcgttgaca
  3764521 tgacaatcca tcagggcttc tttgagtaaa ataaacaagc cgtgtcggaa ataattgtct
  3764581 gttgtcttta ttatgcaact gaacatagtg cctcacagaa ataaaaacta atatactcgt
  3764641 catacttcaa gctgcatgtg tgttggctgc tttcgttcac ccagtcactg acttatgtca
  3764701 atttctgggg aggttatgcc atctcgcttt gctgccttca tgtaactcaa attatttaga
  3764761 gcataagtaa tataaaattg attattgcca tataagcagc cggtaaatca aattattaac
  3764821 cgctatagcc ttgtggaagt taatgtgtct tttaatctat cctgttaaat atcgtacacg
  3764881 tgaaatcaat tttaacaaaa cattaaatcc tgtaatgcca gaacgtaaaa tatcatgtca
  3764941 atatgtagcc gcattgccag gtctgttaag gtaaaaaact gcttgtttta atttattcga
  3765001 tttaaaagat ctaaaaatca ccataattca gtgtttaata ctaattattt gggttgtgtt
  3765061 gattttttaa aaatgtatgt tactaaaatt aagatattaa tgctttttat aattatcatt
  3765121 tttgattggt aaacttatct tgttgttatt taagtgttat ttttttattt gttaggtttt
  3765181 tttaggtggg attgttgata tttaataagg ttaagttatg tggtcatata ttattcaata
  3765241 tagtgtaaat ctgaatagtc ttacaaatat gtaggcagag gatatatata tattctgttt
  3765301 tcccacactg cataaaatga ttcttcacat tttgcgtcag gatcactgta gggtaaaaaa
  3765361 atctaattta gtgcctggtt tgaatttagt tagatgagag gaaaaatgaa aaattgatga
  3765421 gggcgggcaa tagtgaaaaa tagtgctttg tgaaaaaaag atctaacgca tgaaaatgct
  3765481 ctacggcgaa taaaatcgcc atcttgtggc aataacgttg taggtcctct tagcgtgctg
  3765541 tctctaacca tcaatgaaac tgaaatagcg catcacgatt gattttcgtc atctaacgtc
  3765601 atcatctccc tcagcgaggt caccactctc tgtacactgg cttcaatgag aagaattctt
  3765661 aggtatatac ccgtcatact tcaagcggca tgcgcattgg ctgtccccaa tcactgagtg
  3765721 ttgttgatct taaaataaag ttgttgacct taaaataaat aagcgcctgg ggattaatga
  3765781 acctcatctt tgagtccaca ccctgcgggt aacataaatg cggttcaaat gggttccaga
  3765841 cccatttgtc tctcgcttgc cgccttcctg tcactcgatt tatttagggt ataaatctta
  3765901 attttgcgat ctgtccgaca acttggttaa ccaatacttc atttggttat ccacttagtg
  3765961 atatctgtaa taccaaagcg taggcctcta caggctgagt agcttggatg acaaggcatc
  3766021 ttagactgta ttgccagtct gaaggtgaat ttgaatccat aaaaacaatc aaatttggtc
  3766081 cgaccaatat cgcggcggat acaaaagcaa gaatactgag attcaactac tggggaaaac
  3766141 aagagatgga atggattaat atcctgtggg tcatgttggg tattggctta atgctagtgc
  3766201 tcaatatccg ctaccagatt aactcaatgg tcgcattgct gctggcagct ctgctagtag
  3766261 ggactctcgc gggcatggac ctgcttaagc tgctgcatac cattaaggct gggtttggtg
  3766321 gcacgctagg tgaactggcg ataatcgtcg tatttggtgc ggtgatcggc aaactgatgg
  3766381 tggactctgg cgctgctcat cagatagccc agacgctatt gcgccgattc gggcttaaat
  3766441 atgttgaagc cgcggtaatt atcatcggcc tgatctttgg tctggcgatg ttttatgagg
  3766501 ttgcctttat tattttggca ccactggtca ttgctattgc ggtcgaagcc aagataccgt
  3766561 tcctcaaact ggcgatcccg gcagttgctg cagcgacgac ggctcactcc ctattcccac
  3766621 cacagccggg gccggttgcg ctggttgccg cttatggcgc agacatgggg atggtttata
  3766681 tctatggagt tctggttgct attccttcag tgatctgtgc cgggcttatt ttgccaaagt
  3766741 tcttgggcaa tctggagcgg ccaattccga cgttcctgaa gtctgacaac ccgattgatg
  3766801 aaaacaatct gccgtcgttc agtacctcga ttttggtacc gttaattccc gctttcatca
  3766861 tgatttttac caccatagcc aatatctggt tggttaaagg gaccacgtcg tacaccattc
  3766921 tcaatttcat tggctcatca cctattgcca tgtttatcgc catgttggtt gccttcgtac
  3766981 ttttcggcac cggacgcggt cataaaatgg aatgggtcat gcactcattt gaaggggcgg
  3767041 taaaaggcgt tgccatggtc atcctgatca tcggtgcggg cggtgcgcta aagcaggtga
  3767101 tcattgatac cgggatcggc gatacgattg gcatgctgat gtctgctggt ggtgtatcac
  3767161 cttatattat ggcttggctg attacggtgc tgattcgtct gacaacgggc caaggcgtgg
  3767221 tttcggcgat gaccgccgca gggattatcg gtgctgcggt aatggacccg gtcactggga
  3767281 ccattacctc agtcgatccg gcactgttgg tgctggcgac agcggcaggt tctaacacct
  3767341 ttactcatat caatgacgcc tcattctggc tgtttaaagg ttattttgag ctgtcgatta
  3767401 aagatacgct gaagacttgg ggcctgctcg aattgaccaa ctcggtggtt ggtttggcgg
  3767461 tggtactgct gatcagcatg tttgtctagt ttagggtgag ctaactgtca ttgtcgcgtg
  3767521 taggcgaatt ggcaagttaa tcattggcaa cttaagcatt ggcaaatcat cgctgacaat
  3767581 ttacacccag ttacggtgtt ggttgtttta tcagtggctt agtgttccta cggggcgcta
  3767641 agccattaaa cgtttgggat aactcgcgct atttatccac taattcatct ccgctctcct
  3767701 tttcctccgt tttttccatt cgatagaaac atcagataga tcgtgaaccc gatttgaacg
  3767761 cgacttgtag tgacgtcgta gaggcgagtc tcttggatga gctgagtaac gaacgtcgcc
  3767821 aacgcatggc agcttgaagt atgacgggaa tatttacacg gttaattcat gtgagataac
  3767881 acatatatta tctatactaa atagataaaa acatttaaat atgaatgata ttgatcttta
  3767941 atattgcatt ttacaggatt aaataaagat aatgtgactg attaaatcac gaaaataaaa
  3768001 cgctcgaaac gacgtagggt aaggaaaatc tatacttttt agtcacagga atcagtattc
  3768061 agcttcatat atcggcatcc ctatcattta agtgtcaggt aaagtattca tctgatctga
  3768121 gcagggaatg tttaaaatat aatcatgcta catgttagtt ttcatttttt ttcttgatga
  3768181 aatatttatg tgattgattt gattatttat tattttaaat gggaattttc ctacaaataa
  3768241 cgagacgtgt cctacttatt gttttttctc tttctattac tatctatcct tataaatggt
  3768301 tacttcactt tagtgaccca acaaacgata gaacgtcttc catccccatg tttgctgatg
  3768361 atattgagat aatgtcagag ggaataattc tccttctgga ccctattggt gtctgaatta
  3768421 tgcaatatca gcaaccccta gtgatatgcc atgtctgcga taaattcagg caattaatag
  3768481 agtacattta tgtatataca atttagagag cctatttcta cctcacccgc tcaaccggat
  3768541 gcagggcacc gacacctctt cagttgtgct cctgcagccg cgattaatcc catcacattg
  3768601 gcgattattg ttgcgttctc cgccctcgtc ttgccacaaa ccgcacgggc gtcgtgtaat
  3768661 agctcggggg tgggcaccta tgtttgcgaa ggtgaaaatc atgctgggat catcttgagc
  3768721 ggcacagata ttgccgttga gacccagccc ggttttagca tcacagagcc cggaggtgcg
  3768781 gatcctgcgc tctcgttaat tggttctggt gccatcagct accttgatac caacaggtct
  3768841 gcgcttgata ccaccggtgc cgattctttg tatatccaga atgatacctc gatggctggg
  3768901 caatcgacgt ccattaatat tcagtccaac agttcgattg gtagcggtat caacattaac
  3768961 aaccgcagtg gcgctgatgc ggctatacag atagatctct ccggcacgtt atccggtaac
  3769021 caaaatggct ctgcggccct ctcaatccat tcatcggctg agggtaattc tgcgttcata
  3769081 ttgaatctcg atgctctgtc tggttctatg ggtctgcaga gctacaatga ttcacgcagt
  3769141 ggaatagcca ccactaatat caatattgtc aacgatatta acgtcgaata ttcgggtgcc
  3769201 tctattaaca acaccggcaa tggcgagacc agcataatta atttcaactc aaaaaatatc
  3769261 acgacagaat tcgatggctt gaatgtttat aatacgaatt atgctggggc ggcgattacc
  3769321 aatatcaata ttgatggcga tatccgttca gccaatagcc aagctgccac tttttataat
  3769381 agtgcttatg agggtccttc aagccttagg cttcgggcga accatgtcac gggtgaatat
  3769441 gctggccttt atatcagcaa tgatagccgt aagagctcag cgataaccga tatcctgttg
  3769501 accggggatc ttacgtctac ttcaggggcg ggtctcgtgt tcaattccta tgtggaagag
  3769561 gacgacatcg gggcatctat caagttaaat aatatctatt cttactacga agcgctcagt
  3769621 ttaagtgcaa ataccttaaa tggcgacatg cagtttgacc ttgatatttc aggcgatatt
  3769681 gttaacgaat atggtaccgg aattttaatg atggggatgg cttctgaagg taactccacc
  3769741 ataatcatca atgcgaataa tattaattcc ggcagccaat cgctcaaagt taacaactat
  3769801 agccatttag gaaccgccgt ttctgacatt accgcaaccg ggcatctcgt ctctgaacag
  3769861 ggggtagggg caatattcag tacctatgtc agtcaggggg atgctatcgc tgtcattaat
  3769921 ttaaatgaca tcactgctgc gggcagtagt gtagagatag acaccatagc gagtgagggg
  3769981 aattcaacca cctatctcac cgtggtgggc cagattaacg ccagtaacgg agagggtatt
  3770041 acccttattt cgcaagccac tgatggcagc acctggtcaa cattgacgtc aataatatcg
  3770101 ccagtgaata cgatgctatt tacctccata actctgttac tggcgtagac aacggcacat
  3770161 cgaccattga tctgatcacc cggggcgcgc tggtttcgca gcagggctac gggattaata
  3770221 ttgaaaccaa taccgcagac acctatgtca ccgtgggcgg cttggtgcac ggcggcaacg
  3770281 gtaccgcaat tggcattcat cggctcgaaa atgttcaaac atcggccacg ttagagctgc
  3770341 aatctggcta tgcccttgaa ggcgttacac aggcactggt cttcactggc agttatgcgg
  3770401 agatcaatga tgccgcgttg gatctggcaa atagccatct ggtgctgggc ggaacaggag
  3770461 atgctgtttt cgatctcacg cgtattgata accgtgaaga ggccattctg gatggcgacc
  3770521 cgaaccggat caccggcttc ggtaccctga ccaaaaccaa caacagcatc tggacgttaa
  3770581 ccggcgccaa tatggccgac ggtgacgcca atgccttcct gtcggccaat atcgccgggg
  3770641 ggattttggt gctggataac gccacgttgg gcctgacgcc tgccaccacc atattaaatc
  3770701 gcctcagtgc cgccgatatc gccgctgacc cgacgctagt ggctaccgaa accggtgcat
  3770761 taaccctggc tgaaggcggt gcgctgtcct cactcggtga ctcggtcctg agcggtaacc
  3770821 tcatcagcgc cggtgggatc ctgctgtcaa acacctatac cggcggcaat ggtgccgcta
  3770881 ccgacgatcg gctgaccgtg accgggactt atttgggtga aaataacggt tccggtgaag
  3770941 gtgcctggct ggccctcgat acggtgctgg gggatgacga ttctgccacc gaccggttag
  3771001 tgatcaacgg cgatgccacc ggcaccacct cggttcgggt gaacaatgcg ggcggtctgg
  3771061 gcgataaaac cctcaatggc atcaatctga tcaccgtgga cggtctggca caggatgaca
  3771121 ccttcctgct ggccggggac tatgtcacca cggatggcta tcaggcggtg gtggccgggg
  3771181 cgtatgccta caccttacag gccgacgggg aagccgccac tgcggggcgc aactggtatc
  3771241 tctcttcaga actgatgcta accgaggggg tacgctatca ggtgggcgtg ccgctgtatg
  3771301 aacaatatcc gcaggtgctg gccgccctga acaccctgcc gacgctgcaa cagcgtgtcg
  3771361 gtaaccgtta cggggcaccg ggcgcactgg cagacctgaa ttttgacgat aatcaatggg
  3771421 cctggggccg tattgaaggg agccaccagg tcaccgaccc ggcccgatcc accagcggtt
  3771481 cacagcgtga gattgatgtg tggaagttgc agaccggcat tgatgtgccg ttgtatcaga
  3771541 gccagggcgg ttcactgctg accggcgggg tgaacttcac ctacggaaaa gccaaagcgg
  3771601 atatccactc attctttggt gatggccgca tcaacagcgc aggttacggc cttggcacca
  3771661 gcctgacctg gtatggcaat aacggcgtgt atgtggatgg ccagttgcag acgatgtggt
  3771721 ttgacagcga cctgagctcc cgtaccgcag ggcatgcggt ggccagcggt aacaatggtc
  3771781 gcgggtatac ctcagcgata gaagccggta aaggttacgc actgggtaac gggttatcgc
  3771841 tgaccccgca gatgcaggtg acctactcgc gggtcgattt cgataccttc cgcgatccgt
  3771901 ttgatagcga agtctcgctg caagagggtg acagcctgcg gggccgcctc ggtgtctcac
  3771961 tggataagga aacgacctgg agtgcgaaag acggcaccac ccgccgctca cacatttaca
  3772021 gtcatctcga tctgcacaat gagttcctca atggcagcaa agtacaggtc tcaggggtgg
  3772081 agttcgccac ccgggatgag cgtcagtcgg tggggttagg cgcgggcggt acgtatgaat
  3772141 ggcagaatgg tcgctacgcg gtttacggca atgtcaatct gctgggggct acgcggaatg
  3772201 tcagtgacaa ttatgccgtc ggcggcacga taggcgcacg ggtgagctgg taagtcgttt
  3772261 ttatgcgtaa agggtatcag tatgcagtga gggtactgat accctaataa ataacctaat
  3772321 attcaggacc tgcctaaaag aaggaaatcg ccagtaaaat aatgccacta ttacgggcag
  3772381 ggaaaacaga cgcaggataa aaaattataa tatttgtata aatagtattt tactcttcat
  3772441 tgccaacgct aactctctct attctctgcc cttaaatgat ttaaaattct gccccagtcg
  3772501 actaatcttt tgttttcata cggaataagt ttattaacgc gtattgtttt ttgtgatcat
  3772561 attaatattg aggtgtttgt cacaggtaag attaatatta ataaatggct atggactttt
  3772621 gccttaataa tcgtagacga tgggattaat ccaatcagaa taatataaga cttttcttga
  3772681 ttatcttatg ctgaatatag gaattaacgc cgttaatcga cgtcaaggta ttaataaacc
  3772741 ggccgctgat aaatcatcgc tagagtgcgt gtttaatccg ttatttctca ctgatgcggt
  3772801 agccgtgtct acgcattaac ttccaggatg gagcagatat gtttgctgac agtaataaag
  3772861 ccaaagtaaa agaacgtagt gcagttaact cggcttcaac ggggacagcc gctatttctg
  3772921 cagcaattaa cgcaccttcc gggctacaat ttaagctgac cgctgccggt ttaccgcctc
  3772981 agacatttgc cgtcgtcgat ttttcattaa acgaggcgtt ctcctcacct tttgttttac
  3773041 atgttggctt ggccagtgcc gatcctgcgg tggatttttc tgcggtattg gatgaagacg
  3773101 cgacgttgtc tatctggcgc gaaggtattt tacagcgcag tattactggc atgattgcca
  3773161 gctttgaaca gggcaatacc gggtttcacc agacccgcta cagtatggtg atccgccccg
  3773221 cgctgtggcg cacttctttg cgccgcaact cacgaatttt ccagttggaa tcggttgagg
  3773281 ccatcatttc tacgctgttg aaagagaatg gcattaatga ttttgccttc ggtttccgtc
  3773341 attcacatcc agcacgtgag ttctgtgtgc aatatcaaga gtcggatttt gattttatcc
  3773401 agcgcctgac agcagaagag ggcattttct actacttcga attcagcacg ggcaaaaaca
  3773461 ccgtggtcta tgccgatgat gttggctccc tgccgaaggg ggcgtcactg ccgtataacc
  3773521 cgaatgtggc ggcacaggcg caggaactga gcatcaccac ctttacccgc agcgcgcaag
  3773581 tacgcccggc gatggtacag ctaaaagact acaccttcaa aaatcccaaa tgggcggctg
  3773641 agttcagtga acaagcgcgc gagttacaga atcagaggcc ggattacgag cattttgact
  3773701 tccctgggcg tttcaaagat gagcaacatg gcaaggattt tacccgttac cggttggagg
  3773761 cactgcgcaa cgatgcgaat aaggggcagg gggaaagtaa cgaatttacc ttgcagccgg
  3773821 ggcaactctt tagcctgagt gcccacccgc gtgacgattt aaatcatgcc tggcagatcg
  3773881 tcagcattca gcataccggt aaacagatgc aggcactgga gcaagaatct ggcgatcagg
  3773941 gcaccgtatt gtttaaccag ttcagcttta ttccaccgac gcaaacctgg cggccaacgc
  3774001 cgctgccaaa accagtcact gatggcccac agatcgcgat ggtcgtgggg cccccgagcg
  3774061 aagaaattta ctgcgacgag tatggccgca tccggctgca attccagtgg gaccgctatg
  3774121 gtcaaagtaa cgatcaaagt tcatgttgga tccgcgttac ccagccgtgg gctggccaag
  3774181 gctggggcat gttggcgatc ccgcgtatcg gccaggaagt ggtggtagat tttctgcacg
  3774241 gtgacccgga ccaaccgatt gtcaccgggc gcacttatca tgctaataac cttccccctt
  3774301 cagcattgcc tggggcgaaa acgcagatgg cgctacagtc gaaaacccat aaaggcgaag
  3774361 gctataacga attgcgtttt gaggatcaag acggcaagca agagctgtcg atgcgggcac
  3774421 agagggacat gaataccacg gtgttgaatg accgttcgac cacggtttca ggcaatcaca
  3774481 ccgaaacggt gaccaaagat caagcggtga cggtttcggg taatcagacc atggatatca
  3774541 cccaagacca aaccattact gtcactggga cacaacgcat tgatgtgact caagatcgca
  3774601 tcattgatgt gactcaagat cgcatcattg atgtgacagc agaacaacaa acgacggtaa
  3774661 aagcagatga tcggttactg atatccggaa aacagaaaac caagatagat ctggatcagg
  3774721 aatatgaggt tgtcggctca caaaaaaaga ctattggggc taaccaaaca ctgaaggtgg
  3774781 gcggatatca aaaaaatacc ctcgagggtt ataaaaaatc caagattggc ggcgataata
  3774841 ccaccaccgt tggggggcac gataaattaa ccgtcggtga cacaatcact atcaccgccg
  3774901 gcaccagtat tacgctgcaa tgtggtgcct ccagtattgt tatggatgaa gccggtaata
  3774961 taaaaatcac cggggttaat atcacctctg cggcatcgac gacacatacg ataaaagcta
  3775021 aaacagtgac atcctgcggt gatacggaaa atatcgtgga aggtggcatt ctaaaattaa
  3775081 atccttaacg tattgtcagg aaggatattt ggtatggaaa ccccaggggt aagtaatcct
  3775141 attgagcgtc gttttatgca ggcgcatgat gactggttaa cgtttgccgg caataaaaaa
  3775201 gcgaaattat tattatggca agcgaatgaa gccgatgaac ctttgcttaa aacctatttt
  3775261 caggtgcagg aagagaatgc ctgtgcggtt attcaatttg atgatgtttt tgaaacggca
  3775321 gagcaattta ctgatgcgat aataaagcac attattcatt tttatcatca acggcgtgag
  3775381 gggtctgcgg cggcgggaat tactgccgat tggcaccccc ctgaacttac ctcaccgggt
  3775441 tctcatcagg tgctatttac tatcgcgaaa agccttattc agcatcatcc cgatgttttc
  3775501 ccaggatttg tttgggtatt cagacccaat attgttgttt ccgaaccgcg ctttactgaa
  3775561 tggcttttaa cattaaccgc ggatctctgt cttgacccct ggcttgccga gcgcctgcgt
  3775621 ttggttcttt acggtgagct ttcagacggt attcaatcct tatcacaggc tgcgcctgaa
  3775681 aatattcagt tgattaacgg cgtatatcat atggccggtg cgccgggtga aatggttgag
  3775741 gaatccacgg agcgggggcc gggtgctgat tttcgtcgtt tatttattgc cctaacagaa
  3775801 acaatcccat tgaatgaccc ttcgcgtctg gcgcgcttac aaaagcaggc gttgaatatt
  3775861 tcacaaaaag agggctggtt cgatcaaagc gtagtgattt atttattagt gggagccgca
  3775921 caattaaaat ggcaggattt cccacgagca ttaagcgctt atcaatcagc ggcgcaagaa
  3775981 ggcgagaatg ccataatagc ggaccatcct gcgggcaata agttggttgc gaatgcatta
  3776041 tttggtgaag ccagtgttta tttcagccaa aaagaatatg ccatggcagc acaatgctat
  3776101 gaaagtattg cgccttatac cgaggcggcg gctgatgcgg tattaacgat tgaaacctgg
  3776161 cgtatgagtg cttattgctg gtgggaagat aattatttta cgctggcctg gaatgccgga
  3776221 ttgaatgcat tgaaaatcgg cttaccgctg ggcgacgata taaaaactaa cagtagcctt
  3776281 ggcgtcgcgg cttattggat gcatcaacat tatgggcgct gggagaatta tgacgatgag
  3776341 ctgcgcactg ttctttctgc gctatacggt gatgaatggc tagatattat cacgccgctt
  3776401 gatcaaagaa atataacgtt agccgcaggc taatcaggga gcgataatgg caatgccagc
  3776461 ggtaaaacat tttgatccgg tcattgggct ggatgtccat acggtcatta ttcctccctc
  3776521 accggctcct atccctattc cccatcccca tgtgggattt gtgctggatt tacgcgagtg
  3776581 cgttaacggc gttaaatcgg tggtcggttc aattgtgttc agttttgccg ctgaggccgc
  3776641 tgctgatgtg atggaggaca accctgaatt attggcggcg ggtatggcgc tggtcagcaa
  3776701 ggcagggagt gcactggagg ccgcggcgaa taatccggta gtaaaaaccg gtctggcgtt
  3776761 aaaagatgcc aaagatcagc tatccgggtt gaaagcgggc attatcgaca cgctgggtgg
  3776821 caatattggc ggcggcgggg ggtctaaccg accggtaaaa gtgaatggca cattgcgcag
  3776881 taccgtcggg acgcacacgt ttcatattcc ggggctgcat tttcccctcg gtaccctgtt
  3776941 cgcgccgttg atccccagca aagattccga atcttttatg ggcagcaaaa ccgttatggc
  3777001 caacggtgat ccgctgtctt atatggccct acccgccatg agttgctggt ttgtcggcct
  3777061 gccctcgacg ccgaaaaacg cggcacatac ccaacgcaag agcctgtcgt tacccacctc
  3777121 cgttatgttg ccgatcccga tgggccgccc ggtggtggtg ggcggcatgc cggtgcttaa
  3777181 cctgctcgcc ctgatgatgg ggctgttcaa gatatttcgt ggatccaagt tggcgaaaaa
  3777241 gctggccgaa aaactgggat taaaatccgg cttcctgaag tgcaccattt tggatgcgga
  3777301 gccggtcaac tcgatcactg gcgaagtggt ggttgagcag aacgattttg tggtggaagg
  3777361 gcgcttcccg ctggtgtggg atcgctatta tggcagccag aaagcggtga ccggtgtcat
  3777421 tggccagcgc tggcagtgcc cggcagatat tcggctggag gtgttggtcg atcagggcga
  3777481 actcggcgtg gtggcccgct tcccggatca tgaaaccgtc ttctcgctga tgccgataga
  3777541 gcagggctgg gatgagcggg tgtatgactg gcagcagggg cacgccctgt atcgttcagg
  3777601 taatcagttg gtcctgcgca cccgccacga ggaagagtat ttcttcacgt tgcccaatga
  3777661 ctgggaaagc acggtgatcc cgtttacggc ggcggatcgt ctgacgctgc ccattctgag
  3777721 aatggcagat cgctatggca atggctggca attcaaacgg cagggcaatt cgctgttgct
  3777781 ggcgttgatc gaactgacac aagggttgct ttcggggcgt gaagtgcatg tcattcagga
  3777841 tgaaaacgcc cccatcagtg ggatgctcaa cgattttgtt ctcgtgaata aaaccaatgg
  3777901 cgagcggcgt tttctggtgg gctaccgcca cgatggcgaa ggtaacctga ttgccacgct
  3777961 ggatgcggac aaccatccct accagtttga atatatcgct gacagccaaa tggtgcgcca
  3778021 taccgaccgc aacgggctgt cgttttacta ccgctatcag cgccacagcg acgggctgga
  3778081 ccgggtcgag cacgcctggg gtgatggcgg gctgttcgat taccgttttc attatgatcg
  3778141 ggtctatcag gaaacccaaa tcaccgattc attgggccac accaccttgc tgcgctacga
  3778201 cgaacggggg ctgccgtttg cccgcgtcac gccattaggc ggggtttaca gttatcaata
  3778261 tgatgcacag tgccggacca tcgccgagat tgacccagcg ggcaataccc acggctggat
  3778321 gtacgaccaa tatgccaacc tgacagaaga gacctttgcc gaccgcagca gcgtgaaaac
  3778381 cgagtatggc gatgatcata aaccggtgcg cattaccgat cccggcgggc gcttctggcg
  3778441 gcagagctgg gatgcgcaag gcaaggtgat ttcgcagacc acgccgggca agatcgccac
  3778501 ccattttacc tatgatgacc ttgggcaact ggtggcggtg gtggatgcca gccagcagcg
  3778561 cacggaactg gcctatgatg catggggctt tttgcgggtc attaccgatg cgcggggtaa
  3778621 cgcgacgtca tttaagcatg atttttgcgg taatctgctg aaaaaagtgg cggccaatgg
  3778681 cgatatcacc cgctatcagt acgataaaaa acagcggcta acaggctgta cgctgcccga
  3778741 tgccagaacc atccgctgtg aatatgatcg ggaagataat ctactgctct acaacgagaa
  3778801 cggctcacgt atcacccgct ttggctattt tggtcagggc cggttgcaaa gccgtaccga
  3778861 tccggatggc agcctgaccg agtacctgta cgacaccgaa gaacagttga ttggggtgaa
  3778921 aaatcagcgc ggtaaaacgt ggcagctcaa gcgcaacgcc gaagggcggt taatcgaaga
  3778981 agtggattac tgggggcaga gccgccgtta tcagtacaat gcggttgggc atttaaccgg
  3779041 cagtcacgac ccgctagggc agatattggc ggtcacctgc gacaaattag ggcgcatcac
  3779101 cgagaagaac attgcgggtg atgagcaggc gtgggagcgc tacgagtata atgttcaggg
  3779161 ccagcttatt ggggcggtga acccggcggt gacagtgacg cggcgctata atcaggacgg
  3779221 ccagttagcg caggaaattc agcagcaacc gcaggtcagt gcgacggtgg aatatggcta
  3779281 taatgccgcc ggtcagcagg ttgagcagcg ccatctgttg caatatgccg atgaggacga
  3779341 cattcaggta cagcaacgga tccgctacgg ctacgatgtg ctggggcagt gcatcagcca
  3779401 gcagatcgat gaccacaggc cgatggcgtt cagctacgac aagattggcc ggttaaccga
  3779461 acaacggcta acgccgagcc tgtcgcacca tctccgttac agcgctgccg ggcaactggc
  3779521 gggttaccag acacggcgca agggcatggt ctggagtgaa accgactact tctatgatca
  3779581 gcacggcaat ctgacgcagc gggaggacag ccggcagggc agtgagcgtt atcactacga
  3779641 tgtgctgggg cagattgtgg gctatcagga tccgctgggg acgctgcatc gctaccgtta
  3779701 tgatgcctgc ggtgaccggt tcagcacggt ggctgacaat gcggagggcc ggcacacgca
  3779761 gcaagataat ggcaccgcct accagctcga caaggcgggg cagttggtat cgcgcaccga
  3779821 ccggtttagc cagttagccc tgcgctggaa tacttttggt cggctggccg gcatcaaaaa
  3779881 tgagcaccat gatcacgctt atacctacga tgcgctgggg cgccgggtgg gcaaacggca
  3779941 ccttcaacgg ccgaccaaac tgcttgatgg gctgcgggtg atcgacaaag agaccccctc
  3780001 gcgcggtgaa ccggtgtggc aggatgaaac ctggtttatg tgggacggtg acgtgatggt
  3780061 gggcgagttg cagcgtgaag ttgctccccg ggtggtgacg cctgaaacct gggacaaacc
  3780121 ggatggtatc gtctacagcg gccagtttta cgtgtatcag ccagatagct tcgaaccccg
  3780181 cgccatgcag cgttatcaac agattgcgga agctgaagac ggcgaaatcg cgccattagg
  3780241 cgaagagcag atttatttct accagaatga cccgaacggt atgccgatcc gcctgcagga
  3780301 tggcgaaggc gaagtggtat gggaagcaca gttcaccccg ttcgggcaac tgagtgtcac
  3780361 gggtaccagc caactgcgcc agccgctgcg catgcagggc caatattacg acacggaaag
  3780421 cggtttacat tataaccgct accgttatta tgatccggcc tgcggtgtgt ttatcagcca
  3780481 ggacccaata gggttaaaag gcggattaaa tccgtaccag tttgcggtga atacactggg
  3780541 atgggtggat ccgctggggt tgtggaaaaa acgtagaaat aatggtcagt ttgcgaaaaa
  3780601 acctgggcgt aaaaaaacaa atcttgtaat tcagcacatg gaaatagcca tgatactgat
  3780661 aaaccagcag aagggtatac tttgcgtgat cgtgatttcg gtgatgttac gaaatatggt
  3780721 gaaacaactc aaggtgagaa gagatactct cagaagtatt tagatgaaaa taatgttgat
  3780781 atgttcttcg aagccagtgg ttctaagaaa gatatgcatg cttggcaaca tgagaatata
  3780841 aagataataa tggtggtcta cgcccatcat tgaacaagtc ggattattaa attattaaat
  3780901 tatgggtatc gtcagaggct gatatagatg ttgctgagtt atatagagat actaggattt
  3780961 tcatagagaa gcaagttaat agcaatcttg atgaaattac gttcgatcat gattatgaca
  3781021 aatgggcttt tattgtcatg attcgtgata gtaaaaactg ggcagatgaa gttgctaaac
  3781081 ggcatattaa acgaaaagtg ttagagttta gattgaagat agaccacaat gaatttttaa
  3781141 atggtaattt ctctcaacga gccaatttat ttttggatgc tttacaacgc tctattgata
  3781201 agatggaaaa tttaggtatt tcacttgaag atagaaataa attatatggt attttagcaa
  3781261 gcgtaaaaag tgaattgtga ttgattttgt aaaccaattg gaactattta aattaaattt
  3781321 tccagttggt taatgtcagt tttcgttgat tttttatatt tcacagtgtg aaaaatgatt
  3781381 tattaaaagt gtgatttttt aattggttga ggcagaaaaa tcgctatcgc agtttatacc
  3781441 ctcacggagg atgatgcagt attaacgatt gaagcctggc gagtgggggg ttataagcta
  3781501 agtgatggtt tatattgaga gtcatcatct gatgattatt agcttagtaa gcttaacggt
  3781561 tttcgctagt tttttatgga agactgaatg gattttatta tttttaggtt gatgtgatat
  3781621 tcgttattta ctgacttagc gtgcctgaaa atataactcc cccgcttatc agacattctg
  3781681 tttgagacta ttctcaacag agccttatag attgcactcc gcaaacaatt acgcaatact
  3781741 taggttccaa ataatggata ttcaaaaata ttgagcacat gccccaaata ttaggatatc
  3781801 agtaccatga gtgacaaggg aacatgccgt ttttctacct gcaaatacgc aaaaatcatc
  3781861 ttactttgaa aaatctggat agccagaaag ttgtctccgg cacggctaat ttcagtaccg
  3781921 agcggctgtt gattggcgag ttctttattg ctgaggcctg cctatatcct ctggtgtcac
  3781981 aagtcttacc tggatttatt aaccagttaa agcggcgctg tttacgtact catattctga
  3782041 ttcatgcaca ggagatgcta gaaggagggg tcagccaggt agagcagcgg attatgcggg
  3782101 agtttaccgt tccgagcttc cccaagggat accattcttt atatgcggcc ccacagacac
  3782161 tgagtgatga tgccgtgaag cgcatcattt tgatgggttc agaaacgctg ctgaccgctg
  3782221 ctgacctcaa aatctgaccg atttatggct gcgatttaac aaattacccg atagggaata
  3782281 ttaaatcggt ggcgggtaat cccccttttt gccagacctg atcaccgata agcgcgcctt
  3782341 ttgtcattgc cccataaatt aggcccatgc aggggcctaa ttccctgacg gcgtaatgta
  3782401 ccgccaggtt cagcgcttaa taccagagat accaggctaa cagcgagaca acgatgatgc
  3782461 agatgatatt taaccaaaaa ccaaccttca ccatctcggg ttgcctgata aaacccgtac
  3782521 cataaacaat ggcatttggt ggcgtggcga ccggcagcat aaatgcgcag gacgcaccga
  3782581 taccaatgat catggtgagc agaagcggtg gcatacctaa cgcctcagag acagtggcaa
  3782641 acaccggcac gagcaaagcc gcactggctg tattactggt aagttcggtt aggaagatga
  3782701 taaaagtcgc tactgccaga ataataataa accagtgata ggcaccaaaa atggagacaa
  3782761 tgccttgtgc catgacggcg ctggcaccgg aatcgcgcag aataacactt aacgtcaagc
  3782821 ccccaccaaa tagcagcaat accccccatc cggtattttg ctgaatctga cgccaactgg
  3782881 cgacgccgct aatgccaatc aggacgactg cactcagtgc gaccagcgta tcaaactgtt
  3782941 tcaccccacc gagcatttgg ctcaattgac tgctgaaaat ccagccaatg accgtcatac
  3783001 cgaaaatacc tatcgtgatt ctgcgtgcgg ccgtccaagg cagttgctcc agttcgatat
  3783061 caaaatgatg cttaagatta ggccgcagaa tgacgtacag cgtcgccacc attagtggca
  3783121 tcagaatgat catggcggga gtgccatatt tcatccaacc gacaaaatct aaccccaact
  3783181 gtgccgctgc aatggcatta ggcgggctcc ccaccaaggt acccaaccca ccgatactgg
  3783241 cgctataggc aatacccagc agaataaaga cataggtatt acgttctcgt tccaggttca
  3783301 ggttaccgat gacacctaat gccagcggca gcatcatcgc cgtcgtcgcg gtattactaa
  3783361 tccacatgga cactaatgcc gtggcaccaa acagcatcag caccgcaacc atcaattgcc
  3783421 ccttcgccgc aagtagcagg cggttggcaa tcagtttatc cagaccttga atatgcagtg
  3783481 ccgttgccag agcaaagcca ccaaagaata gaaagatgat ggggttagcg aaggatctca
  3783541 accccgtgtt aacgtccatt agccccgtac ccacggcgat caggggaacc aacagcgcgg
  3783601 tgatcgtgac gtgaagggct tcggtcagcc agaggatgcc aataaaggcc aagccgcgat
  3783661 tggcgttagt gtcgaaaggt agaacgttaa gtagaagaat aaatagcaga atatcagtaa
  3783721 tcagaatcgc taaattacgc ctggagattg agggcggtgc agcagtcgat aaaggtgcgt
  3783781 cagccataac aaagtatcct cattttttat cgttagatca cgtgaacctc atggggttat
  3783841 atcgttgcgt ttgtttttta gtataataaa tgagcaattc gttatggctt agtaaaaaat
  3783901 gttaattttg agagttgcac ccaattaaga atttttctca attaagcgtt gttctcaatt
  3783961 gaggggatgc tgttcttaat tgaacgtggg cattgttctc aattgagagg aggcgttatt
  3784021 ctcaattagg agccgtgccc aattaaatgg aggctggcgc ggggtaggct atttctctgg
  3784081 tcttattgaa gactgtcgga taaccaactc gccttctacc ttcattttca atgacagcaa
  3784141 gggttgctgc tgcgtgatgt tgagtaaggt atgcagcgcc atttcgccca tttcaccgta
  3784201 aggtaagttt actgagctta attctggcga cagttcggaa gaaatacttt gattatcata
  3784261 gcccacgacg gcgatatcat cgggaatgcg caacccttgt gacaaaatcg cctgataaca
  3784321 cccgagtgct atatagtcac tactgcagaa aatggcttct ggtctggcag tgagtgccag
  3784381 caattccagt gtttttttat acgcttcctt caatgaccag tttgtcacct ggatataacc
  3784441 ttcatcaggg caaatatcat ggttgatgag tgcctgccgg tagccactaa tacggtcgtt
  3784501 ggcggcatcc atccacagtt cgccagccag aatggcaatc cgtttatatc cctgttgcaa
  3784561 taaatggctg gtagccttat aagcgccaat tttatctgcg ggtaaaatac agggaacatc
  3784621 aggtaactca gggcaataac cattcagcat taccattggg atggacagat tacgaaacat
  3784681 cggcgctaac tggctagtca tgcaagaggc gtaaattacc ccctgataac ctcctcgaca
  3784741 gatttcctct tcaagtgctg cgcagtgctc tggttcattt tcctgatcaa aaatcgccaa
  3784801 taacttgttg tgttgccagg ctgcctgttg aacagcactg atcgcttcaa tgaaaggatc
  3784861 atggtttatt agcccattaa taattaatgc tattttatct ctggcaatgg gccgttccac
  3784921 ggctttatgg acatagccca tctcctgagc aatacgcagg actttttctc tggtgtcatc
  3784981 tgccagtttg atgctgtaag agccgtttag caccaatgaa actgttgatt gtgatactcc
  3785041 cgctttggcc gcaatgtggc tcatagtcac tttcgttttt ttattcatat tttactcata
  3785101 ctggctatat ttcatctttt tttatactaa cagattttag ctagcaggac tgttcatcag
  3785161 gggctgccgg gctgatatct cactcattcg gtccgtcttc ggatgcctta gcgatgcttt
  3785221 acaaaataag aataatataa cgtattgatc tttattcatt tgccttcttt gctgaaaata
  3785281 atttcgtgat gtgtgtcact tttgatgcga tgactgtttg atattagttt attagctaat
  3785341 atattagtca tgatgtggct acttattaga tgagaataat tatgagcaaa tggtctgaag
  3785401 aaaagtcatg ggaatggcat aaacagcagg ggtggttgcg tggttttaac tatttaccgc
  3785461 gtaccgccgt caactggact gaaatgtggc aacaggatac gttcgatccg gcttgtatga
  3785521 ctcaagagct gcaatgggct gctgaggcag ggtacaacac actgcggacc aatttgccct
  3785581 ttgttgtctg gcagcatgat cctgatggat taatgactag agttgagcat tttctcgata
  3785641 tttgccaacg tgttgacatc aaagtgatgt taacgctaat ggatgattgt ggcttttctg
  3785701 gtgaccatcc ttttatcggg caacaaaaac aacctattcc cggtttgcat aatagtcagg
  3785761 ctgccgccag ccctggtcgc aatgtggtca tgcagcctta tttatgggga caggttgaac
  3785821 ggtatctcaa agagattatt ggtcatttcg ctcacgatga acggatcgtg atatgggatc
  3785881 tctacaacga gccaaccaac cgtatgattt tcaccttagc gggtgaagac gcttttgatc
  3785941 cggcgctgga agaatatagc caccagttaa tggaaaaagc gtttatgtgg gcacgggagg
  3786001 tcaacccgac acagccactc acggtgggcg cgtggcatat tgctaatatt ctggatctcg
  3786061 gtgcacctat ttatcagcat ccgacggata tacgtgcctt ggaattatcg gatatcatct
  3786121 ccttccatgc ctatgtacca ttagatttaa tgaacaaagc gattggcctt ttgaaagaat
  3786181 ataagcgccc aatgctgtgt accgaatggt tggcccgtca tgccgaatcg aaaatgcatg
  3786241 aacagttacc tttgtttaac gctgaaggta ttggttgcta ccaatggggg ttagtcaaag
  3786301 gcgcgactca aactcatatt ccatggcctg aaattaaacg taccgataat gactatgcgt
  3786361 cccgctggtt ccatgatgtt tttaatgagg agggtaccgc ttatgcactg aaccccaaaa
  3786421 cttggacatc tgctttactg cttttctacc tgagtccggt attctgccgg actcattccg
  3786481 cctgttttca ggctaatgcg ctctgtattg taataatgga tatattctac aatgtcacgc
  3786541 tttaaaactg tggctgaatc gtacttctta cggtgataca tctcggcttt caggtgactg
  3786601 aagaaatttt ccatcactgc attatctaaa caattgcctt tgcgtgacat actttgcctt
  3786661 atccccgcct cgacaagcat tgagcgccac atcggcgttc ggtaatgcca gccctgatcg
  3786721 ctgtgcaaca tcaggccttc ttttctccct ttcactttca gcgctttttc cagcgtcttg
  3786781 cacgtcagga ttaatgctgc tctttctgac atatgccaag aaataatctc attattaaac
  3786841 aggtcttgta tcaccgacaa atacagcttc tgtgctccaa ctcggaactc tgtgacatct
  3786901 gtacaccact tcaatccact gatttcggat gtaaaattac gagccaatag attatcggat
  3786961 gcccggccac catcggccct ataggagcga tattttttcc gccgaatgag gctgagtaac
  3787021 ccgtgctgat tcatcagttt tcgcaccgtt ttgtgattca gtgtgaaccc ttcttttctc
  3787081 agtgcgaccg tcatccggcg ataaccgtag cgctgtgcgt gtcgtctgct tagggcgcca
  3787141 atcgctttta ccgcatctgc atagtcatca attacaccgt ccggtttcga tgcatgataa
  3787201 tagtatgtac tgcgtgccaa ttttgcggca cacagtaggc aagaaagtcg atgttctgct
  3787261 gtcagtgctt gaactattct ggttttttct gctgctccct gagtgccttt tcttctctca
  3787321 gggctttccg cttttttaga taagcgtttt ccgcgcgcag atactcaagt tctttctcta
  3787381 gctccgcatg cgtcatctcg ctgaacggtt ttgaatcgtg ctcatattta tcttttggca
  3787441 tagtaggacc cgttttcgat gggttaagcg cttcttttcc tccctctcga taacgtttca
  3787501 tccagttttg gataatcgtc tcgttgggaa tgttaaaatg agcagaagca tcggcagcgc
  3787561 tacatctgtt tgccatcata tagcggacaa cgcaaagcct gaattctgga gtataagttc
  3787621 tggaaagatg gtgctccagt ccagcctcac cttgacggcg aaaagctcgg atccaacgcg
  3787681 taagagggga tttgccaaca ctgaattgac gtgcggtttc ccgcagagtg gcctttcctg
  3787741 aaaggtaatg ttgaaccgcc gctaggcggg ttgaaaaagg gtgtttcatt gaaccgaacc
  3787801 tccagatcat ggataaaaag atccaagatc tggggttcag tgcaccgggg tcatggccgg
  3787861 gagtacacct cgtttgagag cttccaccat cagatcgaac actcgcaaga aaagaccgca
  3787921 ctttattacc gcctacgtgt gaaaaattca ttattccgta agggattcga acactacatt
  3787981 tcctttgttc gcagtgatga atcgaagctg gtgcttgctg aagagaatgt ctcggtcagc
  3788041 ctgacgtgca ccaaccgtga gttgccgctg tcgttgcgcg ttggtgatat caatcaactc
  3788101 agcacagaca gcccttcatt cgcgacgttc cgcaatatta cccgtccttc cgtgccgttg
  3788161 tatccggtgc tggatggggg cctgcattgg tcattgctct ccaatatgtc gttgaactac
  3788221 atgtccttac tggataagga cgcgttgaag caaattctgc atacctatga tttcccaagc
  3788281 ctgcataacc ggcaatcagc cagggcatcg caaaagaaac tggacgctat ccaacgtatt
  3788341 gaaacacaac cgattgaccg gttgtttcgt ggcttacctg tcagagggct acaaaccacg
  3788401 ctatggctgg agcaaggcgc ttttagctct gaaggcgagc tttatctctt cagcacggta
  3788461 ttagctcgct tcttctcact gtatgccagc gtcaatgcgt ttcatctttt aaaagtcatc
  3788521 aatcttgata atcaggaatg ttacgaatgg ccggtacaga caggtcaaca tgcactgatg
  3788581 taagtgtggt tgaggatgta agtggggttg agaatgtaaa tggggttgag gcaagacccg
  3788641 aagggcaggc attggatgtt tcacgttata acttttttca attggtcgaa ttgctcaacc
  3788701 aattggcggt agcgtggcaa ggtgcggccc ctgtggcgac cccagccaat gaagccatcc
  3788761 gttttaaatc gaccgccagt ttagcattcc cgaccagaga tgtgatcgca ctggacacct
  3788821 ccgcccgagg tcaatttgag ttagaggtct ctttccttgg attgcatggc agccaatcgc
  3788881 cgctaccagg atattacctc gattcgttag cgtgggagga tgcgcagaat gagaaccggc
  3788941 taacggattt catgaacgta ttcaaccacc gcctgttaac gctactgcat cagatttggc
  3789001 gtaaataccg ttactacatc tgctttgaca atggcggtga tgatgcattt tcacaacgca
  3789061 tgttctcgct ggtggggtta ggtagcgagg tcgtccgcaa taaattgcag atcaatcaca
  3789121 gcaaaatgct ggcttatgca gggctgctgg ccagccccgg cagagcacct gaagtgattt
  3789181 gcagccttgt ctcacattgc ttcaatttgc cagatatcac cttacacagt tggcagctac
  3789241 gcaaagtgga tattgccccc tcacagcaga atcgcttggg gacgagggtg aaagtccgtg
  3789301 gcaagaaata tgatgaaaaa tcagtgcttg gcgttaattt ctccatcggt tcacgggttg
  3789361 cggatcgtag cgggaaattc ttgttgtgca tcaataagct gacgcgagaa cagttcttat
  3789421 cctttttacc caacggggct aattacgcct cgttagtgat gtttgtcgcc ttcattatgc
  3789481 gcgatcaatt cgcgtgggat ttacgccttg ggttggccga gcaacaggtg ggcgggatgg
  3789541 tgttgggaac cgagcaaaat agcctattgg gctggaccag tatcctcggc gatcccgaac
  3789601 agaaacccag cgtaacgatt ggtgtaatgg aataacgatc agtgtaatgg gataacggcc
  3789661 gacgcgatgg aataacggtc ggcatgatga aataacgacc cgcgttgtga aatagcgatc
  3789721 agcgttatga aataagaatc agtattcagg aagagacacc atggataaaa aacaaccaac
  3789781 gctgtcattg cgggtcgtca acagcgataa attagagagt ggcaaacaag ccagcagcct
  3789841 gtttcatacg caagggggca gtgtcggcag tgacggtagc catcattggt cgattcagga
  3789901 ccaaggcggc aatatcagcc cgtcacagtt tgctattgaa tggcgtgatg gctctttctg
  3789961 cctgcggatg ctgaatggct ctctgaacat taatcattcg atgctgacac ccaattcggg
  3790021 tttcgttcgc ctacagcaag gggatgaaat gacgttgggt aatctggtga tcaaaagcca
  3790081 tatcagccgt tctgctgccg atatgatcga tccactgatg gtgtcaccgg agtcactggt
  3790141 atcgagttac agcaacccga tggatgccat gatggaaggg gagccgttgg cctcgcctca
  3790201 tcatcagcaa gacagccggt tagccgcgac ggttagccat aatttcagcc atgatccatt
  3790261 gcgggtattg gaaactgaaa gcctgaccac gcaaggccat gacgccgtga tatctgatgc
  3790321 tgatcactct ctacagcagg accgataccg taacccactt ttctcttccc cgctctctga
  3790381 tacccccaag gacagtgcta tggatcaggc gtttatcgat ctcccgcaga tcagtacctt
  3790441 tcttaacggt aaacaagcgg ggggcaaacc agaaggatta aataaccaaa tggaacaaca
  3790501 tcacgttgcc attacgccgc tgatgcgtgg ttttgacgct caactcccga tccgcaacag
  3790561 ccaggaagct cacgatttcc ttgaagaggc gggtaaaaca ctcaaagcga caatcgaagg
  3790621 tctgctcgcc ttacaacgca gccaacatgg cttgcgtgat aagcacttac ggccgattga
  3790681 agataatcca ttgcgtctga atatggatta cgacaccacc ctcaacttga tgtttgccga
  3790741 tcaaaaaagc ccggttcatc tttcagcgcc cgccgccgtg gccgaaagcc tggataacct
  3790801 gcgtttgcat catcaggcca atcaacaggc gattacgcaa gccttgaaca ccatgttgga
  3790861 agccttctcc cctgagcgtt tactgacgcg ttttacccat tatttgcgca gtaatgagcg
  3790921 gcaagagcag gactccgcct gggcgtggga tatgtacaaa aactactata acgagctggc
  3790981 ctccagccgc cagcaaggtt ttgaaaaact gtttggcgaa gtgtatgagc aagcctatga
  3791041 ccgggcctta cgtcaaggca tgaaggatag cgagtaatga acaacgccag aggctatctc
  3791101 ctgacgtggg cattatgtgt ggtgttcctg ttgtctgggt gcagcggtgc atgggaagcc
  3791161 actaaaaagg tcggcaaggt ggttatggac cctgatattc cggtggggca ggctaccgat
  3791221 caaccctcaa cggtcaggct aacattgctg tccgatcccg ataccaaccc taatgaaaaa
  3791281 ggggaagcgg taccgactga gatagtggtg gtgtacctaa gtgaaaactc caagctgctg
  3791341 gccgcggatt atgatcagct aagcagtgac gcgttggaga aaacgctggg taagaattac
  3791401 atcgatcatc aggaatacac cttactgccc gatcaattca aggcgctgga ccctatcaag
  3791461 ctggaagaga aaaacagcta tctgggggtg attgctcact atgccgatgc caaccgcagt
  3791521 gaatggaaga agatcatcaa aataaaaggg atcggccata actaccaggt tttggtccat
  3791581 gtcagatcaa acgatgtcga tctaaggaaa gaggaagaat aaccatgcca accaaaaatc
  3791641 gagtgatttg gcgcgaaggg ctgttcatca aaccgcaaca ttttcaacaa cagcaacggc
  3791701 ataacgacta ccagttacaa cgccggatta tcgctctgca agggtatagc tatggtttca
  3791761 gttcactgat cctgaatcag gagttattga aattagggcg tattggcttg acggtcgcca
  3791821 gtggcaatat ggctgatggc acggtgtttg atatccctta tcaagactat tcaccaaagc
  3791881 cattggatgt actgaattgt aatgatgcgg ccagccgtga catttatctg gcattaccga
  3791941 tgctaaacga tgccattaat gaggtggcag gccagcaggg gcaagcgccg ggaacccttc
  3792001 gctatcgtga acatagcgat gatgtccgcg atttacatac cgaagggggc gatgtcagcc
  3792061 agttggtact ggcacaactg gcaccgcgtt tgatgcaagg ctcggaagac ctcagtgctt
  3792121 actcggtcct gccgctgtgt cgggtcaaag agaaacggcc tgacggttcg ctgatcttgg
  3792181 atgaagagtt cattcccacc tgcaccacgc tcagtgtctc cacgcagtta aaaggcttta
  3792241 tggatgaagt cgaagggaca ttggttgaac gcgcccaact actggcgaaa cgtattggtt
  3792301 ctcccggtca gcaggggatc gcggatgtgg ctgaatttat gatgttgcag gtctttaacc
  3792361 ggacacagcc gctctttacc catttggcac atcaggcgat tctgcatcca gaagcgtttt
  3792421 accatcagtt ggtacaaacc tgcggtgaac tgcgcacgtt taccgatgaa tcacgcttag
  3792481 cgggcacctt cccggtttat aaccacgata acttgaccga cagttttcag ccgttgtttt
  3792541 tggcgatgcg tcaggcatta agcaccgtgc tcacaccgcg tgccatctct atccagttgc
  3792601 atatgcaggc acacggtatt cgcgttgcga ccattaatga tagtgatcta ttgcgcagtg
  3792661 ctgattttgt gctggcggtt cgggcgcaaa tacctcaaga acaattgcgt cggcagtttg
  3792721 ttcagcaaac caaaatcacc tcacttgaga aaatacgcga tttggtcagt gtccaactgc
  3792781 ccggcgtccc gttggtggca ctgtccgccg caccgcgcca gctcccttac cactcgggat
  3792841 acacctactt catgctggat ctgcaaagcc ctgtatggaa agaaatccag caaagcaatg
  3792901 cgattgcctt ccacgtctcg ggtgatttcc ctgatctgga catgcaattc tgggcaatca
  3792961 ggagcagcta atgaaaacag atgctgtgac tgacaacacc cctttccccg cagcggaagc
  3793021 ggtcacctcc catcggcagt atcagctacc gctacgtggc gaaagcttga acgcgatgat
  3793081 cgataccgcc accccattat tggggatggt actgcgcctg aaagacatgg aaaaccaagc
  3793141 gttaccggac cagctatatc agcaggtggt gacggatatc cgtgctattg agcagtactt
  3793201 gcaaaccaaa ggctacgaac ccggcgcaat catatctttc cgatatgtgc tgtgcacatt
  3793261 catcgatgaa acggcattag ggcatggctg gaacacccaa aacggttggt tacagcaatc
  3793321 tctgttggtg cattttcata atgaaacctg gggcggagag aaagtgtacg tcctgctgga
  3793381 acgcttaatg ggggaaccca agcgttacca agacctgctg gagtttatct atctctgttt
  3793441 ttgtttgggt taccgcggcc gctacaaagt gacatcacaa aacggtgatg actttgagcg
  3793501 attgttccgc cgattgcatc atcaattaca gcagttacgg ggtgatgcgc cgccgacggt
  3793561 cctttatcaa gggggcggtc gtctgaatag ccgctaccac ttgagtaaac ggttgactat
  3793621 caagcatttg ttatggggtg gcgtgagtct gctggtggtg atttatctgt tttatgccat
  3793681 ccacctgcac acccaaagtc aggatatttt gcaacagcta aacaatttat tgagctagga
  3793741 aagcacaaat gattcaaatt gacttgccca cactcgtaaa ccgccttaat cccattgccc
  3793801 gccattctct ggaagcggcg gcggcgcatt gcgtcagtca gcaggaagct gaaattacgg
  3793861 tctcccaagt gctactgcaa atgatctcca caccattatg tgatgtcagg ttaatcctga
  3793921 gccatgcggg tgttgaggag gatgaactac gggagtcgct cgatcaacgt gtttcaggct
  3793981 atcaagctat tacccaggcc tacccgagtt tttccccatt actggtggaa tggttacaag
  3794041 acagttggtt gctggcatcg acagagatgg aacacagcca actccgtagc ggcgtgatgt
  3794101 tattgacgtt gttgctcagc ccgtcgcgct atctggtccc cacggccaac cggctactgt
  3794161 ctccgattaa ccgtgagtta ctgcgtcaga attttgctaa ctggacggca gactcagcag
  3794221 aaacaccgcg agcagaaaaa ggggctgaag ctggcaacgg cgcagaaatc aatggtgaca
  3794281 gcttgctggc ccgctatgcc agcaatatga ccgaacaggc ccgtaacggg gaattagacc
  3794341 ctgtgctgtg tcgggatacc gaaatcgatc tgatgatcga tattctgtgc cgccgccgca
  3794401 aaaataaccc gatagtggtg ggtgaagcgg gggtagggaa aagtgcgctg atcgaaggtt
  3794461 tagccctgcg tatcgtggat aatcaggtgc cagaaaaact gcgtaacagc gagttgatga
  3794521 cgctggattt aggcgcgctt caggctggcg cggcagtgaa aggcgaattt gagaagcgtt
  3794581 tcaagggcat catggcggaa attgcgcagt ccacgacgcc aattatcctg tttattgatg
  3794641 aagcacacac gctgatcggg gccggtaacc aacagggcgg gttagacatt tccaatctgc
  3794701 tcaaacccgc tttagcgcgt ggtgaactga aaacgattgc ggcaaccacc tggagcgaat
  3794761 acaaaaaata ctttgaaaaa gatgctgcgc tgtcgcgccg tttccagttg gtcaaagttt
  3794821 ctgaacccag cgcgcaagag gccacgatta tcatgcgtgg cctacgtaca gtttatgaac
  3794881 aggcgcatgg cgtcctgatc gatgatgaag cattgcaagc tgcggcggtg ctcagtgacc
  3794941 gctatatttc agggcggcag ttgccagata aagccatcga cgtgttagat accgcagccg
  3795001 cacgtgttgc catcaatctc acctctgcac cgcgtcaggt ttcggcactg aaaaacgaac
  3795061 tctaccatca ggggatggaa atcgagatgc tggagcggga gcaacgcctc agcttaagcc
  3795121 gcccggatga gcggttatcc gttttacaac agcagcgaat tgagatcgaa cagcaactca
  3795181 ttgccctgaa taccggttgg gaaaagcaac aacatttggt ccagcagatt atcgcactga
  3795241 gagcggtcct gttggcacaa gaagagagcg ccacagatga gcaagtggtc aatctgacag
  3795301 cgttgagcga tgagttggaa cggttgcaac agcaccagac gctggtctcg ccccatgtgg
  3795361 ataagagcca gattgcggcg gtgatcgcgg aatggaccgg tgtaccgcta aaccgccttt
  3795421 ctcagagtga attggcggtg gttactgaat tgccctctta tctggggcag cagatcaaag
  3795481 gacaagagac ggctatccat tgcttgcacc aacacttgct gaccgcaagg gcggatttac
  3795541 gtcgcccagg tcgcccaatg ggggctttcc tgttggttgg gcctagcggc gtgggtaaaa
  3795601 cggaaaccgt gctacagatt gccgacctgc tctatggtgg ccgccaatat ctcaccacca
  3795661 tcaatatgtc cgaattccaa gagaagcata ccgtctcgcg cctgattggt tcacctccgg
  3795721 gctacgtcgg gtatggtgaa ggcggcgtac tgaccgaagc cattcgccaa aaaccttact
  3795781 cggtagtgct actggatgaa gtggaaaaag cccaccccga tgtgctgaat ctgttttatc
  3795841 aggccttcga taagggcgag ttggcggacg gtgaaggccg catcatcgat tgcaaaaata
  3795901 tcgtattttt cctgacctcc aatctgggat accagaccat tgttgatcat gcagacgagc
  3795961 ctgcattgct caatgaacgg ctctaccccg agctatcggc attctttaaa cctgcgctac
  3796021 tggcccgcat ggaagtggtt ccttatctgc cgctgggcat ggaaacgctg caaattatca
  3796081 ttcacggcaa actgaaccgt ctggatacgc tgctgcgcca acgctttagt gctgatgtgg
  3796141 tcattgaacc tgaagtgatc gacgaaatcc tgctacgcgc gacccgtgcc gaaaatggtg
  3796201 cgcgtatgct cgagtcgatt atcgacggtg cgctattacc accggtttct ctgttgttat
  3796261 tacagaaagt ggccgctggc accgctatca gccacattcg gatcgcggta gaggggaatg
  3796321 tgtttactgc acaggttgag ggagcgatat gagacaacgg ttaaagagtg tcctcgcact
  3796381 gctggacaat gactcaaccg aacaactgat ccatcgcttt ctgacgatta accaccaccg
  3796441 ccaacgattt agcgccctga tggtgtcgat gtttaacgcc agtgaagggc gtcttgattg
  3796501 ttatcaccag ccggatggcg gcatgaacgt tgcgttgaag ctggatgcga atattgaaga
  3796561 tgttaaccat ccgttggttc gggttttgcg caatggtttc cccgaagtgt ggggcagcct
  3796621 gtatcagggg gtacgcatcg aagatgatga ttttcgcagc ttcattcagg cgttacccac
  3796681 gaggtgtggg ctgtacgcct taccgctgtt tgacgttcat ggacatgcct gcggcgtgat
  3796741 tgcggttttt tccgaaaata tcgaacgctt cgctgatact cgcggcatat ttagtattta
  3796801 ttgccacatc tttcagcatc gcctgaacaa attacaggag atggaccaac tgagatcgca
  3796861 atttaatcag atccgaacgg tatttaaaga gcagcgacag cgggaaaagc aattagatga
  3796921 gttattggtc tcgctcagta cctcagatac gcacgccttg cccggaatct ctcaagacta
  3796981 cagcaaaata gacagcctga ccacggcggt cgagaccttc gaatgtgctg tattgaccca
  3797041 gcgccagcgc ctgtacggta acgacaaaag ccgtattgcg gccagtttgg ggctatcact
  3797101 gcgcgccttg acgtataagt tagcgaaata caggtgccag ctatgaacac gtggttattg
  3797161 attagctcgt tactgttttc cggcggccat accgacgctt tttggacgat gggattaccc
  3797221 cccccggtgg cggaaaaaga ggaggcgggg acgctggcac tggtgatgcg ttgccgtagc
  3797281 gaaaactcgg ctctggtacg gctggactgt tatgacaaag cgctctcgcc agtgaacgcc
  3797341 gtcgatgaaa aacgggtaaa tgctggccct gcctggcagc gagcgatgaa tcaggaaaag
  3797401 ggacgcactg atcactccac cgcatttctg gtgacggaag gcgaaggctc gaatccgatg
  3797461 gtgctcatta ccacccctgc gattggcatg ccacctccac ggccggtact gatgttgagc
  3797521 tgcattgaca atatcacccg cttacagatt gcgctggtgg gaccacaaaa agagagttcc
  3797581 gttacgttga ttatcgacaa agccggaatt atcgacaaaa cccgtctgga cgcacagtgg
  3797641 ttcctgcgtg aaaacggcta tttactggaa tccagccgtg gcctggcggg tatcgatgaa
  3797701 attaagcggt tgatgtcagc ggaaaccctg accatcgaag gggcaaacgg tgcttttcct
  3797761 cggctgacat ttactctttc tcagttaacg ccagcgttga aaccgctgcg taacgcatgt
  3797821 cattggtgag gcatatggat atcacgtcac aacatccctg gcatgtcttg ttacaagccc
  3797881 ctttgtcacc tgagcagacc gcacaagccc tggccgatga tgacccccaa tgggaatata
  3797941 tcgacggcca gatggtgaaa ctggggtcat tggcccacgc cacgctgaat attgatgata
  3798001 ttcagcaaca agccatggcg ctgttatcac agaaaagtaa agacttccgg ctcgtggtgc
  3798061 atctactgcg caccctacaa cacgggggcc agccagatga attaatgctg gcgatgtcgt
  3798121 tgctgaccga atacgtccag ctattttgga ctacggcctg gccgcaaaat cctttacaca
  3798181 aacggcgctt tgctcaacaa atcctaaaac gctttgacag cgccagcagc agttttagcc
  3798241 aacgagcgga cgaggctcaa cgtgagaatg tgcaaggatt attggcacat ttagcacagg
  3798301 tttggcatag ccgtgagccg ggtctggcta aagaggtgga tgcattacgc agccgctatg
  3798361 cgcggccacc ggagcgggtt atcgaggcag tggcttctga tgaaccgctc tcatccaaca
  3798421 ccttggcggc ggcaatggcc gccacccccg ttagcccaag cctcgccata gataacacga
  3798481 gcgacagagc ctggcggcag accttgctga aaatggcgga tctactcagc gaacagcaac
  3798541 ccgatgccgc tatcggtttc cggctacgcc gccatgccgt atggggcgcg ttaaccgcac
  3798601 cacctatggc gcagagcgat ggccgcaccc cgttagccgc ggtatctgcg gatcgaaccg
  3798661 ccgattactt agcacgtctg gctaatgccg atttgccttt gtggcaccaa gtggagcaga
  3798721 gcctcaccct cgcgccttat tggctggatg gacatgtgct ttcggcacaa atcgccctgc
  3798781 aactgggtta tgacgcggtg gcacaggcta tccgtgatga actcagcgtt tttttagccc
  3798841 gtattcccgc attaaaaacc ctctttttta cggatatgac gccattcctc tcctctgaat
  3798901 ctgccgcctg gttacagcag gatgcgaatc atcagggaag aagtcgcact attgaacagg
  3798961 atgaaatttg gcaatgctat caacagcaag gattggaagc cgcactacag atgataaacc
  3799021 ggcaaccaca gcaatccgaa cctcgggacc gtttttacca tcaattgctc agtgcacagt
  3799081 tgttcgaaaa agcagggtta accgcattgg cgcagcagca ctaccacagc ttattactgg
  3799141 tagggcagca attacagcta agcgaatggg aacctgcgtt gatcgctcta ctgacagaaa
  3799201 aacagcgaca actcaaacca tgatcgccat ggaatgccac aggagcgtta gcgcatgaaa
  3799261 ttgccgttct ttatacgcat agccaagccc gccattcctc gccttaaagc gtcaataccg
  3799321 gtggtattgg cgttgatggc ttgtgcggca ctcatttggg tatggattta cggacccgag
  3799381 tggcaattgg gggaaaatta cccgtttgag acattattga gccgttggtt ggtcacggcg
  3799441 gtatttgtct tggtggccgt ttgttggctc agcctgaaag tcatgaggcg agtacaacac
  3799501 ctggaaaaac tccaactgca aacgaaaatt cagctcgacg accccgtcag tgctgatatc
  3799561 gagcaacaaa accactacct caatggctgg aagcaccaac ttcagcgcca tttgaacacc
  3799621 ccggaatatc tgtatcgcct gccctggtac atggtcattg gtgcgcgcaa tagcggcaaa
  3799681 agtacactga tcaaagaagg gtataaactg acagagatct ccgcatccga gcggctccat
  3799741 gcggaagacg cagcagatct gcgcgtccgc tgctggttgg gggaacaagc ggttattatc
  3799801 gatcctgcgg gggtgctgat tgaacaacct acgacaccga tcgcgggcaa agcatcactc
  3799861 aacagccgct tatggcaaag tctattatcc tggctgattg aacagcgcca gcgtcagccg
  3799921 ctaaacggca ttattctcac cgtcgatctt catcagatga tgaccgcgaa taaagcgcag
  3799981 cgggagactt acgtcgctga tattcatcaa cggctgcaag agatacggct gtctttgcac
  3800041 agccaggtgc cgctgtatgt ggtgttcacc aaaatggacc tgctgtacgg cttcgaggcc
  3800101 atgtaccaat cgctggataa agccgaacgt gaagcggttc tgggggtgac gttcagcctc
  3800161 aatgcggcgg atccggacgt gtggcggacg gagttgaaac agttctggca gcaatgggtc
  3800221 gcacaactga atggcgcgat gccggacatg atgctgaaca gtgtggatgc cgggcagcgt
  3800281 agccagttgt ttagcttcac tcgccagatg cagggcctgc acgattacgt cgtgcaactg
  3800341 ctggaaggca ttctgtaccg tggagaacat gcccagccgc tgttacgggg ggtttatctc
  3800401 acgtctgccc agcaacgcgg gcaaatggac gatatcttta cccaatctgc cgcggtgcaa
  3800461 tatcaccttg cgccacaggc cttcccgacc tggccggtct cggatacgac gccgtatttt
  3800521 accaaagcgc tgtttaacca ggtgctattg gccgaaccca atctggccgg agagaacggt
  3800581 atctggctgc aaaaaacgag aaagcgaatg ttcattttct cgggggtggg tgccctggcc
  3800641 gcgctgacct tatggggcta ctggcactac tatcaccagc ttaactaccg ggctggcgaa
  3800701 gaggtattaa cccaggcaaa aaccttctta tcgatcccac cgccagaagg cgatgaccgt
  3800761 tatggcaatc tgcaactgcc gctgctaaac cccatccgtg acgccacgct ggcttacggt
  3800821 aattaccatg aacgcagccc gttcctggcg gatatggggt tatatcaggg caataatatc
  3800881 gggccttatg tcgaaagcac ttacttgcaa ctcctacagc aacgttttgt cccggcactg
  3800941 atgagcgggc tgttagaaca actgaacgcc gcgccgaagg gcagtgaaga gaaactggaa
  3801001 attctgcggg tgatgcggat gttggaagac ggcagtggcc gcaatgccgc gctggttgaa
  3801061 caatatatga gccaccgctg gagccaacaa ttcaacggcc agcgcgagtt gcaggagcaa
  3801121 ctgtcgagcc acctgaacta cgcactgaaa cacaccgact ggcacggcgc acgggaaagt
  3801181 ggcgatcaat atgcgatcaa gagctttgtt ccgtacctcc gcccgatcca gtcagcgcag
  3801241 caagagttga gcaaactctc gatctaccaa cgggtgtatc agaacctgcg gatcaaagca
  3801301 caggatgcgt tgccgcccgc gctcgatttg cgcgatcaga tcggcgcaag ttttgacgac
  3801361 atctttgtct ccggtaacga tcgcctgctg gtgatcccgc aattcctgac ccgtagcggc
  3801421 ttacagagtt acttcatcaa acagaacgat caactggttg atctcacggt gatggacagt
  3801481 tgggtactta atctcaccaa gaacgtcgaa tacagcgagg cagaccgcaa agagatccat
  3801541 cgccaggtga ccgaacagta tcttggcgat tataccgcca cctggcgtgc ggctatgaat
  3801601 aacctgtcgg tcagtgattt tgaaggcttg ccacaggcga tcagcgccat tgaacaggtg
  3801661 atcagcgggg aacaaccttt ccgccgtgca ctgcaaacgc tgagtgacaa cacccgcttg
  3801721 ccggttatct cggatctgat ccccgcgaag gagcagcaag agctgctgca aaaacccgat
  3801781 tacctgctgc tgacccgcat caaccgtgag ttctcccccg aaacggcggt gctggtggag
  3801841 aatggcgata aaggcagcgt gatccaaagt gtttaccaaa aactgaccga gctacaccgc
  3801901 tatctgttgg cgatccaaaa ctcgcccgcg ccgggcaaag cggcgttgaa ggcggtgcaa
  3801961 ttacgtctgg atcaaaacaa cagtgatccg atttttgaag tccagcaact ggctaaaaac
  3802021 ctgccggagc cgctaaaccg ttgggtgggc gaactggcag agcaagcctg gcgggtggtg
  3802081 atgatggagg cgatccagtc actggaagtg gagtggaatg agacggtgat caaacagtat
  3802141 caaacctacc tggccggacg ttatcccttc gatcctcacg cgaaacagga tgtaccactc
  3802201 agtgagtttg aacgcttctt cgggccgaaa ggcacgctcg atgcattcta tcagcagaac
  3802261 ctgaaaccgt ttgtcgaaaa caacctgacc ggtggcagcg atggcgaatt gctgatccgg
  3802321 cctgatgtgt tacagcaact ggcgcaggca cggaaaattc gcgacacctt cttctcggcc
  3802381 caaaacggcc tgggcacaca gtttgcgatt gaaccggtgc tgttaagtgg caacaagcgc
  3802441 cgcagcgtat tgaatctgga tgggcaatta ctggattacg cccatggccg cagcggcgta
  3802501 gtgcatctgg tttggccaaa ctcgatgcgt gcaggagtgg aaagcaaact gacgttagtc
  3802561 ccggatgaga gcggcaaatc accgcgcacc ctcagcttca gcggtccttg ggcgcagttg
  3802621 cggctgatca acgccggtga actgaccaat gtgggcacca actccttcga tgtccgcttc
  3802681 aaggttgatg gcggcgagat gacgtaccgc atctttgttg atgaatccga caacccattc
  3802741 gcgggcggtt tgttcagtaa attcagtctg ccagacactc tgtattgaga cacacgattg
  3802801 tattgagaca gatcgcattg aaacagatgc attgaggcaa atcgtattaa tcgttgtcat
  3802861 cacgtcttcc tgctgcttag gcggcaggaa gacgatcaaa ggatgagtct gcatgagtga
  3802921 caccccgcaa catatcatca ttaaaaccgg cactgaccca cggaaccggc cggaatttaa
  3802981 cgccattcgt gaagagatca acaaaatcaa ccacccggca cggccagagg tcaactgggg
  3803041 tttgattgaa tcactggcgc tgaccctgtt ccgcacccac ggcgtggatt tgcagacggc
  3803101 ggtgtattac acgctggccc gcacccaaaa aaatggcctg gccggtttca ccgagggctg
  3803161 cgagttgctg gccggtatgg tagtcggcca gtgggatcac ctgtggccgg aacagccgca
  3803221 ggcacgcagt gaaatactgg aatggttcaa tacccgcgtc agcaatcaac tgcgtcagca
  3803281 tgattttacc cgtgacgatc tgcggctggt gtaccgcgcc gagcgggcct tgcagttgct
  3803341 gtacgataaa ttgcaacagg ttgaattaaa acgggtaccg cgcattgaaa acttgctgta
  3803401 cctgatgcag aacaccgcca aaaaactcga atcggccagt gatgcggcga aggctcagca
  3803461 aaccgcggcc ccgctgaaaa tgccgcctat ggtctatctc tcggtacccg aggccgagcc
  3803521 tgtccggacg gcagcggcag cccctgagcc tgcggccaat attgaggtgc gttcgccccc
  3803581 ccggcgacta aacggggggc ggtgctgtgg ggctttggtg ccggtgtcct gtgtagttta
  3803641 ctggtggcga ctgcggttta cgttacccag ttcaaaccgc tgcaacagca aatgacggtg
  3803701 ctggccaccc aaccggaaag cgcggcattg ctgtggctca accgcccgga tgtcgccacc
  3803761 tatggtgagc aactgagcac cctggaaaac ctctcgcccc tgtttgtgct caataccgcc
  3803821 gaccagtcgg tggcgatggc tcgtcaacgc tggccgtccg atcccagtca ggtggccgaa
  3803881 agccagcgct gggcgcggtt ggtggaggcg cgtatcggcc tggccggtac cgacagcagc
  3803941 tatttccagc tccagcagcg cttgcatgcg ctgtctgaaa aattactcga acaggaacgt
  3804001 tctcggggca gtctgaccat ctcctatcta aaaacagcag tttaccagat gcagaccgag
  3804061 ctgaaccggg agataccgct ggaggagtta ctgcgccagt tggcggtgtc cgccgatgaa
  3804121 catcaaccgg cctcgccggt cttgataaaa caaattgatg accgctggaa tgccttactc
  3804181 agccgttatc accacttaac gcagcagacg aactctgccc gttaacctcc aggagacagc
  3804241 aacgcgatgt ttgctcatga taaagctaat aataataaag ccgcggacaa gaccggcacg
  3804301 gtgacgccga cccatatcgt ctcgccggag gccgccccaa ccgtgagtgg cgctcagatg
  3804361 accgagatgg ccggggggat tggggatgcg gtgggcggca ctgccggtaa gcgcatcaat
  3804421 caggccgccg aggtggcaaa aaccgccctg gatgccaaag caaaagtact ggacggcggc
  3804481 gtcacgccga cgaacattgt ggccactggc ccggccccaa ccgtgagtgg cgctcaaatg
  3804541 accgagatgg ccggggggat cggggatgcg gtgggcggta ctgccggtaa gcgcattaat
  3804601 caggccgccg aggtggctaa aaccgccctg gaggccaaag caaaagtact ggacggcggc
  3804661 gtcacgccga tgaatctggc cgcgggcggg gccggtgcgg gattgccgga cagcgccgcg
  3804721 gcggcgatat cccgcctggt caaacagccc tccggcctgc aatttaccct gacgacggcc
  3804781 agtttaccgc cccagacctt tgcggtggtg gatttcaccc tgagcgagat gctctcctcg
  3804841 ccgtttgtgc tcaatgtcgg gctggcgagt gccgatccgg cggtggattt tgcggcggta
  3804901 ttggatgaag acgccacgct gtttatctgg cgcgaagggg tactgcaacg cagcatcacc
  3804961 ggcatggtcg ccagctttga acagggcgat accggttttc atcagacccg ctacagcatg
  3805021 gtgatccgcc cggcgctgtg gcgcaccagc ctgcggcgca atgcccgcat cttccagcaa
  3805081 gcctcggtgg aagagatcat caccaccctg ctgaaagaga acggcatcaa cgattttgct
  3805141 tttggttttc gccacccgca cccggtgcgc gagttctgcg tgcaatatca ggagtccgat
  3805201 tttgatttta tccagcgcct gacggcagaa gaggggattt tctactactt cgagttcagc
  3805261 gccgggaaaa ataccgtggt gtatgccgat gatgttggct ccctgccgaa aggcgcgtca
  3805321 ctgccctata acccgaatgt ggcggcgcag gcgcaggaac tgagtatcac caccttcacc
  3805381 cgcagtgcgc aggtgcgccc ggcgatggtg caactgaaag actacacctt taaaaacccg
  3805441 aactgggccg cggccttcag cgaacagtcg ggagaactgc aaaaccagcg accggactac
  3805501 gagcattttg attttccggg gcgcttcaaa gatgcccagc acgggcagga ttttacccgc
  3805561 taccggctgg acgcgctgcg caatgacgcc aatctggggc agggggccag caatgatttt
  3805621 accctccagc cggggcagtt gttcagcctg tacaaccacc cgcgtggtga tctgaaccac
  3805681 gcctggcagt tgctcggtat tcagcacagc ggcaaacaga tgcaggcgct ggagcaggca
  3805741 tctggcgatc agggcacggt gctgttcaac cacttcagtt ttattccgca cacccagacc
  3805801 tggcggccga cgccgttggc taaaccggcg atggacggcc cgcagatcgc catggtggtg
  3805861 gggccgccgg gggaagagat ttactgcgac gaatacggcc gcatccgcct gcaattttta
  3805921 tgggatcgct acgggcagag caatgacaac agctcctgtt ggatccgggt aacccagccg
  3805981 tgggcgggcc agggctgggg catgctggcc attccgcgta ttggtcagga agtggtggtg
  3806041 gattttctgc acggcgatcc ggatcaaccg attgtcacgg ggcggaccta tcacgccaac
  3806101 aacatcccgc cggggtcgtt accggccagt aaaacccaga tggcgttccg ctcaaaaacc
  3806161 cacaaagggg aaggctacaa cgaaatgcgc ttcgaggatg ccaaaggcgg cgaagggctg
  3806221 tttatgcatg cgcagaaaga tatgacgacc atggtgctga atgatcgcaa aaccgatgtg
  3806281 actcaggacc attcagagca cattgggcaa gatcagtccg tgacggttgt gcgtaaccaa
  3806341 agtaatacga tccaaaatga tcgccgggta gaggtgactc gcgatcaaca aaccgaagtg
  3806401 ggcaatgatt accagctagt ggtgaaaggt gaaaagaaag agtttgtgac gaaaattcgt
  3806461 tacaccgaag tgcatgaaga cgaaacgctc acggtgacga aaagtattaa aatccatgcc
  3806521 aaacaaggtg atatcagcat atcaaccccg aatgccggaa ttacgatcac ccatgacggt
  3806581 gccattgttc tgcaagggaa atacattcgt ttagcggccg atatgatcga tcttaatcca
  3806641 gaggagtagc agggatgcca gaaaataaca tcaacactta ctgtattcag gaaggaacgc
  3806701 tggaatgtcc agagggtttc actgaccgta cggtgaacct ctttatgaaa ggtaaaccgg
  3806761 gcgctgcttt tgccctgaat atcgcccgcg atgtccccga ggcccatgaa gtcctgagtg
  3806821 actacgtaca acgccagatt ggcatattaa aagataacct taaaaagtat gaagtcaaaa
  3806881 agcaccagca gattgacgtc ggggcgcaac acatccccgg agaatatgtt gaagccactt
  3806941 atatggctga aacccgaagg gtgtggcaga gacaggtcgc gattcaggta ggtgaccata
  3807001 tgatgatttt tacggccacg aatgcctcgc cgtttaaccc gcaacagcag gctacctggg
  3807061 agcagtggat ccacagcttt gcgccgtggg ccagggaggc cggccatgtt tgaagcggcc
  3807121 cgtgttgatg acaagcttta tcattccagt gccttagcgg gttttattat tggctccatt
  3807181 attggtgccg ccgtgatttt tgcggccgcg gcttacgccg cctccattgt tctcaccggc
  3807241 ggggcgacgc tggtcgctac cggctttatt gtgggtatgg gggtgaccac gctgggcgtc
  3807301 gttgccggtg ggttaatacg ctccgtgggc gaaaaaatag ggagcatgtg ccatcacgat
  3807361 gtcggacaaa ttacgacagg gtccaaaaac gttaaagtga acagtaaacg ggcggcgcat
  3807421 gtcgagctca gtaccgtggc ctgtaaagat gactccgcca ttcagcgcat ggccgaaggt
  3807481 tcgtcaaata tctttattaa cagtaaagcc gccgttcgtc tggaagataa aacgacctgt
  3807541 gatgcggttg tcgattccgc ttccagtaat gtgacgtttg gtggggggcg cgttcagtat
  3807601 ctcgatatta aacgcgagat ttctgatgaa atgcgtgatt tgtcagagaa gctgtttatt
  3807661 gtcgccgggc tggcgggcgg catatttggg gcggcaaaac aggcggggtg tttcggcctt
  3807721 aaatgcctga gcaagattgc gttgggtgag atggccgggg cggctgccgg gtatgggttg
  3807781 gaaaaagggg ttggggccat cgccggttat ttcggttacc cggttgatgt gatcagtgga
  3807841 cagaaattgc tgacaggtga gggcgatgat accgatttta ttctgccggg tatcttcccg
  3807901 ctgcactgga gccggattta tcgcagtgaa aatcaccatg tcggggcgct gggacaaggc
  3807961 tggtctctgg tatgggagcg ttcattacgc aaagaagatg acagcattgt ttatcagaat
  3808021 gatgaaggtc gggagattgt ctttcccctg attaaacgtg gagagcgcta tttctccccc
  3808081 acggagcata tctggctggc acgtaccgag cgtgatacct atgccatcag cagcccgttt
  3808141 gaaacctgtt ttatttttga ggccttttct gaggctggcg ttgcgaaatt agccagcctc
  3808201 gaagatctca atggtcatgc cctgtatttc tcttatgacg atatcgggca actgaaaaaa
  3808261 atatcgacca ccagcggtta tggggtgtat tgccagtatg aaaaagggcg tctggtgtcc
  3808321 gttgcctgcg tcaagggcgg tacgccgggc acactggtcc gctaccagta taatgaacag
  3808381 caccagttgg tcagcgtcac taaccgtgag gggcaaatca cccgccagtt tggttaccat
  3808441 ggccatctga tcaataaact ggcggatgtc agggggctgg agtgccgtta cacatgggct
  3808501 gatatcggcg gaaccccgcg aattacgcac agtgccacca atctggggga gcagtggcag
  3808561 tttgattatg atatcgacaa tcaacagacc accctgacgg acctcaatac cgggcagacc
  3808621 gcctgctggg gatataacgc ccaacattta attaccgact atcgggattt tgatggcggg
  3808681 aaatatgcat ttgactacaa cgacctcaat atgccggtac gcgttgtgct ggcaggcgag
  3808741 agaacgctcg ttctggttta cgatgcactg gcgcgcccga tccagatcac cgatccgcta
  3808801 aaacgtgaaa cccacattga ttatcaccgt aacagtctgc gggtggtgcg ccgtcagtac
  3808861 cctgacgggc aggtctggaa gggggaatat gaccgtaccg gccgtttgct gaaagagaac
  3808921 gcgccggatg gcggggtgac gctttatcat tatccagggg cctcatccct tcctgaacgc
  3808981 ataaccaatg ccgtaggggc gcagacacac cttggttggg aaaggcacgg gcaactgacg
  3809041 gagcacaccg actgctcggg taaactgacc cgctacgaat atgatatcga tggccatctg
  3809101 ctgacggtca tcgatgctga aaaccattca acacattaca gctacaaccg tctcgggcag
  3809161 cccaccggga tcaggtacgc cgatggccgc aaagagcagt tgcggtataa cgctcagggg
  3809221 ctggttgaac agtttaccga tcctgtcggg cggcagttgc actggcgtta taacctgcgg
  3809281 ggtcagccgg tcagctttac tgatcgtctg caacgggaat accgttaccg ctatgactgc
  3809341 catgggcaga tgattgagct ggataatgcc aatggtggcc agtatcactt ccggtggagc
  3809401 agtggcgggc aattggtgga agagcagtat cccgataacc ttgtccggcg ttatcgctat
  3809461 ggggagagcg ggatgctgat ggcgctggag accaccgcgc ccacggttga cgatcttacc
  3809521 gtctcccggc aggtcagttt tgactatgat gcgggcgggc gaatgacgca gcgcctgacg
  3809581 ggcatgagtg cgacccggta tgactgggac atcatggacc gtttattgct ggccgagcgt
  3809641 gtgccaacgg cggtgggcga acaggcgggg atcgtcggtc atggtgttcg tttggcgtat
  3809701 gacaaggccg ggcatttact gacggaaagc ggtgacctgg gtgcggtgac gtatcagtgg
  3809761 gatccgctgc atcatctggc cgccctgacg ctgcccgatg gtcagacgct gtcatggttg
  3809821 cgttacggtg cgggccatgt cagtgccatt cgtcatggtg atacgcttat ttccgagttc
  3809881 agccgggata atcttcatcg ggaagtgagc cggacccagg gtattttgac gcagtatcgt
  3809941 gattatgacg cgatggggcg gcggttgtag caatcggcgg gttctgatgc gccgacagtg
  3810001 gcggccgatc tgctgccccg tcagggggat atctggcgta aatttagctt tgacactgcc
  3810061 ggtgaactga gcatggccac cgattttatc cggggtgagc agcagtaccg ttatgatgcg
  3810121 gaagggcggc tgactgacag ccgggagcgt catcagttat ccgttgcgga ggattttgct
  3810181 tacgacaatg cggataacct gctgaacctg aggaaactgc cgtttgatac ggtcgatcca
  3810241 ctgtacgata caccggtcgc caacaaccgt ttgacgcaat ggcagcatta ccgttttgag
  3810301 tatgatgcct ggggaaacat gaccacgcgg catgccggtg gtcggatgca acattttgcc
  3810361 tatgacgatg ataaccggct gctgcgggcc tggggaaccg ggccgttagg ggagcatgac
  3810421 agccactatc ggtatgatgc gctggggcgg cgtatccaca aatcggtgac gataaagcgc
  3810481 ggcgcagaaa aaaccacccg tcagaccgat tttatctggc agggactgcg gttgttgcag
  3810541 gagcaacata cggacggcaa cgcgacctat atttacgacc cgaacgaaag ttatacgccg
  3810601 ctggcgcggg tcgatcagcg tcatggcgag acagaaagtc aggtgtatta ttttcatacg
  3810661 gatatcaacg gtaccccgct ggatgtcacg gacggagagg gtaagcaccg ctggtcaggg
  3810721 aaataccacg cctggggcaa agtcacccgg cagaatgtca gcgatccaag gcaaagcacg
  3810781 gtcagccggt tcgcgcaacc gctgcgttat ccggggcaat acagtgatga cgagacgggt
  3810841 ttgcactaca atacgttcag gtactatgac ccggagatag ggcgatttag tacgcaggac
  3810901 ccgatagggc tggcgggggg gataaatctt tatcagtatg ggccaaatcc gttaacgtgg
  3810961 atcgatcctt ggggatgggc ttttgggggc gttgacttta ctggatctcc agatttattc
  3811021 cctgtcaaag ggagccagtt aaatattgta gaaataacaa tgcaaggtgc ccgaggacga
  3811081 gatttcacgg aggcatttaa actggctggt atatcaaaag cagacgccac tggttataca
  3811141 tggcaccatt taaatgattt cgatcctgta agtggtaaaa caaccatgca attggtaaca
  3811201 acatcagctc acgaagctac attccctcat gcgggttcag tttctcaatt tgaaaagcac
  3811261 tttaatttac cttctcagtc ttatggcagt gcagatgctg ttgctatatc gcattcgaaa
  3811321 ggttggttaa agggccgaat tcctaaggcg ctaaggtcgg ggtgttaaaa tgaaaaatcc
  3811381 ttgtcagaat tgtgagaaga atatcgattt gtcagatatt aaatctgtag agaaaacttt
  3811441 aggttattct ttccctgaag cgtttgtatc acattactta tcttttaatg gtggagtgcc
  3811501 tttgagggcg tggtgggctt gtgatgatgg ttgtgaacct ttagaaatag ccgcttttaa
  3811561 accatttaaa tatcataaaa tgaccaatga taatcctaat tcattgatcg atggttgtta
  3811621 taatgaaatg attagaaaaa atgtaatccc ctcaaacata ataccgtttg gaaatgattg
  3811681 gggagggaac tttttttgct taaataaaga tgatgatagt gttgtttttt atgcaacaga
  3811741 ctcatttgac ccggaagtat ctatgagcaa gaatcatgat gtattgcaaa agaaattaac
  3811801 ttcttccttt gaagaattta tcaatggatt ggtcgaagaa gacgatttag agtaaggcat
  3811861 gtaagcgtat ggggaggatc attgttggat cctccttgaa tatattacaa aagcatgttc
  3811921 attttttgaa actgaataat caccttaccc gccatcacgc taatcgccag cggttgcccg
  3811981 gttaagcccg tttgcgtgag ccattctccg gacagagaca gttcaccatt atcttgtatc
  3812041 caggccatta cgatattgtt gtattttaaa tactgcgccg ggcgtaaatc ctgcattaat
  3812101 aatatcgggt ttgtcgataa tgagttcagg gatattattg ttcataatac agttgagaat
  3812161 aatattccca ttcatatttt tatctccggc tgaataacga gtcgtccatg ttcgacggtg
  3812221 ataagtaccg gttgtccaga gaagaaaccc agcgcttcaa gccagcggcc tttaagattg
  3812281 atagcgggcg gtgggttgcg cttacctctt tgcgggacat atcccaccgt gtaataacgc
  3812341 tctgttttcg gtgttttatt tatgccagtt cctgacgtag aatgtgcctt agccatagta
  3812401 actcctgctt agttgcttgt ggttagcggg gctgaggtgc tgatacacct caaccctgtg
  3812461 ttaaaatact gtggttatca cttcttctct gggtcaactg gctgtaaagc cgattcaacc
  3812521 cgatgcttca caatcaccgc atcaattaac ttaatcacgg tttcctgctc ttccggttgg
  3812581 cactgcgaca aggctttaaa acgctctaat aagcgcgtat tcctaatcga tgaggtctcg
  3812641 ttagacgagc caagtagcag ataatcaatg ctggtaacca gtaactcagc cagcgtaatt
  3812701 aatttatccg ccggtggaat atgcatccct gattcatatt tattgtactg tgaaagttgc
  3812761 aagccaatac gggtcgcgac ttccttttgt gttttatgtt gttgtttacg taattctttt
  3812821 agccgtaggc caaatgcccg gcgctgttct tccgtctgca taatctcgtc tatcacgtca
  3812881 gtcataagat gctccagtat aaggccactt ttaaaaacga atacacatcg tatagcgatg
  3812941 ctattagata tcgtaatacg atgcaaatta aatgttaacg tattttaaaa aaggaacgtt
  3813001 ctcggggcag tctgactatc tcctatctaa aaacagcagt ttaccagatg cagaccgagc
  3813061 tgaaccggga gataccgctg gaggagttac tgcgccagtt ggcggtgtcc gccgatgaac
  3813121 atcaaccggc ctcgccggtc ttgataaaac aaattgatga ccgctggaac gccttactca
  3813181 gccgttatca ccacttaacg cagcagacga actctgcccg ttaacctcca ggagacagca
  3813241 acgcgatgtt tgctcatgat aaagctaata ataataaaac cgcggacaag accggcacgg
  3813301 tgacgccgac ccatatcgtc tcgccggagg ccgccccaac cgtgagtggc gctcagatga
  3813361 ccgagatggc cggggggatt ggggatgcgg tgggcggcac tgccggtaag cgcattaatc
  3813421 aggccgccga ggtggctaaa accgccctgg atgccaaagc aaaagtcctg gacggcggcg
  3813481 tcacgccgct gaatctggcc gcgggcgggg ccggtgcggg attaccggac agcgccgcgg
  3813541 cggcgcttac ccgcctggtc aaacagccct ccggcctgca atttaccctg acgacggcca
  3813601 gtttaccgcc ccagaccttt gcggtggtgg atttcaccct gagtgagatg ctctcctcgc
  3813661 cgtttgtgct caatgtcggg ctggcgagtg ccgatccggc ggtggatttt gcggcggtgc
  3813721 tggatgaaga cgccacgctg tttatctggc gcgaaggggt gctgcaacgc agcatcaccg
  3813781 gcatggtcgc cagctttgaa cagggcgata ccggttttca tcagacccgc tacagcatgg
  3813841 tgatccgccc ggcgctgtgg cgcaccagcc tgcggcgcaa tgcccgcatc ttccagcagg
  3813901 cctcggtgga agagatcatc accaccctgc tgaaagagaa cggcatcaac gattttgcct
  3813961 ttggttttcg ccacccgcac ccggtgcgcg agttctgcgt gcaatatcag gagtccgatt
  3814021 ttgattttat ccagcgcctg acggcagaag aggggatttt ctactacttc gagttcagcg
  3814081 ccgggaaaaa taccgtggtg tatgccgatg atgtcggctc cctgccgaaa ggcgcgtcac
  3814141 tgccctataa cccgaatgtg gcggcgcagg cgcaggaact gagtatcacc accttcaccc
  3814201 gcagtgcgca ggtgcgcccg gcgatggtgc aactgaagga ctacaccttt aaaaacccga
  3814261 actgggccgc ggccttcagc gaacagtcgg gagaactgca aaaccagcga ccggactacg
  3814321 agcattttga ttttccgggg cgcttcaaag atgcccagca cgggcaggat tttacccgct
  3814381 accggctgga tgcactgcgc aatgacgcca atctggggca gggggcgagc aatgatttta
  3814441 ccctccagcc ggggcagttg ttcagcctgt acaaccaccc gcgtggtgat ctgaaccacg
  3814501 cctggcagtt gctcggcgtt cagcacagcg gcaaacagat gcaggcgctg gagcaggcgt
  3814561 ctggcgatca gggcacggtg ctgttcaacc acttcagttt tattccgcac acccagacct
  3814621 ggcggccgac gccgctggcg aaaccggcga tggacggccc gcagatcgcc atggtggtgg
  3814681 ggccaccggg ggaagagatt tactgcgacg aatacgggcg catccgcctg caatttttat
  3814741 gggatcgcta cgggcagagc aatgacaaca gctcctgctg gatccgggta acccagccgt
  3814801 gggcgggcca gggctggggc atgctggcca ttccgcgtat tggtcaggaa gtggtggtgg
  3814861 attttctgca cggcgatccg gatcaaccga ttgtcacggg gcggacctat cacgccaaca
  3814921 acatcccgcc ggggtcgtta ccggccagta aaacccagat ggcgttccgc tcaaaaaccc
  3814981 accaagggga aggctacaac gaaatgcgct tcgaggatgc caaaggcggc gaagggctgt
  3815041 ttatgcatgc gcagaaagat atgagtacca cggtaaaaga taaccagacg acgacggtgg
  3815101 agaaaggtaa tcaaaccgtc accgtagaaa aaggtgacag gacagtcacg gtcgcgaccg
  3815161 gaaatgaaac cacagatatt acccaaggga gcctgaccga gacgatcaaa gtgcgtcgca
  3815221 gtacctgcgc gaattttatt caggtgaagg ctgaaggtga tgcgcctggt acgcaacttt
  3815281 ataccgcgac ggaacagata aagttcgtgg tgggcaagag cagcattacc ttaaatccgg
  3815341 actctattat tctgcaattt tctggctcta cctctattac gctgaatgcc gccaatattg
  3815401 acgccatcgc gccattgatt aacttaaata aagacaaggg ataagcatgt attacttcaa
  3815461 cgagggttcc ctcgagttgc ctgaggcatg gcgcgatatg acggtaaatg tgctgacatc
  3815521 gtctctggat gaaacggtgg ggttaagttt tacggtgtcg cgggatacgc ccccgtgggg
  3815581 aatggggttt catgagttct ttgaccggga aataggctct ctgagccggc aattaaatca
  3815641 ctatcagtta ctgcatcagg acaccggtga agtcaataat cacccgtcag tgacggccga
  3815701 gttttgctgg tcatcagagc agggacggat acaccagctt atgacgctgg tcgatatcgc
  3815761 cccccgtgtc ttgatattaa ccgccaccat ggtcggtgaa ttaaccccgc agcaaaaaga
  3815821 acatatcacg gcgatagtgc agacgttgca aataaacgcg cggtcataat ttacggtcgt
  3815881 ttcggataga gccacggcat caggaggatg tttatgactg tcgcacaaag tattggcacc
  3815941 gggtatggcg cggctggcgc gcaatcggca ttacgtcaaa ccgcgctggg gcaacagagc
  3816001 ccggcgcgga cggattatca ggtcagtaat cccaatgtgg ggaatatcgc gcgagcgagt
  3816061 gattctctgc tgaatgtggc ggaaagtcag cagtttaaca ctctggtgac cgccggtttt
  3816121 gggatgcagg cgattgccgc cggggtggcc gggggatatg tcggtgccaa aatcggcaat
  3816181 aagttaggtc acggtattgc ccgtgcgctt aattttaatc aagtggcgac ggaaggagaa
  3816241 agccccgcgc acctgggcca tcccattgcc catcagaaaa aagattgggg ggtgtggggg
  3816301 gccattggcg gtattttact gggggcagcg gcggcggcat tggtggtcgt cacctttggt
  3816361 acggggttgg tggtgattgc cgcggcggcg gccgcagccg ggttaatcgg cggtatcgcc
  3816421 gccgcgaccg gggcggcatt aggacaatac ggtgataaca aaggcgtgat tgctgaaggc
  3816481 tccgccaacg tcttctttga aggccagccg gtggcccggg tgggggataa gatccaatgc
  3816541 agcgatcacc ccagttcacc gccgccgatg attgccgagg gcgcaaaaac cgtatttgcc
  3816601 aaccaaaagc agatcgcgcg tctggggcac cgtaccacct gcgatggcaa tatcaatgcg
  3816661 ggatgcggtt cgctcgccat cacgcaggaa acggcttatg tgtatgaagt ggcagacagc
  3816721 cgtaatccgt atttacgctg gtcagcggtt attctgagtt tcttgccaat acagaaaaaa
  3816781 tttgagcaag ggtttcgctc cttaaaaaag ccgcccaata ccgcggtcaa cgctacccat
  3816841 aactgcccga ccggcagtga tcctgttgat atggtctccg gcgattacct tcaggtctgg
  3816901 cccgtgattg atattgccgg tgttttgcct gtccggttac agcgtactta tcgttccggc
  3816961 gattatttca cggtctcggg ttgctttggt cataaatggg cggatagctg gtcacaacac
  3817021 ttggtcgtgc acgaagacaa cattgattac attgatgagg aaggggtggg gctgagcttc
  3817081 tttacgccag agaataaagt ccaggccgtc aatctgtata acctgcgtta tgagttagtg
  3817141 ggggagcgtc atggcgaact cagggttttt gaccggtcaa ctcagcagac actgcatttt
  3817201 aatcaacagc aacaacagca gcgttattta tcggctatca ccgaccgcaa agggaaccga
  3817261 atcgattttc gttaccaaca gggggaactg atatcggtcg agcacagtga cggctatgtg
  3817321 ctggagatcg acagccgtgg caggacaata cacgcggtcg agcttgtcac gcaggagaaa
  3817381 agacaaaagc tgttgcagag tacattcagt gagcgcggtt acctcgttca gtgccagagt
  3817441 ttccagtatg gcacgctgtc gcatgaatat gatccgaagg ggtatatggt gcgctggcgg
  3817501 gatacggata gcacggatgt ggctgtccgt tatgatattt cagggcgggt ggtggcacta
  3817561 aaaacatcga ccggtttttt tgccgaccat tttatttatc atgacaaaga acgctatacg
  3817621 atctatcgcg atggggaagg gggagaaacc ggttatcact ataatgaaaa caatctgctg
  3817681 ataaagttag tcgatccgtt aggcaatacc accctcaccg actgggactt gacccagaaa
  3817741 ataaaagaaa ccgatgcatt agggcgtatc acccggttta tttacaatga gcgcggtgat
  3817801 ttaaccgccg tgatcctccc ggatgaaacc cgtaccgaat atgagtataa cccgtctggc
  3817861 gtggtcactg cgtttacgtc ttcggcgggg gatagctggc aatatcagta tgacaggcag
  3817921 ggattgttac gacaggtaac ttatccttcc ggccagacga tgtcgtttcg ctacggcaag
  3817981 aagggagaag tgctgcgcaa gatcatcgcg gaagatcagg tgtggcgtta ccactatgat
  3818041 caccacggtt gtttaagcac cattatcgat ccgaagggga acagtacagc cgtcacactg
  3818101 gatgtgctgg ggcggttatt ttctcaccaa aacgccctcg gggagctcac ccgttacaca
  3818161 cacagtgacg cgcatgccag tccggcgggc agcgtcacaa aaatggtcat gccggatggt
  3818221 gtggagcagg ccattgccta tgacagcgag aagcgtattg ccgcgctgac cgatggcgcg
  3818281 gggaaaacca cccgttacga atacgggggt tttgatttac tgaccggcct gatacgcccg
  3818341 gacgggcagc ggctgacctt cggctatgac acactgacgc gcctgaatca ggtgaccaat
  3818401 gcgtcaggtg acacctatcg ttatacccgt gatcgggccg ggcaggtgat cagcgaaacc
  3818461 gattttaccg ggcgcacggt tcattatcag tatgatgcgg tggggcggcg tatcggggcg
  3818521 cgttacccgg atcagcgcct tgttcgctgg cactactcga tgcaggatca ggtgctggcg
  3818581 cagcagacct ggcactgcga tgcactgagt tccacgctgg ttggcacggt cagctacggt
  3818641 tatgacggtg ccggtcgttt gctgagcgcg accaatgcgg atgcggtggt ggagtttgat
  3818701 tacgacgagg cgggtcagtt ggttgcggag cggctgaatg gccgggaggt gcggcatcag
  3818761 tgggatgcgc taaacggcac ccctgttgcc cgacaggtgg gtgagctggg gctgacgttt
  3818821 gtgtacggcg cacagggcga actgacccgg ctacagctgg cgggccatca gccccttcag
  3818881 ttgcagcatg accggttggg gcgggagacg gtacgtgaaa gcgcggccgg gtttattcag
  3818941 gcctgcaatt ataccccgag cgggctgttg gcccatcagg cggccgggcg taactcggca
  3819001 ttattccagc aacagttgat cgccccggag agcccggcct tgcacggcag tgcggtcaac
  3819061 cgcagttggc agtatgaccg ggcttataac gtggtgggga tggatgacgg gcgttggggt
  3819121 aaaacgcagt accaatatga ccgcaatgac caggtcgttc gcgctgattt tggtggtttt
  3819181 ttgccgttgc aggagcagtt tagctacgat gtgaaccaga acctgcgcga gcatcgctgt
  3819241 ttaccgcgtg gggcacaggc ggttttggcg caggcgagcc agcaacagca ggcgggccgg
  3819301 gtggtgaagc gcggtgacag tcagtaccgt tacgatgctg ccgggcgact ggtggagaaa
  3819361 cgcagccaaa aagacggcta ccggccacag ctgtggcgct accgctggaa tgagcaggac
  3819421 cagttatccg aattgatcac gccgacgggg gcgcgctggc gctacggtta tgatgccttt
  3819481 gggcgacgta ttcgaaaact gcgggtagtg gataccccgc cgctcaatga gatggacgct
  3819541 ccttccaccg gtccggccac ggcatcactg gccggttacg cgtacctgtg gagcggcgac
  3819601 cagttaatcg aagaggtgcc ggtgtatgcc gacggcacgg tggcgtatga gcaggggatc
  3819661 cactggctgt atgcgccggg cggattaacg ccgatggccc gctacgcgca aggcaaactg
  3819721 cattatgtgg tggcggatca tctgggtacg ccgcgggagt tgttgaatga gcagggcaag
  3819781 gtggtgtggg cgagccgact gagcacctgg gggcaggcgg aattatggcg acaggcggcg
  3819841 aatgaggagg atcgggtcag ctgtaacctg cgttttgcgg gtcagtacgc ggatgcagaa
  3819901 tccgggttgc attacaaccg gttccgctac tatgatggcg agacggggca atatctatgc
  3819961 ccggacccga tagggctgga agggggatta aacccgtacg ggtatgtaca taatccggtg
  3820021 agctgggtgg atccgctggg gctggcaaca tgtccaatgc gtgaagttaa cggaacaaaa
  3820081 atatttggta aaggccaaaa agatggaact cctggtcatg atcagttctc tgaagttata
  3820141 gccaataaat tagccatgag tggtaagttt aaagaggtct atttaaatag gtcatataat
  3820201 tttgctaatg gtaaaggaat ctcaggacga cgacctgaca ttatggctgt tgatatgaat
  3820261 ggtaaagttc atgctataga attggcatct aaaacagata tgggtagaaa attcccatct
  3820321 ctgagaactc gaaaccaaga tgcaatgaaa aacttaccaa gcattgatcg gggaagtgtt
  3820381 attgtattag aacaccaata taattcttcg aagattaaga atgcattaga taatcttatt
  3820441 tctggtatat aggtgaaact atgtgtacgg ctatagctat ttatggtact gagaatatcc
  3820501 ctcctgaaac tgcatatgaa ataggtatgc tattttttaa ggttatagaa ctagatataa
  3820561 cttcaacagg ttactataaa tatagggaag atagaagtga ggaggatatt gactttattg
  3820621 aagtgtcttt atctgatttg aaaaatgaac ttaaaaataa aaatgcgact tcttttcgat
  3820681 tttataatga aagtgaaaaa agcaattatt ggactgcctc atttgggttc tcaacaagtg
  3820741 attttggtgg tttttatcat tttgatgctc aatgtgcatt atcgaaaaat ggaaaagaga
  3820801 aatttattga atttataaaa gagtttagca gtaaaaataa cttctcttat gggatagtat
  3820861 ataatcctga caatgttgcc gatggttttt attatgcaga gggtggaaac tttgttcaga
  3820921 tttatcaata tgagaaccca atgttttttg aaaaagaaac cgggggaatg tatgagggtc
  3820981 aggaacgcta taaaaacact atgctaagga tggtgtaccc ggttaatgtg attaatcatc
  3821041 atcatcttga tattattatc ggaaatgtta gcttgaaaga gtggatatca agtgatgaaa
  3821101 agcatggtac ccttgaagga ttaaataatg atctgtggct atggacagtt gaggatacta
  3821161 aactcgacga ggtaaataag tatcttggtg aggcaggggt attaatatcc tggaaaccgc
  3821221 caacaattaa aaaagcacct agaaaactgc cataaataaa aaccgggaag atcctaagaa
  3821281 gatcttcccg gttgtttttt gatcgccagt agttacccag ttaagcccgt ttgtgtgagc
  3821341 cagtctcccg ccagatacat ctcgctgtta tcttgtatcc agtccatgcc aatatggtga
  3821401 tcgttttcaa tctcattaag tacctgttgg gtcgcgatct cactggcgat taaggttatt
  3821461 atcaggccat tccaatattg ttgtatttta aattttgtgc cgggcgtaaa ccctgtcttt
  3821521 ataatatttt tagtgataca aagtgactgg tttagccagc cacatttttt tgttttataa
  3821581 attctacgtg ataaaaacag gtcaactgcc tgttgccatt aaaacctcgt caacaaagcg
  3821641 tttggctcgg gggatatcct cttcatcaac atgttcaata atcagtggaa tattaggatg
  3821701 cttctgggcc agcaactcga catataacgg ataattcaac gcgcctaatc ctgctgccgg
  3821761 taattctact gaacccgccc ctctaaagct gttatgttcc gcggcacctc caccaaattt
  3821821 ctctgcgata gcatctgttt ttttacagtc tttggcatga gcgattttta ttctgctctc
  3821881 gagtacgtta aaaatgttgt gcagtgtttc atcaatagca tctatgtttt tatcgtcaaa
  3821941 atagttggtg ggatccaagg ccaatcctaa tccgggatgt tcaacttctt gcatcaatcg
  3822001 ggcaacctgt cctacggaac cgatgatgtt attgacgtaa ttttccacga ggaacaccgc
  3822061 attatgctca taggcaaagg tcgctaactc tttggcgata gctttaaatt cctgataagc
  3822121 ctcttcagta ctatttttag gatcgtacag ccagtcactg tccgtattat aagttccggt
  3822181 ttcactaatg acatatggcg tgccaaagtg acgagcgtga gcgaggatct ctttcaccgc
  3822241 agcaatattt tccgcacgtt ttaccgggtc cggatgaact aagttggtat acgccgagat
  3822301 agccacaatg ggaatattcg cccgacgaaa tgcattacgt acctgatgcg ctttttcttt
  3822361 ggtaatgcgc ccccggcgaa gatcaatgtc ggtgaactca agatcgagtt gcacacatcc
  3822421 catacccgcc tgcttaattt tgtcgatggt gccactcagg gtgtaagggt aataaccggt
  3822481 aaagatgcca acgttaatca ttttgcattc tccaggagta tttcattgag atagacggtt
  3822541 ctctcttgct gaatagagag ataacaagcc tcaatacagg ccagcgtacc aagattgtct
  3822601 tctgcactta tttccggggg gcggttttct tcaatagcgc acatcaaatt tgccatggtg
  3822661 ccgataaatg catccgggaa ccattgtctt tcccattttg gggcgatcca ttgtccggga
  3822721 tgattccgcg acgccaattt caaggtactt ccgcaatatt caggttcccg acgatgccag
  3822781 ccgaaatcac cttctgccag tccgtcactt ccctctacgc gccagttgat gtagttattt
  3822841 ttgtcaacga cggatgaaaa gtgatccact tatatctcca ccaacggccc aatattgatc
  3822901 caccgtttta ctcaggatta gcttctgcta taaccccggc ctttcgtttc tgtctgagtc
  3822961 gatagctttc tcctttgatt tgaacgacat gtgagtggtg taagatacgg tccagcatcg
  3823021 ctgaggtcag tgctgcatca ccggcgaacg tttgatccca ctgcccgaac ggcagattgg
  3823081 atgtcaggat cattgcgctc ttttcgtaac gtttagcgat gacctggaag aacagctttg
  3823141 cttcttcctg actgaacggc agatagccta tttcatcaat gatgagcagg cggggggcca
  3823201 ttactccacg ctgaagcgtc gttttataac ggccctgacg ttgtgccgta gataactgaa
  3823261 gtaacagatc tgctgctgtt gtgaagcgaa ctttgatacc tgcacggact gcttcatagc
  3823321 ccatcgctat tgccagatgg gttttcccca cacctgatgg ccccagtaat acgatatttt
  3823381 cattacgttc tatgaagctg agtgagcgta acgactggag ttgcttctgc ggtgctccgg
  3823441 tggcgaatgt gaagtcatac tcttcgaacg ttttcaccgc cgggaaggct gccattcggg
  3823501 tatacatcgc ctgtttacgt tgatgacgtg ccagtttttc ttcatgaagc agatgctcca
  3823561 ggaagtccat ataactccat tcctggtcta ctgcctgttg tgacagcgca ggcgctgcgc
  3823621 ttataaggct ttccagttgc aactgcccgg cgagcgccat cagtcgttga tgttgcagtt
  3823681 ccatcatcac gccactcctc tgcagaatga gtcgtagatg gagagtggat gatgcagggg
  3823741 gtgtttgtcg aagttcacca gattttcatc aagatgcacg tcatactctt ttttctccgg
  3823801 aggcagtgcc agcatggact gctgctcttc gagccagcga tcgcagggac gggcctggat
  3823861 tgtttcatgc tttcgttggt tagcgacatc gtgcagccag cgcagaccgt ggcggttggc
  3823921 tgtttcaaca tcgacagtga tccccatcgg gcgcaggcga gtcattagtg ggatgtaaaa
  3823981 actgttacgg gtgtactgca ccatccgttc caccttacct ttagtctgtg ccctgaaggg
  3824041 gcgacacagt cggggagaga agcccatctc cttgccgaac tgccacagcg aaggatggaa
  3824101 ccggtgctga ccggtctgat atgcgtcacg ttgcagaacc acagttttca tattgtcata
  3824161 caacacttcg cgcggcacac caccaaagaa gcggaacgca ttacgatggc aggtctccag
  3824221 cgtgtcataa cgcatattgt cagtgaattc gatgtacagc attcggctgt atccgagaac
  3824281 agcaacgaac acgtgaagcg gtgagcgacc attacgcata gtgccccagt caacctgcat
  3824341 ctgtcgtccg ggttcagttt cgaaccgaac ggcaggctcc tgctcctgag gaaccgagag
  3824401 agaacgaatg aatgccctga gaatggtcat tccgccacga tatccctggt ctctgatctc
  3824461 gcgagcgatt accgttgccg ggattttgta aggatgagca tcggcgatgc gttgacgaat
  3824521 ataatcccgg tattcatcca ggagtgaagc aacagcaggt cgcggcgtat attttggcgg
  3824581 ctcagatttt gcctgcaaat aacgtttaac ggtattgcgg gagatcccca gttctctggc
  3824641 aatcgcccgg ctactcattc cctgcttgtg caggatttta atttccataa ctgtctcaaa
  3824701 agtgaccata aactctcctg aatcaggaga gcagattacc ccctggatct gatttcaggc
  3824761 gttgggtgtg gatcactatt gcaccgttcg ttacaattat gaagatagtt ttgcttaatg
  3824821 ccgcaacttt ccccatatac cgaagtgggt tagccagttt acttattgat gcggtcactt
  3824881 atggtgcctc cgtgggttac aatacgcata cactttccca ggaagaagct gagggttatt
  3824941 tccacagtct acgcccagcc atagagagag aagcattact cttatggata gcacgtgatg
  3825001 aaattggcat catcggtact atccaattag ttctttgcca aaaaccgaat ggcttaaatc
  3825061 gggctgaaat acaaaaatta cttgttcata gccgtagccg tcgcactggg ataggacata
  3825121 aattaatcat tgctgcagaa aacaccgcag tacaattacg ccgtggatta atatatctag
  3825181 atactcaatc gggttcttcc gctgagtctt tttatcgggc acagggctac cgttatgtgg
  3825241 gggagatccc tgactatgcc tgcactccta atggtaacta tcatccaacc gcaatttatt
  3825301 tcaaacgctt gtttaccgtg gttcaaccac acacggccat acaaaactaa tgaaccatag
  3825361 tgtaaaaaat agaaaatacc tgaacctgcc ataagccctc ttaattgatt ggaatagcaa
  3825421 cacgcgtcaa agaaatcact cactaagcgc aaaaatgtct acaccaaaaa ccaagctgcc
  3825481 tataatatgc agcttgtttc ttatctggag ttggcgtcca gcgcctttcc caacctgcgt
  3825541 taacaggcag aatttggctt atgacaaaaa gagaacaatc tttagcgacg ccttatctac
  3825601 agttcgatcg tacccaatgg gcggcattac gcgactcagt gccattgaca ctgacagaag
  3825661 aagaaatcgt taaactcaaa gggattaacg aagacctttc attagatgaa gtggcacaaa
  3825721 tttaccttcc actttcacgc ctacttaatt tttatattag ctctaatttg cgtcgtcagg
  3825781 ctgttcttga gcaattcctt gggactgatg gccaacgtat tccttatgtc atcggcattg
  3825841 ctggcagcgt agctgtcggt aaaagtacta ccgcccgttt attgcaagct ttgcttagcc
  3825901 gttggccgga acatcgtagc gtagaactca ttacaaccga tggtttcctt catcctaata
  3825961 aggtgctcaa cgaacgtggg ctaatgaaga aaaaaggatt cccggaatcc tatgatatgc
  3826021 ataatctagt gaaatttgtc tctgaggtta aatcaggagc ggattatgtt actgcacccg
  3826081 tttattctca tttaatatat gatgttgtcc ctgacggtaa taaggtaatc aagcaacccg
  3826141 acatcctaat attagaaggc ttaaatgtgc tacagagtgg gatggactac ccacatgatc
  3826201 cccatcacgt atttgtatca gactttgtag atttctctat atatgtggat gcacctgagg
  3826261 atttacttca gagttggtat attaatagat ttcttaaatt tcgtcagggt gcattctcaa
  3826321 atccagactc ttactttcat aattatgcaa aactaccaga gacagaggct attaagatcg
  3826381 ccactcaatt atggaatgag atcaatggat tgaatttaaa gcaaaatatt ttaccaactc
  3826441 gtgaaagagc aagtttaata atgacgaaaa gtgccaatca tgcagtagaa agtgtacgct
  3826501 taagaaaata atctatacgg gagatagtta tctcccatta attaatcaga cacctcgaag
  3826561 ggatatctca ccgccaatat aaggctttat attgccatct tgttctaata ataatgcgcc
  3826621 ttgctgatcg attccgcgag caataccaaa aatctcttga ttaccaataa ttaatttcac
  3826681 tggcctatta agataattat ccattttctg ccaacgagaa aggaatgccg ataagccctc
  3826741 attttcgaac ttaactactg caagccgtaa ttcagataag atctcagcag tgagtttatt
  3826801 acgatcgata gtaacaccag catcctgcaa atttatccaa tcttggttaa tagcatttgt
  3826861 ttctgaacca cgcattgtca ggttaatacc tgcaccaatg actaattgtg cagcatcacc
  3826921 cgttttccca gtaagctcta ctaatattcc ggccagcttt ttatcattta aatacagatc
  3826981 attaggccac ttaacacgaa ccttctctgc acctaaattc tgcagaacct ctgccataac
  3827041 aatcccaaca accaagctta atcccattgc agcagcagga ccttgctcta gccgccaata
  3827101 cattgataaa taaagattag caccaaaagg agaaacccat tgacgcccac gccgacctcg
  3827161 tcctgcttgc tgatattccg caacacacgc atcacctgat ttcaattcag taatacgatc
  3827221 caataaatat tgattagtag aatcgactac gggtaatact gttacgtgac ccgtaggtaa
  3827281 ataacttaat attttttgtt catcaagcaa ttggatagaa gtaggtaagc tgtagccctt
  3827341 acctgggaca gtaaaaacat ctaaacccca atctctaata gtttgcatgt gtttattaat
  3827401 cgcagcgcga ctcatgccta acgtttcacc caattgctca ccggagtgaa aaaaaccatc
  3827461 agataatata ctgactaacc gtaaggggac cctgatatct ttcacgataa atgctccaca
  3827521 gcattaactt caccattatc agcaataaag cgtacctctg gttctagcca gattgaaaat
  3827581 ctctgtgcga cctgctggcg gatataacgt gcaagatgta ttacatcttg gccagtcgct
  3827641 tctgactggt taatcagcac cagagcttgt tgctggtgta ctgcggcacc accaatctgg
  3827701 taccccttaa gtgaacactg atcgatcaac caacctgctg caagttttac tgacccatct
  3827761 ggctgcagat aatgaggagc attggggtaa caatgtacga tctcctcagc gattgctgcg
  3827821 cttactacag ggtttttgaa gaaactcccg gcattgccag tgaccattgg gtctggaagt
  3827881 ttactccgcc gcattgtaca gacagagtta aaaatatctg tggcagtaac tgttaatggg
  3827941 tccatatgta ttaagtcgcc ataacccagc gttggagtcc atgatttcat caatttaata
  3828001 ccgacagata cgatagcaaa tccattccca tagcgatgtt taaaaatgct gtcacggtaa
  3828061 ccaaactgac actcctcagc ggagatacgc tgaatagtac ctttatccat atcaagtaaa
  3828121 tcaacatatt cacatacttg ttttaattca acgccatagg cacctatatt ttggatcggc
  3828181 gcagagccga cacagcctgg aattaacgct aaattttcca accccggcat attattttgc
  3828241 agtgaatgac ataccagttg atgccaattt tccccagcac cgacatgtaa ataccaagca
  3828301 gcactgtctt cggtagaagt aatccccata atcctattga gtaatactgt cccagagaaa
  3828361 tttttaataa ataacacatt gctaccttca cctagtaata gtaccggctg tcgcttggct
  3828421 tttgattcat gccaagccgc aattaatgtt tctactgagc cagcactaat gacattgctt
  3828481 gcataagcag gtagcgcaaa ggtattaagg tgttttagag aggaacgctg attcgacatt
  3828541 acattagatg ctcattctaa ataactctcg cgctagtcta accgatcgta atgggctgtt
  3828601 tgtatttttt atttcaagta aataatgaaa aagtagtgat cgagctacta gcgatatcat
  3828661 caccagaaaa atttcatcgg atagggctaa gaagtcttga tactacctaa ggctagggta
  3828721 aatggaatgt tatttaaaga gtgggagaac gcttggtaaa cctgctttaa tctggtcgtc
  3828781 actgtgagta ctggtaccag tacaaaggaa attggcccta gaattctagg aggatttgat
  3828841 atcgggcaga ttttttctat aagtgtcata tttcacacta atagaccttg tcagtctatg
  3828901 gttcataaac ccgaaattct actcgctaca acgcgcaatt tctgtgtttc gcacacagca
  3828961 aaaaacccac gctttgggca tggggtcttg gctttatttg atgcctggca gtgtcctact
  3829021 ctcgcatggg gagaccccac actaccatcg gcgctacggc gtttcacttc tgagttcggc
  3829081 atgggatcag gtgggaccac cgcgctatgg ccgccaggca aattctgttt caattaaccc
  3829141 gcaaacaagc aacacttgtc agccagtcaa cacaatctcg gaacgacgct gaaaatctct
  3829201 ctcaattcaa aacaccttcg gtgttgtaag gttaagcctc acggatcatt agtactggtt
  3829261 agctcaatac atcgctgcac ttacacaccc agcctatcaa cgtcatagtc tttaacgttc
  3829321 cttcagggga ctttaagtcc cagggaagac tcatctcgag gcaagtttcc cgcttagatg
  3829381 ctttcagcgg ttatctcttc cgaatttagc taccgggcaa tgccattggc atgacaaccc
  3829441 gaacaccagt gattcgtcca ctccggtcct ctcgtactag gagcagcccc tctcaatctt
  3829501 ccaacgccca cggcagatag ggaccgaact gtctcacgac gttctaaacc cagctcgcgt
  3829561 accactttaa atggcgaaca gccataccct tgggacctac ttcagcccca ggatgtgatg
  3829621 agccgacatc gaggtgccaa acaccgccgt cgatatgaac tcttgggcgg tatcagcctg
  3829681 ttatccccgg agtacctttt atccgttgag cgatggccct tccattcaga accaccggat
  3829741 cactaagacc tactttcgta cctgctcgag ccgtcactct cgcagtcaag ctagcttatg
  3829801 cctttgcact aacctcacga tgtccgaccg tgattagcta accttcgtgc tcctccgtta
  3829861 ctctttggga ggagaccgcc ccagtcaaac tacccaccag acactgtcct caccccagat
  3829921 catggggccg agttagaaca tcaaacatta aagggtggta tttcaaggtt ggctccatgc
  3829981 agactggcgt ccacacttca aggcctccca cctatcctac acatcaaggc tcaatgttca
  3830041 gtgtcaagct atagtaaagg ttcacggggt ctttccgtct tgccgcgggt acactgcatc
  3830101 ttcacagcga gttcaatttc actgagtctc gggtggagac agcctggcca tcattacgcc
  3830161 attcgtgcag gtcggaactt acccgacaag gaatttcgct accttaggac cgttatagtt
  3830221 acggccgccg tttactgggg cttcgatcaa gagcttcgcc ttgcggctga ccccatcaat
  3830281 taaccttcca gcaccgggca ggcgtcacac tgtatacgtc cactttcgtg tttgcacagt
  3830341 gctgtgtttt tattaaacag ttgcagccag ctggtatctg cgactggctt cagctccagg
  3830401 agctagtcct ttcacctaac gccagcgtgc cttctcccga agttacggca ccattttgcc
  3830461 tagttccttc acccgagttc tctcaagcgc ctgagtattc tctacctgac cacctgtgtc
  3830521 ggtttggggt acgatttaat gttacctgat gcttagaggc ttttcctgga agcatggcat
  3830581 caactgcttc tgcaccgtgg tgcatcgtca tcacgcctca gggttgataa gcaaccggat
  3830641 ttacctggtc actcccccta cacgcttaaa ccgggacaac cgtcgcccgg ccagcctagc
  3830701 cttctccgtc cccccttcgc agtaacacca agtacaggaa tattaacctg tttcccatcg
  3830761 actacgcttt tcagcctcgc cttaggggtc gactcaccct gccccgatta acgttggaca
  3830821 ggaacccttg gtcttccggc gtgcgggttt ttcacccgca ttatcgttac ttatgtcagc
  3830881 attcgcactt ctgatacctc cagcaaccct cacaggtcac cttcaacggc ttacagaacg
  3830941 ctcccctacc caacaacgcc taaacgtcgc tgccgcagct tcggtgcatg gtttagcccc
  3831001 gttacatctt ccgcgcaggc cgactcgacc agtgagctat tacgctttct ttaaatgatg
  3831061 gctgcttcta agccaacatc ctggctgtct gtgccttccc acatcgtttc ccacttaacc
  3831121 atgactttgg gaccttagct ggcggtctgg gttgtttccc tcttcacgac ggacgttagc
  3831181 acccgccgtg tgtctcccgt gataacattc ttcggtattc ggagtttgca tcggtttggt
  3831241 aagccgggat ggccccctag ccgaaacagt gctctacccc cgaagatgag ttcacgaggc
  3831301 gctacctaaa tagctttcgg ggagaaccag ctatctcccg gtttgattgg cctttcaccc
  3831361 ccagccacaa gtcatccgct aatttttcaa cattagtcgg ttcggtcctc cagttagtgt
  3831421 tacccaacct tcaacctgcc catggctaga tcaccgggtt tcgggtctat accttgcaac
  3831481 tagacgccca gttaagactc ggtttcccta cggctcccct attcggttaa ccttgctaca
  3831541 aaatataagt cgctgaccca ttatacaaaa ggtacgcagt cacaccacga aggtgctccc
  3831601 actgcttgta cgtacacggt ttcaggttct atttcactcc cctcgccggg gttcttttcg
  3831661 cctttccctc acggtactgg ttcactatcg gtcagtcagg agtatttagc cttggaggat
  3831721 ggtcccccca tattcagaca ggatgtcacg tgtcccgccc tactcatcga gttcacagcc
  3831781 tgtgcatttt ggtgtacggg actatcaccc tgtaccgtgc gactttccag acgcttccac
  3831841 taacacacaa actgattcag actctgggct cctccccgtt cgctcgccgc tactggggga
  3831901 atctcggttg atttcttttc ctcggggtac ttagatgttt cagttccccc ggttcgcctc
  3831961 gttagactat gtattcatct aacgatagtg caacgtattg cactgggttt ccccattcgg
  3832021 gtatcgtcgg ttataacgct tcatatcagc ttaccgacgc ttttcgcaga ttagcacgcc
  3832081 cttcatcgcc tctgactgcc taggcatcca ccgtgtacgc ttagtcgctt aacctcacaa
  3832141 cccgaaggtg tcttatcatt gctgacagta catcttgtgt tgcgattatt tgagagactc
  3832201 tattacaggt tactctttac cccaatacat ctacggcggg gtaaatttca gctgtaatgt
  3832261 ttcaattttc agcttgttcc agattgttaa agagcaatat ttcacaacac actgtgcctt
  3832321 gcgaccgcag tacgttttga aatagtttta tatggtggag ctaagcggga tcgaaccgct
  3832381 gacctcctgc gtgcaaggca ggcgctctcc cagctgagct atagccccat ataaaaagca
  3832441 aatcacctta ttgctgcaac tcaacaggga atggtgagtt ggtgggtctg agtggacttg
  3832501 aaccaccgac ctctccctta tcaggggtgc gctctaacca cctgagctac agaacccaac
  3832561 aaggtactct aaagcccgaa ccaattttct cagcccggct tttattttgc ttcgttactt
  3832621 ttctatcaga caatctgtgt gggcactgcg caatgcgtat cgttaggtaa ggaggtgatc
  3832681 caaccgcagg ttcccctacg gttaccttgt tacgacttca ccccagtcat gaatcacaaa
  3832741 gtggtaagcg ccctcccgaa ggttaagcta cctacttctt ttgcaaccca ctcccatggt
  3832801 gtgacgggcg gtgtgtacaa ggcccgggaa cgtattcacc gtagcattct gatctacgat
  3832861 tactagcgat tccgacttca tggagtcgag ttgcagactc caatccggac tacgacagac
  3832921 tttatgtggt ccgctggctc tcgcgagttc gcttcacttt gtatctgcca ttgtagcacg
  3832981 tgtgtagccc tactcgtaag ggccatgatg acttgacgtc atccccacct tcctccggtt
  3833041 tgtcaccggc agtctccctt gagttcccac cattacgtgc tggcaacaaa ggataagggt
  3833101 tgcgctcgtt gcgggactta acccaacatt tcacaacacg agctgacgac agccatgcag
  3833161 cacctgtctc acagttcccg aaggcacttt agcatctctg ccaaattctg tggatgtcaa
  3833221 gagtaggtaa ggttcttcgc gttgcatcga attaaaccac atgctccacc gcttgtgcgg
  3833281 gcccccgtca attcatttga gttttaacct tgcggccgta ctccccaggc ggtcgactta
  3833341 acgcgttagc tccggaagcc acgcctcaag ggcacaacct ccaagtcgac atcgtttaca
  3833401 gcgtggacta ccagggtatc taatcctgtt tgctccccac gctttcgcac ctgagcgtca
  3833461 gtctttgtcc agggggccgc cttcgccacc ggtattcctc cagatctcta cgcatttcac
  3833521 cgctacacct ggaattctac ccccctctac aagactctag cttgccagtt tcaaatgcag
  3833581 ttcccacgtt aagcgcgggg atttcacatc tgacttaaca aaccgcctgc gtgcgcttta
  3833641 cgcccagtaa ttccgattaa cgcttgcacc ctccgtatta ccgcggctgc tggcacggag
  3833701 ttagccggtg cttcttctgc gagtaacgtc aatgattgag cgtattaaac tcaacccctt
  3833761 cctcctcgct gaaagtgctt tacaacccga aggccttctt cacacacgcg gcatggctgc
  3833821 atcaggcttg cgcccattgt gcaatattcc ccactgctgc ctcccgtagg agtctggacc
  3833881 gtgtctcagt tccagtgtgg ctggtcatcc tctcagacca gctagggatc gtcgcctagg
  3833941 tgagccatta ccccacctac tagctaatcc catctgggtt catccgatgg cgtgaggccc
  3834001 taaggtcccc cactttgctc ttgcgaggtc acgcggtatt agctaccgtt tccagtagtt
  3834061 atccccctcc atcaggcaga tccccagaca ttactcaccc gtccgccgct cgccggcaaa
  3834121 gtagtaaact acttcccgct gccgctcgac ttgcatgtgt taggcctgcc gccagcgttc
  3834181 aatctgagcc atgatcaaac tcttcaattt aagatttgtt tgatttgctg acttttactt
  3834241 gcgtaaaagc agcggtgctc aaagattact ttctgcaaat aggcatcttg accgaagtca
  3834301 aaatgtttac tgctttggtc actcttcaag acttgatatt atttctgcct gccgaaacag
  3834361 gcgtcgatat cgtcttgcga gtgcccacac agattgtctg ataaattgtt aaagagcgtt
  3834421 cgttacccgt ttgccttgcg gcgaatctta cggtaacgcg ggaggcagat aatacgcttt
  3834481 cccgctgaag agtcaaggtt ttcttttatt tctttcgaag ttcaagtctg cttttctctt
  3834541 cctgacccgg cgaagtgtgt ttcgttgttc ccggtcagtg gaggcgcatt atagggagtt
  3834601 cctgacagcc tgcaacccct aatttcaaaa aacttttcaa ccgtgttttt tttcagcaat
  3834661 ttgctgtgat aaccagcgtg atagctactt tttatactgc agtgccaaga aatcctgagt
  3834721 aaaacggctt acctcttgcc aatccgtata ctcaacttct ttactggtat cggtttctcc
  3834781 cccagtcata cgcataataa gttgaatcat tatccgatct atccaactgt agcgtggata
  3834841 acgcagagca ccagcgaata ccgagcacaa cgttggctgc cagggagtgt tcaataaaaa
  3834901 cttacgtaca tatgtattgg tttgtggcga acgtttttct ggcttgcgtg ccgttaagtt
  3834961 cacagcaaag aatgcacttg gcatctgact caattgcgca acgtgtttat taacgaactt
  3835021 attcaacacg gggctgaaat gtccataccg tacagaagcc ccaatgataa cttgctgata
  3835081 ctggctcaga tcgatttggc ctacttgaga taggtcttgt atttcacaag tggctgcctc
  3835141 tgttaattgc ttagctatat aagaagctat agttttcgtt tggccgtctc ggctggagta
  3835201 aagtattagt attttcatag taatgttcct tatgcagaac tactcgcgcc aaaatgttgg
  3835261 ggtgaaaagg actagcaaag tgaagacttc cagccggcca aataacatcg taatcaccaa
  3835321 tatccatttg gctgcgggat tcatagatgt aaagttatca gccactaccc ccaaaccggg
  3835381 cccgaggtta ttcaacgtcg cagtgacagc agcgaaggca gaaaattcat caaccccagt
  3835441 cgcgacgatc gctaacatac tgataatgaa gaccagcgca taagcagaga aaaagcccca
  3835501 aaccgcttca agaatccgct cgggtaatgc acgccgcccc agtttaatgg tgtaaaccgc
  3835561 attagggtgg accaaccgtt ttaactcgcg tgaaccttgt aagtagagta ataggatacg
  3835621 aataactttt aggccgcccc cggtagaccc cgcacaacca ccaataaaag cagaacataa
  3835681 taagagtagg ggcaagaaga gcggccattt cgcaatgctg tcggtcgtga agcccgccgt
  3835741 agtagccatt gaaaccactt ggaagaacgc ctgatttaag gtttctattc cggacttata
  3835801 tacactatgt tgccagagca ctaaggtaca aacgataact agcgtcaatt gtacaaagat
  3835861 aaacatacgg aattcgggat cacgccaata gactttcaag cttctgccac tgagtaccgc
  3835921 aaagtgtaaa ccaaaattac agccagaaat cagcaagaat atgccaataa ttgtgttgat
  3835981 cgttgggctg ttaaagtacc caatgctggc atcatgggtt gaaaaaccac cgatagctat
  3836041 tgtcgaaaaa ctatgagaaa tagcatcaaa taccgacatc cctgctcccc aaagggcaag
  3836101 cgcacaagcg atagtcagta gtacatagat gagccagagc gttttagccg tttcagcaat
  3836161 gcggggccgc attttattat ctttcagcgg accaggcatt tctgcacgat agagctgcat
  3836221 ccccccgacg cccaaaattg gcaaaatagc cacagcgagt acgatgatcc ccatcccacc
  3836281 aagccattgc agcatttgtc gatagaatag aattgctttg ggaagtgaat ccaaccccac
  3836341 taaggtagtt gcccctgtgg tagttaaccc tgagaatgat tcaaagaatg catcagttaa
  3836401 tgaaagatta ggccgctctg agaataaaaa aggtaatgcc ccgacactac ccaacaccgt
  3836461 ccaaaataat acgacgatga gaaaaccctc gcgaggtttt aactcatgct tctgctttct
  3836521 attcggtaac caaagcaaaa gcccgataga cacagcaaca aaaaaagttt cactgaaggc
  3836581 acggccagca ccatcacgat agatcaaagc caccagcccg ggaataaaca ttgttccgga
  3836641 gaataagatg accagcagac caacaatacg ggttatggca cgaaaatgca ttccggcacg
  3836701 ttccttagca attcacttgg atggggatta ttacgaaata ggtgttaatt gcaatgtacc
  3836761 acgactgaga tcacgcaatt tatccccgac ttggctggct tgagttgctg gcagagtgag
  3836821 atgaagtgtt acaagttccg tgtattcacc tcgtaaaatc tggccttcaa cctgctgtaa
  3836881 tagcatttct accatagcaa gctgcgcata gtcacactgt aaagtatatt ccacctgtgg
  3836941 gactttatat tttaccgcta cctgttttag tgcctgctgc acaccactac cataagcttt
  3837001 tactaaccca cctgtgccaa gtttaatgcc cccataataa cgcacaacaa cagccgtaat
  3837061 ttctccaata tcactcccca tcagttgtgc caagatgggt ttaccggcgg tgccagaggg
  3837121 ttctccatca tcggaaaaac ctaactgctg agaatccgtc gggggaccgg caataaatat
  3837181 cctccggcat agccggaggt ttttcatatg cgcctataag gctctgttac cagccgcgcc
  3837241 ctaacaggcg catcgcgatc tgacatttgc atctatggat tacttacggc ccgtaaacgg
  3837301 gctaccggga tacgggatcg agagttgctc acccatttta tcctcttcca attggtgctt
  3837361 tatgtattct tgtatcctgg ccgtgttttt ccctaccgta tcaacgtaat accctcgaca
  3837421 ccaaaactcc ctgttacggt atttgaactt caaatcgcca aactgctcat aaagcatcag
  3837481 actgctcttt cccttcaggt accccataaa tcccgagaca ctcatcttgg gcgggatctc
  3837541 cagaagcata tggatgtgat ccacacagta ttctgcttcc aggatattca cgtttttcca
  3837601 ttcgcacagt tttcttaaaa tactgccaat cgctctgcgt ttttccctgt agaacacctg
  3837661 ccttcggtac ttcggcgcaa aaactatatg atatttacag ttccatcggg tgtgcgctaa
  3837721 gctcttttca tccctcattg ggaccccctt ttgatttctt gttgaacatt tgcagttgcc
  3837781 agaccgcaaa ctgttttaac aaatcaaaag gggtttttat aactgaccca aagctgaaag
  3837841 ctttactgaa cccccagcct agctgggggt tttctgggca caacaaaagc ccagcaatga
  3837901 tgccgggccg ttggatgttg ttgcttaacc tgctgaataa aatctttagc ctcattaacc
  3837961 ccacaggtat gagccaataa ggtaatgaaa cggcttttct tgatctcttc gctgatagta
  3838021 accggcatag cgggtatcag ataaggctgc atcaggccag tttcagatca cgcgtcatat
  3838081 tttcgacccg tttatcatga ataacaatat tgtcttctat acgaatacca ccataaggct
  3838141 tcagtgcatc aatacgatcc caattaaaat gtttgctgaa ctcaccaatg cgccaaggag
  3838201 ccaacaaaga atcgataaag tacaggcccg gctcaatagt cagcaccatg cgcggttgca
  3838261 gaacacgtgt gcaacgtaga taaggatact tagatggcgc gttcaggttc gtacctttat
  3838321 cgtcctgcat aaaaccagca gtatcatgca cttgcaaacc aagtggatga cccaaaccat
  3838381 gtggcaggaa tgggcaggta attccctgtt cgaccatcgc ctcttcgctg atccccgtga
  3838441 ctaaattatg tgtacgcaaa agcttagcaa tgcgttgatg catctgaacg tgataatcag
  3838501 tatagcgttc accactttta atcgtatcga tcagcgccaa ttgctcagta ttaaggtcgc
  3838561 taattaaagc cgcaaaatca ctgtcacggt ctgctgtgta agtacgagtc agatcggcag
  3838621 catagccatt atattcagct ccggcatcaa tcaggaaact acgtatctct gccggaggtt
  3838681 gatgctgtaa aatcgtataa tgaagtactg cggagtgttc attcagcgcg acaatattat
  3838741 cgtaaggaac atcagtatca cgatgtccgg tagccatcag gtaagccaga ttaatatcaa
  3838801 actcactcat acccgactgg aatgcttcat aggccgcacg atgccctacg actgcagttt
  3838861 tttgtgcttc acgcatgcac gccagttcgt aatccgtttt ataagagcga taataatgaa
  3838921 gataatccaa gaccggctgc gggttaatgt tctcagcact gaagcctaaa gcttgtgcac
  3838981 gctgctgggc ataaccaata taagcaacac gttcacgctg aacaggtaat tgttgcgcaa
  3839041 tatcatcagc attcagcaat ggctgaacat caatattctt cgtccagaag ctatcaggta
  3839101 gcggttcgac actgtgccag taatctaccg gtgagtagaa ccataatttt ggtgtattga
  3839161 ctccatcaac ccataaccag caattgggga cctcagtcac agggacccaa gctttaaact
  3839221 gtggattaac cttaaaggga tagtcacggt catcaagaaa aagccgctgt aattcaccag
  3839281 agtgaatcag caacgcatct aattgatgac gctccagcac atcgcgggtg cgctgttgta
  3839341 gagtggataa atgttcgtta tataaagaag ccagcgtttc catcacagta cccttcgcta
  3839401 ttagaactta atttttttat cttatcatag tcaccgaaac catgtttcga tgacgtttat
  3839461 tctacaaatt gatagccact atacccaaaa taatgggtgt tgcagccaaa ctctgcccgc
  3839521 gtaatagaac gattatttag tctctcgaaa catctcgaat aaatatgata aagatcaatt
  3839581 agtctacctt attgattgtg atcttcactg caaaaaaaca atctctcatt tgcatttcat
  3839641 taacaaaata accacacttc ctgaatatct ggtcatacca gatcacatgc gcttattcag
  3839701 gagatagata tgctctacca aagcgaaaca ttacagcttc actggttgga aaacggtatt
  3839761 gccgagttgg tatttgatgc tccgggttca gttaataaac tggatactaa aaccgtagcc
  3839821 aatttgggtg aagccttgaa tgtgttagaa aaacaaagtg aactcaaagg gttgctatta
  3839881 cgttcagcga agacagcctt gattgttggt gccgatatta ctgagtttct atccctgttt
  3839941 aatgccccac cagaaaaact gcaccagtgg ctggtgttcg ccaacaccat tttcaatcga
  3840001 ctggaagatt tacccgtgcc aaccatttca gcaattaatg gatacgcact aggtggagga
  3840061 tgtgaatgta ttttggcgac ggatttccgt atcgcctccc cagaagcacg tatcggcctc
  3840121 ccagaaacca agttgggcat catgccgggc ttcggtggtt cggtccgttt accacgcctg
  3840181 ctaggcgctg atagtgcact tgagattatt gccacaggta aagatgttac tgccaacgat
  3840241 gcactaaaga ttgggctggt tgatgcagtt gtcgaccctg agaaactggt cggttcagcc
  3840301 ttaactatgc tgaaacaagc tattgacggt aagctcgatt ggcaggcagc acgccgccca
  3840361 aaactggaac ccctaaaact taatcctacc gaagcggcta tgtgttttac cattgctaaa
  3840421 ggcagagtca tgcaagtcgc cgggaaacac tatcccgcac cattgactgc agtaaaaact
  3840481 attgaagccg ccgcaaaatt tggtcgtacc gaagcgctga acttggaaac caacagtttt
  3840541 gtccctttag cgggttccaa tgaagctcgc gctttggtgg ggatttttct taacgaccag
  3840601 tatgtaaaag cgcaagccaa aaaactgtcc aaaggcgtcg ctgcaccaaa actggctgcg
  3840661 gttctgggcg cagggatcat gggaggtgga attgcctatc agtcagcgct gaaaagtgtg
  3840721 ccagtcatta tgaaagatat taatgaaaac tcgctggatc ttggaatgaa tgaggccgct
  3840781 aaattactga ataaacagct ggaacgcggc aaagtggatg gccttaaaat ggcaagtatt
  3840841 ctagcgacta ttcgaccaac cttggattat gcaggtattg aacgagccca agtgatcgtc
  3840901 gaagctgtgg tggagaaccc gaaggttaaa gccgctgtac ttgcggaagt agaagcatta
  3840961 atcggtgaag ataccgtttt agcttccaat acctcgacga ttcctattga tcagttggct
  3841021 aaatcactca aacgccctga aaatttctgc ggtatgcact tcttcaatcc agtacaccgg
  3841081 atgccactgg ttgaaattat tcgtggggca aaaacctcag ataaaaccct tgcggcagta
  3841141 gtcgcttacg ctacacaaat ggggaaaacc ccaattgttg tcaatgattg ccctggtttc
  3841201 ttcgttaacc gcgtcttatt cccgtatctc gcaggctttg gcatgttagt cagagacggt
  3841261 ggggatttcc accaaattga taaagtgatg gaaaaacagt ttggctggcc gatggggccc
  3841321 gcttatctat tagatgtcgt cggtattgat actgcccatc atgcacaagc ggtgatggct
  3841381 gccggtttcc ctgagcgaat gaacaaggat taccgtgatg cggttgatgt gatgtttgat
  3841441 aaccaacgat ttgggcaaaa gaatggtcag gggttttacc gctatacgca agatgcaaag
  3841501 ggtaagccac gtaaagaaaa tgacgaacaa gtggataaat tactggcaga aatcagccaa
  3841561 cctctccaag aattcagcga tgaagacatt attgcccgca ccatgatccc aatgatcaat
  3841621 gaagtcgtcc gctgcctgga agaaggtatt attgccagcg cagccgaggg tgacatggcg
  3841681 ctggtttatg gccttggctt ccctccattc cacggaggag tcttccgtta ccttgatacg
  3841741 ctcggtagcg caaattatgt cgaaatggct caacgctatg cccaccttgg tgcgttatat
  3841801 cacgttcctg cggggctacg agctaaagct gaacataacg aaagttatta tcctgtggca
  3841861 gcagcgctgc ttgatgtttc taccaatcaa ccagcatgag gtcttaaaat atggaaaatg
  3841921 tagtcattat tgatgccgtg cgtacaccga tgggccgctc caaagggggg gcttttcgtc
  3841981 atgtacgggc tgaagacctc tctgcccatt taatgcgtgc cgttatcagc cgtaatcctg
  3842041 ggttgaatgc tgctgaaatc gacgatattt attggggttg tgtgcaacaa acgttggagc
  3842101 agggtttcaa tattgcccgt aacgcgtctt tattagccga aattcctcac agcgtacccg
  3842161 ctgttaccgt taatcgcctg tgtggctcat caatgcaagc tctgcatgat ggcgcacgag
  3842221 ccattatggt gggtgatgcg aagatcagtt tgattggtgg agtggaacat atgggccacg
  3842281 tgccaatgaa ccacggcgtg gatttccatc caggaatggg tcgcactgtt gccaaagcgg
  3842341 ctggaatgat gggcttgacc gctgagatgt tggctaaaat tcacaatatc agccgccagt
  3842401 cacaagatga gtttgcattc cgttctcatc aacgtgctta tgctgcgact caggcagggc
  3842461 atttcgcaaa agaaatcgtt gcaaccaatg ggcatgatgc agaaggtgta ttaaaacgct
  3842521 ttgatttcga tgaagtcatt cgtcctgaaa caaatctatc cggtctagca gccttgcgcc
  3842581 ctgcatttga tccggtaaat ggcacagtta ctgcagggac atcatcagcc ttgtccgatg
  3842641 gggcttctgc gatgctgatt atgagcgaat ccagagcgaa gtcattaggt ttaaccccac
  3842701 gagcacgtat ccgttcgatg gcggtcgtag gttgtgaccc ctcaatcatg ggctatggcc
  3842761 cggtacctgc tagtcaattg gcattaaaac gtgctggcct tgaattggca gatattggtt
  3842821 tatttgagtt aaacgaggcg tttgctgctc agtcactggc ttgtctgaaa ggtttaggtt
  3842881 tgttagaaag catggacgat aaagtaaacc tgaacggtgg agccattgca ttaggtcacc
  3842941 cgttaggctg ttcaggcgca cggatctcta ccacattgtt aaacctgatg gagcgccgtg
  3843001 acgtacaatt tgggctagca accatgtgta tcggcctagg gcaaggtatt gctaccgtat
  3843061 ttgagcgctt atagtagcca aatacatata accatcaaat acacataacc atcaaacata
  3843121 gacaaccacc cgacatcaag aaattagggg cctgaacgta ggccctgata actgaggtat
  3843181 atcgtgttta gttgctattt ccccgccggt cagaggcggg ctttttatcg cttttagata
  3843241 aaggcaaaag catcaccaaa gatatgttct tcctgtgcgc cacgctccac acaaaaacgc
  3843301 tcacgggcga ttttagccat ttcaaaacgc cccgcgatgt aaatatcctg ctcagctaaa
  3843361 gaaccgtaat cttgtagtac agcactcagt acagtccctg tgcgcccacg ccaaccctct
  3843421 tccggttgtt ctactacggg aatgactttc agttgcggat acttaatcga tagtgcttcc
  3843481 aactcaccta aatcatacag gtgtaccgct tcgcgcccgc cccaatagat agagacttcg
  3843541 cgatcaggtt gttccgctaa cgcggctaac aagatggatc gcgcataaga gaagccagta
  3843601 ccgccagcaa tcagaaccaa cggacgcttg ctcccttcac ggaaccaggc atctccatga
  3843661 ggaatatcaa catccagttt tttctctttt aggatgcgat ccatcactgc cattgcgtac
  3843721 aaattcagct ccgaagcacc gatatgtaac tcgataaagt cctgctgaaa cggtgtggaa
  3843781 gccatcgaga atgggcgctt atcacgctca tccatcacta ccatcaaata ctgcccggcg
  3843841 cggaaagaaa aagaagattc aggtaccaat tgcacccggt acaccgtatc ggtaatggcc
  3843901 tctacggagg ttactttaca gcttaaagtt gtcatgcctt ccctctgtcg ggtcatcaaa
  3843961 tgcaaaacca agtacaaagc cgacgctagt tagcgtttcg cgtctttgtc actgaaaatg
  3844021 gccagctcat cccacagagc atcaatacgg gcacggacgt cttcgtccat cttaattgga
  3844081 cgcccccatt cacgcggagt ctctgctggc catttgttgg tggcatccag ccccattttc
  3844141 gatcccaaac cggaaaccgg tgaggcgaaa tccaaataat ctatcggtgt attttcaatt
  3844201 aacaccgtat cgcgggatgg gtccatccgg gtggtgatcg cccaaattac atcattccaa
  3844261 tcacgagcat taatatcgtc atcacaaaca ataacaaact tggtatacat aaactggcgt
  3844321 aaaaacgacc atattcccat catcacgcgt ttggcatggc ctgcatattg tttcttgatg
  3844381 gttaccaccg ccaaccggta tgagcaccct tctggtggca agtagaaatc aacaatttcc
  3844441 gggaattgct tttgcaaaat aggtacaaag acttcgttca gtgccacccc cattaccgca
  3844501 ggttcatccg gtggtcggcc cgtataggtt gaatgataaa ttgcgtcttg gcgctgtgta
  3844561 atatgcgtga cggtaaacac ggggaaatta tctatttcat tgtaatagcc cgtatgatca
  3844621 ccataaggac cttccggagc catatcacct tgttcgatat atccttccaa tacaatttct
  3844681 gcacttgcag gaacttcaag gtcattggaa agacacttca ccacttccgt tttatggccg
  3844741 cgtaacaagc cggcaaaggc atattcagac agcgtgtctg gtaccggggt cactgcggct
  3844801 aagatcgtag cagggtctgc tcccaaggcg acagcgaccg gaaaacgttc accagggtgt
  3844861 gcctcacacc actcctgata atccagcgca ccaccacgat gcgatagcca acgcataatt
  3844921 aatttgtttt tacccaatac ctgctggcga tagatgccta gattctgccg ttctttgtgg
  3844981 ggaccacgtg taatagtcaa cccccaagag actagtggtg cggcatcttc tggccagcag
  3845041 tgcatcacag ggatgcgact taaatcaaca tcctcacctt gccaaacttg ctcctgacac
  3845101 ggggccgagt tcaagcgttt cgttggcata ttcaatacct gcttaaattt tggcagctta
  3845161 tcaaataagt cacggaaacc ttttggggga tcgggttctt tcaggaaggc caataattta
  3845221 ccaacatctc gcagggcgct gacatcttct tgccccatcc ccatggcgac tcgcttagcg
  3845281 gtgccaaaca gattacacaa cacgggcatg ctgtaacctt tagggttctc aaaaagtaac
  3845341 gcaggcccac cagcacgtaa cgtgcgatcg gcaatttctg tcatttccaa ataaggatca
  3845401 atgggctggc taatgcgttt aagttccccc ctctgttcca gtaatgagag gaagtcacgt
  3845461 aagtcacggt atttcatgct gatcatttcg gcggctatgg gatgcgccat tataagctgt
  3845521 ctttatagtg gttgctgtct ttttgttaaa aatgaataca aactcacctt aaaataacgt
  3845581 catgttatta tttatcgcta attctcatca gcataggtac aatccgtacc gctcaaaata
  3845641 atctgtatat tggaagtgat ccatttttcc tcactatatc tcgctcactg cttttgttat
  3845701 gctgctaaat agtacccaaa ggtatgtgaa actatgaaat cttggtattt attgtattgt
  3845761 aaacgcggtc agattttacg tgccaaagag catttggaac ggcaaactgt aaactgttgg
  3845821 acaccaatag tggctatcga aaagatagtt cgagggaaac gtattgaggt aatagaggct
  3845881 ctattcccca attatttatt cgctgagttt gacccggaaa atatccatac cacaaccgtc
  3845941 agcgccaccc gggggggcag ccattttgtt cgttttggta cacagcccgc ggtgatccca
  3846001 gcaaccgtca ttgctgatat gcaagcccat gctgtggata agataattgc ccctgaagta
  3846061 ccgaaacctg gtgatatcgt aaaaattatt gatggcgttt ttgccggatt acaggctatt
  3846121 tataccgaac cagatggtga agcccgctcg atgttgttac tgaatatgct caatagccaa
  3846181 attaagcata gcctggacaa tcgtcagttc gaaaagcaat aacacgctga cttacaataa
  3846241 tctggatgag tattacctca tcattataga attcattcag ataggcgcag ttagtgccta
  3846301 tctgaatgct gtgactctta gttatgatcc tttagcgctg catctggtca tcatgtagcc
  3846361 attgcgcaac ttgctttgcg aaataagtta atacgccatc cgcacctgca cgcttaaagc
  3846421 ataacaacga ctccatcacc gtcggtttct cttggagcca gccattctga atcgctgcca
  3846481 tatgcatggc atattcacca gacacctgat aggcaaaggt tggaacacca aaagtatctt
  3846541 tcaccctgcg tacaacatcc agatatggca ttcctggttt taccatcacc atatcagcgc
  3846601 cttcttgtaa atcttgagct atttcttgca gtgcttcatc actgttggcg ggatccatct
  3846661 gataagtttt tttatccccc ccttttagat tactgctcga gccaattgca tcgcggaatg
  3846721 ggccatagta gcaagacgca tacttagccg aataagccat tatctgggtg ttcactaacc
  3846781 cttggcgctc taattgatca cgaattgcac ctatacggcc atccatcata tcgcttggtg
  3846841 caataatctc agcgccagct tcagcatgcg atagtgcctg acgcactaga atctctttgg
  3846901 tgacatcatt gatcacgtaa ccatcagaat caatcacacc atcttgacca tgggtcgtat
  3846961 agggatcgag tgccacgtca gtcagaatac ctagctcagg aactgcatct ttcaacgcac
  3847021 gcacagtacg ctgaactaaa ccatccgggt tatatgcctc ttctgcatat aatgattttt
  3847081 tccctgcttc aatgaccggg aatagcgata taaccggcac accgagctta gcaattgctt
  3847141 ctgcttcttt cagcagcaga tcaattgtca tacgagagac ccccggcatt gaagaaacgg
  3847201 cttgttgctg gtgagtccct tccatgacaa acaccgggta aatcaagtca ttgaccgtca
  3847261 agtgattctc ggcaaccaaa cggcggctga aatcatgaca gcgtacacgg cgcatacggc
  3847321 gaccaggaaa ggtgcccgga aatgcatagc tcatattgtt ctcctaactc aaaccagccg
  3847381 gaaaacccgg cgggcgtttt catcagtttt ctgtcctagc caattagggt cttcttgtcg
  3847441 ccaggctgca acctgctgga cgatatgggg cagaaaacag ggttcattgc gacgtgatgc
  3847501 aggtttagga ttcaaatccc ttggcaataa atagggagca tcagtttcca acaatagctg
  3847561 ctgaacagga atacgcggga gcaaagctct aagatcaagg ccacgacgct catcgcaaac
  3847621 ccaacccgtg atacctatag ataaacccaa tgctaaacag gcatctaact catcactgtc
  3847681 aacgacggat gaaaagtgat ccacttatat ctccaccaac ggcccaatat tgatccaccg
  3847741 ttttactcag gattagcttc tgctataacc ccggcctttc gtttctgtct gagtcgatag
  3847801 ctttctcctt tgatttgaac gacatgtgag tggtgtaaga tacggtccag catcgctgag
  3847861 gtcagtgctg catcaccggc gaacgtttga tcccactgcc cgaacggcag attggatgtc
  3847921 aggatcattg cgctcttttc gtaacgttta gcgatgacct ggaagaacag ctttgcttct
  3847981 tcctgactga acggcagata gcctatttca tcaatgatga gcaggcgggg ggccattact
  3848041 ccacgctgaa gcgtcgtttt ataacggccc tgacgttgtg ccgtagataa ctgaagtaac
  3848101 agatctgctg ctgttgtgaa gcgaactttg atacctgcac ggactgcttc atagcccatc
  3848161 gctattgcca gatgggtttt ccccacacct gatggcccca gtaatacgat attttcatta
  3848221 cgttctatga agctgagtga gcgtaacgac tggagttgct tctgcggtgc tccggtggcg
  3848281 aatgtgaagt catactcttc gaacgttttc accgccggga aggctgccat tcgggtatac
  3848341 atcgcctgtt tacgttgatg acgtgccagt ttttcttcat gaagcagatg ctccaggaag
  3848401 tccatataac tccattcctg gtctactgcc tgttgtgaca gcgcaggcgc tgcgcttata
  3848461 aggctttcca gttgcaactg cccggcgagc gccatcagtc gttgatgttg cagttccatc
  3848521 atcacgccac tcctctgcag aatgagtcgt agatggagag tggatgatgc agggggtgtt
  3848581 tgtcgaagtt caccagattt tcatcaagat gcacgtcata ctcttttttc tccggaggca
  3848641 gtgccagcat ggactgctgc tcttcgagcc agcgatcgca gggacgggcc tggattgttt
  3848701 catgctttcg ttggttagcg acatcgtgca gccagcgcag accgtggcgg ttggctgttt
  3848761 caacatcgac agtgatcccc atcgggcgca ggcgagtcat tagtgggatg taaaaactgt
  3848821 tacgggtgta ctgcaccatc cgttccacct tacctttagt ctgtgccctg aaggggcgac
  3848881 acagtcgggg agagaagccc atctccttgc cgaactgcca cagcgaagga tggaaccggt
  3848941 gctgaccggt ctgatatgcg tcacgttgca gaaccacagt tttcatattg tcatacaaca
  3849001 cttcgcgcgg cacaccacca aagaagcgga acgcattacg atggcaggtc tccagcgtgt
  3849061 cataacgcat attgtcagtg aattcgatgt acagcattcg gctgtatccg agaacagcaa
  3849121 cgaacacgtg aagcggtgag cgaccattac gcatagtgcc ccagtcaacc tgcatctgtc
  3849181 gtccgggttc agtttcgaac cgaacggcag gctcctgctc ctgaggaacc gagagagaac
  3849241 gaatgaatgc cctgagaatg gtcattccgc cacgatatcc ctggtctctg atctcgcgag
  3849301 cgattaccgt tgccgggatt ttgtaaggat gagcatcggc gatgcgttga cgaatataat
  3849361 cccggtattc atccaggagt gaagcaacag caggtcgcgg cgtatatttt ggcggctcag
  3849421 attttgcctg caaataacgt ttaacggtat tgcgggagat ccccagttct ctggcaatcg
  3849481 cccggctact cattccctgc ttgtgcagga ttttaatttc cataactgtc tcaaaagtga
  3849541 ccataaactc tcctgaatca ggagagcaga ttaccccctg gatctgattt caggcgttgg
  3849601 gtgtggatca ctattgcacc gttcgttaca tttttcatgg catgagaaca cctatcctta
  3849661 gtattttatt gatatagata ccagcactga aaaataaaag aagggagaaa tttgatgtgt
  3849721 ttaattagga cactgatttt ttaaactaaa gtcattagtg atataaaata aactcataat
  3849781 caccaaaaaa aatcatatcg gcagtggaaa gataatgtga cagttcgaac ccaaaaaact
  3849841 cactgtagaa aacagcatat atccataaat ttataaagcg tattgttcga taagcaattt
  3849901 tcatctattt aaataggata attctgcatt taaaatttca ttacgctact tatcccatcg
  3849961 cttaaaatag gaataatctg tttttaaaca ccctacaaac atgactactt aataatgcgt
  3850021 actgtccaga tccctttcaa ttaatatgcc agcgctttca cgctggcata tttacttatt
  3850081 actgctgtgg tgctgataaa ccaaagaatt gtttaactcc ggaaataccc gcatcaaaag
  3850141 cagaaccgat gctttcgccg attttaccga ttgttgcgct agcatttggc ttaataccaa
  3850201 agatagatgc acccgcgtca atcagagcac caaagccaga acccagcact ttacctgcat
  3850261 cagaaacaat acccgcgccc gaaacttcca tcacttccgt ttgtgtaagt tctttcacag
  3850321 aaagactcct atatagataa aattaagtta gttcttcatg gtgagcataa aagcgctcaa
  3850381 caaaaatgta atagcaaaat aataaaaaat caaactgcaa ttcgtaaata attaaatata
  3850441 ccgaaataga gttacgtgaa aatgattcaa ttaaaccttc tattttttgt gatatgttga
  3850501 tttgaaatga tgggtataac ggagcgagga atgagcagca atcagatatt ccgccgggac
  3850561 gcggtagagt atattagaac aaaatggttg gggaaggcgc tgttaacttc gggttattcc
  3850621 acaacgttca tagctgcttt atgtgctatc tttttggtgt tattaattac tcttatcatt
  3850681 tatggaacat acacccgtag aataaacgtt aatggtgagg ttatttctca gcctcacccc
  3850741 ataaacattt tttctcccca acaaggattc attaccaaaa aatgggtgga agtgggtgat
  3850801 attgtccgta aaggtcagca cttatatcaa attgatgtca gtcgaacgac cttttcaggt
  3850861 aatgttagcc ttaactcttt agaagcaata aataaccaac tttctcaaat tgatagcatc
  3850921 atcaataata cacagaaaaa taaagaactt acgctactta atttacgtca gcagctcgca
  3850981 caataccaaa aggcacataa gaaatcccaa gagctggtcg ataacgcagg caaaggaatg
  3851041 gatgatatgc ggcgtacaat ggccagttat ggtacttacc aacgtcaggg tctaattact
  3851101 aaagatcaat taaccaatca gcgttccctc ttttatcaac aacagaatgc ctttcaaagc
  3851161 ctgaatactc aactgataca agaaagctta cagatagcaa aacttgaaag tgaaatctct
  3851221 acgcgagcat cagattttga taatgatatc tctcagtatt tatttcaaaa aggtgattta
  3851281 aagcgtcaat tggctgaagt tgatgcgagt ggcatgttac tcattaattc gccaagcgat
  3851341 ggcaagattg aaaatatgag tgtgacccaa ggacagatgg tcaacgtaaa tgacagtttg
  3851401 gtccaattga cgccttctga taatccctat tattgtcttg tgctttgggt accaaacaat
  3851461 agcgtccctt atataaatac tggagacaaa gtcaatatac gctatgacgc tttccccttt
  3851521 gaaaagtttg gtcaatttcc tgggcgtata atctctatct ctaatgtccc cgtttcacaa
  3851581 caagaaatag cctcatacaa tattgcaccg cggctcccga acggtggact cattgagcct
  3851641 tactataaag tcatcgtggc actagacgat attcattttc gttatcagtc taaaccttta
  3851701 atgctatcca atggccttaa agctaatgtc acgttattcc ttgaaaaaag gcctctttat
  3851761 caatggatgc tatctccatt ttatgacatc aagaaaagtg taacggggcc tgtaaatgaa
  3851821 tgatacgcat tttaacgaga taaaaaaccg tctgaatttt agctttcgtc gtaaagtccc
  3851881 acaggtgctt caaaccgaag cagcagaatg cggacttgcc tgtctggtaa tgacatgccg
  3851941 ctaccatggg atggatatag atttatttaa tttacgccaa cgttttggta tttcttctca
  3852001 tggcgcaaca ttagcgctgt taattaatat ctcagcacaa cttaagttta aaacccgtgc
  3852061 tttatcactg gatttagatg agttacgcca attaaaaaca ccctgtatat tgcattggga
  3852121 tatgagccat tttgtcgtcc ttgttgcagt gaagggcacc cggtttatta ttcacgaccc
  3852181 ggcatttggc cggcgtactg tcagcctaag tgagatgtca cagcatttta ccggtgtcgc
  3852241 actggaatta tggcctaaca gtgaatttac ccgccaaaaa agccgtaccc gtttaagcct
  3852301 attatcactg atgcgtaata tcagcggctt acctggcttt ctgacaaaaa tattttgctt
  3852361 atcgttaatg gtcgaggcca ttaacctact gctaccggta ggaactcagt tggtcatgga
  3852421 ccatgtgatc attgccgagg actatgacct attagcattg atttgtatcg gcctgctttt
  3852481 ctttattctg ttccgcacgt ttttaagtat gttgcgatcg tggacatcgc tggttatggg
  3852541 gtctttagtt gatgtgcaat ggaaggcggg tttatttgat catctactca aattaccttt
  3852601 ggcttatttt gaaaaacgta aactgggcga tattcagtca cggtttggct ccctcgatat
  3852661 catacgttca acattaacca acaatgtggt caacggcatc attgacggtc taatgtctat
  3852721 tggcgtgttt atcatgatgt ttttgtatgg tggctggctg gtttgggtgg tacttggttt
  3852781 taccgccatg tacatgatcc tgcgccttgc cacttataat caataccgtc aggcttccga
  3852841 agagcaaatt gtaaaaaatg ccaaagccag ctctcatttt atggaaacac tttatggcat
  3852901 cagtacgctt aaggccctgg ggctggcagc aacacgctca caattttggc tcaatctaaa
  3852961 catagacacg accaatgcca atatccgact gactaagtta gatatgtttt ttggcggcgt
  3853021 aaacacactg atctgcacca tcgatcaagt tgtcatctta tggctaggcg cgtcgatggt
  3853081 gattgatggg caaatgacat taggtatgtt tgttgccttt aatgcttatc ggggacaatt
  3853141 ttctgatcgg gcaaccaact tgatcaatat ggtgttgcaa ctccgtatgc ttgccttgca
  3853201 cagtgagcgt attgccgaca ttgttttcac cgaaaccgaa aaagaacaga cccccagaca
  3853261 actgctttca cccaatcaac ctgcggtctt tgaagctcga aacattgctt ttcaatatga
  3853321 caatctgtca aaacctattt tttctgattt gaacattcac gttgaagcgg gtgagagtgt
  3853381 ggcgattact ggcccatcgg gtataggaaa aaccacgttg atgaaagtga tagccgggct
  3853441 gctgacacct tcacaggggc atattctgat tgatgggctg gatataacga cggtcggcct
  3853501 gaataattat cgtgattgca ttgcctgcgt gctccaggat gacaagctgt tcgcaggttc
  3853561 catcgctgac aacattgcca gttttgatgt caacaaagat gagcagcgta ttctttcctg
  3853621 tgctaatcat tgcaatatac ataaagaaat tatgcatatg ccgatgggtt atgaaacgtt
  3853681 gattagtgag cttggaggca gtttatcggg cgggcagaag caacgtttat tgattgccag
  3853741 agcgttgtat cgtcaaccta gtttactgtt tctggacgag gcaacaagtc atctggactt
  3853801 agcaaacgaa gcacatatca ataatgcgat agcctcactg aagatcaccc gtatttttat
  3853861 cgcccatcgt ccttcaacga tagccagtgc ccagcgtatt attaatctgg aaaaacaaaa
  3853921 cgtatcgtaa tgatttattt acataatgac aggcaaaggg atgagggatg agggatgagg
  3853981 gatgatttag ccataacgga attttcagcg ttgcgcgact gagtggggca cgaataggaa
  3854041 aatattggca ttggccttgt aaataaggcg cctgatcctg caataacatt tgtgatattg
  3854101 ccccccgctc cgcgagcatc ggcgcaccca cagaaaaggg cgatactgat atcgcccttt
  3854161 acttgtgccc agaaaacccc cagctaggct gggggttcag taaagctttc agctttgggt
  3854221 cagttataaa aacccctttt gatttgttaa aacagtttgc ggtctggcaa ctgcaaatgt
  3854281 tcaacaagaa atcaaaaggg ggtcccaatg agggatgaaa agagcttagc gcacacccga
  3854341 tggaactgta aatatcatat agtttttgcg ccgaagtacc gaaggcaggt gttctacagg
  3854401 gaaaaacgca gagcgattgg cagtatttta agaaaactgt gcgaatggaa aaacgtgaat
  3854461 atcctggaag cagaatactg tgtggatcac atccatatgc ttctggagat cccgcccaag
  3854521 atgagtgtct cgggatttat ggggtacctg aagggaaaga gcagtctgat gctttatgag
  3854581 cagtttggcg atttgaagtt caaataccgt aacagggagt tttggtgtcg agggtattac
  3854641 gttgatacgg tagggaaaaa cacggccagg atacaagaat acataaagca ccaattggaa
  3854701 gaggataaaa tgggtgagca actctcgatc ccgtatcccg gtagcccgtt tacgggccgt
  3854761 aagtaatcca tagatgcaaa tgtcagatcg cgatgcgcct gttagggcgc ggctggtaac
  3854821 agagccttat aggcgcatat gaaaaacctc cggctatgcc ggaggatatt tatttatttc
  3854881 cgctgactta aggctagcct cgctatgctc agcaaccaac cttgatcaaa aacgcgttag
  3854941 cgatttctag tggcaacgga agtcaatcgg aactcagact tcttccatct tacccaacag
  3855001 tgctcgcaaa cgatcctgcc agacatgttg ttcttgtttc agttgctcat tttcgcgcac
  3855061 taatgcctca cggctaccag cagcatcctg aacttcctgg gtcagtgtgt tatttttctc
  3855121 tttcagctct tcaatttcca tctgcaataa cgtgatggta tcaatcgcct gctgaacttt
  3855181 aacttccaat ttctcaaata cttcaaatga cattctttgg tcctcttatg gtagcaaggc
  3855241 gtacatctct tgggcgcagt catcattact tgccaaaaac tcatcgtaac cactggcgta
  3855301 tgaaactgct gcgaatactt actgcgctat atactcatcg aacgacggtg ataagcgcgg
  3855361 tgttctaata cgcaccttta taaaggtgat actgcttgat gaaagcgata acttcgtaaa
  3855421 aacaatacgt cataaaaatg gtgcccgacg aaaccggtgc tctatgaaac cggtgctcta
  3855481 tgaaaccgat tgtatgtagc caatcccgcc ctgtctagct ccataccagt gcaaaccaca
  3855541 ctctgtagca atttcctgca tgtgactatc agcaaagact gaaaaatatc tatgaccgcc
  3855601 cctttgatgc gatacacccc tttaacattt tcacaaaaaa tcactggtcc gatcacactt
  3855661 ttaaagtccc ttaacgccct aaaattacgc gaaaacgctc atttcatgac gaataacaca
  3855721 tattttgatt tcgctacttc tcgttttcgc tcgttaacga taaatttaca ttatcccctt
  3855781 cactgctcga agggcaaaaa caagaaatac cctataaatc tctgtctgta ggacattatt
  3855841 atgagccaaa ccgctagttc taccttaaaa ggccaatgta ttgcggagtt tctcggtact
  3855901 gggctattga tattttttgg tgcaggttgt gttgctgctt tgaagttggc aggggccagt
  3855961 tttgggcagt gggaaatcag tatcatttgg ggcctgggtg ttgctatggc catttatttg
  3856021 acggcagcca tttcaggcgc gcatcttaat ccggccgtca ccatcgcatt gtggttattc
  3856081 gcctgtttcg aacgccgtaa agttctccct tacatcgtgg cacaggttgc cggcgcattt
  3856141 tgtgccgcgg cgttagtata cggcctgtat tacagcctgt tcgtcgattt tgaacaaact
  3856201 caccagatgg tgcgtggcag caccgagagc ctccaactgg caggtatctt ctctacttac
  3856261 ccaaatccac atatttctgt cgttcaagct ttcttggttg aaacagtcat taccgccatt
  3856321 ctgatgtgtc tgattctggc actgactgat gatggtaacg gcattccacg cggcccgctg
  3856381 gcccccctac tgatcggtat tctgatcgca gttattggtg cttcaatggg gccactgacc
  3856441 gggttcgcac tcaacccagc acgtgacctt ggtccaaaag cattctctta tctggcaggc
  3856501 tggggtgata ttgccttcac tggtgggcgc gatattcctt atttcctggt accgatcttc
  3856561 gggcctatcg tcggtgcttt gttgggtgca tttggttatc gggccttaat tggccgccac
  3856621 ctgccctgtg atgtgtgtac ccttgaggat gaagaatcca caacgataac cacagaacgt
  3856681 aaagcataaa taatagatac tgaaatatac acaagtcatt ggagtcgcat gtaggcagca
  3856741 aacgcacaac aaatgggtta taaaccgttt tgaacgcgcc tacagaggcc gagtaatcag
  3856801 agtaactatc cccctgcggc ttcaagtacg aaggggataa atggcaactt aaaagtaggc
  3856861 ttattatgac aactgaaaat actactcaaa aaaaatacat tgtcgcactt gatcagggga
  3856921 caaccagctc cagggcggta gtactggatc acaatgcaaa tatcgtgagt gtttctcagc
  3856981 gtgaattcac tcagatttac ccaaaggctg gctgggttga gcatgaccca atggagatct
  3857041 gggcgaccca aagctctaca ctgattgaag tcctggccaa agccggtatc aactctgatg
  3857101 aaatcgcggg tatcggtatt accaatcagc gcgaaaccac gattgtttgg gataaagtga
  3857161 ccggtaagcc ggtgtataac gccattgtct ggcaatgccg ccgtactgcg gatatttgcg
  3857221 aaaaactgaa aaaagaaggg ctggaagagt atatccgcca caacaccggt ttggtggtag
  3857281 atccctactt ctctggcaca aaagtgaaat ggatcctcga taacgtcgag ggcgctcgcg
  3857341 agcgcgctga acgcggtgag ttactgtttg gtaccgtaga cacctggctg gtgtggaata
  3857401 tgacgcaagg ccgtgtgcac gtcaccgact ataccaacgc atcacggacc atgatgttta
  3857461 acatccgtac caaggagtgg gacgaccgta tgctgaaagc gctgaatatt ccacgcgcca
  3857521 tgctaccgga agttcgccca tcctccgaaa tctacggcaa aaccaatatc ggtggcaaag
  3857581 gtggcactcg tattccaatc gccgggattg ccggtgacca gcaagccgct ctgtttggtc
  3857641 agctttgtgt acagccgggc atggcaaaaa atacctacgg tacgggttgc ttcctgctga
  3857701 tgaacaccgg tgaagaagcg gttcaatcta ctcatggcct gttgaccacc attgcctgtg
  3857761 gcccacgcgg tgaagtgaat tatgcactgg aaggggctgt atttattggt ggtgcctcca
  3857821 ttcaatggct acgtgatgaa ttgaagttga taggcgatgc caccgattct gagtatttcg
  3857881 cgaccaaagt gaaaaacagt aatggtgtgt atgtggtacc ggccttcacc ggtctgggcg
  3857941 ctccttactg ggacccgtat gcccgtggtg cgattttcgg cctgacccgt ggtgttaaca
  3858001 gcaaccacat tatccgtgca acgctcgaat ccatagctta tcagacccgc gatgtcttgg
  3858061 atgccatgca agctgactcc ggcgcacggc tgaaatcact gcgtgttgat ggcggtgcag
  3858121 tagctaataa cttcctgatg cagttccagg ccgatattct gggtacccgt gttgagcgcc
  3858181 ctgctattcg tgaaagtaca gcattgggtg ctgcattcct ggcaggtctg gcgacgggct
  3858241 tctgggatga cctcgatgag gtgaagagta aagcaagcat tgaacgcgaa ttccgtccag
  3858301 ggattgaaac cacagagcgt gatatccgtt acaagggctg gaaaaaagca gtggcccgcg
  3858361 cccgggattg ggaagagcac gacgagtaat agcccgccag ttttagccag tccgttttaa
  3858421 acagaaccgg ttttaaacta agcctatttt aaaccaaaca caacgcgcta tccccccgat
  3858481 ggcgcgtttt tcgttgtgag aaacatgacc ggcagttatg cgggtaaaaa gagtacagct
  3858541 aacacctttg cggcttcaag ttagaaaggt gatagaattc ttgcctatat tcagtttttc
  3858601 tattccgcaa tcaacaggtc taaccatgaa acgtgaatta gccatcgagt tttcccgagt
  3858661 gactgaagcc gccgcattgg caggttataa gtggctgggt cggggcgata aaaatgctgc
  3858721 cgacggtgct gcggtgcagg caatgcgcat catgctcaat caagtcaata ttgatgggcg
  3858781 gattgttatt ggtgaaggcg agatcgacga agccccaatg ctgtttattg gcgagcatgt
  3858841 cggtacgggt caaggtgatg cggtagatat cgcggttgac ccaattgaag ggacccggat
  3858901 gacggccatg ggccaagcca atgcactggc agtactggcg gtcggagacc aaggcacatt
  3858961 cttacatgcc cctgatatgt atatggaaaa actggtggtt ggcccggcag ccaagggggc
  3859021 tatcgacctg aatctgccgt tggaacagaa cctgtgcaat atcgccaccg cactcaataa
  3859081 accgctggct gatttgaccg tgatcacctt ggctaaaccg cgtcatgacg gcatcatcgc
  3859141 cgcaatgcag caactgggtg taaaagtgtt cgccattcca gacggtgacg ttgctgcgtc
  3859201 aattttgact tgtatgccag aaagcgaagt ggacgtgatg tactgcattg gtggcgcacc
  3859261 tgaaggggtg atttctgctg cagtgatccg tgcgctagat ggcgatatgc aaggccgctt
  3859321 gttaccgcgc catcaagtga agggcgacag tgaagataac cgccgcatcg gcgaacaaga
  3859381 gttattacgt tgtaaatcaa tgggtattga agcaggcaac gtgctgcagc tcggtgatat
  3859441 ggcccgtaat gataatgtta tcttctctgc cactggcatt actaaaggtg acctgctaga
  3859501 aggtatctat cgtaaaggga atatggcgac cactgaaaca ctgctgatcc ggggtaaatc
  3859561 acgcactatc cgccgcatcc gctcgaccca tttcctggat cgcaaagacc cggcattgca
  3859621 cgagttctta ctgtaaaccg gctagcaatc atttttattc tgcacggcgc tcgtaaaagc
  3859681 gccgtaaagt ttacatcagt tagatgattc ggagataact tcaaacaagt ctgtaaataa
  3859741 aagcaagtat gtaaatagaa acaagcatgt aaataacggg aattataatt atggctgaat
  3859801 gggttagtgg caaaattact cacatcgagc actggactga cgcgctgttt agtctccagg
  3859861 ttaatgcacc cgtggatccg tttaccgccg ggcagttcgc caaactggcg ttggatatta
  3859921 atggtgagcg tgtacagcgt gcctactctt acgtgaatgc cccgagcgac cataatctgg
  3859981 agttttatct ggtcacggta ccggaaggaa aactcagtcc acgcctggat caactatccg
  3860041 tgggggggga agtgatgatc accaagcaag ccgcaggttt tttcgtactg gaagaaattc
  3860101 ccgactgcga taccttgtgg atgctggcaa ccggtaccgc cattggccct tatttgtcga
  3860161 ttttacagga agggcaagat ttggagcgtt tcaagcattt ggtactggta cacgccgcac
  3860221 gctttgccca tgacctcagc tacctaccgc tgatgcaaca gcttgagcaa cgctataacg
  3860281 gcaagctgcg tatccaaacc gtcgtgagcc gcgaagaatc acccggttct ttaactgggc
  3860341 gggtaccggc gctgatcgaa aatggtgctt tggaagcggc agttggccta aaaattgatg
  3860401 cgaaagacag ccatgtcatg ctgtgtggta acccacaaat ggtgcgtgat acccagcaat
  3860461 tactgaaaga acagcgcgaa atgcgtaaac atctgcgccg taaaccgggg catatgacca
  3860521 gcgagcagta ttggtgacag acagtatggg cgatggggag tattcgtggt gggcggtagt
  3860581 atttgtagtg aatgacagta tttgtagtgg atgacagtat ttgcagcgga tgataaatat
  3860641 cattaacaaa ctgtttttta aagaaaaaac gttactgctc gcccaagcgg ctggccccca
  3860701 atgacacaag attgatgact cgatagtgag ccgtgagaat agacagaagc gtaaagcacc
  3860761 cacaccgcag cagtgcggtt caagccgata gggcgcttgt tttacaatta cgcactgcct
  3860821 gctctctgct gcgaatattg ggttattaac ttcaatttgg ccattaacct aaaaacgtca
  3860881 cttcgcctta tcagcgaaaa atttcactgg caccgcttct gggccaaagc ggttatcacc
  3860941 ttccgtccca agaaaagcac cgcagtcgat aaacatcatg acaaaaataa gcgtagggat
  3861001 aaatcgccca accccccatt gccaaatagg cgtcagcatc tgccaatttc cagccatcag
  3861061 catccaggct agcaccgcca acaatgccca ccagcctgct ttattacgat catgtagccg
  3861121 cttgacgacg acggcggccg ttggccacag taagaaaaca agcgcaaacg aggctgactg
  3861181 aatcgggagc cactccttcc ccgccaacgt aaaaataacc agcattgcca gtagccacag
  3861241 ccccatccag atccaaaatt ctcgccgccc gatgcggcct ttaaatgaga aacaccactg
  3861301 ctgtattgtc attgatgaac agatccattt acccaacata atttcggcaa agtgtacctc
  3861361 aaggtcgcaa ctaaccaata atctttgcgg tgaattttga caatgactac tgattaccgc
  3861421 tttaatcctc tctatacact tctaacggcg gcctaagtca tgagaaaaga aatcgtctca
  3861481 atgcggataa tattgttgct ggcagcattg ttattaataa catttatgtt gataacaacg
  3861541 atcaaccacg ctcatgccga tcctaccaat gacagtagcc cgccaaagga aggggctccg
  3861601 ccaattgcgc cctacctgct tttcaacgct ccaacgtttg atttgacctt ggttaaattc
  3861661 cgcgaaagtt ataatcgcgc caatccaacg ctgccaatca acgaatttca tgccatcacg
  3861721 gtaaaagaag attcaccgcc actgacacgg gctgccagta aaattaatga aaatctttat
  3861781 gcctcaaccg cactggagaa aggcacaggt aagataaaaa ccttacaaat tacctactta
  3861841 ccaattaaag gtaatgaaga gaaaaccgct aaactgcttg caatcaacta catggcagcc
  3861901 ctgatgcgtc agtttgagcc gacattgtca gtagcgcaaa gtctcgccaa cgtgcaaaag
  3861961 ctgctgacag aaggcaaagg ctcgcctttc tatgcccata ctattggcgc aatccgctat
  3862021 gtggtggcag ataacggaga aaaagggctt accttcgcag ttgaaccgat taagctgtcg
  3862081 ctatctgaag cataatctca ctgcaattaa tgacgaaaag caaagccatg acgactaatc
  3862141 atctctatac tgttggacag gtaaactgcc tgtcaggcag tcattattat tgaccctcgc
  3862201 gttccctagt tggaggaaga aacatgcgac atccattagt tatgggtaac tggaagctga
  3862261 acggtagtac tcatatggtt aacgagctta tcgctggcct gcgtaaagaa ttgagcaccg
  3862321 ttgatggttg tggcgttgcc attgccccac cggcgatcta tctaaatcag gcaaaacatg
  3862381 agcttgctgg tagccgtatt gctctgggtg ctcaaaacgt cgatgtgaac ctctccggcg
  3862441 catttaccgg tgaaacatct gctgaaatgc tgaaagatat cggtgcgcaa tacattatta
  3862501 tcggccactc tgagcgccgt acttatcacc aagaaagtga tgaattgatc gcgaagaaat
  3862561 ttggcgtact gaaagagatc ggcttgatcc cagtattgtg tatcggtgag tccgaagcag
  3862621 aaaacgaagc gggccaaact gaagcagtat gcgccaaaca actggacgcc gtgctgaata
  3862681 ccctaggcgt gaaagcgttc gaaggtgcgg ttatcgctta tgagccaatc tgggctatcg
  3862741 gtaccggtaa atcagcaact ccagcgcagg ctcaggctgt tcacaaattt atccgtgacc
  3862801 atatcgccaa gcaagacgca gcagttgcag cacaagtgat cattcagtac ggcggttctg
  3862861 ttaacgataa aaacgcagca gaattgttca ctcagccaga tattgatggc gcactggttg
  3862921 gcggtgcatc actgaaagca gacgctttcg cagttatcgt gaaagcagcc gctaaagcta
  3862981 aaaaagccta atccacgctt taagctaatt ctgggtacaa cacaaaaacc ggcgtaaata
  3863041 aaagcgccgg tttttatata tccaaaataa ttcgagtaga ttcatccact tgactccccc
  3863101 cccacttgac cttccctctt ttatctgtgc cagtctaaaa tggagttttt tgtttttctg
  3863161 acaaaagtat tcttatcaat caaaaaataa attagatggt taactcattt atctaaaact
  3863221 gcctatttat cgttactcga ttgaataact tcgcgaacac aattgatcag ggcatcggta
  3863281 gcgggtgaat tcaaggcttt ctggcgagtc atcaggccta tctcgcgtcg cgtacctgta
  3863341 aggttgacct gcagcggtat gaggatccct tctgaaactt caaaatcaag ttgatgggag
  3863401 gaaactgccg ccaccatatc agaaccaagc aatagcgcac gtaccacggc gggatcaccg
  3863461 ctttcgacta ctggctgggg cgatgcgagt cccattttgc agaatgcgac ttccagcagg
  3863521 tggcgtgatg gggcgtgatt tcggggtaaa acccattgaa tatcttttag ttcttggttt
  3863581 tttaccctgc gatcagacag gggatggttg ggtcgcgcca ataaaatcag ctcttcttca
  3863641 aataatattt cgctatggat atctaaaagc attttctcat tgcgcagtgc accgataatg
  3863701 aaatctatat caccggcgcg cagttcagct atcagggcgg taaatccact ctcattagtg
  3863761 actattttta tgccagggtg gcgagaaatc agcttgatca ttgcctgtgg tagcaggcgt
  3863821 gcacggctta atggcagagc gccaacacgt accgagccgg tcaaatcccc tctatgtgcg
  3863881 gtgatctctt ccggaatatg gtggagcgca ttcaatgccc ggctgataca gggcgcaatt
  3863941 tcatgaccgg caggggtcgg caacatccct tttggtgttc gatggaacag atacataccc
  3864001 gcccccttct ccaaaacctt caacgcggcg cttaccgccg actgggtgat atccagtgcc
  3864061 tgagcgacat gcaacgcgtg ctgctggcga tagagcgaga ggaaaatctg tagccgccgt
  3864121 tcattgaata accatgtggg ttcaaggtct tcaataccct catcgtcgcg ttgttgtaac
  3864181 cgacgcaaca gtgccgggat ccgagtcaac tcctccatgg cagaacgagc tcgtgggaga
  3864241 ataacgttgc ccaaatcggt taacagcatg cccttggcgt ggcgttcaaa taacgagatg
  3864301 gctaaagtgt gttcaagatc acgaatagaa cgagtaatcg ctgactgagt gcgaaataaa
  3864361 ttgagcgccg ctaaggaagc tgccccctgt tcagccgtca tgcaaaatgc tcttatttgc
  3864421 ataattttta tcgagttacg atcattcttc ttttgcatat ttcgccgcgt tattttattt
  3864481 aattttttca gcttaaataa aacttgtcgc ttgggcaata aaactcacta tttcccatta
  3864541 attaagccat gccagaatcc tagacagtta aagcagcaaa aaaaggaaaa agatatggca
  3864601 atgattccac aaaaaaccgc cttagtcgtc agcgcccatt cggcagattt tgtctggcgc
  3864661 gcaggtgggg ctatcgcttt acatgtcgaa caagggtatc aagttcatat tgtctgcctc
  3864721 tcttacggcg aacgtggtga atccgccaaa ttgtggcgta aaggcgacat gacggaagaa
  3864781 agagtaaaag caagccgcca caccgaagcg caagcggcgg caaatgttct tggtgccagt
  3864841 attgagtttt tcgatatggg tgactatccg ttacgcgcag ataaagaaag cctgttccgt
  3864901 ctggcagacg tattccgccg catacagccc cattttgttc tcacccattc gctggccgat
  3864961 ccctacaact atgaccatcc cctagcggct aacctggctc aagaagctcg cattatcgct
  3865021 caggcagaag ggtatcgacc gggagaagcc atcattggtg cgccacccgt gtactgcttc
  3865081 gagccgcatc agcctgaaca gtgtggctgg aagcctgacg tattactgga tatcacatca
  3865141 gtatgggaga aaaaatatgc ggctattcaa tgcatggccg gtcaggaaca tttgtgggaa
  3865201 tactacacgc gagtggcgtt acaacgtggg gtacaagcaa aacgcaacat cggcattgcc
  3865261 agtaccaaga ccattattca tggcgaaggt tatcaaagcc tcttccctcg cgtcacggag
  3865321 gatctgtcat gagcctggtt aatatgaaag gggtcgtggt cacaaacatt gaacgagctg
  3865381 aactagccct gttacaacgt ttcgctgaat atggcgtggc aacagtgcat gaagctcaac
  3865441 tgcggcaggg actattggat gagcgaatta aacctattca gcaagggcgc tgtattgctg
  3865501 gcaatgcggt gacggtattg gttacacccg gagataactg gatgttccat gttgccgtag
  3865561 agcagtgtca gcctggcgat gtgttgctcg ttgcgccgac ctccgaatgc catgatggct
  3865621 tttttggtga cctgctcgcg acctcactgc tggcgcgcgg cgtggtggca ttggttggag
  3865681 atatcgggat ccgagatagc cagacgctgc gcgaaatgaa tttccctgtg tggtcgcgtg
  3865741 cggtttgggc acaaggtacg gtgaaagcct cgcttggctc ggtcaatgtg ccggtgatct
  3865801 gcgcgggtca gttggtcaac cccggcgata ttgtggtggc agacgatgat ggcgtagtca
  3865861 ttgtgccaag agaacaagcc accgcgattg ctgatgcggc acagacacgg gtagatcttg
  3865921 aaacgagcaa acgtcagcgt ctggctaatg gcgagctcgg gctggatatc tatcaaatgc
  3865981 gtgcccctct ggcgaaaaaa gggctgcgtt acgtcaatag tctcaacgcg ttaaagtcat
  3866041 aagaataaat attcctcttg ccagtaagtt tcagtattac aacaccttag aaaagggaaa
  3866101 ctacagcatg aaaaataaga tatggaagtt gtgtatctta gtaatgatac cgcttgtcat
  3866161 ctggtttatt ccaccacctg aaggattgac agaattatca tggcgtctgt ccgggttcta
  3866221 tctggctgct atttgtggcc ttattttaaa accgttttct gaagccgttg ttttgttagg
  3866281 cgtagtcggt tttgcgggtt tcttccttaa taacaccagc caaatcctgg tcggatatgc
  3866341 aacatcaacg gtttggttag tgtttgcggc atttggcatt agtatctctt ttgttaaaac
  3866401 cgggttaggg cgacgcattg catttcacat gattcgcttc tgcggcagta ccacgcttag
  3866461 gcttggatat gtcaccgcat ttttagaatt tgttatttct cctgtgaccc cctcaaatac
  3866521 ggcgcgaagt gggggaattg tatttcctat catcctgtcg gtagtaaaag cgttgggatc
  3866581 agaacccggt gatacggcaa agaaagcggg ctcttatttg atgtccaata tttactttgt
  3866641 catgaaggtc agcagtttta tgtttatcac tgcgatggca ccaaatctac tggctgctga
  3866701 tttcgctgcc aaaattctgg gcattcatct tgactggggc gtttgggctc tggccatggt
  3866761 tgttcccggt ttgctgttac tgctgattgt tcccgccgtt ggttattatc ttgataaacc
  3866821 agaactaaaa aaagtagata acaaaaaaat tgcggatgaa ggtttggctg aactagggcc
  3866881 aataacgcgc aatgaaaagc ttttagtcgg tatatttatt tcagctcttc tgggttgggc
  3866941 actgccttct ctacttgggc aattatttgg catcacactc aaaatcgatg caacagcggt
  3867001 tgcaataatg gcaatggcac tgtgtatttt actgggtgtt atcaagtggg atgatgttct
  3867061 tcaaaacaaa ggggcttgga atacgttgct ttggtttggg ggcatcattg ggctggcaag
  3867121 tgcactgagt aaagaaaaag tgtttgattg gctggcgaat ttgatacaga acaatgtcga
  3867181 ctttgggcac aatccattca tagcgttaac cattatcggc ttcctcagta ttatcattcg
  3867241 ttatttcttt gcatctgcaa gttcgtatgc cattgctatg cttcctgttt ttcttaccgt
  3867301 agggaaagtt gcgggtgccg accccatggc ccttgcactc gtcttggccg cgacgaactc
  3867361 ctacggtggt gcgttgacac attatggcgg tggttcagcc cccatcatct ttggtgccgg
  3867421 ttataacaac gtaaaacagt ggtgggcttc tggagcggtc atcgcgacgg tatgttttat
  3867481 tgtgacaatg actgttggtt atgtttggtg gcaattcctg ggttttgtta agtaatattg
  3867541 ctgaccaatc tatttattca gctaatttaa acgtcgctta gccactgaag acaaggtcat
  3867601 cctgttttcg gtggcctgtc ttttggcgca atataatagc ggagatatat taatgaaata
  3867661 ttctaacgtg attgtatcgg gcctgtgtat gagtatggtc agcctggcaa cggcagcacc
  3867721 aacagaggtt ccatccgacg agccagtgac cctacggatc atttcgtcga tggccactcg
  3867781 acagttcttg accgaggtta tcgcgcaatt tgcgcaacaa tcaaaatacc aggtcgagct
  3867841 cgagtcagtg ggaggagtgg atgccactaa acgcgtagaa gctggcgaag cttttgacgt
  3867901 ggtgatcctg tctgccaatg caatcgataa actgattgat tcaggtaaga ttttacctaa
  3867961 tagtcgcatt gacctggtta agtcaggcgt ggctatcgcg gtgaaagaag gggcacagat
  3868021 aatggatgtt agcagcgagg aaacggtaaa acaggctgtt ttagcggcca atacgatcgc
  3868081 ttactcaaca ggccctagcg gcgtgtacct gactgaggtt ttcgagcact ggggcattgc
  3868141 cgaacaaatc aaagatcgca ttgtaaaagt cccaccagga gtccctgtcg gttctctggt
  3868201 agccaagggt gaagttgaac ttggattcca gcaactcagt gaactgcttc atttaaaagg
  3868261 cattatcata cttgggcctt tgcccacgga tattcagata atgactcatt tttcagcagg
  3868321 ggtccccctt aaaaccaatc agcaaaaagc cattaaggta ttactggact tccttgcatc
  3868381 gcctgcggct acagaggcta aaatcaagaa tggcatggag ccgatctgaa cgtaaaattg
  3868441 agctttcgac ctcagttttg ctatttactc gttttgctat gagcgctgtt gcaagcagcg
  3868501 cggtagcgat aaacgttcaa caccacaaca tacaacgatg tggtgttggc gataaagcgg
  3868561 ttggtagtcc cggtatttgc tgtaactacc tgctttacca tccgtcctca ggcaaccctt
  3868621 tggggatgat gttcgcaggt ataggcgcag aattagcggc aacgatcaga acgttaattt
  3868681 agcgtttact gatctcatca aacaccccgc cggtggcaaa atgtgttttc tgtgcttgag
  3868741 tccaaccacc aaaaacttca tcgatagtaa acagtttcag ttgcgggaat tctttggcaa
  3868801 atttagccgc aactactggg tcacgtgggc gatagtaatt tttagccgca atagtctggc
  3868861 cttctggtga atacaggtac ttcaaataag catcggcaac gtcacgggtt ccgcgtttat
  3868921 cgaccacttt atcaaccacc gataccgttg gttctgccag aatagacaca ctgggcgtca
  3868981 caatatcaaa ttgaccatta cccacttcat tcacagccaa cagcgcttcg ttttcccagg
  3869041 caatcaacac atcaccaatt ccacgttcaa caaaagtatt agtcgcaccg cgagcgccgg
  3869101 agtccaatac ttctacattc ttatacagag cattcacgaa ctcctgcgcc ttggcctgat
  3869161 cgttattatt atgctctaac gcataccccc aagctgccag atagttccaa cgcgccccac
  3869221 cggaggtttt aggattgggg gtgataacag acgtgcctgg ttttactaaa tcagaccagt
  3869281 catggatctg tttcggatta cctttacgca ccagaaaaac aatcgttgaa gtataaggtg
  3869341 ccgagttatc tggcaggcgc ttaatccagt ttttatcaat tctacctcgc tcagcaatag
  3869401 catcgacatc ataagccagt gctagtgtca ccacatcagc ttcaatacca ttaatcaccg
  3869461 aggtcgcctg cttgccagaa ccaccatggg attgacgtac tgttacctta tccccggttt
  3869521 gctgttgcca atacttactg aaagcctggt tatattcctg ataaaattct cgcgtcggat
  3869581 cataagacac attcaataat tgaatatctt ttgccatggc acctgatgcc agcacgagta
  3869641 atgacagacc tacaccccat ttacgcattg acccactcct caaaaaaatt attgtaatca
  3869701 acctaattgg ttggcttgat acagagcgtg ccagaaactt tccatcctat taaagaataa
  3869761 aaaatttttg attatatcaa tacgaaatat aggggtgacc gaaagtaaaa agccctcgta
  3869821 atgtaaactg cccaactttt tgggatcagt tcaatttcga gggcttgatg aatgagcgag
  3869881 ttgccgtttt agaacagttt cttcgctgta tcgtaccaat cttctttaaa tttacttttc
  3869941 ttattctctg gcgcgataca cacagaaatt aactcatgca ccatcttctc attctgtaca
  3870001 ccgacgcaga aaccaccttt tttgtaatcg tggtcctgta acagcaaatc gacagcataa
  3870061 gcccccatac gggaagcaag aatacggtca taagccaccg gagcaccacc acgttggata
  3870121 tggcctaaca cggtgccacg agtttcacgg cccgtctctt tttcaatgta cttagccaat
  3870181 gaatcgatat catccagctt ttcagtaata gcaacaatcg cgtgcttttt acctttcgcg
  3870241 atgcccgctt tgatttcagc aaccagatca tcacgtttaa attcaacttc agggatcgca
  3870301 ataaactcac aaccaccggc aatcgcggct gccaacgtta aatcaccgca atagcggccc
  3870361 atcacttcca cgatagagat acgttggtgg gaagaagagg tatcgcgtaa gcggtcaatg
  3870421 gcttccacta ccgtttccag tgcggtgaaa aaaccgatgg tgtagtcagt acccgccaca
  3870481 tcgttatcga tagtgcccgg taaaccaaca cagtgaattc ccccttcttt tgtcagcagg
  3870541 tccgcaccag cataagaacc atcaccaccg ataacaacca agccatcaat gccacgctca
  3870601 tgcatattct tgagggcaac tttacgcact tccggatcgc ggaattctgg gaaacgagca
  3870661 gatccgagga aagtaccgcc acggttaatc atatctgaca cgctatagcg atccagcttc
  3870721 ttcatacgat tttcatataa gccaagatag ccatcttcaa taccgaaaac gtctaaccct
  3870781 gctgacaaag cggcacgaac aaccccgcga atagcagcat tcataccggg tgcatcacca
  3870841 ccacttgtta ggacaccaat tttcttaacc atgactacct ctgaacttgt aaatgcgatt
  3870901 ttgtagaatt ctttatctgc cgattatctt tgcacggaag agaccgtaca gaaaatcagc
  3870961 tttatgggat taatatcgga tattatagca aaaacgccaa gctgaattga ttcaagtcag
  3871021 ccattttgcg gtatttttca ctgccttacc ataaacgtca tcacaatata tcggctattg
  3871081 gtgaagcaat tataattccc agtgcgcatg acgctcttta gggacaacag aacatgggtc
  3871141 ttgatgaata agcacatctg cccctgggaa acggtacagt aaggcatgtt caacttgttc
  3871201 agctaacaca tgcgcctcca ttaacggcat catatcctcc atctccagat ggagctgaat
  3871261 aaaacgtgtt tgccctgacc ggcgggtacg taagtcatgt gccccgatca cccccggcca
  3871321 tgacgtcaca atatcgataa tctgctgccg ctcatcatca ggcagcgcac ggtctagcaa
  3871381 ggactgcacc gcttcatagc ccatacgtaa cgcgctataa agaatataaa caccgatacc
  3871441 caacgcgaac aatgcatccg cccggcgaaa accataccaa ctcaatgcca acgcaataag
  3871501 aatagcacca ttcatcaaga cgtcagattg atagtgcaac atatcggcac gaatcgcctg
  3871561 actgtgtgtt tttcgtacta cccaacgctg aaatgtgact aatatcagtg tactgaacaa
  3871621 tgcgactaac gttaccccga tgcctatact aggatcttgc aatggctccg gtgaggccaa
  3871681 atgccgaaaa ccggtcagga aaagaaataa agcggagccg gaaataaaca tactttgggc
  3871741 cagagccgcc aaggactccg ccttaccatg accaaaagta tgttcttcat cagcaggttg
  3871801 cagagagtaa cgcacgacaa ataagtttgt cagagaggct gccagatcca ccaaagagtc
  3871861 aactaacgcc gccaacaaac tcaccgaacc tgtatgccac caggcaaaaa ttttaatgat
  3871921 cagtaagatt gatgctaatg cggtagcact gagcgcagcg gctttaaccc aacgcgcata
  3871981 ttgtggatcc ataactcatc ccaaattata tttaagagct attagggtct gttgatcttt
  3872041 tgagattatt aattgagcgg catggtgagc cggtataatt ggattcacca caaatcaaaa
  3872101 aaaacaaacc accatgccga gaataatgtt aacagatgaa cagtggtaca ggctacacag
  3872161 cctgatgctg aaaagtggtc gtgtgtataa caaaagtgaa catcggatga ccctggaagg
  3872221 gatacttgat aggatgcgaa cgggctgatc tcccagagaa tttctggtct gtggaatacc
  3872281 gtattccgcc gttttcacta tggtctaaaa agggtacttt acagaaacct tttaaatact
  3872341 tgcattaaca tgctgattta taattgattt ttattgatga caatattatt cgtactcatc
  3872401 agcatggaac gggagcggta tcagaaagtg atgagtcaat aaagaagcat cgcggggtaa
  3872461 ctcgacaaaa actcatctcg cggtagacag ttatgggctt tcggttcatt tcgaattatc
  3872521 gggtggacag gttcatgata ttgcctgtgc agatcaatgg tgaatctgag tcaattcttc
  3872581 ttcgctcaga ccggtcattt tcattactgt ggcgcggtca agaccattag ccagcatagt
  3872641 acgagcaatt ttcagagccg tctcttgcgc cccttcgact cggccttcta cacggccttt
  3872701 tacaatacct ctggcttcac ctttttgttc cagtttttgt gcaatcgtca tcagtgactc
  3872761 ctcatgctcc ggtaagcggt gggccaggct acggatgaac acttccggtt cggccgtttc
  3872821 gccaacctgt atgatgtaat ttatcgcaga ttttagctga tcttccgtag tgtaaccgct
  3872881 cgctatcagt atgaccagtt gatccaataa ttcagataaa tcacgctggc gaatatgttt
  3872941 ttgcaacagt tccagcaggg caatgcgccg atgggtcatg atttcatgat cggggatcac
  3873001 cgtcacatca accaacggga agtttccgca atacaactgt ccagcgagtt ctggctggtt
  3873061 aaaggcgtgc agccagctca tcgggtacgg gtacggcgtg accattccat gatagaagag
  3873121 gatggggatc accagcggca acttatcgta ccccgcctcc agatggctct gcatggctgc
  3873181 aatagcgtag cgcatcaggc gaaaagccat atgtttatca ggggagcttt gatgctcaat
  3873241 gagagcgtaa acataaccgt ctcccaccgt cgtttttagc gaatagagca cgtccgagta
  3873301 acaggcacgc aggttgtttt caatgaaact gccggattcc agccgcagcg tgctcaggtc
  3873361 acaaagttgc cgcaattcag gcggcaagtg aaactccagc aggtcacacg ccgtggcggg
  3873421 ctgggtcata aaattcttaa agagagcgtc gtggggggta ggggttgttt tcatcgggcg
  3873481 atgataatca tgagcatcct cctgagcaat cactcggtcc cactttagga caaccttttt
  3873541 cccgtaaaaa cagtcggtta ttgaggcgac ttaggggcag catgggtacg cattaacgcc
  3873601 acacggtagt gcttgcatgc caccaattgc tgaatatcag tctcttgatt atttattgtt
  3873661 acggcatcgg tcagtacgtt gatgcactca tataacggcg atatctgcag cgttgaagca
  3873721 agaagtgaag gcaaatgcca gtgggaaact tttcaacatg gattacggaa aattcggtga
  3873781 aacgcagcga aacgtaaaac cagacctacc acatggttag gtaccccatg tgttacgtca
  3873841 cacttgtgcc agccatttta tgatgaatag caggaacatc attgcactcc agcaaatact
  3873901 cagacacgct aacattcagc caacaatggc ctacgcgcat ctggcacctg attaccttca
  3873961 aaacaccgtt atacttaccc cattaaaggg tggattagct gccgaaacgc gtccacaaag
  3874021 tgtccacact taagcgcatt tggagataac accgcctttt gtgaaatttg taaatgacta
  3874081 tttttaaagc tatcgtttct caataagcaa aaaaagccct ccatcatgga gggcgaaaga
  3874141 cagggatggt gtctatggca aggaaaacag ggtgttacta gtactactac ttacttctgg
  3874201 gcagaagaag gttgtgctgc tggtttttgc tgcaatttct caatacgttc ctgatgcttt
  3874261 ttgttcaatg cttccttttg ctctggtgtg agcaagttat acatttggtt acgaactttg
  3874321 gccatttcga catggcgctc aatctggttc tgagacattt tctcagcctg cgctcttaca
  3874381 gcagcttcgt cgaatttatc ggcagtaatc aatttgtgca ttgcctcgcg atcttcaaga
  3874441 tcaaggcgcg gctgactttg gtgagactgg cgcatcaagt cacgcatttg ctgacgctgc
  3874501 tgttcagtga ggttgatgcc atcaaacatg ttatggtgac cgcggtcgcc tttcttgttc
  3874561 atcatcatct taccgtcacc gtggtaaccc tcagtgactt tagtgttgtc ggcagcaaag
  3874621 gcggctgaag aaccaagaac gaacattgac gccataacta atgttgtaac tttacgcatc
  3874681 gttaactcct aaagttcaat atgctatgtg attcaatggg aggcattcta tcggcctgcc
  3874741 tgcaaacaag cgtcagtgga tgtaaaactg gggtcagggc atgtaaagct gagtaaagtc
  3874801 atggaatacc ggcagttgat aacgtatttt gcgtcagaga ggagaaataa ccatgcataa
  3874861 aatcctatta gttgatgatg accgtgaact gacgtcgctg ttgaaagaat tgttggaaat
  3874921 ggagggtttc aatgttgtgg tcgcctatga tggcgaacaa gcgttaagcc agctagatag
  3874981 ctctatcgac ttgttattgc ttgatattat gatgccgcgt aaaaacggta tcgaaacctt
  3875041 gaaagaatta cgccaacacc atcagacccc ggtgattatg ctgactgccc gtggtagtga
  3875101 gttggatcgg gtgcttggcc tggaattagg ggccgatgat tatctggcaa aaccgtttaa
  3875161 tgatcgcgag ctggttgctc gtatccgcgc gattttacgc cgctccaatt ggagtgaaca
  3875221 gcaacaaaat gccgagcaag gcgcgcctac actggaagtt gattgcctgc aattgaatcc
  3875281 gggtcgtcag gaagccagtt ttgaaggcca accactggaa ttaaccggca ctgagttcac
  3875341 cctgctctat ctgctggctc agcaccttgg ccaagtggtg tcgcgggagc atcttagcca
  3875401 agaggttctg gggaaacgat tgaccccctt tgaccgcgcg attgatatgc acatctcgaa
  3875461 cttacgccgt aagttaccag accgcaaaga cgggctaccg tggtttaaaa cgttgcgtgg
  3875521 ccgcggctac ttgatggtat cagaaacatg ataaacagtt taacgacgcg aatttttgct
  3875581 attttctggt ttactttagc gttagtgctc atgctagtgc tgatggtgcc aaagcttgat
  3875641 tcgcgtcaac tcactgtttt actcgacagt gaacagcgtc agggaacgat gctggaacaa
  3875701 catattgaag ctgaactggc caatgatcct gccaatgacc tcatgtggtg gcgtaggcta
  3875761 caccgcgcca ttgagaaatg ggctccgcct gggcaacatt tgattttggt gacgtctgag
  3875821 ggccgtatca ttggcgtaca gcgtcaagaa gtgcaaatgg tgcgtaactt tatcggccaa
  3875881 tcggataacg ccgatcagcc gaaaaagaaa aagtatggcc gggtagaaat ggtcggtccc
  3875941 ttttccatca gggacggcga agataactat cagctttatc taatacgccc cgccaatagt
  3876001 ccgcaatctg attttattaa tctgatgttt gaccgcccgc tgctgctctt gattgcgacc
  3876061 atgttgatca gtgcaccgct gctactttgg ttggcatgga gcctggcgaa acctgcccgc
  3876121 aagctgaaaa atgcggctga tgatgtggcc cgaggtaacc tgaaacaaca tcctgaactg
  3876181 gaatccggtc cacaggaatt tttagccaca ggtgccagtt tcaaccagat gatcagttcg
  3876241 ttagacagaa tggtcgtcgc tcaacaacgg ctgatttcag atatttccca tgagttacgc
  3876301 acaccactta cccggctgca actggccacc gcgctgatgc gccgccgtca tggtgaaggg
  3876361 aaagaattag agcgtatcga aatggaagca cagcgcttag atagcatgat taatgacttg
  3876421 ctggtgttat cgcgtagcca gcataaaaat gaattacacc gcgaacccat taaagctgat
  3876481 gagctttggt ccgatgtgct ggagaatgca cagttcgagg ctgaacaaat gggtaaaacg
  3876541 ctggtagtca cggcacctcc ggggccatgg cccttatttt gtaatcctgc ggcccttgac
  3876601 agtgcgctgg agaatatcgt gcgtaacgca ctgcgttact cccatcatca tattgcggtg
  3876661 gcattcagca tagataatca aggcgtcact atcattgttg atgatgatgg tccaggcgtc
  3876721 agcccagagg accgtgaaca aatattccgg ccattttatc gtacagatga agcccgagat
  3876781 cgggcgtcgg gaggaacagg attgggcctg gcaattgttg aaaccgcggt gagtcagcat
  3876841 cgagggtggg taaaagccga agatagccca ttaggtggct tacgcctgat tgtctggcta
  3876901 ccgctgcatc cgcttaaatc ttaatctgcc gtctatctgc cagatcaatg tggttcgggc
  3876961 agatattgag aatcagtggt cttccgcctc tttttccaca ccctctcttt ccagcaaaag
  3877021 cctcttgcgc tccacgcccc aacggtaacc cgataatgcc ccatcctgac gaatgactcg
  3877081 atgacagggg atagcaactg ccaatatgtt agcagcacaa gcgcctgcga cagcacgtac
  3877141 cgctgtgggt gaaccgattc ggctcgcgat atctgcataa ctggcggttt cacctatcgg
  3877201 tatctcccgc aaagcctgcc atacccgctg ctggaatgca gtgccacgga tatccaacgg
  3877261 taggttcaac ccaagtttgg gtgcctcaac gcaccccaca acctgcgcca cccattgctc
  3877321 aaactcagca tcaccgccga ctaaattggc ctgtggaaat ttatcctgta gctgttgtac
  3877381 taaccgcact gggtcatcac ccagcaaaat agcacagacg cccaactcac tttttgccac
  3877441 taaaatcgcg cccagagaac tctccccaac ggcaaaatgc aacctggcat cacagccccc
  3877501 tttgcggtaa cgggttggtg tcattcccag caactgctgt gattgcgcat aaaatcgact
  3877561 actcgagtta taaccggcct caaagatagc gtcagtgacc gaaccgccat gagacagttg
  3877621 tgcacgaata cgctcactgc gggtcgcgtt agcatatcct ttgggcgtca gcccggtgat
  3877681 ggctttaaac aaccgatgaa aataaaaagt gctaagcccc agttgagctg ccaattcatt
  3877741 cagcttaggg ggagtttctg ccagttcaat caaccgacat gcctgactga ttttttctac
  3877801 ctgttgctgc gcccgcgata attgagttgg ctggcaacgc ttacaaggcc gataaccggc
  3877861 ttgctctgct gccgtattat cgataaagaa ttcaatgttt tctgctttgg ctcgacgaga
  3877921 tgggcaagag gggcggcaat atatgcccgt cgtttttacc gcatacacaa actgaccatc
  3877981 ggcggtttta tcccgattga taatcgcggc ccagcgaggg tcttttacgt tattcatgaa
  3878041 taccccactg atgtcatgat aaatacccca ttactcttaa ctgtgccaac cagcatataa
  3878101 aagatgccac tggtcacaca ctccgctcct tgcttttaaa tttttgtttt acaccgccgc
  3878161 tactggcaac cgctgcactg aacaagggtt tctggtatcc tgcgcccctc attattgggg
  3878221 gacatatgct taacattgtt ttatttgaac ccgaaattcc gccaaatacc ggcaatatta
  3878281 tccggttatg tgcgaatacc ggctgccagc ttcatctgat taaacctttg ggttttactt
  3878341 gggacgataa acgtttacgc cgtgcgggcc ttgattacca tgagtttgcc gacatcaaac
  3878401 atcaccatga ttatcaagcc ttcctggaca gtgaaaaact cgatagcaca caaccggctc
  3878461 gcttatttgc gctgacgacc aaggggacgc cggctcacag tgcggtgagc tatcaggcga
  3878521 atgattacct gttatttggc ccagaaaccc gtggcttacc ggcctatatt ctggatgcgt
  3878581 tacccgctca gcagaaaatc agaatcccca tgcaagccga tagccggagc atgaatctat
  3878641 cgaatgccgt ttcagtcgtg gtgtatgagg cctggcgtca actgggctat ccaggtgcat
  3878701 tactgaaaga gtgatttttc ttacgcagag agaacgtgtc agccacaatc agagtggcta
  3878761 atctgcccca tattaggggc atatccaaaa cagttggcgc tggcgttgca acaagcaaaa
  3878821 caggaagggt atacggttaa ataccatcgc catattcaaa gccctgaatg ctgccattga
  3878881 aatgctgatc catatccaac gagggtttat cactctctgg tttaccaacg atacgggcag
  3878941 gtacaccggc agccgtcgtg tgagcgggta ccgattgtag tacaactgaa ccggcaccaa
  3879001 tcttcgcacc acggcccacc tcgatattgc cgagaatttt cgcgcctgcg ccaatcatga
  3879061 caccttcacg gatttttgga tggcggtcgc cactggtttt gcccgtcccc ccaagcgtga
  3879121 cagattgcag aatagacacg tcattctcaa ccacagccgt ttcaccaata acgataccgg
  3879181 tagcgtggtc cagcatgatg ccacaaccaa tggttgccgc agggtggata tccacaccaa
  3879241 atgcgacaga gacttgattt tgcagataaa tcgccagcgc tttacgatcc tgcgcccaca
  3879301 accaatggcc aatacgataa gcctgcaaag catgaaaacc tttgagatac agtaacggtg
  3879361 tggagtattt atcaacggct ggatcgcgta accggacggc cagaatatcg cgggcagcgg
  3879421 aaacgatcat atgcgcatct gaacgataag cttcttcaac cacttcacgg atagcaatcg
  3879481 ctggcatgat aggattagcc aacttattcg cgagaatata actcagcgca ctgcccaaat
  3879541 tctcatgctt caagagtgtt gcatgaaaaa agctagccag catcggttca cattcagcca
  3879601 gtgcccttgc ttctgatttt atgttgctcc agacctgttc taactcttct gacgacatca
  3879661 tgtacccctg cccataaaca aatcactccg gggaacgacc gaagcggcta tgcccttatt
  3879721 ccttcaagct gtagcactgt tacgattaat tatggttact attgatttgg ttataattaa
  3879781 cattagcggc tctcgccccc ccgaatcact gacgtggatc agttcatcgg gataggctcg
  3879841 tttgctgcct tgctgcaact ccaatgacgt tgggcacgta gcgattattt tatttcagct
  3879901 agctgaccta ctcttctaat ctatcaaatg ccgatttttt catctttttt ggtccgcccc
  3879961 aacaacgtca gagccgcctc acgagcattc ttatgacaat acaacacttg ataaatttgt
  3880021 tcagttattg gcatttcgac gccatgacgc tgtgctaatg ccagaacttc cttggtatta
  3880081 cggtaacctt ctaccacttg accaatgttg tcctgcgcct ccttcacccc caacccctga
  3880141 cccagcataa tgccaaatcg gcggttacgg gattggttat ctgtgcaggt tagcaccaaa
  3880201 tcgcctaacc ctgccatgcc cataaaggtg gaaggatcgg cacctaatgc cgtccctaag
  3880261 cgcgtcatct ccgctaaccc gcgggttatt agagcggtac gggcattcgc accaaaaccg
  3880321 atgccatcgg acatacctgc accgatggca atcacgtttt tcactgcgcc accaagctgt
  3880381 accccgataa aatcaggatt actgtaaact cgaaagcttt ttccacagtg caataactgt
  3880441 tgcagatctt cgctaaattg cacatcggtc gatgccaacg caatcgccgt aggcaaaccc
  3880501 gcggccaatt ctttggcaaa cgttggacca gaaatcacgg caagcgggat agcctcgccc
  3880561 aagacttcgc gggccacatc ctgtagcaga cggccggttt cagcttctag ccctttggtt
  3880621 gcccagacga tacgtgcatc tttacgtaga tgaggcttca actgatgtaa aacagcacca
  3880681 aagacatggc tgggcacgac gaccaacaca tcgcggctgg cagccaacgc acatgctaag
  3880741 tcggtttcca atcgcaacgt atcggggaaa gcagcatcag gtaggaaagc gcggttacag
  3880801 cggtcttgtt gcagctgttg aatatgttta gggtcatggc cccataacac gacttgatgg
  3880861 ccattacgcg ccagtgtgat agctaatgcg gtgccgtaag atccggcacc gataacagcc
  3880921 attgaagcag ggttggtgtt catcaggcat cctgacgttg ttcaacacct tcaacttcac
  3880981 cttcagcctg ctgttgcaga taattcatga acagagcatc aaagttaaca ggtgccaaat
  3881041 tcagctgtgg gaaagtaccg cgagagacca ggctggtgat acattcgcgc gcatacggga
  3881101 acagaatatt cggacaatat gcgcctaaac aatgcgccag ttgagtgcct tcgatacccg
  3881161 caacggagaa gatgccacct tgttgaactt cacacaggaa cgcggtttct tcacccaaag
  3881221 aggccgttac agtcacacgc agtaccactt catacacatc ttccgccagt tggctagaag
  3881281 ccgtatctag atcaagttta acttctggct gccaatcctg ctgaaaaacc tgcggagcat
  3881341 taggggcttc gaaggagata tctttggtgt agatacgttg gatctggaaa gccatctcgg
  3881401 tgttgttttg ttctgacatg tgtatagata cccttagtta gacgtcctta ttaaacagct
  3881461 cttccgtcgt gggcttttcc cattaatatc ggggcccact gacgagttaa agcagtgggt
  3881521 ctagcccacc gcgcgcatcc agggcgtgta aatcatcaca gccaccgata tgctgcccat
  3881581 caataaatat ctgaggcacc gtcgtccgcc cactacgagc aatcatctct tcgcgtttgg
  3881641 ccggatcatt atctattgcg atttcatgga aagcagcacc cttggcgttc agcagtgctt
  3881701 tagcacggtg acagaacggg catgttgctt tggtatacat ctcaatcttc gccatggata
  3881761 cacctcagtt aaatttacaa tctattgata tagcgagttt ttataacaaa cacttataca
  3881821 actaaatacc gatatacgga atatcgatat aatagccgca caagctttta tgcttattta
  3881881 ccgcgcgcca gtggtaagtt ctcaccactc cagccggaaa taccctcttt cagggtgaat
  3881941 acccgctcaa aacccgcttt gctcagcata tctgccgagg cacgggacgt tgtgcccatt
  3882001 gcacagacca caataatagg ctgtgtttta tgcttttcca actcacccaa attaccattt
  3882061 ttaatgtcac tcgggatcag gttaattgag ttagcgatat ggcccttgcg ataatcttca
  3882121 cgtgtgcgga tatcaaccac aaccgcatct tctttattaa ttagacgcgt cgcttcacca
  3882181 cgggtgacct ctttaacttt agaaagagaa tttttgaagc tggtgaaaac tacagcaccg
  3882241 aacaacaaca cccaagccag actcaaaatt ggatgctggc taatgaattg cataatttct
  3882301 tgcaacatgg gggtaaaaac tcccgttagt taggggataa tattcaaggt cacagagtat
  3882361 acctgcgcgt tgcggcaaat acagccaata agcaagcgct attgtagaaa ctgcgaacaa
  3882421 tctcgggaag ttttattgat taaatgatgt caattgcgca aaaccccact ccaatgttga
  3882481 tctccctggg ctatttttaa cccgttctgt agtaaattac cgcctcggta catatcccta
  3882541 aagtcattga tgtccctgca atgttgtcac gtcaagtaca atgttgtcac atcaagtaca
  3882601 aaggggatac cgagtgtaca tagccgcgca tatcattctc cctcctttac agggtgatgt
  3882661 tcgctgctat ttaacacttg gacttataag aaagaggtta tgcaatgtcg agcacgaaaa
  3882721 aaccactggt cctgacgatt cttgatggtt acggtcaccg tgaagaacag caggataatg
  3882781 ctattttgaa tgccaaaacc ccggtaatgg acgtgttatg gcagcaacag cctcacacat
  3882841 tgatcgccgc gtcgggtctg gatgtaggcc tgcctgatgg gcaaatgggt aactctgaag
  3882901 tcggtcacgt caatctgggt gctgggcgca ttgtttatca ggatctgacc cgcctcgaca
  3882961 aagagatcaa agagggtgac ttcttcacga atccaaccct gacggctgcc gttgataacg
  3883021 cggttaaaac gggtaaggcc gttcatatca tggggttgtt atctgccggt ggtgtacaca
  3883081 gccatgaaga ccatattatg gcgatggttg agctggcggc taaacgcggt gcaaccgcta
  3883141 tttatctgca tgccttcctc gatggacgtg ataccccacc acgcagtgcc gagtcatcac
  3883201 tgaaacgatt cacagccaag tttgctgaac tgggtaatgg ccgtatcgcg tcgattattg
  3883261 gccgttacta tgccatggac cgtgataatc gttgggatcg cgtgcaactg gcatacgatt
  3883321 tactgactca agcgaaaggc gaatttactg cagataacgc agttgcgggc ctgcaagcgg
  3883381 cctatgcccg tggtgaaaat gatgagtttg ttaaaccaac cgtgattcaa gcaactggcg
  3883441 aagccgatgc ggccatgaac gagggtgata cattaatctt tatgaatttc cgtgctgacc
  3883501 gcgcccgcca aattacccgc acctttgtta atgccgagtt tgacggtttc aagcgagata
  3883561 aagtggttaa cttcggcgat ttcatcatgc taaccgaata tgccgcggat attaaagtcg
  3883621 cctgtgctta tccacccgcc tcactgacaa acactttcgg tgaatggttg atgaagcatg
  3883681 ataaaaccca gttacgcatt tccgaaactg aaaaatatgc tcacgtcacc ttcttctata
  3883741 acggcggcgt tgaagagcca tttaaaggtg aagaccgcat tctgatcaac tcgcctaaag
  3883801 tagccaccta tgacctgcaa cccgagatga gttcagcaga actgacggaa aaactggtca
  3883861 gcgccatcgg tagcggcaaa tatgatgtga tcatttgtaa ctatccgaac ggcgacatgg
  3883921 tcggtcatac cggtgattac gatgcggcag tgaaagcggt tgaaacactg gataactgca
  3883981 tcgaacaagt ggttgcagca gtgaaagcag ccgatggtca attgttgatc accgctgacc
  3884041 acggcaacgc tgagcaaatg cgtgacccgg caactggcca ggcacacacc gcccatacca
  3884101 gcctgccagt gcccctgatt tacgtaggta acaaagccgt taaagctgtt gaaggtggca
  3884161 agctttctga tatcgcacca accatgttgt cactgatgga aatggaaatc ccacaagaga
  3884221 tgactggtaa gccgctgttc atcgtggaat aatccttcgt tatgaaggat agagagttat
  3884281 tggcgaaatc aataactacg aaagatgccg tctctgacgg tagagagtct ccctctctgc
  3884341 tgtcagataa gttgagtcgt ctaccgtggt caacactcta tgccagcgtt ttttgtgctg
  3884401 gcgtactgtt attgccattt tctggtcagg ctgtcgaacc ccctgtcgcg gccaaagcat
  3884461 cagagaataa aaaccaactc aaaaccctcc aacaggatat cgctgaaaaa gaaaaaagtg
  3884521 ttcagcaaca aaaaaaacaa cgcagttcat tgctggatca actaaaacag caagaaaata
  3884581 caatttctca gaccagccgc agcctgcgcg agacccaagc gaccctggct gaactgagta
  3884641 aagatattgc cagcctcacg acctcgattg aaaaactgca aaatcagcag tcgcaacagc
  3884701 aaagtattct gtctaaacaa cttgcagcgg cgtttaaaca aggcaaacac agtagcttac
  3884761 aacttatttt aagtggcgaa gagagccagc gcagtgagcg tattttggct tatttcagtt
  3884821 acctgaatga agctcggcaa aaagccattg aagagttgaa gcagacacgt accacgctgt
  3884881 ctgcagagaa aaaaatgctg gagcaaaaac agaatcaaca caaggcattg ctggatgaac
  3884941 agaaagcgca acaacagaag ctggaacaag cgcgtattgc ccgccaaaaa accctgacat
  3885001 cgctggaagc ctcgctggag aaagatcagc agagtttggc ggagttaaag ttgaacgaaa
  3885061 gccgtttacg tgaccaaatc gccaaagcag aacgggaagc caaagctcgg gctgaacggg
  3885121 aggccaaaga agcggcccgt gtgcgtgaac aggtaaaagt caaagagcag caagcgaaga
  3885181 agaccggtag cagttataaa ccaagtgaaa gtgagcgctc attgatggcg cgcaccggcg
  3885241 gcttgggccg tcctggcggt caagccctat ggcccgttcg tggtaacgtg tcccaccgtt
  3885301 tcggtgaacc cctacaaggt gaactacgct ggaaagggat ggttatcacc gcacctgaag
  3885361 gcagcgaagt caaagccatc gccgatggcc gtgttttact ggctgactgg ttacaaggtt
  3885421 atggcttggt ggtcgttatc gagcatggga aaggggatat gagtttgtat ggctacaacc
  3885481 aaagtgcctt ggtcaatgtt ggcgctcagg ttaaagcggg ccagcctatc gcacttgtgg
  3885541 gtaccagcgg tgggcagggc gagccatcgc tctatttcga aatccgccgt cagggacaag
  3885601 ccgttaaccc acagccctgg ttaggaagat agggaacaac gttagggaac tcgtattgcg
  3885661 ctacttcaac acacgccaat ttatcatcgt aagcacgcta ttcatcgcca gcacagcaca
  3885721 ggccggcaaa ctctctattg ttattgacga ttttggttat cgcccccaaa acgaaaataa
  3885781 gattttacag atgcccctgc ccatttcagt ggccattctg cctaatgctc cttacgccag
  3885841 agagatggca accaaagccc ataatcaggg gcgtgaaatc ctgattcact tgccgatggc
  3885901 cccacagagt aaacagccac tggagcgtga taccttgcag ccttcaatga gcagcgagga
  3885961 aatccagcgc atcatccgcc aggccgcgaa taacgtccct tatgcgaaag gcatgaataa
  3886021 ccatatgggc agtgcgatga ccgccagttt gccaggtatg cagaaagtga tgcaggcact
  3886081 ggtgtcaaag tgatcaagcg gaaaatcttt ttagatgact cacaaaatga agcagctatc
  3886141 cgtcaacaat ttaaccgggc agtagcactg gcacgccgca atggctcagc gattgctatc
  3886201 gggcaccctc accctgcgac cattaaagta ttgcaacaaa tgttgcctca gttgcctgcc
  3886261 gacatcgtct tagtcagacc cagtgcgctg ctaaatgaac cggtacaaag tctctctccg
  3886321 gacaaaacaa aaccacgtga accggtgaaa ggccaacgtc tgcccgctat caagcaatgt
  3886381 aaagcgaaag ccagctatgt gcctgagaaa atctacgctg ataagctgtt tatcttattg
  3886441 ggtgagagct tgatgcaaaa cccggcggtc atatttattc agcaacattg gcaacaatat
  3886501 tttacgccag cgccgccggc aacacctatt gatgaacaga aagcgattga aaatacagag
  3886561 aaattgccac ccaagaaggc ggcacaataa tcgggaactc gctttatttt aatcgctgat
  3886621 attaatatca aattgcggta aggcggccac cgcaaaaaac gtaaatcctg acaagggctt
  3886681 ggtatcgcag cgggtagttt tgcaacacca agcccgaagg ggataaacta atcccagctt
  3886741 aataccactt tgcctgattt acccgaacgc atggcgtcaa acccttgctg gaattcatca
  3886801 atagggaaac ggtgggtaat gatcggagtt aagtccaaac cagattgaat caacgcggcc
  3886861 attttgtacc aggtttcgaa catctcacgg ccataaatcc cctttataaa cagcccctta
  3886921 aagataacct gattccagtc gatcgacata tcagacggcg gtattcccag catcgctata
  3886981 cgaccaccat gattcattga attaagtaat gaacggaaag ccgggggagc acctgacatc
  3887041 tccaagccca catcaaaccc ttcggtcatg cccaattccg tcataacgtc atttaggttc
  3887101 tctttgctga cgttaacggc acgggtcacg cccattttac gggccagatc caggcgatat
  3887161 tcattcacat cagcgatgac aacatgacga gcacccacat gcttacagac tgcggcggcc
  3887221 ataataccaa ttgggccagc cccggagacc aacacatcct cgccgactaa atcaaaagat
  3887281 aacgcggtat gaactgcatt gccgaagggg tcaaaaatag ccgcaagctc atcagaaata
  3887341 ttgtctggga tcttgaacgc gttaaaagca gggatcacca aatattcggc aaacgaacca
  3887401 gggcgattca cgccaacacc caccgtatta cgacaaaggt gggtacgacc accacggcag
  3887461 ttacggcagt gaccacaggt aatatggcct tcaccagaca cccggtcacc aatattaaac
  3887521 cctttaactt cctgcccaat ggccaccact tcaccgacat attcatggcc aacgaccatg
  3887581 ggtacgggga tggttttttg tgaccattca tcccaattat aaatatgtac gtcagtacca
  3887641 cagatagccg ttttgcgaat tttgatcatg atatcgttgt gacccagctc tggctgtggc
  3887701 acatcggtca tccaaatgcc ttcttctgct ttcagtttag aaagtgcttt catgaaaatc
  3887761 ccttacgcaa taacgttaag ttgcttacca atacgcacaa atgcctcgat ggcacgttca
  3887821 acttgctcag tggtatggcc tgcagacatc tgggtacgaa tacgggcctg gcccttcggc
  3887881 acgacaggga agaagaagcc agtgacataa atgccttctt tcagcaaggc attggcaaaa
  3887941 tcctgcgcca gtttagcctc acccaacatg acaggaataa tggcatgatc agcacccgcc
  3888001 aaagtgaaac cagccgcgct cattttctca cggaataaac gcgcattcgc ccatagacga
  3888061 tcacgcaatg cccctccctc ttccagcagt gacaagactt caatagacgc ggcgacaatc
  3888121 gctggagcca gtgagtttga aaatagataa ggccgtgaac gctggcgcag ccactcgacc
  3888181 aactctttgc gcccggcagt ataaccgcca gatgcaccgc cgagtgcttt gcccaaggta
  3888241 ccagtgatga tatcaacgcg atccatcact tcgcagtatt catgagtccc ccgcccattc
  3888301 gcaccaatca cccccaccgc atgtgaatca tcgaccataa ccagcgcctg atattcatca
  3888361 gcaaggtcac acaccctttt taagttagca atcacaccat ccatggagaa cacgccatcg
  3888421 gtggcaatca tgatatggcg agccccctcc gctttcgctt gttttagctg cgcttccagc
  3888481 tctgtcatat cattgttggc ataacgataa cgcttggctt tacataaccg tacgccatca
  3888541 atgattgagg catgattcaa cgcatcggaa ataatggcat cttcaggccc taacagggtt
  3888601 tcaaataggc cgccgttagc atcaaagcaa gaggagtaca ggatagcgtc ttccatcccg
  3888661 aggaaactgg cgagcttatg ttcgagctct ttatgtatgt cttgggtacc acagataaag
  3888721 cggactgaag ccatgccaaa cccatgggaa tccatgccgg ctttagcggc tgcaataagt
  3888781 tttggatgat ttgccagccc tagatagtta ttggcgcaaa agttaatcac ccggctgcca
  3888841 tcagcaacag cgatattcgc ttgctgtgcg gaagtaataa cgcgttcgtt tttatacaac
  3888901 ccttcggtac gagtcgtgtc gagttgttgt tctaattgct gataaaaggg gtgcttgtta
  3888961 caaggtaggg acatttcggt tatctccagg attggcaatt gcacacaata ttttactgct
  3889021 tggtgggcaa actgacgaga aaccttatct tatattgtcg aaaatgtagc atatatcacg
  3889081 gcgaactatc ctaaagcgac cgagaaacca agagattacc ccccttcccg ctgtgcgcta
  3889141 tcctatgaaa tgttatgata gtgccaaata gggggtgggg tgtggtaccc aaccaagaaa
  3889201 attagcaagg gtgaatacga tgattatcgt tacaggcggc gcaggtttca ttggcagcaa
  3889261 tatagttaag gctctgaata atattggcta caaagatatt ctggtggttg ataacctcaa
  3889321 agacggcact aaattcgtca atctggttga tctggatatc gctgattaca tggataaaga
  3889381 agattttgtc gccagtattg ttgcgggtga tgacatgggc gatatcgatg ctattttcca
  3889441 cgaaggcgcg tgttcttcca ccaccgagtg ggatggcaag tacatgatgg ataacaacta
  3889501 tcagtattct aaagatatcc ttcacttctg tctggatcgt agtattcctt tcttatacgc
  3889561 ctcttctgcc gccacttacg gtgggcgcac tgacaacttt attgaagatc gtcagtacga
  3889621 acagccactt aacgtttatg gctattccaa attcttgttt gatcagtatg tgcgtgaaat
  3889681 tctgccacaa gccgattcgc aaatttgtgg attccgttat ttcaacgttt atggtccacg
  3889741 tgaaggccat aagggcagca tggccagcgt cgctttccat ctgaataacc aaattaatgc
  3889801 aggtgaaagg cctaagttat tcgcgggtag cgaaaacttt aaacgtgatt tcatttatgt
  3889861 gggtgatgtt gctgacgtta atctgtggtt ctggcaaaac ggcgtatccg gtattttcaa
  3889921 ctgcggtact ggccgggcag agtctttcca ggctgtcgct gatgcagtgg tggattatca
  3889981 ccaaagtggg ccagtcgaat acatcgagtt ccctgaaaaa ctgaaaggcc gctatcaggc
  3890041 atatacacaa gccgatctca ctaaattacg ggctgccggt tatggtaaac cgtttaaaac
  3890101 ggtcgctgaa ggcgttaaag aatatctggc ctggctcaat cgctcagtct aaatcacttg
  3890161 ctgcaaggaa ttgataaacg gtatgaaaat actggtcatc ggcccttcat gggttggcga
  3890221 tatgatgatg tcgcaaagtc tttaccgtac cctgaaggcc gaatatccgg cagcagacat
  3890281 tgatgtgatg gcacccgcat ggtgccgtcc gcttctggcc agaatgccgg aagtccgtca
  3890341 cgcaattcca atgccgttag gccatggggc atttgctttt gaggagcgtc gccgtttggg
  3890401 attggcctta cgtgaaaccg agtatgatcg tgcttacgtg ttgcccaact catttaaatc
  3890461 cgcgctgata ccttactttt cagggatcaa acgacgtatt ggctggcgtg gcgaaatgcg
  3890521 ttatttcctg ctcaatgacc tccgtattct ggataagcaa gcctttccaa tgatggtcca
  3890581 gcgctacgtt gcgctggcct atgataaaga acgcatccgt tcagcggcag atttaccaca
  3890641 accgttgttg tggccgcaat tgcaagtacg cgatgaagaa attgcagaga caacggcctc
  3890701 attcaatctg accgataacc ggcccattat tggattctgc cctggcgcag aatttgggcc
  3890761 agcgaaacgt tggccgcatt accactacgc cacgctggcg cagaaattga ttgatgatgg
  3890821 ctatcaggtc atcttattcg gttctgcgaa agacaatgaa gctggtgaag atatccgtca
  3890881 ggctctcagc gatacagatc gtgaatattg cctcaatctg gcagggcaga cctcactgga
  3890941 acaagcggtc gttctcatcg ccgcctgtag tgccgtcgtg agtaacgact ctggtttaat
  3891001 gcatgtcgcg gcggcactca acaagccatt agtggcattg tatggcccga gcagcccaga
  3891061 cttcacgcca ccactgtcag agaaagccac ggtgatccgt ctgattaccg gctatcacaa
  3891121 agtccgcaag ggcgattctg cacagggcta tcatcaaagt ttgattgata tccaacccga
  3891181 acacgtgatg gccgcgcttg agaagcaatt ggctacgcaa gaatgctcag tcaaaggggg
  3891241 cgattaatgc acgtattaat cgttaaaacc tcgtcaatgg gcgatgtttt acatacctta
  3891301 cccgcgctga cggatgccat gaatgccata cccggtattc gcttcgattg ggtggtagaa
  3891361 gaagggttca gccaaatccc cagttggcat ccggcggtgg ataaagtgat cccggtggcc
  3891421 atccgccgtt ggcgtaaaaa ctggtttggt agtgataccc ggcaggaacg ctgtgatttt
  3891481 aagcgtgtgg tacaacaacg cagttatgat cgggtcattg atgcccaagg gttgattaaa
  3891541 agcgccgcgc tgataacccg gattgcgaaa ggcacgaagc acgggccgga ttgtaaaagt
  3891601 gcccgtgagc cgtttgccag ttggttttat aactgccgcc atgaaattga taccaaacaa
  3891661 catgccgtag aacgtatacg tcaactgttt gctaaaagcc tcggctatga taaaccggaa
  3891721 agttatggcg actatgccat cgcacaacgc tttttaaatc agttaccggc cgatgcaggt
  3891781 cagtacttgg ttttcctaca tgcgacgacc cgtgacaaca agcactggcc cgagagccat
  3891841 tgggtacaat tgattgagtt agtgcaaccc acaggtttaa aaatcaaact accgtggggc
  3891901 gcagaacatg agcatcagcg cgctttacga ttagcggaac atttcccaca cgtagaggtt
  3891961 ctgcctaagc tcagtcttca gcaggtcgcc gaggttctgg cgggtgcaaa agccgtagtc
  3892021 tctgtcgata ctggcctcag ccatctgacc gccgccctgg atcgcccaaa cattacgctg
  3892081 tttggcccca ctgaccccgg tttaatcggc ggctacggga aaaaccaaat tgccgtgatt
  3892141 tccgagcaaa aaaagatgga tagcctctct gcgcccacta ttatggcacg attagaaaca
  3892201 ctcatttcat agcgctgctt tattgtctct gaaagagtga gttcataaac atccgatata
  3892261 aaactttcat cgattctggt aattatcagg gtcgatgaaa ttgagaaata ttattcaaat
  3892321 aaatagcacc caacagctct aacgataaga tttcagagaa aatttactta tccatttaac
  3892381 acagcataat taactctttt aatcccatac caggccagtt tttatctagt gcaatagaca
  3892441 atgaaaatga ttctcatttt gtaataaaaa atcaataaat agcctctctt ttatcactca
  3892501 gagcaagata ttatattctt cctatgaata accacggctc aatgtggtgc tccgccctcc
  3892561 tagccggaaa gagccttttt tgcccagata tggtattatt cttaataatc catataaatg
  3892621 aaattgatag aatgctgctg cgtttatacc aggtattact ctaccttatt caacctctga
  3892681 tttggctgcg tttactatta cgtagccgta aagcccccgc ttatcgcaag cgttgggggg
  3892741 aacgctatgg tttttgtgcc ggtaaagtcg ttgctggcgg tatcatgctg cattccgttt
  3892801 cagtcgggga aacactggct gcaatcccat tggtcagagc attacgccac cgttacccgt
  3892861 cgctgcctat cacggtgacc acgatgacgc ctaccggctc agagcgcgtc cagtctgctt
  3892921 ttggtaaaga tgttcaccac gtttatttac cttatgatct ccccggctct gtgaaccgtt
  3892981 tccttgacca ggtcaatccc aaactggtta tcatcatgga aactgaactt tggcctaacc
  3893041 tgatcaacac tctgcatcgc cgtaagatcc cactggttat tgccaatgca cgtctttctg
  3893101 cccgctctgc ggcaggttac aagaagatcg gtagttttat ccgcactata ctgcaacgga
  3893161 tcacgttgat tgcggcacag aaccaagagg atggtgaccg cttcatcgaa ctggggctta
  3893221 aacgttccca gctcaccgtg acgggtagtc tgaagtttga tatttctgtc acaccggagt
  3893281 tggcagccag agcggtgaca ttacgccgcc aatgggcacc gcaccgcccc gtttggattg
  3893341 cgactagcac acatgacggt gaagaaacta tcttgttgga agcccatcgg cagctattac
  3893401 aacagttccc aacattgcta ctgatcctgg tacctcgcca tcctgaacgc ttcggaaagg
  3893461 ccgttgaatt aacacaaaag ataggcttga gttatacatt acgtagtaaa ggtgaagtgc
  3893521 cctcgagtag cacccaagtc gttatcggcg acacgatggg tgagctgatg ctgctgtacg
  3893581 gtattgccga cctggccttt gttggcggta gtttggttga acgtggcggt cataacccac
  3893641 tggaagcagc ggctcatgct attcccgtgt tgatgggccc acataccttt aactttaaag
  3893701 atatttgcgc caagctggag caggctgaag ggttaattac cgtgactgat actctatcgc
  3893761 tggtaaaaga aatcacggtg ttactgactg atgaagattg ccgcctctac tatggccgcc
  3893821 acgcggttga tgtcttacat gaaaatcagg gcgcattaca gcggttatta catttgttgg
  3893881 agccttatct gccacaacgg agccactaaa tgggtaccaa aaaacgtctg tcggtggtga
  3893941 tgataaccaa gaatgaagcc tctctgctga cggactgttt ggcatccgtg gcctgggctg
  3894001 atgaaataat cgtattagac tcaggcagtg aagatgaaac acgggcatta gctcagcaat
  3894061 tcggggcaaa agtttacagc aacatcaatt ggcccggtta cggtaaacag cggcaactcg
  3894121 ctcaacaata tgccagcggc gactatattt tgatgttaga tgctgatgag cgggtgaccc
  3894181 cagagcttaa aatcgcgatt gaatctgttc tgctagcacc agaagagggt gctgtttata
  3894241 gctgttcacg ccggaacctc tttttagggc gttttatgcg ccacagcggc tggtatccag
  3894301 atagggtgac tcggttatat cctcatcacc aatatcgcta caacgataat ttagtccatg
  3894361 aatcactcga tagcggctca gcaaaagtta tcccactggc tggtgattta ttgcatctga
  3894421 cttgccgcga cttttttgcc tttcaacgta aacagcttag ttatgccgaa gcatgggcca
  3894481 tccaacgtca tcagcaaggc aaaagttgca gttattttgc cattctcagc catactcttg
  3894541 gggcattcag taaaacgtgg ttattacgtg ctggcttcct tgatggtaag caagggctat
  3894601 tactggcggt agtcaacgcg caatatactt ttaataaata tgctgctctg tgggcattga
  3894661 gccaccagta tcagaaaagc gagaaatcat gatcaccaaa gccatctatc cggggacatt
  3894721 tgatcccatt actaatgggc atttggattt agtgacgcgc gcatccgcga tgttcagtca
  3894781 tgtgatcttg gctattgcgg acagttccag caaaaagcca atgtttacgt tggatgagcg
  3894841 tgtcgcactc gctaaaaagg tgactgcgcc gctaaagaat gttgaggttc tgggattcag
  3894901 tgaactgatg gctgagtttg ccaaaaagca caatgcgaat attttggttc ggggtttgcg
  3894961 ttcagtatca gattttgaat atgagtggca actggccaat atgaaccgcc acttaatgcc
  3895021 caaattggaa agcgtatttc tgataccatc agagaaatgg tcgtttatct cttcctcatt
  3895081 agtgaaagaa gtggcgcgcc acggtgggga tatcacgcca ttcctgccca aaccggttac
  3895141 caaagcatta ttggccaaat tggcctaaac ctctcaatgc tggcagtggc ggcaaaagaa
  3895201 cgtgctgcgc tgcccgtgtt tcgctatttc aatgggatgc ccacactgcc gacatggttc
  3895261 acccgcacgc ccatagacct gcaactcttg cgcgaaatac cctggtttac catccgactg
  3895321 cagaaaatca cgtaatgtgg tgccgccctg ctcaatcgaa tgcaataaca cggcttttat
  3895381 cgttgctacc agcaatacgg attcagcgtc agtcaatgag cctgcggcac gatctggcaa
  3895441 aatcccagca gcaaacagtg attcgctcgc ataaatgtta cccactccga cgaccacttt
  3895501 gttatccatc aaccacggtt taatcaatgt gcgtttatta cgtgatttat cgaacagata
  3895561 ttgcgcagta aattcatcac ttagtggttc tggccctaaa tgggctaata cattactggt
  3895621 ctcaaggtct ttcgcccaca accaggcacc aaaacgtcgt gggtcggtat aacgcaatat
  3895681 ttttccgtta ctgaccacca aatcgacatg atcgtgcttt tcagctgcag tctcttcaga
  3895741 taatacgcgc aggctacctg acatacctaa atgtatgatg atccagcctt taggcagctc
  3895801 tagcagtaaa tacttcgccc ggcgttggac actcagtacg ggttgatcgc taagtgttag
  3895861 aatttcatcg gataccggcc agcgtaaacg ggcatttctg accacagcat aaaggattgt
  3895921 ctggccgaca agataaggtt cgatcccgcg tcggctggtt tcaacttctg gtaattcagg
  3895981 cacttaacct cctttcaacg tatctcactg tactttatat aataaaaaac ccggccaagg
  3896041 ccgggttttt cttagtccgc taaaattact taattttagc ttctttatag agtacgtgtt
  3896101 gacggacaac tggatcaaat ttcttcaatt ccaatttttc cggcttagta cgcttgttct
  3896161 tcgtagtggt atagaagtga ccagtaccag cagaagaaac cagcttaatc ttctcgcgaa
  3896221 cacctttagc catgattcag ttccttaata cttctcaccg cgggcacgaa tttcggccaa
  3896281 gaccgtttca ataccctttt tatcaataac acgcatacct ttagcagata cacgcagagt
  3896341 tacaaagcgc ttctcgccct caacccaaaa acggtgagag tgcaggttcg gcagaaaacg
  3896401 gcgtttggtc gcgttcattg cgtgagaacg gttgttaccg ctcatcgggc gcttgccagt
  3896461 aacttggcag actcgggaca tgtctattct ccaaaaatca aatcagctcg agcttcgtat
  3896521 agggtatggc cgcctcgtca ggctttagag cccatctcag caaattcact gagaagactc
  3896581 actgtcatca ggtcagaaac ccctgtcacc aggcaaaaac ctgctgagat aggctcttca
  3896641 cgccaaaccc aagattctca aaggtggcgt agtatacgct ctgaagcgta agtgctcaag
  3896701 tcccgaacag ctaaagatcc cgaaaggatc aataaatatt gctctaaagc catcctcgtt
  3896761 cagcaaatga gacacattca ccccggccaa ctactaaatg atcgagcacc cgaatatcta
  3896821 ataatgaaca ggcttttatc acctgcgtcg ttatcaaacg gtcagcttgg ctcggttcag
  3896881 ccttaccaga gggatgatta tgcgccaaaa tcagcgcggc ggcattaacc ttcagcgctt
  3896941 cacgcacaat ttctctcgga tggacctcta cgctgctgat ggtaccagta aacatctctt
  3897001 catggcgaat aacacgatgc tggttatcca aaaatacgac taaaaaaatc tctcgttcac
  3897061 ggtgagacag tatattttgc agaaattttt gtgtgatacc ggggttaagc agaacacttt
  3897121 cccgcatcag atgagatgaa aaacaacgac aggccagctc accgatagcc tgaatctgac
  3897181 tatatttgga tgcaccaatc cctttatggg cacataacgt ttgataatct gcagatatca
  3897241 acccatgcag tgagccaaat gtctcaatta aatactcagc catcttcatc acatgcatcc
  3897301 caggaatacc cgtacgcaaa aaaatagcga gtagttcagc atcagtcagt accgcagcac
  3897361 catacttcag taatttctct cttggggcca cctgcccata ccactcatcc attccttagc
  3897421 tcctgttatt cctgaactac gtgaatagca tgacataggg cttaacgcac cacgacctca
  3897481 cgcttgatag catgcgtgac gtctcgcaaa ttttacgatt ggtcgcttca gagagtgccc
  3897541 tgatagctaa tctgttcaat ggttatgcta aaatatcgcc tcttacagct ttcattcgga
  3897601 caatcatgat gacgggactt tccggcaagc atattgtgct cgggataagc ggaggcattg
  3897661 ccgcatataa atctcctgag ctcgtacgcc gtttgcgcga caaaggtgca gatgtgcgtg
  3897721 tagtgatgac ccacgccgct aaagcgttca tagcaccact cacgctacag gcagtctcgg
  3897781 gctatcccgt ttctgatgat ttgctcgatc ctgcggcaga agccgctatg gggcatattg
  3897841 aactgggcaa atgggctgac ttagtcatta ttgcccccgc tacggcggat ttactggcca
  3897901 gaatggcagc cggaatggcc aatgacctac tgaccaccgt ttgtctggca accgctgcgc
  3897961 ctattgccgc agtaccggcc atgaatcagc aaatgtaccg tgcgccagcc acacaggaga
  3898021 atttacaaac cttgtctaaa tggggtgtct tgctgtgggg gccagatagc ggtagccagg
  3898081 cttgtggcga tatcggccct ggtagaatgt tagacccaca agaaatcgtg gctttagcgt
  3898141 acaatcattt ctctgcaaag caagatctgc aacatttgag tgtcatgatt accgccgggc
  3898201 caacacgcga accacttgat cctgtacgct ttatcagcaa tcaaagttcg ggcaagatgg
  3898261 gcttcgcgat tgcccaagca ttggctgcaa gaggatctaa cgtcacgcta atcgctggcc
  3898321 ccgtgaattt atcgacacct gaaggtgtaa aacgtattga tgtgattaca gctcttgaga
  3898381 tgcagcaggc tgttcaaaaa atagcacagc agcagaacat ttttatttct tgtgccgcag
  3898441 tagcggatta ccgcgcggaa cacgtttctg acgagaaaat aaaaaaacaa ggtgacgaaa
  3898501 tcacacttaa gttggtgaaa aatcccgata ttgttgctgg tgtggcttca atggctaaaa
  3898561 atcgtccatt tgttgttgga tttgcggctg aaacccagaa tgtggaagaa tacgcgcgac
  3898621 aaaagttggc acgaaaaaat ttagatctga tttgcgctaa tgatgtatca ctcgcagagc
  3898681 atggttttaa cagtgatacc aatgccttgc accttttttg gtcgactgga gagaaacgtt
  3898741 taccactcag tgataaatat cttctcagtc aacgtttaat agacgagatt gtcagccgtt
  3898801 atgatgaaaa aaatcgacat taaaattctg gacccacgtg ttggcaacga atttccatta
  3898861 cccacgtatg ccaccgaagg ttctgccggg ctggatttac gtgcttgttt agatcacgca
  3898921 gtagaactac agcctggaca aacaaccttg ttaccaaccg gtttagccat tcacattggt
  3898981 gacagtgccc tcgccgcggt tattttgccg cgttcaggtc tggggcataa acacgggatc
  3899041 gtattaggta atttagtggg ccttatagac tccgactatc aggggcagtt gatggtatcc
  3899101 gtatggaacc gtggccagca gcctttcacc atcgaacccg gtgagcgtat cgctcagatg
  3899161 gtatttgttc ctgtggtaca agcagagttc aatctggttg aagactttac cgacagtgaa
  3899221 cgtggtaccg gtggttttgg ccattctgga cgccaataac caaccctaga ccccaatacc
  3899281 gtaaaaaagc tatcacataa gccgcctggg cattgttccc agagcggccg gtgtttgggt
  3899341 ttttgttatt aagtcatttt tagcaagggt ctactcggac atggcagaaa aagaaaatac
  3899401 gaaaaggaac aggcgcgagg aaatattgca ggctttagcg cagatgctgg aatccagcga
  3899461 cggcagccaa cgcattacta ccgcgaaact cgccgctaat gtgggggttt ctgaagcagc
  3899521 gctttatcgg catttcccca gtaaaacgcg gatgtttgat agcctgatcg agtttattga
  3899581 agatagtctg atgtcccgca ttaatttgat tctacaagat gaaaaagaga cgtttaatcg
  3899641 cctccgctta atcctgctgt tggtattagg gtttgcagaa cgcaaccctg ggctgacccg
  3899701 aatcatgacc gggcatgcgc tcatgtttga gcaggatcgc ttacaagggc ggattaacca
  3899761 gctatttgaa cgaattgaaa tgcagttacg ccaagtcctt cgtgagaaaa agctgcgtga
  3899821 tggacaaggc tttatccatg atgaagcgtt actggccacc cagttgttgg cattttgcga
  3899881 agggatgctt tcacgcttcg ttcgttctga attccgttac tgcccaacac aagagtttga
  3899941 ttcccgctgg ccattgattg tcgcccagtt gcaataaaac ccaggatcaa ctttctcttt
  3900001 cctcttctcc gtaagacata gagagaacag cgaatcaagc tacgcaaaaa gggcaaacgg
  3900061 ccctcttggc gtagcttgat tcgggattac cccatgttat tagcgttaca gctaaagggt
  3900121 aaccccatat tgctcgcgat actgccgcac tgccaccaaa tgctcagcca tctctggctt
  3900181 atcttccaga tagcgaatca catcattcag cgtcacgata gcaatgacct tacagtgata
  3900241 atcacgttca acttcctgaa tcgccgaaat ctcaccacgc ccacgctcct ggcgatccag
  3900301 tgaaatcatc acacctgcga gggtcgcgcc ctgcgcattg ataatctcca ttgattcacg
  3900361 aatagcggta ccggcggtta tcacatcatc cactagcatc acccgccctt gtaatgggct
  3900421 accgacaaga ttgccacctt caccgtgagt tttcgcttct ttacggttaa aacagtaagg
  3900481 cacgtcgcgc tcatgatgct ccgccaatgc cacggcggtt gttgtcgcaa tagggatacc
  3900541 tttgtaggcg ggcccaaaca ggagatcgaa ctcgacgcca caatccatta atgcagcagc
  3900601 ataaaagcgg cccagtttcg ccagatccag cccggtgtta aacaacccgg cattgaagaa
  3900661 ataagggcta atgcgcccag acttcagggt aaattcacca aatttcaaca cctgcttgtt
  3900721 aagcgcaaac tcgataaact cgcgctgata ggctttcatt ggtacgtctc ctctccagat
  3900781 tgtgactgct ttggttaata acgttatgtg ttaatttggt tcattacccg atggctaacg
  3900841 tgatttataa ctgaggtaaa tgcgcgaaca cttggcattc caagttagcg ggtaaaaaaa
  3900901 ggcgactatc cgtcgcctaa taaatttatg attccaatgc cgccttctgc gcctggaaga
  3900961 tggtttctat ccctccgcgg gccagatcca gcaacgccaa taattcttcg tgactgaacg
  3901021 gctcaccttc agcggtgcct tgcacctcaa tcatccggcc atcttccatc atcaccacat
  3901081 tcatatctgt ttctgccgca gaatcttcta cgtattccag atcgcaaaga gcctcgcctt
  3901141 taacgatccc gacagacaca gcagcaacca ggcccttcat cgggttagct ttcaatttac
  3901201 cactagcaac cagtttgttc agcgcgtcag ccaatgctac acaagcacca ctgattgagg
  3901261 cggtacgggt gccaccatcc gcttgcaata catcgcagtc taaggtgatg gtaaattcac
  3901321 ccaacttttt caaatcgacc gctgcacgta aagaacgggc gatcagacgt tggatttcaa
  3901381 gagtacgccc accttgttta ccttttgcgg cttcgcgcgc attacggcta tgggtcgaac
  3901441 gaggcaacat gccatattct gccgttatcc acccttggcc ctggcctttc agaaagcgtg
  3901501 gaacaccttc ttcaactgtg gcggtacaca atactttggt atcgccgaat tcaaccaaca
  3901561 ctgaaccttc agcgtgtttc gtgtaattac gggtcaaagt cagtgggcga acttgttgag
  3901621 ctgctcggtc tgctggacgc atgggctttc tccggcttga aatctatatt ggtcgcgcat
  3901681 tatacggcct tagtgatgta atgcctatcc tgcccgcacc tgcgaagcta taatcccccc
  3901741 atcttttctt taaaacgggt acgcaacgat gatccgcagc atgaccgcct acgctcgacg
  3901801 tgatattaag ggtgaatggg gcaacgcagc ctgggagctg cgttccgtta accaacgcta
  3901861 tttagaaacg tacattcgct taccagaaca attccggagt ctggaaccgg tgatccgcga
  3901921 acgtattcgc agccgtctga cacggggaaa gattgaatgt catttacgtt ttgagttgga
  3901981 tgccaacgca caaagctctt tgatcctcaa tgaaaaactg gcgaagcagt tagttgaagc
  3902041 cggtaattgg gtcaagatgc aaagtgatga aggcgaaatt aacccagtag atatcctgcg
  3902101 ctggccaggg gtaatgtctg ctgaggaaca agatttggat gcgattagca ccgagttaat
  3902161 gcaggcgcta gataccgccc tagacgattt tattgtttcc cgagaaactg aaggggcagc
  3902221 actgaaaacg cttatcgagc agcgtttaga gggggtcagc gctgaagtgg ttaaagtccg
  3902281 cgcacatatg ccaaatatct tgcagtggca acgtgagcgc ttactgaaca aactggaaga
  3902341 agcgcaagtt cagttggaaa atactcgttt ggagcaggag ttagtgctaa tggcacagcg
  3902401 tatcgatgtg gccgaagagc tagatcgttt ggaagcgcac gtcaaagaaa catacaacat
  3902461 tctgaagaag aaagaagccg ttggccgccg ccttgatttt atgatgcaag aattcaaccg
  3902521 cgagtcgaat acgctggcat caaaatccat caatgccgag gtcactaact ccgctatcga
  3902581 gttaaaggtg ttgattgagc agatgcgcga acagatccag aacatcgagt aatctttcat
  3902641 aagctatcac cagaacacaa aaaaccagca agctcgctaa tctgcgggct tgctggttcg
  3902701 caggaaaagc ctacgcaatg atgattgatt catatgccga attattttta tcaaaagcca
  3902761 gagacacagc caaagaactt cagttcgtgt atcacggagt tatgacgtag ctgtcgccct
  3902821 caccttaaat taaggcaatg tgatgagcgc cccatagatt tacttatgta agacaataag
  3902881 aatgtggttt ttttatttaa ataaatcaaa tgaatggcct gattttaaat tagattaact
  3902941 aacactgata gtatcactta gaaaatctca gtcgcgttga tatggctttg tgattactct
  3903001 gcggcctttc attgtctcca acatttgatt cattatgcta ctcagtgttc tttatattat
  3903061 tggtatcacc gctgaagcca tgaccggggc tctggctgcg ggtcgccgcc aaatggatat
  3903121 gtttggcgtt attattattg cctcagcgac cgcaattggc ggtggctcgg ttagagatat
  3903181 gcttttaggc cactatccac ttggttgggt taagcatcct gaatacattg tgatcgtcgc
  3903241 catcgcagcg atcgtcacca cctggatggc tccattgatg aaacagttac gccatctatt
  3903301 tttagtgctt gatgccattg ggctgattgt tttctcaatt attggcgcac aaattgctct
  3903361 cgatatgggc cacagtacta ttattgccgc tattgccgcc gtgattactg gtgtctttgg
  3903421 tggcgtacta cgcgatatgc tctgcaactg cattccctta gtgtttcaga aagaaattta
  3903481 tgcaggcatc tcatttgcgg cagcctggat ttacattgct ctgcaataca cgccgctgtc
  3903541 ccataattgg gtcattatca ttacgctcat caccggctta gcgctagatt actcgcctta
  3903601 cgattccggc ttggcctgcc tgtattcaaa tatgagcact cagaccatta agttatagcc
  3903661 ctaggaggat ttactctgtg agctcgaacc caacaacttt ctgagtagat aagaaatcag
  3903721 ccagtgcttg tacgtcgggg tgatccaaaa aatgcttaat ttgttttgct ctcatttgcc
  3903781 caatcccggc catggtggcc cattcagata gactccggcg caatacaacc tgccactgcg
  3903841 cgtcaacgga aacaacctgc gggaacccca atgccagcaa ccaacgagaa aagggttgct
  3903901 gctttgcccg ttgaaactgt tgataaattt tttcagcccg cgcatttcca attccaggga
  3903961 tacttgcaat ttgctctggt gttagtaata accatccgac caaatcatta attaactcat
  3904021 ggtgaataag ctcttgccaa aagccgccac cgatgccgcc aatatctagc ccccctgggc
  3904081 cactaagcca tatcaagcgg gataaaaact gaggttcaca gccatgtggt aagcgttgaa
  3904141 agcaactgag ctgatggaat ttatcccaat tgggtgccgt aatagtattc cgttggtgta
  3904201 ctcgccagac aacgttatct agccgaggga taccatgccc ggcaagtgcc aatgtaatgt
  3904261 gatcaccagg agcgatgtcc cattgtttcc aacgggtgac cgaaccaata ttcactcgac
  3904321 gaatccattt atcatcaatt tttatcggta aaacctctaa taccaccgtg cctttacccg
  3904381 ttcgtccaag ggtaaaatga atatctttta cttcggcaat gtgttgcaaa ggcggatact
  3904441 tccacgccat agaccactgc cccggtgttg cctgccaata acgaccagct ggctcctcct
  3904501 cttgcctgac cacaacacca tcggtgacaa acggcagtgg tgcttgaaac cagaactgac
  3904561 gccattgcac aacatcaaga tgcgacatga cgggctcgct gtatttagct gtaaaaggaa
  3904621 aacccattac ctgtaatagt gccaccttct ctttcatggt tgttgggcca tcaggccatg
  3904681 cccaaataaa gaccccaact tgagctaata gcggagacgg agatttgcgc atcagtgcac
  3904741 ctgccaccgt tgatctggca ttcaccccac ccgattttgc ttgctggtgg ccatccatca
  3904801 gtagaaacaa ctccccttgc aacgttaata gtgcaggcgc atttgcaata tattgaggaa
  3904861 tagcagaaat aaatggcgct ttttctgtcc agttttgacc ttttactcca tttcctcgac
  3904921 taagaagttg caccaatttc cccccgtgat aaaccagtgt cactgccaca ccgtcgacct
  3904981 tgggttgtac ccagagattt ttccgccccg ccatccacct tgtgagggcg gtttcatctt
  3905041 tgagtttttt taacccggaa tgggcaactg ggtgaagaaa ttgccctttg ccggggatcg
  3905101 gctggctttc cgtcttatca ggtaaccccc tacaggattg ccacacacgt aatttgtcct
  3905161 gtaattgatc ataaatgtca tccgtgaccg ggctatggcc ttgctgatgg taagcggccg
  3905221 accacttatt caactgttgc tccaacgcgt taatctcaac cgctattctg gttgcaggcc
  3905281 aatcagggca tgttgatgta gcccaagcac cgcccaccac tatggtgtta gatattaata
  3905341 ggaacattat tatctttaga ttcagtatgt tcataagcct ccttccgttg tgatcggaag
  3905401 taaaacgcga aataagctac ccgtcgaagc ctaaaagagt aaaatgcgta cagtgctgaa
  3905461 aaatactttc gtgattgctg caacaaaccg aaatgacaca atattcctcg caaaataaga
  3905521 aaatcaggct gtttataagc aaaacattca ggtgaaatgt gttgtaacgc tgcatgacgc
  3905581 gtgacacccg tgtatactgt gcggagattc acacttctgc tttctatata cacccaaagt
  3905641 aattggagtt gcgggtaggc aacgagcgag ttccggtgag ttggctagag ccagtcattc
  3905701 gagaaagagc tgctaacact gctgcaacct caaggtaaga agggtatatc aacctaatca
  3905761 actgaaacgt catcatggtt caaggtacgc tatacatagt ttccgcgccc agcggggcag
  3905821 ggaaatcaag cctgattcag gctttgttaa aaacacaacc gctgtacgac acgcaggttt
  3905881 caatttccca taccacgcgt gctaaacgtc caggggagaa tcacggcgag cattacttct
  3905941 ttgtttctga aaaagagttt tgccagatga ttgatgatga tgcttttctt gagcatgcca
  3906001 aagtatttga aaattactac ggtacctcac gtctggctat tgagcaggtt cttgcaaccg
  3906061 gggttgatgt ctttttagat attgactggc aaggagcgca acagattcgc gcaaaaatgc
  3906121 caaccgctcg cagtattttc atcttgccgc catccaaaac agaattggat cgccgtttac
  3906181 gcggtcgtgg gcaggatagc gaagaagtta tcgctaagcg tatggagcaa gctgtcgcag
  3906241 agatggccca ttacgcagag tatgattatt taatcgtaaa tgatgatttc aatctggctt
  3906301 tgtctgatct gaaaaccatt attcgcgcag aacgactgcg tttaggccgc cagaaacagc
  3906361 ggcatgacgc tttaatcagc aaattattgg cggactgaac agagtttcag tatcatgccc
  3906421 agtcatttcg tcacctgtgg agtagcagaa ttatggcacg cgtaactgtt caagacgctg
  3906481 tagagaaaat tggtaaccgt tttgacctgg tgttggtcgc tgctcgtcgg gcacgtcaaa
  3906541 tccagtccgg cggtaaagac gcactggttc cagaagagaa cgataaagtt actgtaatcg
  3906601 cgttacgtga gatcgaagaa ggcctgatca ccaatcagat tctcgatgtt cgtgagcgcc
  3906661 aagagcagca agagcagcaa gccgcagaga tccaagcggt taccgccatt gctgaaggtc
  3906721 gtcgttaatt agactgcgag tctgcctttg tacctgtttg aaagcctgaa tctgctgatt
  3906781 caacgttacc tgccagagga gcagattaag cgcctcaaac aggcatatct tgtcgcacgt
  3906841 gatgctcacg aggggcagac acgctccagc ggtgagcctt atatcactca cccggttgct
  3906901 gtggcctgta ttctcgcgga gatgcggctc gactacgaaa ccttaatggc ggcgctatta
  3906961 catgacgtca ttgaagatac acctgctaca tatcaagata tggaacagct gtttgggaaa
  3907021 agcgtagccg agttagtcga gggtgtatct aaactcgata aactgaactt ccgtgacaag
  3907081 aaagaagccc aggcggaaaa cttccgcaaa atgatcatgg caatggtgca agacatccgc
  3907141 gtcattttga tcaaactggc tgaccgtaca cacaatatgc gcacactggg ctctttgcgc
  3907201 ccggataaac gtcggcgcat tgctcgcgaa acccttgaga tatacagccc actagcccac
  3907261 cggctgggta ttcatcattt aaaaaccgag ctggaagagc tgggttttga agcactctat
  3907321 cccaatcgtt accgcgtcat taaagaagtg gtaaaagccg cgcgcggtaa ccgcaaagag
  3907381 atgattcaga agatcctcgc ggagattgaa gggcgcttga ccgaggctgg cattccttgc
  3907441 cgggtcagtg gccgtgagaa gcatctgtat tccatctact gcaagatgca cctgaaagaa
  3907501 cagcgcttcc attccatcat ggatatctat gcttttcggg ttatcgtcaa agaagtcgat
  3907561 acttgctacc gcgtgttggg gcaggctcat agcctgtata aaccccgccc tgggcgcgta
  3907621 aaagactata tcgctatccc taaagctaac ggctaccaat cattacatac gtcattaatc
  3907681 ggtccccatg gcgtaccggt agaagtacaa atccgtactg aagatatgga ccagatggcc
  3907741 gaaatggggg ttgctgcaca ctgggcttat aaagaacaag gtgagtccgg taccacggct
  3907801 caaatccgtg ctcagcggtg gatgcaaagc ttgctggagt tacaacaaag cgcgggtagc
  3907861 tcatttgaat ttattgaaag cgtgaaatct gatttattcc ctgatgagat ctacgttttc
  3907921 accccggaag ggcgcattgt ggaattaccg gctggtgcca caccggtcga ttttgcctat
  3907981 gttgtgcata ccgatatcgg ccatgcctgc gtaggtgccc gcgttgatcg tcagccgtac
  3908041 ccgctctctc agccactgag tagtggccag acggttgaga ttattaccgc tccaggagcc
  3908101 agaccaaatg ctgcctggct gaattttgtc gtcagttcaa aagcgcgagc caaaatacgt
  3908161 caattactga aaaatcttaa acgtgatgaa tcggtcagcc ttggtcgccg gttactgaat
  3908221 catgcattag gaaatgggcg taaactctct gatatttctg aagaaaatat caaacacgag
  3908281 ttggatagaa tgaaactggc tacggtagat gacttgctgg cagaaattgg tttaggtaat
  3908341 gccatgagcg tagtggtggc taaaaaccta ttgggcgatc catcaacact gggcacctct
  3908401 gcttctggta cccgcaagtt accgatcaaa ggtgccgatg gcgtacttat cacgtttgcc
  3908461 aagtgctgcc gtccaatccc tggtgaccct attatcgccc atatcagccc aggtaaaggg
  3908521 ttggttattc atcacgaatc ttgtcggaat atccgtggtt accagaaaga gcctgagaaa
  3908581 tttatggctg tagaatggga ccaagagact gaacaagagt ttattgccga aattaaagtc
  3908641 gatatgttta accaacaagg tgcgcttgcc aatctgaccg ccgcgattaa cgccgccgaa
  3908701 tccaatattc agagtttgaa tacagaagaa aaagatggcc gggtatacag cgcctttatt
  3908761 cgcctgacca ctcggaaccg ggtccatctg gctaacatta tgcgtaaaat ccgtatcatg
  3908821 ccagatgtgg ttaaagttag ccgtaatcgc aattaacgcc tatgaatcct caacgctatg
  3908881 cgcggatttg tgacatgctt gccaccaggc aacccgattt aacggtctgt ctggagcaag
  3908941 tccacaaacc tcataatgtc tccgccatta ttcgaactgc cgatgccgtg ggcatccatc
  3909001 aagttcatgc catctggcca acaacgcaaa tgtatactcg gctgtccgcc gccgcaggca
  3909061 gtaatagctg ggtgcaagtc aaaacgcatc cccatattgc tgatgccatt gcttatctaa
  3909121 aatcacaaga tatgcaaatt ctggcgacac atctgtctga taaggctgtt gattttcgtg
  3909181 aaatcgatta tacccgccct acctgtattt taatgggtca ggaaaaaacc ggtatttcac
  3909241 cagaagcgct ggcactggcc gatcaagaca tcatcattcc aatgatcggc atggtacagt
  3909301 cgctgaatgt ttccgtcgct tccgcgctaa ttttatatga agcacagcgg caacggcaga
  3909361 atgccgggat gtataaacgg acacacagcg ttctggcaga gagtgagcag caacggctat
  3909421 tgtttgaagg gggttacccg gtattggcac acgttgccaa acgtaaaggg ctcccccaac
  3909481 ctcatattga tgaacaaggc caaatcattg ccgatgcgca atggtggtcg gccatgcaag
  3909541 ccacggagtc ttaaatgaaa ggccgcctac tggacgccgt acccctcagt acactttccg
  3909601 gagttggcgc aagtcaggct ggaaaactcg ccaagatagg tttggaaacc attcaggacc
  3909661 tgctgctgca ccttccgcta cgttatgagg atcgtactcg tctatatcgt attggtgatc
  3909721 tgctgcccgg tctttcggtc acggttgaag gtgaagttct acgctctgat attagctttg
  3909781 gtcgccgccg tatgatgacc tgtcaaatca gcgatggtag cggcgttctc accctgcgct
  3909841 tttttaactt caatgcagca atgaaaaaca gtctgtcagt aggcaaacat gtcattgctt
  3909901 atggcgaagc caaacgaggc aataacgggc cagaaatcat tcaccctgaa tatcgggttc
  3909961 atggcgagaa tattggcgtt gaattacagg aatcgctgac accagtctat cccacgaccg
  3910021 agggcattcg tcaggcaact ctgcgcaaac ttatcgatca ggcactggca atgctggaca
  3910081 cctgtgttat tgctgagtta ctgccaattg aattgagccg ttctctcatc agcctgcctg
  3910141 aagcgattca tactctgcat cgccctccgg cagatattca attagctgat ttagaacaag
  3910201 ggaagcaccc cgctcaacgg cgtctgatca tggaagagtt gctggctcat aacctcagta
  3910261 tgttggcagt cagggcgggt gcacaaagct accgagcatt gccattaatg gccgaagagc
  3910321 agcttaaaca acgttttctg gccgccctac cttttacgcc tactcaagcc cagcaacggg
  3910381 tcgtcgccga aattgaacgg gatatgaccc aaagtttccc gatgatgcga ctgattcagg
  3910441 gggatgtagg ttccggtaaa acactggtag ccgcactggc cgcgctacgg gccatcgctc
  3910501 acggtaagca ggttgccctg atggcaccga ccgaactgct ggcagaacag cacgccacta
  3910561 ctttccgtca atggctggag cctcttgggt ttagtgtcgg ctggttggct ggcaagcaaa
  3910621 aggggaaagc gcggttagca caacaagagg ccgttgccag cggtcaggtc tccatggtga
  3910681 tcggtactca tgccatgttt caagaacagg tgcaattctc ggggttagca ctggtaatta
  3910741 ttgatgagca gcatcgtttc ggtgttcacc agcgcctcac gttatgggaa aaaggtgagg
  3910801 agcaaggctt ccatccacat caattaatca tgacggcaac cccgatccca agaacattag
  3910861 ccatgactgc ctatgcagat ctcgatacct ccgtgattga tgaattaccg ccaggcagaa
  3910921 cccccgtgac aacggtggca atcccggata ctcgccgtag tgatgttatt cagcgggtta
  3910981 aaaacgcgtg cctggaagag ggtaggcaag catattgggt atgtaccttg attgaagaat
  3911041 cagagttgct ggaggctcag gctgcagagg taacgtgcga agagctgaaa attgccttac
  3911101 cggaaattaa agttggcttg gttcatgggc ggatgaaagg ccccgaaaaa caggcgatta
  3911161 tgctggcctt taaacaaggt gagctacagt tattggtcgc aaccacggtg attgaagtgg
  3911221 gagttgatgt gcccaatgcc agcttgatga ttatcgataa tcctgaacgg ttggggctgg
  3911281 cgcagttaca tcagttacgt gggcgtgtcg ggcgcggtgc tgtcgcttcc cactgcgtat
  3911341 tactctataa aacgccatta agtaaaaccg ctcaaatgcg gttgcaggta ttacgtgata
  3911401 gcaatgatgg ttttgtgatt gcacagcgag atctagaaat ccgtggcccc ggtgagctat
  3911461 tgggcacacg gcaaacaggt agcgcagagt ttaaggttgc cgacctactt cgtgatcaag
  3911521 cgatgatccc agaagttcag cgggtcgccc gtcatctgca tcaacagtac cctgaacatg
  3911581 ccaaggcatt gatagaacgc tggttgccgg agcgggtacg gtataccaat gcgtaaaggg
  3911641 tgcaaatggc agggccgata aaaaacccgc tctgtcagcc ctaatatcct caaaattcgt
  3911701 gctcatcaac ctcagcctca ttcatgaggc tcagactgct gacaaacccc gatgactcac
  3911761 tcttgaacgg tgaggatagg cagaagagta aagcgtccgc gccaaggatg gcgcggctcg
  3911821 agcctacatg gatgtattta cggcgtcttt acgatctgcc tgttctctcc gttgcaggca
  3911881 ctttgtcaat aacctcagcc tcattcatga ggcttcttaa ttcccagcca ctcacataag
  3911941 aaagtaactg gtgtgagcga ggataactaa cgtatatgct acccgcagca tgacggagct
  3912001 atcaccccgt tacggctgga aatattggca acaacagata aagcttgatc acaatcgcat
  3912061 tgacgatatc aataaagaac gcgccaacca tcggaaccac caagaacgcc aaatgagatg
  3912121 ggccaaaccg gtcggtgatg gcttgcatat tggcaatcgc ggttggcgta gcccccaaac
  3912181 cgaagccaca gtgtcctgcc gctaataccg ctgcatcata gtttttgccc atgatacggt
  3912241 aggtgacaaa tatcgcgtac agtgccatgg ccaacgcctg taccgacaaa atcaccaaca
  3912301 tcggtaatgc taatgaagcc agctcccaca gcttcaggct catcagcgcc atggccagga
  3912361 acaatgataa actgacattc cccaacacgg ataccgcacg gtcaaagact ctatagaagc
  3912421 cgctggctga cagcgtattg ctaaggatta ctccgacaaa tagtacgcaa acaaagatcg
  3912481 gtaactcgaa catcgtccct tgcaaccaac ctgcaatcag attaccggcc atcaggcaaa
  3912541 tagagatcat ggcgatggtt tctatcaaca ccagtgatgt gatcatacgg ccagcagagg
  3912601 gcttctcaaa agcagagggg acggcgctat catctggggt accctctggc gtggaagagt
  3912661 gcttcaccag ataacgagcg accgggccac caatcaaccc acccaatacc aaaccaaagg
  3912721 ttgcacaagc catggcaact tctgttgcgt tttcaaatcc gtaacgctca gagaataatt
  3912781 tactccacgc agcaccagtg ccgtgcccac ccgataatgt gatggaccca gccaagagac
  3912841 ccattaaggg atccagcccc atcaatttag ccagcacaat cccaatcgtg ttttgcacca
  3912901 gcagtaagcc aacaacgata aagacaaata tgctcagagc cttacctcca gcccgtaaac
  3912961 tggccaagtt ggcgttcaaa cctatcgtgg caaagaaggc tagcatcaga gggtctttca
  3913021 gagacatatc aaaactgact tcccagccca gcgtcttctg taccagaagc atcataaaag
  3913081 ccaccagcaa accaccggct acgggttcag ggatagtgta tttctttagg aaagggacgg
  3913141 tttgtacaag ttttcggcct aacagtaaaa ccagacaggc cgcaactagc gtgccatagg
  3913201 tatcgagatg aaacatcttg gtactccatg caataaaata tctaataaaa atatgacgtt
  3913261 agacagttcc ttaaaaaacg ccaaagtaat agaagagagg attagaaaaa aaaatggtga
  3913321 agaatacaag tttagttata aaaaatgtga gttagcaaaa aaatagaaat aatataaaaa
  3913381 cccagcgcaa acgattgctt ttgtgagccg gatcattaaa atgccccctt tgccgatctg
  3913441 gaaataccac gccatgtcta cgcaatctgc cgaacttgat actgcaccgc catcaccggc
  3913501 tcaccccagc gaattgatct accacctaga agaccgaccg ccactcccac aaacactgtt
  3913561 tgccgcttgc cagcatctct tggcgatgtt tgttgcggta atcacccccg gtttattgat
  3913621 ttgtcaggct ttggggttac ccgcagaaga tactcaacgc attattagta tgtcgttatt
  3913681 tgcttcgggc ctagcgtctt tactgcagat taaaacttgg ggccccgtgg gttcaggcct
  3913741 gttatccatt caaggcacca gttttaactt tgtttctccg ttgattatgg gggggctggc
  3913801 gctaaaaaac ggtggggcag atatcccaac gatgatggcg gcgctgttcg gtacgttaat
  3913861 ggttgcgtcc tgcaccgaga tcttactctc acatgtgctg catctggcac gccgtattat
  3913921 caccccgctg gtatccggta ttgtggtgat gattatcggc ctgtcattga ttcaagttgg
  3913981 gctgacatct attggtggtg gttatggtgc gatgagcgat aacacctttg gtgcaccgaa
  3914041 aaacttatta ttagccggtg ccgtattggg ggtgatcatt ctgcttaacc gccagcgtaa
  3914101 cccgtattta cgtgttgcct ctttggtgat cgctatggcc gtgggttatc tgctcgcctg
  3914161 ggcattgggg atgttgcctg agagccgccc agttgtagat accgcgctga ttactattcc
  3914221 aacgccgttg tactatgggc tgtccttcga ctggaactta ctgattcctc tgatgctgat
  3914281 ctttatggtg acctcactgg aaaccatagg cgatattacc gcaacatctg atgtatcaga
  3914341 gcaaccggtt cgcggcccgt tatatatgaa acgcctaaaa ggcggtgtac tggccaatgg
  3914401 tttgaactcg atgctgtccg ctatattcaa taccttcccc aactcctgct tcggtcagaa
  3914461 taatggcgtg atccaattga ctggcgttgc cagccgttat gtcggttttg ttgtggcaat
  3914521 aatgctcatc attttgggcc tgttccctgc tgtcgctggg tttgtgcagc atattcctga
  3914581 gccggtactg ggtggagcaa ctctcgtgat gttcgggact atcgcagcgt ctggtgtgcg
  3914641 tattgtgtca cgcgagaccc tgaatcgccg ggcgattatg ataatggcct tatcattagc
  3914701 ggttggtatg ggtgtcgcac agcagccatt gattttgcaa tttgcgcctg actggatcaa
  3914761 aacgctgttc tcttctggga ttgccgctgg cggtattact gccatcgtac ttaacttact
  3914821 cttcccacaa gaaaaatagt ctttacacta acacatcact gaaatggtcg gtcattaatg
  3914881 atgccggcca ttttttttat ggtccgatag ctgattatct attgagctaa tggaaaaatt
  3914941 gcggcataaa cagtgttcct catactgaca gacgtggatt ggccagatga aatttctcgg
  3915001 gaaaacgctg ctaacgttat tgctgctgtt tgcgctgtct atcgtgctgt gctacgcagt
  3915061 gcttcagacc agttgggccg cgggctggct tagtcgttgg gtcagcaata acagtggtta
  3915121 tcacctctct ctaaggggga tcgatcatcg atggtcccaa ccggggcaaa tcagttttag
  3915181 tgatgtcaca ctagcacgtg ccgatcagcc cccgttccta accgctcagc aggtcatttt
  3915241 tggcctgagt tggcgtcaac tgactgatcc taagcatttt ctcagtctgc aattacaaaa
  3915301 tggtagctta accctcaata acagcacacc gtcactcccg ttgcaggctg ataccttaca
  3915361 gttaaccgac atgacgctga ataccacggt tgaatcaaaa aacgcgacca gccagtggaa
  3915421 aattgcaggt cagcatgtca acggggggct agtgccttgg caaccaatac caggcaacag
  3915481 ctttggggaa aatacccaat tccatttcag tgctggcttc ctgacgatta atgacatatc
  3915541 agcccaacag atttatctgc aaggctcaat acagaaagat atcctgaccc tgaccaattt
  3915601 cggggccaat atcgcccaag gggaattgac cggcaatgcc cgtcagtctg ctgatggcag
  3915661 ttggctggtt gatcgcctac gtctgagtaa tatccgcttg caaacaacgg ccagcttaga
  3915721 agatgtctgg aataatgttt tacagttacc ccctatcacc ctcaaacggt ttgatttgat
  3915781 tgatgcgcga gttgaaggaa aaggctgggc tgtgaatgat gttgatctga cgctaaaaaa
  3915841 catcaccttt aaacaagggg attggcaaag tgatgatggc gaactggtgt tcaatgccag
  3915901 tgatattatt aaaggtaata ttcatctgat tgacccaatc gcgacgttta ccttgtcacc
  3915961 tgagggcgtg gcgattaacc aattcactac ccgttggcaa gatggtctgt tgagaacgct
  3916021 ggggagttgg tcccgtgcta cgcatcggtt acaactgggt gagttgactg ttgtggcact
  3916081 ggtttacact ctgccgaacg attggaaaca gctgtggcaa caaacattgc cagactggct
  3916141 gtctgaggtg tatgtcggta aattgagtgc taaccgtaac ttactcattg atatcagccc
  3916201 ggattttccc ttccaaatca cctcattaga tgcagcaggc agcaacctat tactggccaa
  3916261 aaatcaccaa tggggcgtat ggtccgggtc actggtgttg aatgccggta atgcaacatt
  3916321 taataaaaac gatatccgac gcccttcact ggcgctgaat gccaatgaac agcagatcac
  3916381 gttcagtgat ttaagtgcgt ttactaaaga ggggttgcta gaagccactg ccagtattga
  3916441 tcaaacccca gacagagcct tatcactcgc tctgacaggc cgttctgttg accttaattt
  3916501 tttacacaac tggggatggc cagcattacc gttgcaaggt ctgggtaact tgaaattgca
  3916561 gataaagggc aatctgacag ccgacgcacc attgaaaccc acccttaacg gctctctaca
  3916621 ggcaatagac agcaacgggc aacaaatcaa tcaaacggta ttacatgggg tcgtgcaggg
  3916681 cacagcagag caataagggc ggttaattag gtaaattctg ctatccaacg tcctgccttg
  3916741 caatagcggg ctggctaata atactcgggt tcgtcatcgc ccggcagcaa atcactggct
  3916801 catgtcagtg attttaaggg taccagagga ttaattagcc atgtcatcgc ctgcagcgac
  3916861 aggcagcacc atataagttc cttcaaaaac agccccctga ttttcatcgc cgaacaaatt
  3916921 aacgtttagc tgcactctgg cccggcgacc acgcgccagc cgatccagat ccccactcag
  3916981 agaactcaac tcagcaaccg ctcttggccg ccccgtcacg ggagcactgt agcgaatatg
  3917041 tgcatcggcg agaataatcg tgccacctaa atggcgttct cgcagcaata gccaaatcaa
  3917101 cccccatccg gtcaacgttg ccaatgagaa aaggctaccg gcgaataacg tatggtgagg
  3917161 gttttgattc cccgcttcgg gcatggtggt aacaaaacgc tggccggtat actggctgat
  3917221 acgtaccccc attttttcgc tcagagggat atggtcgtac caagcttgct gcaactgacc
  3917281 acaccaatcg ggccgatgca aaatatcatc catcgtcgcc acgggtttga tcattaagaa
  3917341 atggcgtaca ggtgtcgttt gcggtgccgt tatctctccc tgacaaacaa aacccagttt
  3917401 ggcaaaaaaa tctacggcat cctcacgcgc gctacacacc actcgtttga ccccctcctg
  3917461 acgcgccact gactctaatg tcattgcgac tagcgtccct aaccctttgt tgcgtactga
  3917521 cggagccacc gccaagaaac ggattgccgc ttcattatcg gcattgatat ataagcgccc
  3917581 aatggcgacc gctttaccct gctcatccac aaccatttga tgatgggcca ttgcatcata
  3917641 ggcatctttt tctgagccaa ttggttgatg cagtggcttg cgtaacattt cccaacggaa
  3917701 ttgataataa tctttgagtt cttgttctgt tatgggcaca cgcaagtgat acataggagc
  3917761 gttctctctt taaaattatc aataaaaacc atgtgatacc caaagttatt agcattgtag
  3917821 ccaacgggga aacaagcgaa ttccgacgaa ctggctcacc tctgtcattc agacgtgtca
  3917881 ctcacaacat gcgatatcga gcaggaggag accccccctg tattgagcgg tgttcattgt
  3917941 aacgaacggt gcaatagtga tccacaccca acgcctgaaa tcagatccag ggggtaatct
  3918001 gctctcctga ttcaggagag tttatggtca cttttgagac agttatggaa attaaaatcc
  3918061 tgcacaagca gggaatgagt agccgggcga ttgccagaga actggggatc tcccgcaata
  3918121 ccgttaaacg ttatttgcag gcaaaatctg agccgccaaa atatacgccg cgacctgctg
  3918181 ttgcttcact cctggatgaa taccgggatt atattcgtca acgcatcgcc gatgctcatc
  3918241 cttacaaaat cccggcaacg gtaatcgctc gcgagatcag agaccaggga tatcgtggcg
  3918301 gaatgaccat tctcagggca ttcattcgtt ctctctcggt tcctcaggag caggagcctg
  3918361 ccgttcggtt cgaaactgaa cccggacgac agatgcaggt tgactggggc actatgcgta
  3918421 atggtcgctc accgcttcac gtgttcgttg ctgttctcgg atacagccga atgctgtaca
  3918481 tcgaattcac tgacaatatg cgttatgaca cgctggagac ctgccatcgt aatgcgttcc
  3918541 gcttctttgg tggtgtgccg cgcgaagtgt tgtatgacaa tatgaaaact gtggttctgc
  3918601 aacgtgacgc atatcagacc ggtcagcacc ggttccatcc ttcgctgtgg cagttcggca
  3918661 aggagatggg cttctctccc cgactgtgtc gccccttcag ggcacagact aaaggtaagg
  3918721 tggaacggat ggtgcagtac acccgtaaca gtttttacat cccactaatg actcgcctgc
  3918781 gcccgatggg gatcactgtc gatgttgaaa cagccaaccg ccacggtctg cgctggctgc
  3918841 acgatgtcgc taaccaacga aagcatgaaa caatccaggc ccgtccctgc gatcgctggc
  3918901 tcgaagagca gcagtccatg ctggcactgc ctccggagaa aaaagagtat gacgtgcatc
  3918961 ttgatgaaaa tctggtgaac ttcgacaaac accccctgca tcatccactc tccatctacg
  3919021 actcattctg cagaggagtg gcgtgatgat ggaactgcaa catcaacgac tgatggcgct
  3919081 cgccgggcag ttgcaactgg aaagccttat aagcgcagcg cctgcgctgt cacaacaggc
  3919141 agtagaccag gaatggagtt atatggactt cctggagcat ctgcttcatg aagaaaaact
  3919201 ggcacgtcat caacgtaaac aggcgatgta tacccgaatg gcagccttcc cggcggtgaa
  3919261 aacgttcgaa gagtatgact tcacattcgc caccggagca ccgcagaagc aactccagtc
  3919321 gttacgctca ctcagcttca tagaacgtaa tgaaaatatc gtattactgg ggccatcagg
  3919381 tgtggggaaa acccatctgg caatagcgat gggctatgaa gcagtccgtg caggtatcaa
  3919441 agttcgcttc acaacagcag cagatctgtt acttcagtta tctacggcac aacgtcaggg
  3919501 ccgttataaa acgacgcttc agcgtggagt aatggccccc cgcctgctca tcattgatga
  3919561 aataggctat ctgccgttca gtcaggaaga agcaaagctg ttcttccagg tcatcgctaa
  3919621 acgttacgaa aagagcgcaa tgatcctgac atccaatctg ccgttcgggc agtgggatca
  3919681 aacgttcgcc ggtgatgcag cactgacctc agcgatgctg gaccgtatct tacaccactc
  3919741 acatgtcgtt caaatcaaag gagaaagcta tcgactcaga cagaaacgaa aggccggggt
  3919801 tatagcagaa gctaatcctg agtaaaacgg tggatcaata ttgggccgtt ggtggagata
  3919861 taagtggatc acttttcatc cgtcgttgac attcatctct agacttgcaa ccagaaagtt
  3919921 accggaccat cgtttaccaa gctaactttc atatctgctg caaaaagccc tgtttccgtt
  3919981 tttacaccac gctcacggca ctgagcaaca aaatactgat aaagccggtc agcttcttgc
  3920041 gggatcgcac cacgagaaaa actgggtctc atgccctttt gagtatcagc aaccaaggta
  3920101 aattgcgaaa ccaccagcac actgccccca gcttgctgga cgttgagatt cattttgtca
  3920161 ttctcatcgc taaaaatccg ataccccagt acccgctcac ataaacgctg tgctttttgc
  3920221 tcagtatctc cttgctcaac gccgagtaat accagtaggc cagggccaat ttcacccacg
  3920281 atattccctt cgaccacgac actggcgcta agcgcccgtt gaatcaacgc aatcataatg
  3920341 ccttacatct ccggactctg ggtggtgacg ctcttcgcgt gatggcgctc ggcgcggtat
  3920401 tcacccaatg tcacggtgat ttccgcacct aataacacaa tgcaccaact ccagtacacc
  3920461 cagaggaata aaatgggaat gaccgctaat accccataaa tcaactgata agagggaaac
  3920521 agcgtgatat acatcgcgaa ccctttctta cccaactcaa agagtaatgc agctaccagt
  3920581 gcgccgataa gcgcatctcg agcaggcacc cgtaccgtgg gcaccacgct atacaatagc
  3920641 caaaaagaaa cccaggagat caataacgga aatacccgta atatctcatc gatcatgcta
  3920701 tctaccctgg cgtgtgccag ccagtgtagt gacagtaaat acgaactgat aaccatgctg
  3920761 gcccccacca ggatcggccc cagcgtcaat accatccaat aaactgcaaa tgaaaagacc
  3920821 agtgagcgct gaattttact gcgccaaata atattgagca cactatcgac ggagtaaatc
  3920881 agtaataacg cggtgacgat cagaccacag gtgcctacca cggtcatacg attggagttg
  3920941 gcgacaaact gctcaagata attttggatg atgtcacccg tggcaggcat aaagttagca
  3921001 aatataaagg cttttaactt tatgctgatc tcagcaaaca tcgggaaagc agcgaataac
  3921061 gcaaaaatca ccgtaatcaa ggggaccaaa gagagcaacg aaacataggc caaatgcccg
  3921121 gccagcatcg tcagaccatc tttatcaatt cgggtgtaca gcatccgccc aaaagtgaca
  3921181 cagggtttta agggggaaag taagcgaaaa cgccggaaac ttgccatatt cgtctctctg
  3921241 tcaacacgat aaagctcggg gtgggccagc gtgataaggg ttagcacgac taaggctaac
  3921301 ccattaatga ttagagcacg aaattataag gaaaaataag taggaataat ttgtctatcg
  3921361 gtgacgtgaa tagcatttat accaacagcc ttggcggcga gtacattcgc ttcgacatcg
  3921421 tcaaagaaca cggcctgctc tgccggtaca ttttcagcat tcagtacatg ctgataaatt
  3921481 ctggcctccg gtttacgcat tcccaaatcc tgtgacaaat acatgtgatc agcagcagca
  3921541 gcgacttcag gatagtgctc tggccagtaa taacaatgta agcggttggt attcgataac
  3921601 acaacaacac gattcccttc acgacgcaat ttattcatta tatcaataac ttctggccgc
  3921661 aaagcgacga atatcgcctg ccaaccctca gcgaactgct cgaaactcaa ggatatcccc
  3921721 atttcatcac tgagctggtg ggcaaaatcc tcgtcgctga tttcaccacg ctcatgttgc
  3921781 tgaaatacct ctcccatcgt aaaacgctcg ttcaatgtag ccaacggaac actgcttaat
  3921841 ttgctccaaa cacctaaaac acgtttgaag tcgatatcaa caatcacatt ccctagatca
  3921901 aagatataca gcataacgct ctcccaatta gatggtgagt ttcactgtag cgggaaaaga
  3921961 taagactgaa tagggagagg gagaaaaagg agggttcagg caggaaaaat aatatttttt
  3922021 acagtaatgg caaaaaaaca ggaagtcttt tcaaaggcat ttgtcgccgt cacctaaaat
  3922081 tgcagctgca gcaagtgaac aaaacgccga tgagtttata tacgtcagtg ggtcagtgaa
  3922141 attaataccg ttacaacttc aaggacgcag aggataggag gagtaagaac tcagggcgcc
  3922201 ttgagcgccc taagtatcaa caatgcaaag aagaattaac cttctcttgg accacgtcca
  3922261 gcacgcttac gatcgttttc cgtcaggtga cgcttacgga tacggattga ttgcggggta
  3922321 acttctacca attcatcgtc atcgatgaat tccagtgcct gttccaacgt tttcttgagg
  3922381 aaaggaacca aagtggttgc ttcgtcagta ccggatgcac gcatgttagt cagctgctta
  3922441 cctgtcaggc agtttaccgt caggtcatta gaacgtgagt gaataccgat gatctggcct
  3922501 tcatacactt ctgtaccgtg accgatgaac agcttgccgc ggtcttgcag tttgtacaag
  3922561 gcgaacgcaa ccgctttacc ctgaccatta gagatcagca caccgttttg gcgttggccg
  3922621 atatcacctg gacgcacatc atcataatga ctgaatgtgg agtacagcag gccggtacca
  3922681 gaagtcatgg tcatgaattc agtacggaag ccaatcaggc cacggcttgg gatcatataa
  3922741 tccagacgaa tacgaccttt gccgtctggg atcatgtcct tcacgtcacc tttacgctca
  3922801 cccatggctt gcattactgc gccctggtgc tgctcttcga tatccagcgt tacgctttca
  3922861 aaaggttctt gattgcgacc gtcgataata cggttgataa ctttaggacg agaaacagcc
  3922921 agctcgaaac cttcacgacg catgttttcg atcagaactg acaggtgaag ttcaccacgg
  3922981 cctgatacac ggaatgcatc agcatcttcc gtttcttcaa cacgtagagc tacgttatgg
  3923041 atcaactctt tgttcagacg gtcaagaatc tgacgtgaag tcacatactt accttcttta
  3923101 ccacagaacg gagaggtgtt aacgcagaaa tacatggtta ccgttggttc atcaacagac
  3923161 agtggtggca atgcttcaac cgcattcaca tcacagatag tgtcagagat gttcaactcg
  3923221 cccaggccgg tgatagcaac gatgtcgcca gcttctgcct gagtagtttc gattcgttcc
  3923281 agacccatat ggcccagtac tttgcccact ttaccgttgc gggtcttacc ttcgctatcg
  3923341 ataacagtaa cttgctgatt aggcttaaca ataccacgtt tgatccggcc gataccgatg
  3923401 acacccacgt agttgttgta atccagttgg gagatttgca tctgcaacgg accagaactg
  3923461 tctacatcag gagcaggaac atggtcaata atcgcctgat acagcggggt catatcctct
  3923521 gccatatcat tgtggtcttc acccgcgata cccatcaatg cagatgcata gatgataggg
  3923581 aagtccagtt gttcgtcggt cgcatccagg ttaacgaaca ggtcaaacac ctgatccaca
  3923641 acccagtcag ggcgcgcgcc aggacggtca actttgttga taaccacgat aggtttcaga
  3923701 ccatgagcaa aggctttttt ggtcacgaaa cgggtctgcg gcattgggcc atccattgcg
  3923761 tcgacgacca acagcacaga gtcaaccata gacattacac gctcaacctc accgccgaaa
  3923821 tcggcgtgcc ctggggtatc aacgatgttg atgcggtagt ctttccaatt aatggcagta
  3923881 ttttttgcga ggatggttat cccacgctct ttctccaaat cgttggagtc cattacacgt
  3923941 tcagttgctt cagtacgttc accgaaagta ccagattgtt gtagcaactt atcaaccagg
  3924001 gtagttttcc catggtcaac gtgcgcaata atggcgatgt tacgcagatt ctcgatcaca
  3924061 gcttttttgc ctcaggcatt tagaaatagc gcgctattgt acacgtatta agcgagggac
  3924121 taaacaagat cacaaaattc tcttataaac aacctgacgg cggtgtgttt gtgatccctt
  3924181 tcacggtgca aaaatagcct ttcggcccat ccctgcacca aaatagtgcc caacggcgca
  3924241 aatgaggcac caaaatagtg caatataact atcctggtgc atactgatta tcagcagacc
  3924301 cccatgatat ggcataaatg gggggtttgg aaagttggca tagatttcgc aacgtatttt
  3924361 atcatgaata gctttatcac gaatcgcttt agcatggatc gctcgcttga atctttggca
  3924421 tggatcctga gatgagtatt tagcgcgaca cgatttatgg cctgatgatt tttatggcgg
  3924481 catcgttcca ggtaaaacgt ttttgaagtg gccttttttg aaagagcttt ttaccggcaa
  3924541 aatgcctgaa caccataaat gcagtaacac acggtaatcg ttccacgacg acgactatga
  3924601 caaatccggg agatataagt atgtccgctg aacatgtttt gacgatgctg aatgagcacg
  3924661 aagtgaaatt tgttgattta cgtttcactg ataccaaagg gaaagagcag cacatcacga
  3924721 tccctgctca tcaagtcaac gctgacttct tcgaagaagg caaaatgttt gatggctcct
  3924781 cgattggtgg ctggaaaggc attaacgaat ccgacatggt actgatgcca gacgccagca
  3924841 ctgccgttat ggacccgttc ttcgcagatt caacactgat tatccgttgt gacattcttg
  3924901 agccaggcac catgcagggc tatgaccgcg atccacgttc tatctccaaa cgtgctgaag
  3924961 acttcctgaa atcttcaggt atcgctgata ccgtgttgtt cgggccagaa ccagaattct
  3925021 tcctgtttga cgatatccgt tttggtagca gcatcaatgg gtcacacgta tccatcgatg
  3925081 acgtcgaagg cgcatggaac tccagcacca aatacgaagg cggcaacaaa ggccaccgtc
  3925141 ctgcagtaaa aggcggttac ttccctgttc ctccggtcga ctctgcacaa gacctccgtt
  3925201 ctgccatgtg tctgacgatg gaagagatgg gcttggtggt agaagcacac caccacgaag
  3925261 tggctaccgc gggtcaaaac gaagtggcta cccgcttcaa taccatgacc aagaaagcag
  3925321 atgagatcca gatttacaaa tacgtcgtac acaacgtggc gcacgcattt ggtaaaacag
  3925381 cgacctttat gccaaaaccg atgttcggcg ataacggctc aggtatgcac tgccatatgt
  3925441 ctttgtccaa gaacggtaat aacctgttcg ctggcgacaa atacggcggc ctgtctgaaa
  3925501 tcgccctgtt ctacatcggc ggtatcatca aacatgcgaa agccattaat gccttggcta
  3925561 acccgaccac caactcctac aagcgtctgg tcccaggtta tgaagcaccg gtcatgctgg
  3925621 catattcagc ccgtaaccgt tcagcttcta tccgtattcc tgttgttgcc agcccgaaag
  3925681 ctcgccgtat tgaagcgcgt ttccccgatc ctgcggctaa cccgtacctg tgcttcgccg
  3925741 cgctgttgat ggctggcctt gatggcatca tcaacaaaat tcacccaggt gatgcgatgg
  3925801 acaaaaacct gtatgacttg ccgccggaag aagaagctga gattccaaaa gttgccggtt
  3925861 cactggacga agccatggcc gcattgaacg aagatcgcga gttcctgact cgtggtggcg
  3925921 tgttcaccga tgatgctatc gatgcgtata tcgagctacg tagagaagaa atggatcgcg
  3925981 tgcgtatgac tccgcatcct gttgagttcg aactgtatta cagcgtttaa gtttacctaa
  3926041 tagatttcaa ggtgtaggaa ggtggcgagc gaaagcagcc aacacaccga caacttgaaa
  3926101 gatgaaaggt tgttgccgtg gaaacttttg gcccatctta ggatgggctt ttttgtgccc
  3926161 agaaaacccc cagctaggct gggggttcag taaagctttc agctttgggt cagttataaa
  3926221 aacccctttt gatttgttaa aacagtttgc ggtctggcaa ctgcaaatgt tcaacaagaa
  3926281 atcaaaaggg ggtcccaatg agggatgaaa agagcttagc gcacacccga tggaactgta
  3926341 aatatcatat agtttttgcg ccgaagtacc gaaggcaggt gttctacagg gaaaaacgca
  3926401 gagcgattgg cagtatttta agaaaactgt gcgaatggaa aaacgtgaat atcctggaag
  3926461 cagaatactg tgtggatcac atccatatgc ttctggagat cccgcccaag atgagtgtct
  3926521 cgggatttat ggggtacctg aagggaaaga gcagtctgat gctttatgag cagtttggcg
  3926581 atttgaagtt caaataccgt aacagggagt tttggtgtcg agggtattac gttgatacgg
  3926641 tagggaaaaa cacggccagg atacaagaat acataaagca ccaattggaa gaggataaaa
  3926701 tgggtgagca actctcgatc ccgtatcccg gtagcccgtt tacgggccgt aagtaatcca
  3926761 tagatgcaaa tgtcagatcg cgatgcgcct gttagggcgc ggctggtaac agagccttat
  3926821 aggcgcatat gaaaaacctc cggctatgcc ggaggatatt tattctccac ttttcgtttt
  3926881 cgtcatcatc cccttgattc tattgcaacg gaaccaatag gatggaccga atagaaacat
  3926941 accctacaga tgaagggtat aaatgcaccg aaactgtgca ggagtctgca ttatggcaac
  3927001 aggcacgctg cccgatgctg ggcagatcct caatactctc attaatagca ttctgctgtt
  3927061 agatgatgat ttggctattc attatgccaa ccccgcagcc cagcaacttc tggcgcaaag
  3927121 ctcccgtaaa ctttttggta cacctctgcc tgatttatta ggctattttt cactgaatat
  3927181 cgtgttgatg cgagagagtt tgcaagccgg gcaagggttt actgataacg aagtgacatt
  3927241 agttgttgat ggccgggcac atattttatc gctgaccgca cagtccctag cggaagggtt
  3927301 tattctgcta gaattagccc cgatggataa tcagcgccgg ttaagccaag agcaattgca
  3927361 acacgctcaa caagttgccg cacgtgattt agtgcgcgga ttggctcacg agattaaaaa
  3927421 cccactcgga ggcctacggg gcgctgcgca attattagct aaagcgttac ccgatccagc
  3927481 gttgctggaa tatacccaag tgattattga acaggcggat cgcctacgta atttagttga
  3927541 tcgcttgtta ggcccacagc ggcctggcca acatattaca cagagtattc atcaggttgc
  3927601 tgagcgggtt tgccaattag tctcattgga aaaaccagat aacgtcacgt taatccgcga
  3927661 ctatgatcca agcctccctg agcttgccca tgatccagac caaatagaac aagtgctgct
  3927721 gaatatcacc cgtaacgcat tacaggctct cggggagact ggcggcacaa ttacacttcg
  3927781 cacccgaacc gctttccaag tgacgctaca tggcatgcgc taccgtttag ccgctcggat
  3927841 tgatattgaa gatgacggtc ccggtgtacc aacgcaatta caagataccg tattctatcc
  3927901 gatggtcagt ggccgcgagg gcggtacggg tcttggttta tctatcgccc gtaatcttat
  3927961 cgatcagcat tcgggtaaaa ttgaatttaa cagttggcca ggacacaccg agttttcggt
  3928021 ttacctgcct attcgccagt gaggtttcta tgcaacgagg gatagtctgg atcgtcgatg
  3928081 acgatagttc catccgctgg gtgcttgagc gcgcactgac tggagcgggt ctaaactgtg
  3928141 tcgcattcga tagcggcaat caggtattgg atgcactggc tacgcgaact ccagatgtgt
  3928201 tgttatcaga tatccgtatg ccaggaatgg atggcttggc attactcaaa caaattaagc
  3928261 aacgccatcc gatgctcccg gtcatcataa tgacggccca ttcagattta gatgccgccg
  3928321 tcagtgcgta tcagcaaggg gcctttgact atttgcccaa accgtttgat atcgacgagg
  3928381 ccgtggctct ggttgaacgg gctattagcc attatcagga gcaacaacaa cccgcccgta
  3928441 gccaaccagt cagtgggccg acagccgata ttatcggcga agcaccggcg atgcaggatg
  3928501 tttttcgtat cattggccgc ttgtcacgct cctcaattag cgtactgatt aatggtgaat
  3928561 ccggtaccgg taaagagctg gtcgcacacg cattacatcg ccacagccca cgggctaaag
  3928621 ccctctttat cgcactgaac atggcggcta tcccgaaaga tttaattgag tcggaactgt
  3928681 tcggtcacga aaaaggggca tttaccgggg ccaatcaggt acggcagggg cgctttgaac
  3928741 aagctgacac cggcacactt tttttagatg aaattggtga tatgccactg gatgtgcaaa
  3928801 cccgcctgtt acgggtattg gctgatggcc agttctatcg ggtcgggggc tatgcacccg
  3928861 ttaaagtcga tgtgcggatc attgcggcaa ctcaccagaa tctggagttg cgtgttcaag
  3928921 aaggaaaatt ccgtgaggat ctattccatc gtctgaatgt gatccgagta catttacctc
  3928981 cactacgtga acgcagtgag gatattccgc gtttggctcg ctacttttta cacgtagcgg
  3929041 ctaaagagtt gggcgtggaa agcaaaaatc tgcatccaga gaccgaagcg gcgctaaccc
  3929101 gcttaccttg gcctgggaac gtgcgccaac tggagaatac ctgtcgttgg ctgaccgtca
  3929161 tggccgctgg gcaggaagtc ctcgttcagg atctgccgtc tgaattattt gaaactcata
  3929221 tgcccgatgc atccggccaa cgagcccccg acagttggtc aacgctgtta gcgcaatggg
  3929281 cggatcgtgc gttgcgttct ggtcatcagg atttactgtc tgaagcacaa ccagaaatgg
  3929341 agcgcacgct gttaaccacc gcattacgcc atacccaagg ccataagcag gaagcagcac
  3929401 gcctgctggg ctggggccgt aatacattaa cgcggaagtt gaaagagttg gggatggagt
  3929461 agttcccgcc agatggtcac cctcaagagc gataaccgca ctgagggtga tatcgtcaga
  3929521 ttacacgtga gaattgctgc ttgcgcgcct gtttacgtaa atagatatcg aaacacatac
  3929581 aaatattacg aatgagtaag cgcccacggg gggtcacgcg aagccctgtt tcatttcgct
  3929641 ccaccagccc atcctgttca aaaggtgcaa gcagctcaaa atcttcggca aaataatcgg
  3929701 caaaccgaat accataacgc tgctcaatcg gctggtaact gagttggaaa tgacaaatca
  3929761 gcgttttaat cacatctcgg cgtaaacaat cgtcttcggt catagtcagg ccgcgccaca
  3929821 acgcattacc ccgttgctct acacaggcgt aatatgtttc cagatctttt tcattctgag
  3929881 cgtagctgtc acctaacatg ctgatagcag aaacccccaa cccaaggaga tcgctctcac
  3929941 cctgcgtggt atacccttga aagttgcggt gtaatgttcc ttcctgctga gcaattgcca
  3930001 gttcatcatc cggacgcgca aaatgatcca tcccaatgaa ttgatagcca gactccgtta
  3930061 agaaacggat ggtgtgctgc aaaatatcca accgttgctc cgccgttggc agatcagcgt
  3930121 ctttgatttt acgttgggcg gcaaacaggc ttggcagatg ggcgtaatta aacacgctta
  3930181 agcgatctgg gttcagctca gcaacccgtt ttaaggtgaa agcaaaactt tctggtgtct
  3930241 gcttgggcaa gccataaatc aaatcaatat tggttgagtt aaatccaagc gctttagctc
  3930301 gggcaattaa agcgaagata aaatcttcat cttgctcgcg gttaaccagc cgctgcacct
  3930361 ctttattgaa atcctgcacc cccatgctca ggcgattaaa cccttcagca cgcaggtgat
  3930421 caagcacatc taattcaatt tcacgggggt caacttcgat tgactgctcc gcatcgggca
  3930481 gaaaatcaaa gtgttcacgc agcaccgtca ttaaatggct gatttgcgtt ttattcagat
  3930541 aggttggcgt accccccccc cagtgcatct ggctgacctg acgcccggta aacaaggcgg
  3930601 cccgctggcg gatctctttt tccaacacca ccagatattc atcagcttta tgttgctgac
  3930661 gcgtcaccag tttattgcag ccacagaagt agcaaagttt gtggcaaaac ggaatatgca
  3930721 catacagcga caatggccgt tgcggataac gtttcaccgc ctgctggaaa gcagactcat
  3930781 tgtaatcttc actaaactca agagccgttg gatacgaggt ataacgcggc cctgaataat
  3930841 tatatttttg aatcagggat agatcccaaa ctatagcgtg ctcagacatg ttcactcctt
  3930901 ccgatatttt cgcctaccgg gtcggttaga gggcagatgt ttttgttgtc tgaccgcagt
  3930961 agcactgcgc aaccgtgatt tgcgttgcga cagccgccat agtttaccta ataaccacaa
  3931021 tagataacac gtgagtagta gggctattag tgggaccacc cagttcatga cttaaaatgt
  3931081 atcttttgga ttaccacgtt tcagtagctg caagatatct tcctgcttct cttctcgctc
  3931141 aacatcatct tcgtcatcac ccagttcgat gcctaattgc tccatcaggg catcaatacg
  3931201 gtctaatgtc agatcgacat aggcctggtc ttctttgttc aatacttcgt cattatccag
  3931261 acgatcaagc agcgcatcca gacgttcgtc attctccagc ttggctagct cttcttccgg
  3931321 cgtcaggcgt ggcttaacca catttttctc tacaggctta ggcattgact tggctttgac
  3931381 ctggctctca atgaccagcg gtacaggcac tttactaccg acacgcggat ctttctcttg
  3931441 agtctggcta tgccctttct tattgctgcc ctcaacattg gttctcgcac ctgagcgatt
  3931501 gccactgtgt ttcttctgac gtttacggtc acgtgcttca gcatccagct catcacgggt
  3931561 ctttcttcta cgttttggtg ttgctgtacc cttcggggcc gcaatattcg cgcgtggtgc
  3931621 tttatttggc tgcttcataa cctgtgctct taaatgagta tgggatcgga tttagtatat
  3931681 acccgccacc gtccaagttg cagatgtgtt ggccgctctc gtttgccgcc ttcctgcatc
  3931741 ttaaaatcta ttgggtatag gattgggccg gaatctagca gaaagaagag aaagaaaaaa
  3931801 ggcggcaggt taacctgtcg ccttttttcg caccttctgc ggaaggatat ccttacagcg
  3931861 cactccctgc acttagataa cgtcccggtt tctccctcct gcaatacgcg atccttgcca
  3931921 cccctcaaac cctgaaggcg attcgcccgg cgctccggcc agtgtcctga acatcccttt
  3931981 acattagctc cgtttatagc atccttggct cccgtacatc cattacattc cttgtatatc
  3932041 cattacgttc cttaaacata agccactcat cctgagtaac tgtgctcctt gcatggtgta
  3932101 tccgtaccaa taacaaattg actagctgat tgcttttgtt caacaaactc aattaaaacc
  3932161 aatcagagag ctgtgcataa tagcccattt tttatcaagt atttcttaac agtagctaaa
  3932221 tgataagaca ttatcgccgc ccacaatgac cgacgactca caaaactata atttcactta
  3932281 aagaaacaat taaaaacggg gccaaaagat aaaccccctt ttttctgcct gatgcagtta
  3932341 taatcgccct atataagtaa tctctaacgg agacgacaaa ttttgaccat cagaaactat
  3932401 aactatcata tgactcactt cgtcatcagt gctccggata ttcgtcacct accacgggat
  3932461 gaaggtattg aagtcgcatt cgcgggccgc tcaaacgcgg gtaaatccag tgcactcaat
  3932521 acattaacta accaaaaagg tttagccaga accagtaaaa caccggggcg aactcagcta
  3932581 attaacctgt ttgaagtggt tgatggtgtc cgtctagtgg acttaccagg ttatggctat
  3932641 gccgaagtgc ctgaggagat gaaactcaag tggcaacgtg cgctgggtga atatttgcag
  3932701 aaacgtaatt gtctgaaagg attagttgtg ctgatggata ttcgtcatcc attgaaagat
  3932761 ttggatcagc agatgattac ctgggcggtc gcggtcggta caccggttct tttgctgttg
  3932821 accaaagcgg ataagctggc atccggtgcg cgtaaagcac aattaaatct ggtgcgagaa
  3932881 gctatcatcc catttatggg tgatattcag gtcgaggcat tctcatcact gaaaaagatt
  3932941 ggtgtcgata agttacggga aaaactggac acctggttta gtgagatccc accagaagtt
  3933001 atggctgaag agtttgacgg cgaaggcgag taatttattg taaaaagcag cccagacaag
  3933061 ggcgatgatt aatgtcgccc tgcattataa gacttaccat ttcctgcaca gttacccgcc
  3933121 tgatgagcac ctaccagccc agcagttacg ccaataatgt cagcaaaatc cccataaata
  3933181 aatatcctcc ggcatagccg gaggtttttc atatgcgcct ataaggctct gttaccagcc
  3933241 gcgccctaac aggcgcatcg cgatctgaca tttgcatcta tggattactt acggcccgta
  3933301 aacgggctac cgggatacgg gatcgagagt tgctcaccca ttttatcctc ttccaattgg
  3933361 tgctttatgt attcttgtat cctggccgtg tttttcccta ccgtatcaac gtaataccct
  3933421 cgacaccaaa actccctgtt acggtatttg aacttcaaat cgccaaactg ctcataaagc
  3933481 atcagactgc tctttccctt caggtacccc ataaatcccg agacactcat cttgggcggg
  3933541 atctccagaa gcatatggat gtgatccaca cagcattctg cttccaggat attcacgttt
  3933601 ttccattcgc acagttttct taaaatactg ccaatcgctc tgcgtttttc cctgtagaac
  3933661 acctgccttc ggtacttcgg cgcaaaaact atatgatatt tacagttcca tcgggtgtgc
  3933721 gctaagctct tttcatccct cattgggacc cccttttgat ttcttgttga acatttgcag
  3933781 ttgccagacc gcaaactgtt ttaacaaatc aaaaggggtt tttataactg acccaaagct
  3933841 gaaagcttta ctgaaccccc agcctagctg ggggttttct gggcacaaaa aacgccccag
  3933901 tcaataaatg actggggcgg ctaatataca gccaaatccg attacgtgaa gtaaaaggtc
  3933961 tgaaagatag aacatcttac ctctgtaccc tacgtctata actctacatc attttttcgc
  3934021 agggcaaaag aaatttttgt tgtttagtta cacaaattgt cacgattcag cagagctatt
  3934081 tcaggtaaat tagcccataa atgtagctta attacaaaaa acgctttgtt tatcgccact
  3934141 tacccacatc actaatgagc ttgatcccag ttagcgccaa caccgacatc caccttcaat
  3934201 ggcacagcca gttgcatact ttgctccatc aactcacgga ttttctgctc agcactttgc
  3934261 aaaacacttt catgcacttc aaagaccaat tcatcgtgta cttgcatgat gacacgcacc
  3934321 aacggttctg gctcttgctg taaccaacca tccaccgcaa tcatcgcccg cttgataata
  3934381 tccgcagccg taccttgcat aggggcatta atcgcctcac gttcagccgc ttttcgacgg
  3934441 tttgcattcc gtgagtgaat atccggcaga tagaggcggc gaccatccag tgtcgtgaca
  3934501 tagccctgct cagcagcctg tttacgagta cgctccatat actccaacac ccccggataa
  3934561 cgctcaaaat agagatccat ataacgttga gcctctccac gagggatccc caactggcgt
  3934621 gccaagccaa aagcactcat gccataaatc aaaccaaaat taatcgcttt tgcgctacga
  3934681 cgctgctccg tcgtcacttt ttccaatggc gaaccaaata cttccgcggc ggttgcccgg
  3934741 tgaatatcct gcccagcagc aaatgcagct aacagcccgt tatcctgcga caaatgcgcc
  3934801 ataatacgca gttcaatttg cgaatagtcg gccgccataa tgcagtagcc cttcggtgca
  3934861 ataaaggcct ggcgaatacg tcgcccctct tcattacgta cagggatatt ttgtaggtta
  3934921 ggatcgcggg aagacaagcg cccggttgct gtcactgcct gatgatagga agtgtgtacc
  3934981 cgaccggaga cggggttaat cattagcggc aatttgtcgg tgtaagtgct ttttagtttc
  3935041 gccagaccac gatattccag aatcaccttc ggcaaaggat aatccagagc caactcagcc
  3935101 agcacttcct cattcgttga cgccgcgcct ccaggtgttt tcttcaagat aggcaatttt
  3935161 tgcttttcat aaagaatagc ctgtagctgt ttaggtgatg ccaggttgaa tggctcttca
  3935221 gccaattcat gggcctgctt ttccagctca tccaaacgga tggtgagctc ttttgagtgt
  3935281 gccgctaata tattttggtc aatcaatacg ccagtccgct caatacgaga caagatcggc
  3935341 aataacggca tctcaatttc ttggaatacc cgcttgaggc cttcactttg ctgtaatttt
  3935401 ggccataaga ccaaatgtaa ttgaagggta acatcggcat cctctgcggc atacgggcca
  3935461 gcttgctcca acgcaatctg attaaacgtt agctgatttt tacctttacc ggcaatctct
  3935521 tcaaacgtaa tcgttttatg attgaggtag cgctccgcca agctgtccat atcatgacgg
  3935581 cccgcaacac tatccaaaac ataagactcc agcatggtat cgaaagcgat accttttaga
  3935641 tcgataccat aacgagccag catactttta tcgaacttga ggttctgccc aactttaagc
  3935701 gccttatcgt cttccagaag tggtttcagg gtcgccagaa cccagtcacg gtcaagttgg
  3935761 ggcggggcat ccaggtaatc atgagccaga ggcagataag ccgcttcacc tggagcgaca
  3935821 gcaaaagaca tcccaattaa gttacagcta agggtatcaa ggccatcagt ttcagtatca
  3935881 aaagcaaaaa cttcagcggc tttaaggcgc tcaatccaat cagccaatgc tttctcatct
  3935941 aaaatagtct ggtaattctc ttgtgaaagc actgcggtga cttcagcagt aggggccgta
  3936001 tctgcggcaa caaaagattg actgcttgtt tgccctgttg gccgatcttt tttactgtcc
  3936061 aaccatttgc cggcttcgac atcagccagc caacgcttaa attcataacg actgaataac
  3936121 tgatgtaact gtttatcatc gggaggagaa acggttagct catcacaggt tacatctaac
  3936181 tcaacgtctg tcttgatagt agccaattta taggagagat aagcaacgtc tttattttgc
  3936241 tctagcttgg ccgacattgt tttcgcacca cggaacgtca aggttgatat tttatccaga
  3936301 ttactgaata acgtatccaa cccacccaaa ccttgcaata aagcctgtgc tgttttttcg
  3936361 ccaacaccag gtactcccgg aatattatcg gaggagtcac ccatcagagc gagaaaatca
  3936421 atgatcagtt cgggagggac accatattta tcgcaaacat cctgcggccc taaaatagtg
  3936481 ttattcatgg tattgatcaa agtgatattc ggcgtaacta attgcgccat gtctttatca
  3936541 ccagtactga ttaataccga atggcctgct ttttcggctt cccgagctag ggtgccaata
  3936601 acatcatcag cttcgacgcc agaaacgacc aataaaggca atcccatcgc tttaaccatc
  3936661 tgatgaagag gttcaatttg cacccgtaaa tcatccggca ttggcggtcg gtgggattta
  3936721 tattcagcaa aaagttcatc acggaacgtt ttaccttttg catcaaaaac tactgcaaca
  3936781 tgacttggtc gatattgcag cagcagactg cgtagcatgt tcagaacgcc atacatcgca
  3936841 ccggttggct ccccgctacc attagtcagt ggtgggaaag catggtaagc acggtagagg
  3936901 taagaggaac cgtcaacaag gagcaatggg ttttctgcaa tctgagccat agagtttctt
  3936961 catctgtatt cagcaaagtc tgacgctaag aatgccatag ctgacagcaa gagacgaatt
  3937021 ttagcgtcca atattgtgcg aaagtgaaca ttaccgcaca gagatcctaa agatctaacc
  3937081 tgtggataat cttgtgaata aaagtatgtg tgaattattt ctgttatgga atcatgccga
  3937141 tggttatatt taaaaccata taaatcatga tgttaggttt atttgtatct tttttctctg
  3937201 taatgattta tttatatcaa ttgtggatat tacttattcc attacaacaa caaggccaat
  3937261 taacttgcct tatgagtact caatagcgac tgtctttttt attactcata accgacaata
  3937321 tctattttta gtcccacgaa tattgatatc tattgctccc taaaatagat aaacccaagc
  3937381 taaacagcat aaaaataaat aaaaaaaagg ggcaacaaaa gccccctctt tatgtactaa
  3937441 attatttttg agtcagcagg aatgtaacaa catccgcata ctgtttaaca taattatcca
  3937501 ttgagctggt atccatacca tcattcttaa tcatatattt tccattaaca aacatcgcag
  3937561 gaacaccacg tagttgtaaa tcttcagccg ctttttgttg ctgagcaact aatgatttaa
  3937621 ccacaaaact attcaatgca gcgtcgtagt cttcaccact gatacccgcc ttgataaaga
  3937681 cattacgaat atcgccagga gtctgtacag tttgtgtctt ctgcacacct tcaaacatca
  3937741 gtggggtaat tttttcttca acccccaatg ccatagcgac agcccacgct tgcgtcagtt
  3937801 gcttgccgag aggaccaaga aattcaacgt ggtaacgggt catttttgtc ccttcaggta
  3937861 gcgctttttt tactgcttta ggtacctgat aaacctcttc aaactggtaa caatgtgggc
  3937921 aatagaaaga gaaaaactct agaacctgag gttcacccgt tactggctta tctaacgtta
  3937981 gatactgctt cccatcggtg aattgtgcag ccgtcacact gaacgccatc acgataccaa
  3938041 cgagtgctaa ccatacattt ttcatactat aacaatctcc attatcttag ctttagtaca
  3938101 ttggcatcag ctgcaaaggg ggttcctgca acagcttaac ctgctcagtg aatgatgctg
  3938161 tctgctggag ccaaaaatca gattcagcca tccacggaaa acttttcgga aatgcagggt
  3938221 cttgccaacg tctggcgacc catgcaaggt agtaaaccat ccgcatcgcg cgcaagggtt
  3938281 caattagtgc taattcacgc tgatcaaaat cagcaaactc actataagct tccagcaata
  3938341 tatccaactg catagattgg tcacggcgat caccgtgtaa tagcatccat aaatcttgga
  3938401 tagccgggcc attcctcgca tcatctaaat caacgaacat cggaccatca cgccacaaaa
  3938461 tatttcctgg atggcaatca ccatgtagcc gtaaaggctg ccattctgta tgccaatact
  3938521 gcttaatcgt tgtaatgagc aaatctgccg ctgccagaaa tttatcccgt tgttttactg
  3938581 gtactaaatc acaattggcg agtagctgac gcggctctgt caaatactct tctataccca
  3938641 ttgttgggcg ggcaacgaaa aggctattac gagcggcctg atggattctg ccaagaaaac
  3938701 gcccaaccca ctccaattgg tcaagattat caatttcata ctgacgccca ccaacgctag
  3938761 gaaaaacagc gaagaaaaat ccacagtgag tatgcaaagt cttgccattg agtcgcaatg
  3938821 gggcaatcac cggaatttct gactccgcca aatccagaga aaactggtgc tcctctgtaa
  3938881 tttgttcact actccaacgc tcggggcgat aaaacttcac cacataccgt ttactctctt
  3938941 catccataaa ctggtagaca cggttttcgt aactattcag cgcggttaac cccgaatcta
  3939001 cccgtaatcc tgccccctca agggcatcca taatcaggtc aggagacaag gtctgaaaat
  3939061 taaaagcaga gttgttcata acaacattta gtctatataa gtgctgagaa taataaataa
  3939121 tatcattaaa gcccctatct ccgcagacag gagtatgact aatctttaat aatgccacga
  3939181 gcacgcaaca gtgctgtttt aaaatcttct tcataatctt ttttcaggcc agggatcacc
  3939241 tcggttgatg cagcgccccg cattttcaga tgatagataa gaacatcgtc cgttaaatcc
  3939301 gaaaaatccc ccttaaaacc cgcttctgcc gccaattttt gtaaaaattg taccaagttt
  3939361 aaatcaggct cctgctgcca agctggatgt aaaagctcaa tcaattcatt aacacgatgg
  3939421 catttcatag caaatttatc ctcttcaaaa agatgctgac aaagtagcag ggatactcac
  3939481 gtagggaaag agagcctatt gtcaataaaa gtaaatcctg aacccctatg ttatttacag
  3939541 atacaatccc tgtgtcaata ggatgcagcg gagcgataga aatgcaaccc aatattacag
  3939601 gtgttattct cgcagggggc cgttcgtcca gaatgggcgg taatgataag ggacttattc
  3939661 ctcttaatgg aaaaccgcta tttcagtatg ttatagacag attcaaaccc caagtgagtg
  3939721 atttagtgat taatgctaat cgcaaccaag ggttatataa ggaaagtgga atcccagtca
  3939781 ttgacgatat cattactggc tttgtaggcc cactggcggg gatgcatgcc ggattaagct
  3939841 atgcgtctac cgagtgggtc gtttttgctc cctgcgacgt tcccgcactg ccttccgatt
  3939901 tagtttctca gctttggcaa ggtaaaaaac aggcacttgc ggcttatgct aacgatgatg
  3939961 aaagagcaca tcccactttc gcattgatgc atatcagcct aaaaacacaa ttagctgact
  3940021 atctgataag gggtgaccgt aagcttatgt tatttttaga ctctattaat gctcaacgtg
  3940081 taaaatttag cgggaaggct gatttattca gcaacctaaa taccccagca gattgtgatt
  3940141 tatgggaaca aaagagaaga ggccaatgat gaactacaag tcaccgccgc tattaggaat
  3940201 agcggcttat agtggtacag gaaaaacgac tttattaaaa agtcttattc ctctactgca
  3940261 acagcgacaa gttcgagtcg gcttaatcaa acatactcac cataatatgg aaatcgatac
  3940321 cccaggcaaa gatagctacg aattacgtaa ggctggagcg ctacaaacac tggtcgccag
  3940381 tgattgccgt tgggcactaa tgacagaaac cccagaacaa cagccgttaa atcttcatta
  3940441 tcttgccagc cgattagatg cctctacgat agacttaata ttagttgaag gctttaagca
  3940501 tgagccaatc aataaaattg cactctatag agaatccatc ggtaaacctt tctctggttt
  3940561 gatcgataaa cacgttattg ctctggcaag tgataagcca atagagacga cggtaaaaca
  3940621 attggatatt aatcagcccg aacagattac ggagtttatc tgcacctggt tagaaaatat
  3940681 tagttttgaa gtaaggtaat gcgggggtag tcatacaaaa tgagcctgtc cataattctg
  3940741 tgtaactgcc accgtattaa aggtgatcgc tcaggcggtc accgaactcg ataataaaac
  3940801 ggctcatcgc taaccgccag ttctggatcg gcatactcca tttttttgat gcatccttga
  3940861 tcgccaaata aacaaccttc cgcactgagt cgtctgtcgg gaacactttg cgctttttaa
  3940921 tggctgcacg gatcacgctg ttcaccgatt cgatggcatt cgtggtgtag atagccttgc
  3940981 ggatatcggg cggatagccg aagaatgtat tgagattttc ccagtgcgta cgccaacttt
  3941041 tgctaatttg cgggtatttg tcgtcccagg cctccgcaaa cttatccagc gccatcagcg
  3941101 ccgcctcttc tgtcggagcc tgatacacca ttttcaaacc gctggtgacg gctttatagt
  3941161 ccttccatga cacatatttc aggctgttgc gtaccatatg gatgatgcac agctggatgt
  3941221 gagtctgcgg ataaacactg tttatcgcat ccgggaaccc cttcaggcca tccacgcagg
  3941281 caatcagaat gtcctgaaga ccgcgatttt tcagctctgt cagcacactt agccagaact
  3941341 tcgcaccttc attttctgcc agccacatgc ccagcagctc tttctgacct tcagtgttga
  3941401 tgcccagcgc taggaacact gctttgttta tcacgctacc gttctggcgg acttttacga
  3941461 caatgcagtc catataaaca atgggataca gagcatccag ttggcggttt tgccattcag
  3941521 caacctgctc ttttacggca tcggtgactt tagatatcag cgtgggagac acatcggcgt
  3941581 catacatctc tttgaaggtg gcgacgattt cgcgggtggt catgcctttg gcgtacaggg
  3941641 acaaaatctg gctgtccatc tgtgtgatac gcgtctgatt tttctttatc agctgcggtt
  3941701 caaaggtgtt ttcgcggtcg cgtggcgtat tcagctcgat ttcgccgtcg tcgcatagca
  3941761 gtgttttgga cgaatagccg ttgcgggtat tcgagcctga tttaggggtg tttttctcgt
  3941821 gcccgaggtg ttcggtaagc tctgcattta acgctgtttc gacggtaagc tttgtcagca
  3941881 tacgagaaaa tgcattaagg tcggcttcgg ttttaagacc tttagccagt tcagccgcaa
  3941941 gtgctttaag tttattttcg tccataattt gcctgtctcc gttgttggag tgaagatatc
  3942001 aaaaacaggc aattacacaa tattgtttac agtctctaca aaaggcacta tccataatta
  3942061 ataatattta ccgatatagt attaatttaa tcgtagtggt atgaattaat cgtgctggac
  3942121 catagccata cgccgccata ccgcttctcc cggtaatcga ttatacccac agtctcttca
  3942181 cttagggccc acgacgaaca aaacagtagg gagaagagaa tatctatcac aaaaagtgaa
  3942241 gtttctgagg ttgatgacca aatgtccgcg gcgaagagaa taggcagcca gtaaaaatac
  3942301 cgtttttcct gctccatata ggctcgagct acgccatcat tggtgtggac acgttgctaa
  3942361 cctaccttat cctcaccatt ttaatcatca ttacaacgcg taatttctgt gtttcgcgca
  3942421 cagcaaaaac cccacgcttt gggcatgggg tcttggcttt atttgatgcc tggcagtgtc
  3942481 ctactctcgc atggggagac cccacactac catcggcgct acggcgtttc acttctgagt
  3942541 tcggcatggg atcaggtggg accaccgcgc tatggccgcc aggcaaattc tgtttcaatt
  3942601 aacccgcaaa caagcaacac ttgtcagcca gtcaacacaa tctcggaacg atgctgaaaa
  3942661 tctctctcaa ttcaaaacac cttcggtgtt gtaaggttaa gcctcacgga tcattagtac
  3942721 tggttagctc aatacatcgc tgcacttaca cacccagcct atcaacgtca tagtctttaa
  3942781 cgttccttca gggggcttta agccccaggg aagactcatc tcgaggcaag tttcccgctt
  3942841 agatgctttc agcggttatc tcttccgaat ttagctaccg ggcaatgcca ttggcatgac
  3942901 aacccgaaca ccagtgattc gtccactccg gtcctctcgt actaggagca gcccctctca
  3942961 atcttccaac gcccacggca gatagggacc gaactgtctc acgacgttct aaacccagct
  3943021 cgcgtaccac tttaaatggc gaacagccat acccttggga cctacttcag ccccaggatg
  3943081 tgatgagccg acatcgaggt gccaaacacc gccgtcgata tgaactcttg ggcggtatca
  3943141 gcctgttatc cccggagtac cttttatccg ttgagcgatg gcccttccat tcagaaccac
  3943201 cggatcacta agacctactt tcgtacctgc tcgagccgtc actctcgcag tcaagctagc
  3943261 ttatgccttt gcactaacct cacgatgtcc gaccgtgatt agctaacctt cgtgctcctc
  3943321 cgttactctt tgggaggaga ccgccccagt caaactaccc accagacact gtcctcaccc
  3943381 cagatcatgg ggccgagtta gaacatcaaa cattaaaggg tggtatttca aggttggctc
  3943441 catgcagact ggcgtccaca cttcaaggcc tcccacctat cctacacatc aaggctcaat
  3943501 gttcagtgtc aagctatagt aaaggttcac ggggtctttc cgtcttgccg cgggtacact
  3943561 gcatcttcac agcgagttca atttcactga gtctcgggtg gagacagcct ggccatcatt
  3943621 acgccattcg tgcaggtcgg aacttacccg acaaggaatt tcgctacctt aggaccgtta
  3943681 tagttacggc cgccgtttac tggggcttcg atcaagagct tcgccttgcg gctgacccca
  3943741 tcaattaacc ttccagcacc gggcaggcgt cacaccgtat acgtccactt tcgtgtttgc
  3943801 acagtgctgt gtttttatta aacagttgca gccagctggt atctgcgact ggcttcagct
  3943861 ccaggagcta gtcctttcac ctaacgccag cgtgccttct cccgaagtta cggcaccatt
  3943921 ttgcctagtt ccttcacccg agttctctca agcgcctgag tattctctac ctgaccacct
  3943981 gtgtcggttt ggggtacgat ttaatgttac ctgatgctta gaggcttttc ctggaagcat
  3944041 ggcatcaact gcttctgcac cgtggtgcat cgtcatcacg cctcagggtt gataagcaac
  3944101 cggatttacc tggtcactcc ccctacacgc ttaaaccggg acaaccgtcg cccggccagc
  3944161 ctagccttct ccgtcccccc ttcgcagtaa caccaagtac aggaatatta acctgtttcc
  3944221 catcgactac gcttttcagc ctcgccttag gggtcgactc accctgcccc gattaacgtt
  3944281 ggacaggaac ccttggtctt ccggcgtgcg ggtttttcac ccgcattatc gttacttatg
  3944341 tcagcattcg cacttctgat acctccagca accctcacag gtcaccttca acggcttaca
  3944401 gaacgctccc ctacccaaca acacctaagt gtcgctgccg cagcttcggt gcatggttta
  3944461 gccccgttac atcttccgcg caggccgact cgaccagtga gctattacgc tttctttaaa
  3944521 tgatggctgc ttctaagcca acatcctggc tgtctgtgcc ttcccacatc gtttcccact
  3944581 taaccatgac tttgggacct tagctggcgg tctgggttgt ttccctcttc acgacggacg
  3944641 ttagcacccg ccgtgtgtct cccgtgataa cattcttcgg tattcggagt ttgcatcggt
  3944701 ttggtaagcc gggatggccc cctagccgaa acagtgctct acccccgaag atgagttcac
  3944761 gaggcgctac ctaaatagct ttcggggaga accagctatc tcccggtttg attggccttt
  3944821 cacccccagc cacaagtcat ccgctaattt ttcaacatta gtcggttcgg tcctccagtt
  3944881 agtgttaccc aaccttcaac ctgcccatgg ctagatcacc gggtttcggg tctatacctt
  3944941 gcaactagac gcccagttaa gactcggttt ccctacggct cccctattcg gttaaccttg
  3945001 ctacaaaata taagtcgctg acccattata caaaaggtac gcagtcacac cacgaaggtg
  3945061 ctcccactgc ttgtacgtac acggtttcag gttctatttc actcccctcg ccggggttct
  3945121 tttcgccttt ccctcacggt actggttcac tatcggtcag tcaggagtat ttagccttgg
  3945181 aggatggtcc ccccatattc agacaggatg tcacgtgtcc cgccctactc atcgagttca
  3945241 cagcctgtgc attttggtgt acgggactat caccctgtac cgtgcgactt tccagacgct
  3945301 tccactaaca cacaaactga ttcagactct gggctcctcc ccgttcgctc gccgctactg
  3945361 ggggaatctc ggttgatttc ttttcctcgg ggtacttaga tgtttcagtt cccccggttc
  3945421 gcctcgttag actatgtatt catctaacga tagtgcaacg tattgcactg ggtttcccca
  3945481 ttcgggtatc gtcggttata acgcttcata tcagcttacc gacgcttttc gcagattagc
  3945541 acgcccttca tcgcctctga ctgcctaggc atccaccgtg tacgcttagt cgcttaacct
  3945601 cacaacccga aggtgtcttg tcattgctga cagtacatct tgtgttgcga ttatttgata
  3945661 gactctatta caggttactc tttaccccaa tacatctacg gcggggtaaa tttcagctgt
  3945721 aatgtttcaa ttttcagctt gttccagatt gttaaagagc aatatcgtaa acacgacttg
  3945781 gtaaagtcat ctttacgtta tttttcagtt cataaagaac cggtgataat gtctttcact
  3945841 cattatcgga ttggcgtccc caaggggatt cgaacccctg ttacagccgt gaaagggcag
  3945901 tgtcctaggc ctctagacga tggggacacg aaaataccga tcaaaccgaa attcaacccg
  3945961 tttcgtatca gcatgagtcg aaactcataa catcaacagg tgctcttgct cgtttacatt
  3946021 catcagacaa tctgtgtggg cactgcgcaa tgcgtatcgt taggtaagga ggtgatccaa
  3946081 ccgcaggttc ccctacggtt accttgttac gacttcaccc cagtcatgaa tcacaaagtg
  3946141 gtaagcgccc tcccgaaggt taagctacct acttcttttg caacccactc ccatggtgtg
  3946201 acgggcggtg tgtacaaggc ccgggaacgt attcaccgta gcattctgat ctacgattac
  3946261 tagcgattcc gacttcatgg agtcgagttg cagactccaa tccggactac gacagacttt
  3946321 atgtggtccg ctgactctcg cgagttcgct tcactttgta tctgccattg tagcacgtgt
  3946381 gtagccctac tcgtaagggc catgatgact tgacgtcatc cccaccttcc tccggtttgt
  3946441 caccggcagt ctcccttgag ttcccaccat tacgtgctgg caacaaagga taagggttgc
  3946501 gctcgttgcg ggacttaacc caacatttca caacacgagc tgacgacagc catgcagcac
  3946561 ctgtctcaca gttcccgaag gcactttagc atctctgcca aattctgtgg atgtcaagag
  3946621 taggtaaggt tcttcgcgtt gcatcgaatt aaaccacatg ctccaccgct tgtgcgggcc
  3946681 cccgtcaatt catttgagtt ttaaccttgc ggccgtactc cccaggcggt cgacttaacg
  3946741 cgttagctcc ggaagccacg cctcaagggc acaacctcca agtcgacatc gtttacagcg
  3946801 tggactacca gggtatctaa tcctgtttgc tccccacgct ttcgcacctg agcgtcagtc
  3946861 tttgtccagg gggccgcctt cgccaccggt attcctccag atctctacgc atttcaccgc
  3946921 tacacctgga attctacccc cctctacaag actctagctt gccagtttca aatgcagttc
  3946981 ccacgttaag cgcggggatt tcacatctga cttaacaaac cgcctgcgtg cgctttacgc
  3947041 ccagtaattc cgattaacgc ttgcaccctc cgtattaccg cggctgctgg cacggagtta
  3947101 gccggtgctt cttctgcgag taacgtcaat gattgagcgt attaaactca accccttcct
  3947161 cctcgctgaa agtgctttac aacccgaagg ccttcttcac acacgcggca tggctgcatc
  3947221 aggcttgcgc ccattgtgca atattcccca ctgctgcctc ccgtaggagt ctggaccgtg
  3947281 tctcagttcc agtgtggctg gtcatcctct cagaccagct agggatcgtc gcctaggtga
  3947341 gccattaccc cacctactag ctaatcccat ctgggttcat ccgatggcgt gaggccctaa
  3947401 ggtcccccac tttgctcttg cgaggtcatg cggtattagc caccgtttcc agtagttatc
  3947461 cccctccatc aggcagatcc ccagacatta ctcacccgtc cgccgctcgc cggcaaagta
  3947521 gtaaactact tcccgctgcc gctcgacttg catgtgttag gcctgccgcc agcgttcaat
  3947581 ctgagccatg atcaaactct tcaatttaag atttgtttga tttgctgact tttacttgcg
  3947641 taaaagcagc ggtgctcaaa gattactttc tgcaaatatg catcttgacc gaagtcaaaa
  3947701 tgtttactgc tttggtcact cttcaagact tgatattatt tctgcctgcc gaaacaggcg
  3947761 tcgatatcgt cttgcgagtg cccacacaga ttgtctgata aattgttaaa gagcagtgcg
  3947821 ttagcaacac ttggttggta acgcgaggtg cgcatattac gctttcctca ttcagagtca
  3947881 actacttatt tcgttgaatt ttctctgttc tctttgccgg ccactcaacg atttgattcg
  3947941 ttgtgtgccg tctcgatgga tgcgcattat agggagtcga tttttttgca caactctttt
  3948001 ttcatctttt cctgctgttt gaatactttt cactccttac ggacagatct tggtcgatcc
  3948061 gttgcatttt aacgacgatc ctaatggtca gttggttgta attccatcag caaaagctag
  3948121 tattgccggt aaacgtgatc ttattaagag gctattatta tgtgcgactc tatccgctgt
  3948181 aacgaacggt gcaatagtga tccacaccca acgcctgaaa tcagatccag ggggtaatct
  3948241 gctctcctga ttcaggagag tttatggtca cttttgagac agttatggaa attaaaatcc
  3948301 tgcacaagca gggaatgagt agccgggcga ttgccagaga actggggatc tcccgcaata
  3948361 ccgttaaacg ttatttgcag gcaaaatctg agccgccaaa atatacgccg cgacctgctg
  3948421 ttgcttcact cctggatgaa taccgggatt atattcgtca acgcatcgcc gatgctcatc
  3948481 cttacaaaat cccggcaacg gtaatcgctc gcgagatcag agaccaggga tatcgtggcg
  3948541 gaatgaccat tctcagggca ttcattcgtt ctctctcggt tcctcaggag caggagcctg
  3948601 ccgttcggtt cgaaactgaa cccggacgac agatgcaggt tgactggggc actatgcgta
  3948661 atggtcgctc accgcttcac gtgttcgttg ctgttctcgg atacagccga atgctgtaca
  3948721 tcgaattcac tgacaatatg cgttatgaca cgctggagac ctgccatcgt aatgcgttcc
  3948781 gcttctttgg tggtgtgccg cgcgaagtgt tgtatgacaa tatgaaaact gtggttctgc
  3948841 aacgtgacgc atatcagacc ggtcagcacc ggttccatcc ttcgctgtgg cagttcggca
  3948901 aggagatggg cttctctccc cgactgtgtc gccccttcag ggcacagact aaaggtaagg
  3948961 tggaacggat ggtgcagtac acccgtaaca gtttttacat cccactaatg actcgcctgc
  3949021 gcccgatggg gatcactgtc gatgttgaaa cagccaaccg ccacggtctg cgctggctgc
  3949081 acgatgtcgc taaccaacga aagcatgaaa caatccaggc ccgtccctgc gatcgctggc
  3949141 tcgaagagca gcagtccatg ctggcactgc ctccggagaa aaaagagtat gacgtgcatc
  3949201 ttgatgaaaa tctggtgaac ttcgacaaac accccctgca tcatccactc tccatctacg
  3949261 actcattctg cagaggagtg gcgtgatgat ggaactgcaa catcaacgac tgatggcgct
  3949321 cgccgggcag ttgcaactgg aaagccttat aagcgcagcg cctgcgctgt cacaacaggc
  3949381 agtagaccag gaatggagtt atatggactt cctggagcat ctgcttcatg aagaaaaact
  3949441 ggcacgtcat caacgtaaac aggcgatgta tacccgaatg gcagccttcc cggcggtgaa
  3949501 aacgttcgaa gagtatgact tcacattcgc caccggagca ccgcagaagc aactccagtc
  3949561 gttacgctca ctcagcttca tagaacgtaa tgaaaatatc gtattactgg ggccatcagg
  3949621 tgtggggaaa acccatctgg caatagcgat gggctatgaa gcagtccgtg caggtatcaa
  3949681 agttcgcttc acaacagcag cagatctgtt acttcagtta tctacggcac aacgtcaggg
  3949741 ccgttataaa acgacgcttc agcgtggagt aatggccccc cgcctgctca tcattgatga
  3949801 aataggctat ctgccgttca gtcaggaaga agcaaagctg ttcttccagg tcatcgctaa
  3949861 acgttacgaa aagagcgcaa tgatcctgac atccaatctg ccgttcgggc agtgggatca
  3949921 aacgttcgcc ggtgatgcag cactgacctc agcgatgctg gaccgtatct tacaccactc
  3949981 acatgtcgtt caaatcaaag gagaaagcta tcgactcaga cagaaacgaa aggccggggt
  3950041 tatagcagaa gctaatcctg agtaaaacgg tggatcaata ttgggccgtt ggtggagata
  3950101 taagtggatc acttttcatc cgtcgttgac acttgttgaa catttgcagt tgccagaccg
  3950161 caaactgttt taacaaatca aaaggggttt ttataactga cccaaagctg aaagctttac
  3950221 tgaaccccca gcctagctgg gggttttctg ggcacaaaaa atggagcaaa cgacggacgt
  3950281 cttgctccat taaaataaag taggtaccac ggcgctatgc agttaattat tttgttaata
  3950341 attcaataat tgcggcatta gcgggaggaa attcgtcagc tcgtagctca gattgcaata
  3950401 cccaacgcat aggctgccct tcacggccaa agggttcacc atcccacacc tctactcgat
  3950461 agaaatgcaa tgtgacgatt ctatcgctaa aagtatgttc cagcattgtt aataaagttg
  3950521 cctgttgtac cacaatcccc gtttcttcca gcaattcacg ttttaaggca atttcgggtg
  3950581 tttcaccctg ctcaatcttg ccgccgggga actcccaaaa gccagccatg tgggaatcag
  3950641 cagcacgttg agtgataaaa atttcctgtt gcgagttccg aatgatccca acagcaattt
  3950701 gtaagtgttt cattttttct cctggtcagg gcgcttcagt gaccgactta ttaacgaaaa
  3950761 aaacttaaaa ataaagggcg gtattaaccg ccctcagact gctgacaaac cccgatgacg
  3950821 cgatcttgaa cggtgaggat aggcagagga gtaaagcgtc cgcgccaagg atggcgcggc
  3950881 tcgagcctac atggatgtat ttacggcgtc tttacgatct gcctgttctc tccgtcgcgg
  3950941 gcactttgtc aataacctca gggcggtatt aaccgccctt tatctatatt acaggttagc
  3951001 gcaagtatta ctgcaagcgg ccatgacact gtttatattt cttacccgaa ccacatgggc
  3951061 acggatcatt acgccccact ttacgctcaa ggctgttagc aacttttacc tcttcttctg
  3951121 acatcaatgc actgttgtca gtctgatggc tcagttgctg ctgtctagcc aaacgctctg
  3951181 cttcttcgcg gcgttgcacc tccagcgctt cgacctcttc cggcatccgc acttgtactt
  3951241 tgctcagaac gctaatcact tcatatttca gtgattccag cattgcggcg aacatggcga
  3951301 aggattcacg cttatattcc tgcttaggat ctttctgcgc atagccacgt aagtggatac
  3951361 cctgacgcag gtaatccatt gcagccaaat gctctttcca taaggaatcg agcgtttgca
  3951421 gcatcacgcc tttctcgaag ttacgcatca tttcaatgcc aacaacttcc tctttgcgtt
  3951481 gataagtctc aatagcttgc tgaagaatac gttcacgcaa ggtttcctca tgcagttgtg
  3951541 gctcatcttc cagccattta gcaattggca tatctaagtc aaaatcattt ttcaggcgct
  3951601 gttccaggcc ttcgatatcc cacatttcct ccagtgactg ggtcggaatg tagctgtcaa
  3951661 tggtggtttt gaagacatct tcgcgaatac tattgatggt ttcgctgaca tcagacacat
  3951721 ccagcagttc attacgctgg ctgtagatag cccgacgctg atcatttgct acgtcatcat
  3951781 attcaagtag ttgcttacga atatcgaagt tacggctttc aactttacgt tgtgcgttag
  3951841 caatggcctt ggtcacccat ggatgttcaa tcgcctcacc tggcttcata cccaatttac
  3951901 gcatcatgcc agacacacgg tcagaggcaa aaatacgcat caaggcatct tccattgaca
  3951961 agtagaagcg tgaagaaccc gcatcaccct gacgacccgc acggccacgt aactggttat
  3952021 cgatacggcg tgactcatgg cgctcggtac caatgatgtg taaaccaccc gatgccaata
  3952081 ctgcatcatg gcgaatctgc caagcggctt taattgccgc aatttgctct tcagttggat
  3952141 cttccagcgc agcaatctcg ctctgccagc tcccaccgag cacaatgtca gtaccacgac
  3952201 ccgccatgtt tgtggcgatg gttaccgccc ctggctgacc ggcctgagaa acaatctctg
  3952261 cttccatggc atggaattta gcgttcaaca ctttgtgttc aataccggct ttggttaact
  3952321 ccgcagagac aacctcggat ttttcaatcg agatggtccc gaccaacact ggctggccgt
  3952381 tcgctgtacg ttcgcggata tcctcgataa tcgcgccgat cttttcctgc tcggtcatat
  3952441 agaccagatc agccaaatcc ttacggatca taggacggtt agtcggaacg acaatcgtat
  3952501 ctaacttgta aattgagctg aattcaaatg cttcggtatc tgcggtaccc gtcatcccag
  3952561 ccagtttttc atagagacgg aaatagttct ggaaagtgat agaagccagt gtctggtttt
  3952621 cattctggat ttccacgcct tccttcgctt caaccgcctg atgcaaacca tcagaccagc
  3952681 ggcgaccttg catcgtacga ccagtatgtt cgtcaacaat aatcacttca ccgtctttca
  3952741 cgatatagtc aacgtcacgg gtaaacagca catgagcacg caaggcggcc gtgacatggt
  3952801 gcatcaacat aatgttagca ggcgaataca gtgattcgcc ttcatccatg atgcccgctt
  3952861 caaccaacat ctgttcaatc agaatcagac cgcgctcagt caaatgaacc tgacgtgatt
  3952921 tctcatctac cgagaagtga ccttccccct ggaagctgtc cgagtcttct ttttcctgac
  3952981 gaatcagttt tggaatcagt ttgttaaccc gaatatacat ttcggaactg tcttcggcgg
  3953041 ggccggagat aatcagcggg gtccgagctt catcaatcag gatggagtcg acttcatcga
  3953101 ctaacgcata gtgaagttga cgctgcacac gctcttcagg actgaacgcc atattatcgc
  3953161 gtaaatagtc gaaaccgaat tcgttattgg taccgtaagt gatatcagcg gcataggctg
  3953221 cgcgtttggc tggcgcagtc atattcggta aattgatacc aatgctcagc cccaaaaact
  3953281 caaacaaggg gcggttattt tcggcgtcac gttgagccaa atagtcgttg acggtaacca
  3953341 catgcacgcc acggccactc aacgcattca ggtaagcagg cagggttgcg gtcaaggttt
  3953401 taccttcacc tgtacgcatt tctgcgatac aacgctcatt cagaaccatc ccacccagca
  3953461 gttgcacgtc gaagtgacgc ataccgaaca cacgcttact cgcttcacga acgaccgcaa
  3953521 aggcttcagg aattaagttt tccaacactt cacctttcgc taaacgctca cggaactcat
  3953581 ccgttttagc gcgcaattcg gtgtctgtca gtttttcaat atcaggttcc atgcggttga
  3953641 tgacatcaac tactttttgc atgcggcgca gagtacgatc gttacggcta ccaaaaactt
  3953701 tggttaataa tttaattagc atgattctta atatctctta caagaccacc aaaccggcgg
  3953761 ccaaaggttg tataaaattg ggataaacca agagaataat tagcttaagt tggcaggacc
  3953821 ggcacgaata ccttgtactt gagcaagcca gagcccaggt ttatatggcg acagaacagg
  3953881 ccgttcaacc tgttctgtat agcgaataat ggccggtggc ttaaattcat gcgtcagtag
  3953941 tgcatttagc gtatccagta acgcgagttg ctgaattttt gatggagcaa cccgttctgt
  3954001 ttcggcgact tcttgtacgc gtgcatatgc cgcttgtggt gccagagcaa aagagaggtg
  3954061 acggatgacc gtgcgcaggg catgctgttg ccagtaatct acactgaatg agaggcgacg
  3954121 gtgtatgtca tgcaacagtg ccaaactgtt gaagtttgtc gtaccatgat tctgacgact
  3954181 ttggctggat gatgtgttcg ctaatgccgc atggtctgga acgccagaca gatttaatgg
  3954241 cacaccaaga ctcgccgcga ccatccccaa caggagatgc ggccagaaat aacgtctgcc
  3954301 aaattgtcgc caacgattta gaataccgat cacgagttta aaatccgccg gagccttgtc
  3954361 aatgcgtgaa aaccgcccac aattattaga tgttctgttc gatgatgcgg ttgcagcaga
  3954421 aaacggaccg ctacataacg tacaacaacg cgcgactgca ctgttaaaac ttaaccgtgc
  3954481 ggtaaaagga ttactccctt cacaattaca gccgtggtgc cgtgtcgcaa actatcgaca
  3954541 gagtgtttta gtgctagaga cagcgaatgc cagttggttg atgcgcttac gttacgaaca
  3954601 acctgcgttg ctatccgcac tacgagcgca aattctacca tcattgtctt caatcgacat
  3954661 caggattaat ccatcgttaa tggcgaaagg ccataacgtg acacaagatg ccgcaaaatc
  3954721 gccgcaagat cgtgtaaaat caccgccagt acgccactta agcttggaaa gtgctaagga
  3954781 actaagagga ttagcgagcc gtagccctga aaaactgaga gtgatcttgg aacgactggc
  3954841 tgcgttggcc ggagagggtg ccaacgcaac caagcgtgat aagtagctta cttttcttac
  3954901 ttgaagttgc agccctgttt gcatcaacgg tgcggtagct gttccattca cccgaatcac
  3954961 tgatttacat cagctcagca ggttctgttc gttcgctgtc tggctacaac ttcaattact
  3955021 tcaactccca attactttgg gtacaagtat atttagtaag ctaatactgt agacggtgct
  3955081 ttgaatgcca aaggcatttc agcttcatct tggaacgtca caaattccca agcttcttgc
  3955141 ttcgctaaaa cagcctgcaa cagcttgtta tttaaggcat gaccagattt gtacgccgta
  3955201 aatgcgccaa taatattatg gccgcacata aacaggtcgc caatagcgtc caacattttg
  3955261 tgacgaacaa actcatcttc aaagcgtagg ccatcttcat ttaatacgcg gtaatcatct
  3955321 accacgatgg cacaatcgaa actaccgccc aggcacaaac cgcgggactg cagatattcg
  3955381 atatcacgca tgaaaccaaa agtacgcgca cggctgattt ggcggacgaa agaatcggcc
  3955441 gagaaatcta agcaataacg ctgtgtactt gagtcaatcg ccgggtgatt aaaatcaatg
  3955501 gtaaagtcca aacggaatcc attgaaggga gacaattcag cccatttatc accatcttca
  3955561 acccgtactg tctctttcaa acgcaggaat ttcttcgctg agtttaactc ttcaataccg
  3955621 gcatccagca ataagtacac gaatggactg gcgctgccat ccatgattgg tacttcgggg
  3955681 gcgttaactt caataataat gttatcaatc cctaaccctg ccaaagcagc gttgagatgt
  3955741 tcaacagtag aaatacgcac gtcatgctca ttgaccaggc aagtacagag catggtatca
  3955801 cgcacggatt ttgcatctgc cggaaaatca accggtggat tcaagtcagt gcgacgatag
  3955861 atgaccccgg tattagccgg cgcgggtcgc attgtcagcg tgactttttt accggtgtgc
  3955921 aaaccgacac ccgtcgcctg aacaatacgt tttaaagtcc tttgtttgat catcatttta
  3955981 tctcgcaatg ttatccatcc taccgaccaa gcttataaca agatcggtgg gacagtttag
  3956041 cacaaagagc ggagattcca aatattcgga aattaatcgg cttgcttgcg caaaaacgcc
  3956101 gggatgtcca aataatcggg ctctttattg gtttgagcag tggtgtcatt gaccacttta
  3956161 gccgcaggtt tcacttcctg aggtaaaggt gacatgccat gctgctggta acggtggtcc
  3956221 atcacaggct gggttttctt gttagtcacc agtgtgattt ctggacgttt atccatgccg
  3956281 ataccggtag caaccactgt cacgcgcagt tcatcgttca tttctgggtc taatgaggta
  3956341 ccgataacca cggttgcatt gtcagacgcg aaagcacgga tagtgttacc cacggtctcg
  3956401 aattcatcca aacgcaagtc gaaacccgcc gtgatgttaa ccagcacgcc gcgggcacca
  3956461 gacaggtcaa tatcctccag caacggactg gagatggcca tttctgctgc ttcttccgca
  3956521 cgatcttcac cgcaagcgac accagacccc atcatggcat aacccatttc ggacatgact
  3956581 gtgcgcacat ccgcgaagtc gacgttcatc agaccagggc gggtaatcag ttccgcaatc
  3956641 ccctgaaccg cacctttcag cacgtcattc gctgcaccaa atgcatccag taaagagatg
  3956701 ccacgcccca gaactttcaa tagcttatcg ttcgggatgg tgatcagtga gtccacatgc
  3956761 ttggacagtt cagcaatacc ctgctcagca aatgccatgc gtttcttgcc ttcaaaatta
  3956821 aaaggcttgg taaccacagc aactgtcaga atacccagtt ctttcgcaac ttcagcaaca
  3956881 acaggtgcag cacccgtacc ggtaccaccg cccatgccag ccgcgataaa gaccatatcc
  3956941 gcaccgtcaa gcgctgcacg cagagcttca cggtcttctt ctgctgaatt gcggcccact
  3957001 tcagggttcg cgccagcacc caaacctttg gtaataccgc taccgatctg gatggtttgg
  3957061 ccaacagccg tcttacgtag cgcctgagcg tctgtattaa cggcgaagaa ttcaacacct
  3957121 tcgatgcgct cgcgcaccat gtgttcgacg gcattaccac cgccaccacc gacgccgatg
  3957181 actttaatca ccgcgtcatt ggttagttcc ataggttcaa acatagtttc tctccgtttt
  3957241 gtgcctgtcg cttcgagatc aaaaaataag ttcagcttga tctctttgtt gaaacattaa
  3957301 aactcttttc tcagccagct attgatacgt ttgaaccaat tgcccactga ggcacgtttt
  3957361 tctacttctg actcaccact gagatgagat tctttaccgt aatgcaataa cccaacagcc
  3957421 gtggagtaat aaggctcctg cgcataatcc gtcagcccgg tgatattaag cggctgacca
  3957481 attcggacct gggcatggaa cacccgttgt gcacattccg ctaaaccatc aatttgtgca
  3957541 gcgccaccgg ttagcacaat acctgccgcc agatggtgct ttacgccttg ctgacgtaat
  3957601 tgctcctgca gttgtaaaat ctcgtcatta actaaattca gcaattcggt gtagcgtggt
  3957661 tcaataacct cagcgagtgt ttgtctttgc aaactacgag gagggcgtcc gccaacactt
  3957721 ggcacttcaa cactttcgtc cttgctgact atcgacccga gcgcacagcc gtgccgaact
  3957781 ttaatcgctt ccgcatctgt tggcggtgtc ccgaaagcat aagcaatatc actggttacc
  3957841 acgttcccgg cgtaggggat cactttggtg tgccgtaatg ccccaccggt ataaaccgcc
  3957901 atatccatgg tgccaccgcc gatgtcgaca acacagaccc ccagttcacg ctcatcttcg
  3957961 gtcaaaacgg cataacttgc tgctaaacca gcaaagataa gttggtccac ttttaggcca
  3958021 caacgttcca ccgctttaac aatatttttt gccatatcgt tatggcaggt aatcaggtgc
  3958081 actttggctt gcatccgcac gccagaaagc ccaacaggat tcttgatgcc ttcctgataa
  3958141 tcgatggcat attcctgcgg tataacgtgc aggatacgat gttcatcacg cacacgtact
  3958201 gacttcgcgg tatgcactac gttctcaaca tcttcctgag taacttcttc ttctgaaata
  3958261 ggaaccatcc ctatctcatt ctggcaactg atatgtttac ccgataatgc cagataaaca
  3958321 gaggaaattt ggcaatccgc cattaactcc gcttgatcga tagcacgctg aacgcatttc
  3958381 actaccgatt caaggtcgtt aacgccccct ttatccatgc cacgggatgg gcaactgcct
  3958441 accccaataa tattgaccat gccatcaggc agaacttccc ctaccaatgc ggagaccttt
  3958501 gccgttccga tctcgagacc tactaccagt tttctgtccg tcgacttgat cattgttgtt
  3958561 ttgcctgtgc ctgattttgt tacggattac tgttctgctg gccattaatc ggtggttctc
  3958621 caccctgatt gtcgataaag accggtgccc aacctactga agccccagtg tcataacgca
  3958681 aatcaatata actgacccgt ttatctggct gctgttgcaa catcggatat aactcgatga
  3958741 aacgttgcag acgccccatt cggtcactcc gccccagctc cagccgaaca tcattatcta
  3958801 aagccaactg ccaagaatgc ctggcactca tcgccaccat ttttagctga tatttgttgg
  3958861 ccgctaacac cttatttatt gctcgataac cttccagaac atcccgctca ctgccttcag
  3958921 ggccatacag tagtggcaat acctgtttac ccattcgctc agaaggcacg ctaaatgatc
  3958981 gcccctgctc atcaatcata tgcaagtcat tccaacgggc gaagggcacg tactccacca
  3959041 ggtggatttt aagttcatcc ggccattgct tgcgaacact ggcctgctgg atccaaggta
  3959101 accgttcaat ctgctgctgg atgatattca catcctgcgt cataaacgta cctggtgcgc
  3959161 ccaatgccag aatcgcctgc cgaatatcgt cattggtggt gtaatggcgc tcaccggtga
  3959221 ccaccagttt cgacagtggt agccggttgg catctttcat ccaaccgata acgacccagc
  3959281 ctccccagag tatggttccc aggaccatca gcagaaaaat cacccctgcc aattggctcc
  3959341 cgttactgcg ccgggctgca tttttctccg ccgcacgctc tcgcgcattc aaggcagctt
  3959401 gcgacatatc agtcagccaa catcagaatg cgcgccacca attgggagaa actcaaccca
  3959461 tactggcggg cggccattgg aaccaaacta tggctggtca tacccggtga agtgttcact
  3959521 tcaagcaggt aaaaatgacc atcgcggtct tgcatcacat cgacccgccc ccaaccgctg
  3959581 caatccagcg cgtggtaagc ctgcaatgcc agcgctgcca attgttgctc cgactcatca
  3959641 cttaaaccgc ttgggcagaa gtattgtgtt ttatctgaca aatacttagc gtcataatcg
  3959701 taaaacacgc ccggaggctg aatacgaata gaaggcaaaa cttcatcccc aaggatcgcg
  3959761 acagtaaact ctggcccgct cagccatttc tcaatcagta catcgctgtc atgttggaaa
  3959821 gcttcaacca atgccttctg caattcgctg gcgtgatcaa ctttactcat cccaacgcta
  3959881 gagccttcat ggcttggctt gacaataagt ggcaggccaa gcttagcgac acacgccacc
  3959941 aattcctctg gggaaagtgt ttcaaactgt tggcgattca acgcaacata aggcgaaata
  3960001 ggcaacccca aggcttgcca gactaatttg gtgcgcaatt tgtccattgt cagggcggat
  3960061 gccattacac cactgccggt atatggcagt tgtagaaatt ccaatacgcc ttgtaacgta
  3960121 ccgtcttcgc caccacgacc atgcagggcg ataaacactt tatcaaagcc ctgttcttta
  3960181 agctgagtta ccggaaaatc tttggtatcc accccataag catcgatacc ggcttctttc
  3960241 aagcctgcca ataccgcctg acctgacagt aatgacactt cacgctccgc agaggtccca
  3960301 cccagcaata ccgcgacttt ctcagccatg atgttcctcg tcttttaact gtggctgcaa
  3960361 tttatgctca gccaatttac gggcaatttt accaatgtta cctgcgccct gaaccaagat
  3960421 caggtcttcc ccgttcagta tttgcgccaa catttcaggt gctgattcgc tgtctggcac
  3960481 taaaataggg tccaacttac cgcgattacg aatcgttcgg cacaacgcgc ggctatctgc
  3960541 ccctgggatc ggtggctcac ctgcggcata cacatccagc atcaataaaa catcgacctg
  3960601 tgacagcaca ttcgcgaaat cgtcatacag atcgcgggtt cgggtatagc ggtgtggctg
  3960661 aaagagcatg acaatgcgtt tatccggcca accagcacgt gcggctttaa tggtggcatc
  3960721 cacttcggta gggtgatgac cataatcatc aaccagcatc gcactgcctt ctttaccgtt
  3960781 aaccggggcc agtgggaagt tgccgaggaa atcaaaacgg cgccccgtcc cttggaaacc
  3960841 cactaatgca cgcaggatat cttcgtcttc aatgccttct tctgttgcga cagcgactgc
  3960901 tgccgccgca ttcagtgcat tgtggcgacc tggtgcattc aaggtcacct ctatcaacgg
  3960961 tttatcctga cggcgcaacg tgaagtgccc ttgtgggcct tcttgccgat agctggcgat
  3961021 ctgcacatca gcatcatcac tgaaaccata ggttgtgatg tgacggccaa cacgtggcaa
  3961081 taattcacgc actacgggat catcgataca catcaccgca cggccataaa agggcaaatt
  3961141 gtgcaaaaag ttaatgaatg tctgttttaa attttcgaag tcgccttggt aggtatccat
  3961201 atgatcggct tcgatattgg taacaatcgc caccatcggt tgcaaatgca ggaatgacgc
  3961261 gtcgctttca tcggcttctg caatcaggta acggctggaa cccaaacgag catgtgtacc
  3961321 cgcggccttg actaacccac cattgacgaa cgttggatct aaccctgctt cggcataaat
  3961381 actggataac atcgccgttg tggtggtttt gccgtgggtg ccagcaacgg caatcccatg
  3961441 gcgatagcgc atcaattccg ccaacatttc tgcgcggcgg atcaccggta ttctcgcctc
  3961501 acgggccgcg acaatctctg ggttatccgc agagattgca gtagaaacca cgaccacgct
  3961561 cgcatccagc acgttttccg ggcgatgatg gaaataaatc tgtgcaccca gggcagtcaa
  3961621 atgctgagtt accgagttgg gtgctaaatc tgaaccacta atctgataac cttcgttggc
  3961681 caacacttcg gcgatacccc ccatgccggc accaccgatg ccaacaaagt gaatgtgccg
  3961741 gacacgtcgc atctcgggca cgatagtacg cagtttcgcc agttgttgtg tattcacgtt
  3961801 tctcttcact tttttgtctg tcatgtattc acagcctgca ttcatcgccc actgatcact
  3961861 gtttatttca aggtcatcgc tatttcaaaa ccgtaaccat ttaaaattgt agctatttca
  3961921 aagtgatcgc gattttacgc tgacttactg gccgcaacca cttcagccgc aacacgctca
  3961981 gtcgcgtcag ggatggcaac cgatctggcc cgttcagcca tcgacagtaa tgttgcacga
  3962041 tcccaactcg ccagcaggct gctaacgctg gttgccgtaa attgtggctg ctcaataatt
  3962101 tttgctgccc ccgctttctc tagcggcaat gcattccaat attgctgccg atctttatgc
  3962161 tggaatggca caaaaatcgc gggtagcccc gccgccgcca cttcactgac cgtcagtgca
  3962221 cctgaacggc acaccacgac atcagcccag gcataagccg ctgccatatc gtcgataaat
  3962281 tcaaccacta ggtgcccggc ctgccccgct tgttggtaag cctgcgatac ctctggcagt
  3962341 gcgcctttac cgacctgatg ccacagcgtt atttgttcgc ccagacttgc agcaaccaaa
  3962401 ggcagggtct gattcagtat tcgagcgcct tggctaccac cgatgaccaa gacccgaatc
  3962461 ggcccttcac ggccgctcaa acgcactgcg ggtaatggca aggccagtac atcggtccga
  3962521 accgggttac ccacgacatc cgcgttgggg aatgcccctg gaaatgcctg taaaactttt
  3962581 ttggcgatcc tggccaacca acggttagtc agacccgcaa tcccattctg ctcatgcaat
  3962641 accaccggta cgccacacag ccaggcggct aaaccaccag ggccagaaac atacccgccc
  3962701 atgcccaaca ccacattggg ttggtaatct cgcatgattt tctgcgcctg acgcaccgca
  3962761 cgataaatac gtatcggtgc tgtcaattgg gccattaggc ctttgccacg caagccggaa
  3962821 attttaataa aatcaatttc aatgccatgt tggggaacca gtgacgcttc cattctgtcc
  3962881 gcagtgccta accaacgcac ctgccagcct tgcgccatca aatgatgtgc cacggccaaa
  3962941 ccggggaaga catgcccccc ggttccaccc gccatcacca tcaaacgctt ggtcttccca
  3963001 ctcatcgggc actccttaca aacgcctggg cttttgccag ccgcgtttca aaatcaatac
  3963061 gtaacaacag cactatcgcc gttgacataa ttatcaggct tgaaccaccg taacttatca
  3963121 ggggcaacgt caggcctttc gtcggcaaca ttccggcagc ggcaccaacg ttaaccagcg
  3963181 cctggaaact gaaccagata ccaattgaac aagccaaaaa gccagagaat cgttgaccaa
  3963241 tctccaatgc acggcggcca atggacatcg cgcgaaaagc gacgaagaat accatcaaca
  3963301 gggccaaaac cacaccgaaa tagccgagtt cttcacctaa aatcgagaaa ataaaatcgg
  3963361 tgtgcgcctc cggtaaatac tccagttttt gtactgaatt acctaaacct tgcccccaaa
  3963421 actcaccacg gccaaatgcc atcagtgact gggttaactg atagccgctg ccaaagggat
  3963481 cggcccacgg attccagaag gatgttacgc ggcgcatacg ataaggctcg gcgataatca
  3963541 gcaaacaaac cgcgaaggca ccagaaccga taatcgccat aaactgccac attttggcac
  3963601 ctgccaggaa cagcatcgcc agcgtggtga taaacagcac caccaccgtt cctaaatcgg
  3963661 gctgggccag caacagcacc gccagaatga ccatcacgcc catgggttta caaaaacccc
  3963721 agaagttact gcggacttct tcaaccttgc gcaccagata gctggccaaa taacaaaaca
  3963781 gagacaactt ggataattcg gccggctgga tacgcaatgg ccctagtgca atccaacgtg
  3963841 atgccccgtt taccgagcta ccaaccacca aaacaacgag cagcaaaaca atggaaatca
  3963901 ataacatgat attgctatag cgctgccaga catccatcgg aatacgtagc gtcaccagtg
  3963961 acaaaccaaa cgctaatgcc agatagagcg cgtcacgttt agcaaacagg aaagggtcat
  3964021 tagccaagcg ctgaccgatt ggcattgacg ccgacgtcac catcacaaaa ccaataatcg
  3964081 ccaaaccaaa tgtcagccac agcaaggttc tgtcataaag caccatgctg gtggtgtcgc
  3964141 tctcccgcga ccccatgaca taatgtttta aggtattaaa cagccccagc cccggcatac
  3964201 gcatcagcct aactcctctg ccagacgagc aaactcatta ccacgatgct caaagctgcg
  3964261 gaattgatcc aggctggcac acgcaggtga cagcagcacc ctatcgccgg gtagcacaac
  3964321 ttttgccacc aacgccatag cctgcgccat cgtctcggta agttgagaga cgtcagggcg
  3964381 caacgcagcc aattgaccgc catcgcggcc aaaacagtag accttgatgc gatccccttg
  3964441 caggaagtgc gttaacccgg agaaatcagc agatttaccg tcgcccccca acaataaatg
  3964501 caaggtgcca tcaacctgta aaccatccag cgcggcttca gtgctgccca cgttggtcgc
  3964561 tttggagtcg ttgatccagc gcacaccatg gcgctcaagc accaattgga agcggtgtgg
  3964621 caagccggaa aaggtcgtca aggctttcaa actggatgcc cgtgggatac ccacggcatc
  3964681 agctaatgcc agggcggcca gcgcattggt atagttatga cgcccactta atttcatttc
  3964741 acgggtgttc agcactttct caccacgaac ccgtaaccaa atttcaccct gctgcttatt
  3964801 caggtggtag tcaccgacat cgaccccaaa actgatgcaa cggctatcag caccacggac
  3964861 cggcatggtg agtgcatcat cggcattcac gacacaaacc ttggcatttt catacacccg
  3964921 cagtttcgcc gcacggtatt gctgcaaacc gagtggataa cggtcagtat gatcttccgt
  3964981 cacgttcaga atcgtcgcag cagaggcccg caagctgtgg gtggtttcca gttggaaact
  3965041 tgataattcc aagacagtta attggttatc ttgcttcagc aatgtcagtg ccggaacgcc
  3965101 gatattgccg ccgcccccca ctgaccaacc tgccgctttt gccatctcac cgaccagcgt
  3965161 cgtcacggta cttttgccgt tggagccagt gatagccaca accggtgcct gattttcacg
  3965221 gcagaacagt tcgatatcgc caatgatctc gacaccggcc tcggcggctt cacttaatgc
  3965281 aggatgtgcc agagccatac cggggctaac aacaattaaa tcagcgtcca gtagccattc
  3965341 ttggttcaaa tcacccacat gctgttcgac actttcgggt aattgatcta agcccggtgg
  3965401 attgatgcgg gtatccatca cgcgcggcgt gacaccacgc gctataaaga aatcaacgca
  3965461 ggaaaggccg gttagcccca gcccgatgat gaccactttt ttaccctgat aatcaaccat
  3965521 aattaccgca ccttcagcgt cgccaggcca atcagcacca gcatcagcga aataatccag
  3965581 aaacgcacga tcacccgtgg ttctggccag cctttcagtt cgtagtgatg gtgaatcgga
  3965641 gccatgcgga aaatacgctg cccacgtaac ttaaaggacc caacctgcaa gataacggac
  3965701 agggtttcaa ccacgaagac cccacccata atgactaata agaattcctg acgcagtaat
  3965761 acggcgatag tgcctaatgc gccacccagt gccagtgagc caacatcgcc catgaacact
  3965821 tgcgccgggt aggtgttaaa ccataagaaa cctaaacccg caccgacaat cgcggtacag
  3965881 acaatgacca attcacccgc atggcgcagg taaggaatat gcagataagc ggcaaagttc
  3965941 acattaccgg ttgcccaagc gactaaggca aaacctgccg caacgaacac cgtcggcata
  3966001 attgccaacc catccagccc atccgtcagg ttaaccgcgt tactggtacc cacaatcacg
  3966061 aaatatgcca gcaggacata cagcaagccc aattgcggca tgatgtcttt aaagaagggc
  3966121 acgactaatt cagtggccga ggtatctttg ccaatgctgt acatcgtgaa tgccgcagcc
  3966181 aaggcaataa ttgactgcca gaaatacttc cagcgcgcga tcaaaccctt ggtgttttta
  3966241 cgcacaactt tgcggtaatc atcaataaaa ccgacgatgc cataacctat aagaatgaac
  3966301 agcacacacc agacatatgg gttagaggga taagcccaca tcagaaccga aatggtgatg
  3966361 gagaagagga tcatcaggcc gcccatggtt ggcgtaccgc gcttactgaa atgcgactct
  3966421 ggcccatcgt tacgcacaac ctgaccgatt tgcagctttt gcaaccaggc aatcaagtgc
  3966481 ggccccatcc acaatgaaat aaacagtgcg gttaatagac tcacgatggc gcggaacgtc
  3966541 aaataggaaa agacgttaaa gcctgagtaa aatttcacta agtattcagc caaccaaact
  3966601 aacatgatgc cttctcctgt aacgcacgca cgacattttc catagcggcg ctacgtgaac
  3966661 ctttaattaa aacagtgata accggatatt cgttcagcaa cgcgtttaca cgggtgctca
  3966721 atgtattttg atcctgaaag tgttcgccat tcccgctcgc actgctcagt atctggctca
  3966781 atgtgccaac gcttaatact ttatcgacgc ctgcgagttt cgcggcttca ccaacctgac
  3966841 gatggcaatc tgccgcggtt tcgcccaact cggccatatc accgaccacc atcacccggt
  3966901 aacccggcat ctcggccaag acctgtgcgg cggcaatcat ggaacccacg ttggcgttat
  3966961 agctgtcatc caacagcaat tggccttccg ctaatgggac ggggaataac cggccaggta
  3967021 ctgcttgtaa ctgcgccaac ccttggcgta ctgcggctaa atccgcccca accgacatgg
  3967081 ctaatgctgc cgccgctaac gcattggcga tgttatgctg ccccggtaga ggcaattcga
  3967141 tagccacggt gccaaacggt gaatgcaaag tgaaggaggt gagttgaggc gtgatccgca
  3967201 catcactggc atagaaatca atatgttctg cggcgtgggg cgagaaacgc caaacccgtt
  3967261 tgttatgtag cgtttcttgc cagtgcggcc agtcgttact gtcggcattg ataatcgccg
  3967321 tgccattggc aggcaagcca gcgaagatct cacctttggc ttgcgccaca ccggccagcg
  3967381 aaccaaaccc ctccagatga gcggcggcta aattattcac caaagcgctt tctggacggc
  3967441 ttaaatcggt ggtgtaggca atttcaccaa catggttggc accaagttca ataacagcaa
  3967501 aatcatgttc ggccgttagg cgcagcaatg ttagcgggac accgatatcg ttattaaagt
  3967561 taccggcggt atacagcaca ttgccgcatt ggcgcaaaat cgctgccgcc atttctttta
  3967621 ccgaggtttt acccgatgaa ccggttaatg ccactatccg agccggaact tgctggcgaa
  3967681 cccaagccgc aaattgccct aacgccaagc gcgtgtcttt gacaactaac tgcggccccc
  3967741 ccaccagtaa gcgtttactt accagcaaag cgccagcacc tgcggcaata gcatcttcgg
  3967801 caaaatcatg cccatcaaaa cgctcgcctt tcagcgcaac aaacagacaa ccagcagtga
  3967861 ccttacgggt atcaatggtc acttcagtta tctcaatatc atcgctgact gattcagcaa
  3967921 cgatatattc agcattaagt aagctagcca gaaaacgcag agagacctta atcatgcctg
  3967981 cccccctaac aaacgcgcga cggtgacacg gtctgaataa tccaagcgac gattgccaac
  3968041 taattgataa tcttcatggc ctttaccggc aatcaggaca acgtcgtctt ctttggcttg
  3968101 cataatggca ctggttacgg cttcggcacg gccatgtatc gcctgcacac gccccgcgtc
  3968161 cagcaagcca ctgagaatgt cagcaacaat cgcctgtggc tcttcactgc gtgggttatc
  3968221 atcggtcacc acgacacagt cagccagttg ttctgcgata ccgcccataa gtgggcgctt
  3968281 acctttatca cggtcaccgc cacagccaaa cacacaccac agcttgccgg tgcaatgtaa
  3968341 acgggcggcg gccaaggctt tttctaatgc atctggcgtg tgggcataat ccaccacaac
  3968401 ggttggttta cccggcgcat taaacacttc catacgccca caaaccggtt gcagatgagg
  3968461 cgctgcagct aacaactgcg ccatgggata cccctgaacc agtaacgtcg ctaatgccac
  3968521 caacaagtta ctgacgttga aagcgcccat cagacggctt tctagctcgc cttcgcccca
  3968581 gcttgaatca aacgcgatgc tggcaccatt atcgtgataa atcaccttgt tggcagataa
  3968641 ccacgggcca ttccagcctt tggggacatt gcctgccatg ctgacggcga cagcctgcgg
  3968701 caattggctt aaccaacggc ggccaacgtc atcatcagca ttgataattt tgtgttcgga
  3968761 ctgatgagtg gagaacagca gccatttggc cgcctcatag ctcgtcatat tgccgtgata
  3968821 atccagatga tcgcggctta agttagtgaa cactacggct gcaaaggata acgcagcaac
  3968881 acggtcttga atcaaaccgt gggaagaaac ttccatggcg gcaaaagtcg caccttgatc
  3968941 aaccagatta cgcagcaaat gttgaatatc tacggcagaa ccggtggtgt tctccgtggg
  3969001 tatcacctgc cctaataaac cattacctac ggtgcccatg actgcactgg tttcgcccag
  3969061 cgcctggctc cattgtgcta acaattgcgt agtggtggtt ttgccattcg ttccggttac
  3969121 accgaccaaa cgcaatgcgg cgccaggctg atggtaaaac tgcccagcca gcgtggataa
  3969181 gtgctgattc aaattacgca aataaataac agggacgcca tgtatctcgg caacgctgac
  3969241 atccggtgcg acaccatcgg cttcggccac aattgcagcc acaccctggg cgatagcttg
  3969301 cgggatgtag cgacgcccat ccgtctggtg gccaacaacc gcaacaaata aatcgccggc
  3969361 agctgcaata cggctgtcta atgtcatttc ccgtagcgcc cgctccggga cgtctagccc
  3969421 ccaaggagcg aataagtcgc gcaaattacg atctgccacc tgaaccctct tttgtattaa
  3969481 tcactaattc gcttttatca ccggtgggta acgcatctgg ctcaatgttc atggtgcgta
  3969541 aaacgccgcc catgatggca ccgaataccg gtgcagaaac cgcaccaccg taatatttcc
  3969601 ctgcctgcgg gtcattgatc accacaacca gagcaaatcg agggttactc gcgggcgcaa
  3969661 cgccagcggt gtaagcgagg tatcgatcca tatacttgcc atcgggaccg acttttttgg
  3969721 ccgtaccggt tttaatcgcg atacggtagc ctttgatcgc cgctttggta ccaccaccgc
  3969781 caggcagtgc cacgctttcc atcatatgaa ccacggtgcg taccaggggt tcagggaaga
  3969841 tgcgttcacc ggcgacaggt gggtcaactc gggttatcga cagcgggcga tagaccccca
  3969901 tgctgccgat ggttgcatag actcgcgcta gttgtaacgg tgttaccatt agcccgtagc
  3969961 cgaaagagaa ggtggccctc tctatgtcag accaccgttg ttttttagga tataagccac
  3970021 tgctttctcc gaccaacccc aaattggtcg ctttcccaaa cccaaaccgt gagtaagtat
  3970081 ctactaacgc tgaggatggc atcgctaacg ccagtttaga aacaccgacg ttactcgact
  3970141 tctgtaagat cccagtgacg gatagctcag cgtaacgggc cacgtcttta atctggtgac
  3970201 cgttaacaaa gtacggcaag gtattcagca cactgttctc tttcacaaca ccatgctgta
  3970261 aggccgtcat cactaccatt ggcttgactg tcgagccggg ttcaaaaata tcggttattg
  3970321 cccggttacg catcgcgtct ttcggcgtac cggttaggtt attcgggttg taagacgggc
  3970381 tgttcgccat cgccaagact tcaccggtgt tcacatcgac taataccgcc gtgcccgatt
  3970441 ctgctttgtt aaacgccacc gcattattga gctcgcggta caccaacgcc tgcaaacgct
  3970501 cgtccacact cagcaccagg ttatgcgccg cctggctgtc aacagaggag atatcttcaa
  3970561 taacacggcc ataatggtct ttgcgcaccg ttcgctcgcc cggttggccg gtgagccagc
  3970621 gatcaaaact tttctcaaca ccttcaatcc cttgcccatc gatattggtc acaccaataa
  3970681 tgtgagccat cacctgacct gccggatagt agcgacggga ttcctgacgt agatggatac
  3970741 cgggtaattt cagcttgcgg atgtagtcgc caatcgcggg gttcacctga cgggccagat
  3970801 agacaaagcg gccttttgga ttggcattaa tgcgcgtggc aagttgatct aaagggattt
  3970861 ctaatgcatc cgacagggct ttccagcggg tatccagaga gatccccccc tgttcaatca
  3970921 gttcttttgg atcggcccaa accgcattga cgggtacact gaccgccaaa gggcggccag
  3970981 agcgatcgct tatcatgcca cgcgccgtcg gcacctcttg tactcgcagc gagcgcatat
  3971041 ccccctcgcg caccagctta tcggggttga tcacttgcag gtatgcggta cgcataatca
  3971101 gcccaaccaa tgccagtaaa atacaaccgc acagcaacgc aaaacgccag ctaataaagc
  3971161 tggcttgttc ttcctgacgc tttaacttcc cggggcgcgc tgtcttcatg tattaccttg
  3971221 gcgactgcga gtcatgatgg tcactgattc ctgtactggt taaaaaacaa cctattattt
  3971281 aatcacaatg ttttcttgtg atggatcgac atgctgcatt ttcagttttt caatagcgat
  3971341 actttcaacg cggctgtgat cgcctaatgc attctcttct aaaattaggt tgcgccactc
  3971401 aatatccagc gcatcccttt ctaataccaa ctgctcacgc tcggcggtca gtaagcgagt
  3971461 acgatgcgcc gtggtcacga cgagcacggc agagatcaac accgcgacca gtaggattaa
  3971521 tgggattttg gcattgcgga taagatctgc cccaatgacc ccgactaaac catgacgctc
  3971581 gttgcctatc actcaccgat cctctcagca aaacggagta ccgagctgcg agcgcgtggg
  3971641 ttttcagcaa tttctgcatc ccctggcatc attttgccaa ccgatttcag tgtgcgccct
  3971701 cccatgctgc gcagttgtgc ctccgtcaat ggcaagcctg cggggacctg tggcccacgg
  3971761 ctatgatgac gaataaagtt tttcacaata cgatcttcaa gggagtggaa gctgatcact
  3971821 gacaaacggc cttcaggcgc caaaacctcg tgcgcgccat cgagtgcacg ttcgatctct
  3971881 tccaattcac tgttaatgta aatacggata gcctggaagc tgcgagtggc tggatgctta
  3971941 tgcttatccc taaacggact ggcattagcg atcaggtcag ccagctcttt ggtccgtgtc
  3972001 atgggctgag tgaggttacg ctcaacaatc gccttggcca aacgcttggc aaagcgctct
  3972061 tcgccgaagg ttttcagcac ccaggcaatg tcatcagcgc tggctttcat cagccattca
  3972121 gcagcagaca ggccacgaga agggtccatc cgcatatcca gcggcccatc acgcataaaa
  3972181 gagaagccgc gttcagcatc atcaagttgt ggtgatgaaa cgcccaaatc cagcaatatg
  3972241 ccgtcaatac ggccaacgag atccagatcc cgcacataat gtgctaaatc agaaaaagga
  3972301 ccatgtacga tagagaaacg ggggtcggtg atctgtttcg ccgcttcgat agcttctgga
  3972361 tcccgatcaa ttgcaattaa gcgcccttct ggcccaagtt gggacaaaat caaacgcgaa
  3972421 tggccgccgc ggccaaaagt gccgtcaatg tagataccgt tatcacggat attcaggccc
  3972481 tttacggcct catccagcaa tacactggta tgtttgtagt tgttatctac cgttttgttg
  3972541 ttgtctacca tacttatagc gataagccct gtagccgctc agacaaaggt tcctgagttg
  3972601 actgttctgc gtcgatgtca tccttgactt gttgatacca ggtctgttca tcccacagct
  3972661 caaatttatt gaactgccca accagcatca cttctttgtt tagcccggcg tgctgacgca
  3972721 atgtccctgc aatcagtaag cgcccagcgc cgtccatctg acattcactg gcatgcccta
  3972781 acagcaaacg ctgaactcga cgttcagcag ggttcatgct cgacagacgc gataactttt
  3972841 gttcaatgat ttcccattca ggcagtgggt aaagcaacag gcatggttgg tgaaggtcta
  3972901 tggtacagac catctggcct tgcgattcct cattcagtga ctcccgataa cgggtaggta
  3972961 cggcaagccg ccctttactg tcgaggttaa ccattgttgc accacgaaac atgactgagt
  3973021 taccccttca cgacccaatt caccactttc ccccacaaat ccccacattt aagagtttac
  3973081 ggatggtatg aaaaccttgt caagccagag ccgatgcggt ttaacaatat ttatgggttg
  3973141 tttttgcgat atatcccata gaaggggata ttttaaggga tgaaatagaa aataacgtca
  3973201 tgataaacgg gctatttttc cgccagtaat tctggctact taaataaata ataaattgtc
  3973261 aattaattgt ctcattattt ccttctgcaa ggaaggtctc actttcagta tgaaaattac
  3973321 actattcgaa atggagcaaa ctgagtgcaa atcctgtgac tactggtctt ccctaaagcg
  3973381 cgctagcagt aaatgaggct caaaaccacg ctgacacaat aatacccttg cagataacca
  3973441 gcattacagc ggcgtcattt tacttcaatt agctgacgag agatttatct attttgaaat
  3973501 aaattattag tgcgtatttt ttgtcacgat tgaaatatga atctcttcgg acagataact
  3973561 cttaaattaa aaaaacgggt taaatatgag gttattgaca aagtgcccgc gacggagaga
  3973621 acaggcagat cgtaaagacg ccgtaaatac atccatgtag gctcgagccg cgccatcctt
  3973681 ggcgcggacg ctttactcct ctgcctatcc tcaccgttca agatcgagtc atcggggttt
  3973741 gtcagcagtc tggttaaata tgtgtgtttt ttatcttctt ctgtttgcag tttggcttaa
  3973801 acggcagaaa ataccggcgt ttttcacaga aacaacaacc aactgttttt taaaggaaat
  3973861 cctattaatt tttgttttaa tcaccaaaaa aaggacattt ccccacagga taaagtataa
  3973921 aaatcagtca aatgttaaaa ataaaaattt tatgctggtt atattaacca attcagtaat
  3973981 gtaaactacc aacaaaacaa aataacgaca caataaccct atatttaaat aataatcaaa
  3974041 atataaaacc aactaatgat tttgataaaa agctttttgg cagatttatc tcccaagcat
  3974101 ggagtttatt acaatgtttt caactgggcc tcgttggcgt agcgctgtag ccgatacctt
  3974161 tgcactcgtc gtgtattgtt ttgtcatcgg catggcaatt gaagtggtta tctcgggaat
  3974221 gaccttccgg caatcgcttt cttcgcgcct gctctcaata cccgtcaata ttcttattgc
  3974281 ctggccttat ggtatgtatc gagatgcttt tatacgtttt gcccagcgcc atgctggcca
  3974341 gcgtttttgg gcacgtaatt tggctgatct attagcttat gtcagtttcc agtcaccggt
  3974401 ttatgccatg attttgtggt cggttggggc agatttcgag caaatgatat cagcggtcgc
  3974461 cagtaacgcc gtggtttcaa tggttatggg ggtggcctac ggctattttt tggaatattg
  3974521 tcgccggcta ttccgcgttg caggttatgt ttgatctacc tgttcgttat cttttatggc
  3974581 gcggacactt ggctccccgg cctatcctca gcatcttcag atcgcgttat cggggtttgt
  3974641 cagcaatcaa aatcagggcg ggtgccctga ttcgttatag tgaactacct gcggcttagg
  3974701 cttagagtgc cacggcggaa taaattgcgg cgaatccgcg ttaaccccgg ttttggctta
  3974761 tggggttcat ccagactggc caataccagc tccagcaccc gttcagcaac atcacgatgg
  3974821 cgctgtgcca ctgccaatac tgggcattca aggaaatcta acagctcgtt atcaccaaaa
  3974881 gtcgcaatgg ccagattgca gggtaagcgg ccactttgtt ttagggtgac gtccataaca
  3974941 ccctgtaaaa gttggaatga cgtggtaaac agtgcctgtg gcattgggtg cgttttcagc
  3975001 cattcagcaa acaacacacc tgcggcttcg cgttcatagc tgttggcata taggtattcc
  3975061 actttacgcg gatcgtcctt ccacgcttca cgaaagccca tctcacgcag aaaactgact
  3975121 gacagctccg gtagcgcccc cagataaagc accgattcag ccgggaagga gcgcagttct
  3975181 tgcgctaaca tctgcgcatc ttcctgatcc gccccgacca cactgataaa atgctcacga
  3975241 tcaagcgccc gatctaaggc aatgatcggg aatgggtctt tggcccagcg ctgatagaaa
  3975301 gggtgttctg gcggcaatgc cgtcgacaca atgatcgcat caacctggcg ttgtaacagg
  3975361 tgctcaacgc agcgcatttc attatccggc tggtcttctg aacaggctat cagcaactgg
  3975421 taaccacgct gacgagcctg acgctccaga taattggcaa tacgggtgta gctggtattt
  3975481 tccagatctg ggatcaccaa accgatcgag cgggttctgc ccgcgcgcaa acctgccgcg
  3975541 actgcattcg ggtgatagtt atgttccctg acaaccgcca taactttatc tactgtttta
  3975601 tcgctgaccc ggtactgttt cgctttgcca ttaatgacat aactggccgt tgtgcgcgaa
  3975661 acgcccgcaa ggcgcgcgat ctcatccagt ttcacgttaa ccccttataa acccagtaaa
  3975721 gtgatgaaaa gcagagcgct ctgccgagag ccagcatccc tgtgtctttt cagccgaact
  3975781 tatcgaccca gaggatgata agtgaaccca aaaaatttgc ctacccagag ttatcagcgt
  3975841 tgcagccaga cggcaagcga acgatcctga tgaactgatt tagatcaaat gatttgagtg
  3975901 agcaagagcc gctagccaac aatttggcct ccagagcgat ctaacctcca aaataaggtg
  3975961 atctccggat aaacaggcta tagacatagt ttaactatgg atataatccg ttatagatct
  3976021 aaccgcagaa ctcactattg agcaaccgct ttaacggtta tataacgcta cttaggttaa
  3976081 aaaataagaa aaataaatat cctccggcat agccggaggt ttttcatatg cgcctataag
  3976141 gctctgttac cagccgcgcc ctaacaggcg catcgcgatc tgacatttgc atctatggat
  3976201 tacttacggc ccgtaaacgg gctaccggga tacgggatcg agagttgctc acccatttta
  3976261 tcctcttcca attggtgctt tatgtattct tgtatcctgg ccgtgttttt ccctaccgta
  3976321 tcaacgtaat accctcgaca ccaaaactcc ctgttacggt atttgaactt caaatcgcca
  3976381 aactgctcat aaagcatcag actgctcttt cccttcaggt accccataaa tcccgagaca
  3976441 ctcatcttgg gcgggatctc cagaagcata tggatgtgat ccacacagta ttctgcttcc
  3976501 aggatattca cgtttttcca ttcgcacagt tttcttaaaa tactgccaat cgctctgcgt
  3976561 ttttccctgt agaacacctg ccttcggtac ttcggcgcaa aaactatatg atatttacag
  3976621 ttccatcggg tgtgcgctaa gctcttttca tccctcattg ggaccccctt ttgatttctt
  3976681 gttgaacatt tgcagttgcc agaccgcaaa ctgttttaac aaatcaaaag gggtttttat
  3976741 aactgaccca aagctgaaag ctttactgaa cccccagcct agctgggggt tttctgggca
  3976801 caaaaaagct caacgctatg cgctgagccc gatcattaga gcgaaatcag cattaattaa
  3976861 cgcatgattt tgtcaccacg cgatacgccg acaatcccag agcgagcaac ttccactatt
  3976921 tcagcgactt cacgcaccgc attcaaaaac gcatccagct tctcgctagt acccgctagc
  3976981 tgaacggtat agagcgttgc ggtcacatcc acaatttgcc cacggaagat ttctgcacaa
  3977041 cgcttcacct cttcacgacc ataaccactg gcttgcaact tcaccaacat gatttcgcgc
  3977101 tcaacatgtg agccagaaac caactcactg acacgtaaga cgtccaccaa cttgtgcagc
  3977161 tgcttttcaa tctgctccag aaccttggca tcacccacgg tctggatggt catgcgggaa
  3977221 agcgttgggt catcggttgg cgcgaccgtc aggctttcga tattatagcc acgctgagaa
  3977281 aacagcccca ccacccgtga gagtgcacct gactcatttt ccagcagtac tgataaaatc
  3977341 cggcggcgca taattaagtc ctctccgttt tgcttagcca catttcgtcc atgccaccac
  3977401 cacgaatctg catcgggtaa acatgttctg tttcatcgac agtcacatcc acaaagacca
  3977461 aacgattggt ttcggataat tgtgtcagtg cgtctgccag cttactttcc agctcatccg
  3977521 gcgtattaat agccacacca atatggccat aggcttcagc caacttgaca aaatcaggca
  3977581 gcgaatccat atacgactga gaatggcggc ctgaataaat catgtcctgc cattgtttca
  3977641 ccatccccag atagcggtta ttcaggttta ataccaacac tggcaagtta tattgcagtg
  3977701 cggttgataa ctcctgaata ttcatctgga tactgccatc accggtcaca caaacgacgg
  3977761 tttcattagg caaagccaat ttaaccccaa gcgccgctgg caagccaaag cccatcgtgc
  3977821 ccaagccacc ggagttaatc caacgacgtg gcttatcaaa gggatagtaa agagccgcaa
  3977881 acatctgatg ttggcccaca tcagaggtaa cgtacgcatc gcctttagtc agacgatgta
  3977941 aggcttcaat caccgcttgt ggcttgattt tcccactgtc tttgttgtag cccaagcaat
  3978001 tacgggtgcg ccattgttca atggattgcc accaatcgcg caagctatca aaatcttgtg
  3978061 tacagccgac ctgcgacaac aaatctaaca tttgtgtcag tacttgtttg gcatcaccca
  3978121 caatcgggat atcggcggtg accgttttcg agatcgatgt cggatcgata tcaatgtgta
  3978181 gcactgtggc atcagggcaa tattttgcta aattattggt ggtacgatcg tcaaaacgga
  3978241 caccgacggc aaaaatcaga tcagtattgt gcatggccat attggcttca aaggtaccat
  3978301 gcatccccaa catgccgaca ctttggcgat gcgtaccagg gaaactgcct agccccatca
  3978361 gagagctggt taccggtaag ttcagcttct ctgccaatat cagtaattct tcatggcaag
  3978421 cggcgttaat cgcaccacca ccgacataca taatgggccg tttagccgcc ataatcgttt
  3978481 gcagtgcacg cttaatctgc ccacggtggc cttgcaccgt aggattatag gagcgcaaac
  3978541 tgacttgctc tggataggcg taaggcattt ttactgctgg gccgacaatg tcttttggca
  3978601 agtcgataac caccggaccg ggacggccag tggatgccag ataaaaggct tttttcaaca
  3978661 ccatcgggat gtcttctgtg cgcttaacca agaagctatg tttgaccact gggcgggaga
  3978721 tccccaccat gtcacattct tggaaggcat caaaaccaat caatgagctt ggcacttggc
  3978781 ctgaaagcac caccattggc actgaatcca tataggcggt cgcaataccg gtaatcgcat
  3978841 tggttgcacc aggaccagac gtgaccagta caacaccgac ctcgcccgtt gcccgcgcat
  3978901 aaccatcggc catgtgaacc gcaccttgtt catggcgcac cagcacgtga tcgatgcctc
  3978961 cgaccgtgtg cagggcatcg taaatatcaa gtacggcccc gccgggataa ccgaatacat
  3979021 gcttaacgcc ctgatcaatt aacgatcgga ccaccatctc ggctcctgac aacatctcca
  3979081 tgggttttgc ctccgggctt agtttgctca ttggataacg ggaattcatt tccacgatat
  3979141 tctgtaggaa aggcgcaacg cctctttatt cttatttgtg gcttcttact tatttgagcg
  3979201 tttttaacgt aacgaattta ttaacataac gtcagaattt ctggcaggca aacagcaatt
  3979261 ctccgcacta aagataatta tattggtcac gcgctgaaat tacgtcaatt aaaggaataa
  3979321 tcccccagaa aacaagttaa aactggttta taacatcgag gtagtgaatg gttatggaac
  3979381 taaatcaggc tgataatttt cactcgttgg attcagtaga atgatgggaa ttacccataa
  3979441 ataggtaggt cagggccaaa cacagcagaa cggtcagaaa gacagcagcg accagtgtga
  3979501 gacttaacac cggtcactgc ggggaggaat ggtgaacaaa ttaatcgcta tacatcaagt
  3979561 caatttcatt ctgatagcgt tgaagaatga ttttccgccg caacttcatc gtaggcgtta
  3979621 actcaccggt ttccatagtg aacgcctgag gcaacagcgt aaactttttt acttgctcaa
  3979681 acagagccag ctctttttgt atctctttca gccgttgctc aaacatgtta acaatgtggc
  3979741 tatggcgcaa tagctccaac cgatcgtgat atttcaagtt gatggatcgg gcatactctt
  3979801 ccagcgattc aaaactcggg acaatcaacg ctgatacaaa tttgcgggta tccgcaataa
  3979861 tcgctacctg ctcaataaaa cgatcctgtc cgagtgtgcc ttcgatcatt tgtggggcaa
  3979921 tatatttccc ccccgacgtt ttcatcaggt ctttcagacg ttcggtaata aacagatgac
  3979981 cctgagcatc cagagcaccc gcatcccccg tcttaagcca tccgtcttcg gtaaaggctt
  3980041 ctagcgtctc ttgtggcttt ttgaaatagc cacgcatcac gataggccca cgcacctgaa
  3980101 tttcattctc tgcccctaag cgaacatcaa tacccggtaa gggcttgccg atagaaccaa
  3980161 agcggaagtt ttgctcttcc caacaagaaa ccgtggcaca ggtttcagtc atgccatagc
  3980221 cgtatttaat attgacccca atcgcctgga aaaacagaat gatattatca tctaaccgtg
  3980281 cgccagccgc gggcagaaaa cgtacccgcc cccctaacac accgcgtaat ttgcgcaata
  3980341 ccaaacggtc tgccagtgtg tacatctgct ctgagagcca aggtaatggc cgcccctgct
  3980401 gcaaccgttt gaatttacgt tcaccgcacc ccactgccca gtggaatagc acgcgttgat
  3980461 gccactttgc caaggcgact ttgtcattaa tcgcgctgaa tactttctcg tagaagcgag
  3980521 gcaccgcgca catcaccgtt ggttttactg cctgcatagc agagcgcacc caatccgtat
  3980581 tacggatata gacgttctga gcaccggtat gcatcacata gaaactccag gctctttcaa
  3980641 aaacatgaga taacggcaaa aaactgaggg acacatcttg tggtgtgagg gttaaccgct
  3980701 ggtcatgcaa atagagttga gctgccatat tacggtaatc caacatcacg ccttttggct
  3980761 cccccgtggt acccgacgta taaattagcg taaacagatc gtctaaatca cagccttcaa
  3980821 tgcgcgtagt taacaggtgc tgttgtacgg tatcgggttg ctgttgctgc tcaaagtcag
  3980881 ccaaatgctg ggcgtactca cagccacgta agtccaccgc aggatccaag acgatgatat
  3980941 gagccagttg cgggcagaga ggttgcagcg tgatggcaat atcaaattgg gattgctcac
  3981001 cgacaaacaa aatccgcaca tcagcatcat tgacgatata ggctgcctga gcggcggtat
  3981061 tggtggcata caaggggaca ctaacgccac gtaactgtaa aatagccaga tcgacaagtg
  3981121 accacgccat actgttatta gcaaagatgc caatgcgctc ttgtattgca gcccccaaag
  3981181 agagcaatgc agtagaaatc cgagtgacat gctcgtcaat ttgctgccag ttgagctgct
  3981241 tttcaccctc tggtgaccat tcacgaaagg ctaccagctc tgaacggtca ctgacttgct
  3981301 gacgcaacct acgtaccagg tgatattgat gtaatttatg aatcataaag aattaccgct
  3981361 cgctggtgaa atatccatta aagtgtgttg caagatttgt acgacaacat tcagcgtaca
  3981421 ggtgttcact tttttttcgc gcagtctact cactctgtgc gctatggcaa ataatattcc
  3981481 atataagagg taaggttttg atgaaaaaca caacgggctg gacgataaat tagcgggagt
  3981541 ctccgtcatc ccatggcatt tcattgaatt gaattgaatt gaattgaact gaactgaacg
  3981601 agcgatcatg tgcaataggc gttgttgtgt acgctatcag tttcgatggg taatcatttg
  3981661 tgacaaacac tctattttga aaaacaatct atttcgataa acaatctatt ccgaaaaaca
  3981721 atcagttccg aaaaacaatc agttccgaaa aacaatcagt tccgaaaaac aatcagttcc
  3981781 gaaaaacaat cagttccgaa aaataatcag tttcgataaa cagcatacat tgccgtgagc
  3981841 gatgcgattt tttgagatga aaatatgaga tatggttagg tgaatgattg cctgctacca
  3981901 ataacaagat gaactcagca gcaggactta atgatcagaa cttaatgata aatcattaaa
  3981961 cgggagaact aaattgcccg agtaacgctt tcatccattg atggccttta tctctatccg
  3982021 tagattcatg ccatgtaagg taacaggcgc gcgaagtatt ttcccaaggt aatgaaatta
  3982081 actttagatt caacgcctca ctgtatgttt ttaccaacca gcggggagca attgccacaa
  3982141 aataagtctg agaaacaata tttagcacac tgttcatatc agtactttca taagcaatag
  3982201 attgagtact ggttgttgag tcgtaataag gctcactgaa tgaccctttt ttatctaatg
  3982261 atacaaccgc gtgagattcg gaaaggagct gattttcagt aattgaatca ttaatacgtg
  3982321 ggtgatcttt agaaacggcc agcactaatt catctttaaa taaagggatg cggtgaaaat
  3982381 ccgggcggtc gaactcggtg tagccgatga caaactcggt ctcctgataa cgtagttgat
  3982441 gctcaatgtt gtcattaaga taagatttga tgaccagttg aacattaggc gctgattgtt
  3982501 ttacccgctg tacaatctga gccgccagtc gaacatctaa cgggctacaa atcgatagat
  3982561 taaacagccg ttcactgttt ttcgcttcaa accctgcacc gggtaactca ttttgtacta
  3982621 actgcaatgc ctggcgtacc ggcccgaaga gctgacgggc tctggctgta ggctgtatgc
  3982681 cacgaccata acggacaaag agctcatcat tgaacatgac tttcaaacgg gcaacagcat
  3982741 tacttacagc aggctgggac ataccaagag actgtgccgc acgtgtcaca ttttgcattt
  3982801 gcatcacagc atcgaaaaca gttaacaaat ttaggtcgac acttcttaaa tggacatcga
  3982861 tagattcttt tttagttgct tgactgtcag ttactaagtt gtattcagac atgcttaact
  3982921 ccactaagct ttatgcagat ggcgcgatta ataaaaggac ttctctgata ttgatatacc
  3982981 cttattcttc aacgttgctc gtgccgctca ctgacgtgag ctagcgcatc aaaattcgct
  3983041 cattatttct tgctgtaaca ccaatggcta tgggtagacg ctgttgcaat atccttaatc
  3983101 tcttactatt aataacgcca atgttctctt gtattacctt tgtagggtaa atttgagttt
  3983161 catccttgta taaatgtgag atacggttca cacctaatgc attctgttgt cagtaattct
  3983221 ccataaaaaa cacataaaca aaaaacctat acaaagtcat ttatatagcc accacaacaa
  3983281 atttatatta gtaatataaa aattttaatt ataatcacca ataataaaat taacgagatg
  3983341 atcacatcac aaaatgagat gattgacaac tatgccatta ataaataata aattcatcaa
  3983401 ttaaaactta tcatttctta attttacgca gaaactcatt gaataattta aagcacttca
  3983461 ttttatttaa ttataattaa ttgatttagt cacaaaatat caagactata aatatacaac
  3983521 tcatataaaa atagttacta atctttaata agcatcataa aaaaaaatgg ataaagggcg
  3983581 atatcttaca tggatcaatt tatcttatac atctcaacac tgcccctatc actctcatta
  3983641 actcataaaa aaatcgaatc aaataggcaa aacaatcagc attcatgttg ggttgggcga
  3983701 caagccgccg cggagaaaca cggaaagcac aataacccag ataatggtaa ttatgccaaa
  3983761 caattaaaaa atcatgagcg acttgttcag gacaatactc tgtaaaaatg attattttgg
  3983821 attttagctc caattaaaag aagtcggaat tcgctcaacc agttgaagtc gccattttaa
  3983881 acaattgttg acacaaacat agaattcacg tatcaattta ggcaacgcaa tattttcact
  3983941 gatgagaagc tgaaatttat gttctactca acccgtctac taagcctact acttaacgca
  3984001 tctctcttgc gcggtatgtt ggtggacgga aatcagaact gattcagcca tcaagattaa
  3984061 caagcccgcg caaatgcgcg ggtttttttt gtgcccagaa aacccccagc taggctgggg
  3984121 gttcagtaaa gctttcagct ttgggtcagt tataaaaacc ccttttgatt tgttaaaaca
  3984181 gtttgcggtc tggcaactgc aaatgttcaa caagaaatca aaagggggtc ccaatgaggg
  3984241 atgaaaagag cttagcgcac acccgatgga actgtaaata tcatatagtt tttgcgccga
  3984301 agtaccgaag gcaggtgttc tacagggaaa aacgcagagc gattggcagt attttaagaa
  3984361 aactgtgcga atggaaaaac gtgaatatcc tggaagcaga atgctgtgtg gatcacatcc
  3984421 atatgcttct ggagatcccg cccaagatga gtgtctcggg atttatgggg tacctgaagg
  3984481 gaaagagcag tctgatgctt tatgagcagt ttggcgattt gaagttcaaa taccgtaaca
  3984541 gggagttttg gtgtcgaggg tattacgttg atacggtagg gaaaaacacg gccaggatac
  3984601 aagaatacat aaagcaccaa ttggaagagg ataaaatggg tgagcaactc tcgatcccgt
  3984661 atcccggtag cccgtttacg ggccgtaagt aatccataga tgcaaatgtc agatcgcgat
  3984721 gcgcctgtta gggcgcggct ggtaacagag ccttataggc gcatatgaaa aacctccggc
  3984781 tatgccggag gatatttatt ttatccgctg agcgcaaatg taaaaaaagg aacaacccat
  3984841 gagccaacaa gtcattattt ttgatacaac attgcgcgac ggtgaacaag cattgcaagc
  3984901 cagtctgagt gtgaaagaga agctgcaaat cgcgctggca ttggaaagaa tgggggtcga
  3984961 tatcatggag gtgggtttcc ctgtctcctc ccctggtgat tttgaatcgg ttcgtactat
  3985021 cgctcagcaa gtgaaaaata gccgggtttg cgccttggca cgttgtgtgg ataaagatat
  3985081 tgatgttgcg gcagaggcat tgcgaattgc agaagctttc cgtattcatg tgtttttggc
  3985141 cacctcaacc ttgcatatcg aatccaagtt aaagcgttcg tttgacgatg tgctggcgat
  3985201 ggcggtccac tccgtgaaac gtgctcgtaa ctataccgat gacgtcgagt tttcttgtga
  3985261 agatgctggc cgtactccaa ttgataactt atgccgtgtc gtcgaggccg cgattaccgc
  3985321 cggtgccacc acaatcaata tcccggatac cgtcggttac accacccctt atcaatttgg
  3985381 tggcatcatc actgacttgt atgaacgtgt tcccaatatt gataaagcca ttatctctgt
  3985441 tcattgccat gatgacttgg gcatgtccgt tgccaactcc attactgcag tacaagccgg
  3985501 ggcgcgtcag gtcgaaggga ccatcaacgg cttaggtgag cgtgcaggta actgttcatt
  3985561 ggaagaggtg atcatggcca ttaaagtgcg ccatgaaatg ttgggcgtgc acaccaatat
  3985621 caatcatcag gaaatttacc gtaccagcca gttggtcagt aaaatttgca atatgcctat
  3985681 tcccggcaat aaagccattg tcggcagtaa tgccttcgct cactcctccg gtattcatca
  3985741 ggatggtgtc ctgaaaaatc gcgaaaacta cgaaatcatg accccggaat ccatcggtct
  3985801 gaaagaagtc caattgaacc tgacatcccg ttcaggtcgt gcggcagtga agcaccggat
  3985861 ggaagagatg ggttatcagg ataaagatta caatttagat tctttgtacg atgccttctt
  3985921 gaaattagcc gataaaaaag gccaggtctt tgactacgat ttggaagcat tggcctttat
  3985981 taataagcag caggaagagc ctgaatatta tcgtttggac tatttcagcg tccagtcggg
  3986041 ttccagtgtc atggcaactg cctcagtaaa attggtctgt ggtgaagaaa taaaatcaga
  3986101 agcggccacc ggtaacggcc cggttgatgc ggtgtatcag gccatcaatc gcattaccga
  3986161 ctacccaatt gaactggtga agtatcaact gtcggccaaa ggtcagggta aagatgcatt
  3986221 gggtcaggtt gatatcgtgg ttgaccacaa ggggcgtcgc ttccatggcg taggtttggc
  3986281 aactgacatt gttgagtcat ccgctaaggc gttggttcac gtattaaata acatctggcg
  3986341 cgcccatcag gtcgaaaaag agaagcagcg tctgcaacaa aataatcagg aaatggtgtg
  3986401 aacatgacga agacttatca tattgcagtg ttgcccggcg acggtatcgg ccctgaagta
  3986461 atggctcagg caagtaaagt attagatgcg gtgcgtcagc gcttcggtct caagatttca
  3986521 accagtgttt acgatgttgg tggcgctgcc attgaccgcc atggtagccc attaccggca
  3986581 gcaacggtcg cgggatgtga acaggcagat gccattttat ttggctccgt aggcggccca
  3986641 aaatgggaac acctgccacc ggcagaacaa cctgagcgtg gtgccttatt gcctttgcgt
  3986701 aaacatttca aattattcag caatttgcgc cctgcccgtt tgtatcaagg attggaggac
  3986761 ttctgtccat tgcgcagtga tatcgcggcc agaggttttg atatcctgtg tgtccgtgaa
  3986821 ttaaccggcg gtatctattt cggccagccg aaaggccgtg aaggccaagg catgcacgag
  3986881 cgggcctttg acaccgaagt ttatcatcgc ttcgaaattg aacgtatcgc ccgtattgct
  3986941 ttcgaatcag cccgcaaacg ccgtagtaaa gtaacgtcca ttgataaagc caacgtgttg
  3987001 caaagttcaa tcttgtggcg tgaagtggtc aacgggatcg cggcggatta cccagatgtt
  3987061 gcgttgtccc atatgtacat tgataacgcc accatgcagt taatcaaaga cccttcccaa
  3987121 tttgacgtgt tgctgtgctc taacttgttt ggcgatatct tgtccgatga atgcgccatg
  3987181 atcaccggct ccatgggcat gttgccatca gccagtttga atgaacaagg ttttggtcta
  3987241 tatgaacccg caggcggttc cgcaccggat atcgcgggta agaacattgc caaccctatc
  3987301 gctcagatcc tgtcattaac cctgttgctg cgttttagct taggtaaaga tgatgccgct
  3987361 gacgccattg agcgcgcgat caaccaggca ttggagcaag gttatcgcac tgcggattta
  3987421 gccggggatg gtcacgcaat cggcactcac gaaatgggcg atatcatcgc taaattcgtg
  3987481 gttgaagggg tataaaatgg gcacaacatc atctcagagc aaaacgttat accaaaaatt
  3987541 gtacgatgcg cacattgtgc atgaagcccc caatgagacc ccattgctgt atatcgaccg
  3987601 ccatttagtg catgaggtca cctcaccgca agcctttgat ggtttgcgtg ccatgggccg
  3987661 cccggtgcgt caaccgggta agactttcgc taccatggat cacaacgttt ctacccaaac
  3987721 aaaagacatt aacgccagtg gtgagatggc ccgtattcag atgcaagagt taattaaaaa
  3987781 ctgcgctgaa ttcggtgtct cattgtatga cctgaaccac cctttccaag ggatcgtgca
  3987841 tgtcattggc cctgagcaag gcatgacgtt accgggcatg accatcgttt gtggtgactc
  3987901 acataccgcc actcacggcg cattcggctc cttggccttt ggtatcggca cctcagaagt
  3987961 tgagcatgtg ttggcgaccc aaaccctgaa gcaggggcga gccaaaacca tgagaatcga
  3988021 agtgaatggc actgtcggcg cgggtattac ggctaaagac atcgtgctgg cgattatcgg
  3988081 taaaaccggg agcgcaggcg gtactggcca tgtggtggag ttctgtggca gcgcgattga
  3988141 agcgttgagc atggaaggcc ggatgacatt atgcaacatg gcgatcgaaa tgggggccaa
  3988201 agccggtttg gttgcccctg atgacaccac ctttgcctat ctgaaaggcc gtcagttcgc
  3988261 cccaactggc gagcaatggg aacaaggtgt tgcctactgg cgtaccctga aatctgatgc
  3988321 tgatgcccaa ttcgatacca tcgtgacact ggatgccgct gatatcgcgc cacaggtgac
  3988381 gtggggaacc aatccgggtc aggtcattgc ggttaatcaa atcattcctg cccctgagtc
  3988441 tttcagcgat ccggtcgaac gtgcatcagc agagaaagcc ttagcttata tggacttgcg
  3988501 ccccggcatt aaattgactg aagtggcgat tgataaagtc tttatcggct cttgcactaa
  3988561 ctcacgtatt gaagatttac gtgcggcagc ggctattgcc caagggcgta aagtcgccaa
  3988621 gggtgtgcaa gctatcgtgg tgccaggctc cggcccggtg aaagcgcagg cagaagcgga
  3988681 aggtttggat aagatcttta tcgccgcagg ttttgagtgg cgtctgcccg gttgctcgat
  3988741 gtgtttggcc atgaataatg accgcctgga gcccggcgaa cgttgtgcct ccaccagcaa
  3988801 ccgtaatttt gaaggccgcc aaggccgtgg ggggcgcaca catttggtca gcccagccat
  3988861 ggccgccgct gccgccgtca gtggtcattt tgctgatgtt cgcgaattat ccgccaccac
  3988921 ccactaaccg gagacaccac catggcaaaa tttattcaac acattggttt ggttgcgccg
  3988981 ttagatgcag caaacgtcga taccgacgcg attatcccta agcagttttt gcaaaaagtg
  3989041 actcgcacgg gctttggtca acacctgttt aacgattggc gttttttgga tgatgccagc
  3989101 aaggtaccga atcctgattt tgtcctgaac ctgcctcgct atcagggtgc cactattttg
  3989161 ttagcccgtg agaattttgg ctgtggctcc tcacgtgaac acgcaccatg ggcgctgacg
  3989221 gattttggtt ttaaagtggt tatcgccccg agttttgctg atatttttta tggtaacgcg
  3989281 tttaataacc aattattacc ggtgacatta agcgaagcgg atattgatac cttattccaa
  3989341 ttggttaaag agaatgaagg tattgagttt gtggttgatc tcgagcagca aacggttaat
  3989401 gccggtggca aaagctatgc tttcgaaatc gatcctttcc gccgccactg tatgattaat
  3989461 gggttggata gcattggctt gacgttgcag catgaacaca atatctcagc atacgaaaaa
  3989521 caacagcctg aatttctacg ttaaataacc gttaaggcca gcagaactaa catgccagcc
  3989581 tgtttagtaa atatatcgtt atttttagta gtaatagatt gtgagtcatt aatagattgt
  3989641 aagtaactaa tagattgttg gtgccgggtc gtaccggccc aacaagtaac acgtttaact
  3989701 catcctaccg ccagctgacc cccgccgctt ctggcacaaa gcaggggcaa accgctaagc
  3989761 tgcgctgacc taaaccgctc tcacctaagc ctctctcact ttggcgcaga tgatcaacgc
  3989821 caaaataacc aacaccatcg cagcgacata aaccgcatta tgcccccagg tttcagtcaa
  3989881 tacaccttgc agcacaccgg ccaaaatcac cccactagaa atactgttgg taaataacgt
  3989941 ggttgcggca cctgcccgcc ccggcatgag atcctgaaaa tagagcatac caataccggc
  3990001 gacgatgccg ataaagatgg cattaaaaat ctgcaattgt aacgaacggt gcaatagtga
  3990061 tccacaccca acgcctgaaa tcagatccag ggggtaatct gctctcctga ttcaggagag
  3990121 tttatggtca cttttgagac agttatggaa attaaaatcc tgcacaagca gggaatgagt
  3990181 agccgggcga ttgccagaga actggggatc tcccgcaata ccgttaaacg ttatttgcag
  3990241 gcaaaatctg agccgccaaa atatacgccg cgacctgctg ttgcttcact cctggatgaa
  3990301 taccgggatt atattcgtca acgcatcgcc gatgctcatc cttacaaaat cccggcaacg
  3990361 gtaatcgctc gcgagatcag agaccaggga tatcgtggcg gaatgaccat tctcagggca
  3990421 ttcattcgtt ctctctcggt tcctcaggag caggagcctg ccgttcggtt cgaaactgaa
  3990481 cccggacgac agatgcaggt tgactggggc actatgcgta atggtcgctc accgcttcac
  3990541 gtgttcgttg ctgttctcgg atacagccga atgctgtaca tcgaattcac tgacaatatg
  3990601 cgttatgaca cgctggagac ctgccatcgt aatgcgttcc gcttctttgg tggtgtgccg
  3990661 cgcgaagtgt tgtatgacaa tatgaaaact gtggttctgc aacgtgacgc atatcagacc
  3990721 ggtcagcacc ggttccatcc ttcgctgtgg cagttcggca aggagatggg cttctctccc
  3990781 cgactgtgtc gccccttcag ggcacagact aaaggtaagg tggaacggat ggtgcagtac
  3990841 acccgtaaca gtttttacat cccactaatg actcgcctgc gcccgatggg gatcactgtc
  3990901 gatgttgaaa cagccaaccg ccacggtctg cgctggctgc acgatgtcgc taaccaacga
  3990961 aagcatgaaa caatccaggc ccgtccctgc gatcgctggc tcgaagagca gcagtccatg
  3991021 ctggcactgc ctccggagaa aaaagagtat gacgtgcatc ttgatgaaaa tctggtgaac
  3991081 ttcgacaaac accccctgca tcatccactc tccatctacg actcattctg cagaggagtg
  3991141 gcgtgatgat ggaactgcaa catcaacgac tgatggcgct cgccgggcag ttgcaactgg
  3991201 aaagccttat aagcgcagcg cctgcgctgt cacaacaggc agtagaccag gaatggagtt
  3991261 atatggactt cctggagcat ctgcttcatg aagaaaaact ggcacgtcat caacgtaaac
  3991321 aggcgatgta tacccgaatg gcagccttcc cggcggtgaa aacgttcgaa gagtatgact
  3991381 tcacattcgc caccggagca ccgcagaagc aactccagtc gttacgctca ctcagcttca
  3991441 tagaacgtaa tgaaaatatc gtattactgg ggccatcagg tgtggggaaa acccatctgg
  3991501 caatagcgat gggctatgaa gcagtccgtg caggtatcaa agttcgcttc acaacagcag
  3991561 cagatctgtt acttcagtta tctacggcac aacgtcaggg ccgttataaa acgacgcttc
  3991621 agcgtggagt aatggccccc cgcctgctca tcattgatga aataggctat ctgccgttca
  3991681 gtcaggaaga agcaaagctg ttcttccagg tcatcgctaa acgttacgaa aagagcgcaa
  3991741 tgatcctgac atccaatctg ccgttcgggc agtgggatca aacgttcgcc ggtgatgcag
  3991801 cactgacctc agcgatgctg gaccgtatct tacaccactc acatgtcgtt caaatcaaag
  3991861 gagaaagcta tcgactcaga cagaaacgaa aggccggggt tatagcagaa gctaatcctg
  3991921 agtaaaacgg tggatcaata ttgggccgtt ggtggagata taagtggatc acttttcatc
  3991981 cgtcgttgac agcaatatca tcagtgcggt tttgaattta aacagcacca gcccggtata
  3992041 aaacagcacc cccgccatca ccgcaaacag catgatttta cgtttaccaa agcgcctaac
  3992101 cgagtaacct gccaacaaca tgataggaat ttccagcccg gcggcggtcc ccatcagcaa
  3992161 acccgccaaa cgctcaggca accctaaatt agcggtgata tagagcggca tatcaatgat
  3992221 gtacatggta ttacacgtcc acatcagcat tgaggcaatg aacagcagta agacattttt
  3992281 atcggcaaac aaactgcctt gtaccaccac gggggcatcg gctacgggct caggctgttt
  3992341 aaccgacggc aggataaacc agaccaccag cgcactaata acaaaaatac cggcggcaat
  3992401 gctaaacatc agcgtaaagc cataattcag cgctaacata aatgacagcg gtggcccgat
  3992461 aacccaagcc aatgataatt gcgcacgcat aatcgaactg aacatcacca cttcacgcgc
  3992521 agagttatcc gcatattccc gtgccaaggc gaaaatttgc ggcatcgcgg tattcgccac
  3992581 cgaggccatc aaaacaccta aagtgatcaa cgtcagataa tcacgattaa aagcgaatag
  3992641 caggcaattt ccgaccgcca tcagatagca gatcagaatt aatttacgcc gatccccgcc
  3992701 cagatctgag cgtttggcca gtaggaagct cacggtgata ccggcaatgg cattcacggt
  3992761 ataaaacaat ccgacccaca gcggacgcac ttttaactct gtgcttaaaa acaggcttaa
  3992821 tgtcggggct tgcaacgcac ccgcgatgcc ggaaagaaaa gccaccacaa agaaagcgag
  3992881 gaaaaccggg ttgatacgac gggaaaaggc tcgtgcagat ctcattccag gctccagcgc
  3992941 cagaaaaagc tattattagc ataatcataa tggtgcccta tgctacagaa gctcttatac
  3993001 ataaagaagt gatataggct tttatctatt caaagtcatt ggcgttgcag atggagtagc
  3993061 cagcaaacaa cccccgatga ggctaattat cttaaggtca acgaccagtc agtgattcgg
  3993121 gtgagtgcgt gcagctaaca accctgcagc gtcaaggccg aagggatttc cccaaagtca
  3993181 ttggcgttgc aggtaggcag ccagcaaacg acaaattggt tcaaccattt tgaacagcgc
  3993241 ttgcgctggc ccgcagggtg agactctgat gaggctcata atcccgatga ggctaattat
  3993301 cttaaggtca acgaccagta agtgattcgg gtgagtgcgc gcagctaaca accctgcagc
  3993361 gtcaaggccg aaggggaaaa agaaaaaagc cagcagaaaa acctactggc tggtgaaaaa
  3993421 caccattact cagaattttt ttggtacttg gtaggacaag gctcaactca ttactttcgg
  3993481 ctgtgactgc atagacgttg tcacgataac ccgcttttct tgggggttag tatctgcgta
  3993541 atatagggaa agaaaaattg atgagatttc ccaaggagtt cctcttttat gtctacctcg
  3993601 cgcctgcaac aacaatttat tcgtctctgg caacgctata acggacagtc aacggaaacc
  3993661 acattgcagg cgctggctga agtgctgaat tgttcacgcc gccatgtacg ttctctgctg
  3993721 ggcaagatgc agcacgcggg ctggctcgat tggcaggctg aagctggccg aggaaaacgc
  3993781 tcacaattga tcttcttgcg ttccgggctg gcgctgcaac aacaacgggc tgaagagttg
  3993841 ctggagcagg atcatattga tcagttagtc caactggtcg gtgataaaaa agcggtacgc
  3993901 caaatgttgc tgtcccagtt gggacgtagc ttccggcaag gaaaacatat tctgcgggtg
  3993961 ctctattacc gcccattgga gaacttatta cccggcaccg ccctacgccg ctctgaaacc
  3994021 catatggtgc ggcaaatttt taacgggctg acacggataa atgaggaaaa tggggaactc
  3994081 gaaccggact tatctcatca ctggcaagcg atcaccccct tgcattggcg cttttatttg
  3994141 cgaccagcca ttcatttcca ccatggccgg gaactggaaa tgagtgatgt gattagcagc
  3994201 ctgacccgcc tgatccccca acccctgttt tctcatattg cggaggtgcg ttcaccgaca
  3994261 ccttatgtga ttgatgttta tctccattcg ccagatcact ggttgccatg gctactgggc
  3994321 agcgttcacg ccatgatttt gccgcaagag tgggaaactc agcccgattt tcaccgacag
  3994381 cctattggta ccggccctta ttccgtgatc cgcaatcatc acagccagct gaaaattcag
  3994441 gcattcgata actattttgg tttccgggca ctgattgatg aggtcaatat ctgggtactc
  3994501 ccagaactct ccgaagaatt ggtgtattcc ggggtgcaat tgcaagccga cgatacgggt
  3994561 aaaaatgagc tggagagccg tttagaggaa ggttgctact tcttactgtt cgaccaacga
  3994621 tcccctcagg cctgcacccc ggagatccgc cgttggttat gtgaattgat cacaccgata
  3994681 gcgttactca gccacgccgc tcccttctat caacgttact ggtcaccggc ctatggcatg
  3994741 ttgccacgct ggcaccataa ccgactcacc actcaagagc caaaacccga agggctgaac
  3994801 gagctgacac tgacgtttta cagcgaacat tcagagtttg atgccatcag ccagacactg
  3994861 acccagttat tggctgctca gggcgtgacg ttaaagatac aagtcttgga ctacacccgc
  3994921 tggtatcagg gggatgcaca aagcgatatc tggctcggca gcgctaactt ttacttgcca
  3994981 ctcgaattct cgctatttgc caccctctat gaaatgccgc tactacaaca ttgtctgagc
  3995041 gaagaactgc atcaagatat tgaatcctgg cgcaataata ccttactcat ggccgattgg
  3995101 agccaacgac tggtaagcca gcatcaattc catccgctat ttcatcattg gttagaatta
  3995161 tacggtcaac acagtatgcg gggagtgcgt atgaatacac tcggctggtt tgattttaaa
  3995221 tccgcatggt ttaccccacc agaggcctag ggcggcgttg actcacacgg cgctccccct
  3995281 gaatttatta tacaaacggg ctgcactacc cctttcaata attccattta tgagaacgag
  3995341 ttaaatactc tcatttttta ttgtaaagtt ttttatatgc gatgataaaa ggaatagcat
  3995401 aagaatatga aaacaaaaga gttatataat gtagaaagtc attatcctct gtatttatac
  3995461 caaacaaggg tattctatct gaaataaatg cactgtaatg aaaaatagaa aataggcagg
  3995521 taaaagccag cgagctaata ttcaaataaa tatttttaga ataaagaaga tgacttacta
  3995581 cataatagta aaaaaatagc gatactactg acagtgaaat atataaccat gccatagaca
  3995641 gtcctcagta agatctatat tgtccataga tcgtgtttgc atcaccagtc aattcaatga
  3995701 aaagttctgg cccactcatg atttttatac cttgctgctt tagtcctgag agaagaccgg
  3995761 catcaatata gcggtatata tccctacaaa cactacccct ccccacaaac atcgcccttt
  3995821 caccggctta gattaaactc tacaatggcg tcgtctcaac ggggtgcaaa atattgccag
  3995881 cttggtttaa ctcggtctcg caggtgtcaa aacacagcga gcggggttat gaccgtggcg
  3995941 aacagcgcgg agtgaccggt acatacacca tgactttatc aatcatggcg atgcgcggat
  3996001 cacccagact gctcaacact ggaaccacct aaccgccgca atttttttcg ctgagagtaa
  3996061 acccgtcgaa cctgatccgg ttaaccccgg cggagggatt tgagaatgat aacgactgta
  3996121 tcatcacgga taccaatgtt aactaccgcc tcagatacct ttgccacctt tatgttcaag
  3996181 gagtgcaaag tgtttaaaca cattatttcc tgcttattac tgatatcagc cacctccgcg
  3996241 cttgccgcag aaaaacctac gctgacggtc tatacctacg actcctttgc tgctgactgg
  3996301 ggcccaggcc cggcgattaa gcaggccttt gaagctgaat gcgattgcca gctaaaattt
  3996361 gtggcactgg aagatggcgt ttcactgctg aaccgcctgc ggatggaagg taaaaacagc
  3996421 caggccgatg tgattttagg gttggataac aatctggtac aggcggcaga acaaaccggc
  3996481 ttgtttaccc caagccaggt tgatacccgt aacctgaccc taccagagcc gtggcagaat
  3996541 aagacatttg tcccttacga ttatggctat tttgcttttg tgtataacaa agaaaaactg
  3996601 aaaaacccgc caaaaagcct gcacgaatta atcagcagta aagaaccgtg gaaagtgatt
  3996661 tatcaagacc cacgtaccag cactccaggt ctgggtctga tgctgtggat gcaaaaagtt
  3996721 tatggcgatc aagccccgca agcatggcaa caactggcgc agaaaacggt cacagtcacc
  3996781 aaaggctgga gcgaggcgta tggcttgttc ctcaaggggg aagcggattt agtgctgagc
  3996841 tacaccacct ctccggctta tcatttaatt gcagaaaaga ataacaacta tgcagccgcc
  3996901 gatttcagtg aaggccacta tttacaagta gaagtcgccg gccaactggc cgccagcaaa
  3996961 caacctgaac tggcgcagcg ctttatgcaa tttatcgtga cccctgcgtt ccaaaaccac
  3997021 attccaaccg gcaactggat gtatccagtg atcaaaatgg atctacccgc cgggttcgag
  3997081 acactggccg tgccacaaac agcgttgcaa tttgatgcta aagacgtggc ggataaccgc
  3997141 agtaaatgga ttcaggcatg gcaatccgcc gtcagccgtt aatcgcgccc tggctatggc
  3997201 cggggttgct ggccgctggg ctgattgtcg cggtcgcctt attggcgttc gccgctattt
  3997261 ggcaccatgc gcccacagca gattggcaaa gtgtctggca tgaccgttat ctgtggcatg
  3997321 tgatccgctt tacgttctgg caggcatttt tatccgccct gctgtcggtg atacctgcta
  3997381 tctttctggc gcgggcgctg taccgccgca acttccccgg ccgccagttc atgctgcgtt
  3997441 tatgtgccat gacgctggtt ctgccggtgt tagtcgcgct attcggcatt ctgacggtct
  3997501 atggccgtca ggggtggctg gctcacctgt ttgactggct gggtgtggat taccgcttct
  3997561 ccccctatgg cttgcaaggt attttgttag cgcatatctt ctttaacctg ccactggcaa
  3997621 cccgcttgtt gttacagtcg ctagaaggca tcgccgtgga acaacgccaa ctggccgcac
  3997681 aactgggcat gaacggctgg cagcattttc gctgggtaga gtggccttat ctgcgtcgtc
  3997741 aaatcctgcc cactgccgcc ctgattttta tgttgtgctt tgccagcttt gccaccgtgc
  3997801 tgtcgctggg tggcgggcca caggcaacga ccattgaact ggccatctat caggcattga
  3997861 gctacgacta tgatttaggc cgtgccgcat tattggcgct gatacaactg ggctgctgcc
  3997921 tgggtttagt ggtactcagt cagcggctga acagcgtgtt gacggtgggc aatacgcatg
  3997981 ggcaaatatg gcgtaatccg caagacagcg gctgggcgcg ccttggcgat accctgctga
  3998041 tttgtagcgc attactcttg atggtaccgc cattgctaac agttgtgatt gatggcagta
  3998101 ataaaacaat actgaccgtg ttacaacagc ccgcactctg gcaagcgttc tttacctcag
  3998161 tgaccatcgc tattggtgcc gggctattgt gtgtcatctt aaccatgatg ttgctctgga
  3998221 gtagccgcga actgaaatta cgccaacgcg cggcttacgg tcaggcattg gaggtcagcg
  3998281 gcatggttat tctggcgatg cccggcattg tgttggcaac cggtttcttc ttgttgctga
  3998341 atgatacgct gggattgcca caatctcctt atgggttggt gatcctcacc aatgccctga
  3998401 tggccgtgcc ctacgcatta aaagtgctgg ataacccgat gcgtgatctg gctgagcgct
  3998461 acacaccgtt atgtttatca ctggatatcc gtggctggca ccgtttacgt tatatcgagc
  3998521 tacgcgccct gaaacgccca ctggctcagg cgctggcctt tgccagtgtg ttatctatcg
  3998581 gcgattttgg cgtagtcgcg ttatttggta atgaacactt ccgcaccctg ccattttatc
  3998641 tttatcaaca gataggttcc taccgcagca atgatggcgc agtgactgcc ctgttgcttt
  3998701 tgttgctctg cttcctgctg tttaccctta ttgaacgact gccgagccgc catgctaaag
  3998761 cttgagaaaa tcacctattt gtatgaccac ttacccatgt gttttgatct gcgcattcaa
  3998821 cccggtgagc gggtggcgat ccttggccca agcggcgcag gtaaaagtac tctgctgagc
  3998881 ttgattgccg ggtttctcgc cccgaccggt ggtcacatgc tgctgaataa tcaagaccat
  3998941 acggccagca cccccgccca aaggccggtc tcgatgctgt ttcaggagaa taacctgttt
  3999001 gcacatctca ccgtcgaaca gaacatcggg ctaggtttac atccggggtt gaagctcagt
  3999061 ggtgaacagc gcttactgtt acaacacatc gcccagcaag ttggattgga aagctgcctc
  3999121 gaccggctgc ccgcacaact ctcggggggg caacgccaac gggcggcatt ggcccgttgc
  3999181 ctggtgcgta gccaacctat tttgttactg gatgaaccgt tttcagcgct ggatccggcg
  3999241 ctgcgtaatg aaatgctgca attagttgat caggtgtgca taaaccgcca actgacgttg
  3999301 ctgatggtgt cgcacaattt agatgatgcc gcacgtattg cccagcgcac gttgttgatt
  3999361 gttgagggcc gtattgacta cgatggcccc acacaggcct tggtggacgg cagtgcggca
  3999421 aaagccagcg tactgggtat caaaagtgcc gttatatctt gatccctcgc ggcggtaacc
  3999481 ccggcggctg atacacgata aaatagggct gtcagccacc gtgtccgggt ttacccagcc
  3999541 aagactttcc acaacagatg gcgatagatt ggcatcagtg gttgcatatg tagccagata
  3999601 aaactggcga tagcggccgc aatagttaac agcgtcaccc aacgcaagcg ggccaagggg
  3999661 agccacacac tcaggcgatc tgggctgcgc ttaccaaaac gccaccagcg ccatgataac
  3999721 cacaacgaca gccaaatcag taccaccacc acaaacagta ggcacttaaa cataaagcta
  3999781 ttactgctcg gcgggatatc gatggcaacc cctgccaata taccggggaa gagataaatc
  3999841 ggcggccatg tcaggccacc aatcacactg ggtaaggcaa actttgccgt tggcaagttc
  3999901 agcatcccag ccaccatggg tacgatgggc cgtgtcgggc caataaaacg ccccaagagt
  3999961 accgttgcca tgctgtggtt atgtaatgca tgctcagttt tattcagcaa cgatttatgt
  4000021 ttttgtagga aagaccaatt gtgtagcggc gctttgaaac ggcggccaat gaaatacgat
  4000081 atccaatccc ctaacaggca accgagggtc gcggcaaccc aggcgaaata aaaatccact
  4000141 tcgccactgc caatcagcgc gcccacgctg gtcatcatca ccgttcccgg taataacatg
  4000201 cccaccagcg ctaaagattc gagaaaagtg actaacatga cgataaatag cgtgaaagcc
  4000261 agggattgcg tcaataaatg taataaatag gcttccataa agttgtccgt tagttagcac
  4000321 tcagaactga ggcgcgagga ttgtccagcg caacgtaaaa tgagtcaatc agcgatttgc
  4000381 gtaaatagat ttcaatttgc tattgaaata gacaataact gtataaaaac ccatactaat
  4000441 acagtataaa tcttcaaacg ttattcattc acatcttaat ttaaggtagc agcgtggggc
  4000501 aaacccgtca gggcttcctg ctgacccgcc actggcggga tacaccagca ggcaccgaag
  4000561 tcgaattctg gttggcaacg gatgaagggc cacagcatgt caggctgccg ccccagccat
  4000621 cggtcgcctt tatccctgcc gaacaacagc aacgggcaga aaccgtacta cgcgcagaac
  4000681 gccattggca actgcgccct ctcgcgctga ctgattttca ccaacgcccg gttcttggcc
  4000741 tgtattgcac tcagcaccgc cagttgatcc gcctggaaaa acgactgcgc gaaagtggcg
  4000801 tgaatgttta cgaaggtgat attcgcccgc cagaacgctt tctgatggag cggtttatta
  4000861 ctgcccccgt atggtttagt gggcaggaaa atgaccatgg cccactcctc aatacacaac
  4000921 taaaaccggc tgatgactat cgcccaaccc tcaaactggt ttctctggat atcgaaacca
  4000981 gtgaacacgg cgagctgtac tgtattgggc tggaaggctg tgggcaacgg caagtctata
  4001041 tgttagggcc acccaatggg gagaccacgg gcaccccgct cgatttcaat ttggaatacg
  4001101 ttgccagccg cccattacta ttagaaaaac tcaaccaatg gctggcagtg catgatcctg
  4001161 atgccattat tggctggaat ctggtgcagt tcgatttacg ggtattacag aaacacgcag
  4001221 atcgctacca gatcccgctg cgctttggcc gtggcggtaa cctgctcgag tggcgtgaac
  4001281 acggctttaa gcaagggcat ttctttgctt ccgccgccgg gcgtttaatt attgatggta
  4001341 ttgaagcact gaaatccgcc acgtggaact tcccttcttt cagtctggaa tctgtctcgc
  4001401 aaactttact tggcgagggt aaagccagcg atagccccta tcagcggatg gatgaaatta
  4001461 atcagcgctt cgcccacgat aaaccagcac tggcccgtta taacctgaaa gactgtgagt
  4001521 tggtcacgcg gatttttgcc aaaacggagt tgctgagttt cttacttgaa cgctcaaccg
  4001581 tgaccgggct ggcagccgat cgtagtggcg gttcggtggc cgcgtttacc cacctttatc
  4001641 tgccacggat gcaccgtatc ggctatgttg cccccaattt aggtgaattg ccggaagagc
  4001701 acagccccgg tggttttgta atggattccc agcccggttt gtatgattca gtgctggtac
  4001761 ttgactataa aagcctgtac ccatcgatta tccgcacctt tttaatcgat ccggtcggtc
  4001821 tggtggcggg gatgcagcaa cctgatattc agcactcggt accggggttt cgtggggcct
  4001881 ggttctcacg cgagaaacat tgtctgcccg ccattgttaa ccaaatctgg caagggcggg
  4001941 aagcagcgaa acgccagcaa aataagccgc tgtcacaggc gctgaaaatc attatgaatg
  4002001 ccttttatgg cgtgctgggt tccagcggct gccgtttttt cgatcctcgg ctggcatcat
  4002061 ccattaccct gcgtggtcat gagatcatgc gacaaacccg tgagttaatt gaagcgcagg
  4002121 gttatcaggt gatttatggt gacaccgatt caacctttgt ttggctgaaa agcgcccaca
  4002181 acgatgagca agcaacacgc atcggtaacg agctggtgca gttagtgaat caatggtggc
  4002241 aaaaccatat acagcaaaac tttaatctgc cctgtgcatt agagctggag ttcgaaatcc
  4002301 actaccggcg ttttttgatg cccactattc ggggcgcgga gcaaggcagt aaaaaacgct
  4002361 atgcgggact catctccacc ccgacgggtg atcaaatggt ttataaaggg ctggaaaccg
  4002421 tccgtaccga ttggacccca ctggcacagc aattccagcg cgagctgtat ctgcgtatct
  4002481 tccaacaaca accgtatcaa gattatgtgc gggattacgt agcccgtacc ctgaatggcg
  4002541 agttggatga gcaactggtt taccgcaaac gcctgcgtcg gcggttggat gactatcagc
  4002601 gcaacgtccc cccgcacgcc agagcggcac gtctggccga tgagtttaac cgtaagcttg
  4002661 gccggccact gcaatatcaa aatggcgggt ggatcagcta tgtgatgacc accgcaggcc
  4002721 ccgaaccttt agaaacgcgg caatcgccca tcgattatga tcactatctg acacgccagc
  4002781 tacaacccgt agcagacgct atacttccct tcactcagga tgatttcacc acactgatca
  4002841 ccggtcagat gggacttttt taatgataat agggttgttt tagaggtgac gaagcgctcg
  4002901 ccttccttta ccatagcgcc cttgccaaaa tttgtatcaa tcacatttac ataaccgact
  4002961 gatcgttgtt atccgcgcca ccggattctg cctgtgaacc gtaccttctc agacagacat
  4003021 tcaggccgtg ccactaatgc ggataaaaag cgagttatgt ggataaaaag cgagttatat
  4003081 agataacaag caagttgcgc agataaaaaa ctatcgccag ccattttagt accgctctct
  4003141 gcgatcattt actcaggggt ttctacaaga cgttgttata taaggtactg ttctacaaaa
  4003201 agattgttct accccaacat tgttctacaa gatattgatc gaaaaaacat tgatcgacaa
  4003261 agaattctct aactcactgt ccaacaaaaa aatcgagccg ataatttatg ccttttacac
  4003321 ttggtcaacg ctggatcagc gacacagaaa gcgaacttgg attgggtact gtcgttgcca
  4003381 ttgacgtgcg catgatcacc ttactgttcc ctgcaaccgg tgaaaaccgc ctttacgcca
  4003441 gaaatgactc gccaatcacc cgggtcatgt tcaatccgag cgataccatc actcaccacg
  4003501 aaggctggca gctgaaagtg gaagaagtga ctcaagaaaa tgggctgatt acctatatcg
  4003561 gtacccgttt ggatactgag gaaaccggcg tcgccatgcg tgaagttttg ctcgatagca
  4003621 aactgacttt tagtaaacca caggatcgct tattcgccgg tcaaatcgat cgcatggatc
  4003681 gctttgccct gcgttttcgc gcccgtaaat accaaagcga gcagttccgg ttgccgtgga
  4003741 gcggcctgcg tggtatccgt gccagcctga tcccacacca gttacatatc gcttatgaag
  4003801 tgggtcagcg ccacgcgcca cgggtcttac tggccgatga agtggggttg ggtaaaacca
  4003861 tcgaagccgg gatgattatc caccagcaac tgctggctgg ccgtgctgaa cgggtgctga
  4003921 tcgtggtacc ggagagcctg caacaccagt ggctagtaga gatgttacgc cgcttcaacc
  4003981 tgcgcttctc actgtttgat gacagccgtt attccgaagc cttgttggac agtagcaatc
  4004041 cgtttgatac cgaacagatg gtgatttgtt cgctggattt tgttcgtcgg aataagcagc
  4004101 ggttagaaca actggccgat gcttcctggg atctgctggt ggtggatgaa gcgcaccata
  4004161 tggcctggag tgaagaggct ccaagccgcg aatatcaagt gattgaacag ttggccgagc
  4004221 atatccccgg cgtgctgtta ttgacagcaa caccagagca attgggccaa cagagtcact
  4004281 ttgcccgcct gcgtttgctg gatccagatc gcttccatga ttacgaagag ttcgtcaatg
  4004341 aacaacagaa ataccggcct atcgccgatg ccgtcaccct gctgttaggg ggcgagcgtt
  4004401 taaccgatga taagctgaat ctgttaggtg aactgattga tgaacaagat attgagccac
  4004461 tactgaaagc ggccaatagc caaagtgaag acagcgaagc ggcgcgtcaa gaattagtta
  4004521 ccatgctgat ggataggcac ggtactagcc gggtgctgtt ccgtaatacc cgtaatgggg
  4004581 taaaaggctt cccgcaccgc gtcttacacc aaattaagct gccattgcca acacagtacc
  4004641 aaactgcaat taaggtctct ggcatcatgg gggcgaagaa aaccctcgac gctcgtgcaa
  4004701 aagatatgct ttatcccgag caaatctatc aggagtttga aggcgaaaac gccacctggt
  4004761 ggaactttga cccacgggtt gaatggctac tgaactattt ggttgccaac cggggtgaga
  4004821 aggtgttggt gatctgcgca caagccgcta cagctttgca gcttgaacaa gtgttacgtg
  4004881 agcgtgaagc tattcgggcc gccgtcttcc atgaaggttt atcgctgatt gaacgtgacc
  4004941 gtgccgccgc ctattttgcc tcagaagaag atggtgctca ggtcttactg tgttccgaaa
  4005001 ttggttcaga ggggcgtaac ttccaatttg cctgccaact ggtcatgttc gatttgccgt
  4005061 tcaaccccga tctcctggag caacgtattg gccgtttgga tcgtatcggc cagaaccgtg
  4005121 aaatccagat tatggtgcct tatttggaag acaccgcgca ggcaatactg gttcgttggt
  4005181 accacgaagg gttggatgcg ttcgaacaca cctgcccaac aggccgtacc atttatgaca
  4005241 gcagctatca ggaactgatt agctatttgg ccacgccaag tgagcaggaa gggttggatg
  4005301 agtttatcca cacctgccgt cagcagcacg aagggttaaa acttcagttg gaacagggcc
  4005361 gtgaccgctt actggagatg cactctaacg gtggcgaaca tgggcaggag ctggcacaga
  4005421 gcattgccga acaagataat gacatcaatt tagtcagttt tgcactcaac ctgttcgata
  4005481 ttgtcgggat caaccaggaa gatcgtagcg ataacctgat cgtgctgacc ccgtccgatc
  4005541 acatgctggt gcccgatttc cccggtttgc caccagatgg ctgcaccgtc acctttgatc
  4005601 gtgaacaggc actctcgcgg gaagatgccc agtttgtcag ttgggaacac cccatcatcc
  4005661 gcaatgggtt ggatttgatc ctgtctggcg ataccggcag ttgcgcggtg tctttattga
  4005721 aaaataaagc cttacccgtc ggtaccctgc tggctgagtt agtttacgtg gtcgaggcac
  4005781 aagcaccgaa acacttgcaa ctgacccgtt tcttgccacc aacacccgtg cgtatgctca
  4005841 tggatcgcaa cggcactaac ctggcggcac aggttgaatt tgaaagtttc aatcgccaac
  4005901 tgaatgcggt aaaccgccat acctccagca agctggtcaa tgcggttcag caagaagttc
  4005961 acaccatgtt gcaacaagcc gaagcactgg tagaagcgca agcgcaggct ctgattgaaa
  4006021 cggcaaaacg cgaggccgat gataagttga gtactgaact ggcgcgtctg gaagcgttga
  4006081 aagcggttaa cccgaatatt cgtgatgacg aaatagaggc gcttgagcat aaccgtaaga
  4006141 tggtgctgga aaacctgaat caagcaggct ggcgtttaga tgctatccgg ctggtggtgg
  4006201 taacacatca gtagttcttt gaaataaagt cgttctttgg catcaatgaa aatatccgag
  4006261 gttattgaca aagtgcccgc gacggagaga acaggcagat cgtaaagacg ccgtaaatac
  4006321 atccatgtag gctcgagccg cgccctccct ggcgcggacg ctttactcct ctgcctatcc
  4006381 tcaccgttca agagtgagtc atcggggttt gtcagcagtc tgatatccgg ggcattcccc
  4006441 cggatatttt tttgtctgac gactgcccgc tacattttgg gcaatttatc aaacatactt
  4006501 ttcatttcct ctgggaaacc attggagagt gtgctgcgaa gatcactcat ggctctctcg
  4006561 aagtccttcg gacgctcctc actttgcatt ttctggtgag catcaacatt gtcctgcaat
  4006621 cctcccaata tcttattcat atcgctcatc atggtttcgc aggattgatt aaccgattgc
  4006681 atgatactgc gagcggcatc ggcccctgac atctccatat tttgcattcc ttttacaaaa
  4006741 ggtttctgca aatcagattg agattgctga ccaaggtcag tagatgactt caatacattc
  4006801 tggatgtttt taggatctag catttgcatt tccttatttc gcggttagag attcttagga
  4006861 catgagaact gtgccaatgc ttttgaccac agcggataat ctttcatggt ggaactcaac
  4006921 tcaattttga agacgccact cacgttatcc atcaccatca tgagttcacg gctattgacc
  4006981 ccgagtggcc tagggttact aacgtcatac atgcggaaaa tagcccacgg accattgaag
  4007041 ctaacggttt ccacatttcc atcctgagtt ttgaacgtca ggcggatata caccccacct
  4007101 ttcggtcctg gccaatcaac ttttaccggt tggttagaac catggctgta gttaataatc
  4007161 tggccatcga catcaagaac cgcttccaaa attgatggag tcagtgagat agggcgaatg
  4007221 atcatcgaca tcgccatctt gccggaggca tcaaagaagg tgtcgcggat ttgtgctgag
  4007281 ttttcaaacg aacgcagagt tttaggggtc accacaccgt tactgtcagg ttttaccttc
  4007341 cagcggttgc cgttggtatc gacatacggt gcgagattct gatcaaagaa gctttgcatc
  4007401 gccccagaac gaccaaacat acggttgaaa tcgccaatac ctatctcttc gctagccaac
  4007461 cgattaaagg gataacggcc actgacggcg ttgctacata aatcagaagc aattgaagag
  4007521 acgcccttgc tgaggttggc cttactttgt tgcagacttt gcgtttgtcc gacggccagc
  4007581 agatccatca taatgctgcg caccggctct ggctgacggg ccatatcgat ttgcaagcga
  4007641 ctgaaatcgt tattttgcgg caaaatctgc ccagcccgaa gggaagtcga gagtgttatc
  4007701 aactggttat aaatctgctc gaaggttcgg cccaacggat cagaattgct ggtagacgca
  4007761 ctttgcaggg catatcccag acgtcttaat agttcaaagc gatcctccac cgctttctct
  4007821 ggcgttagac gaaaacgaga acgctcaccc gacatttcgt caatgatgtt acggcgggca
  4007881 gtcgtgagct tattacgttg aatattgaac cagcctgacg acatcgcccc tttaccattg
  4007941 ttgtcagtgg tcagggttat ttcccgtgtg gagaaacgca ccagattagc caacggggat
  4008001 gacgggtctg agagttgcct tgccagcagc gccgcatcat caagtccgtt gattgggcgc
  4008061 accctgatat cattgaagaa tgcatcccat tggttggcat actccatcag ataatacttg
  4008121 cgcgcttcat cggacagttt ttgcgccgca gccagtaaac taacctgact aaccgaagct
  4008181 ttaccgtcac tcaacaccca cgcttcctcg ttaatcatcg cttccgatgc ttcctgaagt
  4008241 tgtgggttaa ccacatcgtg gtagctggcc cgagtgtaga aagccgggat cgccaaatcc
  4008301 gttactgtac tggggctttt acgtctcagc atcagtgtta cgctaggacc ggcggcatcc
  4008361 gccagactaa gatcctcaat cctcgcgggc agtggggcgt catgaatacg attaatcacc
  4008421 cggatgtgta tcggtgtttt catcgcttta atgcgtgatt cacggatcag ctcatcattc
  4008481 agcttaactt tcggggcagc tgaggcggtg tcagaaaaca gttcactcaa atgataactg
  4008541 aagagtttgc ggtcgttttg cccatatccc tgaggcgcaa aactttccca gcgcgacata
  4008601 aaccattgca ccaatgcctc ctgagagcgg tgatcaggtt gtccgagcat caggtaaact
  4008661 ttcagcgtgt catagttgtc accgtcagga gattgagtgt cctttttcag ctcgttggtg
  4008721 acgtagtttt gtaccgcagg ccagaacact ttattcaggt gacgatggta ggtttgcaac
  4008781 atcgcctgat tcagtaaacg gtgctcgaag tacggtgtca gcagtggcgg tgaactttcc
  4008841 agataatggg tgttgatata ccccaactgt tcgtaagctg cgaccagatt atcgttgacc
  4008901 tgattcgtga ttgggatgtc acgcacaatc cgacgggttt cctcaaaccg agctgtcgca
  4008961 tagccaatat agtcatattc ccaaaaatag cgggcgctca gcatcaacaa taagatgcag
  4009021 agcacaagga ccacgaacac atatttaccg atgtttaaca ggcgatttcg caaaggcatg
  4009081 gggccagtgg cgtgtaatac ccccctttcg gtgatcgctt gactcagtgc agggaaatac
  4009141 atctgcccag caggccggct ttcaaaggtg ctggtcgatg acggataata cagcgcctcc
  4009201 catgaggtca gattttgggt actgccaaac cagaactgcc gcaaacaacc ggtatagcca
  4009261 atcggtgtcg ccggaaatat ttgttcgaat aagccaaaca ggggtttttg tagcgctccc
  4009321 aggctttctg taaacagcag caattggtgg cgcatctcca tgttgggcga atcgtgcagt
  4009381 atttccaaca cataacggct aacacgtgtc aggagttcac ggtaacgttc ttcatcggca
  4009441 acgaaattgt tctgcccctt ttcattatgg gtcatgctaa tcccaagccc tccggccaga
  4009501 agttcgtcgt tcattaacga gaggaaggtt tcgccgccag gtaacttatc gatattgttg
  4009561 aggaacaagt acaccgcaat atcggcctga aatgtcgagg caacttccag gatccgcagg
  4009621 cgcaacgtat cagccagtga cttacgttcc gtcaccgaag agttcaaaag cacgctgacg
  4009681 tcaaggcaaa gaacaatccc atcaaccccc ggataacggc gatatttgcg gatcatagag
  4009741 aacaattttt gccgagccgt gcccgcttct tcgctctgac catgcagcag gatccattcc
  4009801 cctgccgtat cgatgtaaac agcacgatcc gtcagccacc aattacagtc ctgcgtcggt
  4009861 ccaatatccg tggtctgcgc taaaccatac tgttctgaga gtaggaactt ctcgctactc
  4009921 tcataaacta tcgacgtttt accgcatccg ggtggcccca tgaccagaaa ccacggttta
  4009981 gcatcgatat actggcgctt acgccgttga cgccagcgct gccagcgtgt tttctggctt
  4010041 gaaagatccg catgttgcag ggtgagcatc gcatcatgaa aacgtgcaga aacgcgatca
  4010101 agctgaaccg tttttttctt gcgcttggga agtggcgcac gggcataacg aaaaatccaa
  4010161 ctgaagaaaa ttgcaacaaa tggccacagt gcccaaaata aaatcagagc aataatgatc
  4010221 ttacgaaccc ataccccccc cagagggaaa taggggccaa tggcgatcag cggccctatc
  4010281 caccacacaa tataacaaag cactagggca atgattaaaa tcaacattct gcgtatcata
  4010341 gcaattccta ttgttgggta ttcgttcctt gaacttctgg tgttgggttc tccaggaatt
  4010401 gcttcatggc cttatcggca tcgcgctgac caattttcca taggatatcc acacgccggt
  4010461 tacgcttgcg cccttcttcc gttgcattgt cagctaaagg atcgctctcc ccccgtccga
  4010521 tggcacttat ttctcgctga tgggtttcgt tgatttgagt ggattcccgc agtttatctg
  4010581 ccaccaccga tgctctggcc gcggaaagtt tgaggttgtt gttaccggaa gtgctacgga
  4010641 acggtttgtt atccgtatga ccaataacct cgatatctcc cggccatggg gctaatgcca
  4010701 gcccaagacg ttcgatattc ttcttgttga taaactcttc cgagagggtc gcttcacccg
  4010761 tgcggaacgc gccgtcggag gtgaagatta atagccatcc acgcggatct ttcctgacct
  4010821 ccagccaccc ttcattcagg atgttggata gcggattcgg caaggtctcc atgatgttga
  4010881 ttttccgcgg ttcaggcagt acccacgtca gaatgttgct gcggatctgt tgggattgct
  4010941 ggtgcagata ccacgccgtg acgccgtaag cacaaaggca cagtgcgaaa ccataggtga
  4011001 agattttcag cgccttgata tattggcgac gcggagaacc tttgaccgct tgcgcgatag
  4011061 ccaaagattg tgtggcgtcc tgaccgtaga gttgcgtgtg gagacggctg cgtaaatcca
  4011121 tcagcagaac cgcaccatgc tctatcatct ggtatttacc gtcaaaacca aggcacataa
  4011181 tcagatcata gaattccaga acttcccggt actgtttcgg cgagttcata tagacccgca
  4011241 gatgttcgaa gcagtcctca cccccccagg catcacggtg aaactccact aacagacttt
  4011301 ggttgtagga gtctggggtt tgcagcccgt taaaaatgcc atcgatatag gtacatagca
  4011361 ggtaagacag gtggttaatg tcttcttgcg ggtagttctt tttctgcaaa tgttgctgga
  4011421 aatattgtaa ttcccgcaca atcggtggcc tgacctctgc ggcgttacgc gtcggccagc
  4011481 tacgaatatt ttccaccagc agcagcaaag gcatagccgc agcaatatag gcgttatccc
  4011541 aggcacccaa taacatccca gggcgctcat ataagcccct ggaaatgcca tgcggcatac
  4011601 gctgtactct cgctatattg ttgttactcc cgtttggatt gttgttatcc ccgtttggat
  4011661 tgttgttatt cccgtttgga tagctgtcat tcgcatttgg ctgttgctga tacaaagtga
  4011721 ccggtggcgc actcgtgcgc gccatgttgt tgcccgaggc agcctggtcc gcgagacctt
  4011781 ccttatagtt ctccgcctgt gacgttgacg aagagccact tctagggaca atcccaccca
  4011841 atgaggctac ggtgcttttg gcttgccaca ttggtgtagt cagtgactgt tccgcatgtt
  4011901 ttgcgccatt gcgtgctgcg gaaatggctg cacggatctg gcgttcaaat tcgttcatcc
  4011961 gagccttcct tgtcgcaagc cccatacttc aaaacgcaac tcagggaaat cacccacgat
  4012021 gctgagtgcg atagctgaac cagacatcat ttctttatac ataggatcat catggtcaac
  4012081 ttcgaaatag acgctattcg ggtaataagg aatatatctt ggcggtgatg acatcgggat
  4012141 catccgtgcg ccaggcaatt gcaggtcgat caactgtaca attttctcca ccggccccag
  4012201 tttggtttgc gccgggaagt aagtgcgaat ggtctcggaa ggcagtttgg aactgacggt
  4012261 gaagatcagt ttttccagac gcagttgtga atcgttctgg cacaggtaaa tattgtcgcc
  4012321 acgttcgata aacggtagcg ccactgccgg tgcttcgatc accagtgaga gtgcgcgccg
  4012381 taaggcggca aacagcgaga aatacccgtt gtgcggttca tgatgcgtat agagcagatc
  4012441 ctgcctcgac cacggttttt ctccgccagg gatagtactg agacgcccca acaacccaag
  4012501 caataattgg aacaactgct cagggtgtac ctgtttttgc atcaacacat gtgaaatctt
  4012561 taggttatat tcactgagtg tttgcagtaa tagcagttcc agtaactccg ataacccacc
  4012621 gactgagagc gtcacatctg gccggtaaac cgattccagt cgctgaacga tcaaccctag
  4012681 caattcggtt accgcattat cgatccaccc tatggcgcga aaatccaaca tgggtggcag
  4012741 gaagttatca tccagaatca gacgcccatc gcgggtgcgc tctttgatat aggctacggg
  4012801 cagcatcgat tctgcatcac tgacgctggc acgtaaggtg agcttggatt gcaattgccc
  4012861 cagttgaagg gtggcgatca atggcgttcc ttcagcagcg acgccatggt ttctgtcttg
  4012921 aacttcagca tccagcgcaa cgaaacggct accttggttg ctcttcttca gatcaatata
  4012981 ggtattgccg ggtatatcca tcaggaccga aaggcacacg acactgcctt ggcagttctc
  4013041 ccccggatca aaaggtagcg gtaatggctc atcacccgcc atatgaaaag gtgtaccgtc
  4013101 agggaaaaca ccactggcct gattgagggc gatcttgccc tgatccagca gcccttgatt
  4013161 gatacttagg ctatggaagc cccatgccag cgcgctgagg ctacgtgccc gcatttcagt
  4013221 taaatgttct agatatcgtt cctgttgttg aaaatgctgg ggttccatca gcatcccttc
  4013281 cacccaagca acacgttgtt ttggcagcat attatgagtc ctttgcaact ttttagtctg
  4013341 ttgaaacttt ttagtctatt gacgctttcc agtctgttga cacttgccag tctattgaca
  4013401 cttgccagtc tgttgacgct cttgatgacc tactttgttg acgcttttaa tgacagggcc
  4013461 ttaccatcaa cgagcaccac acggttgaag tccgcacggg catcagattt cagcgttaat
  4013521 aggcttttac cgttactcat ctcctgaaac tcagccgcta ttgcccacca gcgctcttgt
  4013581 tcaaagggaa catcgcggga atattgacgc acctctgtcg gcgcaaggat gtattccgtc
  4013641 acgctgacga cttcacctcc tacactgatg ccactgcaga gcgtcccctg atacaaaccg
  4013701 gggggtgacc acccctcttt attcagctca ataatgcata ccttcaaggg ctgtgcctga
  4013761 ccgttgggcc caggattgat gagaggagcc gcaacaacct gcaagtcaat ccgccgtttc
  4013821 tgtagcgccg cttctgagga tgaggaaaac cagctacagc cgctgagcag gacgcaacct
  4013881 gtcaggataa aaataggcaa cacacgaaag aggctacgca ttgacaaaat acttggtctg
  4013941 gctgggcgca atttgcgtcg aaggcgcgtt gtaattattg gtcatactca tatctcctaa
  4014001 acgtgttgct gggcttccct gaatgaaata ctttcctgat ccctgcatag ggtccatctt
  4014061 ggccgaatgt gtccccgagg ccgcccccat cacagatccg ccgtctatcg tggctggacg
  4014121 gatggtgttg agattctgtt cgttaccccc acagcaaaaa tagttgctga cattaggaat
  4014181 accattggcg ttgggcgcgg tgttgggagc agatatcggg atcatcgggt cactgccgat
  4014241 aaagctgatc ccacctgcgc gagtattggc tgctgtcatc gtgattaccc catatgaacc
  4014301 tgtccgccgt cgattttgag cacggcagag gcatttaatg atccgatacg gctattaatc
  4014361 attaagcttt gatccgctaa ctgactaatg tgtcgggcat gtacatcgtc ggtattttca
  4014421 acttctcgac tcgcttgttt ggctctcacg aatagagagt cagcaacctg atgcatcgtt
  4014481 ttagccaccc atagggtggt acgggtcagt aatgaaaaat gacgcgtgtg gatctcaacc
  4014541 cgatccgggc tgtgaatttc caatgccgtg gtaacaaggt gcaaaggcac ctcaccactg
  4014601 ttcatcacca acggagcgtc agggctggtg cggtataaaa tggctgtaat gtagatctgc
  4014661 tgctggtcaa taacggcact gaccagatca ccgttttctg gctggaataa acaactggac
  4014721 gccgtggtga cgggcagtgt ttcatacccg agcagtgata cgctggcgtt acccggccgg
  4014781 ataaccttcg cagtgatcac ctgcggcgga gcggatacgg cgggcaacgg cgtccgtggc
  4014841 gaataagaca gatagccggg taacgaattt ttcggtttta gcaacgtggt taatctagac
  4014901 atagcggctg gctcctgaag gtatcgaagg gaatttaggg ttattttttg gaccgggttg
  4014961 atgatggcca taccagttat caatctggct cagcaaggga tccggcattt gtagcggtgt
  4015021 gtccagcgtg ggtatttgcg cgccgtggat acgggttttg ctaagtttac tggcctgtaa
  4015081 cgacgactcg ctcaacatgc aactgcgcaa atcagctttg gttaaattga cctgcgttaa
  4015141 gtgacatcgc gtcagattgg cccgtagcaa agaggcgttt tgcaaatcgg cggtgtcaaa
  4015201 attgcaatcg cgcaatgtgg catcaacaaa ctgcgccgcc gctaattgcg ccatgttgaa
  4015261 gtcacagccc tcgagtgtcg cttcactgaa cagcgcggca gccaaattag cgtcactgaa
  4015321 cccgcactgt gttagtgtgc ttttgtggaa attactgttt tccagcggct ggtgccgaaa
  4015381 atcaacctgc tcaagctggc actgactcca taccaccgta tcgctttgaa tcgcttgata
  4015441 ttggcactct ttcagtacac aactgcccat cacctgacgt atgagttcgc tgtttttcca
  4015501 cactgactgc tggatagtgc agccatgcca actggaatct tgcattttgc tgtcactcat
  4015561 cgtcagatga gtcatcgggg tgtcttgcac ggtccaataa ttaagctgga tatcctgcaa
  4015621 ttgggcatca tcgagctgac aactggtgag caaccagcgc tcaattaagc accccgtgag
  4015681 atagcatccc tgccattgca cctctataca tgaggtattg agtatggaaa cgccttgcgc
  4015741 tgaaacgtca ttgaacttac agaaacggaa actgcagttt tccactctgc caccgtccag
  4015801 ccgcaggtga gtaaaatgac aactttcaaa atgaatattg cgtaccgcaa tctcggcaaa
  4015861 cgaaatatcc gtgaaggtgc attgaataaa ataaacctca gacagcgtta actgctgcaa
  4015921 ctgacgctgt gtaaagtgcc ggccaataat ccgacgtgga ctgtcgggag gcataatagg
  4015981 ggtgtcggac ggtgtcattc catgctcctt tgaaacgtga tatttatgca gggacggtgt
  4016041 aacgacgcgg gatccagtgc gtcttttccg tcaaacaatg ttcaaatcgg gtgtccatgt
  4016101 tttggctgat catcgccaga ttagcgcccg ccagattgca acgctggaaa gtggcatcac
  4016161 gtaagtcagc gttgtaaaac atgctttgct gtaagctggt gttctgccag tggctatgga
  4016221 ctaagttggc atcttttaac cgtaccgcgg tcatatcaca ggcaatcagc gtcgcctgag
  4016281 agaaatcagc cttatcgcag caactctcca acatcgagca attaataaag gtactggatt
  4016341 gtaaattgac cttgaggaag cccattttat tcaggctgca ctgctcaaaa tgcgactcag
  4016401 agagattggt attcaggccc gtggtcaagc tattgagata gcaatgactc aagcgccccc
  4016461 ccacccaact gctgctaata aacgaggttt tctctatcgt gctttcggta aagcaagcct
  4016521 tcgggccgtc gcatttttcg aatatgcacg acgtgatgat gacctgatta aattgtgttt
  4016581 gatcacaatg tgtttcggag aagaaacagc cattcagcgt acaatgatca aacgtgccaa
  4016641 ggctgaaatc actatggtta atcaggcagt tatctaacgc attgtcggta aactgagcgt
  4016701 gtttaaacac cccatactca aaggtggatt tctcccattt acagtgggta aaggcggctt
  4016761 tttgccactc tgcctgtttg aataaacagc cacttaaatg cacattgttc caacgggagt
  4016821 tttcaaaatc actttgcgta aactggcaat gctcgaaggt gcagtcttta aatgtcgcct
  4016881 tgtcaaaatg gcaaccggta aacatgcaat agcggaattg cttgttgtcc aaggtcattc
  4016941 cagagaagtc agtccctaaa aatgtgacgt tggttgccgt atcttctttg ctttccaacc
  4017001 attgggttcc cgcttcctct ttgccggctg cggggacatt caaatcaccc agcgtctctt
  4017061 gttcttcact cttctgctgt tcctgccgat cgatagcatc ctgaacatcc tgatagaaac
  4017121 gttcggactc cgcttcagac atggcggaag cgctataacg cagcgagtct gggtgatccg
  4017181 ccaaatcccg gatgacgttc agcggcatcc cctctggcat cagttccgga tctttgagga
  4017241 attcaaaact cgcagcacct tcaacgctgc gacttttata gacctgttgg taatattcca
  4017301 actcacgtag cgaatgggag tcatccaatc ccaccagcaa cgtatcgata ggctcatcaa
  4017361 aaaggtgagt cagtggcacg ctgccggtaa acaccattag ccccatatcg ttatccggta
  4017421 acagccacag tgttttccgc agtaaggtca cctcactggg gggcgctgaa gggttatccc
  4017481 aaacaaacgc ccttgcactg accgcaggaa acgcaccgct gatctcctca ttgtccgggc
  4017541 gaaaaccgat gagtttgaac ggtacgctat caggccatgc acttttcttc agccactgcc
  4017601 ctggcggagc catttggaaa tagcgacgat caatttgcgg tggcaaaccg ggataaaatg
  4017661 tttccagata ttaaggatcg gtcatggtcg aggcgacttc attgatatgc actttacgca
  4017721 gttggaagtc atgaggcaca ggtgacggag acgccagcgg tgagcgaacg atagcagagc
  4017781 cgtcaaggcc taaagacata atcgtcggtt tgcgctcatc gttataccca cgtcccagtg
  4017841 gattctcctt acagcctttg cccccccaac tttgcgtatg gtccatcgac atacgtaaga
  4017901 aaggtttaat gaccagaccc gttttgttgc tttcgccctc aatacaccag cgccgggtca
  4017961 gtgagccaac actaacctct gcactcagcg aggtaacctc ttcaccaata ccggcatgac
  4018021 cggccagcaa aaactcagca aagggttttg gctcagcact gtccaacatg cggaaagaga
  4018081 gcggtgccgc tttccatgcc tgccagatct gtgactccgt caccatatgc tcaggtttag
  4018141 agagataaca gccagcaacg acgctgatcc ccatatggct ttcatggcct atctggtaac
  4018201 tgcttttcaa gaccacgagc tgttgcgggc gaatgatgcg cataatgctt ccttttcagt
  4018261 ttttgctttg catgccaacg gttttcagat cgacacccac atcggaatat tgagcgccgg
  4018321 tataactgac ggataatccc gtggtgctga tactgctacc ggtggtactg acgctactgc
  4018381 ccgtggtgct gatactgctt cctaccgtcc caatactgct gcccgtcgtg gaaatactgc
  4018441 atcccgtggt actggtgctg ttaccggtca tgctgactga attaccggta gtcgaggtgc
  4018501 tgctacccgt agtactgacg ctacaaccgg tagtcgaggt gctactcccc gtagtgctgg
  4018561 tactgacacc ggtcgtactg acgctgctgc ccgtactgct gacgctgctg ccggtaaagg
  4018621 aggtactgtc accggtgatg ctgctactgg aacccgtctg actcatgcta tgcccggtga
  4018681 tgctggtgct catgccggtc atgctatggc tactgcctgt catgctattg ctagtaccgg
  4018741 taaaggagga actacacccg gtcatcgagt tgctgacacc ggttagcgag ttgctggccc
  4018801 cggtgaagga ggtaccgaca ccggtaaacg atgtgctcac ccccgtaaag gaggtcccta
  4018861 tcaaggtgaa acccacactg acacccgtga cgctggtgct catgccggtg acagataagc
  4018921 tcgttcccgt tgtcgagaca ctgatgcccg tcgcggagac actcatgccc gtcaccgaga
  4018981 aactgaagtc tttgtaggag atatggttgt tgatccactc cgtggccgtc cgttccaccg
  4019041 tgtcgtattt atcctgaccg acggccgtcg cactgttacg ttcaaccgtt ctttgtaagt
  4019101 cgcgctcagc atgtagcatg atccgctcat tgccccgatt atcatcgaag gtaagctggc
  4019161 tggcgtgttg tggctgacca aagcgcagtg agcgtgagac aaaaccggag tagttaatgt
  4019221 ggtcaggtaa acggtaaggc ggtgggttct caccgttgta gacgatcccg gtcaccatcg
  4019281 ggcgatcaag gtcgccgtca acgtaattga ccagcacttc ttgcccgacc cgaggcatcg
  4019341 ccaggacgcc ccagccttta ccggcccacg cctgtacaac gcggatccag caggagctat
  4019401 catcttcggt ggttttataa cgatcccagt gaaagtgaac gcgaatacgg gcgaacttat
  4019461 cggtatgcac ttctgattca cgcgcaccga ccactgtggc actttgcaca ccagggacct
  4019521 ttggcggtgg cgtgacacat tgtggacgat aaacgacgtc atcattcaat gccttaaact
  4019581 tacaggcgac attacgtccc tggctcgcac tgtccggccc atcctggaca aaactgtagt
  4019641 cacaactgat cagtttgaat ccccgattac ggttgttatc agggtgctgt accagagcaa
  4019701 aagagcgccc tggcactaat cctgtggcat tactttcacc agacaagagc tgcccattac
  4019761 tctgtatagc ttcaaggcgt aaacgggcga tgctctcacc atgctgggga tcggtgtaac
  4019821 ccgccgcgta gtcataccat tccagtggca cgccttgcag gtgttggcgg ctttcttcga
  4019881 tatgggtttg taatgtattg cgtggattaa ggaaatcgaa gtcacgtaag acaatttcgc
  4019941 tggagtggat gcgttgtgag cgttgaatac gctgtatccc ctcacggatg gcgcgcatct
  4020001 cttcactgtc aggcaggaaa ctcagttctg cataatgccc ttccaataca gggaattgtt
  4020061 gctgatctgt catgaccagc gtgtgcttat cttcgttatg ttcgaagtaa taccaaacgc
  4020121 cttcgtcttc catcagacga ttaacaaagt cgaaatcggt ttctgcaaac tgtacgcagt
  4020181 actcgcgtaa tcgatagtta ccgacgatat caaaacggta atccgcaaag ttatatttgg
  4020241 agaatacctg ttcgataata ttcaggtcct gaaatatccg gcagttgcgg ttttgcatca
  4020301 aaaaccacgt ccaggtactc agttccaggc tgtaaacaaa tttgtcttgc cgttgccctt
  4020361 catcagcacc ggcgatcaca taggtaaaaa aggtccggta gccggctgag tcaggtaact
  4020421 caatcctgac tttgatgatt tcccccagca aactgaccag atcgagatcc gcttctgcta
  4020481 cctgaaatac cagttggtag gatggattcc ctgacacttt ttcctgcgtc ttgaaggaga
  4020541 gaggaaaagc atcctggccc gataaaacct cattctctat ctcaattaat tgcataacgg
  4020601 ccccgtttaa aataaatgtg tactcacgtc agcccaaacg tcagttgtca gcccaacgac
  4020661 agcgttcagc tcaacaaccg ttgtcgacta aacatcagct acgcgaactc aatactcagt
  4020721 tctgtctcct caacaatcag gcgtatctct ctcagcggtt cagcctcatg gcgacgcttc
  4020781 aacacttcat tgccaacagc gggaagtaag gtttgacgca agagttcttc caccgcacga
  4020841 ccatggttcg gatggctgca aacccgtgag gcgatccagc cggggatatc cccctcggtc
  4020901 accaaagtgg caccaatttc atcccacagg cgcgtttgta agcgcgcaag atgatgagag
  4020961 gcgatctgtg ccagagcgtc ctgatctaat gggatataag gaatgatatt gaccctggct
  4021021 aacagcgctg gcgcaaagcg gcgcaacagg gcgtcgtata ccaacggttt taatgcaccg
  4021081 ggtttgatat cgttggcggt gaggtaagcc tgttcgatct cttccgcgcc ctgattacag
  4021141 gtcagtaaga tgaaacactg gcggaaactg acccgacgcc cttcggcatc ttccatccac
  4021201 cctttgtcga agacctgata aaaggcgtcc tgaatatcgg cgtgagcttt atcaaactca
  4021261 tcaagcagga tgaccgaata aggtttgcgt cttaccgctt cggttaattt cccccccttg
  4021321 ccatagccga catagcccgg aggtgcgcct ttcagcgtgg ataaggtatg cgcctcttgg
  4021381 aactcactca tattgaaggt aataaggtta tgagcaccgc catacaaggt ttcgaccagt
  4021441 acattggccg tttctgtttt gcccgtaccg gttgaccccg ccagcaggaa gatcccgagt
  4021501 ggccgctcct gagactggat gcccgcccga gcaatacgta tcgcctgcga aatctctttg
  4021561 atagcgttgc gttgcccgaa aatatgatca ccgagacgct gttcaagatt caggacgcat
  4021621 tcaatatcgt cctgcaacat tttgccggac gggatcccgg tccaatcgga aagcaccgcg
  4021681 gcgatgctct gctcatcaac ccatggatag accagtggcg acgcttcctg taacgccatc
  4021741 agttcacccc agcgggcatt ttccgtcatc atgccactgc cttctccctc cggcaggacc
  4021801 tccctcacta gctgttgctc atgcagatgg cggctttgca aggcggttag ttcatgttca
  4021861 aacgcctgga tctgtgtctg aacgtcatct agccgttgat caaccgcttc gcccagttgc
  4021921 ttctcccgta ccagatattg atgctcggtt ttgagcacat ccagttgggc cgataactgt
  4021981 tcaatcgcct gtggttgggc atattggctg agcgcgaccc gcgcgcaagc ggtgtcgagc
  4022041 agactgatgg ctttatcggg caactgccgg gaaggcaggt tgcgtaatga caggcgcacc
  4022101 gccgcgtgaa tggcaccgtc gcggatagtg acgttatgat gttgagcaaa atgtggcgca
  4022161 atcgcccgta gcatatcgac ggcggtagat tcgtttggct cgccaatcaa tacccgctgg
  4022221 aaacgccggg tcagcgcggc gtcaggttca ataaactgtt tatactctga ccaggtggtg
  4022281 gcggcgatca tgcgcaatgc gcccctcgcc aacatcggtt taagcaggtt gaccgcatcc
  4022341 cccgtgcccg cctgcccgcc tgcccccacc aacgtatggg cttcatcaca aaacagaata
  4022401 accggggtat ccgattggct gatgccatcg atcagggatt taagacgtga ttcaaattca
  4022461 ccgcgcatac tggcaccggc ttgcatcctc cccaaatcca gagaaagcag acgcgcccct
  4022521 tgcaacagcg gagggacatc gccactggcc agttttcgcg ctagcgcttc aaccaccgcc
  4022581 gttttaccga cccccgcttc cccaaccaaa atagggttgt tctgacggcg acggagtaaa
  4022641 atatcaatca cttgacgcag ttctgcttca cgaccaataa cggggtcaat ctcaccgtca
  4022701 cgggcttgct gggtaaggtc gttacaccat ttgttcaatg ccgcatgcgc ttcttttgat
  4022761 gagctgctgt ccgtttccgt cactaatgcg tcgcctcttt gaacctcgct ggtctgttca
  4022821 atggagttaa ctaataggcc ttcatattcc tctgcaacct gtgggaccgg cagctttttg
  4022881 aattcatcgc acaggcggta taaccagcgc tgatgctggg tatcctgtaa tagtgccagt
  4022941 aaaatatgcg aggtacggat aggagaaggt gacgccatca attggctcaa caccaatccg
  4023001 ccttcgacca cggactccaa gcgtgatgat aaatcctgca ccgatgcttt ggtgacgggc
  4023061 atatgctgaa taatgcgatc caattgcgtg gagataaccg tctggctcag tccgtaatgc
  4023121 gtcagtagag caggaatatc cccacgctgt tgatccatga gaatttttaa ccaatgttca
  4023181 agctccacat actcatgccg ataactgcgg caaagacggg tggcttcaac aaaagtttta
  4023241 taggcaaaag tgcccaatcg attaaaaaga cgttcgcgtt gatacaccgt tatcgctccc
  4023301 atagctaggt aaccgttcta taaattggct gtatactcaa ggctgagcct ggctttaacc
  4023361 agctatggcg actgagcgtt ccaccgccaa gacgacaagc catattgggt gaggtctgta
  4023421 tgattaattg cacgtccagc accatccgat ggcggacaaa gtcatggcag atttgcacca
  4023481 gagtgttaat gcgtttgctg ttgcgttgaa aatccagata ttgggggtca gataccggac
  4023541 caatagataa caccaggctg tgctgcacat cgaagaaacg gctgccaata cgcgtgttac
  4023601 ccaaccgtcc catacgttgg ctttctatat tgcgcgagtc gtcaatccac aatcctttac
  4023661 gggcttcaac acggatagga accgagaaat acaggctcag gatctcctgt aatttgcgta
  4023721 atgatcctct gcccggcaga tacacccccg gaaagcaacg ccgtacccga tccacatgtg
  4023781 aattcagcgc ttgctgcggc gttaggcccg cgatttgacg cacatggttc ataaagggat
  4023841 tggctgacgc gcgatcatgc cccacggcga cgtgcatttg ggcccaagag cgataatgca
  4023901 agatcgccat tcgctggctg agaatgcccg caaaatgttc aaaggcctga ttacgtttag
  4023961 ccaacgcttc gttacgagca tgttcggtaa catgtattgg caacgggcca tacggggcaa
  4024021 ataaaccaaa atggcggcag aaaatggtga tctctgccag atgctgatga gtgttcagcg
  4024081 tttgcctgat atcactcact tcacgcggtg caaatcccat atcggcaggc tgaataatac
  4024141 gtagccgcag atggctacga tcacgttggg tgccaagccg gccttgctct ggagtggcac
  4024201 gctcaatgcg acgcagcaac tcgaaaaagt cctgactggc cgagataccc ggcagaaacg
  4024261 tgtttttcag cgtctggagg ctagccatag ttgacaggcc cccatttggc gaaggtttca
  4024321 ccatcaacct gcatgtgtaa cctcagggtc tgccctaatt cacaatattc tgacagcgcg
  4024381 tgatgcagga tccgcgcaaa gaggaatgca cctttatcac tgtggtggct gctgttgaaa
  4024441 tccagtgtgg cttcaacccc ccggctccag gcgatcggcc ccggagcggt atgacgttca
  4024501 aaattatgcg ccacactggc gtgagtcagg ctagtgatcc tcttatgctg gctcgcctct
  4024561 tcatgctgac aaaatatcga cagccaatct tttagcagcg gcgaacaatc ggtgacatcc
  4024621 ggcagcgcat aacgcagcgg attgttggca atcagttgta acgcccgcca ggcttgatca
  4024681 atattcggca caccctgtgg ttttgccggg tgacgcagca tttcgatctg ccccactggc
  4024741 agggcaattt ccagcttgaa ttccggatgc tgtaattggc tgggaattaa gtggcgttcg
  4024801 cacaccatgg cttcaatcga cagcgacttg acgtgatcaa tatctatccc gctggtcccc
  4024861 ggtgaaaggg caatgaataa gctgtcatga ggtaaaggtg aatttttctg atgattttta
  4024921 tccgtgaagt cgcggcgacg gcgaatgctg taacccgcca ttttatcgtc atcatcaaaa
  4024981 cgggcatgac catgaaggga agaaaactgc acgctccccc cttcgctcaa caaaccgttg
  4025041 accccgagta catgatggac ttcgtacaag cgggggttca gggggtcaac aatgacggga
  4025101 tattcggtgt gttcaccatt aatcagcacc gggctacaac ggcgtttgaa caggttaata
  4025161 ataggtgtgg cgaagagtcg gaagtcattg ccagtgaccc tatcaatcaa atgtaggggg
  4025221 cgctgatcca gtacaaacag cacctcaaag gtatgaatgc cgtccccttg ttgcaggaag
  4025281 tcgttgaggc catgcagttc cagatcgaaa aaacgcgaag gagcagcaaa atattctcgt
  4025341 agcaaacggt ttccaggcat ttcgctgatc gcaacaggta aaagcgcctc ttgttcatcc
  4025401 agccctccct ggcgaagatg ttctttggta agaactttga ccagcggttt cccatccgtg
  4025461 ttggcccaca aaacaatatg taaggtgtta ttcaacagtg tcgtgattaa ctgatttgac
  4025521 tgaattattc cccccgctag cgtcaggttc atcggggcga aatccagctc agataaagac
  4025581 gcgacacctt gagtggtcag acgcaagcgc agatgggcct gaccagcttg taattgtgaa
  4025641 gccacagaga gcggtaaata cgccggtggc gtgctagcac actcggcatt ttcaatgacc
  4025701 aatggctgta ttttcagcgt gcggccagta gagaaattcg ccaaccggtt gttcagcgaa
  4025761 ctgtcactca atgtcacgcg gctaccttta ggcaatacga cgcgcgagtg ccattgcggt
  4025821 gacgtaagat ccggaaccat ggcaatggtg gcaatcgacg gcaggggtgt ataccaaagt
  4025881 ggggccaaac gcccaagcat ttgcaaagca aactctggat gctcgttgtt caaacgctgt
  4025941 tggatacggg aactcaagaa agcggtgcct tcaaggagcc gttcgacgaa aggatcgagc
  4026001 acaccatcag catgtaaccc aaggtgttgg gcgacttgcg gatgcatatg agcgaagcgc
  4026061 tgcccatctt cacgcagata acgcaactct tcgttgtata gagccagaaa actttcgttg
  4026121 ggcatgacgg tttccctgtt ttatctctgt gcgttattta aagaacgcga accattccat
  4026181 aggagtaatc gagcgcgatg cgtaaattga ccaagtgctc ttcgcccggt aggttgcacc
  4026241 gggcatgaat gtcaaacagg atggctaaca cccaggtttc gcctttatta atcagcggca
  4026301 ccacttttat tgagcgcgga tccaggcgtg actcaaacgt ggcgatgatc cgctgtatat
  4026361 gtctggccag ttccagcaag tcggtgatta ccggtacctg ctgactgagc gaaggcagcc
  4026421 cgtaattcaa tacagaagcc tcacaatgcg gatacttttt tagcttcaac cgggcactgt
  4026481 gtgcggagtc attcaataaa gattcaatat cgcgcacaat cacttcacgc caatgaggta
  4026541 agcgaacgtg ttcatggcgg agacttaatt tgtcaaaaag tatcggtgct gaaatatcca
  4026601 taattagccc tccccaatcc agtttggaag actgctctcc taactcgcga gagcagtcct
  4026661 aatgcatttc tgacttaaat acggctgttc aatttcagat cgtaaccagc cttaatcacg
  4026721 gcccccatcg agccatcagg ttgctgctct ttgtattcca cttcgatacg tgcaaagtta
  4026781 aggctgatgg catccgttgg cagcaccgtg tcggtgaata ctgcgtcccc tttaccaaga
  4026841 ggcatgttgc cgacagtttt aaaggaggac accagacagt tactgaaggt aacaatcagg
  4026901 aagtcttgtt gaccttgacc tgatttacga cacaccaact tggcctgcgg aatgtgttca
  4026961 ccgatggcac acatcaaaaa tagttttggt gatgctttgt tactcaccat gcgaaattcg
  4027021 aagtccttca tttcgacttt cccagaacca ccaccgccac ctagccccca gcgccccgca
  4027081 ttctcctccg cccattgcca agcctgtact tggatccatc cgttatactg ctgatcggga
  4027141 gactcaccat ctacaccttc gatatggaga aagtaatcga ctaaagctgc cattttttca
  4027201 ctcctgaatt aatgtcatta aagttgggtt aaatcagtat tcggcaactc aaagttgcct
  4027261 cattaaaaat gtactttcct atttaatttt ggccttacct ccttgatatt tatgtttata
  4027321 ttccccctct aataagcgag tgatattcac agcgcttatt tcttttcgct ttccttgttg
  4027381 gatggaagtt tagaaaccag ccgcagagaa accgtcatac cttcaagttg gtagtgaggg
  4027441 cgtaaataga agtgagcgcg gtaaaaacca ggatcatcct ctacgtcttc aacttgaact
  4027501 tccgcagcgg ccagcgggcg tttagcttta gtggcttctg ttgaaatgga ggggtcacca
  4027561 tcgacgtagt tcatcaccca gtcgttaagc caaagttgca tgtcatcccg cgagcggaac
  4027621 gaaccaattt tgtcgcgcac aatacatttg aggtaatggg cgaaacgaca ggtggcaaaa
  4027681 atgtaaggta aacgggccga taatctggcg ttcgccgtcg catcggggtc atcatagttt
  4027741 gccggtgcat gcagggtgca cgacccgata aaggcggcaa agtctgagtt cttacggtag
  4027801 accagcggta aaaacccagc attggatagc tcgttctcac gacggtccga aattgccaat
  4027861 tctgtcggac aagtgagttc atatccgcct tcgtcagaag gaaaagcata ggccggaagt
  4027921 tcttctacgg ccccccccga ctcaataccg cggatccttg aacaccaacc atattcattg
  4027981 aaggcccggt taatattgac gcccatggca taggccgcat tcgcccaggt gaaatcctca
  4028041 ctggcatgag ggctaaccac ttcttcaaaa gcaaaatcat caataggatg atttttggca
  4028101 ccatacggca gacgcgaaag aaaacgtggc agagtcagta ccagatagcg ggagtcatta
  4028161 ctctcacgta aacgtctcca tggcgcatat tcaggtgtgg taaagatttt gccgatatcc
  4028221 cttgggttac ctgtaacgaa cggtgcaata gtgatccaca cccaacgcct gaaatcagat
  4028281 ccagggggta atctgctctc ctgattcagg agagtttatg gtcacttttg agacagttat
  4028341 ggaaattaaa atcctgcaca agcagggaat gagtagccgg gcgattgcca gagaactggg
  4028401 gatctcccgc aataccgtta aacgttattt gcaggcaaaa tctgagccgc caaaatatac
  4028461 gccgcgacct gctgttgctt cactcctgga tgaataccgg gattatattc gtcaacgcat
  4028521 cgccgatgct catccttaca aaatcccggc aacggtaatc gctcgcgaga tcagagacca
  4028581 gggatatcgt ggcggaatga ccattctcag ggcattcatt cgttctctct cggttcctca
  4028641 ggagcaggag cctgccgttc ggttcgaaac tgaacccgga cgacagatgc aggttgactg
  4028701 gggcactatg cgtaatggtc gctcaccgct tcacgtgttc gttgctgttc tcggatacag
  4028761 ccgaatgctg tacatcgaat tcactgacaa tatgcgttat gacacgctgg agacctgcca
  4028821 tcgtaatgcg ttccgcttct ttggtggtgt gccgcgcgaa gtgttgtatg acaatatgaa
  4028881 aactgtggtt ctgcaacgtg acgcatatca gaccggtcag caccggttcc atccttcgct
  4028941 gtggcagttc ggcaaggaga tgggcttctc tccccgactg tgtcgcccct tcagggcaca
  4029001 gactaaaggt aaggtggaac ggatggtgca gtacacccgt aacagttttt acatcccact
  4029061 aatgactcgc ctgcgcccga tggggatcac tgtcgatgtt gaaacagcca accgccacgg
  4029121 tctgcgctgg ctgcacgatg tcgctaacca acgaaagcat gaaacaatcc aggcccgtcc
  4029181 ctgcgatcgc tggctcgaag agcagcagtc catgctggca ctgcctccgg agaaaaaaga
  4029241 gtatgacgtg catcttgatg aaaatctggt gaacttcgac aaacaccccc tgcatcatcc
  4029301 actctccatc tacgactcat tctgcagagg agtggcgtga tgatggaact gcaacatcaa
  4029361 cgactgatgg cgctcgccgg gcagttgcaa ctggaaagcc ttataagcgc agcgcctgcg
  4029421 ctgtcacaac aggcagtaga ccaggaatgg agttatatgg acttcctgga gcatctgctt
  4029481 catgaagaaa aactggcacg tcatcaacgt aaacaggcga tgtatacccg aatggcagcc
  4029541 ttcccggcgg tgaaaacgtt cgaagagtat gacttcacat tcgccaccgg agcaccgcag
  4029601 aagcaactcc agtcgttacg ctcactcagc ttcatagaac gtaatgaaaa tatcgtatta
  4029661 ctggggccat caggtgtggg gaaaacccat ctggcaatag cgatgggcta tgaagcagtc
  4029721 cgtgcaggta tcaaagttcg cttcacaaca gcagcagatc tgttacttca gttatctacg
  4029781 gcacaacgtc agggccgtta taaaacgacg cttcagcgtg gagtaatggc cccccgcctg
  4029841 ctcatcattg atgaaatagg ctatctgccg ttcagtcagg aagaagcaaa gctgttcttc
  4029901 caggtcatcg ctaaacgtta cgaaaagagc gcaatgatcc tgacatccaa tctgccgttc
  4029961 gggcagtggg atcaaacgtt cgccggtgat gcagcactga cctcagcgat gctggaccgt
  4030021 atcttacacc actcacatgt cgttcaaatc aaaggagaaa gctatcgact cagacagaaa
  4030081 cgaaaggccg gggttatagc agaagctaat cctgagtaaa acggtggatc aatattgggc
  4030141 cgttggtgga gatataagtg gatcactttt catccgtcgt tgacaactcc gccatagagc
  4030201 gaaatctgtg tatttccctg ccagccatga gctttgataa ttcatctgct gtttcaactg
  4030261 tggataaaat acaggtaagt tattttcagt aattgcttct ttttggtatg ccacagggct
  4030321 cgcctgtact gttgctgtag taaatattac ggccaatatc atcgaactga cgaacgcagc
  4030381 tccattcatt tgaacctcgc aatcaaaacg ccatttcatt ttttgattaa acgattctaa
  4030441 ggtaacaaca tttattttct gtggctgacg ttataaaaac agtcaaaata aaaatattat
  4030501 gaggcttggg atcacactcg atggcaaaac agggtcatta gctcacatta ttagagtgaa
  4030561 tagtgtgtgg aagaaaaatt atgaaaggga aatatctgtg gagcggaatt ttttgtcggt
  4030621 gccatattta gccatgtgat atgaaataat cgtgcagggc tatacgccgc cataccgctt
  4030681 ctcccggtga tcgattatac ccacagtatc cccactcaag ggccgcgacg aacaaaataa
  4030741 taaggagagg atgatccctc cccaatatcc gtaccaggct aaatcagaga tccggacctt
  4030801 tttgatgact tcgggcaaat tctgccggag tcaggttatt taacgaagaa tacggacgaa
  4030861 aatgattata ttcttgccgc cattgttcaa ttttctcctg agcatcttcc agagaaagga
  4030921 acccgtgcac gttcagacat tcatccctca gactgccatt aaatgactcg ataaaggcat
  4030981 tatctgtagg ctttccgggg cctgaaaagt ccatcgagac cctgttttca tacgcccatc
  4031041 ggtccatcga cttcgagatg aattcgctgc cgttatctgt ctgcagcctt tgtggaatac
  4031101 gccccagcga atgttttaat ctgtccatga cagccacaac atcatctcca cgtaacccct
  4031161 gaccgacctc gatcgccaga cattcacgac taaaattatc cactatagtt agcgccctga
  4031221 cccgacgccc gttgaacaga ttatcagcaa cgaaatccat gctccagcac tgatctaacg
  4031281 cggtcacttc tggacttgcg tgcctgtgcc tcgctgtcac atgccaccgt ggacgtttcg
  4031341 aacgtagatt gagaccctca agacagtaaa tacggtgcgt tttcttatgg ttaacaagcc
  4031401 agccttctct ccgcagcagg atatgaatgc gcggacagcc ataacggatg cgcgtctccg
  4031461 caatttcccg tattcgctga gtaatagccc gatcgtcacg atggctacga tagttgtata
  4031521 cagtgcggct ctgcatcatc agcctgcacc ctctgcgtac tccgatacgg tacgccgcca
  4031581 gcagatattc cacggcatcg cgcttctgca gcggcctcag aacttttttc ggatgacatc
  4031641 ctgcagcatt tccttatcca gactcagatc ggccaccaga cgtttgaggc gctgattctc
  4031701 atcctcaagc tgccgaagac ggcgcaattc cgtgacaccc attcccccaa acttcttctt
  4031761 ccagttgtaa aatgtcgctt ccgaaatgcc catcttccta cagacttctt ccactcgagt
  4031821 acccgtttca gcctgtttga gtgcaaaagc gatttgttct tcggtataac gcgtcttttt
  4031881 cataacgaat gacctctttt tggacggaaa agaagggccg aaaactctac tttacagcgg
  4031941 tactgaacga agggggaaga tcaaggagaa tatctatcac aaaaagtgaa gtttctgagg
  4032001 ttgatgacca aatgcccgcg gcgaagagaa tagacagcca gtaaaaatac cgtttttcct
  4032061 gctccatata ggctcgagct acgccatcat tggtgtggac acgttgctaa cctaccttat
  4032121 cctcaccatt ttaatcatca ttacaacgcg taacttctgt gtttcgtaca cagcaaaaac
  4032181 cccacgcttt tggcatgggg ttatcagcac aacgcgtaat ttctgtgttt cgcacacagc
  4032241 aaaaacccca cgctttgggc atggggttat cagtacaacg cgtaatttct gtgtttcgcg
  4032301 cacagcaaaa accccacgct ttgggcatgg ggtcttggct ttatttgatg cctggcagtg
  4032361 tcctactctc gcatggggag accccacact accatcggcg ctacggcgtt tcacttctga
  4032421 gttcggcatg ggatcaggtg ggaccaccgc gctatggccg ccaggcaaat tctgtttcaa
  4032481 ttaacccgca aacaagcaac acttgtcagc cagtcaacac aatctcggaa cgacgctgaa
  4032541 aatctctctc aattcaaaac accttcggtg ttgtaaggtt aagcctcacg gatcattagt
  4032601 actggttagc tcaatacatc gctgcactta cacacccagc ctatcaacgt catagtcttt
  4032661 aacgttcctt caggggactt taagtcccag ggaagactca tctcgaggca agtttcccgc
  4032721 ttagatgctt tcagcggtta tctcttccga atttagctac cgggcaatgc cattggcatg
  4032781 acaacccgaa caccagtgat tcgtccactc cggtcctctc gtactaggag cagcccctct
  4032841 caatcttcca acgcccacgg cagataggga ccgaactgtc tcacgacgtt ctaaacccag
  4032901 ctcgcgtacc actttaaatg gcgaacagcc atacccttgg gacctacttc agccccagga
  4032961 tgtgatgagc cgacatcgag gtgccaaaca ccgccgtcga tatgaactct tgggcggtat
  4033021 cagcctgtta tccccggagt accttttatc cgttgagcga tggcccttcc attcagaacc
  4033081 accggatcac taagacctac tttcgtacct gctcgagccg tcactctcgc agtcaagcta
  4033141 gcttatgcct ttgcactaac ctcacgatgt ccgaccgtga ttagctaacc ttcgtgctcc
  4033201 tccgttactc tttgggagga gaccgcccca gtcaaactac ccaccagaca ctgtcctcac
  4033261 cccagatcat ggggccgagt tagaacatca aacattaaag ggtggtattt caaggttggc
  4033321 tccatgcaga ctggcgtcca cacttcaagg cctcccacct atcctacaca tcaaggctca
  4033381 atgttcagtg tcaagctata gtaaaggttc acggggtctt tccgtcttgc cgcgggtaca
  4033441 ctgcatcttc acagcgagtt caatttcact gagtctcggg tggagacagc ctggccatca
  4033501 ttacgccatt cgtgcaggtc ggaacttacc cgacaaggaa tttcgctacc ttaggaccgt
  4033561 tatagttacg gccgccgttt actggggctt cgatcaagag cttccccttg cggctgaccc
  4033621 catcaattaa ccttccagca ccgggcaggc gtcacaccgt atacgtccac tttcgtgttt
  4033681 gcacagtgct gtgtttttat taaacagttg cagccagctg gtatctgcga ctggcttcag
  4033741 ctccaggagc tagtcctttc acctaacgcc agcgtgcctt ctcccgaagt tacggcacca
  4033801 ttttgcctag ttccttcacc cgagttctct caagcgcctg agtattctct acctgaccac
  4033861 ctgtgtcggt ttggggtacg atttaatgtt acctgatgct tagaggcttt tcctggaagc
  4033921 atggcatcaa ctgcttctgc accgtggtgc atcgtcatca cgcctcaggg ttgataagca
  4033981 accggattta cctggtcact ccccctacac gcttaaaccg ggacaaccgt cgcccggcca
  4034041 gcctagcctt ctccgtcccc ccttcgcagt aacaccaagt acaggaatat taacctgttt
  4034101 cccatcgact acgcttttca gcctcgcctt aggggtcgac tcaccctgcc ccgattaacg
  4034161 ttggacagga acccttggtc ttccggcgtg cgggtttttc acccgcatta tcgttactta
  4034221 tgtcagcatt cgcacttctg atacctccag caaccctcac aggtcacctt caacggctta
  4034281 cagaacgctc ccctacccaa caacacctaa gtgtcgctgc cgcagcttcg gtgcatggtt
  4034341 tagccccgtt acatcttccg cgcaggccga ctcgaccagt gagctattac gctttcttta
  4034401 aatgatggct gcttctaagc caacatcctg gctgtctgtg ccttcccaca tcgtttccca
  4034461 cttaaccatg actttgggac cttagctggc ggtctgggtt gtttccctct tcacgacgga
  4034521 cgttagcacc cgccgtgtgt ctcccgtgat aacattcttc ggtattcgga gtttgcatcg
  4034581 gtttggtaag ccgggatggc cccctagccg aaacagtgct ctacccccga agatgagttc
  4034641 acgaggcgct acctaaatag ctttcgggga gaaccagcta tctcccggtt tgattggcct
  4034701 ttcaccccca gccacaagtc atccgctaat taaatcaaca ttagtcggtt cggtcctcca
  4034761 gttagtgtta cccaaccttc aacctgccca tggctagatc accgggtttc gggtctatac
  4034821 cttgcaacta gacgcccagt taagactcgg tttccctacg gctcccctat tcggttaacc
  4034881 ttgctacaaa atataagtcg ctgacccatt atacaaaagg tacgcagtca caccacgaag
  4034941 gtgctcccac tgcttgtacg tacacggttt caggttctat ttcactcccc tcgccggggt
  4035001 tcttttcgcc tttccctcac ggtactggtt cactatcggt cagtcaggag tatttagcct
  4035061 tggaggatgg tccccccata ttcagacagg atgtcacgtg tcccgcccta ctcatcgagt
  4035121 tcacagcctg tgcattttgg tgtacgggac tatcaccctg taccgtgcga ctttccagac
  4035181 gcttccacta acacacaaac tgattcagac tctgggctcc tccccgttcg ctcgccgcta
  4035241 ctgggggaat ctcggttgat ttcttttcct cggggtactt agatgtttca gttcccccgg
  4035301 ttcgcctcgt tagactatgt attcatctaa cgatagtgca acgtattgca ctgggtttcc
  4035361 ccattcgggt atcgtcggtt ataacgcttc atatcagctt accgacgctt ttcgcagatt
  4035421 agcacgccct tcatcgcctc tgactgccta ggcatccacc gtgtacgctt agtcgcttaa
  4035481 cctcacaacc cgaaggtgtc ttgtcattgc tgacagtaca tcttgtgttg cgattatttg
  4035541 agagactcta ttacaggtta ctctttaccc caatacatct acggcggggt aaatttcagc
  4035601 tgtaatgttt caattttcag cttgttccag attgttaaag agcaatattt cacaacacac
  4035661 tgtgccttgc gaccgcagta cgttttgaaa tagttttata tggtggagct aagcgggatc
  4035721 gaaccgctga cctcctgcgt gcaaggcagg cgctctccca gctgagctat agccccatat
  4035781 aaaaagcaaa tcaccttatt gctgcaactc aacagggaat ggtgagttgg tgggtctgag
  4035841 tggacttgaa ccaccgacct cacccttatc aggggtgcgc tctaaccacc tgagctacag
  4035901 acccaacaag gtactaaagc ccgaccaatt tctcagcccg gctttatttg ctcgttactt
  4035961 tctatcagac aatctgtgtg ggcactgcgc aatgcgtatc gttaggtaag gaggtgatcc
  4036021 aaccgcaggt tcccctacgg ttaccttgtt acgacttcac cccagtcatg aatcacaaag
  4036081 tggtaagcgc cctcccgaag gttaagctac ctacttcttt tgcaacccac tcccatggtg
  4036141 tgacgggcgg tgtgtacaag gcccgggaac gtattcaccg cagcattctg atctacgatt
  4036201 actagcgatt ccgacttcat ggagtcgagt tgcagactcc aatccggact acgacagact
  4036261 ttatgtggtc cgctggctct cgcgagttcg cttcactttg tatctgccat tgtagcacgt
  4036321 gtgtagccct actcgtaagg gccatgatga cttgacgtca tccccacctt cctccggttt
  4036381 gtcaccggca gtctcccttg agttcccacc attacgtgct ggcaacaaag gataagggtt
  4036441 gcgctcgttg cgggacttaa cccaacattt cacaacacga gctgacgaca gccatgcagc
  4036501 acctgtctca cagttcccga aggcacttta gcatctctgc caaattctgt ggatgtcaag
  4036561 agtaggtaag gttcttcgcg ttgcatcgaa ttaaaccaca tgctccaccg cttgtgcggg
  4036621 cccccgtcaa ttcatttgag ttttaacctt gcggccgtac tccccaggcg gtcgacttaa
  4036681 cgcgttagct ccggaagcca cgcctcaagg gcacaacctc caagtcgaca tcgtttacag
  4036741 cgtggactac cagggtatct aatcctgttt gctccccacg ctttcgcacc tgagcgtcag
  4036801 tctttgtcca gggggccgcc ttcgccccac cggtattcct ccagatctct acgcatttca
  4036861 ccgctacacc tggaattcta cccccctcta caagactcta gcttgccagt ttcaaatgca
  4036921 gttcccacgt taagcgcggg gatttcacat ctgacttaac aaaccgcctg cgtgcgcttt
  4036981 acgcccagta attccgatta acgcttgcac cctccgtatt accgcggctg ctggcacgga
  4037041 gttagccggt gcttcttctg cgagtaacgt caatgattga gcgtattaaa ctcaacccct
  4037101 tcctcctcgc tgaaagtgct ttacaacccg aaggccttct tcacacacgc ggcatggctg
  4037161 catcaggctt gcgcccattg tgcaatattc cccactgctg cctcccgtag gagtctggac
  4037221 cgtgtctcag ttccagtgtg gctggtcatc ctctcagacc agctagggat cgtcgcctag
  4037281 gtgagccatt accccaccta ctagctaatc ccatctgggt tcatccgatg gcgtgaggcc
  4037341 ctaaggtccc ccactttgct cttgcgaggt catgcggtat tagctaccgt ttccagtagt
  4037401 tatccccctc catcaggcag atccccagac attactcacc cgtccgccgc tcgccggcaa
  4037461 agtagtaaac tacttcccgc tgccgctcga cttgcatgtg ttaggcctgc cgccagcgtt
  4037521 caatctgagc catgatcaaa ctcttcaatt taagatttgt ttgatttgct gacttttact
  4037581 tgcgtaaaag cagcggtgct caaagattac tttctgcaaa taggcatctt gaccgaagtc
  4037641 aaaatgttta ctgctttggt cactcttcaa gacttgatat tatttctgcc tgccgaaaca
  4037701 ggcgtcgata tcgtcttgcg agtgcccaca cagattgtct gataaattgt taaagagcag
  4037761 tgcgttagca acacttggtt ggtaacgcga ggtgcgcata ttacgctttc ctcattcaga
  4037821 gtcaactact tatttcgttg aatttctctg ttctctttgc cggccactca acgatttgat
  4037881 tcgttgtgtg ccgtctcgat ggatgcgcat tatagggagt tccacgcagc ccgcaaccgc
  4037941 tattttcaat aaaaatgact gtttgctgca ttccacagca aaaccccgcc ttatacgcag
  4038001 ttgtgcacaa acttatccac agattgaatc tgcgctcaaa attgacgagc atcacgcaat
  4038061 cgttttcgct acaattcccc gcgtcgaaaa gggtgacctc atcgacaaaa tatcaacgaa
  4038121 atagtctgta gcgccctatt aattgatagt gaagaactct gtaattgata atgaagaaaa
  4038181 ctgcgactcc aaatccaagg gataaaacca tgcaacaacg ccgtccaatc cgccgtgctc
  4038241 tactcagtgt gtctgacaaa gcaggtatca tcgaattcgc ccaagcactt tctcaacgcg
  4038301 gtatcgagtt actttccacc ggtgggactg cccgcctgct ggctgatgct ggtttacccg
  4038361 ttaccgaagt gtctgactac accggtttcc cggaaatgat ggatggacgt gtgaagactt
  4038421 tgcatccaaa ggtgcatggt gggattttag gtcgtcgtgg tcaggatgat ggcatcatgg
  4038481 ctcaacatgg cattcagccc attgatattg tcgtcgttaa tttatatccc ttcgcccaga
  4038541 cggttgcccg cccggattgc tcgttggaag atgcggttga gaatattgat attggtggcc
  4038601 caaccatggt tcgctctgcg gccaagaacc ataaagatgt cgccatcgtg gtgaagagta
  4038661 gcgactaccc cgccattatt actgagcttg ataataatga tggttcgttg acttacccca
  4038721 cccgcttcaa tctggccatt aaagctttcg aacacaccgc cgcctacgac agcatgatcg
  4038781 ccaactactt cggcacactg gtgccacctt atcatggtga tacggaacag ccttccggcc
  4038841 acttccctcg caccctaaat cttaactata taaagaagca ggatatgcgt tacggtgaaa
  4038901 acagccacca gcaagctgcc ttctatatag aagaagatgt caaagaggca tccgttgcca
  4038961 ctgcccagca attacaaggg aaagccctct cttataacaa tattgcggat accgatgccg
  4039021 cgctggaatg cgtgaaagag ttcagtgaac cagcctgtgt gatcgttaaa catgccaacc
  4039081 catgcggtgt ggctatcggt gattctattc ttgccgctta tgaacgtgcc tatcaaaccg
  4039141 atccaacctc agctttcggt ggcatcatcg cctttaaccg tgaattggat gcagcaacgg
  4039201 ccagcgcgat catcagccgc cagtttgtcg aagtgatcat tgcgccaaca gtcagctctg
  4039261 atgcattggc attgcttgca gctaaacaaa atgtccgagt cctgacttgt ggccagtggc
  4039321 aagcacgttc agcaggttta gatttcaaac gtgttaatgg gggtttgctg gtacaagaac
  4039381 gcgatttagg tatggtgacg gcggccgacc ttcgcgtggt ttccaagcgt cagcctaccg
  4039441 aacaggaact gcgtgatgcg ctgttctgct ggaaagtggc taagtttgtt aaatccaatg
  4039501 cgattgtcta tgcccgcgat aacatgacaa tcggtatagg tgccggccaa atgagccgcg
  4039561 tgtactctgc gaaaatagcc ggtatcaagg ccgcagatga agggctggaa gtggctggct
  4039621 cagccatggc ctctgatgcc ttcttcccgt tccgtgatgg tattgatgcc gccgcggctg
  4039681 tgggcattac ttgtgtcatc caaccgggcg gctcaattcg tgatgatgaa gtcatcgcgg
  4039741 ctgctgatga acacagtatt gccatgatct tcaccgacat gcgccatttc cgtcattaat
  4039801 taaccctctt atataggaag gggcgcttga tgatgtgccc cttcacggag tcatccagat
  4039861 gaatattttg ataattggta acggcggtcg tgaacacgct ctgggctgga aagccgccca
  4039921 atctccttta gcggacaaaa tttatgttgc accaggtaat gcgggtacag cactggaacc
  4039981 gaccttagaa aatgttgata tcgccgccac tgatattgcc ggtttactgg cctttgctca
  4040041 aagtcatgat atcggcctga cgattgttgg cccagaagcc cctttggtga tcggcgtggt
  4040101 tgatgcgttc cgcgctgctg gtttagctat ttttggcccg actcaggctg cggctcaatt
  4040161 agagggttct aaagccttca ccaaagattt cctggcccgt cacaacattc cctctgcgga
  4040221 ataccaaaac tttacagatg tcgaggccgc attggcctat gtgcgtcaaa aaggtgcgcc
  4040281 aatcgttatc aaagccgatg gtctggccgc cggtaaaggc gtgattgttg cgatgacgca
  4040341 ggaagaagcc gaaaccgccg tgaatgatat gttggccggt aacgcttttg gtgatgcagg
  4040401 gcaccgtatc gtggtggaag agttccttga tggcgaagaa gccagcttta tcgtgatggt
  4040461 tgatggcgaa aatgttttgc caatggcgac cagtcaggat cataagcgag ttggcgatgg
  4040521 tgataccggg ccaaataccg gcggaatggg tgcttattcc ccagcccccg tggtaacaga
  4040581 tgatgttcac caacgggtca tggatcaggt tatttggccg accgtgcgtg gtatggcggc
  4040641 ggaaggtaat atttacaccg gtttcctcta tgctggcctg atgatttcag ccgatgggca
  4040701 acccaaagtc attgagttca actgccgctt tggcgatcca gaaacgcagc caatcatgtt
  4040761 gcgtatgcgc tccgatttgg tcgaactgtg tttagccggt acacaaggca aactaaatga
  4040821 aaaaacctca gactgggatg agcgcccatc actgggggtc gttttagccg ctggcggtta
  4040881 tccagcagat taccgccagg gtgatgttat tcatggctta ccacagcaag aagtcaagga
  4040941 tggaaaagtc ttccacgcgg ggaccaagct gaatgggaat catgaagttg tcaccaatgg
  4041001 tggccgcgtc ttgtgtgtca ctgcactcgg tgaaaccgtc gcgcaggcgc aacaatatgc
  4041061 ctatcagtta gctgagggga tccagtggga aggggttttc tgccgtaaag atattggtta
  4041121 tcgagcgatt gctcgcggta agtaaaggct cactgtcttt aaaagggtac agtctagtgc
  4041181 gctgtgccct acttattgcg gatcataatc gattactggc tatcttatga cgctgcaccg
  4041241 ctgataacca gcagcttata ggtcattggt taacttatag ctcatcggta acttacaggc
  4041301 tgcctgcctg aggttcccaa cggcagaagt cctgattcgc gaccagcaga agttgttgcc
  4041361 cttcagatga atccagccat gcgacaccaa gaggctgcgt gttcttctca ccccgcgttg
  4041421 tcagccatgc ctgcgaatta tcatccagat tcagacgcaa cgttttacct gcacaggtag
  4041481 taagcatgcc atcctgccaa cgcccctgaa ttaaccttac gtcacccgca cgtagcacac
  4041541 gactgagttc caaaatgcgt ttagcttcca actgataaac cgctatatca tcagcagaga
  4041601 gcgactcacg acgcgatgcg agctggcgtt gcataaagct aacctgccct tgctcatcga
  4041661 aacgcaactg gacactctgt ggggtagcgc ctaaatcatt gcgacggatt tcccgtaaaa
  4041721 tgccattctg gtactcgtag aaggtcactc gggtattgcc cccgaagtag ggactgtaaa
  4041781 cgctcatcaa cacctggggt tgctgctgcg cattatcctg acgccataaa cgaacaacac
  4041841 cgctatcggc gatatacccg ctggcactga attgaggggg atctgacagg ctgctacagg
  4041901 cgctgagacc caaggttaat ccgaaggtta tcagcacccg ctgcataaac aaaaggggtt
  4041961 ttatcccccc cctgcttatt atttttactg acacactatg acttaacagc gtctttcagt
  4042021 gccttaccag aaacaaacgc gggtacatta gcggcagcaa ttttgatttc tttacccgtt
  4042081 tgtgggttgc ggccagtgcg ctcattacga tggtttactt tgaaggtacc aaaaccaacc
  4042141 aattgtactg gatccccttc tttcagagat tcggtaattg cagccagtgt ggattccaga
  4042201 gcagctttag cttgtacctt agaaaggtcc gctttgtccg cgattacgtc aatcagttga
  4042261 gtcttattca tacgttatcc ttacagtata tttatcgttt gcaaagcatc aagtgcgacg
  4042321 gatatgccga tggacagcac tccctgcata cacgcaccga tagccacttt taaatcgccc
  4042381 cccaaatgta gaacagacag ggggcagatg tgaagcctta agacgtgaca aatcaggcgt
  4042441 taaatcacgt tttcttgcct tattgcgtta aatttatgcc aatgttgcta acagcggctt
  4042501 cccgcaggtc agatcgtaac cctttgatca gatctaagtc gcgctcttca cagtcagcta
  4042561 atagacgaaa aatctcccac tggatatccc attcttcttc aatcgcaggc aagattttta
  4042621 gttcttcatc ggtcatttct ttacctgcca gcgtcatttc cagcatcgca acagtacgga
  4042681 ttgatgcttc gctgatcgcg atggcatgtt ccagtgtttc accactcaaa cgtgaatgaa
  4042741 tagcctcact taatgcgata cacgcatcaa tagcaggata aacaccgtag atagcatagt
  4042801 catcagatga tggaatagcc tcttccagct tttccaattg actatcaaag ttcactttag
  4042861 cgtctttgac gactaacgtt tcccagataa gatccagaat acgtcgataa accgccggat
  4042921 cgccaaatcc ggtttccaga caaaattgct ggtaattggg atacatccgc tcgcacaggc
  4042981 aagcaataaa agtcagatgt tgccaacttt ccagcttttc gagccgtaga tgaatcggat
  4043041 tacgtaacat gatgagttct cattattcat tatctgcgcg gcagtgtaac cgaaattaaa
  4043101 tcatatccct acgcttgcca agaaaatcag gatttttccg cagccaacgt tgaaattgcg
  4043161 gacggtttga agcaatagca tccgcccagc gggttggttc aggcagacga taacccgcca
  4043221 tgcaacgttg aacccatgcc agcgcactgc caacactcac ccgatgccca ggcgaaataa
  4043281 acagtgggtt acagcggatt ttactgcgcc atacccaacc aagctgctca tcgttatcga
  4043341 acaagggctg caccgcacca acatcttgat gcagtggcaa gaaatcacca cacaggcggc
  4043401 ttttagcgac accaatcgtc ggtacatcga ccaataaccc aaaatggctg gcaacgccga
  4043461 gacggcgagg atgagcgatg ccttgcccat cgaccagaat cagatcaggg cgttgctgca
  4043521 actgcgccca cgcggctaac agcgctggat attcacgaaa agagagtaaa ccggggatat
  4043581 aaggcagaga agttgccact ctggcaacct ggtattccac cagcgccaga gagggatagc
  4043641 gtaaaatagc gatagcggca cgggttatct ccccatgctg ctcaaaaccg acatcagctc
  4043701 cagcaataaa gcgcacagac tggttatcaa tgccatcatg aagactaatc tccgatgccc
  4043761 gttgccgctg ctctgcctgt agcgctttag tatcaaacat tgatttagtc tcaaccctcg
  4043821 atttagtctt caccattgac caatcggctc catcctacac gctgattatt tttgatgata
  4043881 aggccgtgat agcgcatgta ccgcgttcac aaatgcaccg gcatgtgctg gaggtacatc
  4043941 ttggtgaatc ccgtggccca gattaaatac atgcccttca ccctggccaa agctcgccag
  4044001 aatggtacta acctcctgct caatacgcgc agggggtgca tacagaaccg aaggatccat
  4044061 gttgccttgc aaggcaactt tatcaccaac acgacgacgc gcatccgcga tatccgttgt
  4044121 ccagtctaga cccagcgcat cacaaccggt ggcggccatc gcttccagcc acggcccccc
  4044181 gcccttggtg aacaaagtga caggaacccg acgaccttcg ttttcgcgga tcaaaccatc
  4044241 gacaatttta tgcatataat tcaatgagaa ctcatgataa tcacggcctg tcagtacccc
  4044301 tccccaggta tcaaagatca tgaccgattg agcccccgcc ttgatttggg cattaagata
  4044361 caaaatgaca ctgtctgcca gtttatccag cagcaagtgc aaggtctgcg gttcggcata
  4044421 catcattttt ttcagtttgg taaaggcttt actactgccg ccttcaacca tataggtcgc
  4044481 cagagtccat gggctaccgg aaaaaccgat taagggcacc gaaccggcca gttcgcgacg
  4044541 aatggtccgc accgcattca tcacataacc caattcttgc tcaggatcgg ggatcggcaa
  4044601 tttttcaaca tcagcccggc aagtaattgg ggattgaaaa cgcgggcctt cgccagtttc
  4044661 aaaatagagc cccagcccca tggcatcagg gatggtcaga atgtcggaaa acagaatcgc
  4044721 tgcatccagc ggataacgac gcagtggctg catcgtgacc tcacaggcta actctgcatt
  4044781 tttgcacagt gacataaaat ccccagcaat agcgcgggtt gctttatatt ctggcaaata
  4044841 acggcctgcc tgccgcatca tccataccgg tgtcatgtct acaggctgac gtagcaaagc
  4044901 acgcagatag cgatcgtttt tcaactcatt catgataggg ctcccttaat gatctgacgg
  4044961 ccttgtatta taaagtggca ttatattaca aaacggaatt gtagcatgtc agatggctct
  4045021 ttcctgaatc accctcttga gttgctcatt atcaaccgac tgaactcgag atatcatcgg
  4045081 gagattgatg gctattcccg cgcaacaata ggtacaacga gtccagttta ttgtttgttt
  4045141 gaacatcact tttcaaaccc tgaaataatt caaccttccc gctttcttca ttcgcttgag
  4045201 taatgcgaat gccaaataca tgaatttccc ctggagagtc ttgtagaaaa taggtagcac
  4045261 ccgttaacgc tccagcctta caacagctgt ctgtttgaat agaatgcaga ttttcatgta
  4045321 catcattaac catcttaaag ttatagtttt cttcaggctt taatcttggc tggtcataga
  4045381 tggctttata ttgaaattga ttcttatacg acagtaaatt atggagagtc tgcgtgcggt
  4045441 cagttattgt tttttggctg gcaatatcct gccgaatatt ctggtgcatc atctgcatca
  4045501 ctcgctcagg gctagcaata ctcagggggg ttggtgggtt agcggtgtgc gatatcatga
  4045561 ctgatataca cttaggatcc tgatataaca attcctgcaa tacttcctca tagagctttt
  4045621 gaatacctac cgcagtggtg cgcctttcca cttcattacc tttgatatct acataagcgt
  4045681 gtaagagaag agctctcact gcgtcgcctt taatggtgct gtctaacgca gctttattat
  4045741 gtagcgataa cataacctta tcttggataa aggcttttgg tagtgatgga tacatcgaag
  4045801 tcactggttg cacggtctga gttatgattg gacgcacttt tttactccta tggattagaa
  4045861 ataaagaaag tacgtcattg catcccccct ttctttcaca agcaatagca agatattgat
  4045921 tttaaaatgc tattggctta aatcgctatg ttcacgacat aagaccaccg tatcttcaat
  4045981 cagacggcgt gccacggtac cgggtggagg tagcaaaggt aattggtcat agcgatacca
  4046041 gccggcattc agcaactctt tcgggtcatg acataattca ccgctgtcat aatccgccat
  4046101 aaatgccatc atcagtgaat gaggaaatgg ccaaggctgt gacgtcacgt agcgcaagtt
  4046161 cttaatgtga atattacttt cttccagcac ttcccgtgaa accgcctgtt ccagggtctc
  4046221 acccacttca acaaaccccg ccagcacggt attgataccg ccacgatggc gcacatgttg
  4046281 tgccagcaaa atttcatcac cacggcgaat agcaacaatc acacaaggag caatttgcgg
  4046341 ataatagcgc tcccgacagt ggttacataa gctggcccat tccgtccggc tggcatgcat
  4046401 ttcatgccca caatagccac aaaagcgatg tgaacgatag aattcggcta attgcacacc
  4046461 gcgccctgcc aattggaata aaccgcggtc aacatccaat aattgccgga ccgaccccat
  4046521 ccctgaaggc atcatctggc gaataagcca cacagactgc ccttgccatt caccaatctg
  4046581 ccgtgcagtc gtgccttgca atgaccagtt agcggcattg ccttgtggta gctctccttt
  4046641 cggcaaccat aatttatttt catgactgac aatccaccag ccactttctt tacctgtaag
  4046701 ttgtagttcc atatcgttgt tgcacaacct ctatttcact ggcaatctag aaaccggctg
  4046761 ttacattttt gtaacccaca atattttttc ttactaatgg agtcgttcat gctcaaccga
  4046821 ctggaaagcc tgactcaacg cgttggcggt agtaatgaat taattgatca atggcttcat
  4046881 gcgcgtaaag aactgttagt ctcttattgc accgtgatcg gtattaagcc gcaaaaagag
  4046941 aagcataccc cgcttaatgc aaaaacgctg gagaactttt gccataattt agtcgactat
  4047001 ctttcttcag gccatttcca tctctatgac agaattatca aagaggtaga aggcgcatct
  4047061 agccccaaaa tggcactgac agccaaaatt catcctgcat taaaaaacaa cactcaaact
  4047121 atcatggcat tccatgattg ctatacaaac attgaaatcg acgacgatag ctgcaccgag
  4047181 tatcaacaag ctttatcgga tatcggtgaa gcgcttgacg cccgtttcag gctggaagac
  4047241 caattaattc aatgggccgc cgaatcttgg caagccgccc agctagcgga tgcggataaa
  4047301 aagagccagg tcaactgacc gccgcctgta actgcgaata aacagcagat acgggtagcg
  4047361 tgcacaaaat gagcaagcag aatagcctgc tcataagtag gctattgtag ttttaattca
  4047421 acctcgtata gtaaaggctc ttgtcggagt gcctagcacc tgctttttta ggaaagcaaa
  4047481 cgcaggctga gaccgttaat tcgggatccg cggaacctga tcgggttaat acccgcgaag
  4047541 ggaacaagag taatttatcg ctacaggccc gatactcacc ctcaagggta gctaccggtc
  4047601 actggccaac atcgttactc ccgccaagct ccagacaagc aattttccca atacaccaca
  4047661 ctggctctat aaaccacact ggtaggaatt gctatgtcta ataatacaac gtcattaccc
  4047721 gctgaaaatt cgtcacaccc acgtaaaggc acacctattc gtaaaaagca gcgcgaagag
  4047781 gcccaacagt ttattaatac cttacaaggc gttacttttc ccaactccca acgtatttat
  4047841 ctacaaggct ctcggcccga tattcaagtg ccgatgcgtg aaatccaact cagcccgacg
  4047901 caaatcggcg gcagtaaaaa cgaaccacgc tatgaagata atgaggccat cccggtctat
  4047961 gacacctccg gtccctatgg tgacccacaa gctaaactgg atgttcataa cgggctgcct
  4048021 aaactgcgtg ccgcttgggt cgcagatcgc caagatactg aagcgctggc atctgtcagt
  4048081 tccggcttta cccaacagcg tttggctgat gaaggcctgg accatttacg ttttgagcat
  4048141 ctaccccgcc cacggaaagc agccactggt caatgtgtga ctcagttgca ttacgcccga
  4048201 caggggaaaa tcacgccaga gatggagttt atcgccctac gggaaaatat gggccgtgaa
  4048261 cgtattcggg gtgaagtctt gcttcaacaa catccgggac aagcgtttgg tgcccatctg
  4048321 ccggaaaata tcaccgccga gtttgtgcgt caggaagtgg cggccggccg agccatcatc
  4048381 cccgccaata ttaatcaccc agaatctgaa ccaatgatta ttggccgtaa ttttctggtc
  4048441 aaagtgaatg ccaacatcgg taattccgcc gtgacctctt ccattgaaga agaggtagaa
  4048501 aaactggtct ggtctacccg ttggggtgcc gatacggtga tggacttatc tacgggccgc
  4048561 tatattcatg aaacgcggga atggatccta cgtaacagcc cggtccctat tggcacggta
  4048621 cctatctatc aggcgctgga aaaagttaat ggcgtggccg aaaatctgac ctgggaaatg
  4048681 ttccgtgaca ccctgttaga gcaggcagag caaggggtag actattttac tctccacgcg
  4048741 ggggtcttgt tgcgctatgt gccgatgact gccaaacgcc taaccggtat cgtctctcgc
  4048801 ggcggttcaa ttatggcaaa atggtgcctt tcgcatcatc aggaaaactt cctgtatcag
  4048861 catttccgcg aaatctgtca gatttgtgca gcctatgacg tttcattatc actgggcgat
  4048921 ggcctgcgcc ctggctctat tcaagatgcc aatgatgagg cccaattcgc cgaactgcat
  4048981 accttgggtg aattgaccaa aatcgcctgg gagtatgatg tacaggtgat gatcgaaggc
  4049041 ccagggcatg tgccgatgca gatgatccgc cgcaatatga ccgaggaact ggaacactgc
  4049101 cacgaagcgc cattttatac cttaggccca ctgaccacgg acatcgcacc gggctatgac
  4049161 cactttacct cagggattgg tgcagcgatg atcggctggt tcggttgcgc catgctctgt
  4049221 tatgtcaccc ccaaagagca ccttggtctg ccgaataaag aggatgtcaa acaggggctt
  4049281 attacttaca aaattgccgc gcacgccgca gatttggcta aaggccaccc cggtgcgcaa
  4049341 attcgtgata acgccatgtc caaagctcgc tttgagttcc gctgggaaga tcaattcaat
  4049401 ttggcgcttg atccagcaac agcccgcgct taccacgatg aaaccttgcc gcaagagtcc
  4049461 gggaaagtcg ctcatttttg ttccatgtgc ggcccgaaat tctgttcaat gaaaatctca
  4049521 caagaggtcc gcgattatgc tgcggcacaa gaacaagcgg ccgcacaagc acaagccgct
  4049581 acaccaacca ccgcagcaca accaatagac atcacgcagc caattaatat gctgcaatca
  4049641 gggatggaaa aaatgtcggc cgagtttcgc tcccgtggca gtgagctata ccaccgcccg
  4049701 gcgaatctga gtgcggaggc caataatgag ccaacttgat gccctctctc ctgtggctac
  4049761 accaggtttc ccctccacgg aacagcgtct tgggctctac ccagtggtgg actcattatt
  4049821 atggatagaa cgcctgctgg cagccggagt cacgacgcta caactgcgca ttaaaaatgc
  4049881 agacgatgct caggtggagc aagatattgt cgcggccatt gaattaggaa aacgctatca
  4049941 ggcgcgctta tttatcaatg attactggca gttggcggtt aaacacggcg cttatggcgt
  4050001 tcatctcggt caggaagatc tggaagccgc tgatttagcg gcaattcagc aagcggggtt
  4050061 gcggctcggc atttctaccc atgatgaaca tgagttggcg gtggcaaaaa cactgcgccc
  4050121 ctcttatatc gcactggggc atatttttcc cactcagacc aaacagatgc cgtcatcccc
  4050181 acaggggttg gcgtcgttaa gccgtcaggt gaagaatacg ccggattacc caactgtggc
  4050241 tatcggtggc atcagtattg agcgggtgcc acacgtatta gcaaccggcg tcggcagtgt
  4050301 cgccgtggtc agcgccatta cgttggcaag tgactggcaa cgggcaaccg cacaattact
  4050361 gcacctgatc gagggtaagg agttggctga tgaaaaatga ccagacgcta agtgacagtg
  4050421 aatttttacg ctatagccgc caactgctac tggaagatat cggcccggaa gggcaacgaa
  4050481 agctaaaggg tgccagtgtg ctgattgttg gcctcggtgg gctgggctcc cccgcagcgc
  4050541 tctatctggc cgccgccggt gtcggtcagt tactgctggc agacgatgac cagttggatc
  4050601 tcactaattt gcagcgccag attctgtatc gtacagcaga tatcggccaa acgttatcga
  4050661 accccacctc atcggttagc cacaacaagg cccggttagc gcaacgccat ttgcagcaac
  4050721 tcaatccaca gatccgcatt gtcgcactgg atacacggct gacaggacaa gtattgaccg
  4050781 atgctgtcgc taatgcagat ttagtactgg attgcagtga caatatggag acacgccatc
  4050841 aggtgaatgc cgcctgtgtc acggcacaaa aaccactaat cagcggcagt gctgtggggt
  4050901 tcagtggaca actgttggtg attgaaccgc cctatgccca aggctgctac gcctgtattt
  4050961 atccagataa agagttgcct caacgtaact gccgtaccgc gggtgttctg gggccggtgg
  4051021 tcggtgtcat cggtaccttg caggcgctgg aagccattaa aatgctcgcg ggaataccat
  4051081 tagcactgag cggtaaattg cggctatttg atggcaaaca gcagagttgg agcaccctgc
  4051141 aactgacaag ggcagcccat tgcccggcgt gtggaggtgg gttgtgaaga ccaattacat
  4051201 accaatcatg ctcaatgacc agccattgga ggtggagtgc aatctcaccg ccgagatgct
  4051261 gcttaatcaa cttaaacacc accagccggg aaccgcactg gctattaatc aggtcattat
  4051321 tccgcgcgcc gattggcaaa atcatcggtt gcaagcgggt gatcatattt tgctgttcca
  4051381 agccattgcc ggaggatgac atgctgaaaa ttgccgatac cacttttact tctcgtttat
  4051441 ttacgggcac agggaagttc tcctctcccg aactgatgct ggaagcactc cgcgcctcgg
  4051501 gttcacaact tattaccatg gccatgaagc gcgttgactt acagtcagga aacgacgcga
  4051561 tcctcgcacc cttgcggcag ttgggcgtgc gcttactgcc taatacgtcc ggtgccaaaa
  4051621 ccgctgagga agctattttt gccgcacgtc tggcccgcga agccttgaat acccattggg
  4051681 taaaactgga aattcatcca gatgtgagat atttgctgcc tgacccgata gaaacgctca
  4051741 aggccgccga agtgctggtg aaagaggggt ttgttgtttt accttactgt ggtgctgacc
  4051801 ccgtcttgtg taaacgactg gaagaagtgg gttgtgctgc ggtgatgcca ttaggctcac
  4051861 cgataggatc taatttgggg ttacgtactc gcgacttcct gcaaattatt atcgaacaat
  4051921 cgaaagtccc ggtcgtcgtt gatgcgggca ttggtgcacc gagccatgcc cttgaagcgc
  4051981 tggaactggg tgccgatgcc gtactggtga ataccgcaat tgccgtagct cactccccgg
  4052041 tgcagatggc ccatgctttc cggctggcgg ttgaatctgg cgaacgggca cgcttggctg
  4052101 ggcttggcgc ttcaccgttc aatccttcac aacctgatac attacaacta cgggccaccg
  4052161 ccaccagccc gctaacgggt ttcctcagcc aacttgagga gcaagaccat gtctgaagac
  4052221 ttcaaccagc gctggcagca gttggactgg gacgatatct ccttaaccat caacagtaaa
  4052281 aaacccgcag acgttgaacg ggcgctgaat gccatcaagc ccacccgcga agatttgatg
  4052341 gcactcattt cccctgccgc actggcttac ctggagccaa tggcacagaa ggcccaacaa
  4052401 ctgacacgcc aacgttttgg aaatacagtc agtttttatg tgccgcttta tctctccaat
  4052461 ttgtgtgcta atgattgcac ttactgcggc ttctcgatga gtaatcgcat caaacgcaag
  4052521 acattggatg aagcagagat tatccgagag tgtgaagcca tcaaagcgct gggttttgag
  4052581 cacttgctgc tggtcactgg ggagcaccaa acaaaagtag gaatggacta ttttcgccgc
  4052641 cacctcccta cgatccgcag tagattcagt tcgctaatga tggaggttca gccattggca
  4052701 gaagatgaat atactgaatt aaaggcgctg ggattagatg gcgtgatggt ttatcaggaa
  4052761 acctatcacc cagcgacgta tcagcagcac catttgcggg gtcataagca ggattttcac
  4052821 tggcggttgg caaccccaga tcgtttgggc cgtgcgggga tcgacaagat cggattaggt
  4052881 gccttgattg gcttgtccaa tagttggcgt accgactgtt atatgctggc ggagcatctg
  4052941 ttttatttgc aacaaactta ctggcaaacc cgttattcga tctctttccc tcgcttgcgt
  4053001 ccgtgcgctg gggggatcga acccgcatcc atcatgagtg agccacaact gctgcaactg
  4053061 atctgcgctt ttcgcttatt tgcacctgat gtggaactgt cgttatctac tcgagaatcg
  4053121 cctttcttcc gcgataatgt cattccggtt gctatcaata atgtcagtgc cgggtcaaaa
  4053181 acccaaccgg ggggttatgc cgatgatcat cccgaactgg aacaatttgc gccccatgat
  4053241 aaccgctccc cggaacaggt cgcacaagcg ttaacaaaag caggcttaca gcccgtgtgg
  4053301 aaagattggg atagccattt aggccgttca ttgcgataag cgagttcacg taatattgaa
  4053361 aaaccgcccg aaggcgtaat atcagtgagt tacaccactg gctggcatga cactcttggc
  4053421 ggtttgtttt aaccagagaa caccattaag cggcaagact aaattcaggg gggacgacat
  4053481 tgactctaaa aacaaacaaa atttactcta acaaaaacaa aacgctctaa aaaaaacgac
  4053541 ttactctaaa aataaacaaa aaaaacggcc cgagaagggg ccgttcgtct ctcaaaaacc
  4053601 cgcatcccga aagatgcggg ttttgttgtg cccagaaaac ccccagctag gctgggggtt
  4053661 cagtaaagct ttcagctttg ggtcagttat aaaaacccct tttgatttgt taaaacagtt
  4053721 tgcggtctgg caactgcaaa tgttcaacaa gaaatcaaaa gggggtccca atgagggatg
  4053781 aaaagagctt agcgcacacc cgatggaact gtaaatatca tatagttttt gcgccgaagt
  4053841 accgaaggca ggtgttctac agggaaaaac gcagagcgat tggcagtatt ttaagaaaac
  4053901 tgtgcgaatg gaaaaacgtg aatatcctgg aagcagaata ctgtgtggat cacatccata
  4053961 tgcttctgga gatcccgccc aagatgagtg tctcgggatt tatggggtac ctgaagggaa
  4054021 agagcagtct gatgctttat gagcagtttg gcgatttgaa gttcaaatac cgtaacaggg
  4054081 agttttggtg tcgagggtat tacgttgata cggtagggaa aaacacggcc aggatacaag
  4054141 aatacataaa gcaccaattg gaagaggata aaatgggtga gcaactctcg atcccgtatc
  4054201 ccggtagccc gtttacgggc cgtaagtaat ccatagatgc aaatgtcaga tcgcgatgcg
  4054261 cctgttaggg cgcggctggt aacagagcct tataggcgca tatgaaaaac ctccggctat
  4054321 gccggaggat atttatttgg tagtaggcaa agagattagc ctttgttgtt accaaaaccg
  4054381 gcattaagca attcggccaa gtttgcagtc gcttcatccg cgctgacttg tggaacaaca
  4054441 ggcgcttcac cctgtgcttt acggcgcata cggtcctgat gataagcata accggtaccg
  4054501 gctgggatca gacggcccac gattacgttt tctttcaggc cacgcaattc atcacgttta
  4054561 ccggcaactg ccgcttcagt aagaacgcgc gtggtttcct ggaacgaagc cgcagagatg
  4054621 aaggactcgg tcgccaagga tgccttggtg atacccagca ggtcacgagt gaacgtagcc
  4054681 tcaattttgc cttctgctgc cagcttacgg ttagcgattt taacgcggga catttctgcc
  4054741 tgctcgcctt ccaggaagtc ggtgctacct gcatcaacga tagtgccttt acgcagcatc
  4054801 tgacgaacga taacttcaat gtgtttatcg ttaatcttaa cgccttgcag acggtaaact
  4054861 tcctgcactt cgttggtgat gtagcgggta accgcgtgaa cgccacgcag acgcagaatg
  4054921 tcatgtggag attctgggcc atcggaaacc acgtcaccgc gttccacaac ttcaccttcg
  4054981 aacacgttaa gctgacgcca tttcggaatc atctcttcgt atgcatcgct accatccaac
  4055041 ggtgagatca ccagacgacg cttgcctttg gtctctttac cgaacgagat gatcccgctg
  4055101 atttcagcca ggattgcagg ctctttcgga cgacgtgctt cgaacaagtc agcaacacgt
  4055161 ggcagaccac cggtaatatc cttggtaccg cttgattcct gaggaatacg cgccaaggta
  4055221 tcacccgcac cgatctgaat accgtcttcc agctgtacaa tcgctttacc tggcaggaag
  4055281 tattgagcag gcatatcagt acctgggatc aatacgtcat tgcctttggc atcaacgatt
  4055341 ttcagtgctg gacgcaggtc tttaccgcta cccgtacgct ctgcactgtc cagaacgacc
  4055401 agagaagaca aaccagtcag ttcgtcggtc tggcgagtaa tggtctggcc atcaaccatg
  4055461 tcggcgaagc gaatgaagcc gctcacttcg gtgaccactg gcatgatgtg cggatcccag
  4055521 ttagcaacgg tttcgccgcc ctgaacttct gcgccatcgc ctttagccat taccgcaccg
  4055581 taaggcactt tatagctttc tttggtacga ccgaattcgt cgatcagctt cagctcggta
  4055641 ttacgagacg taataaccag cttgccagcc gcattggtca cgaacttgac gttgctcagt
  4055701 ttcaagctgc ctttgttctt aacctggatg ctggattctg ctgccgcacg agatgccgca
  4055761 ccaccgatgt ggaacgtacg catcgtaagc tgagtacccg gctcaccgat ggactgtgct
  4055821 gcaataacac caaccgcttc acctttgttg atgatgtggc cacgtgccag gtcgcgacca
  4055881 tagcagttag cacacacacc gaaatcagtt tcacagctta ctacggagcg aactttaacg
  4055941 ctgtcgacgg agttttcttc taacagatca caccattttt cgtccagcag ggtgttacgc
  4056001 ggaaccagaa tatcagccga acctggcttg ataacttctt ctgcagtcac acgacccagt
  4056061 acgcgatcac gcagtggctc tttaacatca ccaccttcga taaccggggt catcacgata
  4056121 ccgttatggg taccacaatc atcctcagtc accaccagat cctgtgccac gtcaactaaa
  4056181 cgacgggtca ggtaaccgga gttcgcagtt ttcaatgcgg tatccgccaa acctttacgc
  4056241 gcaccgtggg ttgagatgaa gtactgaagt acgttcaaac cttcacggaa gttcgcggtg
  4056301 attggcgttt caatgatcga gccgtctggc ttagccatca gaccacgcat acctgccagc
  4056361 tgacgaatct gtgcggcaga accacgcgca ccggagtcgg ccatcatgaa gatgctgttg
  4056421 aatgaaactt gctgttcaac aacgccatca cggttgacaa catcctcaac cgacaagtta
  4056481 tccatcatcg ctttagcaac acgttcgtta gccgcagccc agatatcgat cactttgtta
  4056541 taacgttcgc ctgccgtgac cagaccagat tggaactgtt cttggatctc agcaacttca
  4056601 gtttcagctt cttcgatgat ccccgctttc gcttctggga taaccatgtc atcgatacct
  4056661 acagaggcgc ctgagcgtgc tgcgtaagca aaaccggtgt acatgatctg gtcagcaaag
  4056721 ataaccgttg gcttcaagcc caagatgcgg taacacgtgt tcagcatctt agagatagct
  4056781 tttttaccca gcggctggtt aacgatagag taaggcaggc cttgcgggac gatcatccac
  4056841 aaaatagcac ggcctacagt cgtatcgata atgctggtac gcgtaatgct ttcgccttcg
  4056901 gtattacgaa tttcttcggt aatacgtact tttacgcggg catgcagaga tgccaagcca
  4056961 gcgcgataaa tacgctcagc ttctttcggg ccagtcagaa ccatgccttc gcctttggcg
  4057021 ttaacacagt cgcgggtcat gtagtacaga cccaatacaa cgtcctgaga aggaacgatg
  4057081 attggctcgc cgttcgcggg tgacaggatg ttgttggtag acatcattaa cgcacgcgct
  4057141 tctaactgag cttccagtgt cagcggtacg tggacagcca tttggtcacc atcgaagtcg
  4057201 gcgttatatg ccgcacaaac caatgggtgc aactggattg ccttaccttc gatcagaacc
  4057261 ggttcaaacg cctggatacc caaacggtga agggttggtg cacggttcag cagcactggg
  4057321 tgttcgcgga taacttcatc caggatatcc caaacaaccg cttcttcacg ctcaaccatc
  4057381 ttcttggcgg ctttgatggt ggtagcaaga ccacgcaatt ccagcttgcc gtagatgaac
  4057441 ggtttaaaca gctcaagagc cattttctta ggcagaccgc actgatgcag acgcaggtat
  4057501 ggaccaacgg tgataaccga acgacctgag tagtcaacac gtttacccag caagttctga
  4057561 cggaaacgac cttgcttacc tttgatcatg tcagccagtg acttcaacgg acgcttgtta
  4057621 gagccggtaa tcgcacgacc gcgacggccg ttatccagca atgcatctac tgcttcttgc
  4057681 agcatacgct tttcgttacg tacgatgatg tccggtgccg ccaagtccag caggcgtttc
  4057741 agacggttgt tacggttgat cacgcgacga tacaaatcgt tcagatcgga agtcgcaaag
  4057801 cgaccaccat ccaacggaac caatggacgc agatctggcg gcaacacagg cagcacggtc
  4057861 aggatcatcc actctggctt gttgccagac tgtacgaacg cttccagcaa cttgatacgc
  4057921 ttggtcagtt tcttacgctt ggtttcagaa tttgtttcgt tcaattcttc acgcaggatc
  4057981 tcgcactcag cttccagatc catgtttttc aacagggcct gaatagcctc ggcgcccatt
  4058041 ttcgcgtcga actcatcacc aaactcttcc aacgcatcca gatactgctc ttcagtcaga
  4058101 atctggcgac gttccaggtt ggtcataccg ccttcaataa ccacatagga ttcgaagtac
  4058161 agtacacgtt cgatgtcacg taatggcata tccagcagca aaccgatacg agatggcagc
  4058221 gatttcagga accagatgtg cgcagttgga gaagccagtt cgatgtgacc catacgctca
  4058281 cggcgcactt tagtttgagt cacttcaacg ccgcatttct cacaaataac accacggtgt
  4058341 tttaaacgct tgtacttacc gcacaggcat tcgtaatctt ttactgggcc aaagatacgg
  4058401 gcgcagaaaa ggccgtcacg ttctggtttg aacgtacggt agttaatggt ttccggcttt
  4058461 ttaacttcac cgaatgacca tgaacggatc atgtctggcg atgccagagc aattttgatc
  4058521 gcatcaaact cttcggtctt agtttgcgct ttcagaaact ttaataagtc tttcacggat
  4058581 tggctcctgt cggagttaga cctgataggc actcaaacct aagaacctag gtttgagtgc
  4058641 ccctgtgacc agtgcgaacc accagcaaac tcccggctat gagagtttgc cgtctggtga
  4058701 agaattactc ctcttccagc tcgatattga tgcccagaga gcggatttct ttcaacaata
  4058761 cgttgaagga ctccggcatt cctggttcca tacggtgatc gccatccacg atgtttttgt
  4058821 acatcttggt acggccgttt acatcgtcgg acttgacggt aagcatttct tgcaatgtgt
  4058881 acgcggcgcc ataagcctcc aacgcccaca cttccatctc accgaagcgc tgaccaccga
  4058941 actgagcttt accacccagc ggctgctgag taaccaagct ataagaaccg gtagaacgcg
  4059001 catgcatctt gtcatcaacc aagtggttca gtttcagcat gtacatgtag ccgacagtaa
  4059061 cctggcgttc aaattgctca ccggtacggc cgtcaaacaa ggtaatctga ccagacgttg
  4059121 gcaggccacc cagctgtaac agttccttga tttctttctc tgtcgcacca tcgaagactg
  4059181 gcgttgcgat tggcatacct tttttcaggt tctctgccag acgcagtact tcgtcatcgg
  4059241 taaaggtgct cagatcaact ttctgacaaa cgttgtcgcc cagatcgtag gccttctgga
  4059301 tgaactcacg cagtttggca acttcttcct gcttcttgag catggcgttg attttctcgc
  4059361 cgataccctt cgctgccatc cctaagtggg tttccaaaat ctgaccgatg ttcatacgcg
  4059421 atggtacgcc cagcgggttc agaacgatgt ctaccggcgt accgttttca tcgtaaggca
  4059481 tatcttcgat tgggttaatc ttagagataa cacctttgtt accgtgacga ccggccattt
  4059541 tatcacccgg ttgaatctga cgtttaaccg ccagatacac cttgacgatt ttcagcacac
  4059601 caggtgctag atcatcgcct tgggtgattt tacgacgctt ggcatccatc ttcttctcga
  4059661 attcagattt catttcgtcg tactgctctg ccaactgttc cagttggttt tgcttgtctt
  4059721 cgtcggtcag gcccagttcc agccagcgtt cacgtggtaa cttgctcagc ttctcagctt
  4059781 cgatgccacc agaaaccaga accgcgtgga tacgtgcaaa caagcccgct tccaggatct
  4059841 gcaactcttc agtcaggtct ttcttagcct gtttcagttg catctcttcg atttccaacg
  4059901 cacgtttgtc tttttctacg ccatcgcgag taaagacctg gacgtcgata accgtaccag
  4059961 aaacaccgtt tggtacacgc agagaagagt ctttaacatc agacgctttc tcaccgaaga
  4060021 tcgcacgtaa cagtttctct tctggcgtca gttgggtttc acctttaggc gttaccttac
  4060081 caaccagaat gtcaccacca gtcacttcag caccgatata cacgataccg gattcatcca
  4060141 atttggagag cgcggcttca cccacgttcg ggatatcggc agtgatctct tcaggcccta
  4060201 acttggtgtc gcgtgacaca catgccaatt cctgaatgtg gatggttgtg aagcgatctt
  4060261 cttgcaccac gcgctcggag actaagatgg agtcttcgaa gttgtaaccg ttccaaggca
  4060321 tgaacgctac gcgcatgttc tgacccaatg ccagttcgcc caggtctgtc gatgggccat
  4060381 ctgccagcac gtcaccgcgc tcgattggct cacccagatt cacacacggc atctggttga
  4060441 tacaggtgtt ctggttagaa cgggtgtatt tggtcaggtt ataaatatca atgccggctt
  4060501 cgcctgggtg catctcatct tcgttaactt taataacgat acgggatgca tctacgtact
  4060561 gaacagtacc gccacgtttg gctacagagg ttacccctga gtcaaccgcc actgcacgtt
  4060621 ccataccagt acccaccaac ggcttatcag cacgcagagt aggaaccgcc tgacgttgca
  4060681 tgttcgcgcc catcaaggca cggttggcgt catcgtgttc caagaatgga atcagagaag
  4060741 caccaacgga tacgatttgc tgagtagata cgtccatgta gtcaacttgc tcgcggctaa
  4060801 acaggcttga ttcgcctttg ctacgacaag tcaccaaatc ttctaaaaag cggccttcat
  4060861 catccaggtt ggagttcgcc tgagcgataa cgaagttgcc ttcttcaata gcagacagat
  4060921 agttaatttc atcggtcacc acaccatcac gtacacgacg ataaggtgtt tccaggaaac
  4060981 catactcgtt agtctgtgca tatacagaca aggagttgat caaaccgatg tttggacctt
  4061041 ctggcgtttc aattggacat acgcgaccgt agtgagtcgg gtgtacgtct cgaacttcaa
  4061101 agccagcacg ttcacgggtc aaaccgcccg ggcccaatgc agagatacgg cgcttatgcg
  4061161 taatctcaga caacgggttg ttttggtcca taaattggga taactggctg gaaccaaaga
  4061221 actctttcac cgcagccgag ataggcttgg cgttgatcat gtcctgtggc atcagagtat
  4061281 caaggtcgcc cagagacaaa cgctctttaa ctgcacgctc aacacgaacc agacctacac
  4061341 ggaactggtt ttcagccatc tcgccaacgg aacgaatacg acggttgccc aagtggtcga
  4061401 tatcatccac ttcgcctcta ccgttacgga tatcaatgag ctttttcatc acttctgtga
  4061461 tgtcttcttt gctcaggata ccggaacctt cgatctcgtc acgcagcaga gaacggttga
  4061521 acttcatccg gccaaccgca gataaatcat agcggtcttc ggagaagaac agattctcaa
  4061581 acagattttc agcggcttca cgtgttggtg gctcgccagg acgcatcatg cgatagatct
  4061641 caaccaaagc gctcagacga tcgctggttg ggtcaacacg cagggtctcg gagatataag
  4061701 caccgtgatc cagatcgttg gtgaacaatg tttcaatttg cttgtggcca gcttggctca
  4061761 acttagccag cagatccagt gacagctcca tgttagcggc acagatcagt tcaccggtgc
  4061821 tcgcatcaac atagtcttta gcaacaactt taccggcaat gtattcaacc ggtacttcga
  4061881 tgcggtcaat gccgtctttt tcaagctggc gaatatgacg agcagtaata cgacgcgctt
  4061941 tctcgacgta aactttgcca ttcgcttcaa tatcaaagga tgccgtttca ccgcgcaagc
  4062001 gctctggaac caattccatc tgcagcttgt tatcacgaat ctcaaagacc actttctcaa
  4062061 agaacagatc caagatctgt gcagtggtga aattcaatgc acgcagaatg atggttgcag
  4062121 gcaatttacg gcgacggtca atacgtacaa acaggttgtc tttcggatca aactcgaaat
  4062181 ctaaccatga accgcggtaa gggatgatac gtgcgttgta cagcacttta cccgatgaat
  4062241 gggttttacc cttatcgctg tcaaagaaca caccagggct acggtgcaac tgagatacga
  4062301 taaccctctc agtaccgtta ataacaaagg taccattttc ggtcatgagt ggaatttcac
  4062361 ccatgtagac ttcttgttct ttgatgtctt tgaccgtacc ttccggagct tcccgctcat
  4062421 agataaccag acgcagttta acgcgcagcg gtgctgaata agtcacacca cggatctggc
  4062481 actctttgac gtcgaatact ggctcaccaa gacggtagct aacgtattgc agctccgaat
  4062541 tgccgctgta gctctggata ggaaaaacag aacggaatgc tgcttctagt ccgtgctgcc
  4062601 cttcgggatc ttgctcgata aatttctgga acgagtcaag ttggatagaa aggagataag
  4062661 gtatgtccaa aacttgtgga cgtttaccaa aatccttacg aatacgtttt ttctcggtat
  4062721 aggagtaaac catagggttc ctcagctcgc tgatcagtga cccactctgt ccgccctaaa
  4062781 ctaggacagg tcatgcaaca ctattatttt gatcgagaag tcgaaacact tcccggaata
  4062841 ctcttttcta tcactcttaa accatttcat cgcgttacct tgactaccga gctacccgag
  4062901 tgggtcgtag ctgagaacgc agtatattaa gtcgtcaata gaaaggaata ttaggggtta
  4062961 gtcagtagct aaacagtgtg aaatgctact gacgccctac agcgcaaaaa ggctgatgac
  4063021 taaaaagtca ccagccatca gcctataaag ttaggctgcg aactcaaagc taaacttact
  4063081 tgatctcaac agaagcacca gcttcttcca gagatttttt cagcgtctca gcttcgtctt
  4063141 tgttcacgcc ttctttcaga actgctggtg cagactcaac cagatcttta gcttctttca
  4063201 agcccaggcc agttgcgccg cgaacagctt tgattactgc aactttgttc tcgccgaatg
  4063261 aagccagaac aacgtcgaat tcagtttgtt cttctgcagc ttcaacagca gcagcaggac
  4063321 ctgcagcaac agcagcagct gaaacgccga atttttcttc catagcggag atcagttcaa
  4063381 cgatttccat tacagacaga gctgcaacgc cttccagaat ttggtcttta gtgatagttg
  4063441 acataacaag tgttcctaaa atacagaaat agtttatacg ttaaaaagca acgatgaaga
  4063501 aaaaaggcaa ttaagcagct tctttctgat cgcgcagcgc agccagagta cgaaccagct
  4063561 tgccagcggc agcttctttc atggttccca tcagacgtgc gattgcttct tcgtaggttg
  4063621 gcagagttgc caagcggtcg atttgagccg cagggattaa ctcgccttca aaggctgctg
  4063681 ctttaacctc aaattttgca ttatctttag caaatgcttt gaacagacga gcagctgcgc
  4063741 ccggatgttc agcagagaat gcaatcaagg ttggaccaac aaacgtgtct ttcaggcatt
  4063801 cgaatggagt gccttcaaca atgcgacgca gcaaggtgtt acgaacaact tgcatatgaa
  4063861 cgccagcttc acgacctgct ctacgcagtt cagtcatttt atcaacggta acgccacggg
  4063921 aatccgcaac aaccgcagac agcgcacctt tggctacttc tttaacttca gcaacaatcg
  4063981 cttgtttgcc ttgaagattt agtgccatta gttcttgctc ctggattaac cggagaataa
  4064041 ttctccggaa ctcacgtcac ccaattcacg acaaaattgc cgtgaacgag cgttgaaaca
  4064101 cggtgagcag aatccagcaa agactattct ttatcattct ttataaacaa ataaagaaag
  4064161 aaaaattttc tttaggttct gtcaccgtct acgcaggaaa ttaagtgttt ttcaacacac
  4064221 ctgcggtctt ggacggaggc ttggataagg ccaagctcca accgaaaaat tttgttgctc
  4064281 tgtcgaaggc gatacaacga tcaacagata gcatgggcgt aagattttag acaaacctta
  4064341 cgcccacgta aagcgataaa agcaattagt gattagttca ctactgcagt caggccgctt
  4064401 tgatcaatag caacgccagc acccatggta gtggacaggc tgattttctt gatatatatg
  4064461 cctttcgctg tagcaggctt agcctttttc agcgcaacaa ccagagattc taagttctct
  4064521 ttcaacttat ctgagtcgaa atcaacttta ccaatggtag tgtggataat accgttttta
  4064581 tcattacgat aacgaacctg acctgcttta gcatttttaa ctgcttcagc aacgttaggt
  4064641 gtaacggtac ccactttcgg gttaggcatc aggccacgtg gacccaagat ttggcccaat
  4064701 tgaccaacaa cgcgcattgc atctggagaa gcaataacga cgtcgaagtt catttcgcct
  4064761 ttcttgatct gatcagccag atcgtccata cctaccaatt cagcgcctgc ttctttcgcc
  4064821 gcttcagcat ttgcaccctg agcgaaaaca gcaacgcgta ctgaacggcc agtaccatgt
  4064881 ggcaacacag tcgcgccacg aacgttttgg tcagatttac gtgcatcgat accgaggtta
  4064941 acggcaacgt ccacgctttc tacgaattta gcagtagcca gctctttcag cagagcaaca
  4065001 gcttcgttga tatcgtattg cttagtaaca tcaactttgt cacggatcac gcgcatgcgc
  4065061 ttggtcagct tagccattta ttaaccctcc actaccaggc ccatggaatg agcagtacct
  4065121 tcgattgaac gcatcatcgc gtcaacgtca gaaccagtca tatccgcagc tttggtttct
  4065181 gcgatttcac ggacctgagc actggtcact ttacctactt tgtctttgtt cggcacgcca
  4065241 gaaccagact taatacctgc cgcttttttc agcagaactg ctgctggcgg ggttttagta
  4065301 acgaaagtga aagagcgatc agaataaaca gtaataacaa ctgggatcgg caggcctttt
  4065361 tcaatgcttt cagtcttagc attgaacgct ttacagaact ccatgatgtt aacaccctgc
  4065421 tgacccagag ccggaccgac tggtgggctt gggttcgcca taccagctgc tacttgcagc
  4065481 ttgacatagg cttgtacttt cttagccatt tacgatttcc tcgatttggg tagtatcgcc
  4065541 tcgtttgagg ctccccgtgt tttgtctcgc ttgttatttc catggatgtg gttaccacgg
  4065601 atgacaaaag caaaacatct aaaaacaaaa ggcgcgaaat tatattttaa tttcgcgcct
  4065661 aagacaagac tcaaatttca accactgctg aaaaatgaat cagccttttt ctacctgact
  4065721 gaaatccaat tcaaccggtg tcgcacggcc aaaaatagaa acggatactt tcaagcggct
  4065781 cttctcgtag tccacctctt caacaacacc gttgaagtct gcaaacggac catcgctaac
  4065841 acgaaccaat tcgcctggtt caaacagtgt tttcggacgt ggcttatcac ccacttgctg
  4065901 aagacgattc ataatcgcat caacttcttt atcactgatt ggtgccgggc gatcggatgt
  4065961 accaccgata aagcccatta cacgtggcac gctacgtact aagtgccagc tggcatcatt
  4066021 catgaccatc tggaccagca catagcctgg gaagaatttg cgttcacttt tacggcgttg
  4066081 accgccacga atctctacga cttcttccgt tggaaccatg acttcgccaa acagctcttc
  4066141 catgtcatgt aacttgatat gctcacgtag cgattgtgct acacggcctt caaaaccgga
  4066201 aaacgcctga acgacgtacc aacgcttttt gggtgcttca gacatcttag aacctcaggc
  4066261 cagtaataaa tgataccaag cggactagga taccatccag tccccataga atcagtgaca
  4066321 ttacagcagt gaccgcagca acgattaacg ttgtatgcag tgtttcctga cgggtaggcc
  4066381 aaatcacttt acgcacttcc gtgcgtgctt cacgagcaaa ggctacagtg gctttacctt
  4066441 ttgctgtcat caatgcaaca gcaccggcaa cagcgataat tactacaact gccaacgcgc
  4066501 gcagcggcaa gctatattca cggtaataat aattaccgac aattgctacg actaacaata
  4066561 cagcaacgat tagccattta gccgtttcca ggccgcgtcc gctccctgga gcctcggtat
  4066621 tcgcactcat aaaccaacct gtcactatga ttcagaacaa acaactttgc ttcgcatcgc
  4066681 aaagcaaacc aagccgaagg atgctctaga gactctctaa tcggcaccac tcagcactat
  4066741 ttcagcacta ttcgccgtat ttccagagcc tatctcacca gtaattacga ttaaaaaaac
  4066801 cactgacgag ataggttcta gtatgcaacg tataaaaagg gcatcaaatg atgccctttt
  4066861 atcgcatgtc gcgtcaaatc ttattcaatg actttagcaa caacgccagc accaacagta
  4066921 cggccaccct cacgaattgc gaagcgcaga ccatcatcca ttgcgatagg agcaattagg
  4066981 ttaacaacca tgtttacgtt gtcaccaggc atgaccattt caacgccttc tggcagctca
  4067041 atggtaccgg tcacgtcagt tgtacggaag tagaactgag gacggtagcc cttgaagaac
  4067101 ggtgtatgac ggccgccttc atctttgctc agaatataaa cttctgactc aaacttcgtg
  4067161 tgtggcttga tagaacctgg tttcgccagt acttgaccac gctgaacatc gtcacgctta
  4067221 gtaccacgca gcagaacacc aacattttca ccagcacggc cttcatccag cagcttgcgg
  4067281 aacatttcaa cgccagtaca agttgtttta atcgtatcga taataccaac gatttcaact
  4067341 tcttcgccga ccttaacaat accacgttct acacgaccag taactacagt accacgacca
  4067401 gaaatagaga atacgtcttc aattggcaat aggaatggtc tatcaatagc gcgttctggt
  4067461 tgcggaatat agctatccag agcttctgcc aactcgataa ttttagcttc ccactcagcg
  4067521 tcaccttcca gggctttcaa cgctgaacca cggatgactg gagtgtcgtc gcctgggaaa
  4067581 tcgtattgag acagaagctc acgaacctcc atttcaacca actctagcaa ctcttcatcg
  4067641 tcaaccatgt cacatttgtt caggaagaca ataatgtatg ggacaccaac ctggcggccc
  4067701 agcaggatat gctcacgagt ctgcggcata gggccatcgg ttgcagcaac aaccaagatc
  4067761 gctccatcca tctgagcagc accggtgatc atatttttaa cgtagtcagc atgacctggg
  4067821 cagtcaacgt gtgcatagtg acgagcagga gtatcatatt caacgtgaga agtgttgatg
  4067881 gtgataccac gcgctttttc ttccggagcg ttgtcgatct ggtcgaatgc acgagcacta
  4067941 ccgccgtagg ttttagccaa tacggtggtg attgcagcag ttaaggtagt tttaccatgg
  4068001 tcaacgtggc caatagtacc cacattaacg tgcggctttg tacgttcaaa cttttcttta
  4068061 gacatcgatt gtccctctaa gacacggaat cggtggtttc accgtatcaa ccaagcatat
  4068121 gcttgctgaa tccataaaac agaaagaaaa tcaggggacg agagaatgag aaatggtgct
  4068181 gataggcaga ttcgaactgc cgacctcacc cttaccaagg gtgcgctcta ccaactgagc
  4068241 tatatcagca catcttggag cgggcagtgg gaatcgaacc cacatcatca gcttggaagg
  4068301 ctgaggtaat agccattata cgatgcccgc atcttagaac tcggctacct gacttaatct
  4068361 gcagaaatct gaaaggaagg gcttggccac ttcactcttc atcgaggtac gctaccctcg
  4068421 ccttgagtgc ttactgggga ttcaacgttc tgaattaccc tgggactcaa ggttaaacat
  4068481 ggtggtgggg gaaggattcg aaccttcgaa gtcgatgacg gcagatttac agtctgctcc
  4068541 ctttggccgc tcgggaaccc cacctaaatt ttagtacttg aatggtgccg gcaccaagag
  4068601 tcgaactcgg gacctactga ttacaagtca gttgctctac caactgagct atgccggcat
  4068661 caagtgcagc gcattctagg tagagcggag ccatgatgca acaaaaaaat tgcataactc
  4068721 gcgtctttgc tcataaaacg accacctttt acgccgcaga ggtattatca agcataatca
  4068781 gctcaattaa tactcaaaaa atcaaatatt gtacccgcct atcattataa gattcatcct
  4068841 caaaaatctc atccatatct catcaccgaa caatattgtc ctgaatatca ctttagtcat
  4068901 atgcaccaca atggggaaaa ttattctaca tcagtgcatt cctgaatggc taataagcag
  4068961 aaaagcgctt actactgccc actttataag tttggcttgt ttattgctta gcaatggata
  4069021 tcagagcaga cagtttcaga gagaaatttt attattgtca acgacggatg aaaagtgatc
  4069081 cacttatatc tccaccaacg gcccaatatt gatccaccgt tttactcagg attagcttct
  4069141 gctataaccc cggcctttcg tttctgtctg agtcgatagc tttctccttt gatttgaacg
  4069201 acatgtgagt ggtgtaagat acggtccagc atcgctgagg tcagtgctgc atcaccggcg
  4069261 aacgtttgat cccactgccc gaacggcaga ttggatgtca ggatcattgc gctcttttcg
  4069321 taacgtttag cgatgacctg gaagaacagc tttgcttctt cctgactgaa cggcagatag
  4069381 cctatttcat caatgatgag caggcggggg gccattactc cacgctgaag cgtcgtttta
  4069441 taacggccct gacgttgtgc cgtagataac tgaagtaaca gatctgctgc tgttgtgaag
  4069501 cgaactttga tacctgcacg gactgcttca tagcccatcg ctattgccag atgggttttc
  4069561 cccacacctg atggccccag taatacgata ttttcattac gttctatgaa gctgagtgag
  4069621 cgtaacgact ggagttgctt ctgcggtgct ccggtggcga atgtgaagtc atactcttcg
  4069681 aacgttttca ccgccgggaa ggctgccatt cgggtataca tcgcctgttt acgttgatga
  4069741 cgtgccagtt tttcttcatg aagcagatgc tccaggaagt ccatataact ccattcctgg
  4069801 tctactgcct gttgtgacag cgcaggcgct gcgcttataa ggctttccag ttgcaactgc
  4069861 ccggcgagcg ccatcagtcg ttgatgttgc agttccatca tcacgccact cctctgcaga
  4069921 atgagtcgta gatggagagt ggatgatgca gggggtgttt gtcgaagttc accagatttt
  4069981 catcaagatg cacgtcatac tcttttttct ccggaggcag tgccagcatg gactgctgct
  4070041 cttcgagcca gcgatcgcag ggacgggcct ggattgtttc atgctttcgt tggttagcga
  4070101 catcgtgcag ccagcgcaga ccgtggcggt tggctgtttc aacatcgaca gtgatcccca
  4070161 tcgggcgcag gcgagtcatt agtgggatgt aaaaactgtt acgggtgtac tgcaccatcc
  4070221 gttccacctt acctttagtc tgtgccctga aggggcgaca cagtcgggga gagaagccca
  4070281 tctccttgcc gaactgccac agcgaaggat ggaaccggtg ctgaccggtc tgatatgcgt
  4070341 cacgttgcag aaccacagtt ttcatattgt catacaacac ttcgcgcggc acaccaccaa
  4070401 agaagcggaa cgcattacga tggcaggtct ccagcgtgtc ataacgcata ttgtcagtga
  4070461 attcgatgta cagcattcgg ctgtatccga gaacagcaac gaacacgtga agcggtgagc
  4070521 gaccattacg catagtgccc cagtcaacct gcatctgtcg tccgggttca gtttcgaacc
  4070581 gaacggcagg ctcctgctcc tgaggaaccg agagagaacg aatgaatgcc ctgagaatgg
  4070641 tcattccgcc acgatatccc tggtctctga tctcgcgagc gattaccgtt gccgggattt
  4070701 tgtaaggatg agcatcggcg atgcgttgac gaatataatc ccggtattca tccaggagtg
  4070761 aagcaacagc aggtcgcggc gtatattttg gcggctcaga ttttgcctgc aaataacgtt
  4070821 taacggtatt gcgggagatc cccagttctc tggcaatcgc ccggctactc attccctgct
  4070881 tgtgcaggat tttaatttcc ataactgtct caaaagtgac cataaactct cctgaatcag
  4070941 gagagcagat taccccctgg atctgatttc aggcgttggg tgtggatcac tattgcaccg
  4071001 ttcgttacaa tttttggcgc aaggttcacc cggccatgcc cacacatcat caaggctggt
  4071061 tgcgatcaga ccatttgcgt actggaaagt gtattgggtg atcccgtcaa tatgttcaaa
  4071121 ggtggttcgc ggatcagtgc gacatactgc ggttactttt accgggtcac caaataaaaa
  4071181 ccggaaagca tcaatatggt ggattgccat ggcatacagt tcgagctttt tatatttttg
  4071241 caaaaaagcc tgccagtctg gaatagcgcg catatctatg ctggcaataa caggatcgcc
  4071301 gatcagttga ttctcaagaa tatatttaag tgcccgcatg gaagggtcat agcgcatatt
  4071361 agagttaacc gcgatgggaa taccactctg ttggctaaga cgcacaatct cacggccatc
  4071421 cttcagcgac attgccagtg gtttctgaca aagaatgcct ttgatatgtt tggccgcaga
  4071481 attgctttca caaataaagc gcacaatttc gagttggata tgcggtggga cggcaatatc
  4071541 gataatgtcg atctgcggat cgcaaaccat atcctgccat gtctcataaa ctttttttat
  4071601 cgcaaatgtc tcagccaacc ggtgattctg gctatgctcc tttgaggtta tgccataagg
  4071661 cacgaagcct gctttttgat aagcaaccag atggcaatgc tcaacgataa aacctgcacc
  4071721 aataatcccg atgcggtaat cccgtcgttt cggtagtaca ggctgggttg cgtgctctaa
  4071781 ttggctaatt aatgtatcca taatgcctcc agttggtcat ctttgcttct ggcgtttatc
  4071841 catccgcggt ggacatgtga ttactttagt ccgttgtggg ataagacgtt ataggcagaa
  4071901 ctccccgcgg tatggacaca attctcatgt caatggattt gtgagccgct tcaaaaattc
  4071961 atcagtatga tgagggggaa cctgttttta tcttcttggc atgtcacgat gaaccgggat
  4072021 atagcctgaa tttctgtcat caacatcgtg tggggcgtat ggaaaaaaac atgcaacgaa
  4072081 cgcaggtcgt ggcgaactgg tatcgagagt cggatgagtt ttcgacgttg gtgaactacc
  4072141 ggattctgcg tgcgggtcat attcgtgcag ccgataattt tcatgtacgc cgtcagtctg
  4072201 ttgccggtca cgaattgatt ttttgtctca atggtagtgg atttatccgc ctggaaaata
  4072261 atcttcatga agttaaaaag ggtaatctcg cttggttgcc tgtccgttgg ccccatgaac
  4072321 attttccaaa taaacaagaa ccctgggaga ttttatggtt acgcattgat ggcgctaaac
  4072381 tcaacaatat catgcagatc cttgatgttg cccaacaacc ggtttttgaa ttcacctccc
  4072441 ctgaaaccat caccgatatt tatcaccgcc tatttgattt aatgcagagt cataccctcg
  4072501 tggcggatgc ccattgcgat gtgctgtgtt cccaactgat atacaccctg ctggagaatc
  4072561 gcagtttcga tgccacgaaa tcgccggtca tttcccatcg tgggctgggt cggctgattt
  4072621 atcagattca tagccattac aatgatgact gggatattga taagtttatg cagtattgcc
  4072681 aagtgagtaa gtcgcaactt tttcgattat ttcaggagac atttaatcaa agccctttga
  4072741 gatggcttaa aaattatcgc ctttcccaag cgcgtcgttt attagtggaa accgaggaga
  4072801 ccattagccg tattgctggg ctggtggggt ataacgaccc gctgcatttt tcccgtgatt
  4072861 ttcatcggtc agtcggttta tccccaagtg attttcgccg ccaggagcgg caattggata
  4072921 atgaccgtca cgactgagca atttcctggc tgtcgccacg cacgatagga ttatgagaga
  4072981 tgagcagcat acggcctccc gttgtaggag ccgtatgtgt gttatcaaca gaatatttgg
  4073041 gtataaatat cgtcaactgc gccaataccg ccaaccgcag ctttcacaac aatcccccct
  4073101 aggcgttgag ttccggtacg acgttgtcga gaatgcgttg ccgtcttgcg acataagcgg
  4073161 gcagcggttt tacgccagat tcatcggtga accaggcaaa aggatcggta ctggcaacca
  4073221 gcgcgaaatt ggcccacgga ttaaatgatc cggaacggat aacaactttg gcttggtggg
  4073281 caaggtcgtg gcagagcgtt tcgtgactgg ctgcctgaaa ttcagcgccg gagccggtat
  4073341 agagggtttg tacgtcacga taaagttgcg ggtgacaatc ccggacttca ctggcaaagc
  4073401 ggacttcttc cacaaaaatt tctttgcgta ggacgcgcag aatatgcagt acatcaacgg
  4073461 tgccaggcca aaaccccaaa tcgatacgtt tagcctgcgg cgggatcggg aagcctgcat
  4073521 ccgtgaccaa tataatgtcg gtatggccta aggtggctaa agcggcggca agttcagggt
  4073581 gtaagattct atcgggtctc attattgtta ttcctctttc acggttatag atcgcataaa
  4073641 agcatcgaca tcttcgcggt agcgatagga cggaaccgtt tcccaatcca tacagcacaa
  4073701 cgccgccgtg gcgttagcaa acagcacagc ttcgctaatc ggcagccctt catccagcgc
  4073761 gacggccagt gccgcgttaa agctgtcacc tgcaccgtta ctgtcgacga catcaatgat
  4073821 gcaggggggg atttcttgtg tgtcgttgcg accaaatacc gcagaacctg attcacccag
  4073881 cgtcatcacg acatattggc aaccggtttc cagtaagagg ttggcaatct ctcggttgct
  4073941 gcgtgggtca tccggaggca gacccagagc cacgcgggct tccgtttcat taggggtcaa
  4074001 ataatcaatc gcgctgagat cgagaccgcg cagatccctt gccggagccg ggttcaggat
  4074061 ggttattttg ccgaattctt ttgcccgttg gagtccgtaa cgtgccgttt ccagcggaat
  4074121 ttcaagctgt gtgagcacca cattgctttg tttgagctgg gataaggcgc tgtccaccaa
  4074181 cgctggggta aacagtttat tggcccccat atccacgaca atcacgttac gggcttcttt
  4074241 atctttaacg ataagtcccg cccccgttgg taattctccg ctgatggtta atgcgtcgat
  4074301 attgacgcct tcttcctgca tcaagccgac aaattcatgg ccaaaggtgt catcaccgac
  4074361 gacacccgca taggcgacct ctgcccccag acgcactgcc tgaaccgcca tatccgagcc
  4074421 tttaccgccc cacgtctggc gaaagtcata gccaatcagc gtttccccag ccagaggaat
  4074481 acggtcggtg gtcatcacca gcgctttcgc atagctgccg agaataaata cactcatcac
  4074541 atactccttt aactgtgctg tttgttattc attgcatagt ttgtttgtta ttcatttgcg
  4074601 aaatctgttt gttattcatt tgtctagcag cagtaccccc gtttatggcg atactgcggt
  4074661 tactgacaaa gtgtctacgg cggtactcag tgattaataa gcgttaatgt cgccggttag
  4074721 tcctttcacc agttcagggc cggagctggt accaaccagc tcggcaccgg caaggaacat
  4074781 ctctttcatc ttctctaacg tattgacttt acctgaaact ttgacacggc aaggcgcttg
  4074841 aatattggct ttgagaagtt gaacatcttc tactgttgct gcgcatccgc ctttacccca
  4074901 gccactagat tgtttcaccc aatcaattcc cgcttcgtat gcataacgtg tggctttgat
  4074961 tttcatggct tcctcggtaa taaaaccgaa ttccagcatc gcctttactt tcattcccag
  4075021 atcatgggcg atatgggtga cttctttcag ttcgttaaaa tagagttcat ccagcccacc
  4075081 cagtaaaaag cctgggtttg gtgggaagtc gaactcgtcg gcaccttctt tcgcaagctc
  4075141 tctcacgatg gcgactttca tcgcggtggt gtcattggct tgtgggaagt tgacggttgt
  4075201 tgccactcgt acaccgctac ctttcagcac gtctttagcc agatagaccc agcaaggagc
  4075261 gatcatggcg gcatcgaatt gatactccag gcaaatgttt aagtgcttaa tcaccccttc
  4075321 ccgagttaaa tcggcattga cgttggtgaa ctgaatagcc ttcgcaacct ggcggggatc
  4075381 attgaaatca atcatttact tatactcctg tttgctaaat aagcgcatgt agcgatgtgt
  4075441 atgtcactac gtgtatgtag ctatatgtat gtcactacgt ataggtagct gtgtatgtag
  4075501 ctatgcatcg gtcactatgc ggtagacatg ggcttacttt aggcaagtgt ggcgtaaagc
  4075561 gtgataggca ggattccccg caacatggat agaattttca ggtcaataaa gttgtgatct
  4075621 ggctcaagaa attacccgta ttctgccctg ccgatggggc cgaatgacga agacaggccc
  4075681 catagcgaca gagaacggca tcgtaagatc cattggcgac gatattgata acctgcattt
  4075741 atccaatcat ccagtcatat caaaatcaaa aatgatattt agaaatatgc gttttcgttg
  4075801 ttatttttat aactcttaaa tgtgaaatca ctgttaaaaa taactttttg atataaggaa
  4075861 taaccatgcg cgttatctct ttggcgggga gtccacggac tccctcacgc tctgcggcac
  4075921 tgttaaattt aagccaacac tggttacaac agcagaatgt ggaggtgatc ccctacacct
  4075981 tgcacgattt ccaggctgat gatctgctgc gtgctaattt taacagcccc gacgtcagcg
  4076041 cttttgttgc acagctagca acagccgatg gcctgttaat tgccacgcct atttataaag
  4076101 cgtctttttc tggcgctctg aaaaccttac tcgatttgtt accagagagg gcattggacc
  4076161 ataaggtggt tctaccactg gcgactggcg gttccatcgg ccacatgctg gcggtggact
  4076221 atgcgctgaa accggtattg acggccctaa aggcccaaga ggtgctgcat ggcgttttcg
  4076281 tcgatgacag ccaggtggtt tttcacggtg aacaggtcac ggtgtctaca agtgcgacaa
  4076341 cccggttaga agaagcgttg gaaagcttct atctggcact cggtcgccgt aaacccttgg
  4076401 cgtctaacgc tgtgtcatct tcgttggttc agcaaacggc tgcctaataa aggaaatcat
  4076461 tatgtcgcta tctttcttct ttcgtcgcgg gttcaacgtt caccgctggc tcaatatcgg
  4076521 ggcaatggcc gctattatta cgttagcgtt tactaataca gtgattgcac aggataacgc
  4076581 cccggcccag ttccgcattg ggtaccaaaa aggctcggtg aatctggtgt tggcgaaaac
  4076641 tcaccaattg ctggaaaaac gctttcctga tacccaaatt agctggattg aattcccggc
  4076701 aggcccgcaa atgctcgaag cgttgaacgt caacagcatc gatttgggca gtactggcga
  4076761 tattcccccc atttttgctc aggctgctgg cgctgatctg ctgtatgtcg gcatggagcc
  4076821 gccgaaaccg aaggcagaag tgattttggt gccggaaaac agcgcgatta acagcgttgc
  4076881 tgaactgaaa ggccataaag tggctttcca gaaaggttca agctcacaca acctgctctt
  4076941 gcaggcactg caaaaagcgg ggctaaaatt taccgatatc caacctgtct acctcacgcc
  4077001 tgctgatgca cgagcggctt tccaacaggg caatgttgat gcttgggtca tttgggatcc
  4077061 ctactattcc gccgccttgt tgcaaggggg catacgggta ctgatagatg gcagccaatt
  4077121 aaaccagaca ggctctttct atctggcttc tcgtccttat accgaagcta acggcccatt
  4077181 tattcagcag gtgctggagg tactgacgca ggctgatgcg ttgacgctta gcgatcgagc
  4077241 acaaagtatc acgctactgg ccaacgcgat ggggctacca gaggccgtga ttgccagcta
  4077301 tctggatcat cgtcccccca cggctatcca gcctttgagt caggcgacgg ttgctgccca
  4077361 acaaagaaca gccgatctgt ttttcgccaa ccggctgtta ccggtcaaag tggatatttc
  4077421 gcaacgtgtt tggcagccag ccgggcaatt atcctcaaag ccaccatctt caaagccatc
  4077481 atcttcaaag ccatcatctt caaaccaatc atctccaagc caattaccta cagatcaacc
  4077541 gtctatagcg cagacatcta tagagcaatc atctacagca aaatcacaga ccaaataatg
  4077601 ataaggagag cctgctatga gcattaacgt attctggttt ttacctaccc atggcgatgg
  4077661 ccactatctg ggcagttctg aaggggcacg cgcggtcgat tatagttatc tacagcaaat
  4077721 tgcccaagcg gctgaccggc ttgggttcgg tggtgtgttg atcccaacgg gccgttcttg
  4077781 tgaggattcc tggttagttg ccgcctcgct gatccccgtc acccaacggc tgaaatttct
  4077841 ggtcgcgctg cgccctggca tcatctcccc cacgctggcc gccaggcagg ccgctacgtt
  4077901 ggatcggctt tctaatggcc gggcgctgtt taatctggtc accggtggcg atccagaaga
  4077961 gttggccgca gaaggattac accttaatca cactgagcgc tacgaggctt ctgccgaatt
  4078021 tactcatgtg tggcgcaagg tgctggaagg tgaaaccgtt gattttgctg gcaagcatat
  4078081 tcaggtaaaa ggcgccaagc tgttatttcc gccggttcaa catccacggc ctccactgta
  4078141 ttttggcggc tcctcggcag cagctcaaga tttggccgct gaacaggttg agctgtatct
  4078201 gacttgggga gaaccccctg aacaagtgaa ggaaaaaatt gaggaggttc gggctaaagc
  4078261 ggcggcaaaa gggcgcacag tacgtttcgg tatccgcttg catgtcatcg tccgtgaaac
  4078321 gaccgaagag gcttggcgcg cagccaaccg tttgatagct aatctggatg ataaaaccat
  4078381 tgccgacgca cagcaggctt tcgctggttt cgattctgtt ggtcagcagc gcatggctgc
  4078441 actgcacggc ggtaagaaag ataatttgga aatcagtccg aatctgtggg ccggtgttgg
  4078501 gctggtgagg ggcggggcgg gtaccgcatt ggtaggcgat ggcccgactg tcgcacaacg
  4078561 gatccaggaa tatgctgatc tggggattga tacctttgtt ttctccggtt atccgcacct
  4078621 tgaagaagct tatcgtgtga gtgaattgtt gttcccacat cttgatttgg ctaccaccga
  4078681 gctaccgacg cagcggcctg caacccaacc gcaaggtgaa gtggtcgcca atatttatgt
  4078741 gccacaaaaa gtctcgcaaa gctgaggaga aacatgatga caatcagtgc acaacgaatt
  4078801 ctgcatcggc tggccccttg gattttgccc gtggcgttgg tggttggctg gcaagtcgcg
  4078861 gttgaggcgg gttggttatc caaccgcata ttacctgcgc caagtgccgt agtgaccgca
  4078921 ttttgggcac tgaccaaaag tggtgagctg tggcaacacc tgactatcag cagttggcgt
  4078981 gccctgattg gttttagcat cggtggcagc atcggattag tgttgggggt catcacaggt
  4079041 ttgtctcgct ggggagagcg gttactcaat agctcggtcc agatgatccg gaatgtcccg
  4079101 catctggcac tgatcccgct ggtgatcctg tggttcggca ttgacgaatc cgccaaaatt
  4079161 tttctggtgg cactcggtac gttgttccct atttatctga acacctatca cggtattaag
  4079221 aatattgaca gtggcctact ggaaatggcg cgcagttatg ggctaagcgg ttttcgatta
  4079281 ttgacgcaag tggtgctgcc aggcgcgttg ccatcgatca tggtcggcgt gcgttttgcg
  4079341 ctcggattta tgtggctgac gcttatcgtg gctgaaacca tttccgccaa ttcgggtatt
  4079401 ggttatctgg caatgaacgc ccgtgaattt ctccagaccg atgtggtggt ggtggccatt
  4079461 gttctgtatg ccttactcgg caaactggcc gatggcagtg cacaactgct cgaacgagtc
  4079521 tggttgcgtt ggcatccggc ctatcaacaa aaatcaggag aagcgcaatg accacactga
  4079581 ctcatatccc gcaagggacg ccaataacgt tggagtcgat cggcaaacgt tatggtaatc
  4079641 gtactgtttt agataatctg caactgcgta tcaccgcagg acaatttgtg gcagtggttg
  4079701 gccgcagcgg ctgtggaaaa agtacgttgt tacgtttgct cgcggggttg gaagcggcca
  4079761 gtgacggaac actgctaagt ggtaatgctc tgctcagtca tgccaaggat gagactcgtc
  4079821 tgatgtttca ggaggctcgt ttgctcccgt ggaaaaaggt gattgataac gtggggctgg
  4079881 gcttgcgtgg ccactggcgt gatgaagcgt tgcaggtatt ggacaccgtc gggctggcag
  4079941 atcgcgccaa tgaatggccc gcggcattat caggcggaca aaagcaacgt gttgcactgg
  4080001 cgcgggcgct gatccatcgc ccccgtttat tgttgttgga tgaaccgctg ggcgcgttgg
  4080061 atgcgttgac ccgtattgag atgcagggcc tgattgaacg tctctggcaa cagcatggtt
  4080121 tcaccgtatt gttggtgacg catgacgtga gtgaagctat cgcactggcg gatcgcgtgc
  4080181 tgttgattga ggaggggcgt attggtttgg atctggctat cgatttgccg cgcccacgtc
  4080241 gcaaaggatc ggcgaagctg gccgcgctgg aggccgaggt gttggaaaga gtcttgtcac
  4080301 ccccccaagg cattgaggca tcacgccaag gcattaaagc gtcacgccaa ggtacagcaa
  4080361 catcacggcg ggtggcgaat tgagacggct caaatagggc cctgagtaca acgggaaaat
  4080421 acctaaatgg atatttgaac aaaccatcca taaccttccc agtcagtttc ctgctctgtt
  4080481 ccagaccact agaaatgggg gggatttggc ggggagactg actctctttt agtcacttca
  4080541 gtcttagtca cttcagtttc atttaaaata aatcagaatg acttcctaca cggtagagtt
  4080601 taatttctga gtcggtacgt tgataaatta acaataaatc tggcatgcca tggcattcaa
  4080661 gataaccaat atagttaccg attaatggat gctctttata ttttgggggt aacgcttcac
  4080721 ctgtctgtaa cagtgaaatg gtttctaaaa taactttctg aggttattga caacgtgccc
  4080781 gcgacggaga gaacaggcag atcgtaaaga cgccgtaaat acatccatgt aggctcgagc
  4080841 cgcgccatcc ttggcgcgga cgctttactc ccctgcctat cctcaccgtt caagatcgcg
  4080901 tcatcagggt ttgtcagcag tctgtttctg cgccttttta ttcttggtgt aacgctttgc
  4080961 atctttttta aagcggctct gatagacaat tgtcagcatt gttaccaacc aagatcacgt
  4081021 ttgagcgcat ccaccgagtc aacacggtaa acctccaccc cgttttcgag atctcgaata
  4081081 gcctgtaacg tttcctgatt aggttgcagt aaatcaatgg gtagttctgc gttaacggca
  4081141 aggcgattaa cgaccatacg gatcaccgta gacaaatcga ggccaagggc tttggcatta
  4081201 gccattgcag cggcttttga ggccggtgaa actcaggcac gaacaacagt atcagtcata
  4081261 ataacctcca ttaaattacc cttattgtag ctacgatgta gctacaataa ggtgtttgag
  4081321 cgatgtttat tcgatgaacc tattcatttg atgatctaaa gtttctcatc aaattaatgc
  4081381 gtcccgacaa attaattgaa gaaaatgtat taaatgtcgc attcgggtgt tgattagtca
  4081441 ccactgatgg ctagataatc gtttgcctta aatgacatct gccctaaact tcgatttttt
  4081501 ttcagtcatg cgttctccca gctaatcgtt tgctattttt ccccgctcta tgagtcaggg
  4081561 agagttagtg agttcatcga caggaacgga aacgattacg tagagaaggg cgcttggctt
  4081621 ggcatgctat tttaaaatga cacacagggg acatcaccat gtctagcagc aaccctcaag
  4081681 cacagccaaa gggcacgctt gatgcattct ttaagcttag tgaacgtggc agtaatgtac
  4081741 gccaagaagt gctggccggt ctgacgactt ttctggcgat ggtttattcg gtgattgtgg
  4081801 taccgagtat gctaggcaaa gccggtttcc caccgacggc ggtgtttgtc gcgacctgcc
  4081861 tggttgcggg tctcggttct ctgttgatgg gtctgtgggc taacctgcca atggctatcg
  4081921 gttgtgccat ctcactgaca gcatttaccg cgttcagtct ggtattgggc cagcaaatca
  4081981 gtatcccagt ggcattgggt gcggtcttcc tgatgggggt gctgtttacc attatctcag
  4082041 taaccggtat ccgttcgtgg atcctgcgta acttgccaat gggggttgcg cacggtacgg
  4082101 gcatcggtat tggtctgttc ttgctgttga ttgccgcaaa cggtgtcggc ttggttatca
  4082161 aaaacccgat tgaaggttta ccggtcgcgt tgggggcatt tacctctttc ccggtgataa
  4082221 tgaccttgct gggtctggcc gtgatttttg gtctggagaa actgcgagtg ccggggggga
  4082281 ttttactggt gattgtcgcc atctcggtga tcggcctgat ttttgatcca agcgtgacct
  4082341 atcagggtct gttcgcgatg ccaagtctgg cggatgctaa cggcgactct ttgattttca
  4082401 gccttgatat catgggcgct ttacaacccg tggtattgcc aagcgtactg gcgttagtga
  4082461 tgaccgcggt atttgatgcg accgggacta tccgcgcggt tgcggggcag gctaacttgt
  4082521 tggataaaga cggccaaatc atcagcggtg gtaaagcgct gaccactgac tccgtcagta
  4082581 gcatttttgc gggtttggtg ggggcggcac cggcggcggt ttatattgaa tcggctgctg
  4082641 gcactgcagc gggcggcaaa actggtttga cggcgacggt ggtcggtatc ctgttcctgt
  4082701 tgattttgtt cctctcgccg ctgtcgtatt tggttccggc ttatgccacc gctccggcgc
  4082761 tgatgtatgt tggcttgctg atgctaagca atgtatccaa actggatttc gaggactttg
  4082821 ttgatgccat gtccggccta ctgtgtgcgg tatttatcgt actgacctgc aatatcgtca
  4082881 cgggtattat gttgggcttt agctcactgg ttattggccg ggtttgctct ggtgaatggc
  4082941 gcaaactgaa cgtcggcacg gtgattattg cggttgcact ggttgcattc tacgcaggtg
  4083001 gttgggcaat ttaagcccac agggattgcg aatgtttgta atggtggatg tttgtaatgg
  4083061 tagatacttg taatggtgga tacttctcat catggccatt cgagattatg actattttta
  4083121 atagtgactt tccgcaatag taactgcttg taataacaat tggttgcagg catcgggggg
  4083181 gattatcctc cccgatgtga acttaatgtt atatatccct actttcttta ttttttctac
  4083241 gggttgtcac aggtttttcc cccgcttcac aaaaaagtga tctactatcg aaagcgatgc
  4083301 ccggccttgg cttcgggcgg gtatgatcac aaaattatgt cgtgtggagt cttaaggaaa
  4083361 gcatggaaat cttttttaca atcctcattt tgattttagt ggtatcgctt tctggcgttg
  4083421 tcactcgaat gttaccgttt caagtccctc ttcctctgat gcaaattgtc tgcggtgctt
  4083481 tgctggcttg gcccaatttt gggttgcatg tcaattttga cccagagcta ttcctggtgc
  4083541 tgttcattcc gccgctgcta tttgccgatg gttggaaaac accgacacgg gaatttattc
  4083601 atcatgggcg agaaatattg ggtctggcac tggcattagt tttggtgacc atcgtgggta
  4083661 tcggttatct gatttactgg atggtaccgg gtattccgct ggtggcggcc tttgcgttgg
  4083721 cggcggtgtt atcgccgacc gatgccgtag cgctatccgg tatcgtgggt aaagggcgga
  4083781 tcccgaaatc cattatgggc gtactggaag gagaggcgtt gatgaacgat gcctccggtc
  4083841 tggtggcgct gaaatttgcc attgcagtgg cgatggggac gatgatcttt accgtttccg
  4083901 gtgccacgct ggagttctta aaagtcgcga tcggtggtct gctggcgggt gtggcgataa
  4083961 cctggttgta cagtaaatcg ctgcgtatta tgagccgctg gagcggcgat gatccagcga
  4084021 cacaaattgt cttgttgctg ttgttaccgt tcgcctccta tttggttgca gagcaccttg
  4084081 gcgtctccgg catcttggcg gcggtggcgg cggggatgac catcagccag tcgggtatta
  4084141 ttcgtaacgc cccgttggcg atgcggctgc gtgctgacag tgtgtggtcg atgttggagt
  4084201 ttgtgtttaa cggcatggta tttatcctgt tgggtctgca attaccgggg atcctcgaaa
  4084261 cctccatcac acaagcagaa ctggacccga ccattcaaac ctggaacctg ttcgctgatg
  4084321 ttgccattat ttatggcgcg ttgttgttgc tgcgtttcgg ttggttgtgg tcgatgaaga
  4084381 aaatcagtaa gcgggtgctg accaagcggc cactgcaatt tagcgattac accacccgtg
  4084441 agctgtgggt tgcttcattc gccggggtgc gtggggcgat aacccttgcc ggtgtgctgt
  4084501 cgattccctt attccttagc gatggctcag ccttcccatc ccgctaccaa ttggtcttta
  4084561 tcgccactgg cgtgatcttg ttgtcggtga ttattggggt gatcgccttg ccgccgttat
  4084621 tacgcggggt ggtggttgcg gataagagtg ccagccgtga agaaattcgt ctggctcggg
  4084681 cggcgatggc agaagtcgcg attgttagcc tgaataagat ggaagagcgg ctaatgacca
  4084741 gtagtgagga gaatattgac tcagagttac tgaaggaggt tagctcgcgg gtcattggta
  4084801 cattgcggcg gcgcacgggc agtaaagatg aagttgagaa tacgctgctg attgaaaatc
  4084861 tggaacggcg ttttcgctta accgccctgc gggccgaacg tggtgagtta tatcacctgc
  4084921 gcgccacgca gaaaatcagc aatgaaaccc tgcaaaagct gctgcatgat ttggatttgc
  4084981 tggaagcgtt gctgatcgaa aaagaaggtt aatatcttac ggacggggct aatttggccc
  4085041 cgtttaccga ttacatgaga cttaaaacgt aatcgactca tcggggtttg tcagccgtct
  4085101 gacagtactg tgcttatcag agggtaacaa aggcgggctt attagagggg ggtgattatg
  4085161 gcctaacaga cataaccctg aaaagagaaa atgctgagtt atgtccgtaa gcgtgcctgt
  4085221 ttgggctgtt tagatacaaa cctgaccgtc atcataaata acactgagtg ctaccatttt
  4085281 gtcccctaag aaataaaaca tcagccgtgt tgggctgttc tgaattgggg ccacaccaat
  4085341 tgtcgtggtg aaataaaatt gtcgggtgaa tgtgtctgct tcttcatcat tgggtacttc
  4085401 tctggcttca tttttctttg cccaagcctc aaatccagcg atgtagtaag gcaggcgcag
  4085461 agcgaaaata tcgtttgcat cgtcaaagta aggtgatgat tgccccagat ctgttcgcaa
  4085521 atcggtgctg gtacgggaaa cggtaaaact gtcattttga gataatgctt taattaattg
  4085581 atgtgcagag gttttctgag tgatagtaag atcacccagc actaaactca ggttgtcagg
  4085641 aatgccaata aagtgactga ctccaacact gttatcattc tggctgacat taaaagcggc
  4085701 tccggggtat tggtaatatt tccagtctgg gtgcccaaca caatctccgt ctactaagaa
  4085761 ataattgtca ccaatattga tgggttcacc aaaggcggtg actaacgcat ttcgcgttaa
  4085821 tggccgcttt ttgctcagat taagagtcag ggcgttagcg agtggctgcg gtgttgggat
  4085881 aggaacaaga agattgtctt tttctggatg cgcacgtaat acccactgtt gaggttgtgg
  4085941 gtcatcatcc gtcatacgtg gcatgatctc cccgtaaatg accccgtcct caatgttggt
  4086001 taatagcgtc tgattatccg tggtaaaggt gcctgtcggg atttgcccta cctgtttcca
  4086061 gccttggtca tcctgaagat aaatggcgta atagctgtac cagtcgttag agggtatttc
  4086121 ttggtcaaga ccattgaggc cttcccaggt aaaggggact aacgcgtcga ttttgccatc
  4086181 ttgattgata tcaccaaata agatcgccaa accgtctttt gtttgttcaa aaggcaggta
  4086241 cagattggat tcatttgcgc ctttttcctt ttttaacatc gcgattttat caatcgcaaa
  4086301 agtggctgat aacgaatcga tcagggctgg tttggtatcc ttaggctcaa ccgagagggt
  4086361 atttgccgtt acactggcgg gtatcagtaa tgctaagagg agtattaacg atttcattat
  4086421 gcttggtcct tcaaaaaacg gtatcaatgc aacatttgag cgattaaacc acagaatgaa
  4086481 atgggctgtg attcctacga ccccaacggc acgcttcccc ttcatttgac tttgtcagcc
  4086541 gtctgatttt tcacataaat aagtgaaatt aatacagcga aggttcgcca atgggtcggg
  4086601 ttttaaagcg gcggtgtaac caaagatatt gttccggcgc gcgcatgatc tctttctcaa
  4086661 tcactttatt catatagctg gcagcggcta tctcatcgtc aatcgggtag tcttccagcg
  4086721 cgggttggat cagcaggtca tagccacggc cctctttttt gcgcaataaa accaagggca
  4086781 gcagtgcggg ttttgctaaa cgggcgagca taaaggtgcc gctggtggtt gccgcatgtt
  4086841 ctacggcgaa cagtggtgca aaaacgctgc cgcgcgggcc ataatcttga tctggtgcaa
  4086901 accataccgc ttcaccctgc ttcaaggctc gcaccatacc gcgcaggtct ctccgatcca
  4086961 acatcgcttt gttggagcgc atacggcccc aggtctgcac taattccatc actttattgt
  4087021 tgtgtgggcg atacatcgcc atcattggct gacattgccc catgacccgg ccacccagct
  4087081 ctaatgacat aaaatggacg ccaatgacca gtacgccccg tttaccttgt tgtgcgcgtt
  4087141 tcaggttctc cagaccggag acggaaaacc agcgctgtat ccgggtatcg gaccaaaacc
  4087201 acgccatccc ggtttccagc aatcccatgc ccaatgattc gaaattaccg atgatagtct
  4087261 gctcaaggac ttgtttatcc atgtcaggaa aacagagttc aagattacgt cgggcaatgg
  4087321 aaacccgccg tttgaggaac cgcatggagg ttcgccccaa ccaaacacct aacttattga
  4087381 gtagtgggta agggagttga actaacaaaa acagtacgcc aaggccaaac caggttagcc
  4087441 aatagcgtgg gtgtagcagg gaaatatgga atttctgcgg ctttatcata tgaactctat
  4087501 cgttatgcgt taagtgcgag tgtgtaacgc ataaggacat aactcgatag cgatacatat
  4087561 cttctgacac cagtggtcaa tcatcgtttt cgtgaggacg aaaattgacg caatttttac
  4087621 agtaaaagcg gggattcgcg tagtgattgg cacaaaaggc aggtgacttg tcagcgaggg
  4087681 cggctttgcg ctgattatac catatccatg atgaatgaaa ggaaaagatc aacgtagtct
  4087741 gcctagcccg cggtctcttg acgcaaaccc gcgttattta tctgcatatg gccctgacac
  4087801 tcatttgtct gaaaacgatg atgctgtgga agcaattgtg tgaaagtttc atctaaaaaa
  4087861 ggtgaacaga ggtggatcgc cattcgaaaa tgagaggtat atctcaattt cgcctcatga
  4087921 ttatatcgat gacactcttt tgagtgcgat taacgtgcta catggcaagc ataaaattat
  4087981 gtttgtatct attttgtttt taaatggtta attttctggt tgtttatcct atttatttga
  4088041 tcgtatttat tcttaaatca attttattaa ccaattttta accaaataaa tcatttaaat
  4088101 taactttaat gggcttgcat cacatttcac tctggtccgc cgagcagcct cttgtgtttt
  4088161 tttgttaacc tttggtctgt gaatgatagt gacgtgaaaa taaaacaatc actttgcaac
  4088221 ataataagat ttcttacctt gcaaccgttc cgttacctga aagaaaacaa gaaggtattg
  4088281 ctatgaaatt taatctcgca ttactgaatg tatgtatcgt ttctgcatgc atgctgttca
  4088341 ccacacaaac cctggcagca gagaaaaaac atgagattgc cgttgtagcg aaagtgaccg
  4088401 gtatcccctg gtttacccgc atggaagtcg gggtaaatga agccgcgaag aagctgaatg
  4088461 tcaatgccta tcaagtcggg ccagcgacac cggaccctgc gcaacaagtt aaagtgattg
  4088521 aagatcttat tgcgaaaaat gtcgatgcca ttattgtggt gccgaacgat gccaaagtgt
  4088581 tggagcccgt gctgaagaaa gcacaggaaa aaggcattgt ggtgctgacg catgaatccc
  4088641 cagatcaacg tatcgggcag tgggacgtcg aaactatcga tagcgaaaaa tatgctcaag
  4088701 ccaatatgga tgagctggca aaagccatgg gtaataaagg tggctatgcc atttatgtgg
  4088761 gttccctgac ggtgccgtta cataacgctt gggctgatta cgctatcaaa tatcagaaag
  4088821 aaaaataccc agaaatgttt gaagtcacgc cacgtttacc ggtggcagag aatattgata
  4088881 agtcttactc caccacgctg gatctgatga aaacatatcc gcaaatgaaa gggattattg
  4088941 gtttcggttc actggggcca attggtgcag gtcaggcggt tgccaagaaa cgggctaagg
  4089001 accaaattgc ggtagtgggt attgcgatgc cagcacaggc cgcgccgtat ctgatgcgtg
  4089061 gcgatatcaa aaaagccttg ctgtgggatc caaaggatgc cggttttgcg gtagtagaaa
  4089121 ttgccaatca attgttgaat ggccagaaag tgacagaaga tttgaccatc gatggcttgg
  4089181 gtaaagccga tgtggacagt aagaacgggg tgatccgttt taacaagatc ctcgaggtca
  4089241 ccaaagataa tgccaaaacg ttaggcttct gattttcagg tgccacacca gggaattggc
  4089301 cgcagattca tcgtggccag cagtaagaga ttcgttatca gtacagtaag ctgtcagtaa
  4089361 tgcagtaagt tacccgtaaa caggcagtgg gaaaataacc ccactgtctt ctccactatc
  4089421 accttatggc tgtagaacat aacgtcaaat ttatgacgtt agggaaggta ttgtcatgac
  4089481 tcaggccacc gcatttatca ctcttgaaaa tatcagcaag cgattccctg gcgtattagc
  4089541 gctggatggg gtgaatctca cgttgaacaa aggagaagtg cactgtctgg caggccaaaa
  4089601 tggctgcggc aaaagcacca ttatcaaagt gatttcagga gtttatcagc cagagaaagg
  4089661 cgcaagtatc ctgatagacg gcaagctgct tcatcagctt acgccgcaac tctcattcta
  4089721 ttatggcgtg caggtgattt atcaagatct gtcgctattc ccgaatttaa ccgtagcaga
  4089781 aaatattgcc gtccaccgtt atctgcccgg cggagatttt tgggtaaaac gtaaaagtat
  4089841 gcgtgaacgg gcgctggcgg cgatgcagcg cgtcggggtg acgctggatc tggataaaaa
  4089901 agttgaacag ctctctattg ctgaccgcca attagtggca atttgccgtg ctatcgccgc
  4089961 cgatgcccgc ttggtgatta tggatgagcc aacagcctca ctcaccagcc aggaagtcaa
  4090021 aggcttgttg aatgtggtcc gtgacctgaa atcacaaggc atttgtgtgg tgtttgtcag
  4090081 ccaccgtctg gatgaagtga tggaagtggc cgatcggatc agcgtgatgc gcgatggcaa
  4090141 atgggtcggg acctggcaag ccagcgagtt agacagccat gaactggcgt ttctaatgac
  4090201 gggccagcgc ttcacttacc gtccgttacc gccgttggcg gccaaagcgg caccgctgct
  4090261 ggagatcagg aaactgagcc gtggtgagca gttccgtaat atcgatctga cgttacatca
  4090321 gggtgaaatt gtttctatca ccggtttgct gggggcaggg agaacggagt tatgcctcag
  4090381 tctgttcggt atgacgcaac ccgaaagcgg cgaaatattc gtggccggtg agccggtgcg
  4090441 ttttcgtcat aaccgtgatg cgatccgcca tggcatcggt tatgtctctg aggatcgcct
  4090501 gactcagggg ttgatcatgg agcagtcgat ctatgacaac actatcgtgt cagtttttga
  4090561 ccaattacac acccgcagtg gcttgctgga tcacagcaag gccgccgcac tggtaaataa
  4090621 gctggtgcag gacctgaata tcaaagtctc ggacaccgcg ctgccggtga aaaccttgtc
  4090681 tggcggtaat gctcagcgca ttgctattgc caaatgggtc gcgacacaac cgcgtatttt
  4090741 gatccttgat tcgcctaccg tcggtgtcga tatcgccaac aaagaaggga tttaccatat
  4090801 tgccaaggca ttggcagagc aagggatggc ggtattgatg atttgcgatg agatcccaga
  4090861 ggcgtattac aacagccacc gggtgctggt gatgcgtaaa ggcgaattga tcgccgagtt
  4090921 ttatcctcat cagtgtaccg aacaacagat cgccgaggtg gtcaatggat aagctaaaac
  4090981 tgcgccaact cacggggcac catgagtttt atctcgggtt gctggtgttg ctgttggcta
  4091041 tcgggttgag tgtgcaaagc cctgagttcc tgacattggg gaatttaacc gatgtggcga
  4091101 ccagttatgc cattttgggg attttagcct gcggtctatt tgtggtgctg attgctggtg
  4091161 gcattgatat ctctttcccg gcggtcacgg ctatcgcgca gtatgtgatg gcatcgtggg
  4091221 tgattacaca gggtggcagc ttcccgctgg cattggtcat ggcaatggcg gttggcctgc
  4091281 tactggggct gatcaacgga ttactggttt attggctgaa agtcccggcg atcattatca
  4091341 ccatcgccac gctgaatctg ttttatgggc tgctggttta ctttaccaac gggacttggt
  4091401 tgtacggctt cccagactgg tttatgaccg gtattaactg gttctcattt gaaggcagtg
  4091461 acggttacga ctacggcctg acactgccgc tgttatgtct ggcgggcacc atcatcttca
  4091521 ccggtgtcat gatgaattac acccggttag ggcggcagat ttttgccatg ggcagcaata
  4091581 aagatgccgc ctctcgtctt ggcattaaca tctttcggtt gcacctgtat gtctacggct
  4091641 acatgggcat attggcaggc gtggcagcgg tagtacaggc tcagatttcc caatcagtcg
  4091701 cacctaactc tttgatggga tttgagttaa cggtattggc tgcggtggtc cttggtggca
  4091761 ccagtatgag cggtggacgc ggatcactga ccggaacggt gctgggtgtc atgttattgg
  4091821 cttttctgca aaacggctta acgctgctga gtgtctcttc ttattggcat accgttttca
  4091881 gtggcgtgat tattttggtg agtatcagta ccaccgcgtg gaatgaaaaa cgcaagttgt
  4091941 tgagggagca ctgagatgac ctggttaaac cgaactatcc ccgatgaccg tattatccgc
  4092001 ctgcaattac tgattctgat tgcggtgatg ttggtcttct cactgactct ggggcaacgc
  4092061 tttttcagct taggcaattt ccagtcgatg tcctcgcaat tgccgatttt aggcatgtta
  4092121 gcgttgggca tggggctgac catgctcacc ggggggatta acttatctat cattgccggt
  4092181 gctaatgcgt gctcgctagt gatggcggcg atcattgtca gccatccggg tcaacccgcg
  4092241 tttctgctgc tggcgttagt ggctgggtta ctggtcgccg tggcgattgg taccttgaac
  4092301 ggggtgttga tctcagtcat tggcgtgtcg ccgattctgg caacgttggg caccatgaca
  4092361 ctgattactg gcctgaatat tttgctctcc aatggtgatg tgatttccgg ttttccgccg
  4092421 gtcattcagt acattggcag cggcgatatt gtcggtattc cagtggcgat gatcttattc
  4092481 ctactggtcg ctgcgggtct gtgggtctta ctggagcaca ccacgctggg gcgcagtatc
  4092541 tatctggtcg gttccaatga acaggcaacc cgctttagtg gcgtaaatac ccatcgggta
  4092601 caaattgcgg tctatatctt atcggcttta ctggggtggg gggcggccat tttgatgatg
  4092661 gcaaaattca actctgccaa agccggttat ggcgaatcct atctgttggt caccattttg
  4092721 gcctcggtac tgggcgggat taatccagat ggtggctttg ggcgaattat cggtctgatc
  4092781 ctggcgctgg tggtactgca attactggaa agtggcctga atttgctggg ggtgagtagc
  4092841 tacctgacca tggcgttatg gggtggggta ctgatcctct ttatcgcatt acagaatcgt
  4092901 aaagcctaag aattgaggga caaaacaatg gcaagttact ttatcggcgt agacgtaggg
  4092961 accggcagtg caagagctgg ggtattcgat ttgcagggcc gtatggttgg gcaggccagc
  4093021 cgtgaaatca ccatgtttaa acccaaggct gattttgttg agcagtcttc cgagaatatt
  4093081 tggcaagcgg tgtgtaatgc ggtgcgtgat gcggttaatc aggccgatat caacccgatt
  4093141 caggtcaaag ggctgggttt tgatgcgact tgctcgctgg tggtgttgga taaagaaggg
  4093201 aatccactga cggttagccc ttcagggcgc aatgagcaaa atgtgattgt ttggatggac
  4093261 caccgggcga tcactcaggc ggagcggatt aatgccacca agcacccggt cctggagttt
  4093321 gtcggtggtg tgatttcgcc agaaatgcag acaccaaagt tgttgtggtt aaagcaacat
  4093381 atgccgaaca cgtggagtaa tgtcggccat ctgtttgatc taccagattt tcttacctgg
  4093441 cgtgccacga aagatgaaac ccgttcgctc tgttccaccg tctgcaaatg gacctatctg
  4093501 ggccatgaag atcgctggga tccgtcctac ttcaaattgg tggggctggc cgatttactg
  4093561 gataacaacg cggcgaagat cggtgcgacg gttaaaccca tgggggcacc gttagggcat
  4093621 ggtttaagtc agcgggcagc atcagaaatg gggttgatcc ccggtacggc ggtcagtgtg
  4093681 tcgattattg atgctcacgc tgggacgatt ggcattctcg gtgccagtgg tgtgacgggg
  4093741 gaaaatgcta actttgatcg gcggattgcg ctgattggtg gcacctctac cgcccatatg
  4093801 gcgatgtcgc gctcagcaca ctttatcagt ggtatttggg ggccatatta ttcggccatt
  4093861 ttaccggaat attggttgaa cgagggcggg cagtcggcaa cgggggcttt gattgaccat
  4093921 attattcaat cacatccttg ctatccggca ctgctggaac aggctaaaaa taagggcgaa
  4093981 accatctatg aggcgctgaa ttatattttg cgtcagatgg cgggtgaacc tgaaaatatc
  4094041 gcgttcctga cgaatgatat tcatatgttg ccgtacttcc acggtaaccg ctctccccgt
  4094101 gccaacccaa atctgacggg cattattact ggcctgaaac tctctaccac gccagaagat
  4094161 atggcgctgc gttatttggc aaccattcag gcgctggcgt tgggcacacg gcatattatc
  4094221 gaaaccatga atcagaatgg ctataacatc gacactatga tggccagcgg cggaggcacc
  4094281 aagaacccca tatttgtaca ggagcatgcg aatgcgacgg gctgcgccat gctgttgcca
  4094341 gaagagagtg aggcgatgct gttggggagt gccatgatgg gtaccgtcgc tgctggggtg
  4094401 tttgagtcat tgccggaagc catggcggcc atgagccgca tcggtaagac cgtgacccca
  4094461 caaaccaata aaatcaaagc ctattacgat cgtaagtacc gggtattcca tcagatgtat
  4094521 cacgaccata tgcgctatca ggcactgatg caggagggcg catgagccag aataaggagt
  4094581 ggctggcagc cagtgatgcc tggatgatct acagccgcga actggcggca ttaaaagaga
  4094641 atgtcgatca acaggtgtgg ttgcaggtac tggatgcctt ggctgaatgc cgtggaaaaa
  4094701 ttgcggtgac gggggtgggg acatcgggta ttgcggcccg taaagtggcg catatgctag
  4094761 cttgtgttga gcaaccggcg atttacctga atgcaactga tgcggcacac ggtgatctgg
  4094821 ggtttctcgg cgcgcaggac atcattattt tgatttcccg tggcggtaat tctgatgagt
  4094881 taacccgttt gctgcccacc ttgcaacgta agcaggtgaa gattatcagc gtgacggaaa
  4094941 atgaacagtc tgcgattgcg caggtctccg cgttggtgct gaagacacat gtaaagcagg
  4095001 agatcgatcc gctgaatatg ttagcgacaa catcgattgt tttagtactg gcgctgtttg
  4095061 atgctatctg tgcctgtcta atggcgcgta ctggttttag taaagagact ttattggcgg
  4095121 ttcatcccgg tggagatgtc gggatggtgt tacgtaagca gcaataatca atactcatga
  4095181 tagcccgcgt gaaagagaaa caccgcaacg gtatggccgc gcggtgtttt tttatgtcag
  4095241 tactcttcgg ctatcatcaa cgttcaagac tgcgtcatcg ggttttttca gcactctgag
  4095301 cctgcactaa ggccggttct ttttatcagg tcagatcttt tattaggcca gtaaacttac
  4095361 tttatgagtc ggtcaaaatc tgctgcatca tggcgctcag gtaattgctc ttctggcgcc
  4095421 ccccaagtac ggttaacgat gcgaccacgt tgcaccgcag ggcgtttcgc gatggtctct
  4095481 gtccaacgaa tcaggtgagg ataggatttc acatccagga attcacccgc ttcatattgc
  4095541 aagccaagca ccaagctgcc gtaccacggc cagatagcga tatccgcaat agtgtactca
  4095601 tcacccgcga tatactcatg tgttttgagc tgagtgttga gtaaatcgag ctggcgcttg
  4095661 gcttccatgg tgaaacggtc gatagcgtat tcaatcttca ctggcgcgta gtgataaaaa
  4095721 tgcccaaaac cgccccctaa ataaggggct gcaccttgta gccagaacag ccaattgagc
  4095781 gcttcagttc ttgctgcatg agatttcggt aagaaatgac cgaatttatc ggccaaataa
  4095841 agcagaatgg caccagactc aaaaaccctt actggtgggg tagatgaata gtccatcagg
  4095901 gccggaatct ttgaattggg attgatgcta acaaagccac ttgagaactg ctcgccttca
  4095961 ctgatacgaa tcaaatgggc atcatattct gcgcctttct cccccaacgc cagcaactct
  4096021 tccagcagaa tagtcacctt ttggccattc ggtgtaccca tggaatagag ctgcaacggg
  4096081 tgtttaccta cgggcaggtc agcttcatat cgggcacccg ctgtcggacg attgatttta
  4096141 gaccacacac cgccgctggc attgttttcc gtccagattt tcggcggttg gtattcgtta
  4096201 tctttcatca tggattacct tatttgagaa tgaatagact cgtcatactt caagctgcgt
  4096261 tcaaatcggt tcctgacgat tggtctctcg ggtgccgcct tcctgcaact caagttattt
  4096321 tggctatatg agctaaataa tattcatagt ggttatgcat caatcataaa gaataacagg
  4096381 gataatattt ctgtcactcc ggttccttat agtgaagttg ctttttacct ttgggcaata
  4096441 gacataatta gggaacttaa catgcacatg agcaaattcc ggttggtgct gctggccagt
  4096501 agcatcgcat tcagtacttc gtcgtgggca caagccgttg aggtatccgc agttctggcc
  4096561 ggacatgcgg ttctgccggt gaaatcgacg gttgcaacac cttctgatgc tccaactgat
  4096621 ttacaacaaa gcggaaaata taccagcggc caacgcgtta gcgcattggg ttctgtggcc
  4096681 gctaaatctg ccgaccgtct gacgggcatt ggattaccga ttagcggcca accgctacaa
  4096741 gggcactcgg gaataaagca tatgccagat gggacttatt gggtgctaac cgataatgga
  4096801 tttggcagca aagctaactc acctgatgcc atgctttatc tcaatcacta taatattgat
  4096861 ttcaaaaatg gcaatgtgac cccactgcaa accgtgtttc tgcacgatcc agataaaaaa
  4096921 gtgccgtttc atatcattaa tgaaagtact gaaaaacgtt atctgaccgg cagtgatttt
  4096981 gatcccgaaa gcttccagtt tgccgatgat gccctttgga ttggtgatga attcgggcct
  4097041 tatttgatta aagccgattt gaacggaaaa gtgctggcgg tatttgagac tcaggttgat
  4097101 ggcaacgtcg tgaaatcacc cgataatccg acgcttacac tgccgggtgc tcctgatggt
  4097161 aaacagaatt ttcaggtagc gcgctcaaaa ggatttgaag ggatggcggt ttcgcccgat
  4097221 ggcagcaagt tgtaccccat gttagaaggg gcgctgtggg atggtgaaaa atttgagaat
  4097281 atcgatggca aacgctacct gagagtgttg gagtttgatg ttaaaaatca ggcatggaca
  4097341 gggcgcagtt ggcaatatgt gttggaagat aaccagaatg ccattggcga ttttaatctg
  4097401 attgatgcaa accatggatt agtcattgaa cgcgacaacg gcgagggcac ggcagataaa
  4097461 gcctgtgcgg caggggcgcc aacggataag tgctttagcc agatagctaa gtttaaacgt
  4097521 gtctacaaaa tagctttctc tgatgacaat gtcggcaaac cagtagaaaa agtgtcatat
  4097581 attgatttgc tcaatattaa agacccgcag aacttggcac gtaaaccttt aaacaacggc
  4097641 gtactgacat tcccgttctt taccattgag aatgttgatg tagtggatgc cagtcatatc
  4097701 attgtcggta acgataataa cttcccattc tcctccagcc gccagcctaa tgaggcggac
  4097761 gataatgaat ttatcttact ggatgtgaaa gcgttattga gtcagtaact ggctccatct
  4097821 ttcctgacaa gcccgggtat gaactgtcca actttatggg gccagtccat gcgcgggttt
  4097881 tttacgcttt aagacaatat tatgtttcat agcgttatgc ttcatagagc actcttgatg
  4097941 cttcctcgac ttgccgctca agaatgttaa gtgtcttgga taagacattt tcttgttctt
  4098001 tgaaccattt atctttgtca ggcaaagagg tggcaagccg ccatgactct tctcctttca
  4098061 gcgcgtcgat ctcgtgtaat atcgcgtcaa tttgtgtccg cacatcgctg atttttctgc
  4098121 gtaaccgttc aagatcatcg ataagatcgc tggccatcag tggctcaagc ccttgcttta
  4098181 aactctccag caacgcgtga atagcgggga agtcacctcg ttggcgggct tgattgagtt
  4098241 gaaccatcaa ttgatgggct ttttctttaa acgcatcagc cacgagatcg ggatggcaaa
  4098301 gccggctggc ttgccgccac aaccgtttga gatcctggcg ttgctcagag gagagtttcc
  4098361 tatcattatc aagtcgttgt tctgcatcgg tctgctgttc ttgataacgt tcgtatttct
  4098421 cttttgcttc ttcacgggct ttgcgtgttg actcggtatt ccgtgtgcaa aagctatttt
  4098481 ccaattcttt aatttcagcc agtaatgcgg taatcaattc tgtctgttgc tgaattcggt
  4098541 ttcgtatctc aatagtgtca ttagaaatag aagggagagc caaccaccgc tgttttaacg
  4098601 agataagttc gtctatcgct tgagaaatat attgttggca attgcgatag tcgcgttctc
  4098661 tgcgccgggc ttctgcttcg gctttacgta aagtgctttc tgccagttgc ctacgcaggt
  4098721 taaggatttg cttcatcaac gggccaaggc gcaccagata gagatcgtta aagtcatcca
  4098781 gtagctgaat acgctcatta cgtttatcaa ttaattcgct taactgttcc tccagggctt
  4098841 tcagttcaag cttgcaagcg gccagttcaa tatcctgcca ctgtatgacc ccttgcttgc
  4098901 ttcccagcca ggttgcaatc gcatccaaag cttgggtgaa ttttccctgt tcaatcgcca
  4098961 tgacgataaa aaccagcaca gggtcctgag tctcactttt aagatagggg agttggtggc
  4099021 gaataatgtc gtcatcttca agctcaatac cgcttttgat gatctccagc cgtttaatga
  4099081 gttttttcat aaatatagga tttgctgata acgtaggcag aataccgaca tactaaacaa
  4099141 cggtttcaca ttgttccaga tgaatgaagg gggatcccgc aaggatggtg agatagttga
  4099201 gccatataac ggtttcttgt ccggtaacgt gattcttctg agccgcgatg atgtctgccg
  4099261 gtgactcagg agctcgtggt agtgcggtgt tttttatatc agtaccggtg tcataggcac
  4099321 aaaaaaacct gcacggaggc aggttctttt tgtgcccaga aaacccccag ctaggctggg
  4099381 ggttcagtaa agctttcagc tttgggtcag ttataaaaac cccttttgat ttgttaaaac
  4099441 agtttgcggt ctggcaactg caaatgttca acaagaaatc aaaagggggt cccaatgagg
  4099501 gatgaaaaga gcttagcgca cacccgatgg aactgtaaat atcatatagt ttttgcgccg
  4099561 aagtaccgaa ggcaggtgtt ctacagggaa aaacgcagag cgattggcag tattttaaga
  4099621 aaactgtgcg aatggaaaaa cgtgaatatc ctggaagcag aatactgtgt ggatcacatc
  4099681 catatgcttc tggagatccc gcccaagatg agtgtctcgg gatttatggg gtacctgaag
  4099741 ggaaagagca gtctgatgct ttatgagcag tttggcgatt tgaagttcaa ataccgtaac
  4099801 agggagtttt ggtgtcgagg gtattacgtt gatacggtag ggaaaaacac ggccaggata
  4099861 caagaataca taaagcacca attggaagag gataaaatgg gtgagcaact ctcgatcccg
  4099921 tatcccggta gcccgtttac gggccgtaag taatccatag atgcaaatgt cagatcgcga
  4099981 tgcgcctgtt agggcgcggc tggtaacaga gccttatagg cgcatatgaa aaacctccgg
  4100041 ctatgccgga ggatatttat tattcggtat gagtttattg ctttgggcta tcgccttcat
  4100101 cgcgattgaa agtcacaccg agatattatt gacggttaca gcgcaataac gtttaccgct
  4100161 gcagggcctt tagcgccgtt ctcgatagag aactccacat tttggccttc atccagggtt
  4100221 ttgaaatcat tgctctggat agcagagaag tgaacgaaca catctttgct gccatcagcc
  4100281 ggagtgatga aaccaaaacc tttaccagcg tcaaaccatt ttactaaacc agtcatttta
  4100341 ttagacatag agatacttcc ttcaataatt tttaattgcc gccacaggcg actagatagg
  4100401 cttgggtaga acttatgggg cacttagaag gaatttcacg gagaagaggt atctgtctga
  4100461 taacgctaat acggggaaat gctttactaa aactgcggac ataaatgtta cggtcaaccg
  4100521 ggtataactt tttacgtggg ggctggcaac actgctcggg gtaacccgtc atcgctgtcg
  4100581 gttgccaact cctcgaatca cactgaatta cagggcgatt acgtttactg ctgaggggcc
  4100641 tttagcgccg ttctcgatag agaactccac attttggcct tcatccaggg ttttaaaatc
  4100701 attgctctgg atagcagaga agtgaacgaa cacatctttg ctgccatcgg ccggagtgat
  4100761 gaaaccaaaa cctttaccag cgtcaaacca ttttactaaa ccagtcattt tattagacat
  4100821 agagatattt ccttcaatta ttttgccaca atagtgtagc gaacgtggtc tgtctttcag
  4100881 aggatgtctt acttgggcac ttaggaggag actcacggag aagggatatc tatgataacg
  4100941 cttgaactga ggactgtttt actaaaactg ctttcataag gtctgtgttc caaaccgatg
  4101001 aagctattta accacaatac attccctgtg gcaaccccat gtttgactaa catagataac
  4101061 atgaatggtt ttttcatctg attttatggg ttatgtatta catttaatgt ggataaacaa
  4101121 ccttttacgc caattaaatg cctgtggaaa tttgtgcaat atttttggcg ggggccgggc
  4101181 gtaccatcac tttgtcactc atatcagccc aaaaccgact cacatgattg gtgggctacg
  4101241 cgcaattagc ctccggcttt aacgactacg gcatttgata accagtccgt aggcatgggc
  4101301 tatcagccta cagactgaaa actggggtta acgtgccccc cggttgctac gtttagcgag
  4101361 gagaaaccgt gacggtaccg ctacgatcac tggcgattat cacgcgttgg ccagcactga
  4101421 aacgggtagg cccctgagcc tgtacaacaa caatattgct gccatcatca cggcgaattt
  4101481 ccagttgaac cccttcactg cggttcatcg cactctggat accctggcct gctacgccac
  4101541 cagcaacggc accacctgca gttgccaagc tattaccacg gccaccgcca atagtattcc
  4101601 ctaagaatcc acccactacg gcaccgccaa tggcaccggc aacattatta ttattgccgc
  4101661 cctgaatggt gaccgggcgg gcagacacta tcgagccgta agtgacggtc tgtacttgtc
  4101721 gtgcctgaga ggcagtaaaa gtatcaccag acgcagtgtt attggcacat ccgcttaata
  4101781 cggtggcggc aagtgcaacg gcaatggcca gcttattcat aatcaacccc tttcctcagt
  4101841 gcaagtcaga attcattcag cttatatatc tgtcatattt caagttgcct gtgcgttgtc
  4101901 cgccttcctg caactcgaat tatttagact atagatagct gttaataatg actatagcgt
  4101961 gattgcagtt aatctgaaga gataaatatc atgttgatac ttaattcatt gagaccacaa
  4102021 agatcggagg tagcccattg gctcacttaa tgtggggctg acacacgaaa acggaagaaa
  4102081 ctccctgagg tcccctcgct tattcccccc ctcaaatttg gctgaatatg tgggttatat
  4102141 cactttttat attattgact gattatatta cggtaggtta ttttttaatc aaacctatgg
  4102201 ctataggtgg acgtgaagac gtggctgtaa accgttatcg gtgaagtatt gcccgcattg
  4102261 gcaggcatag gccgtttgac atggagaacc gcgatatgtc tgcatcccat gagaattacc
  4102321 ggatttttgc tatcaagtac gctcatcacc accggctaac ccgcgataac tttctggggg
  4102381 gagatccaca cgacgggccg atgccgattg actattttgt ctgggccatc gtagggacca
  4102441 cgcgcacgat tatggttgat accggatttg atgctgccat ggcccatcag cgtggccgga
  4102501 ccatcacgca ttgcattgaa gacggtctga gccaacttgg cattgatgcg ggaaagattg
  4102561 aagacgtcat tatttcgcat atgcactatg accatgcggg taatcacgga ttgtttccca
  4102621 acgcgcgttt tcatcttcag gatcgtgaga tggcgttttg tactggccgc tgtatgggcc
  4102681 atcacggctt aagtcaggct tttgatgtag aagatgttaa agcgatggta gggaggctgt
  4102741 ttgctgggcg tctacagttt caccatgggg atgccgagat tgctcccggt atcagtgttc
  4102801 accgtgtcgg tgggcacact gacggtttac aaatcatacg agtacacacc gcccgtggct
  4102861 gggtggtgtt ggcatcggat gccacgcatt tctacgctaa tattcagcaa cgccggcctt
  4102921 atccaatcct ttataacgtt ggcgatgtct tggaaggcta caacacactt tatcgctggg
  4102981 ccgattcatt cgaccatatt attcccggac atgatccgat ggtgttgcaa cgttacccag
  4103041 cgggcacgcc ggaaacggcc gcatggatcg ctcaggttga tgttgccccc ctcactcagt
  4103101 ggacgtgaaa tgtatttcag ccgaacggat taaatgcgtg ctctggcgac caataacgat
  4103161 taagggggtc agatgaaaca actacaacgt attggtttta ttggtttggg gaagatggga
  4103221 acccctatgg tacagcgcct ggtaaaggcg ggttttgagc tgtatctctg tgatgcagat
  4103281 atcaccaagg tgcaaatact gacggcagaa ctcaacgctg aatcactcac ggtcgataat
  4103341 gcggcatctt tagatgcctt gatcaccatg ttgcctaact ctgaggccgt tgaacaggta
  4103401 ttgctgggaa gtgacgggat atcgggatgg gttgcacagc tatctcaagc ggcagtggtg
  4103461 atcgacatga gttcctccga tcccgaacgc tcacgtcgtc tggcgatctt gctggctgta
  4103521 tgggaactgg attatctgga tgccccggtc tctggcgggg taaaaaaagc ccaaaacggg
  4103581 acattgtcga tcctgattgg gggcgaggac cgggtactta aatcttgtta taccgctttg
  4103641 gctgcgatgg gggaacagat cctgtttgtt ggccctgcgg ggagtggtca tgcggccaag
  4103701 gcattgaata attatgtctc agcgacgggg ctattggcga caatcgaggc actgcatgtt
  4103761 gcccaacgtt ttgggatcga accagaggtg atgaccgagg tgctcaatac ctccactggc
  4103821 cggagtaata cgtcagaaaa caaagtgcgc caatttatgc tgaacggttc gtatgcctct
  4103881 ggttttacgc tgcaattgat gaataaagac ctgcatatcg cacgtaattt ggcacaacgg
  4103941 cttaattacc caatgagatt gggcatgcac tgtgtcgatg tttgggatga agtttcgcgg
  4104001 cgtgcaacac cgatggcaga ccataccgag atgtaccggc tgttgatcga caaggagcca
  4104061 tagcgtcgta aaggaggccg ccttacgtag cgaatacctc aggttacgct caggggaagc
  4104121 gtcaggggta aaaaattttg tctaaccatc ctgtcataca atcagacgtt atgtatcaga
  4104181 cactctgttg tggcgtgagt gtcgaatagg gtgggttatg aaatcggaag gagggtgatg
  4104241 atggtagctc aagatcgttt tgaacggggt tttcacaacc gaaaagtagt actgggcgcg
  4104301 gaacatgttg aaacatcatg gggtaattcg gatgaattca accgaccggt gcaaaaactg
  4104361 atcactgaat attgctgggg agaggtctgg ggggatccgg cactcacttt taaaactcgc
  4104421 agtatgctga atattggcat tctcacggcg atgggccagc atcatgagct ttctttacac
  4104481 gttaaaggcg cgctgagaaa tggtgtcaca cgcgaggaga tacgcgcggt gttgctacaa
  4104541 accgtggtgt attgcggtgc gccagtcgcg ctggcggcgt ttcgtattgc cagtgccgca
  4104601 atcaaagcgt atgacgatga gattgctgac agttagcact cccttcgcgt ctaatgccaa
  4104661 ctccaccggt tgtggcgatc aatttgtggc gatcaataac atgccctctg cggtagattt
  4104721 caatcttata tctctatcaa ggatgcagag gaaagaaaag gatgtatagg aaagaagtag
  4104781 gagcctgaaa tggaaacctt aagtgctgac tctgctatta cagcggcaga aaatgaccca
  4104841 ttgagagacg tgaaaaggaa aaatgccatt aaaggcgcgt tcttttccga gtttatagat
  4104901 atgttcgata tctatctgcc ggttattgtg ttgccccccg ttttgttcta tttccagcca
  4104961 cctaatttat cgagcagcac cgctaatatc ttggcttcac tggtctttat cacaaccctg
  4105021 ttaggccggc caattggcgc tttactgttt gggattatgg ctgatcgtat tggtcgtcgt
  4105081 atggcatcga tttattcagt atcaggattt ggtgtggtga catttttgat tgcgctcatt
  4105141 cctggctacg aaacactggg gatcgcctct tatctgttgt tggtattact gcgttttatc
  4105201 gacggcattt ttctcggcgg gggatatacc ggtgcgatac cgcttgcgct cgaatattct
  4105261 aaaaaagaac agcggggatt tgtcgggggg ttgatcctca gtggtttccc tgcagcctat
  4105321 gtcgcgatca atttggtggc gatgctgatg ttcgctctga tcccactgga tgggctgtat
  4105381 tcaccgtatg cgcagtgggg ctggcgtatc ccctttgtga ttggtgggtt actggccggg
  4105441 ttcctcgccc tgtattacgt gtttaatgtc acggaatctg aggtgtggca acaaggcagc
  4105501 agcaagaaac gcgcacgtga aaaacagcct ttatcaacct tagtcagtgg acaaagtggg
  4105561 cgtaatttat ggcaggtatt actgatgatg agcggttttt ggctgacgca aaatcttatc
  4105621 accctttttc tccccaccgg gctgctaatc aataccctga atatgagggg gctacaggtg
  4105681 acatcgatct tgttagtgac ctattgcgtg cttttcttca gctatatcgg catgggcatg
  4105741 ttggggcaaa aaatcgggcg gcggcgtttc ttcatgattg caggcccctt gattgcaact
  4105801 atggggtcag cgctgctcta cgtattaagt catggcgatg gcttatcatt tagtaccgtt
  4105861 atgctgttgg tctgtctatt ggcggtagtg gtgacctctc cctggggggt gatcatcacg
  4105921 tatattaatg agcatttcgc cactggcgta cgggctactg ggtttggtgt tgggtttagc
  4105981 ttatccgtca tcattccctc tttttatgct ttctatatgg actggctcag tgtcgtggtg
  4106041 ccctttgaac tgactgcggt ggtgttactg gcgctggggg ggatgatagg tacggtgggg
  4106101 gccattatgg ggccggaaac taaagaggtc gattttacct cgtcagcggg ctaacggggt
  4106161 gattatcacc gggtcttttc ttgttttgta ttacagaggc atggtacaaa aagcaaccat
  4106221 attgtcggac aggaatacaa ttaatgctag cgggaatggg tgtgattaaa cctgagacct
  4106281 tgcgctatca ggttgaaaat gtactgcggc aagcgatcat gtcagggcgt tttacaccag
  4106341 gggagcggct gattgaacga gaactgtgtg aaaccttagg cgtcagccgg acatcaattc
  4106401 gtgaagcttt acgtaggctt gaagctgaaa aactggtctc cattgtgccg cacaaaggcc
  4106461 cgatagtggc gattatctcc aggcaagaag ctgctgagtt attcgccctg cgcggtctct
  4106521 tggaggggtt cgccgcccgt gaatttgccc aacgggcaac ggatgtagcg attgtgcatt
  4106581 tcgcacaagc tattcaggcg ctgcgcatgg caggcatgac aaaggatcgg gccaaggtac
  4106641 tgaaggcgaa aacagatctt tatgacgtgt tgctggacaa ttgtggcaat gggttggtga
  4106701 aagagacctt aaccagctta cattcgcgga ttaacttatt gcgcgcgact tcgctaatgg
  4106761 atccgcagcg tttacctgtc agcattaatg agatcgacga tctgtatcag gcgttaaaag
  4106821 cgcgggatcc cgatgcggca gaacggcatg tcgccaatgc aaaagaagtt gctctgcgga
  4106881 tccttgagga gaccaacgcg acgtaggcaa taaagacata ggcaatcctt ttgccgatac
  4106941 ctaacgggaa aatctatcca tagcggtcag catgaatact gaaaacaaaa aacttagcac
  4107001 gttaattggc aagattcata caattgctaa atcacgcctt gccgcaggtt atgaggacag
  4107061 gaacggaatt aacgaacatc aagttacacc ctgccatcat gcacttaccc tgttaggcgg
  4107121 tgatgatttt gcggagagct atctgccatt tctacgtaat gtaaatggtt ttgatcttaa
  4107181 tggtgttcgg ctattcggct attttgatga taaaggtgat gaacgagatt tacgtaagca
  4107241 gttggctgac ctaaaagcgt ttcctgaatt gttccctgat gcgttcaacg attgggttct
  4107301 gattggtgaa acagatacag atattcttat cttcaataaa aaaaatggat catatgagaa
  4107361 ccgtgaccgc attgggctag ataggctcaa tgaaagctac gatgatatcg ttggcttgtt
  4107421 gatatcactg atgccattaa tagaataatt tgcaatgtta aactagaggc tggactgtaa
  4107481 aatacagaga gtctggctct tatttaactt aacggacagt ggccaaggaa ggtatgtctt
  4107541 cttaatcatt caggtgttct ttcacgggcg ggcacccata cgtcaacaga gagtaaggtt
  4107601 tactcgctag agcgtgacca acgtatctgt cttaaagaca atgaaaaatt aagcgagtgc
  4107661 ttatcaagta tattttgttt ggctgatctc tataatcctg actcagacag agaggaatat
  4107721 gaacttgacg ataagcaact atatgaacaa gttctacagc tcatcaataa actaaatcag
  4107781 gacgctctaa ataaatagcc cactgactat tttgttcaga aaggccctcg ctatcattat
  4107841 taatgagaaa attctatacc ggtcaagcct aaggtatcga aatgacgctc accaaagaat
  4107901 aaaaggcgct tttcgatgcc ctgacgcaat tacagtgcag attcgttacc gcgctgctag
  4107961 agggtgccaa tcagaccgag gcataccgaa gggctggcgg taaagctaaa ggcgatggtg
  4108021 agcgttccaa agccagccag ttagtaacaa agagtcacgt tcaagccttc ctcccgtccg
  4108081 tacagcacga ggctactttc gttcaccagt ctgtgtagtc catggtgtag ccattattat
  4108141 aaaaaaggcg ctaaccaatt aaggataacg cctttttaaa caacacctta actgactagt
  4108201 atcagttcat gccgtatttt ttcaatttct tacgcagcgt accgcggttg atgcccatca
  4108261 tcagggccgc acgggtttgg ttgccacggg tgtattgcat caccatgtcc aacaatggct
  4108321 gttcaacttc agccagtacc aactcataca ggtcacttac atcttgacca ttcagttgag
  4108381 caaaatagtt cttcagtgct tgtttaaccg agtcacgcaa aggcttttga gtcacctgat
  4108441 cttgtgagtt tacggttgca acggtcagta cgtcagaatt tacgcgttgt tcgaacatag
  4108501 ttctgtcagc tcttttttct gtttacgcaa gattttcgaa atatgcctcc aacgcctcca
  4108561 gctgttcgct ggcatcctca atggcgttga atgtgcgccg aaactggtcg ttaggggcgt
  4108621 gctcttggag ataccaagag acgtgcttac gtgcaatacg aaatcccttg cctggaccat
  4108681 aaaagtcgtg caattcccgt atatgcccgt ctaacaaacg ctgcacttcg ccaagtggca
  4108741 tcggtggcag cagttcccca gtgtccagat aatgctggat ttcccggaag atccacggtc
  4108801 ttccctgagc ggcacggcct atcatcagag catcagctcc agtgtagtcg agtaccgctc
  4108861 tggctttatg cgggtcagtg atgtcaccat tcgcgataac gggaatggaa acagtctgct
  4108921 taactgctcg aatactgtcg tattccgcct caccattaaa caggcaagaa cgggttcggc
  4108981 catgaatcgt cagggcttgt ataccacaat tttcggccag ttgggcaatt tctatacagt
  4109041 tacggtgttc tggtgaccaa cccgtccgga tcttcaacgt caccggcaca tctaccgcat
  4109101 taaccactgc ggagaggatc tgtttgacca gatcaggatg ctgcaataat gcagaacccg
  4109161 ccagtttgcg gttcactttc ttggctggac atcccatatt gatatcgatg atttgggcac
  4109221 cactcgccac attgattctg gcggctgctg ccatctcatc tggatcgtta ccggcaattt
  4109281 gcacgttacg aatcccgggt tcatcaacat ggaccatgcg taaacgcgac ttatccgttc
  4109341 gccaaacctc tggattagag gagagcattt cagatacagc catcccagcc cccataccat
  4109401 gacatagcgc tctgaagggg cgatctgtga tacccgccat cggggcggca atcaggcaat
  4109461 ttgtaagctg gaagtgtcca atacgcatag acaaagaatg accacactgt gtccgtaagg
  4109521 gcgcgtatat tacgcatttt tgcgcccaga tgaaaggcca aactttgacc aattgatgaa
  4109581 aaaagagcaa tgaataatag gctaacgttg tatttataga tatttaatta taaataacat
  4109641 cacgttacgc ttatctggtt gaattgtgcg ctttagtatt ttctgtcaaa caacataatt
  4109701 atcaactggg aaagtatcaa aaatagggtc gatagtgctg ttttattcat caaatcaaag
  4109761 ataaagagta gaaatatatc tgtcacacat ctcgttgcaa ttaaaaagaa tatgagataa
  4109821 agggcggcta aaagccagaa accctatcgt tattccatag taaaatcatg ggtatgccgt
  4109881 tctcacctga cggtgcaatg ctgttgatac tgaaatgtta atgttgttga tactgaaatg
  4109941 ctgttaatac tgaaatatta tcgatacaga aatattgttg atgatgaagg attgttgatg
  4110001 atgaaaggtg gctggcgttg aaaggtgagt tgtgacgcac acggactcaa gtccgtgtgc
  4110061 gtcagttaag gcaaaattat tttttgatac cggtaatgcg gcaccattct tctttctcgg
  4110121 cgactgggtc gagaatgaat ttatcctcat aggcctgtgc gacgcccgcc gcttgtgttg
  4110181 ctaatacccc agacaaccca agatggccgc ccgtcgtcgg taaaacgcta atcagtggtg
  4110241 ccagttcccg taatgggcct gccagaatat tggccacgac cacgtcagca gatagttctg
  4110301 cgggctggtc ttttgccaga tacagctcca aacgctctga aacgccgtta cgctgcgcgt
  4110361 tatcgcgact ggcttgaatg gcctgcggat cgatatcaat gccaatagcg cgcgctgcac
  4110421 cgagctttag cgcggcaatc gccaggatgc cagagccaca accgaaatcg atgagggttt
  4110481 taccattgag atcgaggcta tctagccatt gtaagcatag tgctgtggta gggtgggtac
  4110541 ccgtaccaaa ggctaagccg gggtcgagca taacgttaac cgccgttgga tctggcacat
  4110601 cacgccagct tgggcagatc cacaggcgct caccaaaacg catcggatgg aagttatcca
  4110661 tccattcacg ttcccaatct ttatcttcca actgttcaat tttatggata aagcctttgc
  4110721 cgatctgcgg gtggcattcc aacatggcga ccacgtcagc catatcggtt tctgcatcat
  4110781 acaggccaat gacatcggta tcgccccaca gacgggtttc accaggcagt ggctcgaaga
  4110841 ccggattatc gtgggtgtcc tgaaaagtga ccgacacagc accactttct accagaacgt
  4110901 cccctaggga ttcggcttgg ttgccggtgg tgtttaattt tagttggatc caaggcatag
  4110961 caattctctc aagcgccggt atcggggcca taaccacgat accggctgat gtgttgatag
  4111021 agtaatagtg atgttaatcg gcactgacga tggcggggtg tcgcgcccgc gctctgtcgc
  4111081 caaacagatt accgatataa aacgccaaca gattaagtgt aagtgacggc acaatggggt
  4111141 gcaggccggc tatcttgatg tcgaagctgg ctaataccgt atagcatacc gcaccgacga
  4111201 tcatggcgct aagagcgccg tgggcattgg ctcgctccca gtataatccc aataccaatg
  4111261 gccagaggaa taccgcttcc agtccgccaa aggccagtag gttcaaccag ataatcattt
  4111321 caggtggtcg ccaggcggcc aagagcaata atagcccaag aatgagtgtg gataagttgg
  4111381 agatacgtgc cagcttgcgc tcattcttta actctgctgg ccacagattg agatacaaat
  4111441 ccttcacgat ggtagcagaa gattgcagta actgggcatt gatggtcgac atgatcgccg
  4111501 ccatcggtgc tgccaggaat atccccgcag caaatggcgg cagtacggtg atcatcagtg
  4111561 tcgggattac ttgatctgga attttcagat ctggtaacac cgcccgcccc agtgcgccag
  4111621 ccaggtgcat accgaacatt aggatcgcca ccacgatggt gccgaggata ataccgcgat
  4111681 gaaccgcttt actgtcacga tacgaaatac aacgtacggc ggtgtgtggc agaccaatca
  4111741 ccccaaaaca gaccaggatc cagaacgaag ccataaatgg cacgtcgagg atctgatcgc
  4111801 cgccttgggg ggaaaccagc gccggatcga tatgttgcag cgtttcgacg gctttgtgta
  4111861 ggccacctgc cgcgtggatc accgcaacta acagtaaaat ggtgccgatc agcatcacta
  4111921 acccttgcag ggcatcattc aagacactgg cccggaagcc accaaacgag gtgtacaggg
  4111981 cgatactgat accaaaaatc aataagccag tgtcgtaagg gatccccgcc gccgtttcta
  4112041 acaaccgtgc gccaccaata aattgcacgg tcatggcacc gacaaaagcc accagcaggc
  4112101 tgatactggc cagccaaacc agtaaacggc tctgataacg ggcatacaac atatcgttga
  4112161 gggtcacggc attatagcga cgcgccagaa tggcaaactt tttgcctaag acaccgaggg
  4112221 aaagccagac cgcaggcaat tggatcatcg ccagtaagac ccagccaagg ccgtatttat
  4112281 aagcggcacc tggtccacca ataaacgagc tggcgctgat ataggtggcg gtcagggtca
  4112341 tcgccaatac aaaaccgccc atcgaacggt tgccgataaa atattcgttg agaaaattcc
  4112401 cggtttggcg gcgcgtataa gcataaatag ataagccaaa gaccaacacc agatagccga
  4112461 ctaacggcag aacgacatca gtttgcatcg tcatcctcca gtggaatatc gcggaatatc
  4112521 agccgcacca tcagaataca cagcacaata aacaggagcg gtaatgcgat acaggccgct
  4112581 tcaaaccaag caggtaggcc gctcattccg ggaaggttgc ccggtaagta agcggttata
  4112641 atccaccctg cgaggtaggc cagtgttaag ccgaaggccc agcgtgcttc tttgtttgcc
  4112701 tgtaggaatc ttgtttccat atgttctccc catacccttc gtatttggcg ctacagcgtt
  4112761 gttagcggca ctcactcacc cgaatcactg acgtgagtca gctcatcggg attcattcgc
  4112821 ttgctgccta gctgtaacac caactccatt gggtaactcc cttcgtattt ggcgctacag
  4112881 cgttgttagc ggcactcact cacccgaatc actgacgtga gtcagctcat cgggattcat
  4112941 tcgcttgctg cctagctgcc acaccaactc cattgggtaa ctcccttcgt atttggcgct
  4113001 acagcgttgt tagcggcact cacccacccg aatcaactca tcgggacttg ttcatttact
  4113061 gtcttgtttt gggtagatcc gttgcagaaa agaaaaaacc ggtcggaatg atatttcata
  4113121 aacagcccat tgtttagctg aagctaacgg tttagataaa atattctaag gccatccatt
  4113181 ttcttgtctc aatcacattg gaaattcaaa tgttgttttc agccagtctg gaggctgctg
  4113241 gttcctgacg acaatggcac cggacctgtt ttttttaacc gtgaatatat tataaatact
  4113301 gtttttaaca ctcactccac ggaataaccg atattatcta taataaatat tattttctag
  4113361 atttaatatt ggatttttat tgcaacctat tggctaaaat agattttcca ttgacgctgt
  4113421 ttattttttt cttttttata tataaaatta aaaaaataat tcaaatatta gatccctaat
  4113481 aacatgatta ccaatcatta ataacatgaa aagataataa atttaattga ttgggtttgt
  4113541 tctttttaat attgttttgg tggtaggaaa tcacattgta aaaataattg tattgactac
  4113601 tgataaatta cttttatcaa tataaacatt aacttaaaat ttataggaat ttaccatgaa
  4113661 aaaaatcatt gcctctcttc tattagtatg tgccagttct tccatagctc cagtatatgc
  4113721 atctggtatt aactggcact tagacagatg cccacaaggc ggaggcgcaa tggtctcata
  4113781 cgatgaaaat ggaaaggaag attttttcca atgcatgcca ggagcaaatt aaaaaatttc
  4113841 agcttaaata aactgaaggt aagatatacg gctgtttaaa ttaacaagat ttttggttgt
  4113901 ttaaattaat tagccatcaa ggcctgaatt ccgcactcta cagaattcag gctttttaac
  4113961 ttcagtttat gccataaaaa actgcccccc aatatcaggt tattatccaa tattgggggg
  4114021 caattcaatt aaccggccct gctataacag ctcaaatgat gtatgaaagg cgaaatatca
  4114081 ggtttcttgc aacccgagtt ttttctccag atagtggata ttagtcccac cgtgctggaa
  4114141 gttttcgtca ttcataatgc gttgctgtaa ctcaacgttg gttttgatgc catcgataat
  4114201 gagctctgcc aaggcatttt tcatacgagc aatcgccacg tcacggtttt caccgtaagt
  4114261 gatcagctta ccaatcatgg aatcataata cggaggcaca gtatagcctg cgtaaatatg
  4114321 agattcccaa cgaacaccga aaccgcccgg tgcatggaag cgggtaattt tacccggact
  4114381 tggcaggaag gtatttggat cttcggcgtt aatacggcat tcaacagcgt ggccatgcac
  4114441 tttcacttca tcttgtttga tggagagagg ttggccagcc gcgatacgga gctgctcttt
  4114501 gatcaaatca ataccggtga tcatttcggt aaccgtgtgt tcaacttgaa tacgggtgtt
  4114561 catttcaatg aaatagaact caccgttttc atacaagaac tcaaaggtac ctgcaccgcg
  4114621 ataaccgatt tccatacagg ctttcgcgca gcgctcaccg atataacggc gcatttcgct
  4114681 ggtgatacct ggtgcaggtg cttcttcaac cactttctgg tggcggcgct gcatagagca
  4114741 atcgcgttcg gccagataga tagcattacc ctgaccatca gccaaaatct gaacctcgat
  4114801 atggcgcggg ttctcaaggt atttctccat ataaaccatg tcgttattga aagcagcttt
  4114861 cgcttccgca cgggtcatgt taatggattc ttccagatct ttgtcgtgac gaaccacacg
  4114921 cataccacgg ccaccgccgc cgccagatgc cttgataatg accggataac cgatacgttt
  4114981 ggcaaaggct ttgttcttgg tggtatcgtc gcttaatggg ccatcagaac cgggtacgca
  4115041 tggcacaccg gcttttttca ttgcgctaat agcggaaact ttatcgccca tcaggcgaat
  4115101 ggtttcggct cgtgggccaa tgaaaatgaa accggaacgc tctacctgtt cggcaaaatc
  4115161 agcattttca gacaggaaac catagccggg gtgaacagcc actgcgccgg tgatctcagc
  4115221 agccgaaatg attgccggga tgttcagata gcttttaact gaaggcgcag gaccgataca
  4115281 aacagtctcg tcagccagta atacgtgttt caggtcacga tccgcaacag agtgaacggc
  4115341 gacagtcttg atccccagct ccttacaagc ccgtaggatc cgcagcgcaa tctcaccgcg
  4115401 gttagcgatt acgattttat caagcatgga acgcctcgtt attcgatgac gacaagaggc
  4115461 tcgtcgaatt caaccggttg gccgttttca accagaatgg cttttacagt accggatttg
  4115521 tctgcttcga tttggttcat cattttcatc gcttcaacga tgcaaagagt atcaccaaca
  4115581 gaaactttct gaccgacttc aacgaaggct ttggcatctg ggctaggggt gtggtagaac
  4115641 gtaccgacca ttggggaaca tacgatatgg ccacttatcg ctgccggtgc ggcttcagca
  4115701 acgggtgctg gggcgacggc ggcagccagc gctggctgct gttgtggtgc agcaaaagca
  4115761 taaggctgtt gcatcattgg gtaattcggt gcggcaggag cacgactgat acgtactgac
  4115821 tcttcgcctt ctgagatttc cagctctgaa ataccagact cttcaaccag ttcgatcagt
  4115881 ttcttaatct tacgaatatc cataagtgtg attccgtact ctttgtgtgt tgcaattata
  4115941 cccatcatac ttcgagttgc atgtgcgttg gctgccttcg ttcaccccag tcacttacct
  4116001 atgtaagctc gtggggattc gctcagttgc cgccttcctg taactcgaat tatttcgggt
  4116061 ctagttggat tttgacaagc gatttaccgc tgcctgtaaa gcaaagttgt agccatctgc
  4116121 gccaagtccg cagattacgc caaccgcgat atcggagaga tatgaatgat gacggaaagg
  4116181 ctccctggca tgcacgttag acaagtggat ctcgataaac gggatctgca cgcctagcaa
  4116241 cgcatcacgc agtgccacgc tggtatgcgt aaacgctgct gggttaatca ggataaaatc
  4116301 ggtattaccc cgtgcctggt gaatgctatc gatcagcgca tgttctgcat ttgactgcaa
  4116361 atgggaaagc gcgacatcca ttccctgagc ctgaatttct aactgactga caatttcagc
  4116421 taaggtggtg taaccatact tttctggttc acgcgttcca agcagattca agttagggcc
  4116481 attcagaagc aaaatgtgaa acttatccga cattgtgctg gtatctccgg caattagtcc
  4116541 atcatcgtaa aaaataacct gctgctaccg atttgtcacc tttttacgac gaaactggca
  4116601 cggcgatcag cactaaggtt gggcattata atgatatcgt agcaattcgc agctaaatac
  4116661 tgcttttatc agcgaagata ttcaataaaa aaaatagcga actgtgcgtt cactcatcga
  4116721 tttaccccct gcacacggga tgttacaggg gggaagcgat gagcggttcg gacttttagc
  4116781 ggaaccattg acgaaatttt ttataacgcg gtagcagtaa tttataacgt agtaacagta
  4116841 atagtgctgc catcaccgca tagataatgg gccaaggtga gagtgttttc actgaccaaa
  4116901 gataatgaat aggggctaaa atggcgacca catacaccca attatgtagt ttttgccagc
  4116961 gagcgcccat ttttcgttgc gcccaccggg tggaggtgag cgccagcgcc agtaacacca
  4117021 gccaactgat aatgcccaat gtcagataag ggcggttaat caactcatgc cccaacaggc
  4117081 caatattact cagccccagt tccaatatcg agtagctgag taaatgcagt gttccccagg
  4117141 caaaacacca taggcctaat aagcggcggc agcgcagtaa caacggttgt ttactgtagc
  4117201 gagccaatgg cgagaccaat aaggttgcca aaagtaattt aagggccatc cgcccggtaa
  4117261 aatgttgaat atctttggcg ggatcggcac tgagcccccc cagattgatc gataatacga
  4117321 gccacagaag cggtaatgtt gccgccagcc aaatggcgat ttttagccat gtgatgtgtc
  4117381 gtaaactgag ccgcattaga aattcttccg caaatctaaa ccacgatata gcgatgccac
  4117441 ttgttcagca tagccgttaa ataacagggt gggctggcgt tttacatcca gaataccgcc
  4117501 agaaccgata acgcgctcgg tggcctgtga ccagcggggg tgatcgacgt gcgggttcac
  4117561 attggcataa aagccatatt cgttgggggc gctcaaattc caggtggttg gcggctgatc
  4117621 ccgtgtcagg cgaatatgca cgatggattt aatgctctta aagccatatt tccacggtgt
  4117681 catgagtcgt agtggcgcac cattttgtgg tggcagggtt ttgccataca cgccaacaac
  4117741 cataaaggcc agcgggtgca tggcttcatc caaccgcagc ccttcgacat aggggtagtc
  4117801 cagtcccccg ccaataaagc ggtttttctg cccaggcatt tgatctggag catacaatgt
  4117861 ttggaacgcc acatagcggg cgttactggt tggctctgct aatttcagca gtttccctaa
  4117921 ctcaaaaccg atccatggca cgaccatcga ccacgcttcg acgcagcgta ggcgatagat
  4117981 tcgctcttca aggggaaagc atttcatcag ataatccata tccaacgtca tgggcttaac
  4118041 gacatcgccg tcaatcttaa tctgccagtc ctctgttttc agcgtgccag cattcgcggc
  4118101 gggatcagct ttatccaacc caaactcata gaaattattg tacccggtca ctttgtcttc
  4118161 tggcgttaaa gccaagtctg ggtggtaagc ggctgatggg gtgaacgtca atggtttacc
  4118221 tgagggcgct ttgggcggct cgttaccttt aaaccaggcc agtaaatcgg cttgtgctga
  4118281 tgctggcaaa gccaaggtgg cggcggtgat ccccagagcc tgcaacacct tacgtcgttg
  4118341 ataaaaaata ctctctggcg tgacatctgc ctcagtcagt tttcgtggct tattgagact
  4118401 gaccgcattg cttttcgtct gagaaccgct gtttttagcc tgagtattgt ttttagtatg
  4118461 agtattgttt ttagtatgag taaacgtgtt atgcatagca gactccgtcg gatagttgcc
  4118521 cttgatgtcg ttaatcgcgt tgcccctgat gtggttaatc atggtggcaa atgggaacaa
  4118581 gtgcgaaggt tctaagaaaa atatgaaatt tctaccaccg aggcaagtgt gaaactgacc
  4118641 tcggtggttg ctgtaacgat taattagtgg gggtgagtgt cgccagtaaa ttgagtgccg
  4118701 tcagcgaata agaaaaaatc agcggacttt gactaaggta cgcccggtga cttcatttgc
  4118761 cagtaacctg gccgcaatcg tgggcgtatc agccagcgtg atggcttgtg atgcttgctg
  4118821 atagaaactt tcaggcaaaa ttttctgtaa tcgctgccag gcttgcagac ggcgaggttg
  4118881 tggtgtcatc actgaatcca cgccctgtag gcgaatatta cgcagaataa atggcatgac
  4118941 ggtggttggc agattataac cgcctgccag gccacacgcc gcgacggtac cgttataatt
  4119001 catctgggcc agtattttgg ccaacatgct atcacccaca gtatcaatcg cccctgccca
  4119061 gagctgtttt tccagtggtc gtgaagcatc aagataatca ctgcgcggta atatccgttg
  4119121 tgcgcccaag ttctttagat agtcactgtt gctgtcgcgg ccagaaatag cggcaatctg
  4119181 gtagcctaac gctgaaagca aggcaattgc tgtgctacca acgccaccac tggccccggt
  4119241 tactaccact tcaccgcttt tcggggtcac accaccgtct tccagtgcca tgacgcacag
  4119301 catggcggta aaacctgcgg taccaataat catcgcttta cgtgcatcca gtccgtctgg
  4119361 catggggaca agccagtcgc cattcactcg tgcttgctcg gcgagtcctc cccaatggtt
  4119421 ttcacctact ccccaaccgg ttaataagac cgattggccg atatgaaaac gtggatcttc
  4119481 gctgctgtgt actgtgccgg cgaaatcaat acccggtacc atcggaaact ggcgaataat
  4119541 cttcccttgc cccgtaatcg ccaacgcatc tttataattc aggctggacc aattgacatc
  4119601 tacggtgaca ttacccgcag gcagttgtga ggccgaaatt tgacgtactt ctgcggtggt
  4119661 acgcccttca atttgctcaa gtatcagtgc tcgcatgtcg tgctccctaa tgacccctct
  4119721 tcttacttaa cgttgccgcc gtgtcagccg ctctcgtgac gtggacgatg ggtgattcgc
  4119781 ttacggcaat gtcaataacg ttgggtataa atggtgaaaa gacagaaata aaaaccctgt
  4119841 gttaagggtg agccaatata gcggttacag caaatttcaa ggctgatcgg ggacaaaaat
  4119901 catgctgttg atgattatca ggggctatgc ttgttagagg gataagctga acgtcaggga
  4119961 aaaggactaa attattgtgt atttgccgta ttctgcagta aaaaatcagc gttacgggtt
  4120021 atttttgtca tatagtactt gcccccatgg atttgaggga ctctattcat ttaattgcac
  4120081 taggcaaggc taagtaatgc gatttaccac caaactttct gcgtttatga cgctgctggt
  4120141 cgtattggct atgtgtttag tcttattggg cagcacgatc agcttcttct atttgtgcca
  4120201 gaagaaaatg gaacaacggc tccaaagtat tgtgaccgct tacgatcagt cactgctgct
  4120261 gcaacccatc aataaaaaac gtgaatggct gccactgatg atgcagaccc ttggtgtggt
  4120321 cgatgtcagt gtcaaaaata gcaccagtac cctctatcaa ctccacattc ctgcagttta
  4120381 tacgccttgg aacagccaca gtcgctaccg tcagatggta ttgcctctgt tgcatcagcc
  4120441 agggacggag atgcatttca actatattga cccgttgggt agctatgccc gttctattta
  4120501 tgccgcggcc attttatcac tggtggtggt cattgcgtta acgttgttgt tgagtttccg
  4120561 ctggctacgt gaccagaccg tggggcagga aaaacttgaa cggcgagcaa ggcgcattct
  4120621 caatggtgaa cgtgaacatg cggtgcgcag cgaggattac gaatggccac cttgtgccag
  4120681 cagggctatt gaccatttat tatctgagtt gatggaggtg cgggcagaac gcaatcgggt
  4120741 agatacgtta atccgcacgt ttgcggctca agatgctcag actggcctca gtaaccgtca
  4120801 gttttttgat aaccaactga ccacacaact tgaagagacc ggtgcgcacg gtgtggtcat
  4120861 gatggtgcaa ctgcccgatt ttgaagcctt aaatgaaacg catgatcagc agcaagtaca
  4120921 ggaattgatg agttcactgg ttaacctgct gtcaactttt gtggcacgct acccctcagc
  4120981 actcttggcc cgctacctta atagtgacat cgcgatatta ctgccccaca aaaccctgaa
  4121041 agatgccgat gtgatggccg cacagttggt gaatgcggtg agaaccttac cggagcctca
  4121101 tattattgat cgcgaatcac tgttgcatat tggcatcgtg gcttaccgga gtggtgagtc
  4121161 agtcgaacaa attatggaca atgccgggca ggcgaccaaa agtgcggcgc tgtatggtgg
  4121221 caacggttgg tatgtgttcg acactcaggt accggagcgc ggacgtggca gtgttaaatg
  4121281 gcgtacatta ctggaacaga ctctggcgag cggaggccca aggctttatc aaaaacccgt
  4121341 tattactgtt gatggcaaaa taagccatcg tgaaataatt agccgcatat atgatggtga
  4121401 gcaggagcta ctggcggccg agtttatgcc cttggtacaa ttgctcggat tgggtgaacg
  4121461 ttatgatcgg caaaagattg ataagataat tcctttatta tctttatggc cggatgaaac
  4121521 gctggcattt tctatcagcg ttgattcatt attacatcgt cctttccagc gctggttgcg
  4121581 tgacacgcta ttacagtgca aaaaatctga ccgaatgcga attatctttg aacttgcaga
  4121641 ggcagatgtg tgtcaacata tcgaagaaat ccgccaaatg gtccgtttat tgcgtggcgt
  4121701 aggctgcaaa gtgatggcat cacaggctgg attgacggtt gtcagcacct catatattaa
  4121761 gtctttgcag gttgaaatga taaagcttca tcccggtgtg gtaagaagca ttaattttcg
  4121821 ctatgaaaac cagttatttg tagaaagtct gaccggtgcc tgtgcaggga cgcagacgaa
  4121881 agtttttgcg gcagaagtgc gtacccgtga agaatggcaa acgctgcaag agaaaggcgt
  4121941 ttacggcgga cagggcaatt tctttgctcc accgacccca ttaaactccg gaaagaaaaa
  4122001 atattcgtaa tagggccatg ttagcctgat cgttgagcaa aaattaacgt agaatgtgtc
  4122061 agtcattacc gtgaatcgtt ggtgtgcact tactttcaac gagaatcagg ttaaatgtta
  4122121 gattttatgt gctgtgttac gtctgccgtg cgggcaaatc tgtgttgtac agagggttta
  4122181 cttaaccttt tcaagcaata tagattttga ctggaacgtg atgtgactga cgcagctact
  4122241 ttttcaccga gtcaggacgt ttttgcgcct tgttgctgat tcgtgtggtt ggtaaagtag
  4122301 gcggatttta tttttcgccc ccagcttgca ggattatcct ttcgttatgt ttaagaaatt
  4122361 tcgtggcatg ttttccaacg acttgtccat cgacttgggt accgccaata cccttatata
  4122421 tgttaaagga caaggcattg tactgaatga gccttcagtg gtggctattc gtcaggatcg
  4122481 tgccggttca ccaaagagcg ttgcagcggt tggccatgat gccaaacaga tgctggggcg
  4122541 tactcctggt aatatcgcgg ctattcgtcc aatgaaagac ggcgttatcg ccgatttctt
  4122601 tgtcacggaa aaaatgctgc agcactttat caagcaagtt cacagcaaca gcttcatgcg
  4122661 cccgagtccg cgcgtgttgg tgtgcgtgcc ggtcggggct actcaggttg agcgccgtgc
  4122721 gatccgtgaa tctgcccagg gcgcaggtgc ccgtgaggtg ttcctaattg aagagccgat
  4122781 ggctgcggcc attggcgcgg gcttgcctgt ttctgaagcc accggttcaa tggttgtgga
  4122841 tattggtggc ggtaccacag aagtggccgt catctctctg aacggggtgg tttactcttc
  4122901 ttctgtgcgt atcggtggtg accgctttga tgaagctatc attaattatg tccgtcgtaa
  4122961 ttacggttca ttaattggtg aagcaaccgc cgaacgtatc aaacacagca ttggttctgc
  4123021 ttacccgggc gacgaagtgc tggaaatcga agtgcgtggt cgtaaccttg ctgaaggggt
  4123081 accacgtggc tttacgctga attccaacga gatccttgaa gcgttgcaag aaccgctgac
  4123141 aggtattgtg agcgcagtta tggtggcgct ggaacagtgc ccaccagaat tggcttctga
  4123201 catctctgag cgcggtatgg tattgaccgg tggcggcgca ttgctgcgta acctggaccg
  4123261 cctgctgatg gaagagaccg gtattcccgt cgtggtcgca gaagatccat tgacctgcgt
  4123321 tgcacgtggt ggcggtaaag cgttggaaat gatcgacatg catggcggcg atttgttcag
  4123381 cgaagaatag tcagccaaag aagagggcta ggtcggttaa gtctataccc aaattaattg
  4123441 gggttgcagc aagtcagcga atcccgatgc gctgatccag gtcagtgatt cgggcgaatg
  4123501 aataacgcta acactgctgt aatttcaagt gacaaggtat tttacttacc cgatttagtg
  4123561 tctcctcttg ttgtcgagga atacgcataa tttatgaagc cgatttttag tcggggtcca
  4123621 tccctgcaac tgcgactctt ctttgccatt attgcggcca ttgtactggt tattgctgat
  4123681 agccggttgg gtacgttcgt taaaatacgg acttacatgg acaccgcagt tagccctttc
  4123741 tattttctgg ccaatgggcc acgtaaaatt ctcgacaacg tttctgatac gctagccact
  4123801 cgcgaacaac tggagttgga gaatcgtgcg ttacgccaag agctgttact gaaaaatacc
  4123861 gatcttcaat tactggggca gtttaaacag gaaaacaacc gcttacggga attattgggt
  4123921 tctcctctgc gtcaggatga gcaaaaaatg gtgactcagg tcatgtccag cgggacagac
  4123981 ccttatagtg atcatgttgt gattgataaa ggctcgaaca gcggcgttta tgagggccaa
  4124041 ccggtcatta gtgatcgcgg tgtcgtcggc caggttgttg cagtgagtaa atttaccagc
  4124101 cgcgtattat tgatttgcga tgcttcccat gcactgccta ttcaggtgct gcgtaatgat
  4124161 attcgggtga ttgctgccgg tagcgggtgt agcgatgatt tattattgga gcatttaccc
  4124221 agtaatacag atattcgtgt aggcgatgtg ctggtaacgt cgggcttggg tgggcgcttc
  4124281 cctgaaggct atcccgttgc cgttgtctct tcggtcaaag tcgacaacca gcgcgcttat
  4124341 acggttattc aagctcggcc caccgcagat ttacaacgct tacgttattt actgctattg
  4124401 tggggcgctg atcgtaatgg tgatatgcca atgccaccgg atgaggtacg ccgggtcgcc
  4124461 aatgaacgtc tggcaccaat gatgtctcag gtgttgcctt ctgctgatgc tatggggccg
  4124521 cctgcgcctg ccgcatctac gcccgcgggt gccacaccag gagttgtcac accaggagtt
  4124581 tcgccgtgaa tcgttacagt agtcatggtc gctgggttat ctggctatcc ttcctgattg
  4124641 cgatggtgct gcaaattatg ccgtggcctg aacagatcta tatgtttcgg ccctcatggt
  4124701 tagccttggt actcatttat tgggtgatgg ccttgccaca ccgggtgaat gttggcacgg
  4124761 ggtttattct ggggctgatt atggacctta ttttaggatc gactctggga gtccgggcgt
  4124821 tggcattcag tatcatcgcc tatctggtgg cctttaagtt tcagttattc cgtaatatgg
  4124881 cactgtggca acaggcactt atcgtcatgc tgctttcgct gacgatggat gttgtggtgt
  4124941 tttggtctga gttcttggtg attaatgtcg cattccgccc tgaagttttc tggagtagcg
  4125001 ttgtcaacgg cattctctgg ccatggctat tcctgctaat gcgtaaaatt cgccgccaat
  4125061 tttcggtgca ataaggattt aatgcccatg actgccctgt atctggcttc tgcttcgcca
  4125121 cgtcgccgtg aattactggc cctgttggat ttaccgtttg aggtactgaa aacagaggtt
  4125181 gaagagcagc gtcaccctgg cgagagtgcg caggtgtatg tccagcgttt ggcgcaggat
  4125241 aaagcacggg caggtgtggc tgtcgcacca caggatttac cggtattggg tgccgatacc
  4125301 attgtggtgt taaatgggca ggttttagaa aaaccacggg ataaggaaca tgcacaacaa
  4125361 atactgagtg cattgtctgg ccagaagcat caggtgatga ccgccgtggc gttggccgat
  4125421 cggcaaaaca tgttatcggc catggttgtg acagatgtga catttcgcgt gttatctccg
  4125481 ttagaaatca gtgactatat tgctaccggt gaacccatgg ataaggcggg cgcttatggc
  4125541 attcagggga aaggtggttg cttcgtcagg gccattgcag gcagttatca cgcagtggtg
  4125601 ggcctgccgt tagttgaaac ccatgaatta ctaagtcatt ttattgcgca gcgtaatgtg
  4125661 agaggaatac atgacagctg aattactggt caatattaca ccgtctgaaa cgcgtgttgc
  4125721 ttatattgat ggcggcatcc tgcaagaaat acatatcgag cgtgaagcca aaagagggat
  4125781 cgttggcaat atttataaag ggcgagtcag ccgggtttta ccgggtatgc aagctgcttt
  4125841 tgttgacata ggtctggata aagccgcctt cctccatgct tccgatatca tgccccacac
  4125901 cgaatgcgtg gccggggatg aacagaaaaa cttcaatgtg cgcgatatcg ccgaactggt
  4125961 ccgtcagggg caggatttaa tggtacaagt ggtgaaagat cccttgggta ccaaaggcgc
  4126021 acgtttgaca accgatatta ctcttccttc tcgctatctg gtgttaatgc ccggagctgc
  4126081 ccatgttggg gtttcccagc ggattgaaag tgaagcagag cgcgaacgcc taaaaaagac
  4126141 ggtggcagct tactgtgatg agcagggcgg ttttattatt cgtactgccg ctgaagggat
  4126201 tggcgaagaa gagctatccg ccgatgccgc gttccttaaa cgtttgtgga ccaaagttca
  4126261 ggagcgtaag aagcgtaata tcaccaaata taagctgtat ggtgaaatgg cgctggcgca
  4126321 acgcgtattg cgtgattttg ctggtgcggc gctggataaa atccgcgttg actcaaaatt
  4126381 gacttacgat ttgctggtgg agttcacccg cgaatatatt ccagaaatga cggacaagct
  4126441 ggagctgtat actgggaagc aacctatttt cgatctctat gatgtcgaga atgaaattca
  4126501 gcgctctctg gagcgtaaag ttgaattaaa atcaggtggt tatctgatta tcgatcagac
  4126561 agaagcgatg actaccgtgg atattaacac tggggcattt gtcgggcatc ggaatcttga
  4126621 ggaaaccatt ttcaatacca atattgaggc gacgcaggcc attgcccgcc aattgcggat
  4126681 gcgtaatctg ggcgggatta tcattattga tttcattgat atgagtaatg aagatcatcg
  4126741 ccggcgggta ttgcattcat tggaacaagc actgagtaaa gatcgcgtaa aaaccagtat
  4126801 taatggcttc tcccagctag gcttagtcga aatgacgcgt aagcgtacgc gtgaaagtat
  4126861 tgagcatgtt ttatgccatg aatgcccaac ctgccgtggc cgtggcacgg taaaatccgt
  4126921 agagaccgtg tgctacgaaa tcttgcgtga aattgtccgt gttcatcatg cttatgattc
  4126981 tgaccgtttc ttggtctatg cttctccggc tgtaggtgag gcgctgaaag gcgaagagtc
  4127041 tcatgcactg gccgaggtgg aaatcttcgt cggtaagcag gtaaaagttc agatagagcc
  4127101 actgtataac caagaacagt ttgacgtggt gatgatgtaa gggccttccc gtgttgttgg
  4127161 cgaaggttct aagacggttc cgctgtggcc cttgcagcgt catggtctca ctgcggattg
  4127221 aaaggagaaa ggcgtgaggc gactgcccaa aataatgttt gcgacaggcg ccacaatcat
  4127281 tgttgtggtg gcgctgttgg tcagtgcgct acgcatgatg ctgcctctca ttaatgagta
  4127341 tcggccgcaa attgtggcta agatccagtc ggtcagcggt atcccactgg acgtagggtt
  4127401 tatgcaggga acctgggaaa catttggccc gacgttggaa ttacgcgata ttcgcgccca
  4127461 aatgccgaag gctgacttgc aggttcaacg ggtgacgctg gcactggatg tgtggcagtc
  4127521 actgctgcac tggcgttggc aattccgtga tttgaccttc tatcagttgc agttggatct
  4127581 gcacaccaca ctggatgcga cgcagaataa cggcagtaac cttgaaaccg gtaatgttca
  4127641 taatatcttc ctgcgccagt tagatcgttt tgatctgcgt aatagccgca tctcttttct
  4127701 gacgccatct ggcccccgtg ccgagctgga aattccacaa ctcacctggc tcaattccag
  4127761 cacccgtcat cgtgccgaag ggcaaattag cctatcgacc attaatggtc agcacggtgt
  4127821 ggtgcaggtc cgtatggatt tgcacgataa tcagggcatt ctgaataatg gcacggtata
  4127881 tatgcaggcc gataatatcg accttaaacc gtggattagc cgttggttgc agaataatac
  4127941 cggtctggat aatgccgaat tcagtttggc ggcttggctg agcattaaaa gtggtgaagt
  4128001 ttaccggggc aatgtgctgc tcagtcaggg gcaggccaat tggacggtgg gcagtaattc
  4128061 acatcaatta tctgttgata attttgtgct ggaaggccgc cgtcagggca atggttggca
  4128121 aatcgacgcg ccagtactga acctaaaaac cgatggtcaa gcctggccga aagggcgctt
  4128181 atcggccctt tggctaccgg agaataccca atttattggc cctgagcagc gtcaagaatt
  4128241 acgtattcga gccagcaatc ttcagttgga acggattggg ccgctgttac ccaccctgtc
  4128301 accttttacc ccagaactgc tggcccgctg ggcagattta caaccacaag ggtatgtcga
  4128361 tgcactggcg ttggatatcc ctatcagcca accggagacc acccgttttc aagccaaatg
  4128421 gcacgatgtc agttggcagt actggggcca actacccgga gttaatcatt ttgatggtga
  4128481 gttgagtggc tccgcacgtc ttgggcgtct taacatcaac cttaaaaaca gtctcttgcc
  4128541 gtatggtgac ctgttccgcg ccccgttgga ggttagccag gcgagtggcg cgctaaactg
  4128601 gcgtattgat gataaaggct gggcgctgtg gagtgatcaa ctggatgtcc aggctaaatc
  4128661 gttgtggggc aacggcagtt tttattatat gcagcctaat cagaagccgt cgcagcttaa
  4128721 tcaagcccag ccgtggctga aaatactggc gggcatccgc ctgtatgatg ccaccgatgc
  4128781 ctggcgttac ttcccggtct cgcttatggg cgagaaactg gccgattatc tgacggaggc
  4128841 gctacagggg gggcaggtag ataatgcgac actggtatat aacggtaatc ctcatgattt
  4128901 tccttataaa aataaagagg gtcagttcca ggtctatgtc ccactacgta atgcggtttt
  4128961 ccagtttcaa ccggactggc cagccttaga taatttggcc attgacctta acttcctcaa
  4129021 tgaaggcttg tggatgaatg cgccacacac cctgttgggc aaggttattg gcagcaatat
  4129081 cagcgccatc attcctgatt acttgaaaga aaaactgtat gtcgatgcgg atgtcctggg
  4129141 tgaagggcgc gatgttcatg actactttac cgcgacacca cttaaggatt cggtggccga
  4129201 aacgctggat gaattgcagg tgggtggaaa aattagtggg cgcttacacc tggatatccc
  4129261 gctggaagaa gagagcatca ctcatgccag cggtgaagtg accttgaata acaacagcct
  4129321 gctggttaag cccctgcaaa gccaactgga aaatatcaac ggtaaattcc gcttctatga
  4129381 tggcaatttg gagagcgaga cgttatcggc caactggtat gggcaaccat tgacggttaa
  4129441 tttcaccacg aaggagcagc caaaggactt cttggtgaat gttgggctac agggcgattg
  4129501 gctgcctgct aaattgcccg gtgtaccgga ttctcttgcg aagatgctca gtggcagtgc
  4129561 caattggcaa ggtaaagttg cggtgaaatt gccccaacac ggtaagccag attatcaagt
  4129621 cgatgtcagc gcagacttaa agaaagtgag cagtcactta ccttcgccgc tagataaaaa
  4129681 cagcggtcag gcattgccac tgcatgttca ggtgaacggt gggctggagg catttaccct
  4129741 ctctggtagc gcgggtaaca acaatgcctt caacagccag tggttattgc aaggcgagaa
  4129801 agttgaactg gcccgcgcca tctggcaaac cgacagtaaa aaaattccat cgttgcctga
  4129861 tgataaagcg ctggtattca aattaccggc cattgatggt gagcgttggc tggcattatt
  4129921 ggcccccgag ctggcgacgg ccgcttcgcc gtttgctgca tcattttctt cgccttctgc
  4129981 gacatcatcc actcaaccga agatcaaagg cagtaaaacc aatgtcatct taccgaagcg
  4130041 gctgacatta caaacccccg aactgttggt gggtgggcag gcctggcacc aactgacgtt
  4130101 acaggccgat cccctgccaa gtgggatgaa aatcaccgcg aaggggcaag aggtggacgg
  4130161 tagcctgtta atggcagact atgggccatg gcatgctgat ctcaattatc tttattacaa
  4130221 cccacaatgg ggcagccgtg aggcaaataa cccgctggcg caagcggtat cgcaggagcc
  4130281 tacggtattg cagaagccac aacctcccag cggtatatca ttcagtgatt ggcctgcgct
  4130341 gcaattgcgc tgcaaggcat gttggatact ggggcagaat atcggccggg tgaacgcgga
  4130401 cctaacgccg aaaggctcgg ctctgatact gacgaacggc ttaattgagg ccggaaatgg
  4130461 gcgggccaat attaccggtc agtggcagca agatcgcgct ggcgataaaa ccacactgaa
  4130521 catcggcttg aacgggccaa gaatagatga aaccctctca ttctttggcc tgaccaccct
  4130581 gataaaaaat gcctcttttg cgattaacgc cgatctaaac tggcgcggtg tcccttggga
  4130641 gccacagatt aataccctta gtgggacgtt aaaggggcgg ttaggcaaag ggcagctcac
  4130701 tgatcttggg gggggccgtg cgggccagtt actgcgtctg gtcagctttg acgcactatt
  4130761 acgtaagctt caactcgact ttagtgatac gtttagccgt gacttcgcat ttgactctat
  4130821 tcggagtacg gccaccctta aaaatggggt gatgagtacc aatgacttag tgattgatgg
  4130881 gctggcggca gatatcgcca tgaatggcaa ggttgatctg gttaagcgcc aaatcgccat
  4130941 ggaagcggtc atcacaccgg aactttccgc cactgtaggt gttgccaccg cctttgcgat
  4131001 caacccgata gtgggggcgg cagtgtttgc tgcctcgaag attttagggc cgttatggag
  4131061 caaggtttcg ctgatccgct atcagattac cggtagtctg gatcaaccga ccatccatga
  4131121 agtgttacgt cagctaaagg agaatgaggc accatgaaaa atgccaatgt tgcattattg
  4131181 cagttgtgca gcggtgaaaa tacccgtgac aatctggctc aaattgagca gcagatcaaa
  4131241 cagttaaatg caggtatcaa actggttatg acgcctgaaa atgcgttgtt atttgctaat
  4131301 gctgcctctt atcgtcacca tgcggaacac cataatgacg gtccattaca gcaagaagtg
  4131361 cgtgaaatgg cacggcgcta cggggtttgg atacaggttg gctccatgcc tatggtgagc
  4131421 cgtgagtcac cggacctgat caccagcagt agcttgttat ttgatgatca aggcgaactc
  4131481 aaagcccgtt acgataaaat tcacatgttt gatgtcgata tcaatgacat ccatggccat
  4131541 taccgtgagt ctgatactta tcagccgggg cagcagttga cggtggttga taccccggtt
  4131601 ggccgcttgg gcatgaccat ttgctatgac ttgcgtttcc ctggcttgtt tcaggctttg
  4131661 cgagcgcagg gggctgaaat catttctgtt ccggcagcct ttaccaaaat gacgggtgag
  4131721 gcgcattggg aaacattgct ccgtgcacgg gctatcgaaa accagtgcgt gatattggct
  4131781 gctgcacagg tggggcgtca cggtgctacc cgccggacgt ggggccatac catggcagtc
  4131841 gatgcctggg gtaaaattat tgggcataac ccagatgcgg tggcggccct aaaagtaaga
  4131901 attgaaaccg caggtttgaa gacgattcgc aatcaaatgc cggtcatgca gcacaatcgc
  4131961 tttcaggcga cgctggagcc gacattgaat aaaccattat tgaataaacc accatctaat
  4132021 taagagtaaa aactatgagc ctctcatttg tcagtgagca gttactcact gctaacaagt
  4132081 tgaaccatca ggacttgttc tcagtgttgg ggcagctaac tgaacgccgc ctcgattatg
  4132141 ctgacctgta tttccagtcc agctatcacg aggcctgggt gttggaagac agcatcatca
  4132201 aagacggctc ctacaatatt gatcagggtg tgggcgtacg tgcggtaagt ggtgaaaaaa
  4132261 ccggttttgc ctacgctgat caaatcacgt tgaatgcgtt gcagcaaagt gcccatgcgg
  4132321 cccgcagtat tgttcgtgac actggcaacg gcaaagtcca taccttgggt gagattgcct
  4132381 atcaagcctt gtacccgttg cttgatccac tacaaagcct atcgcgggaa gataaaattg
  4132441 ccttgttaca tcgggtcgat aaagtcgctc gcgccgccga taaacgggtg caggaagtta
  4132501 gcgccagtct gaccggcgtg tatgaacaga ttctggtggc tgcgactgac ggcaccttgg
  4132561 ctgccgatgt gcgtccgttg gtccgtcttt cggtcagtgt actggtggaa gataacggca
  4132621 aacgtgaacg cggtgcttgc ggtggcggtg gccgtttcgg ttatgactat ttccttgaaa
  4132681 ccgttgatgg cgaagtgcgg gcagataatt ttgctaatga agcggtcaga atggcgctgg
  4132741 ttaatctttc ggctattgcc gctccagcgg gtgcgatgcc ggtagtgtta ggcgcaggtt
  4132801 ggccgggcgt gctgttacat gaagcggttg gtcacgggtt ggaaggtgat ttcaaccgtc
  4132861 gaggcagttc ggtattcagt gggcaaatgg gcaaattggt ggcttcagaa ctctgtacgg
  4132921 tggtggacga tggcaccatg caaggccgcc gtggctcact ggctatcgac gatgaagggg
  4132981 tgccgggtca atataacgtg ttgatagaaa atggcattct gaaagggtat atgcaggata
  4133041 aactgaacgc gcgtctgatg ggggtagccc caaccggtaa tggccgtcgt gaatcctatg
  4133101 cgcacctgcc gatgccacgc atgaccaaca cctatatgct ggcaggacaa tcgacaccgg
  4133161 aagatattat cgccagcgtg gagtacggcc tgtatgcgcc aaattttggt ggcggtcagg
  4133221 tggatatcac ctctggcaag tttgtcttct caacgtcgga agcgtactta atcgaaaaag
  4133281 gcaaaatcac tcacgcggtg aaaggggcca ccctgattgg ctctggcatt gaagcgatgc
  4133341 agcagatttc catggtcggc aacgatctgg cgctggataa aggcgttggt gtttgtggca
  4133401 aagagggcca aagcctgccg gtgggtgtcg gccaacccac gttgaagttg gataatttaa
  4133461 ccgtgggcgg cacggcgtag aggcgctcga aaatacaata tgggtattag gctttgttgg
  4133521 cactgcattt gatactaaat ttagtgccaa caaagcatcg gtatattagt taaccctatt
  4133581 tttgccaatg ctgctgtcag tatcagcgat tttaaaaaat cagtattacg ggtatagaca
  4133641 ccttccctat tcaaaatagg gaaggtgttt aaaattaata aattataatg atgtagtgtg
  4133701 ttttcttgta tataaaaaat gagaatatct atatagggaa ataacatcct gattacgttc
  4133761 cactgcttta ggatttattt ctctgataat cccaaccgcc ttggcggtta ccgtatccac
  4133821 ttggtatgtt tgtgtgtctt taagtattga ccctcttaat gaatgagtta cgtcaaaact
  4133881 atttatttta tctgttgtat actgtttatt aatggataat gctgatgcaa taactccact
  4133941 tcttccatta cctgccccac aatgaattcc tacaagatcc tttttttgta attttaatat
  4134001 tttatttact gttaaatcta tttgttcagt cgataatcct ccttcttcaa aaaagtctgt
  4134061 tatttcatat ttttctttag tgatatactt aattcctttt tcggcaagcg ctgacttata
  4134121 tggttgggtg tttttactgg tcaaatccaa accaatgaga atttttatag ggctagcttc
  4134181 tgttaaatct tctgctgaat atgttattgt gtcactagag gcttgttttt ttggataggg
  4134241 acggtgcatt gttgctaact taatatcttc aaaaaaatga tagtttctta ctggactgag
  4134301 ataacctgaa tcaacacttt gcgtactccc agaacttgaa ctactttcag aagggaagga
  4134361 gaataatgag cttgatgatc cagactgcat aggtcttaac atattaaggt atatctggtt
  4134421 ttgctcttct tcacttaaac catattttaa taattcactc tttaattcat catcattttt
  4134481 taatccaata ttactaaaca aattaacgta catattaatt tgctcttcgg ttaatagccc
  4134541 attgttatca cgccatctga ttgggttatt cctcaccatc cgatataaat tcagtccgtc
  4134601 tatagtgcct gcggggtcgg cgcttaacca tcggcccagc cacggttggt aataacggta
  4134661 accataataa tacagcccgg tggcatcgcg ctctttaccg gaataacgaa cggttttata
  4134721 tttggcttcc acggtattac gggaggctaa caccgcggta ccgccaaatg ggtaatattc
  4134781 ttcctggctg ataatatcgc catcgctgtc taattcgatt aacgccgagc caaggtgatt
  4134841 atcgaaactg taacgcagtt ggtcattgac gatatcaacg ggttggccgc tctcccagtg
  4134901 taatacccgt acctgagcac ggcccgcagc acccacggtt atcacctgaa aactttctgt
  4134961 cagattattg tcattatgtt ggccacgcag ttccagtccc gctaaataaa tgaccgaacg
  4135021 ggtttggatg gcgttatggg ttttatggag actgattttg gccacccgcc taccgctgcc
  4135081 atcatagaga taactttcgc tgtcactgat gccatcgttg cggggcacag gttccacctg
  4135141 ctgtaactga ttgcggctgt tccagcgcag gggctgaccg ggttgcagtt gttgctgatt
  4135201 acccgccgca tcaaactggg agcgaatatc acgggcgatg atgccatctt gttgctgaat
  4135261 gccgtgattg gacgaatcgg acaccgtgat atgggtactg tattggctgg caccggtatg
  4135321 ctgaattttt agcaggttac cggcgcggtc atagtggtag ctgcgggtgt agttgacgaa
  4135381 ctggttgctg tcgttcagtg acgccaacgc gggtaactgg ctgttttgta tgccgttggt
  4135441 atccgcttca cggccagtgg cctcgataag ctgatacagt gcatcgtagc ggtaagtggt
  4135501 ttccggcacg attttctgat tacggtagaa gcgggtggct tcggcgtcat tatggatggc
  4135561 gagaatattc ccgaccgggt cataatcgta acgcaggtct tgtaaccggg tcgggcggtc
  4135621 tttcttcgcc ggacgggtgg ttttaatgcc gattaagcgc tgagtctggg gttcataacg
  4135681 gtattcggta atcaccccgt tgccgctctc ttcgcgcagt ttttgcccag cagccgaata
  4135741 ggtgagtgaa cggaggatca cctgttcagc gctatttttt attgttagcc acgaaccgat
  4135801 aagttgtccg gcgcggttat aggccatgcg ctggatatgg cctttggcat cggtttgcgt
  4135861 gagtaactgg ccgagagcat cggtggtgct atggctaaca aacggctgtt cgctcaggcg
  4135921 agcgccccag ttttcctttt cgccaaacca gtcaactggg cctttgggat tcgtcagtag
  4135981 acggcgctgt tgttgcagtg gtacgccaat aatcgactgg ctaatcagtg cctgcaaacc
  4136041 agcgctgtcg taatggcgta cacactggcc gttcaggttg cagtttttat cctgctcgct
  4136101 gtttgtggca tagaaaaagc ggtcggtaac cgttttcagg ccgcctttgg cttgctcgtg
  4136161 gtaacttagc gggcggccta aactgtgttc accggtctca tactccaccc agcggcgggt
  4136221 gtggtgtgca tcgagcgtga gcaccgtgcg gccagcacta tctgccagtt gcagtgtact
  4136281 gccgctatcg acgctgtcgg tgcgcagtgg aacaccgctg aggctgtatt gatagcggaa
  4136341 attatccacc tcaaggcgcg gatcacggct ggcgattagc tgaccggagg cgttatagcg
  4136401 gttgcggctg atcagttcgt caacggtttc attatgatcg cggcggttat aagccagtgt
  4136461 acgaatagct aacccccggt tatcgtggat ggtgagggcg ggggtgttgg cgcaaagctg
  4136521 ggttggtaaa cttgtggaca taaaatggct ccttaatatt cttaattatc gattctgttt
  4136581 gctatataaa taacgtgagt attcacgtgc tgcttttatg tcagttgttc gctctccggc
  4136641 aaagggattt gttttcctta ctaatttcat tgcatcataa gtaatagcat caacatttat
  4136701 ttcattttta ttcttatcaa ttatttcctt taatttgttt ttttcttcaa agctatttat
  4136761 acgactttgt gtgtattttt tgtttattat catggcggtg gcaataagtc cactgcggcc
  4136821 atttcctgct gcgcaatgta tacctacttt gtggttgtta ttttgaattg tttttatcat
  4136881 gttgacgata cggtctatat tttctgagga taattcatct tcgctaaagt aatcaattat
  4136941 ttcatattgt ttttctgcta tataatttat tcctttatcg gctaatattg acgtaaattc
  4137001 aggaatatct tcactggtta aatctagtgt caacagcgta tctattgaac catatgcttt
  4137061 aagtctctct gcagactcca acatatcctc tgtgctggaa aagtctttat aataaggtct
  4137121 gggcatggtg gctagattta tttcgctaat gaaatggaag ttttttattt tgtggggtga
  4137181 agtattctct aatatttcag aagaaccgga agaaccggaa gaaccagagg gttcatcgtc
  4137241 agattcacca ccatttaaat gcaagaataa ttgcttacta tcagcaggga gcagaccgag
  4137301 tttttctatt tctgatttta attcagccat agatgatatg tttttttttg caaaatttgc
  4137361 ttcatgttta gcaagaagct tatcggtcat taacccatcc ccatccatca accccaccgg
  4137421 attattcctc accatccgat ataaattcag tccgtctata gtgcctgcgg ggtcagcgct
  4137481 taaccagcgg cccagccacg gctggtaata acggtaacca taataataca gcccggtggc
  4137541 gtcacgctct ttaccggagt aacgaacggt tttatatttg gcttccacgg tattgcggga
  4137601 ggctaacacc gcggtaccgc caaatgggta atattcttcc tggctgataa tatcgccatc
  4137661 gctgtctaat tcgattaacg ccgagccaag gtgattatcg aaactgtaac gcagttggtc
  4137721 attgacgata tcaacgggtt ggccgcgctc ccagtgtaat acccgtacct gagcacggcc
  4137781 cgcggcaccc acggttatca cctgaaaatc ttctgtcaga ttattgccat tatattggct
  4137841 acgcagttcc agtcccgcta aataaatgac tgaacgggtt tggatggcgt tatgggtttt
  4137901 atggagactg gttttgacca cccggctacc gccaccatca tagagataac tttcgctgtc
  4137961 actgatgcca tcgttgcggg gcacgggttc cacctgctgt aactgattgc ggctgttcca
  4138021 gcgcaggggc tgaccgggtt gcagttgttg ctgattaccc gccgcatcaa actgggagcg
  4138081 aatatcacgg gcggtgatac cctcttgttg ctgaatgccg tgattggacg aatcggacac
  4138141 cgtgatatgg gtactgtatt ggctggcacc ggtatgctgt attttcagca gattaccggc
  4138201 gcggtcatag tggtagctgc gggtgtagtt gacgaactgg ttgctgtcgt tcagtgacgc
  4138261 cagtgcgggt aactggctgt tttgtatgcc gttggtatcc gcttcacggc cggtggcctc
  4138321 gataagctga tacagtgcat cgtagcggta agtggtttcc ggcacgattt tctgattacg
  4138381 gtagaagcgg gtggcttcgg cgtcattatg gatggcgaga atattcccga ccgggtcata
  4138441 atcgtaacgc aggtcttgta accgggtcgg gcggtctttc ttcgccgggc gggtggtttt
  4138501 aatgccgatt aagcgctgag tctggggttc ataacggtat tcggtaatca ccccgttgcc
  4138561 gctctcttcg cgcagttttt gcccagcagc cgaataggtg agtgaacgga ggatcacctg
  4138621 ttcagcgcta ttttttattg ttagccacga accgataagt tgtccggcgc ggttataggc
  4138681 catgcgctgg atatggcctt tggcatcggt ttgcgtgagt aactggccga gagcatcggt
  4138741 ggtgctatgg ctaacaaacg gctgttcgct caggcgagcg ccccagtttt ccttttcgcc
  4138801 aaaccagtca actgggcctt tgggattcgt cagtagacgg cgctgttgtt gcagtggtac
  4138861 gccaataatc gactggttaa tcagtgcctg caaaccggcg ctgtcgtaat ggcgtacaca
  4138921 ctggccgttc agattgccgc ttttatcctg ctcgctgttt gtggcataga aaaagcggtc
  4138981 ggtaactgtt ttcaggccgc ctttggcttg ctcgtggtaa cttagcgggc ggcctaaact
  4139041 gtgttcaccg gtctcatact ccacccagcg gcgggtgtgg tgtgcatcga gcgtgagcac
  4139101 cgtgcggcca gcactatctg ccagttgcag tgtactgccg ctatcgacgc tgtcggtgcg
  4139161 cagtggaaca ccgctgaggc tgtattgata gcggaaatta tccacctcaa ggcgcgggtc
  4139221 gcggctggcg attagctgac cggaggcgtt atagcggttg cggctgatca gttcgccaat
  4139281 ggtttcatta tgatcgcggc ggttataagc cagtgtgcga atagcgaacc cccggttatc
  4139341 gtggatggcg agggtggggg tgttggcgca cagatcagtg ggtaatatat tgggcataaa
  4139401 attattcctt aaacgagtta ttttacggtt gtgaaatcta tcgttgcaaa aagcgtaacg
  4139461 ctgactcccg gttagcatta cagcgcacca tcgccaggcg agtgcgctcc acataatgtg
  4139521 gataatctcc ccaggtctgc acatcaaacg tcggcatctg acacggaggg agcaaaacct
  4139581 caggaaaagg caaacactca tttaccgtca ctgaaggact gctgctgcat gcggataaca
  4139641 gcagcaggca caggctcctc agcacagcgg ttaccttttt gcgccagtcg caagcgtttt
  4139701 tgtaattcac tgcttttttc tccttccaga cgctcttgtt cctgagcttg cttgagctga
  4139761 accgtggtgg cctgaatatg ctgtgtgagt tgctgattga tttgcccaat gcgcgccaat
  4139821 tgcgtggtta attgcacatt ctcctgattg agcctatcca gcgttcggct ggcttgcaca
  4139881 ccccaaacaa tggcgacaac accggccagc agcatcatgg atttgcccag accgaataag
  4139941 gtgctcaagc tgatcatggg tagcattctc tgggcagctc aaaatgcgga ccatcgcgaa
  4140001 agtttttcca atcgcccccc cattgcaatg gcagctccat cgccttggcg gcttgcttca
  4140061 tcgccttggc gacatgtaca aaagcatgcc agtcatccca agggattctg ttattcacca
  4140121 ttggtgccag atcaaccgca tggccagtga gatggcggct gttcatggtt ttactgtggc
  4140181 cattgagcac catttgccgt tggcgttcag gggtgcgtat cccttcgatt accctaaaat
  4140241 caatatggga taaggtgagt gcgcggcgta ctatcaggac taagtcggga tgaacatggt
  4140301 gtaagttatg ttcacttatt tggcttaggc gaaacgtggg tttgtcattc atcatagggt
  4140361 ccacctgtta tttactgtgg ctgaaaaagc gctgccagag atgtttcagt gcggtgttac
  4140421 ccatcgcgcc gaataagcct gcgattgcaa acgtgatata gcggctactc cctgtttcca
  4140481 gggtgaacag gctgcctatc aaacccgtaa aagcagaaac aatgacttgg cagagaacac
  4140541 ctacccagct ccactcttca tattcgttgt tttgatcgac gatatagcgc actaatcctc
  4140601 cccaggccga aaatgtgcca atgatcaccc aggttataaa aaaatcatcg atgggtacct
  4140661 ggacgtgcat tttgtcaata tcctctgtgc atacccgtca tctttcatgt tgcaagcgca
  4140721 gaggcagatc atcgtcctgc gccttgaaat gacagggtat agagcctgac cgggaagggg
  4140781 ccggttaggc tctgcggcta atattaggga ttcggcgtga tttctgacgc cgtgtcattt
  4140841 tcatcctcac tgataacaaa ccacgggaaa tagtgagttc gtcgcagata acctttcgcg
  4140901 gtgatcactt ttatttctcg cccgagtggg tcgtaaatat gggtatcggc gtaagcctct
  4140961 ttgagggttc tgttattggc gatataaagc cagatccagt tgtcgaaaaa ataaggttga
  4141021 taacggcggc gtggcagacc tttattgtcg tactcggtac ggccagagac cgcccagcgt
  4141081 tgatcgactt cgagttgcac cagattgcct ttgtcatcaa ctaagaggcc gttttccgga
  4141141 tcgaatgagt aagagggtcc tgtctccacc cgtcgtgcgc tgagtaatac gcggccaaag
  4141201 ccgtcactga aagcgagagt ttgttgatgc tgttgtggtt cagaagcaga aaagtagtta
  4141261 tccacgacga cggttaatat atgaggcggt tggcgcatgg gatttttcaa tgtcaggcca
  4141321 acaccttcag tgatgagaag gttgttttgt cttccccagc ggcgtagcgc aagggggcaa
  4141381 agataatagt tatcgatcag aatatgattt tggaatagat attctggagt aatgttattg
  4141441 gctctaatcc atatttcaat gtcatcaagc tgtaatgaaa tcatccaact ctgaggttga
  4141501 tagacagaga actgcgcgac gggaatgcgg gtattctcca ggctgagagc tttatcaact
  4141561 gaattggggg cgctaaaggg ctgttccgcg atggaaggaa aaccggtttc aatgacttta
  4141621 ttggtttgtg gatcaatctc ggtgcccgca aaacggctgg aggtaacccg ccccagcgca
  4141681 tctagctcga tataatgttg attatcattg atatctatca gcagataagg ggtgataaag
  4141741 cgataatcgt attcagcatg ggtgatgctg taatcggcca atataatgtc actgacagca
  4141801 cagcaggtgg catcccattc caaaatggtt ttcccgacta attgcgtact acgttgactg
  4141861 atggggcgat agaagcggga ggcatcacca tagtcagtaa acccactttg ggcgacccaa
  4141921 atatccgttt ctccggtgcg agcaaataga cggggtgcta tttgataacc ggccttgata
  4141981 agctgctgtt tacgctcatt cgctggtaat aattcatcca atgcgaccaa ggtttgatcg
  4142041 tcaaattctg cctgttgact gtaggcaacc aggcccggaa tggtgtccga ggtgtagaaa
  4142101 acctgctgct gcgcggtaaa ggttcgctct gctttagtac caagcaggcc ctctggctgc
  4142161 tgtaattctt cccaatgaat ccccgcggta ggcacgaaat tgtcgggata ggtcagtaca
  4142221 tcactgcgct gcccggcagg caggcccagc acatagaatt tatcactgat ctcatggtga
  4142281 taagattgct ggctttcagt gatgcgcaac tgttgctgtt gctcgtcaaa atggctatcc
  4142341 caatgttcct ttgccagcca ggagtacggg gaaatacggg ctttatcgcg gcgtggataa
  4142401 ttgattgtca cactgtgtag tgggtgacca tattcattgc aacgcagcac aatctgctgg
  4142461 ctgcattgcg ggtcttgcgc gatacgttcg tagtgataac tgagttgttc cagcaccatc
  4142521 ggtaaggcta ccggggatga gattccatca gcagaggatt gaatttgccg cacctgatag
  4142581 cgagagctgt taacgctata cggttgtgtc gccagttcgc tgtcgtccag accatagagt
  4142641 tcgctgcgta gcaatgaacc tttcagcgcc cggtgcaacc aaaacgtttg attatcatcg
  4142701 agttcactga gtaattcgtc accttgggta ttgttaataa attttgtcag gcgggtaggc
  4142761 agcaatgagt aggcttggtc atcgccctgc caatactcac tttgccatag tgtttcattg
  4142821 cctgcccggc cagtgtggaa ccagcgactg cttttggtcg gcgcagtgcg ttcagcggca
  4142881 ctgccttgtg ccgaggtatc ggtatccagc gtatcgacac ggccaaaacc actgaattca
  4142941 cgttgcacac catcataaaa accatggaag tagcgggcgg tttggctcag gctgttaccg
  4143001 gttatctcat caaattgcgt ggtttgcgct aatagatgga tcgggaaggg caattggcag
  4143061 gccagtgatc ggccctgttt ggccgcctgt gctttttcat ccaaccagaa ttggacagaa
  4143121 ctgcggtaaa gcaactgact ctctgcgccc atattattgt tggtggtgca cagtaaatag
  4143181 ggtttactgg cgacaaaatc atagcgccaa tgttgtgtgg tggggtgcgg cacactcaac
  4143241 ataatgctgg ccacgcccag cccctgaata tctgccagtg acagttggca gctattatca
  4143301 aagcgaatgc ctgttggcaa cgcgatagcc agtggttcgg caaagcggtt accactctgg
  4143361 ttgcggtaaa tgagcagttg gctggtggtg gcataaataa ggtcaatggt accggagcca
  4143421 tcaatatctg ccagatagat cgctagtgga ttaaattgct caactggctg attaaatccc
  4143481 ggtaaagaga gggggtgacc aaagcggcca tggccgagat tgggccagca ggtgacgcta
  4143541 ttgtggcgta ttcgcaccag atgttgttgg cccgaaccca tcacatcgct gaacgccacc
  4143601 agttcagtga agtgaactcc gggtagtggt agcgtgatgt catcatcttg tgctacttgg
  4143661 gttgcggcag caaaactgtc acacagattg gtatacacgc ggacactttt tggcccgact
  4143721 aacgccagat cagataaccc gctgccggct aaatcgacca gttgcgcttg tggatggaaa
  4143781 tactccgctg gcaaggtaga taacgggatg aattgggtcc agctaagatc aggatcacgg
  4143841 ctaaggtcag gatcacggct aaagtagccc gctaagcccg gttgactgat cacccaatcc
  4143901 agcttgccgt caccattgat atccatcaac atggcatttt cgcgcatcgc gggtaggctc
  4143961 ggtaaccgtt gggccgcgcc aaaagtgatg ccgtcggcgg tgcctggttg gcgaaccggt
  4144021 gggcgataaa tccagtgacc gctgtcctga tacaacatcc ccggcatccc ttcgccgttc
  4144081 agatccacca tttggtactg atagttaaat tcagcccaat cagtaagtgg ttgccaacca
  4144141 agggcgtcgc gagtggaaaa atcctgataa tcaaattcta gcggtggcag gctacgtttg
  4144201 gtgccatcgg gttcatgggc taactgttgg caaccgacca gttgggtggc ataagcatcg
  4144261 tgctgatagt gtaaacgcag acggctaacc agcgtggctt gagcatcggg ttcatcacct
  4144321 ttaagtgctg acaaattatg gtacatcaac acttgctgac acaagcggcg ggtacgcact
  4144381 tcaaagccat agttaaagtg tgagaaggcg tcctgacgga aattccagga ttttcctttt
  4144441 atgattaccg gcacttgctc cgcgatatta ctgtattcgc cgtgatcaaa aatcaggcta
  4144501 aataaccagc ttgtcggcgc aggttgctga gtcagacaat agagttcata cgccgcttgg
  4144561 cgattaccat aaaccacgcg tttcagatag cgttgcgcac tggctgctgg atgattttgt
  4144621 ttttcagcct tataaatact aggctcatca atgccttgtt catcttctgc ctgatactgg
  4144681 tagccgatat gctcaccgct cagagacacc gactcttcca gtagccattc agcaatatgc
  4144741 tcagggtgca gtggatcggc aattcgcgcg gcagcggaat accccaaaca gtgtttttgg
  4144801 ccatctgaac tgtggactaa ccaaaacggt gcctggctgt tatttgtccg gggtcgccaa
  4144861 tactcaatgc gatgaaaatt gccttcaata cgtggtaagt aacgaattac gctgaattgt
  4144921 tccccattta gtgactgttc agtgcgttcg atactgccct gcggatccgc ggcaaccacc
  4144981 atgacttccc cattgggagc cagaaattca tcatactcat cgtaacgtgg cacttgggcg
  4145041 ttggttcggc ggcgaatcgc catggtgccg agttgccagc caaggccaaa cgggccgtta
  4145101 ccactgccgc tactgtaact tagcgtgagc gagggggcgt aaccgcggcc tgcggagatc
  4145161 ggcagaggca gcgtcagtgt tgccatgcca ctggggccga taggacctaa actatcgccc
  4145221 ataccggtaa tcgcaccgcc ccctttaggg agcgacaagg gagcaacggc cacttgctgt
  4145281 ttactgtttt ccataaaggg ctctcctatc aggccctctg tggggcctgt tgactgaggt
  4145341 aacggcgtta tcaagaacgg atggtgtagc gaatatgcaa aatgatgtcg ctcaggcttt
  4145401 gcagcagcag tttttgtttg ctagttgcat tagggaagcg cagcaccaat gtgcccttgt
  4145461 cgctgatatc aattccttca aacggcagat atttaccgtc gttaaagtcc agtaggaact
  4145521 ggccgctatc gttcattccg cgggagatcg ccagcgcggt acaccctttt gccagatggg
  4145581 tattttcacc cgcataatcg agagtggctt gaacatcctg atacggccct aacagcgcag
  4145641 gtaaactcac gcttatctgc ttgatgcggc ggatatcacc caaatgcatg gtttccggat
  4145701 agtcctcaac caggttcagg cccttgatgc tgagggaggt aattaaggtg ccatttttta
  4145761 attcaacaaa gtcttgttca ttaccggttt tttggtcttt atcttgcgcc atatagcccg
  4145821 taacgatttc tgccagattg aacttatggt cgcttaactg ttgataatgt tgtgccaatg
  4145881 aaacggtacg ctctacttcc agcgcccgct gttcttccat cagccacaca ttttccaatt
  4145941 tttgcagatt gagttgcagg tcttcacccg ccagtagtcc ttgatagaga tcgttccaac
  4146001 cggagcggat aaataagcca tcggtcttcg ctttatcgac ctctttttcc agtgccgcct
  4146061 ttgccattaa acacaggggt tgagtggcat caaacagttg gaaatagagg cccgaaaggc
  4146121 gacctgccat ccagttgtat aactctttgc cggtaaaacg ggtgctttgc atctgataca
  4146181 gtgcgtcggc atggccttgc tctaactcag ctaaattcag ctgtttttgc gccatattga
  4146241 gctgttcctg cacactggta tattggtgcg ctaactgttc aatgtcttta tccgcctgat
  4146301 ctttttgtaa ggtccactct tgtgcgcgac ggctataatt ggcttttgca tcacggacac
  4146361 ccgcggtggt ttctagggcc atagccatac tctgcattcc ccagccaacc gcttgtgata
  4146421 tcgcccccca gcgagaaccc ccgtcagcca agccaaaaac attgggcgca gtatccaaaa
  4146481 cagcactaag ccccaagggg acgagagact caccattgag ggccgcagag gcaatacgaa
  4146541 tattaatcgc taattgctca tcgctggaaa taccgttatc cagcagctcc ttataatgct
  4146601 tacgccgttg ttctgcagca ctttttagtg aatctgtcgc ttctaggctg gcttgcaaga
  4146661 cttggatatt gttgttttga atatctttag tgtgctgcaa aactttctgt tgctgttgtt
  4146721 ggaacaacaa cgtcatggct tcgttatcct gcctctccag cacgctttgc aggctgttgc
  4146781 cgaactgaat caccgcactg acggcacttt ttgcccgttc aattaacagt ggaaagcgat
  4146841 acagcgaggt ttgcgctgtt gctatttgct cactactatt gatgccatta ccggccccgt
  4146901 gttgacgctg caatgcttta ggatcaaccg gtgtagcaaa gaggggtaaa tgtaatggtt
  4146961 ggccatccaa atttagatta tggcgcaggt tatataagcg aatttccagt ttatcccaat
  4147021 aggataataa cagttcatta tagggtggca ggaaatgact attctccaat tggcgacttt
  4147081 cttctgctaa tttgatgttt tcccactgat gactactatt aaggtttgga cgtggcccca
  4147141 ataattgact ggcctgaata tagtgtattt tagcttcggc cagcgtatcc cgttctaatt
  4147201 gacgataagc ttgatcgcct tggctaataa tcaagtctaa ggtacgcata aagatcgcca
  4147261 gcttatattg catcggatct tgcatggcaa taacatccgg atcatcggtt gcctgtatta
  4147321 gcgtgttttt atcccaagcg gtatcttgtt gcagtggtag gatattccaa taaaggatat
  4147381 tatcgccttc ctttagcaag ttgccattcc catcacgata accggcacta ttaaacagat
  4147441 attttaacca gtgctgtgcc agatcaaaac gttgttcatt taggaaccgc atagacgcca
  4147501 gtaacggaat gtgaaagaat aactcccata aataaatacc gtaagaccca ttgaatgcat
  4147561 ttaatttaac gttatttttt tgggtgttat aactgagtaa ctcatcaact gatgtttgaa
  4147621 atttttcttt taatggcagg ctattcggtg atagtaaaga gattttatcg tctaattcat
  4147681 cgattatttt ttcttcaggc tttattctat tgaatacaat agtgctggct accaattcat
  4147741 tatatggaaa tattctaatt tcaaatttat ctatgagatt tattttttta ttttctccct
  4147801 tttcattgtt tatagttgat attatctttt cattctcaat tattttaact tcaccgatgg
  4147861 tgccattatc tccattgata agtttttccg ctatttcaaa cgatatacca tcgtcattgc
  4147921 acaatatttt aatatgacca ttaatatagc catgaagacg tgactctatt ctttttatac
  4147981 tggttccatt agttaagaat aaattttcaa cttcttcttt agcgtttggg tcaccttgat
  4148041 ttacaaagaa aggaggcaat gttataacct cggttgaggt gctcaattta aatcctatat
  4148101 ccatattaat aatgagttct gaccaagtgt tatcatcgtt tttgtataca cgattgtaat
  4148161 gatatttctc tgtggtttca tctttatcgg tcctaatgga gaatttatta atccaatcaa
  4148221 tataaagact acttcgatgc caactaagat tgataaagaa tttttcttct gtgccattga
  4148281 tattgcaatt gacttttttc cattcagacc agcgtagatg atggctatca ttagacaatt
  4148341 gttcaccact acgccaataa tattggcagg gtgattcacg ggttttaccg aggaaaaaat
  4148401 gagtcttaat attttctaca tacaactctt tgatagtatc tatttgagcc agtttttcat
  4148461 agctgattaa atagctttgc aatgctgatt tgactgattt ttccgtcagt ctgctgttgt
  4148521 tgatgctttg ttcaaaagta ttaaatagct cagttttatt atagcgcaat gtagggtcaa
  4148581 tatagtctgc cgcataatac attaacttct ctttacccgc ccagcgcgca tagcgtttat
  4148641 tataactgtt ccagccatgc agaaagttat cgctactgaa atgtgtactg atgttttttt
  4148701 catggagatc attttcttct ccatcaacac agcgattaat ataaatttgt aggctactga
  4148761 tcgcttcggc aataggtgag gtttttactt catggccaat tttagtgtct aacaataaat
  4148821 attgatacag ttgttctgca gttttaattt tctcgtcacc gctgacattt ttagcaagat
  4148881 agtagttaac caatgcgtcg cggcgcgatt cgttaatttt atttaataca gtgctagtag
  4148941 gcataattat tattcctatt aaatttggat gtaataacgt ttttttaaag attaactctt
  4149001 agcttgttgg cgatattctc taactcgtta ctcttatcat caaaaatata gttttttatt
  4149061 ttaattatgg ttccaggatg gatttttaat ttttcagcga tataaatgtg atttttcaat
  4149121 aataagattg atccaaaccc attagtcaat tttttatcaa aactatacat tggtttttgt
  4149181 tcaaaacgat aaccatagtg ttcttcataa tgataatcat ttctattctc ataatggaaa
  4149241 gtgaagttta tcttttcgcc aaaaataagt ataaatatac tattagcaat gtttatatcc
  4149301 caatggtatg cgtctgccaa acgtatgatt atttcactgt cccaattatt aattagtgac
  4149361 tgtatattgt ctttggcctg ttctagtttt atctcctctt ctttcttttt accttctaac
  4149421 tgaatttttg atttttcaag gtttgatact tcaagtttaa gtgctttata catggggtgt
  4149481 tctgggggga acagtgttgc gctaccattt ctaatcgata tggttgaatc aatatcatcc
  4149541 atgctgttat ttatagaacc aatgcttttt gctattgacc ttattacttt atctgctgaa
  4149601 tttcttaatt tttcttgttt ttcatttgta tcagtaatca gctgttgcat aatgtcaaat
  4149661 aattcgcttt gtgacacctt agcctcttgt tggcataact taaattcaga taataacttt
  4149721 aacagcgtga tacttggaga aggggcactg cctctattat caatgccatt gggtaataag
  4149781 attaatgcta tctcttgttc agacaactct gcccattgcg caattaatac gtattggctc
  4149841 agtttttggc attgaataag caagggttga tggatttcca gttggtgcaa tgaaggctct
  4149901 tcagcaaagg tcatggaaat attttgccaa aatctttcta aggtaaattc agagtcattt
  4149961 tttgctaacc aattgaccag ccctgcgact acattagctt ttaggtggaa gccgtttgcc
  4150021 aagctgcgat acagattagg tttgagcgat tcggaataaa cttgcttacc taaggtttga
  4150081 taaatattgg ataagaaatt aaataattca ggggtcgctg tggtgctgta ttgcttggtg
  4150141 agcatggctt gtagggtggt gatatccagt ttttgctcac tcatccattg aaggcacaat
  4150201 aatggcatca ataatggtca gagcattacc ctgggctatt ttttccataa tattttcatc
  4150261 tggatggcta tataactgcc atagatattc agcttgcgag aaactcacac caagtgtgcg
  4150321 ggggatcatt gccatacggt ataattggct gaatttttta ctattcatct ttacgttgct
  4150381 aattgaactc ttaccaaagc aatatttcgc aatacgtaac agttcttcgg cagtaatgcc
  4150441 caatgccttg cggataatca cttcccacga accctgatca aggaagttaa atcctgcatc
  4150501 tacatcaagg gtagagaaaa tctgctggaa gaaactggtt ttattttcgt tggtatgggt
  4150561 ggtgttaacg gcattaataa tggcgataaa cggatcgaca gacaggccgt aacgctgatg
  4150621 taaacggcga tactcggaga tgatcgtgag tatttcgggt ctgagggggc tatctttatc
  4150681 actgctactt tcaatggcat ttttattaag ccattgcagt tgttcaacgc tgagttgcgt
  4150741 ggcatgtgcc agacgtttgg cgctgttatc atccaatggg gattttatgt caattaatgc
  4150801 atagctggcc gggttcagcc cgagttgttc ttgtactaac gcgggggtaa tgggattagc
  4150861 ccatggatca ttattctccg ctaacagggc tgcaatttct cgcagactga tagctttatc
  4150921 ttccagtatt gcattaataa ctgtcaggtt atcgtcataa ggtagggtaa aagaaacgtc
  4150981 atttgcgtgt gcttcggtat ctttagccag cttagccaga ggtgcattcg tttgcagtac
  4151041 attgagtaag atctccagcg aagagacttc ttgattcata ttactgttac taagcaccag
  4151101 ctcttgtaaa tcagggcggc gtttatcgat atgcagtttg tttccatctt catgtaactc
  4151161 ttttgctaca tgatacaatt cgcataaata gcggcccgga gagaacaagg attggataga
  4151221 tgccggatcg gcatactcat ttgctcgttc tggtattcct tcggccagtg aaagatctgt
  4151281 tctggcttca ggctgcaata tttttggtgc aacagaaaag gccagtttat tgatgccact
  4151341 gagtaccgga tcgttgcgta gctgtgttgc ccgcctgacg gcctggcggt ggcgctcttc
  4151401 tgctttggct tgctgatgaa tcgtattatc agtatccgct ataacggatg cagtatggtc
  4151461 gatattatct tgcataattt acctctatac ttagggacat tagcttggga tgtgaaacag
  4151521 caggtgttaa cgatgtgctt acttaaataa cctgcctgcg taagttcctc ggaattaatt
  4151581 tttctgcaac tccaactact ttagggataa aatgacgcgc tatcgtttct gtctggtgtt
  4151641 tttattgtta tcttctgttt aactaaattt tagttaaaca aattgtattt aactacgtgt
  4151701 tgcatctgac ttagtgtttt ttctctgcct tctgccactg caggagtgaa ttattcgtta
  4151761 tgtattggat gaaaaattct ttgttaatta ctgagctttt aaagtaaatg taataggtaa
  4151821 tgtcaaagtt gatatctgat ataaaactta tttcggtaga gtgacttatc ttttttttat
  4151881 caaaaaaata atttgttgat agcgagattc ctgccccttt tttaattatt tcatggcgaa
  4151941 ctctggcatc atcaatacgc agtacattcc ctgagtagcc ttgttgtatt aggttgtgtg
  4152001 aaaatcgctt aaagcagcag gaagagcaaa aaatactact ttgtataaag ggcagtttct
  4152061 ttaaatattc aactctatca ggcaagtcat tcaaatgtga tgcatacagt aattttattt
  4152121 cacaactggc ggttagctca gtatcgaaat catagccttt tatctctttg gtactgatga
  4152181 cgatatccat ttgactgata tcaccaatat tctctcttaa ctcaatgtta aaattacctt
  4152241 tttttataaa gtaatcacat atcacgccag catgatctga attcaactga taggtggcga
  4152301 tatttataat accattttta ttctttttgt aattctttgt tatttcagtt aatcgcacgt
  4152361 aggttgggta aatttcttga taaaaagccg cgccttccaa tgtcagtttt aatcccgatg
  4152421 ttgtacgtgt gaacagttta aaacccagtt cctcttccag tatttttaag cttctactca
  4152481 tggggggcgg tgttgtgaat agtttcaccg ctgcattagt caacgatccc tcttgaaccg
  4152541 tagtaaagaa tacgagtaaa ttttttgata taaacatatg caccacttat ttactattag
  4152601 ttgtcgcgat atgtagatgt acaatatatc tataatataa gttaagtcta tttcatatat
  4152661 tagaataatt agtgttattt tagtcaacta aggagacggg ttagcaaaaa tactgtatgt
  4152721 taggtaatgg tatttcttac gtaaattagc ataataaata tcttatttaa cagttgtttc
  4152781 ttatttcaag atgattttta atcatcaggt taatttgtta tttgatataa cataccgtta
  4152841 gcgataatcc tgataaacat cagctacccg tttgaaatac tcggtcaaat aatcaatgca
  4152901 gacctgaact ttcagtggca ttttatcttt ttcagtataa agcgcatata ccggacgcgg
  4152961 gtctgagtga tagtgtttaa atagaatctc aacctcacca cgtttaattt cttcaatcac
  4153021 ccacattaag ggggtatagg cgatacccgc cccggccttt aaccaacgga tcatggtttg
  4153081 tgagtcattg gtgacaaaac ggccctgcgg tgatatttgg gtggtgatac cttctggtgc
  4153141 gatcagctca aaattgctat ctgggcggac gttatactcc aaccaggaaa aattggccat
  4153201 gtcactgggt tttgctggcg tgccatattg tgacaaataa ctttttgctg cacacaccac
  4153261 cataggcata gcaccgaggc ggcgcgaaaa cagccctgag ttttgcaagg caccgacgcg
  4153321 gatcaccaca tccaggccat cagctatcag atccggtgca ggaataccgg caaccagatt
  4153381 cactgataaa ccgggatagg ctttgagcat atcggctgtc atggtggcca gcacattttg
  4153441 tgccatggtg gaggagcaac caatgcgtaa tgtgccggtt ggggtattat taaaagcata
  4153501 caattgttcg tgaacttgct gcacctcctg caacatacgc cggcagcctt ggtaataaat
  4153561 ccggcccgct tccgttaagc caatgcggcg agtactacga tttagtagct taacgttaag
  4153621 ctcattttcc agttttgata ccgtttggct gatggaagag acactgttct ccagtcgtcg
  4153681 tgctgcggca gtaaaagagc cgcactccac caccttcgca aaaacagaca tctgttttaa
  4153741 tctttccatt acttattcca tctgtattat taactctggc ttaaaagtga tttagatcac
  4153801 acatcgtaga taacttgata ataagcaggc taatatactg ttgtcgggag aatagcctca
  4153861 cgttttgctt atcggtgcga atacggcacc acgccgaagc gttatcataa tttattcaat
  4153921 tcaatagctt cagtttaacc cataagactg ccttatggct tttgctttga gtgcccagca
  4153981 ggtaagttgg gtgggtaggg gcattaacgc aggctaaatg acccgaacct taaacataaa
  4154041 ggatttaaag aatgagtttg cttccggtga tggtgatttt tggcctctct tttccaccga
  4154101 tatttcttga gctgctaatt tcattggctt tgttttttgt tgtgcgccgc atcctgcaac
  4154161 caaccggtat ttacgagttt gtttggcacc cggctctttt taatacggcg ctgtattgtt
  4154221 gcctgtttta tttaacatcc cgtctttttt cctgaggtca ccgtgagtac attttcatta
  4154281 aaaataatcc gcgttggcat caccgtcttg gtggtcgtac tggctgttat cgcgattttc
  4154341 aacgtgtggg ccttctatac tgaatcgccg tggacccgtg atgctaaatt taccgcagac
  4154401 gtggtcgcta tcgcaccgga tgtcagcggc ttactgaccg aagtaccggt aaaagacaac
  4154461 caactggtgc agaaaggcca gattctgttt gtcattgatc agccccgtta tcagcaggcg
  4154521 ttggctgaag ccgaggccga tgtggcctat taccagaccc tggctgcgga gaagcaacgg
  4154581 gagtccagta ggcgtcaccg cctgggtatt caggcgctgt cacaagaaga gattgaccag
  4154641 gcaagcaatg tgttgcaaac cgtccagcat cagttggcaa aagccattgc cgtgcgggat
  4154701 ttagcccgcc ttgatctgga aaggaccacg gtacgtgcac cagcagaagg gtgggtgacc
  4154761 aacctgaatg tacatgctgg cgagtttatt aaccgtgggg ccacggcggt cgcattggtg
  4154821 aaaaaagata ctttctacat tttagcctat ctggaggaga cgaagctcga aggggttaaa
  4154881 ccgggctacc gagcggaaat taccccgctg ggcagtaacc gcatcctgca tggtacggtc
  4154941 gatagcattt cagccggtgt taccaatagc agtagcagtg ccgacagcaa agggctggcg
  4155001 accattgata ataatcttga atgggtacgc ttggcgcaac gggtaccggt gaagattcat
  4155061 ctggatagcg aagaccagca atatttgtat ccggcgggca ccacggccac ggtggtgatc
  4155121 accgggccga atgatcgtga tcctcatcag gcatcgccca tgaccaagtt gatgcatcgt
  4155181 ctacgtgagt ttggctaata tgacccaccc aagctttatt cgcctgcggt ttgcgttcaa
  4155241 gctgagtttt gccattgtgg cggcattatt tcttggcttt catctgcaat tggaaacacc
  4155301 gcgttggtca gtgcttactg ccgctattgt ttccgccggg cctgccttcg ctgcaggtgg
  4155361 cgaacctttc tctggtgcga ttcgccaccg aggttggtta cggattatcg gcacctttat
  4155421 cggctgtatt ggggggctgg tcattattgt gctgaccatc agagcgccag tattaacgtt
  4155481 gatgctgtgt tgcctatggg ctgggatctg tacgtggatt tcatcactgg tacgggtaga
  4155541 aaattcgtat gcgttcggtt tggccggtta taccgcgtta atcatcattg tcaccaccgg
  4155601 tgaaacgcca ctactgacgc cgcaatttgc ggttgagcgc tgtagcgaaa ttgtcctcgg
  4155661 gatcgtctgt gcggtgatgg cagatctgct gttttcaccc cgctcgatca aacaggatat
  4155721 tgatcgattg gtcgacaagg tgttagtgga tcagtaccgg ctcttacaac tctgcattca
  4155781 gccagcagaa aaaagtgaga ttgatcgcgc ttggaatgaa ttggttaaaa ataccacgtc
  4155841 actcaatggg atgcgcagct atctgatgat ggagtcttcc cgttggcagc ggtgtaatcg
  4155901 ccgtttgcag gtgttacata ccgagtcttt ggcgctgatc acgcaggcgt gtgaaaccta
  4155961 tctggtgatg agcaatcacc cagaggtgat cagtgctgaa ctgaaaacta tgctgagcga
  4156021 acccgctcaa actcctgcag agatccacca gcagatgaaa aaactgcgtc agtttattgc
  4156081 tgccagccac agtgaggcga tcccgcacac catcagcagt tgggttgggg cagcgactcg
  4156141 ctatttatta ctgtcgaaag ggatccagac caacagcagc atcaatcagg tcgaagagga
  4156201 tattttggcg ggtgatgcgc cggttaagcc catttctgcc gaaggccatc atgcgatgat
  4156261 caatggcttg cgtaccggta ttgccacggc gattggtggc ctgttctggc tgtggaccgg
  4156321 ctggacatcc ggcgcggggt gtatggtgat gattgcagtg gtcacttcgc tggcgatgcg
  4156381 aacaccgaat ccacggagga tggcgctcga ttttctggtc ggcgtgatta tcgcactgcc
  4156441 catcggggcg ctttacttta tgtttattat cccgtcgacc cagcaaagta tgctgttgct
  4156501 ctgtatcagc ttgggggtgc tggcatttat tatcggcatc gaagtacaaa aacggcgctt
  4156561 gggttcactg ggaacgctgg ctagcaccat aaatattatc gtgctaagta atccaatgat
  4156621 atttaatgtc cgccagtttc tcgatagcgc attaggtcaa attgtaggct gctttgtctc
  4156681 tttaattgtc ctgctgttga tccgtgacaa cgcgaaggac agaacgggca gaaccttact
  4156741 caaccgtttt gtttacagtg cggtctcggc cctaaccacc aataaaacca agcgcggcga
  4156801 aaatcatcta cccgcgctgt atcagcaact gaaccagtta ttgatgatgt tcccggccga
  4156861 tattgataaa tatcgtctgg cattaacgct gattattgct caccagcggt taaacaggac
  4156921 tgaaatcccg gtgaatgcgg agttgagcgc ttttcataaa cagatccgct ctaccgcaga
  4156981 gcgagtgatt actgtcaaca atgaccagaa acggcgttat tattttgccc ggttattgca
  4157041 ggaactggat caatatcaac agaaattggt ggattatcag gctgctgatg cggttatccg
  4157101 cccggttaag cggttgactg agatgttgcg taaatatcag agtgcgctga tttaaccgat
  4157161 aacctacgga cataaggtgt tctcatcacc tcatcaaggg ctataataag tttggtacca
  4157221 gactgctgac aaaccccgat aattcgatct taaatggtga ggataggcag ggaaggcgcg
  4157281 gttcgagccc tcataaaggc gctcacggcg tctttgttat ttctctcttc tcccgctgca
  4157341 ggcacgttgt catcaacctc ggtaccttcc ttcttcgcct ccctttgatg ggtggcatca
  4157401 tctcctcagg aggttgacac tatgcccgca caaaatcctt tacaacatca acgacagcac
  4157461 gacggtatat accacattgg ctattttgtc ggtggaaaat ggtctcaggc acaggagcaa
  4157521 tttgacgtct acaacccggc aaccggcgag ctggtcgcca gagtggctaa atccggtaaa
  4157581 caagaaaccg aagcggcgat taaagctgcc agcgaggctt tccctgcctg gcgaaaaacg
  4157641 cccgctaaac agcgagcaga gattttacag cgttggtatt tgctgataat ggaacatcag
  4157701 caatcattgg cagagctgat ggtctccgag caaggtaaac ccttaaaaga agccttggtt
  4157761 gaagtggctt atgccgccag ttttatccaa tggtttagtg agcaggccaa gcgggctaac
  4157821 ggtgaaatta tcccgtcagc caaagagggc gcacgtatcc tggcgacccg cgaacctatt
  4157881 ggtgtggtag ccgctatcac accgtggaat ttcccgctcg cgatgctcac ccgcaaactg
  4157941 gggccagcac tggccgccgg ttgtaccggg ctgattaaac ctgccaataa cacgccatta
  4158001 tctgccttcg ccttactggc actggcagaa caggctggcg tgccagctgg ggtactcaat
  4158061 ggtgtcgtgg gggatactca tgctatcagc gacgcgatta tggccagttc agacgtgcgt
  4158121 aaaatctctt ttaccggctc aaccaatgtc ggtaagacgc tgatgcgcaa tgctgctgca
  4158181 accatgaaga gaatttcgat ggagctgggc ggtaacgcgc cttacatcgt ttttgatgat
  4158241 gccgatttag aggcggcggt cgccggtgct atggcgtgta aattccgtaa tgccgggcag
  4158301 gtgtgtgtgt gcgtcaatcg cttctatatt caggatgcta tctacgacga gtttgttaac
  4158361 cgcttggctg ccgaggtgaa aaaactgaag gtcggcaacg ggatggataa agacgtcaac
  4158421 atggggccgt tgattaattt ggctggtctg gagaaagtag aagagcacgt aaaagatgcg
  4158481 cttgagaagg gggggcgtct tttagcgggg ggcatcgcca tgcgctgggc ggtaatttct
  4158541 tccagccaac ggtgattgca gatgccaatg agcagatgaa agtggcctcg gaagagacat
  4158601 ttggcccgct ggccgcctgc ttccgtttca gcactgaagc cgaagtgatt caacgggcca
  4158661 ataatacgcc atttgggctg gcggcctatt tctatacgca gaacttgcaa cgggtgttcc
  4158721 gcgtttcaga ggcgttggaa agcggtatga ttggcgtcaa tgaatgctcg gtttcgaccg
  4158781 agttggcccc tttcggtggt gttaaagagt ctggcctagg tcgtgaaggt tcggtgctgg
  4158841 ggttggatga atttatggaa gtgaaaaccc tgcatttggg taacttgtag acaaccttgt
  4158901 cggtcgagtt aatgggttag cgttaagtat gagttgtaat aatgatgtgt gatattaata
  4158961 gtcataatga tatgaatggt cctaatggca ttaattgtag gaatgatatt aattgtagga
  4159021 acgatattaa gggcaacaat gagtagtacc gccgtggtag ggagcctggg gattaagggg
  4159081 atccatgaat aaacgactga tggccatact gggtgctgtg ctgctattga tagcaggtgc
  4159141 atggcaaggg attgatggcg taacggtgcg tgatattggt tcctcggcag agcttgagcg
  4159201 cccggcgctt tcggcctctg ccgctactga gtcgttaacg caacatcaga aagtggtgaa
  4159261 atacttacaa acgcaccatc ggctaccgga tttttacctg acgaagaaac aggcccgtga
  4159321 gcaaggctgg gatgcccaaa aggggaacct ctgtgacgtg ttaccgggca aagccattgg
  4159381 cggtgatcgt ttctccaacc gtgagcgtca gttgcctgac gccaaaggcc gtcattggcg
  4159441 agaagctgat gtgaattacc gctgtgggcg tcgtggtagt gatcgcttgc tgtactccaa
  4159501 tgatggcctg atttatctga cccaagatca ctataagcat ttcattcgga tggagtaaga
  4159561 agatggtaaa ggtggtattc gattttaacc atataccgga tcttcctgca ttttaccgcg
  4159621 cattttctca gaattttgcg ctgagcgaag attttggggc caatctggat gcgttgtggg
  4159681 atgtggtcac cggagaaata gcgttaccgg tagagattga attcgttcat ttcagccgcc
  4159741 gccatcaacg gcgctttgct gcgattgtat tgctattaga agaggctgaa gaggagttgg
  4159801 cagggcgttt acattttaat gtcgttgatg agcatattgt ttgataaatg cattgtttga
  4159861 tgaatgcatt gtttgatgaa tacactattt tgtgaataga ttacgcccgc caacagtatt
  4159921 gagtcgggag ccgggagtga cccggccccg cccgattact gttttttttc agccagttca
  4159981 cgtaaatacg agaaaatctg acggaatgat tttggcggct tattcgcagc ctgctctttt
  4160041 tgtgcattac gcaccagact gcgtaattgt tggcggtctg catcagggta cagctctagc
  4160101 accgttggga tcgcctcatc accttccgcg atcaggcggt cacgcagtgt ttccagttta
  4160161 tggaacagcg agatttgctg gttgtggcgg tttttcagtt tatccaacgc ggtctggatt
  4160221 ggttcgacat cacgggcgcg caacatttta ccaattaact ggagctggcg gcggcggcct
  4160281 tcttttttga tcttctgcgc cagttcaatg gcggccagca gatcttcatc caacgggatg
  4160341 cgttcgagtg catttttacc cagatcaacc agctcggtgc caaggtcttt cagcgcttcg
  4160401 gcatcacgtt taatttcact tttactgacc cagataatct catcgtcatc gtcgttttta
  4160461 ttttctggga cgtcatctag ccaatcttcg ggctgtttgt tcatggtcaa attccttaaa
  4160521 aagaggctaa tcgtagcagg ttgccaggct ttgtgcgaaa ttgtacaaaa atctctgtta
  4160581 gactcagacc tatggcgttc tctattttat ccgtataagt cgtcgtatta ctacgtcgcc
  4160641 acggcacttt tctgaacgat tatctcatta attatggcag atcgatgaaa gtagtcactc
  4160701 aagttgcaga acagcgtaaa acgctggaac aagctgttgc acaggcttta gaattagccc
  4160761 gcgtgggttc tgatgcggcc gaagtcgccg ttagcaaaac caccgggatc agcgtcagca
  4160821 ctcgctttgg tgaagtggag aacgtggagt tcaacagtga tggtgcgctg ggaattaccg
  4160881 tttaccacca acagcgtaaa ggcagtgcgt ccaccacgga tttaaatccg gatgccgttg
  4160941 cccgtaccgt gcaggcggca ttggatattg cccgttatac gtcacccgac ccctacgccg
  4161001 gacccgcaga caaatctctg ctggcctttg atgcaccaga tttggattta ttccatcctg
  4161061 gcgatctgga tgctgagcaa ggtatcttgc tggcggcccg cgcagaacag gcggcattgc
  4161121 aggctgacaa gcggatcacc aataccgagg gggggagttt taacagccat tatggcatca
  4161181 aagtcttcgg taacagccac ggtatgttgc aaagctactg ctccagtcgt cactcgctct
  4161241 cgagcagtgt gattgccgag cacaatgggg atatggagcg tgattacgcc tataccattg
  4161301 gccgtcggat ggaagatttg gccacgccag aatgggtcgg tgaggagtgt gcgcgtcgta
  4161361 ctctatctcg tctgtctccg cgtaaattac cgaccatgca gtcacccgtg ctgtttgcgg
  4161421 ctgaagtggc cactggcctg tttggtcatc tggtgtcagc gatcagcggc ggtaatattt
  4161481 atcgcaaatc gacgttcttg ctcgatcatt taggccaaca gattttacct gaatggctga
  4161541 ccattgaaga acatccacat ctcttgcgtg gtctggcatc aacaccgttc gacagtgaag
  4161601 gcgtgcgcac actgcaacgt gaaatcgtca aagacggggt gctgcaaact tacttgttga
  4161661 ccagttattc tgcccgtaaa ttggggctgc aaagcaccgg gcacgctggt ggcatccata
  4161721 actggcgcat tgccggtcag ggccaggatt tcgcaggtat gctgaagcaa ctggataaag
  4161781 gtttggtcgt caccgaattg atgggccagg gcgttagtac ggttaccggg gattattccc
  4161841 gaggtgctgc gggtttctgg gtcgaaaatg gcgagattca gtacccggtc agtgagataa
  4161901 ccatcgcggg taatctgaaa gatatgctac gcaatatcgt cagtgtgggc agtgatatcg
  4161961 aaactcgcag caatattcag tgcggctccg ttttattgcc cgttatgaaa atcgcgggcg
  4162021 aataataacc ttcctgtcat cttactgttc cacaactcgc gggtagaaaa tacccgcgag
  4162081 tttgtatgcg cttttccttg atatgatagt cttccccagt ttgtatggat gttttatact
  4162141 cgtcatactt caagctgcat atgcgttggc tgctctcttt cacccgaatc acttactgca
  4162201 gtaagctcat cgggactctc tcgcttgccg ccttcctgca actcgaatta tttagggtat
  4162261 atagtcaaaa gaaatgatta tgccggtatt gattcgggga agttcaaata tgattgttat
  4162321 gccaagtact tatagtccag cgacaattgc tagagaattt aaggtcattc atgaatttga
  4162381 attgtctagc atgaaatatg gtgtgatttt cgataaaaat gtccctaaag cggccattat
  4162441 ccgtatgaat acggaaagtt ttaatggtat accgcgtcac cggattatcg cggctcttga
  4162501 tctggttgcg aagcaagagt taggtgaaaa cgttatttct gttcagcgct tttggcaaga
  4162561 ttctgctctt tttcaagtgg aaggaatggt ggttgaacag ggggcgcgtg gcaaagggtt
  4162621 ggctacatta ctttatgaag aattagtcgt taagtgtggc gtgattttaa tgagtgataa
  4162681 taaacaatat gaagccggta aggcgctgtg gcagaagatt gctcaagaat cggacaagct
  4162741 ggcggtgttt atattagatt ctgacgttgg tcagttttac ccttattgtg gtgatcgcgt
  4162801 tccctataat ggtaaaggca ttcctgaaga aaaaatttgg agcctgcatc cagataccac
  4162861 caaatggggc gtggttttgg tcgctgagaa tagagagaaa atatcgcagt attgttgata
  4162921 aatgagtaag tctgctactg tttccaactc ttgctgtctg ctcatcgcta aggttgtcgg
  4162981 tgtacgcttt taatctactt ccccctccct tattttttca ccgattacta aaattaactg
  4163041 tcagttttac ctgccattgc ctatgttaag gaagagcaaa ataagtcgta aatactaacc
  4163101 taacgataac aataggaatg tgagcatggg taaaacacta atggcattaa tcaccgccgc
  4163161 gttactgagt acgagcagtt tagtcatggc ggccagcgtt gctgacgata tggagacgat
  4163221 tgccgagcat tacggcaagg tattgaaggc cgattccaca gcggtgatta aacaagattt
  4163281 acaggcgatg cgagtggccg cagtggatgc acaaaagggc attcccacaa aattgaagag
  4163341 taaagttgaa gacagtcctg aaatgaagga ttttcgccat ggcatggatg tgctgattgg
  4163401 ggaaattgat ggggcgctgg ccttggcgga tcaaggtaag ttggatgaag caaagcaagc
  4163461 ggcacaagat tttaaagaca cccgcaatac ctatcacaaa aagtaccgct gagcctgaga
  4163521 tagataaggg cgcagattgg aacgcggctt gccgtggcga agcccataga tgggccaggc
  4163581 aatgagtgca gccaacgccc tgcatcttga aggatggcgg atataaaagt gagcgataga
  4163641 gggtaatggc ctgcggcggt taccctctat tatcttctat taccctttat taccttttta
  4163701 cctgacactg catctctgca tctctgcatc tctgcatcac gtattagcgg tgatattcgc
  4163761 ccgctgattc tggctgatac agcagttcca gtacggtaat gcgggtttca tccccaccag
  4163821 gtaatttcca actgatctca tcattgacgt gcaggcccag cagtgctgcg cccagtggag
  4163881 ccatgactga aagttgttca ttactgtctt ttaatgatgc gggataaacc agtgtacgaa
  4163941 tatgttcttc ttggctattc agatcaagaa aacgcacgcg gctgttcatg gtcaccacat
  4164001 ccgcgggaat ctcattaggt ggcaaaattt ctgcccgatc cagttcttca ttgagcgctg
  4164061 ttgcgaccac agaaccggca aaagccggtt gcgctagcaa cgcatccaaa cgctcagcat
  4164121 ccagctcgtt aatcgtgatg gttggcttgg tcatagcact ctccaattca atttcagcaa
  4164181 aacataaaaa caacaccccc acgccatagg agagggggtg ttagaaaata gcttaatgtt
  4164241 aatctgatat taggcgcttc cgacaagaaa agaaagagat ccggatcacg aacttttttc
  4164301 catcacgaat cgcagccgca cattgagatg aaagttattt tgttgttaat gattacattg
  4164361 gaaagttaac agtatatttt gcgaatacgg ctccatcagg acattttgca ctgatggagt
  4164421 cacctatcac cggcccttcg aaaaataacg cgcttactca atgaaatgac ctacacaccg
  4164481 attcaatgat ccatgcgccc aataaattac tcacataccc aataaatccc ctcatatccg
  4164541 cgtaatatca tatcttgcgg ttggaaggcg ctttggtcgt agctgctcat caataattgc
  4164601 caattaccgt ccagcgtgag gccctcgggt tgccatcgct ggggctcttc actcaggtta
  4164661 gcgactacca acagttgctt cccttgccaa ctgcgcaaat agcaccataa atcagggtgc
  4164721 tgtgggcaaa gatcctgata atcaccgaaa gtgaaaatat cgtattgttt acgcagggct
  4164781 atcaggtatt gataggcata aaacaccgag tcagcgtcgg ccaatgcggc attaacgtta
  4164841 atctcatgat aattgctgca aggggcaatc cagggagtgc cttggctgaa acccgcatta
  4164901 tcgctgctat cccattgcat gggggtacgg ctattatcac gggatttagc tgccagaatc
  4164961 gccaataact catcgggttc gcggcctgcc acactcagtt cggcaaacat attcaggctt
  4165021 tcaacatcac ggtattgagt gatatcagtg aaattggggt tcgtcatgcc aatttcttcc
  4165081 ccctgataaa tataaggcgt gccctgcata ccgtgcagta ccatcgccag catctttgcc
  4165141 gctggcaaac gtagtgcgcc ttcatgacca aaacgcgaga caatgcgtgg ttgatcgtga
  4165201 ttacaccaaa atagtgcgtt ccatgctcgg ttgtgcatcc cttgctgcca ctgattaaaa
  4165261 atgtgtttca actccacccg attcggcggc atcaatgacc acttttcacc gttaagataa
  4165321 tccactttca ggtgatggaa attaaaggtc atggataact catcaccgcc taatgccgca
  4165381 tatcgctgac aatgctcgag acgggtggat gacatctcgc ctaccgtcat caggcggcgt
  4165441 ggctggaaca catcgcggct cagttcctgc aaaaactcat gaatgcgtgg gccatcggta
  4165501 taaaaacggc ggccatcgcc gtccagatca ttagggaaat cctgctgttt ggacaccaga
  4165561 ttgatgacat ccaaacgcag accatcaacc cccagatcgg cccaaaattc acacaccttt
  4165621 ttgagctcat cgcgtaccgg ttggtgttcc caattcagat cagcctgctc tggggcaaac
  4165681 aaatgcagat aatactggcc gctggccgcg tgccactgcc atgcgtgacc accgaatttc
  4165741 gagcgccagt tattcggtaa actgccgtct ccaccgtcac cgtcacgcca aatataaaat
  4165801 tgccgataag ggctattacg atcctgcgaa gctttaaacc aggcatgttc tgtggaggtg
  4165861 tgattgaaca ccatatccat gatgatgcgt atgcctcgct gatgagcacc cgcgaccaaa
  4165921 cgtttaaagt catccaatgt gccataagcg gggtcaatgg cgcagtaatc cgccacgtca
  4165981 taaccgttat ccacttgtgg cgagacatac accggtgtca gccaaatggc atcaacgccc
  4166041 agcttttgca gataatccag ccgctgcgca acgcctgcca ggtcaccata gccattaccg
  4166101 gtactgtcct gaaagctctt cgggtaaatc tgatagatga caccatgttg ccaccaaggg
  4166161 attggattat tcatagcgga ctcttattca ttgaaaaatg accccgccag acgatcaccg
  4166221 ctggcgggag aacacaactt atatcgacat catccagatc gacacccttc agactggcaa
  4166281 ttcgccacga cgctctttac gcttatacac cagaatggtc agtgctaatg gcaccacgat
  4166341 ggccactaac atcgccacgg cataaattcc ccagaactgc ggttggatag ataaaatacc
  4166401 gggcaaccca cccacaccga tgccgttcgc catgactccc gtcaacccac aaatcaggcc
  4166461 agccagtgcg gaaccgatca tggcgcataa catcgggaaa cggtatttca gattgatacc
  4166521 gtacattgct ggttcggtca cgcccagata ggcggagatc gctgcgggta ctgaaatctc
  4166581 acgttcattg attttacggc tgatgatgat gatacccagt accgccgaag cttgtgcgat
  4166641 gttggacaac gcaatcaatg gccagaccgg tgtgccgccc atgctctgaa ccatctgcat
  4166701 atcaatagcc agcgtggtct gatgtacccc agtaatcacc agcggtgcat acaggaaacc
  4166761 aaatagtgcc gcaccgaccg gtgcgaaact gccggtcatc accgccttca cgccccatgc
  4166821 cacaccgtca ccaatcatgc ggccaaacgg cccaatcagt gtatgggcca ggaacacggc
  4166881 tagcagcagg gagaccacag ggacgaccac caggtagaga taggcgggga tgattctctt
  4166941 caagttggtt tcaatccacc ccagcgccag acccgccaaa atagagggga tcacctgtgc
  4167001 ctgataaccc actttttcaa tggtaaacca accgaagttc cagacgtcag gcagttgttg
  4167061 ccccagtaag taggagttca tcaattgcgg agagaccagt gtgatcccca gtacaatccc
  4167121 caataccggg gtcccgccca ttttcttcac tgttgaccag cagatcgcga caggcaagta
  4167181 gaagaagatg gcttcgccaa gtaaccagag gaagtcataa atggtttgcc acgcggggta
  4167241 catctgcgcc agcgttttcc cctcagacat tgggatgtca ccgatgacat tacggaagcc
  4167301 gaggattaac cctccgctga tcagcgccgg tagcaacggg aagaagatct cagcaaagtg
  4167361 agaaataccg cgctcaaacc aagtcatgtt ctgccgtgcc gcgagcttgg tctgttcttt
  4167421 gtccacttca ctttggccaa tcttagcaat caatgcttta tagtaatcat cgacttctgg
  4167481 cccgatgacc acttgaaatt ggcctgcatt agtaaaacag cctttgacca ttgagagatt
  4167541 ttcaatctct tttggtgatg ctatcgacgg atcttttaat acaaaacgta atcgagtaat
  4167601 gcagtgactg acggtggcaa tattttctct gcctcccacc agaacgatca gttgatcgat
  4167661 atcctgctgt tttactttgc ccattttatc gtcctttccg taaaggttac gtgcgcgcat
  4167721 gagatgccat ctctgcctga agtcagcagc gaattaaatc tataattccc tttttactcg
  4167781 gtgttaccgc gacgctcact cacccaaatg gcgacactga gtcagttcat caggattaat
  4167841 gcgtcgcatt tttaaggctc accttatggg cgagcagtca tgctgttcaa atcggttttc
  4167901 ggtcttatta caacaccaat gacgttggat ataggcggag aaatatccaa cttaataaag
  4167961 attagctagg tatttatttt tatggaatgg gaacgttccc attttgtatt gaagatcaca
  4168021 aattgataaa tttttataca gttgttcact gttaaggcca tcgatgcagc gttattcctc
  4168081 tgtacaggat gggatcagac gagttggccc ggaataataa tttgctgaat aggttggcta
  4168141 ttactcagtt ggtccagtaa ttgctgcgcg gctttcacac ctgcacggcc ataacccagc
  4168201 tcaatggtta aggtatcggg aaacaaaaag tgtaacagcg gtgtattacc aataccgcat
  4168261 acctgaatgg ggggctgctc ccgctcctgc tgttgcaagt atttactgac gcccatggcg
  4168321 atagtgtcag aggcacaaac caatgccgag gtttgtgggg ttatcacctg aggagcgagc
  4168381 tgaaagccac tctgatagct caactccccc agcgccacca tgggtgtcag gccatgctgt
  4168441 tgactgtaat cgagataggc ttgatagcgg cgcataccgg tggttgcatc ggaagattgt
  4168501 acgccgatat aactgatatg gcggtgcccg gcttggcgta atttgtccat caagaggtat
  4168561 atggcacctt catcgtcata gcagacagaa gaaaaaccac ggtactcgcg cgccagcacc
  4168621 accatttttt cctgccacgg tgccagcatt tctgcagtta atccgctgaa accgaacagg
  4168681 atcacgccat caacatggcg ttgttgcaga atatgtaaat gctcgctaac caatgtggta
  4168741 tcaaattggc tctccatcag gatcgggtcg taaccttgtt gatagaacag cggtaacata
  4168801 gtacgtactg cctggttctc ggatggcgaa tcgagacgag agacaatgat gccaacaact
  4168861 ttgtcgcttt gcccacgcat ggctcgggcc gatttggagg gggtaaaacc gtgctggcgg
  4168921 atcaccgcct cgacccgttc acgggtctgt gggctgacgc tgccttcatt atttaatacc
  4168981 cgtgaaactg tggattttcc aacaccactc atgcgggcaa tatctttaat ggtcaaacgg
  4169041 ttttgcatgg tttgcctaat gttcaggttt gaaaatacat tttaaactca ttatttatat
  4169101 atgcagtggt attgggaagt tcgagatgca tagaaccaga tggcacgcat gatattccga
  4169161 tgactggcag cataggaata ccctaacgaa ttttctcacc gttagggtat tttttactgc
  4169221 ggtgatatcg attatgtggt ttggttttat tgggggtgaa ctgaatttga atgcagaacc
  4169281 atcagtgggg gggagcatcg atgggcagac agatctcaca aagttctttc agtagtgata
  4169341 tataatcact tttggtatct gattgaatac tcaatacttt attgatacta tccggtccca
  4169401 ggctgaaggc atcaacccgc aaatagttac ctgatccagc agtcaattgg gagacgatca
  4169461 attctttgtt gccatcacca ttgatatcag taaattctac ccgaggtttt ccattatctt
  4169521 ggaatatcga accatcacga gaaaacactc cgccagcaat aaagtccaaa aaagtgtcat
  4169581 tcttgaaaat agcgacagaa taggtgccga cagatgccga ttctaaatcg ccctcagaca
  4169641 acacagcgac tcgcttatca ggtaatggga tggcgacgcc atttttggct attgcggtac
  4169701 ttccccaaaa aaaaggtgag catattatcg gtattaataa ccaagtgcgc agtttcatcc
  4169761 ttaatcccct ctcaataggc tacagagtat acgaatgcgg taactgaacc gtatccgtgt
  4169821 gataacgcgg cgatcaaagg gtggggcgat tgggtgactt atgctgcttg tatctacgac
  4169881 ccaacggcct gtatcccctt catctgatct tgtccgcagc ccgatagtcc ctgctttttt
  4169941 aaaagccgtc aacggagatt cggtcatgga atgggaagag agagacagag cggagagaaa
  4170001 taaaatcacc acatgcggct ggcgataacc cgccgtatgc ggtgatgggg gagggattaa
  4170061 cgacgtacgg cgatggcttc gatttcgatt tttacatctt tgggtaaacg ggccacttca
  4170121 acacaagaac gggctgggaa cggggcgctg tgttctgtaa agaaggcttc gtaagttgcg
  4170181 ttaacgatac tgaaatcatt cagatcttta acgaatacgg tggttttcac gatatcggca
  4170241 actttcaggc cagccgcttc aacaatggct ttcacgtttt ccagtgactg acgagcctga
  4170301 gcggcaatat catcagcgac taagccggtt tttggatcga tcgggatctg accggaagtc
  4170361 atgatcatgc tgcccagatc gacaccttga acataagggc caatggcagc aggggcgagt
  4170421 ttagttttga tagcacgtaa catcttgact cctgatttac gtaatgcgga aagggatatc
  4170481 ataatgatcc cgaccattat aaaggcgaac tgaattacag caacccgtgg ggcgaagtta
  4170541 gccactgccc attgggatga atattacggg cttaccgtta tcaatccgcg tgtagtacgg
  4170601 tcaggtgatc gaactctttc tcacaatatt tgcacttcag gctaatttcg cctcgctgcg
  4170661 ctttgacggt aaagctggag tcgacgggtt cgttgtggct gatacagttg ctgtttgggc
  4170721 acgtcagtac cgcatcgata cgctctggca ggctgagggt cagcttcttc actacttcgt
  4170781 agttatcgat acgattgacg gttgcatctg gagcatacat tgccaactgg ttcgcttgtt
  4170841 gctcggtcag gaaagtgttc tcgatcttaa tcagatcctt acgaccagaa cgtttagacg
  4170901 gcagattcaa gccaatggtg atgcgctggt cggttgccgt tagcttaaac agtgagagca
  4170961 atttaaagcc gatttgagct ggaatatggt caatcacggt gccgcattta atcgcttcaa
  4171021 cctgaagttt gtaatcctga gtcatcatca ttccccttaa agagctaatt ctgcgtttaa
  4171081 taccagtgcc agtagcgcct gacgtgcaaa aataccgtta cccgcttgtt ggaaatagta
  4171141 ggcgtagggg gttttatcga catcggttgt gatttcgtca atacgtggca gcgggtgcaa
  4171201 cactttaaga ttatcccgtg cgcccgttaa atcagaagag cgcaaaataa actgtgcttt
  4171261 gacattggca tattccgatg ggtcaaggcg ctctttctgt acgcgagtca tatagagaat
  4171321 atctaactcc ggtaccacct cttcgaggct ttcatgcagg ctgtactcaa tctctttttc
  4171381 ttccaacatt tgcaaaatat aagcgggcat tgccagcgca tcaggggcga taaagaagaa
  4171441 gtggttgcca ttgaattttg ccagcgcttg cgtcaatgaa tgcacggtac ggccatattt
  4171501 caggtcacct accatggcga tattgatgtt atccagccgg ccctgcgttt cctgaatagt
  4171561 gaataaatcg agcagggttt gtgttgggtg ctggtttgcg ccgtcaccgg cattcacgat
  4171621 aggcacattc cccgagaatt gcgcggccag acgtgaagcc ccttcttgtg gatggcgcat
  4171681 cacaatggcg tcaacataag tgctaatgac tgacatggtg tctgccagtg tctcgccttt
  4171741 cttacccaat gaggtattgc tgctatcaga aaagcccacg accgaggcac ccaggcggtg
  4171801 aatggatgtt tcaaatgaca agcgggtgcg ggtcgacgct tcaaaaaagc aactggcgat
  4171861 cactttatgt tttaacaact ctggctgcgg agtctttttc aggctggccg cagtacgcaa
  4171921 gaccagttct agttcatcgc gacttaaatc gttaattgag atgatatgtt tgtgatacaa
  4171981 cggattggcc attttttgct ctcctctgtg cttacccgtg gtcgcgggct acccttattt
  4172041 taatgagtcg taatgcttaa cttggttctg ttcgacagac aaaaaaaagc ccctcaacga
  4172101 ggggccttac aggatcggtt tagcaacggg agaaaccacg gcagttggct gcccgcaggc
  4172161 aggtgatttt gtcgatgatc aattgcatgt tgttcaacaa aatataggcg gtttttcatc
  4172221 atttcccccg gcaaattgtg gcgaattata ctcgcgtctg atttctctgc aaggagtaaa
  4172281 gatcgtcttt ttcgtgctta gcaaacgatt acctacactg cgtgcgccct taatcttcgt
  4172341 caaatcccga attaaacaac tcgataaccg ctgccaatgc ctgaatttca tcaaccccgg
  4172401 ttgcttcaac ctctatttgg cggcctttgg ctgaatccag catcagcagc gcaatgacgc
  4172461 tgctggcctc cgcttcggta ccgctgtcat tgcgtaacat cacttctgca tcaaaactct
  4172521 gaaccagctc gaacaatttc atcgcgggtc tggcgtgcat tcccagcttg tttttgatct
  4172581 caacggtttg tttgacagtc attgtttacg tttttccaag gtacgatggc gtgattggac
  4172641 attcttacca cgagcgcgga aataatcggc cagttgttca gcaacataga ccgaacggtg
  4172701 tttcccgccg gtacaaccaa tagcgaccgt caaataactg cggttattgg tttccaacat
  4172761 tggcagccac tgttccaaat agctgcgtgt ttgataaata aagttatgta cttccgtatg
  4172821 gcgatcaagg aaggaaataa cgggtttatc caggccggtc attgggcgta gcttgggatc
  4172881 ccagtgtggg ttgggaagga aacggacatc gaagacataa tctgcatcaa tgggaatgcc
  4172941 gtgtttaaag ccaaaggact caaataccat ggtcaactca cgctcacgtt tacccagcag
  4173001 gcgggtacgc agcatttcag ccaactcgtg cactgacatt tctgaggtat cgataatcaa
  4173061 gtcagcccgc gagcgcagag gctctagcag gtcactctct tcatcaatcg cgctttctaa
  4173121 cgataggttc ttcgccgaca gtgggtgcag gcgacgggta tcactgtagc gacgaattag
  4173181 ggtattacgg tctgcatcca aaaatagcaa ctgcggggaa aagctgtccg gcagttgggt
  4173241 catggcatgt tcaaatacct caggagattc aggcatattg cgcacatcta tgcttacggc
  4173301 ggcggagatg ttcctatcgg caagtgtact tgccaactgc ggcaacagaa ccacaggcaa
  4173361 gttatcgaca caataaaagc ccatatcttc caatgcacgc aaagcaacag acttccctga
  4173421 accggaacgg ccgctgacaa tcatcagcac catgtagtca ctccccttgg tatctctttg
  4173481 gcgtttatcg ccataattag gaacctgcat tccggctaca aaccggggtg tggtgggtgc
  4173541 ggaacccacc ctctttcgag ccgcaggtgt gttggctact ctcatctacc cgaatcactg
  4173601 acttatgtaa attcttcggg cctggctatt tgccatttac cgcctttcta tattttactg
  4173661 ccttacgcta ttttcctgtc ttcctacatt tttactgtct tacgctattt ttaccgcctt
  4173721 cctacacatt gaagtctatt gggcgtattg gccccaaact aggctatttc tggcggtaat
  4173781 tcagtaataa tctgataaag ctcatcatca ctttgtgctg accgcaggcg gcgacacact
  4173841 gttttatcag ctaatcgttt ggcgactaaa gataaagtat gtaagtgagt tttacattgg
  4173901 tctgctggaa ccaacaaggc aaacaacagg tcaacgggtt ggttatcaat cgcatcaaag
  4173961 gcaataggct gttccagacg aataaataca cccaccgcgc gcagtgtatc ctcttccaac
  4174021 ttgccatgag gtattgcgat accactgcca atcccggtgc tacccatgcg ttcacgggtc
  4174081 aatactgcat caaaaacgac ctgtgaaggt agattaagct gcttggcagc taactcgctg
  4174141 ataatttcca aagcccgttt tttacttgag cagtgtacgg agcttttggt gctctcgata
  4174201 ttgagtaccg agcttaattg caatgctgga tcgttggtca tctcatcttt cacttaagcg
  4174261 ctgtttacgc cagataccgg tgggaataaa tatccaccgg tatctggcta tgtagcgagt
  4174321 gtagaacctt tgctgagtaa taacagcaac aagggcttct aatgttgttt caatttatct
  4174381 ttatgcttgt tcaactggcg agccagttta tcaaccaaaa tatcaattgc tgcatacata
  4174441 tcttcttgtt ccgagcttgc gtgcaactcg cctccattca catgtaccgt tgcttctgca
  4174501 atttgtttta ctttttcgac acttaaaacc acatatactt agttaattcg atcaaaatat
  4174561 tgctcaagtt tggcaaattt tgtggtaaca aactcgcgta atgcttcggt tatttcgaca
  4174621 tgatgaccgg taatattgag ctgcatagtc tattccttct cagttcaggt caaaccaact
  4174681 gtttacgttg attagacgga gggatggata acgactctcg gtattttgcg acggtgcgcc
  4174741 gtgctaccat aatgccttgt tcacataata aagtggttag tttactatcg cttaatggct
  4174801 tggcagggtt ttctgccgcc actaatttct tcaccagcgc ccggatcgcc gtagaagagg
  4174861 cttcgccccc actatcggta ttgacgtggc tagagaagaa atacttcagt tcaaaaatcc
  4174921 ctcggggact gtgcaagaat ttctgcgtgg tcactcgaga gattgttgat tcatgcatat
  4174981 ccacagcctg ggcgatatca gccagtacca tgggtttcat aaactctgca cctttctcaa
  4175041 agaactcgac ttgctgttct acaatacatc ttgctacttt tagcagcgtt tcattgcggc
  4175101 tttcaaggct tttgatcaac cattttgctt cttgcaaatt gctacggata aactgcccgt
  4175161 cactgtcatt acggacgcta ttgcccatcg ctgcgtattg ttggttaact tttagacgtg
  4175221 ggatgctatc ggcattcagc tccaccgtcc agataccttt ctctttacga accagaacat
  4175281 ccgggatgac atactcagac tccccggtat tgatcgactg acctggccgt ggatccagtg
  4175341 attggatcag cgcgatggct tctttaagtg tatcttcttt cagccgactc aagcggatca
  4175401 tcatgcggaa atcatggttg cctagcaaat ctaaatattc gctgacgatc agacgcgctt
  4175461 cggccaaata aggggtgtct ttggcatatt gtgataactg taccagcaag cattcgcgca
  4175521 agttacgggc agcgacaccg atgggatcaa aatgctgaat acgtttgagt accgcttcca
  4175581 cttcgtctag cgctacgttc tcatcaccca tgctttccag aatatcttcc agcggcacag
  4175641 tgagatagcc agtgtcatca acagcgtcaa cgatagaagt cgcaatggcg gcgtcggtct
  4175701 cagtgaacgg tgttaaatcc acctgccaca tcagatagtc ttgcagtgtt tgggtggttt
  4175761 caccctgata gacgggcagt tcatcgtcac tgtaatcatt gcccatgccg gatggggtac
  4175821 ctgcggtgta aatctcatcc caggtggcat ctagcggtaa ttcttccggc atatcctttt
  4175881 gttctagtgc ttcgcgggta tccagcgatt cactgtccac ggtttcctta gcatctatct
  4175941 cttcatgaag gtccgtttgc tcaagaaggg ggttgctctc cagcgcgagc tgaatctcct
  4176001 gctggagttc aagcgtcgaa agttgcaaca agcgaatagc ttgctgaagc tgcggagtca
  4176061 tcgccagttg ttggctgaac ttgagttgca gaccttgctt cataatgctg tatcaatttt
  4176121 ccttaatgga cgaccaacag aggagccaaa ttaggtgcgt gggttcaaag acggaactct
  4176181 tcacctagat acacgcgttt aacctgttcg tcagccaaaa tatcttgcgg tgtaccgtga
  4176241 gcgatgagat gcccttggct tacaatgtaa gcccgctcac aaacatccag agtttcacgc
  4176301 acattgtggt cggtaatcag tacaccgagg ccactgtcgc gtaagtgttt gatgatcttt
  4176361 ttaatatcga tcactgaaat tgggtcaacc ccggcaaatg gttcatccaa caaaataaac
  4176421 tttggattag cggctaaggc gcgagctatc tccacacggc ggcgttcacc accagaaagt
  4176481 gattgcccca ggctgtcacg cagatggttg atatgaaact cttccatcaa ttcttcagcc
  4176541 cgttcctcgc gctgttccgc cgacagatct ttacggattt ccagtaccgc catgaggtta
  4176601 ttaaagacac tcaggcgacg aaaaatcgag gcttcttgcg gtaaatagcc aataccacgg
  4176661 cgcgcacgtt catgaagggg caagaggctg atatcttcgt catcaatcac aatacggccg
  4176721 gcgtcacgtt ggacgatacc gacaaccata taaaaagtcg tggttttacc tgcgccgttt
  4176781 ggccctaaca ggcccacaat ttccccagac ttcacgttta ggctaacgtc ttcgaccact
  4176841 ttacggcctt tgtacgcctt agccagcttt tctgcgatta atgttgccat aaatgattac
  4176901 ttactcttct tttggcctga tgctgctggc cctttatctt gtaattgaga cggtaataac
  4176961 acggtagtga cgcgcttacc tttatcacta aaggcttcca tctgctgctt tttcaccaaa
  4177021 taagtgatgc gatcgccttt gatattgcta tcgagctgtt ccagataggc atcgccggtc
  4177081 agtaccacaa agtcgttagc gatttcgtaa cgtaatttct gcccatggcc ttttaccggt
  4177141 ttaccgctat cttgcatctg gtagaaggtg actggattac caaagccttc aatgatcatt
  4177201 ttactttgat cgccaccggg gcgcgtgacg accactttat cggctttgat ctcgatcgtg
  4177261 ccttgtttga tcaccacgtt atcaataaag gtgaccgtat tggtttccat atccaatgtt
  4177321 tgtttgtcgg atttgacctc ggcaggttgt tctgtatcgc cagttaatgc gaatgcagac
  4177381 aggcttgcgg ctaaaagtga gcaggcaagt aaaagatgac ttattttatt tttggatttc
  4177441 ataagaggtt ttaacctttt caatcagctc agcggttttg tcccgcaagt tcccacgtat
  4177501 tctcatgcct tcagaggtaa atccaatacc gaaaagggtc acttcatcgt ctgaggcgac
  4177561 atcttgggta attagattca cttgggcgtt atccgttcga atttttttta actgcgcatc
  4177621 ggcggtcagg ctatcaacct caacatgacc atacagataa agcattttat catcagtcag
  4177681 cttggcgcga tcagcgcgca ctgtccaggt tgccaccgca ttgtcaccaa acagggtcat
  4177741 gaccggtttg gtaaaccaag tcagttcctt cgcgctaaaa ttctgaacct cttcggcgac
  4177801 taacttgtaa ttcagttgac cgaccggatt aaaaacagtc gttaccgtat gctggctttg
  4177861 cgacgatggc tcattatcat cagctactac tggcgcacct tgttgattaa aacctgacat
  4177921 attccagcca atcaaggcta acgcaatcag tgccagtacc agtgttatcc agcgtcttgt
  4177981 cttgctcata ttgataatcc tgtggcccct tcgagcttgt cttgggccaa taatatcaaa
  4178041 tcacatactt cacgtaccgc cccccggccc cccttgattc gagtcacata atgcgccttg
  4178101 ggtaacagta acggatgggc atctgccacc gcaacagata acccaacttg cgccattacg
  4178161 ggccaatcaa tcaagtcatc accaatataa gcgacctgct cgggttgaca ctgtaaggta
  4178221 gctaataatt cgtggtaggc caccagctta tcagattgtc cttgataaag gtgggtaatg
  4178281 cctaaggtgt tggctcggtc ttccaataat tttgcccggc ggccagtaat gatagcgacg
  4178341 tcaatgtctg aggttatcag gcagcggata ccatagccat cacgcacgtt gaacgctttc
  4178401 agctcttcgc cttgattgcc catataaatc aggccatcgg acataacacc gtcgacatca
  4178461 caaatcagta gacgaatgtt tgctgcacgt tgtattacgt catcggccac tggcccgtag
  4178521 catgtgtcta tatatgcggt gttgctcatt aactcttacc cttcttactt gaagttgcag
  4178581 cgttgttagc ggcactcatt cacccgaatc actgactggt gtcagctcat cgggattcat
  4178641 tcgtttgctg cctagctgcc acaccaagta ctttgggtaa acccttctta cttgaagttg
  4178701 cagcgttctt gaagttacaa cattggtagc ggcactcact cacccgaatc actgactgat
  4178761 agcattgttc gcggcgctca ttgactcaac taaactgtca gacaacaccg gctctcagca
  4178821 tatcgtgcat atgtacgaca cccagtaatt ggtcaccatc agcgacgagc aacgcagtga
  4178881 tatggcgtga ctccatcaga ttgagcgcgt ccaccgccaa tatgttcgga gggactcgaa
  4178941 tacccccgcg agtcatgacg tcagcaattt ttgcattatt cagatcaatg cccatatcaa
  4179001 atacccggcg caagtcaccg tcggtaaaga tacctttaat cctcattgaa tcgtcacaaa
  4179061 taacggtcaa acccagactt ttccgagtaa tttctagcaa ggcatcacgt aatgatgcat
  4179121 cagggctgac ggtggggatc tccgtacccg tatgcataat atcgctgatc cgcagcagca
  4179181 acttacgccc cagcgcgcca cctgggtgag agagtgcgaa atcttcctgc gtgaaacccc
  4179241 gtgctttgag caaggctacc gccaacgcat cccccataac cagtgttgca gtcgtactgg
  4179301 tggttggcgc tagccccagc ggacaggcct cttgtggcac attaatgcac aagtgaatat
  4179361 cggccgcttt acccatggtg ctctcagggt tactgctcat gcaaatcaac agaattttct
  4179421 ggcgcttaag cacggggatc aacgtgagga tttcgttgga ttccccagag ttagagatag
  4179481 ctaatacaat atcttgtggc gtgatcatgc ccaaatcgcc atggctggct tcaccaggat
  4179541 ggacaaaaaa tgcaggtgtg cccgtgctgg cgaatgtggc tgcaattttg cagccaatat
  4179601 gaccagattt gcccattccc atcacgacga ctttgccgtg gcaacgaaaa atggcctcac
  4179661 aggctctgga gaaatcctcg tttatgtatt gatcgagttg agccagccct tcgcgttcaa
  4179721 tctgaagtac ctgcttacct gcctgctgga aatccacgcc cggctgtaaa tcaaaagtag
  4179781 acatacttaa tatccgccca atgttggtat taccgtcatc tttcacgctg taggtgtgtt
  4179841 ggttgctttc gctccaagcc ttcctgagca ttgaaattta tagggaaatg tattttacag
  4179901 cgcacttatg ggagcaaaaa acaacaccgc aagataagtg ataaacccac ataataacag
  4179961 agcgcctgcc agatgaccga ttcgatgttt acggcccagg caaagaaggg tgaacaccac
  4180021 actgaccgcg agcatcaccc aataatcacg ctggaaagcc tcgggattga tctcaccggg
  4180081 tgacagcagg gctggcacac cgagtacaat cacaatatta aaaatgttgg agccgatgat
  4180141 attaccgaca gcgatatcat tttcaccttt caacgcaccg gcgatgaagg tagccagttc
  4180201 aggcaaactg gtgccgatag cgatcactgt cagcccaatg accaactcgc tgacaccggc
  4180261 cacccgggca atgaccgtcg cattatcgat aatcatcttg gcggagagcg gtaaaataat
  4180321 gaaggctaat acgagccaca acaacgccac ggtagtgcta ctatcttgtg gtaattcaga
  4180381 tagttgttca cgggttaaga tatcattccc ttccgcatga gccaggcgtg cgattttgag
  4180441 catcagaaca ataaaagcgg cagcagccaa gagcaagatg acaccatctc cgcggctgag
  4180501 gtggttatct gccagcagaa aaccacataa cgccgtgacc acgagcatca gtggcaactc
  4180561 ccgccgcaga atctctgagc gtacaatcag cgggcgaata agtgccgccc ctcctacaat
  4180621 cagcaatagg ttggtaatat tggagccgag cacattaccc accgccatat ccgtttggcc
  4180681 attcaatgcc gctgtaactg aaacaatgag ttccggtagc gatgtaccaa taccgacgat
  4180741 ggtcatcccg ataatgagag gggggacccc aaaagaacgg gataacactg cggcaccgta
  4180801 aactaatcga tcagcgccat acactaataa aaccaagcca atgattaata gtgttatcgc
  4180861 aagaaacatg cagagtcctt tattaggtat aatcccaatg cgttggcaaa ggttgtccgt
  4180921 aggcagaagt gattaaaaaa tatactttca atctctttgt tgtttacccc ctaattttga
  4180981 ctgtgagtat cagaaaagta aaacagatgg caactttggc gacgaaaaag cgttaataag
  4181041 ttgccaaaat gcttctgact acgcttgtca ccgtcatttg atgtagcatt aacggacgga
  4181101 tcagtcgtaa aaggccttaa gggatgaata ataatgaaac aactggcatc gaatgtgatg
  4181161 aatttgatag agatccgtgg gatgagtttt acccgtggtg agcggctaat atttgcggac
  4181221 atcaatatga ccgtcccccg cggcaaagtg accgcgatta tggggccttc ggggattgga
  4181281 aaaaccacac tattgcgtct gattggtggg caattggcac ccgataccgg tgaaatttgg
  4181341 ttcgatggtg ataatattcc agcactttcg cgtcagcgtt tgtatgatgt tcgcaagaaa
  4181401 atgagcatgt tgtttcagtc tggggcctta tttaccgatt taacggtatt tgagaatgtg
  4181461 gctttccctc tacgtgaaca tagccgtttg cctgaagagt tgctgcacag tacggtgatg
  4181521 atgaaattag aagctgttgg gttacgtggt gcggccaact tgatgcccgc agaactgtcc
  4181581 ggcggtatgg cacggcgtgc ggcattggca cgagcgatag cccttgatcc tgaattaatc
  4181641 atgtttgatg agccttttgt cggccaagac cctattacca tgggggtgct agtaaaactg
  4181701 attgatgagc tgaatcatgc gttaggggtc acatgcgttg tggtttccca tgatgtgcca
  4181761 gaggtgctca gtattgctga ttatgcttat atagttgctg atcagcatgt tatcgcagag
  4181821 gggacacctg agcagttgca aaccaatagc gacatgcgcg tgcgccagtt cctcgatggt
  4181881 attgccgacg ggccggtacc tttccgcttc cccgcaggcg attataaaac cgagttgtta
  4181941 tacccaaagt aattggcgtt gcagccaggt aacaagcgaa cgacaaattg gttataaacc
  4182001 atgttgaacg gcgcttgagc tggcccgcag gggagcctct ggtgaggcac ataatcccga
  4182061 tgaacttatc tataagtaaa atctactaca ggtaatggat tcaggtgagt gaacatagcg
  4182121 aatcccccta tagcatcaaa cactaagggg atgggctgat ggagtattca tgttagtaaa
  4182181 gtcgttagca tctttaggtc gccgaggaat taatgtttgc gcctcatttg gtcgcgcagg
  4182241 cttgatgctg ttcaatgccc ttgtcgggcg gcctgaaccg cgcaaacaat ggccattatt
  4182301 aatcaaacaa ctgtacagcg ttggggttca atccctgttg attatcgtgg tctccggttt
  4182361 gttcatcggt atggttctgg gtttacaggg ctttttgatc ctcaccacgt acagcgcaga
  4182421 ggccagcctc ggcatgatgg tttctttatc actgctgcgt gaattggggc ctgtggtcac
  4182481 tgcgttactg tttgcggggc gagctggttc tgccctgacc gcagaaattg gcctaatgaa
  4182541 agccactgaa cagatctcaa gtctggaaat gatggctatc gaccctttac ggcgagtggt
  4182601 tgcgcctcgc ttctgggccg gtctgatcag tatgccattg ctgacagcta tttttgttgc
  4182661 tgtgggtatt tggggcggtt cagtggttgg cgttgattgg aaagggatcg acagtggttt
  4182721 cttctggtca gcgatgcaaa atgcggtgga gtggcgtaca gatttactga attgcctgat
  4182781 taagagtctg gtatttgctc ttaccgtgac ttggattgcg ctgttcaatg gttatgatgc
  4182841 ggtcccaacg tctgaaggga ttagccgggc aacgacacgt actgtagtgc attcgtcact
  4182901 ggcggtattg ggattggatt ttgtgctgac agcactgatg tttgggaact gagtcgatgc
  4182961 aaacgaagaa aagtgaagtc tgggtaggaa tgtttatact gattgctatt ctggcagtca
  4183021 tatttctctg cctaaaagtt gcagatatca agtcagtggg caatcaaccc acttaccgta
  4183081 tttacgcgaa ttttgacaat attggcggct taaaaaacca ctctcctgtc aaaattggtg
  4183141 gcgtagttgt ggggcgggtg gcggaaatca ccttggatac caagaactac acgccacgcg
  4183201 tcgcgataga tattcagcaa cgctataacc acatcccaga taccagctca ttggctgtac
  4183261 gcacatcggg tttactgggc gaacaattcc tggcactgaa tgtgggtttt gaagatccgg
  4183321 aaatgggcac cagtattttg aaagatggcg gcaccattca agacaccaag tctgcattag
  4183381 ttctggaaga tctgatcggc cagttcctgt acaagagcag cggtgatagc ccggcagtaa
  4183441 gtgaaacggc tccggcaact gaaactgcag ctccacaggc tgcggtacct tctcttcccg
  4183501 ctcaacatcc ttaagagggc atctgaatgt ttaaacgtct attcatggtc gcattgttgg
  4183561 ccatagcacc actggttcat gctgtcgatc aaagcaaccc ttatcgtctg atggatgagg
  4183621 cagcgaagaa aacctttacg cgtctgaaaa atgagcagcc taagattaag caaaatccag
  4183681 attatctccg caccattgta cgcgaagagc tgttgccgtt tgttcagatc aaatacgccg
  4183741 gcgcgttagt actgggtagc tattataaag atgctacacc tgcacagcgt gaagcgtatt
  4183801 tcaatgcatt cggtaaatat ctggagcagg catacgggca ggcattggcg ttgtatcacg
  4183861 gccaaactta cgatgtggca ccagaccagc ctttagggga tgccaacatc gttgctatcc
  4183921 gcgtcaccat tctcgatcca agtgggcgtc cacctgtccg gttagatttc caatggcgta
  4183981 aaaatagcca aaccggtaac tggcaggctt atgacatgat cgccgaaggg gtgagcatga
  4184041 ttagcaccaa acagaatgaa tgggcctcta tcctgcgcca aaagggtgtg gatggtttga
  4184101 cccaacaatt gctgagtgcg gctaaacagc caatcacctt agataaatag tcattttaga
  4184161 taaattatag ggataaacag tcattatggc gggtgagcta agctggcagt ctctgcagga
  4184221 aacactggta ctgcaaggtg aactggatcg tgaaacgctg ttaccgcttt ggcaacagcg
  4184281 tgaaaccttg ctggcagata agagccgtat tgatgttagc caattacaac gagtcgattc
  4184341 gtctggtctg gctctgttag tgcattttcg cgagttacaa agccagcgcg gccattctct
  4184401 ggagattatc ggtatcagta accggctggc aacgttgatt gaattgtaca acctccagca
  4184461 gataattcct gtggaaacgg ccagttagca tcgctgtagt gttaagtccg aaggtaagat
  4184521 aatcaagctc ctgtgcataa tggcatcaca ggggcttttc tttagtttca gagcttgccg
  4184581 tattccacta atatgtttgc ctgattatga tcctcttaaa atagaatgaa tcttatggat
  4184641 actaacgaaa ttaaagacgt gctgatgaat gcattggcat tgcaggaagc tcatgttacc
  4184701 ggtgacggta gccactttca ggtgattgta gtgggtgagt tatttgccga catgaaccga
  4184761 gtgaagaaac agcaggctgt ttacgcgcca ttgatggaat atatcgccga taaccgtatc
  4184821 catgccttat ccattaaggc ctatacgcca caagaatggc agcgggatcg caaactaaat
  4184881 ggcttttaag gctgttggct aaacgctgtt tactgtgatg gtaatttact gtagtagtca
  4184941 tttactgtgg tagtcattta ccgttagcag taaacagtgg ctgaggcggg cagcgaattc
  4185001 gaatttgaca acaagatttg acaacaacca agagtggtca caatggataa gtttcgtgtg
  4185061 caggggcgga ctcgcctgag cggtgaagtc actatttccg gagcgaaaaa tgctgcgtta
  4185121 ccgatattgt ttgcagcatt gttagcagaa gagccggtag agctacaaaa tgtcccaaag
  4185181 ctaaaagaca ttgataccac cattaagttg ctcagccagt taggcactaa aattgaacgt
  4185241 aataatggtt ccgtttttgt tgatgccagc gctgttaatg agttttgtgc gccttacgat
  4185301 ttagtgaaaa cgatgcgtgc ctctatttgg gcgttggggc cactggttgc ccgttttggc
  4185361 caaggtcagg tttctttgcc tggtggttgt gcgattggcg cacgtccggt tgatttgcac
  4185421 atcacgggtc tagaacaact gggtgctgaa atcaagctgg aagaaggcta cgttaaggcc
  4185481 tccgttaatg gccgcctaaa aggtgctcat atcgtgatgg ataaagtcag cgtgggtgcg
  4185541 acggtgacta tcatgagtgc ggcaacactg gcggaaggga cgaccgtgat tgaaaatgcg
  4185601 gcccgtgaac cagagattgt tgatacggcg aacttcctga atacgctggg tgctaaaatc
  4185661 agtggtgccg gtactgaccg cattaccatt gagggggtta cccgtttagg ggggggcgta
  4185721 taccgtgtgc tacctgaccg catcgaaacc ggtactttcc tggttgccgc agccatttca
  4185781 ggtggcaaag tggtgtgccg ccaaacacgc cctgacacgc tggatgctgt cttggctaaa
  4185841 ctgcgcgaag caggtgctga tattgaagtc ggtgatgatt ggatcagtct ggatatgcag
  4185901 ggtaaacgcc ctaaagccat tacctttcgt accgcgccac accctggctt cccaacggat
  4185961 atgcaggccc aattcagttt attgaatctg gtggctgaag gaacgggtgt catcactgaa
  4186021 accattttcg aaaatcgttt tatgcacgtc ccagagctta ttcgaatggg cgcacatgca
  4186081 gaaatcgaga gcaataccgt gatttgctat ggcgttgaac aactttctgg tgctcaggtt
  4186141 atggcaaccg atttacgtgc ttccgccagc ctggtattag ccggttgtat cgctgaaggc
  4186201 gtaacaatcg ttgaccgtat ttatcacatc gatcgtggct acgaacgtat tgaagataaa
  4186261 ctgcgggcgc taggtgcgaa gattgaacgc gtgaaaggcg agtaaatccg cagatcgaca
  4186321 gaaagctgat cgctaaaaag cggatcgtgt tcggtaaata aaaatgccag ccggtgattg
  4186381 gggctggcat tttttatgtt tatattcatc ggcgtcaagg tacccattat tctttataca
  4186441 tacccgtcat accgttaagt gacacgggta ttggctgctt gcgcgttaat ctgctgcttg
  4186501 ggtggtcagc atctcattct gatcgagttc agtgatggtg atttgaaccg ctatctgctg
  4186561 accattacgt aatagtaaaa caggaatggt cgtaccaggg cggacttctg cgacctgatc
  4186621 catagtttcg atcacggagg ttgccggttt attattcacg ttaagaatga tatcgccaac
  4186681 gtgtattcct gcctgggccg ctgggccgtc tggtgaaact tttttgacct taataccgtg
  4186741 tacccgatct gagccattat cgttagcatt aaacggtggg tactcctcgc cggtaatacc
  4186801 gatataacca cggatcaccc gcccatcacg gatcagtttt tccatcactt tcgttgccag
  4186861 tgctgttggg atcgcaaagc cgatgccttc cggtgtttcg ccattattgc ttttatcaaa
  4186921 tgagagcgtg ttgatcccca ttagctcgcc aagggtgttg accagcgcac cgccggaatt
  4186981 accctgatta attgatgcat ctgtttgcag gaaattttgc cgcccggaag agcttaaacc
  4187041 aatacgcccg gttgcactga taatcccctg cgttactgtc tgcccaaggt tataagggtt
  4187101 accaattgcc aacacgacgt caccaatatg tggtgtgcgg ttaatattaa tggggatcac
  4187161 cggcaggttt gttgcgtcaa tctttaggac ggctaaatct gtcagattat ctgaaccgac
  4187221 caataaagct tctgagatac ggccattttg catggcgaca atgatctgtt ctgcatcatt
  4187281 gataacgtgt ttattggtaa ggatatagcc cttatcgctc atgatcacac ccgagcccag
  4187341 cgtgcggatg gctaacccct gctgtgtagc gctcaggctc cggttataga cattgaccac
  4187401 cgccggtgcg gcacgacgta ctgcttggtt ataactggta ggaacctctt catttacgtt
  4187461 attgcttttt ccagagaata aataacctgg gctgcggagc atgggtaggg caaccagcag
  4187521 aataccggca acaattagcc ccaaaataat agaacgcaat agcttaagaa acatgaggtt
  4187581 taaggcataa atgaatgggt gaaaaggaga atagcatgag ttaggcggac acagcatcgt
  4187641 gctgtgtccg atttttgtgc ccagaaaacc cccagctagg ctgggggttc agtaaagctt
  4187701 tcagctttgg gtcagttata aaaacccctt ttgatttgtt aaaacagttt gcggtctggc
  4187761 aactgcaaat gttcaacaag aaatcaaaag ggggtcccaa tgagggatga aaagagctta
  4187821 gcgcacaccc gatggaactg taaatatcat atagtttttg cgccgaagta ccgaaggcag
  4187881 gtgttctaca gggaaaaacg cagagcgatt ggcagtattt taagaaaact gtgcgaatgg
  4187941 aaaaacgtga atatcctgga agcagaatgc tgtgtggatc acatccatat gcttctggag
  4188001 atcccgccca agatgagtgt ctcgggattt atggggtacc tgaagggaaa gagcagtctg
  4188061 atgctttatg agcagtttgg cgatttgaag ttcaaatacc gtaacaggga gttttggtgt
  4188121 cgagggtatt acgttgatac ggtagggaaa aacacggcca ggatacaaga atacataaag
  4188181 caccaattgg aagaggataa aatgggtgag caactctcga tcccgtatcc cggtagcccg
  4188241 tttacgggcc gtaagtaatc catagatgca aatgtcagat cgcgatgcgc ctgttagggc
  4188301 gcggctggta acagagcctt ataggcgcat atgaaaaacc tccggctatg ccggaggata
  4188361 tttatttctg caaattagcg gattaataag taaatattat cttcaccacg cacgatattc
  4188421 agtgcaatca cggcaggttt ggcttcgatg gctttacgca actcagcaat atccttaacc
  4188481 cgttcgcggt ttacggcaat aatcacatca tctttttgta agccagattg tgcggctggc
  4188541 gaacctttag tgacgctatc aactttgatc cccttactac cgtctttgag ctcaccgtta
  4188601 ctcagggatg cgccctgtaa tgatggcgat agattttcag cgctggtgga tgttgagcta
  4188661 ctgttatcca gcgtcaccga tacttccagt ggtttccctt cgcgcagtaa accaatttta
  4188721 atggttttgc ctggccccgt tgtcccgact ttggcgcgca attcagcaaa gctgctaatc
  4188781 tttttcccat caacggaaat caacacatca cctggtttga tcccggcttt cgctgccgct
  4188841 gattttggca gcacttcact gacaaaagcc ccacgctgag catcaatatt aaaggctttc
  4188901 gcaatgtcag ccgtcatctc actaccacgg ataccgagca gcccacgttt cacttcgcca
  4188961 aactcgatca actgctggct gaggttttgt gccatgttac ttgggatagc gaagccgata
  4189021 ccgatattac cgccacctgg cgcaaggatg gcggtattaa ttccgatcag ttccccatcc
  4189081 agattcacca gagcaccgcc agaattacca cggttgattg aggcatcggt ctggataaag
  4189141 ttttccagcc cttccagatt caagccacta cgacccagtg ctgaaataat acctgacgtc
  4189201 gcggtttgcc ctagaccaaa cgggttacct acggcgacag caaaatcccc cacccgcagg
  4189261 ttatcggaat ctgcaatttt gatcgcagtc agatttttag catccgttaa ttgcagtaaa
  4189321 gcgatgtcgg tttgttcatc acgacccaac aattttgcat cgtattcacg accatcattc
  4189381 agctgaacac gaattttatc ggcattattg atgacgtgat tgttggtcag gatgtagccc
  4189441 ttctcagcgt taataataac gcctgatcct aagccttcga atggccggct gctctctttt
  4189501 cctgatggtg cattcgggcc aaagaagaat ttaaactctt ctggcaagcg ttgttgctgt
  4189561 gcctggctcc cagagacatg aacactgaca acggcgggta atactttttc cagcattggt
  4189621 gccaggctag gtaacgtttg tccggcgacc gccgcaggca gtgctgctgc actcaccata
  4189681 ggaacagaag cgagacctaa gccgacgctt attgctagcg cactaagaag taatgatgtt
  4189741 ttcttcattg atttaaactc tctcaatacc taacggtgaa tgaatagggt ggatgacgct
  4189801 cactagtctg tataaattca gacccgtaaa tagcaaaaaa attcgctcat ttcaaaagga
  4189861 tagtattggt ctaaaagtaa acacccttga tgtcgtttga tataagggcc gcgttacagc
  4189921 aattcaagga gaggcaagta tagaagtgta aatgtagtga gttgcggtgg aacggagatg
  4189981 tgccccaccg cagtgagtat agatgtttaa acacaagctt aatcgcgatt ctggtgttcc
  4190041 gggcgtaata aaccagatgc gccttcagag taatcacgag gtggtagttt aacgggtgcc
  4190101 tgatcattat ccgcttcgga ttctgtcaga cggtaacgga acggattatc ctgtaatggt
  4190161 aagtccggta ataagttatt ggagcttttc gccatatgtt gataaagctg acgataatca
  4190221 cgggccatgt tatccagtaa ctcggcactc cgtgcgaagt gcccaaccag ctcttgacga
  4190281 tactcttcca aatctgtttt gctcttctcc agctcatttt gcagcacttg ttgctgacgc
  4190341 aatttgcggt tgccaaagcg catagccacc gcgccgatca caacaccaac aaccaatcca
  4190401 ataagcgcat actcccaggt catgatgact ccttttttga cttcattgtt cagcagaact
  4190461 ttttcactta ataataccca ctataaccgt taaccttgtc tgagtggaat cctgatgcaa
  4190521 tgttacctct ggttatcagg ttttttccgc aattgcggag tcggtaaatg ctacgatttc
  4190581 ccgaaaaatc agtaagaaag cgtagcgaaa agtcgataac tattttatca gggattgcgg
  4190641 ataaacatgc aacagagttc acctataacg ctttatcagc aggcacttga tgccggcggc
  4190701 tatcaacctg atgatgtgca gcggcgtgct gtagcacggc tagagacaat ttatcaggcg
  4190761 ctaaatcagt accaaaatgt ccctgcggcc agtgcaagtt tacgcaaccg cctgggccgt
  4190821 ttatttggga agccagctcg acgaccaccc gtaagccccg ttcaggggtt atatatgtgg
  4190881 ggcggtgtgg ggcgggggaa aacctggctg atggagctgt ttttccacag tttgccgggt
  4190941 gagcgcaaac tccgcctcca ttttcatcgt tttatgctgc gggtacatca agaactgacc
  4191001 gagttacaag ggcatgaaaa tccattggaa attgttgctg atggtttcaa ggcccagact
  4191061 gacgtactgt gttttgacga gttctttgtc tcggatatta ccgatgccat gttgttggca
  4191121 acattattgg aagcgctatt tgccaggggc atcacactgg tcgcgacgtc taatattccg
  4191181 ccagataatc tgtaccataa cgggttacag cgcgggcgtt ttttacccgc tatcgcctta
  4191241 attaagcaac attgtgaggt gatgaacgtg gatgcgggta tcgattatcg tttgcggaca
  4191301 ttgactcagg ctaatcttta tctgaccccg ttaaattcac agaccgaaca agcaatggca
  4191361 gcgattttcg ttaaacttgc ggggaaagaa gggggaaagg caacggtgtt ggaggtgaat
  4191421 caccggcctt tgcctgcgat ttgtgtggct gagggggtgc tggcggttga tttccataca
  4191481 ttgtgtgaag aagcgcgcag tcaactggat tatatcgctt tgtctaagcg ctatcacacg
  4191541 gtattgctcc acaatgtccg ttgcatggcg gcccgcgatg agaacacggc acggcgtttt
  4191601 ctggccttgg tagatgagtt ttatgaacgc cgggtgaaac tgattattgc ggctgaagcc
  4191661 tcaatgtttg agatttatag cggtgagcgc cttaagtttg agtaccagcg ttgtttatcg
  4191721 cgattacaag agatgcaaag cgaagagtac ctttctttac cccatttacc ttaagggcta
  4191781 ttgcgccaca atggttcact tttgggcggc ttaaatgcta ttctatggcg ggcgacattt
  4191841 gtcgtccgta cttaacatgt ttaatttata cctttctcgt gaaaaacagt tcgatcttta
  4191901 acgccgactt ctctataatc ttgcgacccc acgttacaac aaagtttttt tcccaaaaac
  4191961 tttgatagtg ccagcattgg ctattcgaag gggtaggttt gctggactga tggtcgtgtg
  4192021 agcctcaact gtttttgaac gtttgggtgt tcaccaacgt gtaacttatt aattgggtaa
  4192081 gcttttaatg aaaactttca cagctaaacc agaaactgta aaacgcgact ggtatgttgt
  4192141 tgacgcgagc ggtaagactt taggtcgcct cgctactgaa ctggctcgtc gcctgcgcgg
  4192201 caagcataaa gcggaataca ccccgcacgt tgatactggt gattacatca tcgttctgaa
  4192261 cgcagaaaaa gttgctgtaa ccggcaacaa gcgtacagac aagatttatt accatcacac
  4192321 cggtttcgtc ggtggtatca aacaagcgac ctttgaagag atgattgccc gccgtcctga
  4192381 gcgtgtgatt gaaatcgcgg ttaaaggcat gctgccgaag ggcccgttgg gtcgtgcaat
  4192441 gtaccgtaag cttaaagttt acgcgggtac tgagcacaat catgcggcac agcaaccgca
  4192501 agttctggac atttaatcgg gattatggca atggctgaaa atcaatacta cggcactggt
  4192561 cgccgcaaaa gttcttccgc acgcgtcttt cttaagccgg gtagcggtaa aatcgttatt
  4192621 aaccaacgta gcctagaagt ttacttcggc cgtgaaactg cccgcatggt agttaatcag
  4192681 ccgctggaac tggtagacat ggttactaag tttgacatgt acatcactgt taaaggtggt
  4192741 ggtatttctg gtcaagctgg cgctatccgt cacggtatca cccgtgcact gatggagtat
  4192801 gacgagtctc tacgtggtga actgcgtaaa gctggcttcg taacgcgtga tgcgcgtgaa
  4192861 gttgagcgta agaaagtggg tctgcgtaaa gcacgtcgtc gtccacagtt ctccaaacgt
  4192921 taattttttg cctttacggc atcagattga tggtaaaaac ccggtgtctc accgggtttt
  4192981 tttatgcctg aaaaacacgt acctgccatt ttatacgctc ccttctgggc gttaaactgt
  4193041 tgtcggatag acaattcatc atgaaatcgc agcaccatcc ccacaaaaca tgcaaaatct
  4193101 ggtacactac caaccacttt tgtgcctgtt cggcgaactg ttgacgtccg tgtatctccc
  4193161 tggctgaatt cttatctcgt ccaaggctca tttacggtac agcggtcgag attgcgaacc
  4193221 ggtggtaaaa cgacccagga tagcaaccta accgtgggct attcgcactg ttttctagat
  4193281 aaacttggag gttttcatgg ctgtcgctgc caacaaacgt tcggtaatga cgctgttttc
  4193341 cggcccgacc gacattttta gccatcaagt acgtatcgta ctggcagaga aaggtgtcag
  4193401 tgttgagatt gagcaggttg aagctgataa cctgccacag gacctgattg acctcaaccc
  4193461 ctaccgtact gtccctactt tggttgatcg cgagctgacg ctgtatgaat cccgcattat
  4193521 catggaatat ttggatgagc gtttccctca cccaccattg atgccagtct atcctgttgc
  4193581 tcgtggtagc agccgcttga tgatgcaccg tattgagcac gactggtatt ccctgctgta
  4193641 taaaattgag caaggtaatg cacaggaagc tgaagcggca cgtaaacagt tacgtgaaga
  4193701 gttactgtcc atcgcgccag tctttaacga aacacctttc tttatgagtg aagagttcag
  4193761 tctggtcgat tgttacttag ctccgttgct atggcgttta ccggtgttag ggattgagtt
  4193821 cacaggggcg ggctctaaag agctgaaagg ctatatgact cgcgtctttg agcgtgatgc
  4193881 gttcttggct tcactgactg aagctgaacg tgaaatgcat ctgaaaactc ggagctaatt
  4193941 gtcatggaga tgtcggatat gtctccgcgc cgcccttact tgttgcgcgc attttatgag
  4194001 tggttgattg ataatcaact tactccacat ctggttgtgg atgttacccg tcctggtgtt
  4194061 tcagtgccga tggagtttgc ccgtgatggg cagattgtat tgaatgtggc accgcgtgcg
  4194121 gtgggtaatt tggaactgag caatgatgat gtccgtttca atgctcgttt cggtggtgtt
  4194181 cctcgtcagg ttaccgttcc tattgctgcg gtaatggcga tttatgcgcg cgaaaatggc
  4194241 tcaggtacga tgtttgagcc agaagcggct tatgatgctg atgctgatgg taattttgag
  4194301 ggcatcgaag gaaaagagaa cgagacagca ccgactgaga gcttgatgtt ggtaacagat
  4194361 gatacccgcg ttgagcagga tgatgacaat tcaccggatg ataagccgcc gcaaccgcca
  4194421 cggagtggtg gccgcccggc attacgcgtg gttaagtaat tttcgcggtt cggataaata
  4194481 caggctctat ctcttcaggg cggcgttagc cgcccttatc gtttctgttt tgtgcgggaa
  4194541 tcttgattag ctggctgttg gtagcgtttt ttcgtttact tgatggctgt ttttcattta
  4194601 cttgataatt gctacgacag ttttttgagc tcagccaggc agctatcacg tgggcctgcc
  4194661 atgtcactgt tcttgatggt caataatgtc cgtgacgctc gctgctggaa gttggctttt
  4194721 gcctcactgt ctttgacatc tatcggtgca gtgcaaacat cggataatgt taatatttta
  4194781 ctgccactga ctgcttttaa taccgctgcc gggttataag tcagggcaga ggagagggca
  4194841 gatttcaccc cttcagtaaa cttcggatta ccggcactgg ctaatttggg tgccatagca
  4194901 atccagttat catcaccaag cttaatatta ttctcaaccg ctggcagttg ccccgatttc
  4194961 tccagttcgg caaccactgc acgtgcgccc cgcgcctcaa tattgtagcc aacttcttga
  4195021 taatttagag acattgcgaa tgcgctgcta ctcatcgcca gtaatccgcc aacaataaaa
  4195081 ggtaagtgaa atttcataac agattatcct ttatttaaag caaagtgtga cagtatatgc
  4195141 cagttgtgag gggcttgcac ttaacaacca agccttcact atagcgctat cgtggataaa
  4195201 atactgaaaa taaggctatt tgatattgtt acaaaatctt gggtaatgtc catcctactt
  4195261 caagccgcct aggcgttgac cacctgcgtt tccccaatca tttattgatg tccataggcg
  4195321 tgcagaatgc atgtacgcta taaatgtatt cacttaatga gagtgtgtga ttgagaagta
  4195381 tgtggaaact cagaagtgga aatgagggaa tagacgtgta caacaatagg tgtatacaac
  4195441 aatagacgtg cataaataaa tagaataaat agaaagggcg ggttctgtga attgaacccg
  4195501 ccctagcgtt tattgaatga tttggggatc taccgcatta gacttccaga taattcatga
  4195561 tgccgtctgc ggctttacgg ccttcggcaa tggcggtaac cactaaatcg gaaccacgga
  4195621 caatatcgcc gcccgcaaag attttcgggt tactggtctg gaaggcatta tcagtgcttt
  4195681 ccggtgcaat cacccggcct tgcttatcca gcttcacatc gtgagcggcc agccattcca
  4195741 tactgtgtgg gcggaaacca aatgccatca ctacggcatc tgctggcaat acatgttctg
  4195801 agccagggat ctgttcagcc atgcgccggc cctgtgcatc tggcgcgccc aactgggtgc
  4195861 ggaccattct gacaccacag actttgccat tgctgttcac ttcaatgctt aatggttgca
  4195921 ggttgaattt aaattctacc ccttcttcac gggcgttttt cacttcccgc ttggaacccg
  4195981 gcatattcac ttcatcgcgg cgataggcgc aaaccacatc ggttgccccc tgacgaattg
  4196041 aggagcgcac acagtccatt gcggtatcac cgccaccaag caccacgacg cgtttacctt
  4196101 gcatgttgat atacggttcg tgagccgtcg cttcatagcc cattagctgt ttagtattag
  4196161 caatcaggaa aggcaaggca tcatatacac cgttagcctc ttcgttttcc aaaccaccac
  4196221 gcatagattg gtaggtccca acccccagga acacggcgtc gtaatctttc agcagtgctt
  4196281 ccatggtgat gtctttgcct acttcagtat tcagttggaa ttcaattccc atctcggaga
  4196341 agatcttacg gcgtttaatc atcacttctt tttccagctt aaacgctggg ataccgaagg
  4196401 tcagtaaccc cccaatttct ggatggcggt caaagaccac agcctgaaca ccgttacgtg
  4196461 ctaatacatc agcacaggcc agcccggcag ggccggcccc gatcacggcc acacgtttac
  4196521 cggtagggtg aacatgtgac atatccggtt tccagcccat cgcaatggct ttgtcactga
  4196581 tataacgctc gatgttgccg atggtcacgg caccaaattc gtcgttcaga gtacaagatc
  4196641 cttcacacaa gcgatcttgt ggacaaacac ggccacagac ctccggtagg ctgttcgttt
  4196701 ggtgtgccag atcagccgct tccataatcc gcccctcgtt ggccagtttc agccagttag
  4196761 ggatgtagtt atgaaccggg catttccatt cacagtacgg attgccgcag gacaggcagc
  4196821 gatcggcctg tgctttggct tgtgtttctg agaatggctc gtaaatttca acaaattcaa
  4196881 ttttacggat cttcagcggt tttttaggcg gatcgacgcg ctgtaagtcg ataaactgat
  4196941 aaacgttctg actcatatca actccttact gcgcttgaac ccgcagctca gctgcggaac
  4197001 ggctacggtg gcccaacagt gctttcacat cgctggattt cggtttaacc aaggcaaact
  4197061 tggtcaccca ttctggccag ttagccagaa tctcttcgcc acggctagag ccagtcaact
  4197121 gaacatgttc agtgatcagc ccgcgcagat gttcttcatg gatagccaat tgctcgacat
  4197181 ccagcacttc taccagttca gggttaacac gtttacggaa ttcaccgtct tcatcgagaa
  4197241 cataagcgaa gccaccggtc ataccggcac caaagttaat cccagtacgg cccagaacac
  4197301 agacaatccc gccagtcata tattcacagc cgttatcacc gataccttca acgacggtga
  4197361 tcgccccgga gttacgcacc gcgaagcgtt cacccgcccg gcctgcggcg aacaatttac
  4197421 cgccggtggc accgtatagg caggtgttcc caatgatgct cgcttcatgg ctgcggaagt
  4197481 tggaaccgac tggcggacgt accgcgatac ggccaccggc catcccttta ccgacgtagt
  4197541 cattcgcgtc gccagtcagc atcaactcaa cgccaccggc attccacacc ccaaaactct
  4197601 gaccggcagt cccggagaaa tacgctttga tcggatcagt tgccagccct tgatcgccat
  4197661 gtttcgtggc aatcgccccc gacaatgctg cgccgacgga gcggtcagtg ttgcgaatat
  4197721 caaaatagaa cgtcttactt tgtttggctt caatataggg ttcagcttga gacagcaact
  4197781 ctttgttcag taagccttta tcgaacggcg ggttactttc agtacaatac agcgccttgc
  4197841 ccggatgtgg cgttgctgtt ttcagcattg gcgacagatc cagtttgttt tgcttcgctg
  4197901 agatgccatc cagttccagc aacatatcgg ttcggccaat taaatcaacc agttgactca
  4197961 cgcccagttc ggccatgatt tcacgggttt cacgggcgat gaagtggaag tagttcacta
  4198021 cgcgttccgg taagccgtga taatggtcac gacgcaattt ttcatcttgc gtagccacac
  4198081 cggtcgcgca gttattcagg tggcaaatgc gtaagtattt acaccctagt gccaccatag
  4198141 ggccggtacc aaaaccgaag ctttccgccc ccaaaatagc ggctttaaca atatcaacgc
  4198201 cagttttcag gccgccatca acttgcaggc ggatcttatg gcgtaagccg ttggccacca
  4198261 atgcttgttg tgtttcaacc agacccagtt cccatgggca accggcatat ttcaccgaag
  4198321 acagcgggct ggcaccggtc cccccatcgt aaccggcaat agtaattaaa tcggcgtaag
  4198381 ctttggcgac accggtcgca atggtgccga cacccggttc agagaccagt ttcaccgaaa
  4198441 tcatggcttt cggattgacc tgcttcaaat cgaaaattag ctgggccaag tcttcgattg
  4198501 aataaatatc atgatgcggt ggcggggata tcaaggtcac acccggtacg gaatagcgca
  4198561 gtttggcgat atacggcgtg actttatcac ccggtaactg gccgccttca ccgggtttcg
  4198621 ctccttgagc cactttaatc tggataacat ccgcattgac caaatatgcc ggtgttacac
  4198681 cgaaacgacc agaggccacc tgcttgatac gggacacctt attggtgccg taacgggccg
  4198741 gatcttcgcc cccttcgccg gaattagaga aacctcccaa gctgttcatg gcgatagcca
  4198801 gtgattcatg ggcttccggg cttaaggcac cgatagacat tgcagcagta tcaaaacgtt
  4198861 taaacagaga ttcagccggt tcaacttgat ccaccggaat cggagtgcct tgcggtttaa
  4198921 tggctaacag atcgcgcagt gtggcaatcg ggcgctcatt aaccagcttg gcgtacgcct
  4198981 gataatcgct gtattcaccg ctatgaacgg ctttttgtaa ggtactgacc acatctgggt
  4199041 tgtaggcgtg gtattcgccg ttgtggacaa atttcagcaa gccgccttga tccagaggct
  4199101 tacgtttcag ccaggcgcgt ttggacagat tctgtaaatc ctgttggaaa tcactgaagc
  4199161 tggccccgcc gatacggctg acaacaccct ggaaacagag atcagacaaa tcacgatgca
  4199221 aaccaaccgc ttcaaacagc ttggcacagc ggtaagaggc caccgtcgag atgcccattt
  4199281 tggacatgat cttgtacagc cctttattga taccgttgcg ataattgagc atcacatcgc
  4199341 gatacttttt atcaatcgct tgggaatcaa ccagtttggc caatgactca taagccagat
  4199401 aagggtatat cgctgtcgca ccaaaaccga gcagcaccgc gaagtggtgt ggatcacgtg
  4199461 cgctggcggt ttcgacaata atattcgcgt cacagcgtag gcttttgtcc accaaacgcg
  4199521 tttgaattgc accgacagcc atgggggctg gcaccggcaa gcggttaggc gcaatggcac
  4199581 ggtctgatag caccaacata acggcaccat cacgaacttt acgctctgct tcatcacaca
  4199641 gcgacagtac agcttgctcc aagtcattct ctgcgggatt gaacgtcaga tctaaacggt
  4199701 cagcgcggta atgttcccct tccagcgtgg ttaattgctg aaaatcagag taaagcaaga
  4199761 tcggcgattt aaagctcaag cggtgagcct ggccctcagc ttcgcagaag acgttcatct
  4199821 cacggccaat actggtcgcc agtgacataa cgtgtgcttc acgcagtgga tcgatagggg
  4199881 ggttagtcac ctgagcaaat tgctggcgga aatagtcata aataatgcgc gggccgctgg
  4199941 agagcacggc aaatggcgtg tcatcgccca tcgacccggt ggcttcctga ccgttttcac
  4200001 ccagcacgcg aatgatttga tccagctctt cgttgctgta accaaactgc ttctgataag
  4200061 tttccaactg cgaatcatct aactgacggc tccctacctg ctcttccggt aggtcttcga
  4200121 atggcaccag acgcttaacg ttcttctcca tccactcttt atacgggtgg cggcttttta
  4200181 gatcgttgtc tgtttcggcg gaatgcaaga ttttaccgct gcgggtatca atcaccatga
  4200241 gttcgccagg acccacgcgg cctttttcaa ccacttcatc gggctggtaa tcccaaatcc
  4200301 cgacttccga ggcacaggta atcagtttgt ctttggtgat gacatagcgc gcagggcgca
  4200361 ggccattacg gtcaaggtta caggccgcgt agcgaccatc agacatcacg atcccagcgg
  4200421 ggccatccca cggttccata tgcatggagt tgaagtcaaa gaaggcacgc agatcagtat
  4200481 ccatatctgg gttgttctgc caggccggtg gcactaacag acgcattgca cggatcaagt
  4200541 ccatcccgcc actgaggaac agttccaaca tgttatccag cgaactggag tcagagccgg
  4200601 tctcattgac gaagggggcc gcatcctgta aatccggaat taatggcgtt ttaaatttat
  4200661 aggcacgcgc cttggcccat tggcggttac cggcgatggt gttgatttcg ccgttatgtg
  4200721 ccagatagcg gaacggctga gccagcggcc agcgggggac ggtattggtt gagaagcgtt
  4200781 gatggaacag acagattgcc gattcgaggc gcaggtcagc caaatcaaga taaaagcgtg
  4200841 gcaaatccgc aggcatacat aagcctttat agattgtcac cagattcgag aagctacatg
  4200901 cgtagaaatc tttatctgaa atacgctttt caatacggcg gcgtgccaca aacaggcgac
  4200961 gttccatatc acgcgaacgc cagcccgcag gggcgttcac aaaaatttgt tcaatccggg
  4201021 gcagggagga gagagcgatt tcaccgagta catctgggtt cgtcggcact tcacgccagc
  4201081 cgacaatcga cagcgtttca ttttgcaatt cttcttctac aatgcggcgg cttgccttgg
  4201141 cgagttcttc gtcctgactg agaaacatca tacctacggc atagtttttg gccaaacgcc
  4201201 acccgcgttc ttcagcgacc atccggaaaa agtgatccgg tttttgcaat aataagccac
  4201261 aaccatcgcc cgtcttgcca tcagcaagga tcgcgccacg gtgttgcata cgggccagtg
  4201321 cgtgtattgc ggtgcgcact accttatggc taggttcgcc ttctatatgg gcgattaggc
  4201381 cgaaaccaca gttgtccctc tcttgggatt gatcatacaa catatcagtg aacctcccca
  4201441 ggctctgtga gactctcaca aaccagctcg taaaggacat attgatatca gacagtgtgg
  4201501 gctgacagac gcgtgctttg cggcaaatct gcttttccgc cctccgccaa tggcctctcg
  4201561 tgatggttct cacaagtggt aaaagacttg ttttaagagg gagtcttaaa ttactgcata
  4201621 attatgacta gacgtttgcc cgtctagaaa gcttccagcg gacttccaac ttagcgagaa
  4201681 agaatacgca ggtcaaatat aagcatgaga tatatcttta tggtaataaa tgctcttatc
  4201741 attatgaata atattgattt atttgcattt tatacctgcc ggctgcttca tgaagcagac
  4201801 acaaatatgt gagctgtctc actatagtgt aatcgtcaaa tctctgcaca atgctagtgc
  4201861 gggtggggat gctagaatta tagactgaat tttttttatt tattagatgt taaaactatt
  4201921 tttcactgat ttgtaataga agcgctaagg gcttggtggg aataagaaaa tttaataatc
  4201981 ggtcaagtgg ttttatttgc atttatgatg aatggttatg caggattgca cccaaaagcg
  4202041 tgggagttga tctctgtcat cgcacacggc atcggcggcg ggttaggctt acccccctta
  4202101 atttgacgtt acagcggtat tcgcggccct cacttatccg gtttactgac ttaattcaga
  4202161 tctgcaggat ttcgttcgtt tgctgcttgg ccgcaacgcc aatggctttg ggtatgggct
  4202221 ctttttgaca ggcagtgcca agatcatgca gttacagcaa ttagtcaata tgtttggtgc
  4202281 ggacttacag cgccgttatg gtgaaaaaat tcataaactc acgctgcatg gcgggttcag
  4202341 ttgtccgaat cgtgatggaa ctctggggcg tggtggttgt actttttgtc aggttgcctc
  4202401 ctttgctgat gagcaaatgc agcaacaaag tatcactcag caactcgcga tacaggccaa
  4202461 aaaagccaat cgagcgaatc gttacctggc ttattttcag gcctatacca gtacttatgc
  4202521 agaggtgaat gcgttagctg caatgtatca acaggcattg tgtgaggccg atattgtggg
  4202581 cctgtgcgtg gggactcgcc cggattgtgt gcccgatgcc gttctggatt tgctgagcag
  4202641 ttatcaacaa caaggttatg aagtttggct cgagctgggt ctacaaacag ctaatgataa
  4202701 aacactcaaa cgtattaacc gtggacatga ttttgcctgc taccagcaaa cggcccgccg
  4202761 tgctcgcgct cgtggcctga aagtgtgttg ccatttaatt gtgggtttac caggagagga
  4202821 tcgggcgcag gggagggaaa ccttggaaaa agtggtcacc accggtgttg atgggataaa
  4202881 actgcatcca ctgcatatcg tggaaggcag tacgatggcg aaagcctggc gggcggggcg
  4202941 cttaacggcg ttggcgttgg cgttggagga ttatgtcctc accgcaggtg aaatgattcg
  4203001 ccatacaccc gcagaggttg tctatcatcg gatttctgcc agtgcgcgtc gccctacatt
  4203061 gctggccccc ttgtggtgtg agaatcgttg gacaggcatg aatgagctga ataattacct
  4203121 actccagcat ggcgtacagg gcaccgcgat tggggatgct tattgctatc gttaagatac
  4203181 ttatcgtaat agctaagaga gtaatcgcca tggttaacag acttattgct atggctaaaa
  4203241 tactcattat taccgttgga ggggatatct attggctggt gttatctgtt gtttgcttac
  4203301 tgttcaggtc cataaacgcg ttattcccca aattatctcc ccgcgatttg caatcttttc
  4203361 cacacttctg agtcacctgg cttatctctt tgtggtttta cggtatgatt tatccgataa
  4203421 gcactgacag aggttgctat gaagcaaatc cgggtattag cccagtacta tgttgattta
  4203481 atggttaaat tagggctggt gcgtttttcg ctgctactgg catcggcatt ggtgttattg
  4203541 gcgatggttg ttcaaatggc cgtcaccttc gtcttgcgcg gctctgttga aaccctcgat
  4203601 ctggtgcgct ccattttctt tggtttgctg ataacccctt gggccgtgta tttcctgtcg
  4203661 gttgtggttg agcaactgga agagtcgcgc cagcgcctgt cccggttggt tgataagctc
  4203721 gaagtgatgc gtcatcgcga tctcgagctg aacaagcaac tgacagaaaa tattactcaa
  4203781 ctgaatcaag agattgttga acgcgaaaaa gcagagaaag cgcatctgca agtggtcgat
  4203841 aaactgaaag aagagatggg ccaccgcgag caggcgcaga ttgagctggg gcagcaatcg
  4203901 gccttattac gttcttttct cgatgcttcg ccagatttgg tttattaccg taacgaagat
  4203961 aatgagtttt ccggttgtaa ccgcgcaatg gaattgttga cgggtaaaag tgagaagcaa
  4204021 ctggtcggat tgacgccaaa agatgtttat gcaccagata tcgccgagaa agtgatggag
  4204081 accgatgaga aagtcttccg ccataacgtt tctcttacct acgaacagtg gctggtttac
  4204141 ccagatggcc gtaaagcctg ttttgaactg cgtaaagtgc ctttttatga ccgagtcggt
  4204201 aaacgacatg ggctaatggg ctttggacgc gatataaccg agcgtaagcg ctaccaggac
  4204261 gcgctggaga atgccagtag ggataagacg acatttatct caacaatcag ccacgagcta
  4204321 cgtacgccgc ttaatggcat tgttggcctc agtcgcatct tgttagatac cgaattagat
  4204381 gccgaacaac tgaaatacct aaaaaccatt catgtcagtg ctatcactct tggaaatatt
  4204441 ttcaacgata tcattgaaat ggataagctg gagcggcgga aagtacagct tgataatcaa
  4204501 cctgttgatt ttactgggtt catggccgat ctggaaaacc tctccggttt actggtgcag
  4204561 ccaaaaggat tgaaattcat tatggaaccg cagttgccat tgccggagaa agtgattgcc
  4204621 gatgggaccc ggctgcgcca aatcctgtgg aacctgattg gtaatgcggt gaaattcacc
  4204681 cagcaaggca aaattgtggt gcgggtacgg cgtgagggta acgaccgcct gatttttgaa
  4204741 gtcgaagatt caggcatggg gataccggaa gacgaacaag ataaaatttt cgccatgtat
  4204801 tatcaggtga aagatcgcaa cggggggcgc ccggccacgg gcaccggtat cggcctcgcg
  4204861 gtatctaaac gtctggcaca gagtatgggc ggtgatatta cggtgaaaag cacgcagggg
  4204921 gtgggttctt gcttcacctt aaccatcaag gcacctgcgg tacaggaagc ctccaacgcg
  4204981 ccgtcaggcg acgatatgcc attacctgct cttcatgtac tgctggtgga agatatcgag
  4205041 ctgaacgtca ttgttgcgcg ttcagttctg gaaaaattgg ggaacagtgt tgacgtggcg
  4205101 atgaatggcc acgatgcatt agccatgttt aaccctgaag attttgattt ggttttatta
  4205161 gatattcagt tgcctgatat gagtgggctg gatatcgccc ggcaaattcg ggcggaatat
  4205221 ggcaagcagt cattgccccc gttggtcgca ttaaccgcta acgttcttaa agataagaaa
  4205281 gaatatttag atgccggcat ggacgacgtg ctgagtaagc cactgtcagt ccctgcactg
  4205341 acggccatga ttaagcaatt ttgggatagt aagccctctt cagcggtaca aaaacaggag
  4205401 cataaagtga tgcaaaccca tgaatcgtta cttgatacca ccatgttgga acaatacatc
  4205461 gatttagttg gcccacagtt gattcaccaa agtctggaga tgtttgaaca gatgatgcca
  4205521 ggttatttgg cggtgctgga ttcaaatatg acggcgcggg accaaaaggg gatcacggaa
  4205581 gaagcacaca aaattaaagg ggcggcaggt tctgtcggtt tacgccacat acagcaactg
  4205641 gcccaacaga ttcagacacc gacattgcca gcgtggtggg ataacgtgca ggactgggtc
  4205701 gatgagttaa aattagaatg gcgtaatgat gttcaggtat tgcgtgagtg ggcagcggaa
  4205761 gttgaaaaaa aataaccccg accgaggccg gggtgcgcga agactgcgcc aacaccaggg
  4205821 aaaacgttaa cctgcgtatt atttcgattt cgagtgaatt cgcaggttgt caggattctt
  4205881 tcatacatca tactagcaac aacatagcaa atgtaagcgc tcttgttaca agattcatta
  4205941 aaatttgtga tagagattgg tctttgttac tagaacgggt taagtgattg acagaggaag
  4206001 ataagggaga aacgagatga aaacagttgg cgtagtgctc agtggatgtg gtgttttgga
  4206061 tggcgctgaa atccatgagt ctgtcttaac aatgctggca ttggatcgcg cgggcgcaga
  4206121 ggttttgttt tttgcgccag ataaacctca acttcatgtt attaatcata ttactggtga
  4206181 gattgttgca gaagaacgga acgttttagt ggagtctgcc cgcattgccc gtggcctgat
  4206241 cacccccctt tctgcggctg atccagaggt attagatgca ctaatcgtac cgggaggttt
  4206301 tggggcagca aagaacctct gcgacttcgc cattaaaggg ggcgaatgtt ccgttgaacc
  4206361 cgatttatat aagttaattc aattaatgca taagtccggt aaaccaattg gattgatgtg
  4206421 tatttctccg gtgatgctgc cgaagctgtt gggcaaaccc attcgactga caattggtaa
  4206481 cgatcccgat acgattgatg ccattgaaat tatggggggg gagcatgtta tttgccctgc
  4206541 tgatgacgtt gtcattgatt tggaaaataa agtggtgacg acaccggctt acatgttggc
  4206601 tggttccatt tcagaagcgg ctaaaggtat tgataaattg gtgacgaaag tcttggattt
  4206661 aactgaatga tctcagtcag acgggggttt agtcagcttt ggtattgggg gaaacggggg
  4206721 gttatcggca ttattgcgct gtggatggcc ggtattctga tttttgcttt tttgccggtc
  4206781 ccgttttcta tggtcatgat cgaaaggcaa ctgggtgcct ggctgaccgg tgatttcgct
  4206841 tatgttgccc actctgattg ggtgcccatg gatgaaattt caccctatat ggcgttggcc
  4206901 gtcatggcgg cggaggatca aaagttccct gaccactggg ggtttgatgt cggtgccatc
  4206961 gaatcagcgc tgtcccataa tcagcgcaat caaaagcgta tccgtggtgc atcaacgctg
  4207021 tcacaacaaa cagctaaaaa cgtgtttctt tgggatggcc gtagctgggt acgcaaaggg
  4207081 ttggaagtcg gattgactgc gggtattgaa ttgatatgga cgaagcgccg tatcctaacg
  4207141 gtttatctga atattgccga atttggtaat ggtatctttg gggtcgaagc tgctgcgcgc
  4207201 cattttttca acaagcccgc cagcaaatta agtgcctcgg aagccgcatt attagcggca
  4207261 gtactgccga atccacttcg ctttaaggtt aatgcgccgt ctggttatgt tatttctcgc
  4207321 caacaatgga ttttgcgcca gatgcaccag ttagggggca aaacgttctt gcaggaaaat
  4207381 acgctggatt gacgctgata ccctccgact ttgatatttc tgcgggagtt tgtcgctctg
  4207441 ggttaaattg cgggctgggg caagctcgtt ggtgttgact caccggctgc ctgtaagact
  4207501 catgatattg ggtatcgatg tggtggataa aaaacgggct tggcggttta gcgctaagcc
  4207561 cgtgataaat cttatttaat cttctttaaa acaggatctt atttaacaat agtgaaggcc
  4207621 gtcgtgacgt gtttaacgcc gctgaccttg ctggctatct gtgccgccga ttgcgcttct
  4207681 tgttgagtga ccaagcccaa taagaagact tcgccgttct ccgtcgtcac tttgacgtta
  4207741 gaggatttaa ctgaatcact ggtgagtagc tgtgaacgta ctttggttgt gatccaggta
  4207801 tccattgatg cagtactcag atcaaccggt ttccccaaac gcatttcgtt gtagacttcc
  4207861 gttacaccat cgacgccaga ggcgatctgc ttagcgcggt tagacagctc cgctgatggg
  4207921 gtttgcccgg ttagcaatac ttttccctga taagccgtga ccacaaatcg tgtttggctc
  4207981 ttgatttcct tatctttgct cagggcatta acgaccctgg cttccagtgt gccgtcatct
  4208041 acctgcgtac cgatggtacg tggatccgtg gcggtttttg tggcaaccgc cgcactaccg
  4208101 acgaccactg cgccgacaca gccctgtaaa agtagggtgc tgaatagcat ggcaaatatg
  4208161 taaccaacct tcattggtgc tcctttaatc gttctgatga ggaaatagag tgttgtcaat
  4208221 taagtcacac aagcaattca ctgtgagcat gtgcagttct tgaaccctgg ctccacggtg
  4208281 tgaaggaata cggatttcga catccaactg acctaacagg ccagccagtt cgccgccatc
  4208341 ataaccagtg agcgcgacaa tggtcatatc tcgggtaact gctgcttcga ccgctttaac
  4208401 aatatcacgg ctattgccac gagtggaaat agcgagcaaa acatccccgg cttggccgag
  4208461 cgcccgtact tgtttggcgt aaacctcgtc atgtaaacga tcgttagtga tcgccgtcaa
  4208521 aacaacatta tcggcattca gagcgatagc gggcagactt ggccgctcgg tttcaaagcg
  4208581 atttatcata ctggcagcaa aatgctgtgc attcgctgca gaagtcccgt taccacagca
  4208641 gagaatttta ttgccgttga gcaatgactg gaccagcgcc atcgctgcac aggatatagc
  4208701 atcaggcaga gcttccgccg ccgcaatctg ggtttgaata ctttcagtaa agcagccttt
  4208761 gattctttcc agcacgttga tttaacccat tcagtaaaat taatataccc gtcatacttc
  4208821 aagctgtatg tgcgttggtg acgctcaata acccgaatca cttactggtc gttgacttta
  4208881 aagtcagtaa gctcatcgga attaatgagc cttatccctg aggcccaccc tgcggacagc
  4208941 ataaatgctg ttcaaattgg ttccagacca atttttctct cgcttgccgt ctgcctgcaa
  4209001 ctcgaattat ttgggtatag ctcggtatca attggaaaat aaacatcaat ccgtattgaa
  4209061 agcgttgggt agccattcta actggttacc ggttatcgcc actacatcaa aacgacagga
  4209121 tgttgtggca aaactggcgc cgcgttgtgc cagccaaaca gcggcggcca gatgtagccg
  4209181 ttgttgcttg cgcggggtga tactggcggc tgcaccacca aacaggtcat tgcgccgaaa
  4209241 gcgaacctcg acgaataccc atgcatcccc atcacgcata ataaggtcaa tttcgcctcc
  4209301 acggaaggca acattggccg cttgaaaaac gagacctgct cgctccagat ggcgacgagc
  4209361 caggttttcg taatgtgcgc cagtatcccg ttggctcatc gatagtccct aaaatcctta
  4209421 atcactcgac aatattttct accacatcat tctctacaac atatgagaag aatgtgactg
  4209481 aattatgcga gtggcaccac cattccctgg cgatattgta accaaggtag cttgcgggtg
  4209541 ataacacaat ctgatgatgc agttaaatca ccggtgaccc ctttgacttg gaagccaggg
  4209601 atttggcgca tttcagaaaa atgatttgcc aatgcccagg catcaatccc catggcgtat
  4209661 aagcgtacca gagaataatc gttagcgtat ttagccgatg cttgttgcag caaagcgggg
  4209721 ttagagccgg ccatcagcgg aatatcacta aactgtatac cttccatttc cagacggtaa
  4209781 tctgggccag cgccagcctg gtagctacgt gaactggcaa acagcgcagg tttactgcgt
  4209841 gaactggttg ccatatcaat cattggctta atcagggtta attcagatgg cgtcgcaatg
  4209901 atatagaccg catcaatgtt accgctcgaa gacgttgaca ctaccggtgc atcgattggc
  4209961 ggtgctggaa tggtcaggcc cgcaatagtg acggaggccg gggcggcggc tacattagaa
  4210021 acgctaacgg gggtaccggt caggcggata ccggcaccac tgttgatgga ttgcttcaac
  4210081 tcagtggttg aaccgaagtt ctgttgtaat accgtttgcc caccttgttt ttgccactcg
  4210141 tcagcgaagg ctttggcaat gcgttcacca agggcaccac gaggcaccag caacagcggc
  4210201 attctttttt gctgttccca caggtgatgc gctgcatcac gggcttcatc ttctggcgat
  4210261 agggcaaagt aacagatgtt tgggctgtta ttactggctt ctggttggtt caacgccaga
  4210321 atattcaatg tgcttggggt ggcactgagt tgctcaactt cgggttttag cagagggcca
  4210381 acgaccagtg ttgcaccatc ttgctgggct tgagccaata gcgctgccag tggttgagtg
  4210441 ttggtatcgt agattttcac ttgggcgttg gtgacgacgg gggggggcac tggggccgga
  4210501 agggtggccg gggtatcatc cgaaacaacc gcagcagtat ccgttgggct gctttccgtc
  4210561 acatttggcg ttactggtac tgaagctgtt accgctgagc cattttgggc ggcagtaaaa
  4210621 ccttgctgga tggcatcggc gaatacttgt gccgggccac ttaatggcag cagcagagca
  4210681 atcttggcgg tggatgcctg gctgaaatta ctgatctgag ttaatgcagt tggcagattt
  4210741 ttcgctgccg ggttttgtgg gtaacgggtt tgccagtctt taatcccggc tttcagtagc
  4210801 tctgggtctt gcttgttatc ttgataaaca cgcagtaaat ccagccagcc ttgcagcaca
  4210861 ttttcgtctg cgttgatcac catggtattt aattcttgtg gtgtcagttg ggacagtgac
  4210921 tgccaagtgc catcaatatt atcttgatgg gctttatctg tcagtaatgg ttcctgagcg
  4210981 ataaatgcac gaatcaatgg cagggtggct ttatcctgat tggcggcaat ttgggcctga
  4211041 tagtagcgta ctttttggtt agctgagagt tgagttgcct ctaatttggc aagaatatca
  4211101 gccgccgctg gcgtattttt ctgcgcgatc aacagttcag ccgccagcaa ttgctgttcc
  4211161 tggcgctgtg tatcgctcag gtttgcaggg agagtgctga gttgttcggc ggcctgaggc
  4211221 acttttgcct cacgtaatag ggcacgaatg gcaagtaatt gccagtcagc cttgttatca
  4211281 tcactgctct gctgcaactg ttgcagataa taatcagagt tagcgcttgc ttcgtcctgt
  4211341 atatttacgg ggggcggcgt ttgtggcgca tcgcctgtac aggccgctaa aataagagca
  4211401 gccagaatga caggaacaag ccctgcttta gaacgaacga acgttgagga aagcatactg
  4211461 tatccagtga tgtttttttc aagatgctca atattaaatc ggtaattcgg atgaaacaat
  4211521 gaatcaacac gatcgagcag taatttctgc atctacgctt tatgtggtac ctaccccaat
  4211581 cggtaattta ggggacatta cccaccgggc gttagaggta ctgaaaggcg ttgatttgat
  4211641 tgcggctgaa gatacacgcc atacggggtt gttgttacag cattttgcga tcaacgcccg
  4211701 cctgtttgca cttcatgacc ataacgaaca acaaaaagct gatcagttgc tggctaaact
  4211761 gcaagaaggc cagagtattg cgctggtatc cgatgcaggt acgccactga ttaacgatcc
  4211821 gggctaccat ttagtgcgcc gttgccgtga agctggcatc agagttgtgc ccttgccggg
  4211881 cgcttgcgcg gcgattaccg cactctctgc cgcaggcctt gcctcagatc gtttttgcta
  4211941 cgaaggcttc ctgccagcaa aaaccaaagg acgtaaggat actctgcaag cgttgattga
  4212001 ggaacctcga acactgatct tctatgaatc aacgcatcgc ttattagaaa gcttacagga
  4212061 tatggtaacc gtacttggcc cacaacgcta tgttgtactg gccagagagc tgaccaaaac
  4212121 ctgggaatct attcacggag cgccagtcgg tgaattgctg gcttgggtta aggaagaaga
  4212181 gacccgtcgc cgtggtgaga tggttttgat tgtcgagggg cataaagtac agtccgatga
  4212241 tgcattacca gccgatgcac tgcgcacact ggccttactg caaaaagagt taccgctgaa
  4212301 aaaagccgcc gcattagcgg cagaaattca tggagtcaaa aagaatgcgc tctataaata
  4212361 tgctttagaa cagcaacaag gcgacgtaga aacagaagag gatgacattc agcagtaatg
  4212421 tgcctataat ccgccgcgga gttgactaga cagtcgccgc ttcactgccg tccctttcgg
  4212481 gggagacagg tggaggggag gaaagtccgg gctccatagg gcagggtgcc aggtaacgcc
  4212541 tgggaggcgc aagcctacga caagtgcaac agagagcaaa ccgccgatgg cccacgcaag
  4212601 tgggatcagg taagggtgaa agggtgcggt aagagcgcac cgcgcggctg gcaacagttc
  4212661 gtggcatggt aaactccacc cggagcaagg ccaaataggg gttcgcatgg tacggcccgt
  4212721 actgaacccg ggtaggctgc ttgagccagt gagcgattgc tggcctagag gaatgactgt
  4212781 ccacgacaga acccggctta ccggtcaact ccactcattc cacaaaatcc cgcttcggcg
  4212841 ggtttttgct ttggaggata gggcgtgaga ggaatgactg tccacgacac ttttcataaa
  4212901 agaaagcggc ttaccggtca acgccactca ttccacaaaa tcccgcttcg gcgggttttt
  4212961 gctttgcagg atagggcgtg aggggaatga ctgtccacga cacttttcat aaaagaaagc
  4213021 ggcttaccgg tcaacgccac tcattccaca aaatcccgct tcggcgggtt tttgctttgc
  4213081 aggatagggc gcgaggggaa tgactgtcca cgacactttt tataaaagaa agcggcttac
  4213141 cggtcaacgc cactcatgcc acaaaatccc gcttcggcgg gtttttgctt tgcaggatag
  4213201 ggcgcgaggg gaatgactgt ccacgacact ttttataaaa gaaagcggct taccggtcaa
  4213261 cgccactcat gccacaaaat cccgctttgg cgggtttttg ttttacacga tagggcgcga
  4213321 gcgaatacat cggtatcagg caacggcgag agaactaaac cggtaaatca atcaagaggg
  4213381 cgcgcagtgg ggttatcgct ttaattacta ggtgttgttc ttcttccaca aaggccccat
  4213441 caccacaagt taggcgctgt gatgtccccg tttgcgggcc agtggcgtcg actgtcccat
  4213501 gaatcgactg taagtatgct ctgtggccgt gtagtggcat cttttgctgt tctccagccg
  4213561 ctaatgccag gtgatgtatc cacatttgct ggcgtagctg taggctacct tgctcaccgg
  4213621 ctggtgaggc gagcaactgc acagggcgag tgcttaatct ctggtgctgc gttggagcac
  4213681 tttcccgttc agggcaggca ttaagccata gctgaatacg ggttaatgat ttattggcac
  4213741 tcagattgtg ctcactgtaa ctgacccctt gctgaggcga aaataacaga gcatcgcctg
  4213801 tcttggcgtg cacatgattc cccagactgt cccggtactc tgcttcgcct tgtaaaatca
  4213861 ggttgagaat atcaacttgc ggataagtcc gtggttggaa tgcggcaccg ggtgctaata
  4213921 cttcttggtt taggacccgc aacgaggcat agcctaataa tgtaggatcg aaatagtggc
  4213981 cgaaagagaa ggtataacgc gcctgaagcc aaccaaagtc agcctgcccg cactgttctg
  4214041 ctgttctgca tgtgatcatg acgatgatta cctcttatac cggtcatctt tcaagccaca
  4214101 ggaaggagtc tgtcggcctc tccatcggtt cgcctctgca agactgcggc aaccggttct
  4214161 cgacccgttt gtcattcgtt ggtcgctttc ctgaatcttg aaatctatta ggcatattat
  4214221 tgatggtatt aattgataaa cagatggtaa gcgtctggac gttggattgt tagccagtta
  4214281 atctggtcgg catattcaaa tttcctgatt gagaaagata atggccagag atcgggcatt
  4214341 aacgctagag gcattacgcg tcatggatgc cattgaccgt cgtggcagtt ttgctgcggc
  4214401 ggctgatgaa ttgggtcggg tcccttccgc cctcagctat accatgcaaa aacttgagga
  4214461 agagcttgat gtggtgttgt tcgatcgttc tggacatcga accaaattta ctaatgtcgg
  4214521 gcggatgttg ctggagcgtg ggcgggtatt actggaagcg gcagataaat taaccaccga
  4214581 tgctgaagca ctggctcgtg gttgggaaac tcatatcacc attgtcagcg aggcgttatc
  4214641 gcctgcctgg aaattatttc cgttgattga taaattggcg cttaaagcca atacacaggt
  4214701 atcaatcctc accgaggtgc tggctggcgc atgggaacgg ctggaacagg ggcgggcaga
  4214761 tatcgttatt gctccagata tgcactttcg cgcctcttct gagattaata gccgtaagtt
  4214821 gtacaaagtg accagtgtat acgttgccag cccagaccat cctattcatc aagagccaga
  4214881 accgctctcg gaactgactc gggtaaaata ccgggggatt gccgtagccg ataccgcgcg
  4214941 ggagcggccc gtcattacgg tgcaattatt ggataaacaa cagcgcctga ccgtcagtac
  4215001 gattgaagat aaacggcggg cattattagc cgggttgggt gtggcgacca tgccttatga
  4215061 gatggtggaa aaagacattg ccgcaggccg gttgcgggtg atcgggccgg aatacagccg
  4215121 tgaggccgat attattatgg cgtggcggcg tgacagtatg ggggaggcta agtcttggtg
  4215181 tttgcgcgag atccccaagc tattgggtaa gtgatcagct actgcgcgtg tggattttgg
  4215241 gtttaggttg cgtcaaacaa cgttcgcttg ctacgccctt ggccttgggg aaaagggcgt
  4215301 ttagcgtgct aattagataa atcaattctt gtacaaatca attcttatac aaagcgattc
  4215361 gccctatcat gtggctccag caagttttgc tgtgggccga tagagataat cccataagga
  4215421 ttgatggtgc cgtggctgcg gtaatagtga gtgcgaatat gcgcaaaatc aaccgtttcc
  4215481 gcaatgccgg gcatctggta aatatcccgt aggaagccat ataaattcgg gtaatcgctg
  4215541 atgcgccgtt tatcacattt gaaatgcgtc acatacaccg gatcaaaacg cactagcgta
  4215601 gtccataacc gtaaatcagc ttccgttagc tgattgccgg tcagataacg atgttgtccc
  4215661 agaatctgct cgagtctgtc taatgcgctg aataacgtgc ccacggcctc gtcataggct
  4215721 tcctgagtgg tcgcaaaccc cgctttatac acaccgttat tgacctgatc gtaaacccag
  4215781 ccattgatgt catcaatatc gttacgtaac gcagtggggt aataatctcc cgcttttgca
  4215841 ccaacatcat caaatgcatt gttgaacatc cgaatgatat ctgcggattc attactcacc
  4215901 acggtttgtt gttgtttatc ccataacacc ggtaccgtca cgcgtccact gtagtccggt
  4215961 gcggcgcgca gatagagttg atacaggtaa tcgaggtggt aaagtgcatc gcccgttgca
  4216021 gcgggaaaat cgctactaaa ggtccagcca ttctcttgca tcaatgggtg cacgacggaa
  4216081 acagaaatta gcgattcaag gcctttcaag gtgcgcatca gtaaagcacg gtgcgcccac
  4216141 ggacaggcga gggaaacata gagatggtaa cggtgggctt cggcgttaaa accaccttta
  4216201 ccctgtggac ccgcttgccc atcagtggtt gtcaacgacg gatgaaaagt gatccactta
  4216261 tatctccacc aacggcccaa tattgatcca ccgttttact caggattagc ttctgctata
  4216321 accccggcct ttcgtttctg tctgagtcga tagctttctc ctttgatttg aacgacatgt
  4216381 gagtggtgta agatacggtc cagcatcgct gaggtcagtg ctgcatcacc ggcgaacgtt
  4216441 tgatcccact gcccgaacgg cagattggat gtcaggatca ttgcgctctt ttcgtaacgt
  4216501 ttagcgatga cctggaagaa cagctttgct tcttcctgac tgaacggcag atagcctatt
  4216561 tcatcaatga tgagcaggcg gggggccatt actccacgct gaagcgtcgt tttataacgg
  4216621 ccctgacgtt gtgccgtaga taactgaagt aacagatctg ctgctgttgt gaagcgaact
  4216681 ttgatacctg cacggactgc ttcatagccc atcgctattg ccagatgggt tttccccaca
  4216741 cctgatggcc ccagtaatac gatattttca ttacgttcta tgaagctgag tgagcgtaac
  4216801 gactggagtt gcttctgcgg tgctccggtg gcgaatgtga agtcatactc ttcgaacgtt
  4216861 ttcaccgccg ggaaggctgc cattcgggta tacatcgcct gtttacgttg atgacgtgcc
  4216921 agtttttctt catgaagcag atgctccagg aagtccatat aactccattc ctggtctact
  4216981 gcctgttgtg acagcgcagg cgctgcgctt ataaggcttt ccagttgcaa ctgcccggcg
  4217041 agcgccatca gtcgttgatg ttgcagttcc atcatcacgc cactcctctg cagaatgagt
  4217101 cgtagatgga gagtggatga tgcagggggt gtttgtcgaa gttcaccaga ttttcatcaa
  4217161 gatgcacgtc atactctttt ttctccggag gcagtgccag catggactgc tgctcttcga
  4217221 gccagcgatc gcagggacgg gcctggattg tttcatgctt tcgttggtta gcgacatcgt
  4217281 gcagccagcg cagaccgtgg cggttggctg tttcaacatc gacagtgatc cccatcgggc
  4217341 gcaggcgagt cattagtggg atgtaaaaac tgttacgggt gtactgcacc atccgttcca
  4217401 ccttaccttt agtctgtgcc ctgaaggggc gacacagtcg gggagagaag cccatctcct
  4217461 tgccgaactg ccacagcgaa ggatggaacc ggtgctgacc ggtctgatat gcgtcacgtt
  4217521 gcagaaccac agttttcata ttgtcataca acacttcgcg cggcacacca ccaaagaagc
  4217581 ggaacgcatt acgatggcag gtctccagcg tgtcataacg catattgtca gtgaattcga
  4217641 tgtacagcat tcggctgtat ccgagaacag caacgaacac gtgaagcggt gagcgaccat
  4217701 tacgcatagt gccccagtca acctgcatct gtcgtccggg ttcagtttcg aaccgaacgg
  4217761 caggctcctg ctcctgagga accgagagag aacgaatgaa tgccctgaga atggtcattc
  4217821 cgccacgata tccctggtct ctgatctcgc gagcgattac cgttgccggg attttgtaag
  4217881 gatgagcatc ggcgatgcgt tgacgaatat aatcccggta ttcatccagg agtgaagcaa
  4217941 cagcaggtcg cggcgtatat tttggcggct cagattttgc ctgcaaataa cgtttaacgg
  4218001 tattgcggga gatccccagt tctctggcaa tcgcccggct actcattccc tgcttgtgca
  4218061 ggattttaat ttccataact gtctcaaaag tgaccataaa ctctcctgaa tcaggagagc
  4218121 agattacccc ctggatctga tttcaggcgt tgggtgtgga tcactattgc accgttcgtt
  4218181 acagtccgct atatgatggc aaacagatgt agcgctgccg atgcttctgc tcattttaac
  4218241 attcccaacg agacgattat ccaaaactgg atgaaacgtt atcgagaggg aggaaaagaa
  4218301 gcgcttaacc catcgaaaac gggtcctact atgccaaaag ataaatatga gcacgattca
  4218361 aaaccgttca gcgagatgac gcatgcggag ctagagaaag aacttgagta tctgcgcgcg
  4218421 gaaaacgctt atctaaaaaa gcggaaagcc ctgagagaag aaaaggcact cagggagcag
  4218481 cagaaaaaac cagaatagtt caagcactga cagcagaaca tcgactttct tgcctactgt
  4218541 gtgccgcaaa attggcacgc agtacatact attatcatgc atcgaaaccg gacggtgtaa
  4218601 ttgatgacta tgcagatgcg gtaaaagcga ttggcgccct aagcagacga cacgcacagc
  4218661 gctacggtta tcgccggatg acggtcgcac tgagaaaaga agggttcaca ctgaatcaca
  4218721 aaacggtgcg aaaactgatg aatcagcacg ggttactcag cctcattcgg cggaaaaaat
  4218781 atcgctccta tagggccgat ggtggccggg catccgataa tctattggct cgtaatttta
  4218841 catccgaaat cagtggattg aagtggtgta cagatgtcac agagttccga gttggagcac
  4218901 agaagctgta tttgtcggtg atacaagacc tgtttaataa tgagattatt tcttggcata
  4218961 tgtcagaaag agcagcatta atcctgacgt gcaagacgct ggaaaaagcg ctgaaagtga
  4219021 aagggagaaa agaaggcctg atgttgcaca gcgatcaggg ctggcattac cgaacgccga
  4219081 tgtggcgctc aatgcttgtc gaggcgggga taaggcaaag tatgtcacgc aaaggcaatt
  4219141 gtttagataa tgcagtgatg gaaaatttct tcagtcacct gaaagccgag atgtatcacc
  4219201 gtaagaagta cgattcagcc acagttttaa agcgtgacat tgtagaatat atccattatt
  4219261 acaatacaga gcgcattagc ctgaaaacag gcggaatgag tccggcagaa taccggactc
  4219321 aggtagaaaa gcagtaaagc agatgtccaa gttttggggt tcagtgcata agcgtggccc
  4219381 ccttggaacc ccgcgctttc gcactatcgc ttgcccactg cgtggggtcc ctcgattcat
  4219441 catttcgctg acggaccggg ccgattcgct tcctgctcaa gcggccctcg ctcggcatcc
  4219501 atgcctcgcg tcctaccttc attcttcact cggctgctca aatgtgcttt ggacgtcaat
  4219561 agccaattca aaatcaaaaa gttactaaaa atctaaagat gatggtctgg cgtcaatcgg
  4219621 ctgttcaaat gtgctttgga cgtcaacaag gagagagagg gtacaaaaaa tttatcggtg
  4219681 tcattctttt gttaaccgaa tttgattgtg cgccttatcc acccagagat agaaagtgga
  4219741 ttgtgtcgtt tcgcttggta gtgaccacac ttcactatca ccaaaatttg gctttggcgt
  4219801 tcatacccaa gactgttgag ataatttttt aaagggctag catcgagcgt atgattaaat
  4219861 attattgtac ttgatgggtt ataaccgtcc cctggttgat actcaaaata ataatcacgg
  4219921 gtaatcttcg gcgttttttc aatatcacga tcagtaagca tgtgatattt tataaaatta
  4219981 tcctgagtgt atacgctttt ttcattaacc cctgtagcaa taaaagataa aaaaacccaa
  4220041 taacgcctaa ggtgacaaat atatagcttg aagccaaacg ggtttgtgcc ctgtgaaaca
  4220101 cggtcactac gcgagaaaaa caattttatt cgcgtttcat tttaactatc ttgccatttt
  4220161 tctctaagcg atacattcca tcgtaaacgc taaacaatat atctttatct ctgtcattct
  4220221 cgacagagaa aaccttgttt ttatcaatgc aatttttact ggttttcata tcatcaaagc
  4220281 atcgtctgtc atatttaccc tcttctttat agccgtcgcc aaaatcccaa aatatgacag
  4220341 tgtaaaaacc atcagatgcc ggtttgggaa tactgtattt atccttcagc atatccctat
  4220401 tttccagcca ccagtttatt ttacttttat cagttaaagg gaagttcctc actaaaacat
  4220461 cactgtaatc atttctctga tgaacagaga caatttccac cggatgcagt aacaaccaga
  4220521 aaacataacc cagtaaagcg ctgcccgtca gtaatagcgc ccagagattt ttttactttt
  4220581 tactttcatt gcggctcccg gcaatctcta cggtggcttc catattggtc ataaatggct
  4220641 tgaaactaaa ctggttgaat cgttggagaa caaaccctat gcggaataaa ttgaacccgt
  4220701 taaacgtgga attcttaata ttatcattat ctaaataact gcgcttaata gtgctccact
  4220761 ttcgtcatcc cttgcgagaa aagggattgg atcagtttta ccgccaaatg ctatggtgtt
  4220821 aagctttaac aaccgaactg atcatcaacg tcttccgggt caattatcag gcctatctta
  4220881 ccgaattcac cataatttta atagtatctt ttataagcca tataaaacgg gacggaatat
  4220941 gacgatgaaa aaataaaagg aattaatacc gcaataaaaa ccccactgct gtctattgtt
  4221001 atattaaaaa tagctaaagc ccccgtcttt gcaacgttga aatgatactt agcacaccct
  4221061 aaaagcagaa aggatgagac aacatttaag ataaaatgct tagagtgtaa taggtggctg
  4221121 accaaataat aaaataggag caatgaaaat actgtacaga tgatgtaagt agaaaatgaa
  4221181 aatatatgaa ccatattaat acgacctgta ctgactgccg tattcatatt acctgcagat
  4221241 ctctcatata ttgattcaga taagcttatc atctatatac cctctagatt cagggtttcg
  4221301 ttccagatac tcttctaata catccatgat aatatcccta ttttttactc aacttttata
  4221361 taagataaac atgatgtaaa tcgatatcaa tagattaatt ctggcgatca gagcggattc
  4221421 cgattgaggc tgggccaagt gaataccgaa ctgatgacaa ccctatccct cttcttttga
  4221481 accctgcatg ggctagccgc ctcaacaaaa acatacctca agtaacacat atcaataaca
  4221541 aaaatgttac ctccatcacg cataaatgtt tttcttcggt taaatcttgg cttatttgtt
  4221601 ggtttttgat tacaatcgtg agcgaaaacg aacattaaag cgctgtttcg aacattcaga
  4221661 ggaaggtaac atggaaacca aagacttgat cgtgatcggt ggcggtatta acggtgccgg
  4221721 tatcgctgcg gacgctgctg ggcgtggcct gtcggtactg ctgctggaag cgcaagactt
  4221781 ggcctgtgct acgtcttccg ccagttccaa acttatccat ggtggcttac gctatctgga
  4221841 acattatgaa ttccgcttgg taagtgaagc cttggccgag cgtgaagtgt tactgaaact
  4221901 ggcaccgcat atcgcattcc ctatgcgctt ccgcctaccc caccagcctc atctacgccc
  4221961 ggcatggatg atccgcaccg gcttgttctt gtatgaccat ttgggcaaac gtaccagcct
  4222021 gcctgccagt aaagggctgc gttttgggcc ggaatctgtg ttaaagcccg agttggtgcg
  4222081 cggtttcgaa tattctgact gttgggtgga tgatgcccgc ctggtggtgc tgaatgcgca
  4222141 ggaagtggtt aaacacggcg gtgaagtccg aacccgtacc aaagtgaccc gcgcatggcg
  4222201 tgaacaaggc ctatggatgg ttgaagccct tgatgtcaat accggcaaaa ccttcacctg
  4222261 gcgggctaaa ggcttagtga atgccactgg cccttgggtt aaacagttct tcgacgatgg
  4222321 cctaaagctc aaatcacctt atggcatccg cctaattaaa ggcagccaca ttgtggtgcc
  4222381 tcgggttcat aaccaaccgc aggcgtatat tctgcaaaat gaagatcacc gtatcgtttt
  4222441 cgttatccct tggttagatg actattccat catcggtact accgacgtgg aataccacgg
  4222501 cgatccaaaa gaggtgaaaa ttgacgatca ggaaatgact tatctgctga aagtctataa
  4222561 cgaccacttt aaaaaacagt tgggtcgtga cgatatcgtc tggacctact ctggtgtgcg
  4222621 cccgctatgc gacgatgaat cagattcacc gcaagccgtt acccgcgatt acacgctaga
  4222681 tgtggccgat gaagcgggtc aggcaccact gctgtcggtc ttcggcggta agctcaccac
  4222741 gtaccgtaaa ttggcagaac atgcgctgga aaaactgtca gcgtactacc cgaatgtcgg
  4222801 cccagcgtgg actaaaaccg gtgccttgcc cggtggggat atcggcggta gtcgtgatag
  4222861 ctataccgtg caattacgcc accgctataa ctggttgccg gaagggttag cccgccgcta
  4222921 tacccgtacc tatggtagcc acagcgagct aattttagcc aacgcgaccc gtcttgaaag
  4222981 cctaggtgag cactttggtc acggcttgta tgaggctgaa ttgcgctatt tggttgagaa
  4223041 cgagtgggtc gttgagctgg atgatgctat ctggcgtcgt accaaattag gcatggccct
  4223101 cagcgatgaa gagaaacagc gggtagccca gtggctggct gatgcgcaca ctgaaaaaca
  4223161 acaggcgctg ccgctggttt cttaatagca aagtttaaca ttgtttaact ttcgtcaatt
  4223221 tttgcctttc tgggctgcat agcgttgttc aagcacctca agaaatttaa aaaccctctt
  4223281 caatcggata accgcgaaga gggtttttta cggtggcact ggcggttgaa tatgtcatta
  4223341 ccgcacacta cagccggata ggcttaatat gccaaatctc atcggcatac tccttaatcg
  4223401 tccggtctga agagaaataa cccatattgg caatattcag taaggtttta cgcgaccatt
  4223461 catcccggtt gcgatacagc gcatcgactt gctcttgagt gtccacatag ctgcgataat
  4223521 ccgccaatag ctggtagtga tcccccaaat tgaccagcga atcaaacagg ttggtatagc
  4223581 gatgaggctc ttctgggctg aacgtgcctg tcgctatctg tgtcagtacc tgatgtaact
  4223641 caggatcctc gtcgtaatat ttccgtgggt tatagccact cttacgcaat gcttcaacct
  4223701 gctcagtcgt attcccgaag ataaagatat tctcttcacc gacatgctcg cggatctcca
  4223761 cattggcacc gtctaatgta ccaatggtta gcgctccgtt tagcgcaaac ttcatattac
  4223821 tggtccccga cgcttctgta cccgccaacg agatctgttc ggacaagtcg gccgccggaa
  4223881 tgatcaactg cgccaagctc acactgtagt taggaataaa gaccactttc aataaattat
  4223941 tgatccgtgg atcgttgttg ataaccttcg ctacgtcgtt gatcaggtga ataatttgct
  4224001 tggcattata ataagccgag gcggctttac cggcaaaaat caccacccga ggcacccagt
  4224061 tattgtcagg cgcgtcaata atgcggttat aacgcgttat cacatgtagc acattcagca
  4224121 attgccgctt gtactcgtga atacgtttga tttgtacgtc aaacaacgct gccggattga
  4224181 ccacgatatt gagtttttca gcgatgtaaa ccgccagccg ttttttgttt tccagcttgg
  4224241 ccttttgtaa ggccagtaag aaactggggt aatcaaggtt cttttccagt tcgctaagtt
  4224301 ggctcaggtc agtacgccag gtctggccaa tactgtcatc cagcactgcc gccaagggcc
  4224361 ggttggctaa ccccaaccag cgccgtggtg tcacgccgtt ggttttattg cagaaacggt
  4224421 tagggaaaat acgagcaaaa tcagcaaaca acgattgcac catcagttca gaatgtaacg
  4224481 cagaaacgcc gttcactttg tggctggcaa tcaccgccag ccaggccatt cgtatccgtc
  4224541 ggccgttatt ttcgtcaata accgataccc ttgagagcag ctctttatcg tcaggatatt
  4224601 gttcctccac cagcttgagg aaatgatcat tgatatcaaa gatgatttgc agatggcgtg
  4224661 gcaaaatctt accgatcata tcgacaggcc aggtctccag cgcctcactc atcaacgtat
  4224721 ggttggtgta ggaaaacact tgttgcacca catcccatgc gtccatccag gtaaatttat
  4224781 gctcgtcgat cagtagacgc atcatttcag gaatggaaag caccgggtgt gtatcattca
  4224841 gatgaatagc aattttatcg gctaagttat tgaatgtatg atgcatcgcc caatggcggt
  4224901 tcagaatatc ctgcactgtc gctgagacta aaaagtactc ttgtcgcaag cgtaattcac
  4224961 gcccggaata ggtggaatca tcggggtata ggactcgaga gacgttctct gaatggtttt
  4225021 tatcttcaac tgcggcaaag taatcgcctt gattaaattt gcccagatta atttcattac
  4225081 tggcctgcgc agaccataag cgcaatgtat tggtggcatc agtatcaaaa ccaggaataa
  4225141 tttgatcata ggcacacgcg aggatttctt cggtttctaa ccagcgaatc ttgctgcctt
  4225201 cttgctgaat acggccaccg aaccggactt tatagcgggt gttgtgccgt ggaaactccc
  4225261 atgcattgcc atattccaac cagttatctg gcgactccat ctgttggccg ttaacaattt
  4225321 tctggctgaa catgccatat tcataacgaa tgccgtaacc ccgccctggt agcgcgaggg
  4225381 tggccaatga atcgaggaaa cacgctgcca gacggcctaa accaccatta cctaaaccgg
  4225441 gatcgttctc ctctttcaac aactctgaca aactgaggcc catttcatcc aacgcctgct
  4225501 cgatctcatc ataaatcccc attgataaca gcgcgttaga taatgttctg cccagtaaaa
  4225561 actccatcga tagataataa acctgccgaa cgtcctgtga taattgagcg cgattagaac
  4225621 gtaaccaacg ttcaaccatg cgatcacgta ccgcaaatag agttgcattc aaccaatcat
  4225681 gttgcgtcgc aatggtggga tctttgccaa taataaacat tagcttatag gcaatagagt
  4225741 gtttcagtgc atccacactg acaacgggtg aggtatagct aaacggtgat gtcataacgt
  4225801 ttttcccaag tttaatggct acaacgagtc gacaatgacg agcgccaaca ataacgagcg
  4225861 ctaacaatta ccagtttcaa cgattaccag ctccaacgat taccagctcc aacaattacc
  4225921 agctccaaca attatcagtt tcaacaatta cagacgtcga taaagtgaca aataatctac
  4225981 ggcggcaagt tgccaaccaa agtcgagcct catcgcatgg cgctggacgt gacgccaatg
  4226041 cttcggcctg ctccacagta caaaggcacg gcgtatcgcc ttcactaagg cttgcgcctc
  4226101 acattcattg aatacaaatc ccgaagcgct gccgtcagcc aggttttcca acgcgcaatc
  4226161 caccacggta tcagccagcc caccggtatg tcgcaccagc ggcaacgtgc catatttcaa
  4226221 cccatacaac tgtgttagcc cacagggttc aaagcggctg ggcaccagaa tgacatccga
  4226281 cccggcaata attcgatgag agaatgcctc gtgataacct atttgcaccc caacctggcc
  4226341 agaatgctct gctgcggcgg ctagaaatgc ctcttgcagc gtggcatctc cgctccccaa
  4226401 gacgaccaac tgccccccca gtgccagtaa ttcgggcagt gcttccaata ccagatccaa
  4226461 ccctttctgg acggtcaatc gactgacaac agcaaaaatg ggtttatttt ctgccagttg
  4226521 caaacccata gccgtttgca aatgtgtttt attgatggcc tttgcttgca ggttctccgc
  4226581 atcataacga gtaggtagca aggtatcgct ctgcggatcc caaatatcac tgtcgacccc
  4226641 gttcaggatc cccgtcaacc ggccttgacg cgccaatgct tgtagcaacc cctccatgcc
  4226701 atagccaaaa gcaggctgag tgatctcttt tgcataggtc gggctgacgg tcgtgacatg
  4226761 gtcggcaaag aacaacccgg ctttcagata agagatctgc ccgtaaaact ccagcccata
  4226821 gatctggaaa aactcagcgg gcaggtgtaa ttcagataag tgatctgcag aaaatagccc
  4226881 ctgataagcc aaattatgga cggtaaacac cgatcgtgca ggccgcccac gcgcagccag
  4226941 ataagcacag gttaatcccg cgtgccaatc atgggcatgg acaacctctg gacgccagta
  4227001 accgtccagg ccacaagcca gttcgcacgc catccatccc agcaaggcaa agcgtagata
  4227061 gttatcgcta taggcatata aagaagcatc gtgataaggg ctacccgcac gatcatagag
  4227121 cgctggcgca tcaatcagat aaatgccaat cccccgataa tggccatagc gtaatgctac
  4227181 ccgccccgca aaagtgtcaa tctccctgac cagtacggtc tcagggatcc ctctacgcaa
  4227241 atccgggaag gcgggcaaga tgatccgcac atcagccccc tcggcaagct gagctgcggg
  4227301 taaagcaccg ataacatcag ccaacccgcc tgtttttagt aaagggaaca gctcagaaca
  4227361 tacatgtaaa accctcatca tcactcctgc tcttttatac ccttctgacc tgaagttgca
  4227421 gtggtgttag ctgctttcct tcaccctaat gactggcctg tatcgacgcc aatttgaaaa
  4227481 acaaagttaa tattatcaat aggttcattc tgataaataa gttcagtctg atcaataagc
  4227541 tcagtctgat caataaatcc aacctgacaa ataaaaaacc taatggctct attttgcctc
  4227601 taactttgcc agcatatccc gagtcactaa caccaccccc cccctctgaa cggtagaaac
  4227661 gggcgttgtc ttcatccgcg ttttcgccaa tcaccattcc ctcaggaatg tgacaggcac
  4227721 ggtcaataat acagcgacgc aagcgacaag atcgccccac atggacatca ggtaacagca
  4227781 gtgaggaatc gatagtacag aacgaattca cccgcacccg agggaacaac accgaatgca
  4227841 ccaccactga acctgaaaca atacatccgc cagagaccag tgaattcatc gtcatgccat
  4227901 ggctaccaga tcggtcttgg acaaacttgg cgggtggcaa tggctccata tgggtgcgga
  4227961 ttggccaggc gcgatcatac atatccagct ctggtgtcac tgacgccaaa tcgagattag
  4228021 cccgccagta ggcgtccaat gtcccgacat cgcgccaata aggcggtaat tcagcattgg
  4228081 aagtgacaca agagagatca aacggatgcg cccagacgac ttttcttgcg gtgagttgcg
  4228141 ggatgatgtc tttaccgaaa tcatggctgg agcctggggt attattgtcc tcttcgagta
  4228201 acttaaagag gtagtcagca ttgaagatat agatccccat gctagccaat gcgttgctcg
  4228261 gatcacccgg tataggaggg gggttcgcgg gcttttcata gaacgcggtt atctgataat
  4228321 ccgcagtaac ctccatgata ccaaactcac tgccttcact aattggcacc gggatacagg
  4228381 cgacggtaca ttcagcccct ttttccacgt ggtcgagcag catacgagaa taatccatct
  4228441 tatagatatg atccccagcc agaatgacga tatattctgc gtcatagcgg cggataatat
  4228501 ccaagttctg acagaccgca tccgcagtgc ctttgtacca ttgctctgtg ctcaaacgct
  4228561 gttgggcggg cagtagatca acaaattcgt tcatttcttc attgagaaat gaccagccac
  4228621 gttgaatatg ctgaaccaat gtatgggact gatattgtgt tatcacacca atacggcgaa
  4228681 cccctgagtt caggcagttg gagagcgcaa aatcaatgat gcggaatttg ccaccaaaat
  4228741 ggactgcggg tttggcgcgg gtggcggtca aatctttcaa tcgtgagcca cggcctcccg
  4228801 ccagaatgag tgccacggtt ttattgggta attgtctggc caacatcaat gagtctgtac
  4228861 tttcaaacct caccataaaa gctccttaat ctctctttat gagcacacaa atggtatgcg
  4228921 cggacccgcg ccatgtggtt aatcgctccg catggtctga caccccaaag ggaggaatcc
  4228981 cctcccattc cccttcaggt aagtgcattt cacactcgtg atcagtggca ttgatgagca
  4229041 ccaaccagcg ctgagataac aaaatctgta gttgctgctg gcagccttgc tcccaagcag
  4229101 catcactcag cgcctgtccc tgactatcca accattgcac attactatcg ccgctctgcc
  4229161 accattggtc ctgagtcagg gctgggattt gctggcgcag ccggataagg tcagcggtaa
  4229221 acgtcattaa tgcacgatcc gcactgcccc aatcgagcca ggtgaggatg ttgttctgac
  4229281 aataagcatt gttgttgcct tgctggctgt ggccctgttc gtcaccggcc agtaacatcg
  4229341 gcgttccctg cgagagtaat aaggtggtca gtagcgcccg ctgacaggct ttacgccgtt
  4229401 gccagatagc cgcgtcagcc accaagcctt cacaaccaaa attattgcta tggttgttat
  4229461 cactgccatc acgattttct tcgccattca tttggttatg tttttggtta aaacacagca
  4229521 aatccagcaa ggtgaaacca tcatgggcgg taatttgatt aatgctggca gagggtaagc
  4229581 gccctcgctg ttcaaacagg cggcttgaag cagcaaaatg ctgggcaaag gtaccgcgcg
  4229641 gcacctcccc tcgtagccag aaaccgcgca tggcatcgcg gtactggtca ttccattcgc
  4229701 taaagccggt ggggaagttc cccaattgat aaccgcccag accgatatcc caaggttctg
  4229761 caatcaattt gcaggcactg agccgctcat cggccgccaa ggcggcaaat aaaggcgcat
  4229821 gttgatcgaa cgccggtgtg cggcccagta ccgtgcctaa gtcaaaacga aagccgtcca
  4229881 catggcagct atcgcgccaa taatttaggc aatcaataac ccactgtgtg acatacggat
  4229941 gactgaggcg cagtgcattg ccgcagcccg tgatgttgtc gtattcacca tcgggggtca
  4230001 gccagtagta gctggcattg tcgataccac gctgacacaa ggtcgggccg aagacatcca
  4230061 actcagcgct gtggttgaac accacatcca gaatgacttc aatgcccgcg ttatgcaggg
  4230121 ctttaaccgc atcccgtagt tctctcagcg gtgatatgcc ctcgcggccc gaggcataat
  4230181 ctggatccac cgcaaagggc gctaacacgt tatagcccca gtaattgctc agccccattt
  4230241 tttgtagccg gggttcatca atatgaaatt gcactggcag caactccagt gtggtaatcc
  4230301 ccaatgtttt gagatgttca atcagagcag ggtgtgccaa ggcggcatag gtaccgcgca
  4230361 gctctggcgg aatatcagga tgtaattggg ttaaaccacg gacatgggct tcataaatca
  4230421 cggtattgcc ccaaggaatg gcgggcggtt tatccccctg ccagtcatat tcctcgtgta
  4230481 tcacaagaca tttaggtaac gccgccgcac tgtcgcggac atcgggctgg ctaacgccac
  4230541 cggtaaagcg gggatcatca ccaaccttgc cttctaacgc acgagttcgg gggtctatca
  4230601 acaacttatg tgggttaaaa cggtggcctc gactgggctc gaaaggcccg ctgacccggt
  4230661 aaccatagcg ttgccccggc ttgccgccgg gaagatagcc atgccagatg tcaccagtac
  4230721 gagcaggcat ggctatctgc cgctcttgcc cctgctcatc aaacagacac aacgtcacct
  4230781 gttcagcatg ggctgaaaat agtgtgaaat taatgccctt cccatcaaag tgggcgccag
  4230841 aaggtgtcgg tgatccatgg gttaataccg ccatcctagt tctcccgcag caggtaaatc
  4230901 gttgccagcg gtggcaaggt gagtaacaac gaatgctcgt ggttgtggct cctcacatga
  4230961 tggctatcaa tgccgccctg attacccagg ttactgccgc agtaaaatgc agagtcagaa
  4231021 ttcaacactt cacggtagtg accaccttgt ggaatgccca cacggtagtg ataacgtgga
  4231081 accggggtga aattactgat agcaatcagt tcgtgcccct cggcatcacg gcgcaggaag
  4231141 gcgaataccg aattttcgtg gtcatcaacc accaaccatt caaaaccagc gggttgataa
  4231201 tcccattcat acaacggcgc atactggcga tagcaatggt taaggtcacg aaccagacgc
  4231261 tgcacaccgg aatgccagcc gttttcatcg tccagcaggt gccaatccag actggtttcg
  4231321 aaattccact cacgcccctg cgcaaattca cagcccataa acagcagttt tttaccggga
  4231381 tgcgcccaca taaatgcgta ataagcccgt aggttggcaa atttctgcca ggcatcaccc
  4231441 ggcatacgat caagtatcga gcgcttgccg tggaccactt catcgtggga gagcggtaag
  4231501 ataaagttct cggtataagc gtataacata ccgaacgtca tcaaattatg gtggtatttg
  4231561 cggtgaacag gatcacattg catataattc agcgtgtcat gcatccaacc catgttccat
  4231621 ttatagttga aacccaggcc accaatatca ggcggtaatg tcacaccagg aaagtcggtt
  4231681 gactcctccg ccatggtcac actgccgggg cgttcaacgc caatggtctt attggtgtaa
  4231741 cgcaagaaag cgatagcctc caaattttcc cggccaccat aatagttagg cacccactgc
  4231801 ccttcagcac ggctataatc gcggtaaatc attgaggcca ccgcatcaat acgcaacgca
  4231861 tcgatgccaa aacgttccat ccagtagaat gcattgcccg ccagatagtt acggacttcg
  4231921 ttacggccat agttatagat cagggtattc caatcctgat ggtacccttc gcgcggatca
  4231981 gcatattcat acaacgcagt gccatcgaag gtcgataatc catgctcatc actgggaaaa
  4232041 tggccgggaa cccaatcaag gatcacgtta attcctgcct gatggaattt ggcgacgaac
  4232101 gctttgaaat cctctggggt gccgtaacgg cgggtcggtg catataatcc tagcggctga
  4232161 taaccccagc taccgtcaaa tggatgttcg ttaatcggca gcagctcgac atgggtaaaa
  4232221 cccatatatt taacgtattc gaccagttga tccgccaatt cgcggtaact caaccagaaa
  4232281 ttattatcgg tatgccgacg ccacgaaccg agatgcactt catagataga caccggggaa
  4232341 cataaatcat tggctttttg ccgtgcggcg ctactcttca ctacatcggg tagcgggcta
  4232401 atcaatgagg cggtttctgg ccgcatctgc gcttcaaaag cgtaagggtc agctttcaga
  4232461 cgcacctggc catggcaatc aatgatctca aacttataca actgccccgc ctctattcct
  4232521 ggcagaaata gctcccaaat gccattttca cgccgtaagc gcatcggatg gcggcggcca
  4232581 tcccaaaagt taaaatcccc caccacggat acccgctgag cattcggtgc ccaaaccgca
  4232641 aaactgacac cggatacacc atcaaggctc attaaatgcg cccccaaacg ttcataaggg
  4232701 cgtaaatggg taccttcagc caataaccag ctatcaatat cctgtaataa gggaccgaaa
  4232761 cggtaaggat cttcgatgat ttgtgggttc tcttgccagg taacggcaaa ttggtagcgg
  4232821 aaggatttct tacgacgagt cagttgtgca ataaaaaaac cacggggatc ttcgagcgtt
  4232881 aattgtgcta tccgccgccc gttctctgtc tccactagcc agacttctcg ggcatctggc
  4232941 agcaatgcac aaatctgcaa cccctgcgag gtttcatgca tacccaaaat ggagaagggg
  4233001 tcgccataat ggccggaaat aagctgatta atcacctgac gatcgggaag tactgacata
  4233061 ctctcttcct ttgattaata gcatgactga taccggtcca tggaccataa agtccaaact
  4233121 cggcctttca gtcatgcaat ccgtttgatg tataacgcgt ggctaaggtc aatacatgga
  4233181 tttaaggcct gagcccgttt ttatcgccgt aaagcccagc caccacattt ttttaaccca
  4233241 tactataagc atagtcaaag ggggctaaaa aatcggctta gggttcatga agttttttcc
  4233301 cataccaaca aatcgagaaa tagagcctga acggcggagg aaaaaccgaa gtgatgtaac
  4233361 ggctgttatg ggaaggaaaa gtcgcgctaa ccgccagatg aaaagcctaa aataagtggc
  4233421 gggtacggta ttggattaga gcgggctttt ttattaaaaa gggcggtgat taacgtctct
  4233481 ggcgcaaaat acggatacaa tagcggcaga aataacgcta cccagaatca ctccctccca
  4233541 acgtcataac agtggtcatc caacatgggc attagccaaa cagaactgat cttttccctt
  4233601 ttacaacaga tgtgtgtgta tttggttatt gcctatctgc tgagtaaaac accgcttttt
  4233661 atccccttga tgcaagttac tatcaggttg ccccataaac tggtgtgcta tctcaccttt
  4233721 tccatgtttt gcattatggg cacctacttt ggtcttaaca ttgatgattc tatcgcgaat
  4233781 actcgtgcta tcggcgcagt cttgggtgga atgctagggg ggccatcggt cgggtttctg
  4233841 gtagggctaa ccggaggcct gcatcgttat tcaatggggg ggatgaccgc aaccgcctgt
  4233901 atgttatcaa ccattgctga agggttattg ggcggccttc tccaccttta tctgacacgt
  4233961 aaaaaccgcc tcgatttatt gtttcagcca ctggtggtcg cgggcattac actggtagcc
  4234021 gaagtgctac aaatgatgat tattctggcc gtcgcccgcc ccttcaatga agcggtcgaa
  4234081 ttggttgaaa atattgcctt gccgatgatg atcaccaata ccattggtgc cgccatgttt
  4234141 atgcgtatct tattagaccg ccgggccatt ttcgaaaaat acaccacggc attttctgcc
  4234201 aaggcgctac aaattgctgc acgggcggag gggctactgc gccatggctt tgaccagcag
  4234261 aacagtatgc gggtggcgcg tatcttgtat gaggagttgg gtgtgggcgc agtagccatt
  4234321 actgatcgcg aaaaattact ggcctttatc ggtagcggtg ccgaccacca tcaggtgggc
  4234381 agtgctatta cctccagcca tacccaccgc gcgattgaac tcaatcaggt ggtgtatgcc
  4234441 gacggcaatg ccgtgcctta tacctgctca atttcaccca cctgtaagct gggttcaaca
  4234501 ctggttatcc ctttgcgagg tgaagagcac cgggtgatcg gcagtatcaa attgtatgag
  4234561 ccaaaaagta aattattctc cagcattaac cgcaccttag gagagggtat tgcgcactta
  4234621 ttgtcagcac agattttggc gggagaattc gaacaacaaa aacaattact ggcgcaatct
  4234681 gaaatcaaac tgctccatgc acaggtcaac ccacatttct tgtttaatgc gctcaatacc
  4234741 ctatcagtgg tgatccgccg taatccagat catgcccgca atttggtgct ttctttatca
  4234801 acctttttcc gtaaaaacct aaaacgcagc catgacgtgg tcacgttaag tgatgagatt
  4234861 gaacatgtga atgcgtatct tgaaatagaa aaggcacgct ttgctgatcg tctgaccgtc
  4234921 acggtttcac taccgaatga actgatggag gcgcacttac ccgcgttctc cctgcaaccc
  4234981 gtggtagaaa atgcaatcaa acatggtatc tcacagatgt tcagtaacgg acgggtcacg
  4235041 ttgcgcggta aattggatga caacacgttg gtattggaag tcgaagataa cgccggttta
  4235101 tatcagccgc agccggatgg cgatggtctg ggaatgagtt tggttgatcg gcggattaaa
  4235161 gcgcgctatg gcaaggaata tggcatcacc gtcgtcagta acgcggaagt atttacccgt
  4235221 attattatta agttaccgtt tattaccgtg agcgagcagt aagacggttt catttcgaga
  4235281 gacgatctcg tcaaaggcgg catatctttt gacgattaga aaaccctata aaaattaatg
  4235341 ccagagtata acccacctct ggcattacta ttattcctga cacaacacta ttgtttacac
  4235401 atcactatcg cttacacatc actatccctt acacaacatc atcccccacg ccatgttatc
  4235461 cccttcaaac tagattgggc gggtacacat cacatgagtt atggccataa aatcacccat
  4235521 cgtcgtcagc gtacccgttg acaaaccaat agccagagcc gtactggcat catgattatt
  4235581 actgagccag aagaactcag caggcaccca gcccggcgca gtataggcac tgaagtcacc
  4235641 ccattctgac cacaagttac caacagcccg cttgcctgac atccaggtcg ccgcattggt
  4235701 gacctgcgta gacgttggca tcgtatagcc cacattttca caatgcgtta ttgcatcagc
  4235761 gcgatttaac gtagcgccat tattattgat aaaccactgg ttgactctaa aactgtacga
  4235821 gagtgggcta ccgccgcctt tcggggtggc agatatagtg attgtcggtg tacccgtcgg
  4235881 gaataccgca ttaaatgtca ccacaccatc accgctgacc gataccagcg ctggggcact
  4235941 gctgctccag tcatagaggc tattatctcc acccgaattg accttgaagg tggcccccac
  4236001 aaaaccggtg gttgggaacc cggcatcccc gttaaacgtt gtaccattca cggtcacatc
  4236061 cagattcttc atagcaataa aggtggtgtc tgttgtctcc gtcaaggtct ctatcgtcgc
  4236121 cgtaaccgtg ctaaccccgg ctgttccatt agttaaggta gccaagacaa taccgttagc
  4236181 attgcttacc ccaccatcgg tggcggtgat cgtcgcccca ttgcttgccg caaaggcgac
  4236241 cacttcccca acgattgggt tcccgctgac atctttaagc gtcgcctgta ccgtattggt
  4236301 agcactgtta tccgcaaagg cattattgac cgttgtcacc agtgtcagtg tcgccagcgg
  4236361 cccggcagta aagaccgtgt caacagtcaa aggcgttcct gccgtaccca gtttggccgt
  4236421 cacaaccgtc acgccaacca aactgttggt cagcgtattg acggcatccc cgttattatc
  4236481 ggtcagtacc gttaccttac tcagttgcgc accacggttg gcggtaaatg tcacggccat
  4236541 atcggccacc gaattgcccg tactatcgac aacatgcgcc cggacctggt tacgtgtaac
  4236601 accatctgcc agtgcattgt tatcaacgac catcaaggtg gacaattgag cggtattttt
  4236661 gttcgcgata aatgcggcac caaacgtgtc cgtatagtta ttcgatacca aggtccccgt
  4236721 aatagggtga accccagcct gagtactcgt gacagataag agcacacttc cttccggagt
  4236781 actgatcgag ccattactct cagttagggt cacctcattt gttgcactga aggccacttg
  4236841 ctgcccccct actgggttct ggttggcatc aaaaaccctt cctagcacga agaattgcat
  4236901 taccccatcg gcaattatcg gaatagggtt gaaattaaaa agttgtaacg ttgccgtgct
  4236961 cacatccgca ataaagtacg gcatcagcgt gtgcaccgtc gccataggcc gcgagagtcg
  4237021 cgctaagatc ccgctctctc cagctttaat atgggtcagc ttcgcgctag cccacccatc
  4237081 gacgccagta ataccactgg tggtgatggt cgcgccattt tgtgatgaga aaacaacgct
  4237141 gtagccagca atagcattcc cctgattgtc agtcacccta gcgcggactt cattggcgtc
  4237201 cacgctattg gccacggcgc catcatcgat aatgacaaag tcaccagtgg caatattggc
  4237261 ggtgtttata tcggcaataa attgaggcgt aaccgtcagg ctctcagtcc cccctggcgt
  4237321 caccagcgtt accgtaacgt cacttggccc tgagagagtg tttgtcagta caccgatagc
  4237381 aaacccattt atatcagtga tagctgatgc attgattgac gcaccattag tggcactaaa
  4237441 gttaacttcg accccagaaa ccgaattatc attggcatcc acaaggtgta ataacactct
  4237501 attttctaca accccattcg ctaccgcatt atcatgagtg atcaaaaagc gatccgtgac
  4237561 caatgtggcc gtatccctat cggcgataaa ggtcgtcgtg gttgaggccg acacaccatc
  4237621 tgcagttaca gtgaccttag tcacgccagt attaatattg ctaaccgtga cataagcact
  4237681 acccaaggca tcagtctgca catcgttctg cactaattgg ccaccattat ctgcgctgaa
  4237741 caccacgtta ctattcggca ccaggttatc agagacatca tagaccctgg cttcaactct
  4237801 gttagtttgg atgccatcgg ccaccgcccc atcattcaac ctgaatagct caattcgggc
  4237861 accggcacca gcaacaaacc ggacatcctc ggtgagaccc accaagtcag tagcgaccgt
  4237921 tgcagtcacc gcactggtaa ccggcgcgtt atgccttaag gtattttctg catacccttg
  4237981 agaattcgtg gtgacagtgt ttgcggtcaa cgtcacattc tccgtggcac taaagttcac
  4238041 attcattccc gtaaccacgt tgccatgagc atccttaatg tgcgcctgca cgatatttct
  4238101 atcgctattg ttggcaagcg aatcattttt cacaacgatc aactccgaca catgggcagt
  4238161 ggatctgtct gcaataaaga cggcgtcttt agtttggctt atccccatcg ttacgatcgc
  4238221 cgcagtcacc ttactgatac ccgctgtcgt atgtgtaaag gttgtgctaa acgtcccact
  4238281 gctatccgtc atccctgatg ttggtgtcag tagtgcgcca ttatccgagg tataacccac
  4238341 aaacatactc ggcaccgggt tcccattggc atcagtaaca atcacacgag cggcattagt
  4238401 agcaacccca tcagctagcg cattgttccg ggtaatggtc aggtctgatg ccctaatagt
  4238461 tgcggtggtt ctatccgcaa taaaggtcgt atctttgctc tgcacccggt taccgaccct
  4238521 tgcagtcacc acactggtac ccgccaaggt atgggttaag gtggccttgg tcagaccatc
  4238581 gccatcactg ataccattga ctgtcgtgat agcagcaccg ttgccagagg tgaagataac
  4238641 cgtctgaccc gataacacgt tgcccttcgc atcggtgacc cgtgcatgga cctcattttt
  4238701 atccaggtta tccgcgaccg cgtcatcaac aataaccatc aaatcacttg cagcaatgtg
  4238761 tgccgtcgtc acatcggcaa taaaggtagt atcaatattg cggctgctgc cactggatac
  4238821 cacggtcgcg gtcacattgg taatacccgc cagggtatta gtgaatgtca ccataacgcc
  4238881 accttcaact gatgtcacat cgagctcata ttgaatggtg ccattattac tcagcacgaa
  4238941 ttcaaccgtt tgatccttaa tagggttacc atagctatca gtgactcttg cctgaaccgc
  4239001 gttaaccgcc tgcccattag caacttgatc gttaacgatg atgaacatgt cacccgcaat
  4239061 aatctgcgca gtcgaagcat cagcgataaa ggtggcatta atcgttttac tcacctgatc
  4239121 gatccgcgca ttgatcggga ggctccctgc cagggtatgc gtcaaggtcg ccgtcgccgt
  4239181 accatcgctg cctgtcgtta ccgagtttgg tgtaatgttc atgccactgt tagaagtgag
  4239241 gttgaccacc gcgccgttga tcgcgttacc gtctacatcc gtcactaaca cctggacttc
  4239301 gttggtatcg atattgttag ccacggcatt atctttcgtc atcgtcattt caatcgatgc
  4239361 cgcttttccc gccacaaaat gcgtctcgag ggtttcagtt tgcccggttg aatcgagcgt
  4239421 tgccgtcacc gttgtcatac ctgcaagcgt attgttgaat ctcatcaaga caattccaga
  4239481 ggcgctactg gcatcgccct gagactcaat gactgcaccg ttatcgagag caaagctaac
  4239541 ggattgatta gctaataggt tgtcatgagc atcggtaacc aacgcttgtg caatgttacc
  4239601 ggctttacca ttcgcaagct ggttatccaa gaacgacgtt agcttaagct gggctgtcga
  4239661 aacatcggca acaaaggtta ctctggcata tccttgatga gcgccactta ttgcaatcac
  4239721 cgtattactg ctccccgcca cagtatgcgt agcactcgct ctaacacgac catcgagatt
  4239781 agtcgtcact gttgatgaac ccacaatgga cgccccattg gtgccaaata ttaggctttg
  4239841 attcgccacg ccattaccga aacggtcagt cacaaaggct tcgacaatat tggtatctgc
  4239901 gccatttgcc agtgcattat tgttaataat actgacgacg atattctcca gctcaccggc
  4239961 cacaaaggtc gtgtcgatat tggcgttaac cgtatcaatg gtggcgacca cattgctggt
  4240021 ccccgccacg gtattggtca gggtcgctgt ggcgatcccg tccgcaccgg tggtgccgat
  4240081 cactgtggta atttgtgctg tggcgttggc agagctaaag actacggttg caccggtgac
  4240141 cgcattgccg tcgctgtcgc tgaccaccgc ctgcacgctg ttagtgttca ctccatccgc
  4240201 caccgcgcca ttaactggcg cagtcagcgt aatggtcgca actgcaccgg ccacaaaggc
  4240261 ggtgtcgata ttctcagtaa cgctgcctat ggtggcgacc acattgctgg tcccggccac
  4240321 ggtatgggtc aggaacgttg atgccacgcc atttacaccg gtgttcatgg tcgaggaaag
  4240381 aatagttgcc ccgttggccg aactaaagac caccgcagca ccggtgatcg ggttgccgtt
  4240441 agcatcctct accaatgcgt ccacctgatt ggtgtctgca ccatccgcca ccgcgccatt
  4240501 aactggcgca gtcagggtga tggtcgcaac tgcacccgcc acaaaggcag tgtcgatatt
  4240561 ggcgctgatc gtatcaatgg tggccactac gttactggtc ccggccacgg tatgagtcaa
  4240621 gagtgttgat gctactccat ttacaccggt gttcatggtc ggggcaataa tatctgctcc
  4240681 attggctgaa ctaaagacca cggcggcacc ggtgatcgca ttgccattag catcctgtac
  4240741 caatgcgtcc acctgattgg tgtctgcacc atccgccacc gcgccattaa ctggcgcagt
  4240801 cagggtgatg gtcgcaactg cacccgccac aaaggcggtg tcgatattgg cgttaaccgt
  4240861 atcaatggtg gcgaccacat tgctggtccc ggccacggta ttggtcaggg tcgccgtggc
  4240921 gatcccgtcc gcaccggtgg tgccgatcac tgtggtaatt tgggctgtgg cgttggcaga
  4240981 actgaagact acagccgcac cggtaaccgg attgccgtcg ctgtcgctga ccactgcctg
  4241041 cacgctgttg ctgtttgccc catccgccac cgcgccgtta accggcgtcg tcagtgtgat
  4241101 ggtcgcgacc gcaccggcca caaaggtcgt gtcaatattg gcgttaaccg tatcaacggt
  4241161 ggcgaccaca ttgctggtcc cggccacggt atgagtcagg agcgttgatg ccactccatt
  4241221 tacaccggtg ttcatggtcg aggaaagaat agttgccccg ttggccgaac taaagaccac
  4241281 cgcagcaccg gtgatcgggt tgccgttagc atcctctacc aatgcgtcca cctgattggt
  4241341 gtctgcacca tccgccaccg cgccattaac tggcgcagtc agggtgatgg tcgcaactgc
  4241401 acccgccaca aaggcggtgt cgatattggc gttaaccgta tcaatggtgg cgaccacatt
  4241461 gctggtcccg gccacggtat tggtcagggt cgccgtggcg atcccgtcca caccggtggt
  4241521 gccgatcacc gtagtgactt gcgctgtggc attggtggag ctgaagacta ccgtcgcacc
  4241581 ggtaaccggg ttgcccccgc tgtcgctgac caccgcctgc acgctgttag tattcacacc
  4241641 attagccacc gcgccgttaa ccggcaccgt cagggtgatg gtatctactg caccggccac
  4241701 aaagtgggta ttgacggtct gaccaacagg gtcggttacc gtcgtggctt tgactgtagt
  4241761 ggtacctata gccaggttgg tgagtgtatt ttctgcatag ccattacggt ctgtcaccac
  4241821 tggattctgt gccaaaacag caccattccc agcatcaaat gttacagaaa cacccggtac
  4241881 tgaattacca tttgcatcaa cgacccacgc acgcaccacg ttggtgtcag ttccatccgc
  4241941 tttggcattg ttatcaattg cggccaacgt agaaacaacc gccgtcctcg gatcagcaga
  4242001 gaacgtcatt gtcatcgtca tacccaccaa tgcaggagac gtcacgctaa caacggattc
  4242061 tcctgcccga aggttcgtga atgtggcatt aatcgtgcca tctacaccgg tattcggtgt
  4242121 tgaagcaacc actatcgcgc cattatctgc ctgaatactc atcggcacat ttggcacggc
  4242181 attgcctgtc ccatcccgta acacgacttg gatttcattc tggtcgatgc catcggcaac
  4242241 cgcccggtca gccaatttca ccaaactgat cgccgctgtc gacccaggtt taaatgtcgt
  4242301 atcaacctgt tgagattggc ctcccaacgt tgcagtcact accgaaaccc ctgcggtggt
  4242361 attggtcagc gtggagtcgg cgatcccctc ggcattggtt atcactgttt gatcgatgac
  4242421 agttgcacca ttactggcac tgaatatcac ggattgatta gcaacagcat tagtataggc
  4242481 atcggtaacc ttcgcccgaa caacgttagt gtcactgcca ttagccactg agtcatttgt
  4242541 tgtcactgtc agatttgcgg cggtgatctc cgccgtgctt tcatcagcca caaacgtcgt
  4242601 atccacactt cggctactag aacccaacgt aacgctaacc ctacttacac ccgagacggt
  4242661 atgcgtcagt gtggtactgg cagtaccatt agctcctgtt cttgcctctg tcgtacttaa
  4242721 tgttgcctga gtattaaccg caaagttgat gagctgcccg ataatcggtt ggccgtcgcc
  4242781 atcggttact gtggcttgta ccgtgttagt cgcaataccg ttagccgtcg cattatcaat
  4242841 cgttgtcgcc agatggctga tcaccatggt ctctggacga gtgacttcaa tagatgtcac
  4242901 cgcacgattt gaggcgttcc cttgggcatc ataggcaacc gcacttattg tatgcgtatt
  4242961 gcttgttctg agaatatgtt gatagaaagg taaggtaacc gacaatgaac tctgagtgag
  4243021 tggggaggta ccgccgcccg cattttctaa cggtgtcgca tcccattcaa tacggctaaa
  4243081 gccatatttt gcacgtacct gtgcggtcaa tgtaatggca ccgccacccg aaccactgat
  4243141 tctgtcaggc agaaccagat gtattaattc ctgcttttta taatccagaa caatattatt
  4243201 attacgttca accaggtcat aacggctgcc cgccagtgtc cggttagccg ccaccgctga
  4243261 ctgatcaatc tgatcattcc acggttgccc catgcgataa ttcagttgca cattaacgct
  4243321 ggtattgttg ttgttacctt tcccctcacg gtgttctgca ccaatagtga ccaaaggaac
  4243381 cggggtgtaa ttaaccccca acgtcacagc atgtgggtct ttctggcgat catccttacc
  4243441 aaataaggcg acttcatcac cacggtattt ttcatacatt aatttaccgc ctaattgtgg
  4243501 ataggcgggt aaataagcct cggtacggat atcgaagcca tcagccggac gctcatcgta
  4243561 actgctgaag tcacgagact gatgccagcc ggtcaaacca aaataggtgt tagcggagaa
  4243621 tttaaggtag tcagtcgcaa cttcagcacc cacccccaca cgccggtttt ttccagtaag
  4243681 atcattgtca aagaaggtat tagcaccgta catccagtca ccttggtact gacgtattcc
  4243741 ggcaccaata tttactgtgt tgcggctgtc tttattgcga acaccaagtt gagtaaacag
  4243801 gagtgaactt tcactgtctt tgagtggtac caataggtcc agcgcgctgt tatctagctt
  4243861 aaaatcgcta tctacattca attgtacccg cgcagtacca aattggttca accactgctg
  4243921 agaagatgcg ttaatttcat ttgtcactgc tgaacgcgcc atattacttg cggcatcaga
  4243981 ggtattgtca ttagaaagta acttaccggc tcccatagca tttctggcta acaaatcatc
  4244041 aacatctttt ttattatttt cattaggatt attgctaaag aaagatgact ctttgcgggg
  4244101 aacttcaatc tcatcccctg ttgtcagtga tgcgaaaggt ttggaaaagg tacgataagc
  4244161 attcagtttt ttcagttcat caaccgtaat attatatttt tttgctatcg attgaataga
  4244221 gtcacccggc cccagcgtat aaggttcagt cgcacgtgca gcaggaggca aaatagacgc
  4244281 attaactggc gttatgactg aggttggtgc tgaattagtc gtgtttgcgg cagcaattgc
  4244341 gggcgtaaaa gagagactta gtgggaatgc aaattgaaag aaaagtgtaa tccatgcgac
  4244401 aacttttatt tttctggggt gtcctttttc cttcacatca tggggacgag aagtgtgatg
  4244461 agacaacttc catttccaag aaatgaggat agccctaaaa taatttaaca tggatactta
  4244521 actcacaaat agaaatgcta ttaataaaaa atcctgaaca atttaaattt ctacttacac
  4244581 tgctcagaga caatccaaat taaaataacc tcacaataac aataaaaaag gtatggtcat
  4244641 aaaaaacaaa tcgttaacaa caccaaagga aagaatataa caccttgaaa tcattaataa
  4244701 ttaactcaac cagacatatt tatcgttgtt attgtcgtat ttttggttaa acataaagct
  4244761 gtaaacggtt ataaggtgca tcattcacta tttaatgacc ctataggcaa aaaaaagcca
  4244821 catgttactt caatcttctt ttagcgttta ttaccaaaaa taacttggct agcgttactg
  4244881 tatgaagtac acacatctac ttgtctacca agaaaaatct catagcccaa gtttaaatag
  4244941 tagtatgtat tttaataatg atatcagata atctgcaaga aaaatgacgg ccagcacact
  4245001 aatcattaac acatgcgcaa gccttcataa gcaccacata aagtgtaact gtttcaaaaa
  4245061 gctaaagttt atatttatct catagcataa atattatgca tatgcacaat tatttcaaac
  4245121 gcagaagcac tagcagtaac tatagtctca agtaggaatt cccttagact ttacctgtac
  4245181 attgtattat aaaaaaagcc taaaattatt tttaacatcc taaaaataat attttaggat
  4245241 taatgcccga aaattttgat gcacaagtga gaatgacaat gatgtgacat cttaaacaga
  4245301 accttatttc cccaacaatg acgactctta tattcttccc tgtagaggca cctttatgtg
  4245361 atctaggcat ctagtcacat taataaaatt taatcttctt cacgcaaaaa ataaaaaacc
  4245421 attttctata cggcattcaa tttaaaatga ccgcagtgac aatgatacct cttattgaaa
  4245481 atccgctcat cgataattaa accaacactg tgcttttaat cgatataaat aaccactttg
  4245541 tgagggaaat gcggtatcta tacgacttat ctttatactt aatggaatag gatacaaatt
  4245601 cctttttagt ccgcaggatg tcaataaata acatcatacg gataaagtct cttcggtggc
  4245661 gtaacagaga agtggctagg ggaatggaaa ataggtgtca atatctgaac aaagatattc
  4245721 gcttaaaata taaaaaaccc tgaccataag atcagggtgc tttgttgttc tttgttatcg
  4245781 gttgtttctc gatattgtta cagcagaatt cgccttgata ccttcaagcc ctttaaatac
  4245841 ggggatgtcg ccagtgttgt tttactttgg gtacacacta aaacggagtg ctcgcctgat
  4245901 tggctatttt attctcgact tctactactg gtgtaatttg gattatcact tttccagaga
  4245961 aaaaattgcg gccttgctga cacctgtctg cgcagaaatg accaaatacg acagggcttt
  4246021 atcaaatctc agacgtagca catgtaggat caattcaggg ttatctgccc agtgccgtct
  4246081 ttcgtgcatt catcttaaat gtccttttat tgcgaaaatg gacattagta tcggaaacag
  4246141 gaaaggcagg tggtaaagca gtaccgcttt tctccccata gagatagtct cagtgacatt
  4246201 ctgtcaaggc tataggttca ttatgaatag cttaatatta caggtgttat ttactcagag
  4246261 taatgacaat tttttcaaga aaagattgga cgttataccc ccatgaagcg ggagaaaact
  4246321 ccccctctgc gaggtcggta aattcaagtt ctaattcttt ttcttccgga tacgctgtta
  4246381 acagcatatt agcttcatca atcgtttttt ggattgtttg ttggttttct gtaagaggca
  4246441 agtatctcat ctataccttc gccaaataaa tcataatctt gtccaaaaaa aacacgaacc
  4246501 agagttccaa gatggatggc tttcattcag cgtcagcctt gatgctgtaa ggcaagattc
  4246561 tgcacatcat gcaaaaaatc ttgaggtgtc gttccccaca gttctggcga aaaatcatca
  4246621 ccccaacgcg tgttaagctc atcatcaagt gtattgggat acgcggctgt aaattcagct
  4246681 atgtctgaaa tcagcgtttc aatctgcgaa ggcgagttgt cttgaagata aaaagccata
  4246741 acacccgcga ttgttgtagc ccctgtgatt tcataataat cctgtccaaa ataaatttgt
  4246801 atcaggtgct ctagtgccga aaaattaccc attattttca ttgtaccgtc tctaaaacat
  4246861 ggggtaagcg gtaagaatat agtatggttt accgtggaat gcttcaaacc gaatgactat
  4246921 cctaaatttt gtcaatttgg ttccggccag ttccccgcgc cttaccccac atccaataac
  4246981 atggccaaca aagtgattaa taacaaattg ttacgttaga cgtggtaaac ttgccgccca
  4247041 gactttaatc cattcagtgt tggatcttag cgcatcggaa atacgttctt cggcaagttc
  4247101 cgtgcagagg gaactattaa gaaaaaatcg tcaatctgat attattctta atatagtttt
  4247161 gagaaaatca tatgcggctg tttcccataa tgcgggagag aaatcaaacc cgtatctttc
  4247221 ctcaaattcc ttctcaagaa tgtcagaata aatttcaata aaatcataca gttctttttt
  4247281 agctcactca aagtttgttc atctgctgtt ttcttataaa attggataat cccctcaata
  4247341 gtatcttcgc catcatttat ataggcgtaa tcttgattaa aatggcaacc gatgagttgg
  4247401 cctagaaaat aaaagttttg cttacccatg gtatacggcc ctactcagga aatgctgtta
  4247461 atatataatt atgaaagtaa aacaactgat taaaaattta ttaggtagaa gtatgtgcga
  4247521 cagcatacga taaacaaagc ccgcactctg gcgggcttac gggtcttcca cgacactatg
  4247581 cgacgctaaa aaatagtcta cagcagaatt cgcagcatac ggcgcagtgg ctcagcagcc
  4247641 ccccataaca gttgatcacc aacggtaaag gcggacaaat attctggccc catattcagc
  4247701 ttgcgcaagc ggccaactgg ggtattcaat gtgccggtga ccgcagcagg tgtcagttca
  4247761 cgcatactca attcacgatc attcggaata acccgtaccc agtcattgtg cgtcgccagc
  4247821 atttgctcga tttcggctaa tggaacgtct tttttcagtt tcagagtaaa ggcttggcta
  4247881 tgacaacgca gcgcaccaac acgcacacat aggccatcaa caggaatcag agtactggta
  4247941 ctcagaattt tattggtctc ggcctggcct ttccactctt cacggctctg accattatcc
  4248001 aacgctttgt cgatccacgg gatgaggcta cctgctagcg gcacaccaaa attatcggtc
  4248061 ggtaacgtgc cactgcgagt tgttgacgtc actttgcgtt caatatccaa aatggcagat
  4248121 gccgggtctt gcaactcttt tgccacacca gcatgtagca tacccatttg ggtcagtaat
  4248181 tcacgcatat gacgagcgcc gccgccagat gcggcctgat aagtggcaac cgatgcccac
  4248241 tccaccagat tattggcaaa caaaccgccc aatgacatta gcatcaggct aacggtacag
  4248301 ttaccgcctg caaaggtttt gatcccctta tccagcccct gcttaatcac atcgtggtta
  4248361 accggatcca gaataataat ggtgtcatct tgcatacgca gcgaagaagc ggcgtcaatc
  4248421 caatagcctt gccaaccgat ttcacgcagc ttcggataaa tttggttggt atagtcgccc
  4248481 ccttggcagg tgatgatgat atccaatgca ctcaatgcat caatatcata agcatcttgc
  4248541 aacgtacctt ggtggcccgc gaaagccggt gcagcctggc catgttgaga ggtagagaaa
  4248601 aagactgggc ggataccgtc aaagtcgcgt tcttcaatca tgcgttgcat gagcactgag
  4248661 ccgaccatac cgcgccagcc gataaaacca acgtttttca tgtttactgc cctgccttgg
  4248721 aaggtgacac cgatttatgg atacctgtct tgtataactg cgcgcggtta cccaatgtaa
  4248781 gtgggggttg cggcaaggtt gcaaacgcac aaatcccaat acgctgattc agctcagtgg
  4248841 tctgggtatg tgaacgtggc taacaccact acaacgtcaa gtacgagggg tatatctagc
  4248901 acggcagact gactaagata gacttgatac caccttacaa aatataggca aagtggcaag
  4248961 tgaatttatt cgataccaga atgattcaaa gaaatttttc taatatgtga ctttatctgg
  4249021 ccgaaaacgc cagtagcctt tatccctttg aggtaatgat gactgagatg attgcagcaa
  4249081 ctgtgttgct atttttaatt atggatccat tgggaaattt gccgattttt atgtcggtac
  4249141 tcaagcattt ggagcctaaa cggcgacggg tggttttgat ccgtgaatta ctgattgcct
  4249201 taattttgat gctgattttt ctgttcgcag gcgagaagat tctgttattc ctgaatctgc
  4249261 gcaccgaaac cgtctcaata tccggcggta tcattttgtt cttaatcgct attaggatga
  4249321 ttttcccttc ctccgagagc aacgttactg ggctatctgc tggggaagag ccgtttttgg
  4249381 tgccactggc gatccctctg gtggccggcc cctctatttt ggccaccctg atgttgctgt
  4249441 ctcatcaata tcctaatcag ctcagccact tggtgctggc attgatgatt gcctggggtt
  4249501 tatcggcagc tattttactg atgtcgaatc tgttcctgcg tttgttgggg agtaaaggtg
  4249561 tcagtgcgct ggagcggttg atggggttaa ttttggtgat gctatcgacg cagatgtttt
  4249621 tagatggtgt gagggcgtat ttggcgattt gaacgcacca ttcaagagca gaccggatca
  4249681 ggcctcggtt gatattcctc attgcgctca acgtcaaaaa aaccaattca aaatgggtct
  4249741 ttgactgctg acaaagccaa atgaagggga aacgtgccgt tggggtcgta gtggcgtaag
  4249801 ccaccggagt gcccctaggt gcggtcaacc cttcactcac gaggcaatag cgttgtcaat
  4249861 aacctcaagc ctcttctgag gcttttaata attagacgtc aaaatcatca gggtaagcgg
  4249921 ctttgagtct tttttgcttg tcttgaaaat tgggatctac ttggttaggt aactttactt
  4249981 ttagcccctt tctgatttgt gaagcaatat aaaaagcatc acctagccga tcctcaaaaa
  4250041 taggatctgt tgcttcgaat tcttttgttg catacatgcc gaatgttagt ttccaaagct
  4250101 ttgttttatc tttttcttcg ccggtaatga cgttatgcag ataaatcagc tgctgaacga
  4250161 tggagttata catgggttca agcgtctcac caccaatgac gttatattta atatgatggt
  4250221 ggcgtttctg agccagacgc agtgccctat ccacgtaatc taaagcggtg tcgttggtca
  4250281 ttttttcgga ctccatacgt ctttattggt actgaaccat tgtatgccac cgccttcagc
  4250341 ctggaattaa tctaatcaat atatacggct taattgttct ggtggtaatg ctaataacgc
  4250401 ctttcatacc tttttttaat tcactttccg gcatatctat atctgacata acaacatcaa
  4250461 aaagtgaaaa attcatatgt caccatccgt taacgtaaat aatcagttaa cgtaaatagt
  4250521 cgtcattcga gtaattactg atcctgtatc gtagatccaa ccagtacgga ccacactagt
  4250581 attaccgtta ggccctgtaa ttggcatgtc gatagttgca cgctgaccaa agttgtcaga
  4250641 agcagcgagt accgcaggat ttgacgtcac tccagcttat ctttttcacg tggcccaaga
  4250701 gaggaagcct gagtatgatg aacctgtctt tcacgcatgt tgataatata gtgattagca
  4250761 tggtaaccat cattaaattc atactcacgg caaacccgtg tccaggcagc ataggcgctg
  4250821 actatacgtt catactcttc ggggcgaaga ttatctctgg ataagttgta caaatagatg
  4250881 ccgagaaggc ttaggctcat ctcaactcct ggcgaaatga gccgtaatat aatgtttgga
  4250941 tcagcagata tgcagggggg caggtgtcag tggtgaaggt taaagcccct gagtttaacc
  4251001 cgtatagata taaaattact ttatcagact gctggcaaaa tccgatgact cgaaccagct
  4251061 ccagatcacc aaatcaactc actaagccaa cgcccccacg catcgccgga caacctcatc
  4251121 aatatcagta tcaatatcca cacaaattac atcaggctca tccgggccgg gttcttccaa
  4251181 ggcgtcaaat tggcttctca ataaatcgct tggcataaaa tggccggaac gtgcttgcaa
  4251241 ccgcgccatg atgacgtcga aattgccctt cagatataaa aataccatgc cctgattgcc
  4251301 ctcgcgcaag cgatcgcggt aacaacgttt cagcgcagaa caaacaataa tgcccgtttc
  4251361 atttttatgg ctcaggctgt aagccgcatc gcttaggcgc tctaaccatg gcatacggtc
  4251421 cgcgtcatta agcggttgcc cactccccat tttctgaata ttggcgcggg ggtgtaaatc
  4251481 atcaccatca ataaatttgg catgaatctg gcgcgcgaca gcctccccga ctgtggtttt
  4251541 accactaccc gatacgccca tcacgataat gctctgtccc gccatatgtt gatctctatc
  4251601 tcagaatgga aattctactg gtgcctatag ttccgtattt taccatgtta ccggtatcat
  4251661 gataccggta acaaatggag atgtgacttt tatcacaaca gatagcgccg ttatcacaat
  4251721 agataaaaca gctatcacga cagataaaaa acactgcctt cgtactcaat cacgcgagcc
  4251781 aggaaaggcc ggagaaatat tatgccatta atcatcgtcg cagttggcgt tgccatgctg
  4251841 ctattactga tgatccgtta caaacttaac ggatttatct cgctgatact ggtcgcgtta
  4251901 gcggtaggta tcatgcaagg gatgccaatc gataaagttg tcggctcgat caaagcgggt
  4251961 gtcggcggaa cattaggtag cctggccttg attatgggct tcggggccat gctcggtaaa
  4252021 ttgctggccg attgtggcgg cgctcaacgt atcgcgacca ccttgattga gaaatttggt
  4252081 caaaaacata ttcaatgggc ggtggtactg accggcttta ctgtgggttt tgccctgttt
  4252141 tatgaagtgg gttttgtgct gttattgcca ctggtattca gcattgcggc ctctgcccgc
  4252201 atccccttgc tatatgtggg tgttcccatg gcggcggcgc tttctgtcac tcatggtttt
  4252261 ctgccacctc acccaggccc gaccgccatt gccaccattt tcaacgccga tatgggcaaa
  4252321 acgctgctgt acggcacgtt gctggcaatc ccaaccgtga ttttggcagg cccggtgtac
  4252381 gcccgctttc taaaaggaat tgataagcct gttcctgaag ggttgtataa cccgaaaatc
  4252441 tttaccgata aagagatgcc aagctttggg gtcagtgtca gtacggcgct ggtaccggtt
  4252501 attttgatgg cattgcgggc cgtagcagag atgattttgc ctaaaggcca ttcgctgctc
  4252561 ccctatgccg agttctttgg tgatcctgta attgctacgc tgattgccgt gttaattgca
  4252621 attttcacct ttggtctaaa ccggggccgc tcagtggaat cggtcatgga gaccctgtct
  4252681 gattccatca agatcatcgc aatgatgctg ttagttattg gagggggcgg tgctttcaag
  4252741 caggttttag tcgatagcgg catagagcaa tatattgctg gcatgatggg caatagcggg
  4252801 gcatcaccta ttctgatggc atggtccatc gccgccttac tgcgtatcgc cctgggttct
  4252861 gcgacggtgg cagcgatcac cgctgggggc attgtcgcac cgttaatcgc gaccaccggt
  4252921 gccagccctg agttgatggt cattgccgtt ggttccggta gcgtgatctt ctctcacgtg
  4252981 aatgaccctg gcttctggct attcaaggag tatttcaacc taaccattat ggaaaccatt
  4253041 aaatcgtggt cagtactgga aaccattatt tcagtctgcg ggttgatcgg ctgtttgttg
  4253101 ctgtctctgg ttatttagcc aacggcgcga taaatagtcg ttatataaat ggctgttata
  4253161 taaatggtta ttatgtaaat agttactata taaatgattg ctatattttt tatatactgc
  4253221 caccggggag gatggtaaag ccgacatcca ccatttgggg tgttacccct tctccgcgca
  4253281 acctggccaa taaacgctcg gcaccgattt gccccattct ttccctcggt gtcagtacgc
  4253341 tggccagttt cggtaccatc gactggccga tatcatggcc atggaaaccg gcaatagcca
  4253401 tgtcatgggg gatggatagc ccctgacgct gacattcaaa tacggcacca atggctaaat
  4253461 catcattggt acagaaaata ctgtcgattt gtggataact gacctgcgct tcacgtaaca
  4253521 gttcagcgcc agcggaatat gacgatgaac ggctggtcat cacgctcatc ggtaccagac
  4253581 cggattcgcg catcgcttgc tcatagccct gctgcttgat caccgtgcgc tcatcttggc
  4253641 gagcgccaaa atacaccaca tagcgatggc ctttagcgat aatttgctgt gtcatctgcc
  4253701 gggcggcctc aaagttatta aaccccacgg ccagatcaag gcaaggcgaa atacaatcca
  4253761 ttagctcaat aacagggata cccgcgacct caatcatttt cagggtccgc gcggtatggt
  4253821 ggcgttcaga gaggatgagg ccatcaatat tgtaggagag aagcgacgtc agccgctgct
  4253881 cttcgcgctc tttctgatag ccgtagtgag ccagcatcgt ctggtaaccg tgcgcatccg
  4253941 tcacactctc tatcccccgc aaaacctcag caaaaacctg attagttaac gacggcagca
  4254001 gcacaccaat ggcatggctg gtggcattag agagaatatc gggagcgcgg ttggggatat
  4254061 agcccaattc gtccaacgcc agcgcgattt tttcctgtaa aacagcagaa acctgttctg
  4254121 gattccgcaa ataacggctg acagtcattt tagtgactcc caccatatcg gcgacatctt
  4254181 gtagcactgg cctttttttc ttcattatca atgaactgag gctggatgaa cgggaggcaa
  4254241 ttctagcaaa gaaaagggta tagcgcgatg tgcataccct ttttagttaa cgtaaaccgg
  4254301 gggtaaatca acttaatccg agagtaaatc aacttaaatt ggtggtaaat caaacaacag
  4254361 gatctcgctg tcttcatcgg cttgaataga aagcgctgtt tcatcccaga tggcgaatgc
  4254421 atcactggca ccaccatgat gaccgttgat ggaaaccttg ccgcgcacca cttggatcca
  4254481 aacacggcgt tcagcctgaa tctgatacgt tgactgcgct gtacgattca atgcccagcg
  4254541 ccagagagtc atatcctgga acaccttcaa tgaaccatca cgggcatctg gtgataaaac
  4254601 caactgccgc ccttggggga gatcaaacat ccgttgctcg taacggggtt ccaaacctag
  4254661 cttgtttgga ataatccaaa tttggtacag atgcagcggt tgatcatcac ggccattgta
  4254721 ttctgaatgg cgaatgcccg taccggcgct cataatctgg aactcacctg catggatctg
  4254781 ttctttgttg cccatgctgt cctgatgttc aaccgtgcct gacaagacat acgtcaggat
  4254841 ttccatatct ttatgcgggt gagtaccaaa accctgacca gcatcgataa catcttcatt
  4254901 aatgactcgc aaagctgaaa aacccataaa atcagggtcg taatagtctg cgaatgagaa
  4254961 ggtatgccag ctatccagcc aaccgtgatt agcatggccg cgatcgtctg ctttacgtaa
  4255021 aaaaatcata ttcagttctc ctcaatgttt tctttagtct agaggtagtc cgagaatatg
  4255081 aaagcgtaaa aaactcaccc ctctgttcaa aaaattcgac taactcatca cgggaaaacc
  4255141 gcgaggtgag tgaggagcta taaagggtgc cattcagcgg ggagattatt acggcagaaa
  4255201 ccgtgacaga ggcaagctag cagagaacgg ggtgagaaaa aggcaaaaaa aaagccagca
  4255261 cccggctggc taagtaaaca ctggaagcaa tgtgagcaat gtcgtgcttt cataatgtga
  4255321 acacctaaac ttttgatgcg ctcatctgaa agcacggcaa tgataatcat tatcactctc
  4255381 acttgtaaag cgttttttta accaaatata atattattga ttcaggtaaa gaaaacgata
  4255441 ttttaataac agattcaaac actaagagta aggttatgtg gtgagagaga acctgtcctg
  4255501 ggatcgggaa tgctgccgcg cggttgctgc gcctcaccac caggatgcac ctgattcacc
  4255561 tgagaagtca ttcgctatcg tttcctatag cgtcgcttcc atctgcacgt gaccccaatg
  4255621 aattccgtga gcatacgcag cacgggaaat tgctcatcat caacattgat gtgtcgagta
  4255681 agctgacgtt tgtgacagca gttgaaaatt caacacagct cggtgtcatt tatacggctg
  4255741 gcaatcaaca atcggataca cttgtcaaca cccctcacct ctggaaaaaa taatgaaacc
  4255801 tgcaatcctc gtggtggatg acgatacggc catctgtgaa gtgctgcgag atgtacttaa
  4255861 cgaacacgta ttcgatgtac tgttatgcca cagcggcaat gaggcgcttc agattaccgc
  4255921 tacacagccc tcaatcgcac ttattttgct tgatatgatg ctgccggata tcaatggcct
  4255981 gttggtgttg cagcaagtgc aaaaactgcg cccgtcgcta ccggtcgtga tgctcaccgg
  4256041 catgggtagt gagtctgata tggtggttgg gctagaaatg ggggcggacg actatatcgc
  4256101 taaaccattt aatgccaggg tagtggtcgc acgcgttaaa gcggtgttgc ggcggagcga
  4256161 ggtgttggcg atagaaagta gcagtgtgat agaaagtagc agtgtgaaag cctgcggatt
  4256221 gcaatttaat ggctggcggc tgaataccga ccgctgtcag ttgatgaacc cacagcagca
  4256281 gcaaatcgat ttgactcagg gggaatatgg cctgctgctg tcgttgatgc aaaacgccag
  4256341 aaaagtgctc tctcgtgaaa agctgcttga actgacgcac cgtgaaagcc tggacgtttt
  4256401 tgatcgcact attgatgtac tgattatgcg gttacgtcga aaaatagaag ttaatccgca
  4256461 ccagcccaca ctgatccgta ccatccgcgg cgtggggtat gtctttgccg ccgatattat
  4256521 tcatgcctag aataatgtgg cctaataaga tgggcttaag acgctctccc catcgggcta
  4256581 tcttatttac ctgtttgcaa cattatccgt ttgcaacatt acccacttgc aacattatcc
  4256641 gtttgcaaca gttacgcgtc tgctggcgtt ttcctcgtga aaaataatgt tcattcggcg
  4256701 cggtaatggt ttatttaact gttctcacga ataaacacgt ctaattccgc cagtggcttt
  4256761 gcaccatcaa tagcattggc acaaagtaaa ttggcacggg cgcaggcgtg ggctaattga
  4256821 atacaatcat ttaacggcca gcgttcatgg tagccatata atatgccagc gcaaaaggca
  4256881 tccccggcac caacgctacc gactatctct tcctgggcca gtttccacga aggcacccat
  4256941 gctccctcct gcccatgctc tacgccccat gcaccttccg ggcagtgaat caccacccgc
  4257001 tggcgcacgc cggcttcaag taattgtttt gccgcctgag cgatatgatg gacgtccggg
  4257061 gtgccatcgg caagacgcat ctccagcccg cttaactcgc cagcctccag ttcattaatg
  4257121 gtcagataat ccagccagca caacgttggc gtcaccagta aatgataacg aggatcgcct
  4257181 tctcttgaca ctaagtcgag ggaggtttca taaccaagct gcgacatcag cgccagtagt
  4257241 ctggcgctac gagtaccgta ctcggtgtct tccacatcca aactatcgag caacagcaga
  4257301 tagccaagat ggaaaatttt aaatgatgta tcaaggccat cgaaagcggg caagtcgagc
  4257361 aggcggttgg tgcctggaga gtggaaaaag gtgcgctggc cgctcggatc ggtcatgact
  4257421 tgtgacatag atgttggagc caaggtggtc cgccgaacgt gttggcgatt gacctgatac
  4257481 tggtcgagca tcgccataat gtaatcaccg tcatgatcat cgccaataag gcccaccgcc
  4257541 tgcagcggca gcccggtata cattttggcc agcgtcagca atacgttaag cggtgcgccg
  4257601 ccggttgagc gctcgctgtg tacgatttcc gccagccaac cacgctgcgg ccattgctca
  4257661 atttgatgaa catggtcgac caacatatta ccggcggcaa taatcccgtt gcgttctatc
  4257721 atggcatcct ctcagatttg ctctgaactg ccgaaaattc gcatttgttg cgctacgaca
  4257781 tcagtaatag cctcctcgat ccccaggaac aactcggcga actcgtcata aatagcgtgt
  4257841 cgatgagtca ttttctgttc cacggcagcc agcgctgcct gcgacatgcc ggtataaaaa
  4257901 ttgattttat gaatgccaag gctgatagcc cgccggaaat cggtatcgct gatcccagag
  4257961 ccaccgtgca gtaccagagg taggccggtt tgctgatgaa tggcggccag acgcgcgaag
  4258021 tcgagcttgg gttcaccttt atacttgccg tgtgcgttgc cgatggcgac cgctaaggca
  4258081 tcgataccgg tacggtcaac aaagtcccgg gcgatagcgg gatcagtgaa tttattgcta
  4258141 tcagcttcac cataaagcgc gccgccttca tcaccgccaa cagcgcccag ttcagcttct
  4258201 accgatacac ccacggcatg gcacatcttc acaacttcac gggtttggcg aacgttttct
  4258261 tcatattcaa gcgtggaacc atcaaacatt accgagctaa aacccagcct gagtgcgcga
  4258321 accacggctt caaagtgcag gccgtggtcg agattaagca ccaccgggat atcatggtgt
  4258381 gcagcttcga atttcactgc ttctaccaat gattctagcg aaaggtactt aaaatggact
  4258441 tcagcaatat tgatgataaa cggcgatcgt tcctgttttg cagcggcaaa cagggcgcgc
  4258501 aaaaagtggc tatcgagcac gttaaaggca cccaatgcgt aaccgttttt cctggcatga
  4258561 gccaggccat ttgcaaggga aatcaaagcc atagtcgttc tcctggtgtt ggcaaattca
  4258621 gacgaaacgg cagtactcat tacacagcac aagttcagcc ggttcgtctt caataatcga
  4258681 attaaaacgt tcaagaggtt tcataaatcg gttgtcgtgg tcatcgtcat ttaccatcga
  4258741 tacctcaccg accagcacct caccgtaacc tacctcgccc cagaaactgt ggtacacccc
  4258801 aggcaccagg caaatacttt caccgggaga taagcgtaac tggctgcctg ccgcatgggt
  4258861 ttggcggcag ccgtcgagtg tcacggtgac atcgctcttc tccgtttgtt caaacgcgtc
  4258921 ggaattccat agctcgacga taagattgcc gccgccacgg ttgatgatat cttcctgttt
  4258981 acgccagtga aaatgcatag gtgtcacctg gccttcgcgg acgtgcatga ttttttcggc
  4259041 gtagcattta gggtaaggag tgccgcttac cgaaccgttg cgtaaggtga acagcgttaa
  4259101 tccctgagta aaaaaatggt tcccgccgaa tgcggtaata tcccagccga gtttcaggtc
  4259161 aaacagttct tgccaggctt tagggtcaag ctgttgccat ctttgtggcg tgaaacgggc
  4259221 aaatggcggt agctggatat ggtgtcgggc aaagaaatga ccggtctgct taaggatttg
  4259281 gttgacctcg gagcgtttca taaaatctcc tcaaaaagtt gcccctctcc ttaataggga
  4259341 gagaggatta gaccgagccg aagtgaggcg agctgttatt tcatcgtcca gcctttgtaa
  4259401 gtgctgatat tatttttgtc gatcagggtc actggtatca aaatgggatc ttttggtgct
  4259461 gggttgccct gcaagatgcc ataaccaacc tcaacggctt tggaggccat gacctgagga
  4259521 tcttgcgctg gggtcgcgac aaacaatgtg ttaccacccc gtttcagcgc ttcttctgca
  4259581 tccgggctgc cgtccacacc aacaataaag aattcattac gttgtgcctg tttggcagcc
  4259641 aaatcagccc caatcgccgt tggatcattg atggcaaaca cgccatcgat cttcgggttc
  4259701 accgccagca aggaggtcat cacctccagg ccaccttctc gactgccctt agcattttgg
  4259761 ttagaagaaa ggaccttgat atcaggatat tttttgaatt cgctttcaca accttcaaca
  4259821 cggttttgta tggcagacac tggcggcccg ttgataataa ccacgttgcc tttctctttc
  4259881 agacggtcgg atatgtactt acacgccatc gcaccggcct gagtgttgtc agaggtaatc
  4259941 gttgcgtcag ccccttctgc tgccacatcc actgccacca cgacaatacc ggcatcttta
  4260001 gcacgcttca ccgccggacc gatcccttta gaatccgcgg cattgagaat gatcatgtcc
  4260061 actttggcgg caataaagtt atctatctgt gccacctgct ggccgagatc gtagccgctg
  4260121 gaaacgagcg taactttgac tttatcgccg gccaacttac gcgcttctaa ctccacacct
  4260181 ttggtgattt gcacgaaaaa tgggttggca agatcgccca ccgttacgcc tatcgagttc
  4260241 aactctttcg cctggagcgc cggtgaactg gctatcatgg cccccgcgat tagtgcggtc
  4260301 attatgggtt tcaaacgcat gctgttactc ctgtgtaagg gtatttttag ttatgagtta
  4260361 tggtgacggg tacggtattt gtctatcagc accgctatga tgatcaccgc ccctttgatc
  4260421 accaattgcc agaaataaga gacccccatt agcgtcatgc cgttattgag ggtggcgata
  4260481 atcagagcac caaccagcgt gcctgtgatg gtgcctactc caccaacaaa actggtcccc
  4260541 ccgaggataa ccgccgcgat ggcgtccaat tcatagccca taccaagatt gccgttagcg
  4260601 ctgtaaagtc gcgatgcact catgacgccg ccgagtccgg acagcaaccc gctcatgcca
  4260661 tagacaaaca gcagcaccat ccacacttta atgccggtca agcgcgccgc ctgcatattg
  4260721 ccgcccaccg catatatgtg aacgccaagg gtagtgcggc gtaaaataaa ccagcacacg
  4260781 gcaaccacca gtagggcgat aaccaccagc cacgggaccg ggccgagata agcattgcct
  4260841 atccactcaa aattaatgtt cgagttgata atagtggtgc catcagccag taagtaggcc
  4260901 acaccgcgca gcgccgtgta tgtgccgagg gtaacaataa atggcggcag tccagcccat
  4260961 gccaccaaca tgccgttaaa cagcccaaga ccggtaccca ttaatagcgc cgccggaata
  4261021 gaaagacctt cccagccggg catcagcgaa actgccatgg cggtaactgc cgtagtcccg
  4261081 agaattgacc ccacggaaag gtcgatacct ccggtcagaa taatgaaggt cattcccgcc
  4261141 gcgaggacga tatttatgga tgactgccgg gcgatattga gtaggttaga ttcggtaaag
  4261201 aaatttgggg cgagaaaccc gaataccgcc acaatcaaca ccagaatcgg taaaataccc
  4261261 acggtttgca gtaaatcgct aaaaaacgct tttttcagcg aggccgattt tgccacctgc
  4261321 tgcggcgtgc ctgagttagt catggtaaac ctctttttta tggtcctcgg tcacgccagt
  4261381 tgccagcgtc ataatatttt cctgcgtgat atcagggtga tgtagttccc ctgcaatacg
  4261441 tccttcatgc atcacgtaca cccggtcgct catccctacc acctcgggca actcactgga
  4261501 aatcatcaaa atcgccaccc cctcgcgcgc catctggctc atgatgcggt aaatctcgct
  4261561 tttagcgccg acgtccactc cacgtgttgg ctcatcaagg ataagaatgc gtgggctaat
  4261621 cgctacccaa cgggaaatca gcagcttttg ctggttaccc ccggacaagc ctccggcacg
  4261681 cacctgcgca tgaggtacac gtatgttcaa ccgattgatg gcgtcgtctg aaatggcacg
  4261741 ggcttttttg cgatcgagca ggccgtaaca ggcgtcccgc tccagggttg ccatagtgat
  4261801 gttgtcctgc gcggccagtt ccaaaaacag cccttgctct ttgcggttct cggtcagaaa
  4261861 accaataccg tggcgaatgg cttcacgagg ggagtgaatg accaacggta cgccatctat
  4261921 ctctatcgtt cctccggtgg ctttgcgcac gccaaaaatc agttgcgcca gctccgaacg
  4261981 ccctgcaccc accagccccg ctaacccaac gatttcaccg gaacggacct gtaaactcac
  4262041 cgcctgcact ttggcaccat ccgtcaggtg atgaacctta aggcgtaaat gaccgagtgg
  4262101 aatatcccgt tctttattga acagatcgct aagcggacgc cccaccatca tgcgcaccag
  4262161 ttcgttggcg ttgaggttgg cgcgcatcag gctgccgacg tattgcccgt cgcgcagtac
  4262221 gctcacacgg tcagaaagtt catacacttc cgccatacga tggctgatgt agataatggc
  4262281 catcccctca tcgcgcagcc gcaaaataag ttcgaatagg cgatgcgttt cacgagtaga
  4262341 aagcgccgct gtgggttcat ccatcactaa aatgcggctg ttacgatgaa gtgcacgagc
  4262401 aatctcgacc tgctgttgtt cggcgatagt aagccccatc actaaatcgc tggctttaaa
  4262461 ctgagcgccg aggcggtcga taaccgcctg agtttgcatc accatctctt tacgctgcac
  4262521 cagccctccc cgggaaagct cgctgccaag gaaaatgttt tccgcaacgg tcagattagg
  4262581 cgcaagctgc atctcttggt aaatcaaact aatacctgca ttcagcgcat cttttgggcc
  4262641 tttgatggac caaggcctac cctcaataag gatctcgccg ctggtggtgg tatatgcgcc
  4262701 agcgaggatc ttcatcaggg tacttttccc cgccccgttt tcgcccatca gcgcgtggat
  4262761 ctcgccggaa aacaccgtca aatcgacacc tttaagcgcc tgaaatttgc caaacgactt
  4262821 ggtaatatta cgcatctcca agagggggac tttattcata acgcggtgcc tgtgggtgaa
  4262881 tgtcgatagc cgctagtcaa tcacaagccg gtaaatgcaa aatgtcagaa gccgttcata
  4262941 attgtcataa agttgaatag ttaaccgaga tcacattccc gatagggaaa tcatcgctag
  4263001 aggcagagga gtgattaact aacagaaaat gccagccgga gccttccatg gagcaacccc
  4263061 gcctctcctt ctttgccagt gttcgtgggc gattgttgtt cttcaacttg ctcgtggtgg
  4263121 cggtcaccct gatggtgagt ggtgtcgcgg tgctgggctt cgagcaggca agccgcttac
  4263181 aaaagcaggt ccaggagcgg acactgcgcg atatgtcaag cagcatggcg ctggcgcgcg
  4263241 ataccgcaaa tgtggcgacg gcggcggtgc ggctttccca agtggttggg gcgcttgaat
  4263301 tccagagtga agcggccagt cttcaagaga cgcaactggc gttacgaagt tcactcgctc
  4263361 atcttgctaa tgccccgctt gccagccatg aaccgctatt ggtgaaacgt atcattgagc
  4263421 gtagcaatga actggaaacc agcgttgcac gtatgctgaa tttgggtcac cgtcgccatc
  4263481 ttgagcgtaa cctgctgctg agcgccctct atcagaccca aagttatctt caccatctgc
  4263541 aggagattaa ccagcgcgat gggctgaaca aacccgatgc cgcactgcta aaagagatgg
  4263601 atcgcctgct actggtggct atccagacct cctcgcccaa agctgccgta cagcaactta
  4263661 ctgaggtgat gcaggcattg cctgcccatg ctgactcgcc gctggtggag gaaatcttgc
  4263721 aagagttcag cgccagcctg tatcagctgc tgccgttgtc catcacgctt gaaaatagcg
  4263781 atctgagcat tacctggtac atgtaccacg tcaaagcgtt ggtggcgttt ctcaatcagg
  4263841 gcatcaatat ctatgtacaa aaggtggggg aggaatcgct gcagcgtagc caacaaaacc
  4263901 acaaagcctt gcaatcgatc atcacgtcta ttggtctgtt tgccctgttg gcactggtta
  4263961 tcaccgggtt tgccggctgg tatatctacc ataaccttgg ctctaactta acggcgatat
  4264021 ctcatgccat gacccgattg gcaagaggag aaaaagaggt cagcgtacca gcccaacaac
  4264081 ggcgtgatga actgggcgaa ctggctcgcg cgtttaacgt ttttgcccgc aataccgctt
  4264141 cgctggagca gacatcacgt cttctgaaag agaaaagtac gctattggaa accacctttc
  4264201 acgctatgcg cgatggtttt gccctgttcg acaacgaggg ctttctggtg gtgtggaacc
  4264261 cgcaataccc actgttgctg gggctggcac cggagcagct acagcatggt cagcactacc
  4264321 ttcaattatt gaagcagatg acgccactgc aagagcatat acttgagaac ctcgccctcc
  4264381 cgctgccaaa aacccaagag ctaagacttg aggaccatcg cactatcgaa ctgcgtttca
  4264441 gtccggttcc tggacgaggg atggttaatg tggtgttgga tcgtagcgag cgcaaagcac
  4264501 tggaagaagc gctggtccat agccaaaaaa tgaaggcggt agggcagctc acgggcggcc
  4264561 tggctcatga ttttaataac ctgctggcgg tgattattgg cagtcttgag ctaaccgcta
  4264621 cggactcgtc ggatgccacg cgtattcatc gtgctctgaa ggccgctgag cggggggcgc
  4264681 aactcaccca acggttgctg gcgttctcac gcaagcagtc gcttcaccct cgagctgttg
  4264741 cgatgaaaga actacttgat aacctggacc cgctgatacg ccactcgctt ccggctcatc
  4264801 ttacgctcac aattgaagct cagcagcctg cctggcacgc ctggatagac gtaaaccaac
  4264861 tggaaaacgc aattatcaat ctggtgatga atgctcgcga cgcgatggaa gggcgcagcg
  4264921 gcgagattaa aatccgcacc tggaatcaac gcgtagagcg tggtgaaggg cgcaaacaag
  4264981 atatggtggt gctggaagtg gctgatagcg gccatggcat gaccaccgca gtgaaagagc
  4265041 aggtttttga acccttcttc accaccaagc aaaccggtag cgggagtggg cttgggctgt
  4265101 caatggtata cggctttgtg cgccagtccg gagggcgggt acagatagaa agtgaaccgg
  4265161 ggaaagggac ccgggtctgc ttgcagttac cccgtgcact cacacaaagt ctgatagaag
  4265221 tcctgccagc gcttggtgcc gttgcgaata tggctgatca gctagtctta gtgctggaag
  4265281 atgagccgga tgtacgccag accctgtgcg agcaactcca tcaactgggc tacctgacgc
  4265341 ttgaaaccgg cgacagtcgg caggcgctgg cattgatggc cgacgtgccg gatatcagca
  4265401 ttgtgataag cgacttaatg ctacccggcg acatgaccgg tgcggaagtg cttcagcaag
  4265461 cgcgcagtgt ttatcctcat cttaagctgt tgttaattag tggccaggat ctgcggcgca
  4265521 gcaagaattt catgccggag gtggaactgc tgcgtaagcc ttttaaccaa caacagctag
  4265581 tacaggcgct gcaaagagtc tgattgggat aatccccgag agcgtcaagc tttcgccctc
  4265641 ctcccatcag gctgacaaat atttcacaaa tttagtctat gaaaaccaga cgggtaaacg
  4265701 gtgttgtata aaaatgcgct tacgggcaaa ctttattgtt acttcttcgc cgccagccct
  4265761 tgcgcgcaag cccaagccga gctccaggcc cattggaagt tataaccgcc tagccaacca
  4265821 gtgacatcaa cgacttcgcc aataaagtac agccccggca ctttatgggc ttccatggtc
  4265881 ttggaagaga gctcttgggt atcgaccccc cccaacgtga cttctgcggt acggtagcct
  4265941 tccgtcccgt tgggttgcac ccgccactgc tgaagatttg caattaatgc cgcctgctgg
  4266001 ggaacattaa gctgcttcag ggtaacatca ggcagttgtt ccaatgtttg caggcactcg
  4266061 accaatcgct tgggcaataa ttgagccagt gtgtttttta gcgtctggtt tggatgggct
  4266121 tgccgctcgg tgttcaaaaa ggcagccaga tcgacatcag gaagtaagtt aatgctcaca
  4266181 tactcaccag cctgccaata gcttgagagt tgtaggatag ccgggccaga aagcccacgg
  4266241 tgggtaaata aaatactttc acggaagcta acgccattct ccgccgtcac caccgccgga
  4266301 accgagacac cagacagcgt ttgcacgtga tccaacaagg gtttatgcaa cgtgaaagga
  4266361 accaatgccg ctcgggttgg taacaccttc aaaccaaact gttccgccag cttataacca
  4266421 aacggagatg cccccagccc cggcatcgat aaaccaccag aagccacaac aagtgagtta
  4266481 gcgctcactc tcaaatcatt aatgtgtagc acaaagcccg tgtcgctttt ttcaaccgac
  4266541 aacacattac tgcgcagccg cacagtgaca ttccccagct cacactcttt cagtaacaga
  4266601 tcgacgacct gctgagcgga atcatcacaa aaaagctgcc ccagcgtttt ttcatgccag
  4266661 gcgatgttgt ggcgattcat caggtcgata aaatcccact gggtataacg cgccaatgca
  4266721 gatttacaga agtgagggtt ttgtgagagg taagccgcag gttccgtata aatgttcgta
  4266781 aagttgcaac ggccaccgcc ggacatcaat atcttgcgcc cggctttctt accgttgtcc
  4266841 actaacagca ctcggcaccc tgcttgcccc gcttgagccg cacaaaatag ccctgccgcg
  4266901 cccgcaccta tgactaccac atcaaactgt tccacactgg cctcattgaa taaaatcatc
  4266961 attgctgcaa aattgcccgc ttttggctgc ttatcgtatt tttggttatc ttcagccgac
  4267021 aaattagcgg tgggagattg taagtcccct gctggcagag cgccatagta agaaaatgtt
  4267081 atattcggta aaactaagta actcgctgat ataacataca tatgtggtgc aaaaagacta
  4267141 agccatatga tgttatgtca aaaaaaggtc atattttcct tttaccaacc ccccattgtc
  4267201 actgataatg cgccgcgttc atgtccacaa actggcgtaa cgcttatgct acatcttttc
  4267261 gctggcctgg atttccatac cggccttatg ttagttcttg ctttgttgtt cgtgctgttt
  4267321 tacgaagcca tcaatggttt tcatgataca gccaatgcgg ttgcgaccgt aatctatacc
  4267381 cgtgccatgc gttcacagat cgcagttgtg atggcagggg tgtttaactt cctcggcgtg
  4267441 atgctgggtg gtttgagcgt ggcctacgcc attgttcact tactgcctac tgatctgctg
  4267501 ttaaacgtca gttccacgca tgggttggca atggtcttct ccatgttact ggccgcgatt
  4267561 atctggaatt tgggtacttg gtattttggt attccagcct ccagttctca tacgctgatt
  4267621 ggtgctatca tcggtattgg tctaaccaat gcattaatga ccagtacatc cgttgtggat
  4267681 gcgctgaacg ttcctaagat gatacaaatc tttctgtcgc tgatcttatc cccgattgtg
  4267741 ggtctggtta tcgccggttt gatggtattc ctgctacgtc gttactggag cagtaccaaa
  4267801 aagcagcaac gtattcacct gacgcctgct gaacgtgaaa agaaagacgg taaacgtaaa
  4267861 ccgccattct ggacccgtac ggcgctgatc ctctccgcta tcggtgtgag tttctctcac
  4267921 ggcgctaacg atggtcagaa agggattggc ttgatcatgc tggtattaat cggtgtggct
  4267981 ccggctggtt ttgtcgtgaa tatgaatgcg accggctatg atattgcccg cacccgcgat
  4268041 gcagtcactc atgtgcaact ctattatcag caacatgctg aggcattgcc tcatgccatc
  4268101 gcgctgaaac cactggtgcc agccccagaa accttgccag gtacacctgc gcaattccac
  4268161 tgtgacactt cacgcgcgat ggtcgccatt aaccatgcac aagcgctgct gaccgatctg
  4268221 aaaagctatg atgacctaac cgttgatcaa cgcagccaaa tgcgtcgctt gctgatgtgt
  4268281 gtcgcagaaa ccgcaggagc cgttgccaaa ctgccagaaa ccagtgccga aaaccgccgt
  4268341 ttcctcaaca atctgcgtac cgatttgttg gataccgtgg aatatgcacc aacctggatt
  4268401 atcgtagcgg ttgctctggc tctgtctctc gggacaatgg tcggttggag acgcgttgcc
  4268461 gtcactatcg gtgagaagat cggcaaaaaa ggcatgacct atgctcaagg ggtttcagcc
  4268521 cagatgaccg cggcggtctc tatcggtatt gccagttata ccggcatgcc agtatcgacc
  4268581 actcaagtgc tctcttctgc tgttgccggg accatgttgg tcgatggcgg tggcgtgcag
  4268641 agtaaaacgg tgaagagcat tatgttggcc tgggtcttaa ccctgccaat ctctatcttc
  4268701 ctttccggtg cactgtattg gatagcctta aagttcattt aagttaattc aacgctaagc
  4268761 tcattcgacg gtaagccaat tcgacgaatt gttatcaccg agagccttag cgcgatgtca
  4268821 gtgatgagca ataaaaaggc ggcctaaatc aggtcgcctt ttttgtgccc agaaaacccc
  4268881 cagctaggct gggggttcag taaagctttc agctttgggt cagttataaa aacccctttt
  4268941 gatttgttaa aacagtttgc ggtctggcaa ctgcaaatgt tcaacaagaa atcaaaaggg
  4269001 ggtcccaatg agggatgaaa agagcttagc gcacacccga tggaactgta aatatcatat
  4269061 agtttttgcg ccgaagtacc gaaggcaggt gttctacagg gaaaaacgca gagcgattgg
  4269121 cagtatttta agaaaactgt gcgaatggaa aaacgtgaat atcctggaag cagaatactg
  4269181 tgtggatcac atccatatgc ttctggagat cccgcccaag atgagtgtct cgggatttat
  4269241 ggggtacctg aagggaaaga gcagtctgat gctttatgag cagtttggcg atttgaagtt
  4269301 caaataccgt aacagggagt tttggtgtcg agggtattac gttgatacgg tagggaaaaa
  4269361 cacggccagg atacaagaat acataaagca ccaattggaa gaggataaaa tgggtgagca
  4269421 actctcgatc ccgtatcccg gtagcccgtt tacgggccgt aagtaatcca tagatgcaaa
  4269481 tgtcagatcg cgatgcgcct gttagggcgc ggctggtaac agagccttat aggcgcatat
  4269541 gaaaaacctc cggctatgcc ggaggatatt tattaattct ttttgccaat aattcatgct
  4269601 aataccacaa cattagggcc accagactga caaccactaa accacataac gcactggtca
  4269661 gtataaattg cccgcgtaat ctctcacagc ggcggataaa ttcgggatca tgatgatcaa
  4269721 gatagcgttg agcaaaaata tacccgacta atctgatctg tttgctgggc tgaccgtgag
  4269781 aagtaaagaa ccccccacca tcaacatact gatacaacaa cgggtcacag ccacgtaata
  4269841 ccactagcag agcacgcaga gatgaatagt aacgcgccat attcaccaca cataccacac
  4269901 acaaagccca aaaaagcgcg acggtactga tcattattat cctcccagcg atatcttgca
  4269961 catccggcta actccccgaa tctttgcaca atcgcttact ctcgctgata aaatcccccc
  4270021 cagagctcga aaaacggctc ctatcgttcg ctttcctgta atggatctct acgtcattcg
  4270081 gtcaataccc tatctgaacg tataggactc cctttattag tgtaggaaat gaaatggaaa
  4270141 atagcctgat aatctcgcat ttaagcctat cttgccgttt gttcaatacc gattaatgtt
  4270201 aacgtctcat tggtattgat tgttatcacc gtatttctcg cgctgatcac cgtgctcaaa
  4270261 cattaacctt actcaaacat taaccttgct taatcaaatc ctcgctattc gactctggat
  4270321 ttttgtaatt cgcatatgca tcacaaatat gaaattccct caaccaagaa aatttatcag
  4270381 cgttatactt agcatcatga tctactttaa attcaatcgg tccgacaaga tgcaaaaata
  4270441 ataagcggta gagtttagtg acttattggt gtaaaacgac agacagtagc attagtgatc
  4270501 attgtcaaaa ccgtgggttg tgatccgtga aatactcaag ttagaggtca taatgatgcg
  4270561 atataaatgt caggctagtg cccattcggt aggttgagtg tttgcttaca cattaattaa
  4270621 cattatggta ggagtttact tatggcttac aaacacattc tgattgcggt tgacctatcc
  4270681 ccggaaagca aggtattggt ggaaaaggcg gtttccatgg ccaaaccgta caatgccaaa
  4270741 gtttccctga tccatgttga cgttaactac tcagatctct ataccggtct gattgacgtt
  4270801 aatctcggcg atatgcagaa gcgtatttct gaagaaacac acaatgcatt gaccgagcta
  4270861 tcacaaaatg caggctaccc cgttgagcaa acgttaagcg gcagcggtga tctaggccag
  4270921 gttctggttg atgccattaa gaaatatgat attgacctgg tcttgtgtgg tcatcatcag
  4270981 gatttctgga gtaagctgat gtcttcagcg cgccaactga tcaataccgt gcatgtcgat
  4271041 atgcttatcg tgccattgcg cgatgacgaa aatggcgaag acgactaaat cttcccgttg
  4271101 ttgagtaacg ttaaacgctc gcctctccgg cgggcgtttt tgtgatagac gttttgccag
  4271161 ccctcctcat taccttcaat ctgaatccag ataatttttt gtcaaaatcc cttgccgcat
  4271221 caatataaac cagtgatata gtcgaaggac acacaacatc gtctcctcac tattttgata
  4271281 ataatagttc atataaatgg tcgggagagt ctttaagggt acaaggaatt agtgatgaat
  4271341 ggtttagttt ctttggagtc atttctagaa tcgttacaac ggcgtgatgc caaccaacca
  4271401 gaatatctcc aggccgtacg tgaagtattt acgtcgctct ggccctttct ggaacagaac
  4271461 ccacattatc gtgaacaaag cctgctagag cgcttagtcg aacctgaacg tgttatccag
  4271521 ttccgcgttg cctggactga tgataaaggc catgttcagg ttaaccgcgc atggcgcgtg
  4271581 cagttcagct cagcaattgg tccttataag ggcggaatgc gtttccatcc ctcagtaaac
  4271641 ttatcaattc tgaagttcct cggttttgaa caaaccttca aaaatgccct gactaccctg
  4271701 ccaatgggcg gtggtaaagg cggttctgat tttaatccga aagggaaaag tcaggctgaa
  4271761 gttatgcgtt tttgtcaggc cttgatgact gaactttatc gccaccttgg cccggatact
  4271821 gacgtgcctg caggcgatat tggcgtgggc ggccgtgaag ttgccttcat ggctggcatg
  4271881 atgaaaaagt tatccaataa caccgcttgc gtctttacgg gtaaagggct gtcattcggt
  4271941 ggtagtttga ttcgcccaga agcaaccggt tacggtttgg tttatttcac cgatgcgatg
  4272001 ctaaaacgcc atggtttagg ctttgaaggt agaaaagtgt ctgtttcagg tgctggcaac
  4272061 gtggcgcaat ataccattga aaaagcgatg gagctggggg ctaaagtggt tactgcctct
  4272121 gattcaggcg gtaccgtagt ggatgaagtt ggcttcacgc ctgaaaaact ggctcatctg
  4272181 gctgaaatta agaataagcg ttatggcact atcgaagact atgcccgcga acgtaatttg
  4272241 gtctatttag cgggtcaaca accgtggagc gtccctgttg atattgccct accttgtgcg
  4272301 acacaaaatg aattggacct gccagcagca cttcagttga ttgccaatgg tgtgaaagcg
  4272361 gttgctgaag gcgcgaacat gccaaccacc atccaggcga cagatgcttt ccttgaagca
  4272421 ggcgtcttgt ttgctccggg taaagcggcc aatgcgggcg gtgttgccac atccggcctg
  4272481 gaaatggctc agaatgcagc ccgtatgagc tggaaatcag aaaaagttga tgtccgttta
  4272541 catcacatca tgttggatat tcaccagtcc tgtgttgaat acggcggtga aggcaagcaa
  4272601 acccactatg tacacggcgc taatattgcc gggtttgtca aagtggccga tgcaatgctg
  4272661 gcccaaggcg tgctgtaaat aaaacgttgt ccccatattt ttttaagatg aacgtcgaga
  4272721 aaaatatggg gtacttcttc cctctcttat ttattcatag taaatatctt caaataaaaa
  4272781 atattaatta cacttataat ttgccaagcc attattttct aactttaaga ttacgcttat
  4272841 ttaaaacacc tctgtcatca ttaatatctc cctcgcacat taatagagat caaaatattt
  4272901 tattaacact caaaaagaga cggtgatgtt tatgagttac tccagggaat acagcaatac
  4272961 tataattaaa aatgaacagg tcatgcgtag aggcattcat tataagaatg aagttaaagg
  4273021 tgttatagca ccacaaatat ctagccgtca gtcatggaaa gaaaacacca ttcataataa
  4273081 aaatacaaac ctgacatatt catttagtcg agcctataca ttatgggatt atgatcgaac
  4273141 attccaacag aacgcttaca tctcattatt taatccagcc caaatccatc aggcaaaaat
  4273201 cgcgatgcaa tcttgggctg atgtagccaa catctccttc accgaagcat cagcagactc
  4273261 ctccgccaat attctatttt taaattttca gcgcccaagt aatgtggcag gttatgccta
  4273321 ttatcctaat ccaggtagct tcagcccaat atggattaat tacagtttca gcgataacca
  4273381 acatcccagc agattaaatg atggtggcgg agtattaaca catgagatcg gccatgctct
  4273441 ggggttgggt cattctcatg ccccccatgg ctatacacag caaatgagtg taatgagcta
  4273501 tttatccgaa cagggttcag gtgcaaatta tggccaacat tacttatcca caccacaaat
  4273561 gtacgatatc gccgcaatcc agtatctgta tggggccaat ctacacaccc gcaccggtga
  4273621 taccgtttat ggcttcaact cgacgagtta tagagatcat ttcaccgcca cccacgccag
  4273681 tgatgcgttg attttctgtg tctgggatgc tggcggcaat gatacttttg acttctctgg
  4273741 ctataagcaa aatcaaatga ttaatcttaa cgaactctgt ttttctgatg ttggtggact
  4273801 aaaaggaaat gtgtctattg cagcggatgt tacgattgaa aatgccatcg gcggcagtgg
  4273861 ccatgatgat attatcggca atcacaccaa taatattttg accggtaacg gcggatctga
  4273921 tcaactttgg ggtaacgggg gcaataatac tttccgctat gccagtgcca gagattcaat
  4273981 gaccacctcg cccgatacta ttcatgattt taaatcaggc cgtgacaaga tagatttgtc
  4274041 gcaattaatg ccctcaaccg accgtgttat ttttgtcgat agattaagtt ttaacggtca
  4274101 aacagagatg gggcagcaat ataatgaagt ggcggacata acttatctta tgattgattt
  4274161 tgacgctcaa gtcagcgagt gcgatatgat gattaaattt accggcaggc accatttcac
  4274221 cgccaatgac tttattttaa gtacgtcact gacggcataa atatttatat ctacttaccc
  4274281 gaatcactca ttaaaatttc agcgattcgg gtgagaaaat gccgctaacg cggcggcgtc
  4274341 accgatgaag ggtatatgtc aaaacggtgg ctcttggtca caaccgccgc ctgagcggcc
  4274401 acgccagcca atggctcagc ataatccggg cgtttcacca ccactcgctt ggtggccaac
  4274461 gcacgggcgg gggctaacaa accatcagca tcattatcgg cccccaccaa tgattgaaat
  4274521 acccgcatct cttttttaac caacgcactt ttttgccggt gcgggtacat cggatcgaga
  4274581 taaaccacct ctgggcgcgg ttcaatcgcc accaacgcgg tcagactgga ggcatgtaat
  4274641 aacgtcagac gttcacgtag ccacggaccg atttcagcat ccagatagcc ccggcgcaaa
  4274701 ccatcatcca gtaatgcagc gaccaccggg ttacgttcca gcatctgcac ctggcagcct
  4274761 aacgccgcca gaacaaaggc atcgcgccca aggcctgcgg tggcatccac cacccgtggg
  4274821 agatagcctt ttttgatgcc cacggctttc gcgacggctt cgccacggcc accaccaaat
  4274881 ttacgccgat gcgcctgcgt gccagagacg aaatccacat agatgccgcc aagtttcggc
  4274941 tcatcccgct tacgcagttc aagccgttca gcggtcagca ccaacgccat caccgcctga
  4275001 tcgtcagaga ctaaccccca gcgatcagcc agaatagata aggcgccggg atcggcgcct
  4275061 gcttcagata ataaacaaat actgacgtgt gacacgtatt agcccttaat accgtaatga
  4275121 cgcaacatgg catctaactg cggttcacgg ccacggaagc gtttgaacag tgtcattggc
  4275181 tcctctgagc caccttgaga cagaatgttg tcgaggaagg actgaccggt agcggcatta
  4275241 aaaatccctt cttcttcaaa gcgtgagaac gcatccgccg agagcacttc agcccataaa
  4275301 tagctgtaat aaccggccgc ataaccgcca gcaaaaatat ggctgaaggc atgagggaag
  4275361 cggccccatt ccggtgatgg caccacagca acctgttttt tcacttcata caaaataggc
  4275421 aggatctgcg caccggtcag cgggtcgaac tcataatgca tccggaaatc gaacagacca
  4275481 aactccagtt ggcgcagaat aaacaacgcc gcctgatagt ttttcgccgc cagtagttta
  4275541 tccagcatct cttgcggcaa aggctcatga gtttggtaat gaccagaaat aaaggccagc
  4275601 gcctccggct cccagcacca gttttccata aactgacttg gcagctcgac tgcatcccaa
  4275661 ggcacgccat tgataccaga aacgcctgcg gtatcaattt tggtcagcat atgatgtaaa
  4275721 ccatggccga actcatggaa caaggtggtc acttcattgt gagtaaacag cgccggtttg
  4275781 ccgccaacgg gcccgttaaa attgcaagtc agataagcga ctggtttttg cagttggcca
  4275841 ttagccaaac gcaggctacc tacgcagtca tccatccagg ctccgccacg cttgttttcg
  4275901 cgcgcataca aatcaaggta gaagctaccg cgcagttcac catcggcatc aaacaaatcg
  4275961 aagaagcgga catccggatg ccaggtatcg acatcatggc gctctttggc tgtaatgcca
  4276021 taaatgcgtt tcaccacttc gaataaacct tccaccaccc gctgttccgg gaaataagga
  4276081 cgaagttgtt catcactgat agcaaacaga tgctgtttct gtttctcgga ataataggtg
  4276141 atatcccaag cctggagttc actgacacca taatgctctt tagcaaaagc acgtaactga
  4276201 gccagctctt cttctgcttg cgggcgggcg cgcttcgcca gatcgttcag gaagcccaat
  4276261 acctgctgtg ggttttctgc cattttggtg gccagcgatt tatcggcata actgttaaaa
  4276321 ccgagcaact gcgctaattc atgacgcagt gtcagaattt ccgccatgat ctcgctgtta
  4276381 tcccatttcc ccgcgtttgg cccctgatca gaagcacggg tggcaaatgc acggtacatc
  4276441 tcttcgcgca attccacgtt atcggcataa gtcagtaccg gcagatagct tggcatatcc
  4276501 agtgtcagca accagccgtc ctgctctttg gcttctgcca tggctttggc cgctgcgagc
  4276561 gcgctttctg gcaaaccttt cagttgctca acatcggtaa tcagtttgct ccaccccatg
  4276621 gtggcatcaa gcacgttatt gctgtaagtc gagccaagct ccgacaagcg agccacgatt
  4276681 tcgccgtaac gcttttgttg ttcaggcgcc agaccaatac cggatagctg gaagtcacgc
  4276741 agagcatttt ctaccgcttt gcgctgcggt gcggtcaagg cggcaaaacc cggcccctct
  4276801 ttcaggctga catacgcctg atacaaacct ttatgctgcc ccacccaagt gccgtattcc
  4276861 gacagcaatg gcaagctttg ttcataagcg gtacgcagct cagggctatt ttttactgag
  4276921 ttcaagtggc ctacgggtga ccaaatgcgc gataagcggt catcggattc ggccagtggc
  4276981 tgacacagat tatcccaggt gaacggccct gattgggcaa ccacacgctc taccgcttga
  4277041 cggcattcat ccagcgcgga tttcaccgca ggcacgatat cttcaggccg aatagcagaa
  4277101 aacggtggca gggagaacgg agtcaacagc gggtttgtca tagggcagtc ctggttatga
  4277161 tttgaatttt aataacgttt atataccaaa cgccagacgc atccagcgac ggagaataaa
  4277221 ttacgaatga acaattaaca tgaggtctat tatcgcgaaa atcaatggct ggcggcctta
  4277281 atccttttga tttcactttt tatccaccag acagtttata ctagtgacca taatgtgctg
  4277341 gctgtcgttt ctggttactg caatttgcac cctccgcagg aagaaacagc aagcagcatc
  4277401 gccgcaatgt acaaacatat tccattcaaa tccatgattt aactgtgaat atcacttggt
  4277461 caaaataaaa tgttaagtta tcgccatagt tttcatgctg gcaatcatgc cgacgtcctt
  4277521 aaacataccg ttcagagcct gattattgag gcaatgaaag agaaagaaaa acctttcctt
  4277581 tatctggata ctcacgcggg tgcagggcgc taccaactga gtggcgagca tgccgagcgt
  4277641 accggggaat acctcgacgg tatcggcaag ctgtggcagc gcgatgactt acccgcagat
  4277701 ttagccccgt atatgagcgc aatcaactat tttaaccgtg gcgaaaaact gcgctactac
  4277761 cctggctcgc cgttaatcgc acgtcattta ttacgtgaag acgacaaaat ccatctgacc
  4277821 gaattgcatt ccagcgatta cccactgttg cgcaatgagt ttgccaaaga cgaacgtgca
  4277881 aaagtacagc gtgccgatgg ttatcagcag cttaaatcac aattaccgcc gctatcgcgc
  4277941 cgtggctttg tgctgatcga cccaccgtat gaaatgaaaa ctgattatca ggatgtggtg
  4278001 aaaggtattc aggagggcta taaacgattc gcaacgggta cctatgcgct ctggtatccg
  4278061 gtcgttctgc gccagcaaat taaacgtctg ttacgggatc tggaagccac gggtatccgc
  4278121 cgtatcctgc aaattgaact ggcggtacgc ccagatagcg accagcacgg tatgaccaca
  4278181 tccggcatga ttgtgattaa tccgccgtgg aaattagaac agcaaatgaa ttcattattg
  4278241 ccgtggctgc acaacgtgtt ggtcccatca ggccacggtc atacgctggt aaaatgggta
  4278301 gtacctgaat aagggatagt acctgaataa tggatagtac ctgaataagg ggctatgcct
  4278361 atcagagtca ttgatgtaca aaaggcgctc agacgctaca ctgttaggca attttaaacg
  4278421 actctaccct caataatgcg cgttacgcga aagcggcaac gtgcagtatg accgggtatc
  4278481 tcatggaaac gaccctgatg accaaacatt acgattatct ggcaattggc ggtggcagtg
  4278541 gcgggatcgc atcgatcaac cgggcagcca tgtacggtaa aaaatgcgca ttgatcgaag
  4278601 ctaaacagct cggtggcacc tgtgttaacg tcggttgtgt gccaaagaaa gtgatgtggc
  4278661 atgcagcgca gattgcggaa gccattcatt tgtacggccc ggattacggc ttcgacacca
  4278721 cagtgaacca cttcgattgg aaaaagctga ttgctaaccg tactgcttac atcgatcgta
  4278781 tccatcagtc ctatgagcgc ggtttaggca ataataaagt ggatgttatc caaggcttcg
  4278841 cccgctttgt ggatgcccac accgtggaag ttaacggtga gacgatcacc gcagatcaca
  4278901 ttctgatcgc taccggtggc cgcccaagcc atcccgatat ccctggtgct gaatacggta
  4278961 tcgactccga tggtttcttc gaattagatg agatgccaaa acgtgtcgct gtcgtgggcg
  4279021 caggttatat cgcggtagaa attgctggcg tactcaacgg gttaggtacc gagacacact
  4279081 tgtttgtccg caaacatgca ccgttgcgta cctttgatcc gctaattgtt gaaaccctgt
  4279141 tggaagtgat gaacaccgaa gggccgaaac tgcataccga atcggtaccg aaagcggtta
  4279201 tcaaaaacgc cgatggcagc ctgacgctgc aattagaaaa tggtactgaa gtcactgttg
  4279261 accacctgat ctgggcgatt ggccgtgaac ccgcaaccga caacctgaac ctgtctgtca
  4279321 ccggtgttaa gaccaatgac aaaggctata tcgaggttga taagttccag aacaccaacg
  4279381 tcaaaggcat ctacgccgtc ggtgataaca ctggcgtagt tgaactgacc ccggttgccg
  4279441 ttgcggcggg ccgccgtttg tccgaacgtc tgttcaataa caagccggat gagcatttgg
  4279501 attacagcaa tatcccaacc gtggtattca gccatccgcc aatcggtact atcggcctga
  4279561 ccgagccaca agccagagag aaatttggcg acgatcaggt gaaagtgtac acatcctcgt
  4279621 tcaccgcgat gtacagtgct gtcactcaac accgccagcc atgccggatg aaattagtct
  4279681 gcgtgggtgc cgaagagaag attgtcggta ttcacggcat cggtttcgga atggacgaga
  4279741 tcctgcaagg gttcgcagtc gccatgaaga tgggcgcgac caagaaagat ttcgacaaca
  4279801 ctgtcgctat ccaccctacc gccgcagaag agttcgttac catgagatga tttcgttact
  4279861 atggcccgaa caggcagaga ctcctgcacg ggccatgttt ctgaaataca ctaagccagg
  4279921 ttgaaaatga gctaacctgg cttttatctt aatagataga atgtctgacc tttacctcaa
  4279981 cgcccatcgc aattttcagc tacattgatc ccccctatcc actcttagcc tgtgacaagt
  4280041 catgccaacc agctatctta aggaagacac cgctcgccaa atcgttcagc gcaccatgag
  4280101 cattattgat tactcagtta atgtcatgaa tgaatacggc gtcattattg cgtctggtga
  4280161 tcctcgtcgt ttacatcagc gtcatgaagg tgccgtttta gcgctgacgg aaaaccggat
  4280221 ggtcatgatc gacgaagccg tggctggcag gcttaaaggc gttaaaccag gaattaacct
  4280281 gccgattatt tttcgtcagc gaatggtagg cgttattggg atttcgggtg aacccgataa
  4280341 agtgcaggcc tatgctgaac tggtgcgcat ggcggcggag ctgattttag aacaagctga
  4280401 aatgttagag caaaatcagt gggaaaaacg ctatcgcgaa cagttaacct ctcagctcat
  4280461 tgctcagcaa ggcagtgcgg cttcagtggc atcgatggca gcctatttag gattagacct
  4280521 cacactgcca cgcattgcgc tgatcgtcag tctgcgtgaa caagagcaca ctcagcagcg
  4280581 ggatctggtc gaaatattaa gcaaccacag ccgtgaaaca ttggtcacct tacatgggtt
  4280641 tgagcgggtt gtggtgctat tgccgctgaa ccttgcacac agtgacgatc gtgaagtgac
  4280701 ggccagaaag gctttgcgca aattgtatgc gctgctacag ccgcgtttta gtctgaatat
  4280761 ttatgttggt ggcatttttg atggcctgga tgggctgcaa cgctcctatc ttagcgcaca
  4280821 agcgatgcaa gaaacggcat tgcgacaaaa gctcacgcaa ccggtcatgt tctatcaaga
  4280881 ccattttttg accgttcttc tgaatgattt tgccgggagt tggcaggctg gtgaactgag
  4280941 ctctgcctgg caaacactgc gtcaggcaga taccaaagac gttctgtgtc acactctgcg
  4281001 ttgttacttt gtacagaatt gtgatctgtc tcaaacgtca aaacaactgc atatccatgt
  4281061 caatacccta cgctatcggt tacagaagat tgaagctata acagctttaa aaatcaatga
  4281121 attaagttca attattcagc tctatattgg catgaaaata gagagataat ttgtagcatc
  4281181 ctccaaaaat cagccgtttt agccgtccat tttctggcgg tttcactcaa gctatttttc
  4281241 tcccgcccac cataatggcg acgttgttct tgatcgcgac gtaccctact gccgcacaga
  4281301 tcttccccaa gcggccaaaa tagaataatg aaagcgggag tcatatatga ccacagtttc
  4281361 tgctctgggc gcattggtgg cactgatcgt gtccatcgtc ctaattttac gcaaagtgcc
  4281421 gcctgcttac ggcatgatcg cgggagcgtt agcgggcggc ttagtcggcg gtgccgatct
  4281481 gattcaaacc attaacctca tgattacggg cgctcaaggc atcacgaacg ctgtgctacg
  4281541 tattcttgct gccggtattc tggcgggcgt actgattgag tctggtgcgg caaataccat
  4281601 cgccgaaacc attgtacgaa aagtcggcga aaaacgcgcc ctactggcac tggcagttgc
  4281661 gacgatgctg ctgacagcgg tcggggtgtt tatcgatgtc gcggtgatta ccgtttcccc
  4281721 aatcgctctg gccattgcgc accgtgcgga tatttccaaa atggccatct tactggcgat
  4281781 ggtcggcggt ggcaaagcgg gtaacgtgat gtcacccaac ccgaacacca tcgccgcggc
  4281841 agacagtttt catgtgccgt taacctcact gatgattgcc ggtattgtcc ccggtttgtt
  4281901 tggcttggcg ttggcctatt ttatggcaaa acacctaaaa catcgtggtt ccaaagtcga
  4281961 agcgcatgag ctggtagtca gtaaaaatga tactgcgctg cctgcctttg gtgcagcaat
  4282021 ggcggcacct ctggtcgcca tcttcctact ggcattacgc cctatagctg gcattgccat
  4282081 tgaccccctg gtggctttgc cggtcggcgg tttaattggt gtcgttgtca tggggcaatg
  4282141 gcgtcacacc aaccaatata tggtttctgg cctgtcacgt atggcacctg tggctattat
  4282201 gctattaggt accggtacat tggcaggcat catcgccaac tcaggtttaa aagatgtttt
  4282261 gattagtggc ttgagcgcat cgggtatgcc ttcttatctg ctggccccca tttcaggtgc
  4282321 actgatgtca atggcgaccg cctcaaccac ggcgggcacc gcagtcgctt ctgcggtatt
  4282381 tagctcaacg cttatcggaa tgggtatctc agcgctggcc ggagccgcga tggtccacgc
  4282441 aggtgccacg gtgctcgatc acatgccgca cggcagcttc ttccatgcca ctggcggtag
  4282501 cgtcaacatg caggtacatg aacgcctaaa actgctgccc tatgagaccg ccgtgggttt
  4282561 gatgatcgcc tttgtctcta cgctgatgtt tggcgtgttt aatttagcgg gttaaagagg
  4282621 tacgcatgaa aattattatt gctcccgatt cattcaaaga aagcctcacc gccatgcagg
  4282681 ttgccgaggc cattgagcaa ggcttcagcg agattttccc gcaggcagaa tatataaagc
  4282741 tgccaatggc cgacggcggc gaaggtaccg ttgaatcaat ggttgcagcc actagcggag
  4282801 agttagttaa cgtagaggtt accggcccat taggtgctcc ggttaaggcc ttttacggtt
  4282861 ggatgggcga tggcgaaacg gcggtgattg aaatggcggc ggcatctggc ctgcatttag
  4282921 tggcaccaga gcagcgcaat ccactgatta ccaccagcta cggtactggc gaactgattt
  4282981 tggcggcact gaatcacggg gcgcgcaaaa ttattctcgg catcggaggc agtgccacca
  4283041 atgacggcgg cgcaggtatg atgcaagcat tgggcgtaca gcttcgtgat caacaaggta
  4283101 aagcgctcac ggttggcggg gcggcattag cgcaattggt cgatattgat ctcagccagt
  4283161 tggatgatcg cctggcacaa accgatattc tggtcgcctg cgatgtagat aacccattgt
  4283221 gtggtgcgaa aggcgcatcg gcagtgttcg gtccacagaa aggggcgacg ccagaacgtg
  4283281 tgcaacaatt ggacgcggcg ttgcagcact atggtgaaaa aatcgagcaa gttactggga
  4283341 aatccgtcat taacgtggcc ggtgctggtg ctgctggcgg tatgggcgcg gcgctgttcg
  4283401 gtttactgaa tgcacggtta caaccgggga ttgagatagt caccgaagcg ctaaaattag
  4283461 cggctaccgt gcaaaatgct gatttagtca ttaccggcga agggcgtatc gatagccaaa
  4283521 ccatttacgg caaaacaccg gtcggggtgg cgcgagtcgc gaagcgtttt gatattcctg
  4283581 tcattgctat cgctggcagc atggcaccgg actatgaggt ggtacatcaa catgggttag
  4283641 atgcggtatt ttcagttctc aaccatattc aaacgctacc agaagcactg gaagaggcga
  4283701 gtgataatat tcgtatcacg gcgcgtaacg ttgctgctgt ctggaaaatg ggcagaagtt
  4283761 aattttgccc acctggctcg ccgcacctta aaatacgaca gataaaatta taggcagcca
  4283821 taaaaatagt gatctcaaaa cgtccatcac cagggacttt atcaaatacc gacggtcaga
  4283881 tatctctggc cgttgggaca tcctattttc cacatcacaa agaggatggt catatagccc
  4283941 cgacaatatt gtcgctactt tttagttttt cgtgagaaag taggtatcca gcaataaagt
  4284001 tatctcacta atcctcggca tcttttgtta tttcaccacc ctctactggc tgctggtagg
  4284061 atgagtttcc catagagaaa aatattctat tatctctaat cttttctata tccattatcc
  4284121 agtttttatc tatgcagttt tctgctactt tcatctcctc aaagcatatt aaatgagatg
  4284181 tatcagaatc aggaaaaaat acatctcttt tgggtaaatt taacttatac ccatcacctg
  4284241 catctaatat ttttaccgaa aatcggccat ctatataatt tttaggaaca ccatattttt
  4284301 cttttaaaaa aattttgtta ttttcccacc agctaatttt tcctttatca gtgacaggga
  4284361 agtttttaac tattatatag tttgaataat aaccttcact aaaattatcg atatgaacac
  4284421 caacaatttc taccggtcga gtaatctccc atgcggtata gagcgcgcca acagcgaaca
  4284481 tccctaatag aattttatgt ttgctatttt tcatttttag gtgcgatctc cgctagataa
  4284541 taaattattt ttgcaatcac tcacattgta aaactccagt actaatcctc gacatctttt
  4284601 gttatttcac cgccctctac tgattgtcgg taagatgacc tacccataga aaaaacgtat
  4284661 ctatcatcat attttcttat aaataaaaga gatttttttt ctatgcaatt ttctactact
  4284721 ttcatatcat caaaacaaag taaatcagat gattccagac tgagccgcac atccccggta
  4284781 ggcaattttt tatagccatc accaaaatcc caaacgctaa ctgaaaatct atcatctaag
  4284841 tgatgtttag gaatattata tttctctttt aacatagact tattattttc ccaccaagca
  4284901 attcttcccc tatcagttat agggaaatta ttaacaagaa tatagttaga gtaatagcct
  4284961 tcactagaat tattaatatg aacatcaaca atctctactg gccgagcaat ctcccatgca
  4285021 gaataaagta ttccaatggt aaccaccccg aataagatat tgtattttgt ttttaacatt
  4285081 ttattttcgt tttcctgtga tttctatact ggcttccata ttagtcagga aaggtttata
  4285141 gcctaatcct ctccaacgct ggagaacaaa ccaaatatgg aatatacgaa attggcgata
  4285201 aaatgagtcc agcatatcag tattgtcaag gccaaagtga tcttgtgaac gatagtgtac
  4285261 aattgcacga aattcattac cattgacttg taatgaccta atagtaatat gagttgcatg
  4285321 gatggcatga acactaatac ctagcccatt tatcctatca tttaatcggt taaatctagg
  4285381 taaaactgta tcttttattg cttcagtcat cattcctttg ttattgatag gataatgacc
  4285441 attattccaa tcaatatttt ctatcaaagc attttttatt ttaagcaatg aactatcatt
  4285501 agatttatca cttaatatct gctcttttaa tgcactatcc agtaataaat cacggaaagg
  4285561 agcaccatta tttatctgca tatacgtgat catcttacgc ataatactct gatattttcc
  4285621 cgaaaatgaa aacgtatcgg ataagtgacg aaactcatca aataaaattc tggcgacttc
  4285681 tgctttattg actttttctt tcggtttttt attgaaatga tccatagcaa aactggtggg
  4285741 tgttttttcc cccgtgtaag gatccagcgt aacggatacc cctctcagat taaattttcc
  4285801 ctttaattca gcttcagtca aatcaccgtt cttcatatcc gcagcaccgt aatcatccat
  4285861 acgattgcgt gttttaaata tgcacaatgg aaactgtaag ggtagcgttt tgggtggtgc
  4285921 ctttttttcc gtcatgtttg tttccgtcat aatgctaact aaatccgttt aataaaaaaa
  4285981 tttatccgtc ataacgcaaa gcggcatcca gtaacaagat gccgccccaa atcattatca
  4286041 gaaactgact ttcacgccca aattacctaa gtagccatct aatttgccat caaaggattt
  4286101 ttggtatttc gcatcagcat agagatcaac ctgactattc actttggcgg tcacccctgc
  4286161 gcccccctgc cagaaggttt ttgtgaagtc aggacggata tccaccgtcg ctaccgtcac
  4286221 ctgtgggttt cggcctaact ggtgaagcac atcggtggtc aaataaggct taatgtcccg
  4286281 cttctcactc gcgtcactga acagacgcag cccgccacgt acctgaccaa cagagtaatc
  4286341 cgtccccccg atctctgaaa tgctatcgtt gaaattcttc ggactcaggt gcaggtattg
  4286401 atattttagc tgcccctgag gctccactac ccagccagca gccagtggat acggctgacc
  4286461 cacttcggca gacatcacaa caccgtagcc attatgcttg gtattatgtt ggctctcata
  4286521 gttgttgcgg tatagcgtcg cctggctaac gatatcaagg taaccgcctt cctcggtcat
  4286581 cagggtgtaa tagcccccaa acccataagc ctcggttttg atcttgccgg tatcgatcga
  4286641 caaatccgga tttatcgccc gcgcccgatc ccgtgtatcg ctattctgct tacctagggt
  4286701 gatcatcata ccgccagtca cttgagtgcc tgcggcattt ttggcctgat agacatcatg
  4286761 acccaattgc ataaaccaga tatttgaatc gtagctaaaa cggcccgcgt caaaattatt
  4286821 atgctgccca cggatccggc cccatgagtc ttgattaaac ccttcggctg ctccctcggc
  4286881 cgagccacgg cgttcgtgca agctacccaa agtagtaaaa ccataaaatg catttaacca
  4286941 aggtgcggca atatagccag gaacttcagg gcggtaagct atctcttctg gttcaatttc
  4287001 tggttcagga ccaggaccgg gattgatgag attagattgc aggttccaac ggtagtcatc
  4287061 tatcttatac aagaaatatt cataggcccc tgcgctcacc gagttactca tagtaaatga
  4287121 gccggaatgg gtctccccat caacggtaat caggttaatc ccgtcgcccg tggtcaatgc
  4287181 ccccaaaccg ccttggttaa taacctgaac cccatggtca ccagaagcat taccaatcac
  4287241 atagagtcta tccactggtg agtcgttatc acccaattgc acattaaagg taaaactgcc
  4287301 actcccggtg acattactgt tgatcgttaa ggtgctgaaa ttatcgtagg gagcccgtga
  4287361 attagtgtca ctgctatttg agataaagtt catctggccc aatacatgca ttgactcaac
  4287421 atctgcatca cccgttaaat tccagatact gctgctgtcg atatcaacct gtttggcgtt
  4287481 agtcgccgcc cccgtccaaa cggaattatt attcagtgcc aggttaatat tgctgttttc
  4287541 tgcggcgtga atatcaccca acagaacggc gtggttatcg ccattcacat tgacattgct
  4287601 ggcggcccct gcattacttg aggcatagac caataaccca ttgcctcccg ttaactgcga
  4287661 accattcttc acatcaacat taatgtcagc accattagcc cagatacccg gcccctgctc
  4287721 actatgaatc tgtgagttgt tcagcgtaac ctgagtgtaa gcggtgtgag agccggtccc
  4287781 ggtatttgag gcataaatcc ctcccgcgcc ctggccttga gtggtaattt ggctctcttc
  4287841 cagcagaatt gagctaccat catctaccca caaggcataa gcaccagcgc cggtcgagat
  4287901 ccctgtaata tttttagcgc tgatggatga gtcggcaaaa gtacccagca ccatacctga
  4287961 attacccgtc gtctcgatga atgcatcatt cagatttagg ttaccgcctt tagctgccgc
  4288021 caccccaata ctgccaatcc ccgcagtgga aattgccata ttggtggcat caaggctttg
  4288081 ctcagagtag aggccgtgag agttattccc tttagttatc accgtggtat tttttacgat
  4288141 agcggtgcca cgattttcaa tcgccgttgc attcacgccc tcggtgataa tcacggcgtt
  4288201 atcgacattc agcgatgagt tattatctcg aacccagatt cccttcgcat tgttaccttt
  4288261 tgagtggtaa gcccccccat taatggtgac gtcagcgtcc ttattaacat caaccagtgt
  4288321 cgtgctgccg ctgttagaaa taacattgac attatttaat atgatgaccg cttgattgga
  4288381 cgcactgctg ccctgtgcca ttaatacgcc acccgcggct aattcgatat tggcattact
  4288441 gaccgaggca ttcccattca ctttaaatag gttggtgata ttaccggtgg caataaggcc
  4288501 atccatcgta atagatgaac cctcccccac attcacacca acagcacctt tagtgatatt
  4288561 cagtgtggtg ttatctaaag tcgcatttga gccacccgct gaaatataga tacccgcacc
  4288621 cttggtcgca tgagtactat taatggtgtt attcgcgccc gttaagctcc ctccggaacc
  4288681 atccagataa atgccatagc taccactgcc actggtattg agggtggtat tgttcaatgt
  4288741 caatcccgtc cctccggcac cataaatagc gtgggttaac gagtagctgg tcgtgatcgc
  4288801 cgaactgtga atatcggtat tactgcccaa accagaggaa tacacgccat atgccgtctg
  4288861 acctttcgtg gtaatcgtac caccttgtaa attcaccgta cctttgtcat ttaagacacc
  4288921 aaaagccaca ccattctcgg tattgatagt cgaacccgtc agccccaacg acccaccttc
  4288981 agaggcatag gcaccaattg caccaacccc cgtggtttca ataacgacat cggagccacc
  4289041 attaatggtg ctaccggaac cttgcacaaa taccgccgag tggttattag cctcagtgtc
  4289101 ataaccccca gagataacca tcgtgctgcc atctgttatg ctggccgttt gtaccgccca
  4289161 gctatacagg gggctgcaaa gaggcaccaa caaactggct atcattgttt tacgaaagca
  4289221 cggggaaagc gtagagcggt ttgttttcat aaccatcctt gggtttttat tggaataatt
  4289281 aaagcaacac acacaacacg agttttattg ttttttatat tactttaatt cagggtcgga
  4289341 tttttacacg ttaaatagga atttacccca ttatatagag attatattta ttctgatggt
  4289401 tactgaatat gagactacaa cactgtattt gtaggagctt tcccaccaaa tcaagaatcc
  4289461 aataaaaatc aaccgattaa ataaaaaaca caatacaatt aaataaagaa aattaataat
  4289521 gacagaaata taatttctta taaaaaccat tatctatttc attttttcaa aaaacaataa
  4289581 tcactaactc tattattaca taatttaccg cctctattcc aaacagcata tccttatctg
  4289641 agtatatcgt gcaaaaaata gcgttaatca ggttcattcc tcattgccgt gaaaatacca
  4289701 ttaccaatac gaggtaatac tctaaacgcg aagtcatact ccaaacgtaa attaatacaa
  4289761 ttcttaattt ctaacacttc ttattaccca aaaaaacgat aattttatat cctaccgttg
  4289821 tgatggtgtc cgactctgct attatcagca agccataagt attttatgtc atattttgta
  4289881 gaataatcat ctacataagg cataggttaa ggccatcgag gaaaaatatg ccgaacgcac
  4289941 cgaaagataa agtcacacca caggtatgca gtcaatccac agccccactg gctgtcggga
  4290001 ttaaaaccgg caaaaaagcc atctctcata tggcctgcct cagtgatcgc attagagcct
  4290061 atcccgctat cgcccatatt attcgtgcaa cagatcgttt taatgaccgg ttagggagcc
  4290121 aattcggtgc cgctattact tacttttcat ttttgtcact gatccccatt ttgatggtct
  4290181 cttttgttat ggtcggtttt gtattagcgt caaatcccga tctgttggct gaattaatta
  4290241 acaaaattgt gaatagcatc agtgacccgg cactggccac cacactcaaa aatacggtga
  4290301 ataccgccat ccagcaacgc accaccgttg ggctgaccgg cttagccatt gcgctttatt
  4290361 ccgggatcag ttggataggg aacctgcgcg aagcgattcg ggcgcaatca cgtgatgtct
  4290421 gggaacgtaa tccgcaagat aaggaaaaat tctattaccg ctatgcccgg gattttatct
  4290481 cactgattgg gttagtggtg gcgttgatta tcacactctc actgacctcc attgccggtg
  4290541 ctgcccaagc ggcgatcgtc aatgcgttag gcctggggag tattgaatgg ttacgcccag
  4290601 ccatgacgtt aatcgcgcta tcaatttcta ttgccgctaa ctacctgtta tttttatgga
  4290661 tattctggat attaccgcga aataagccga agaaaaaagc gctgttacgc ggagccctca
  4290721 ttgccgccat cggttttgaa gtaattaaat ttatcatgac catgatgctg ccgcgcctcg
  4290781 ccagttcacc gtctggcgca gcctttggct cggtgattgg tttaatggct ttcttctact
  4290841 tttttgcccg cctaacctta ttctgtgcgg cttggatagc cactgcccat gatgtagcgg
  4290901 acaaccgtgt tgagagcaaa gacattattg aggataaaga cattgaggat aagaatattg
  4290961 aggaccaaaa cgtagaagac aagagtttac caacacgtgg agaaaagtaa cttatgatta
  4291021 tgaaaaaatc atcagtgtca cgctcaataa aatggcgtag atacttactg acattgctga
  4291081 tcttgatcat actggctgca ggcctgattt ataaattacg tttcagtaat gcggatgcac
  4291141 tctggaagat cattagccag caatgtattc cgcatatgac cacagaagat gatccgcgcc
  4291201 cttgtgccga ggtgaatata cccgcgggct ttgcggtgct taaagatagg aatggcccgt
  4291261 tacagtattt gttgatcccc accgtaccca ttagcggtat tgaaagcccg caattattaa
  4291321 ccgccaccag cccgaactat tttgccgacg cttggcaggc tcgctatttt atggctgaga
  4291381 agtacggcgc gcctatcgat gacactgata tctcattagc catcaattcg caatatgggc
  4291441 gcacacagga tcaattgcac attcatatct cttgtctgaa gccacaagta aaaaccgcac
  4291501 tggccgccca tagcgccgat ttccagcaac aatggcagcc gctgcctggc ggcttactgg
  4291561 gacacgatta ttgggtacgg cgcatcacag caaccgaatt gcaacaacca gggccgtttc
  4291621 atctgttagc cgatgaaatg ccaggggcaa aagaacagat gggccgttac ggtctggcaa
  4291681 taaccgcact accctctggg gattttttac tgctggccaa caaagcaagc ctgataaccc
  4291741 aggatcgcgc ctcagcagag gagctgcaag atcacacctg tcaggtgcta cctcacctcc
  4291801 cggtgcaata acacattatt tcttttgctg tatttttcgc agtaacgggg cgcactgatt
  4291861 ctcttcacct tcactgggga gatcagtgcc agtaatgccg ctgccggcgt taatgccacc
  4291921 cccagtgctg ccgcaacggc acctcgggca atcaacgctc cggttttcac ccccacatca
  4291981 ggccgtttaa aggtcccttt gacatacagt ggcgagcgca gggtcagaat acgtagccct
  4292041 ttgctttcag gatcgatgga taaattcagc cgctcggtag caaaattagc attaccggta
  4292101 atattgataa tggcattttc agtatcgaag acaaacacgt tcggcgtcgc caccccatta
  4292161 cgcaacgtaa tatctgccac cgcacagtta attttcaccg tatcatcacc aaacagcttc
  4292221 gccaccagat agttacccac attcaggccg agtaactcca tcaggctacg gctgatctgc
  4292281 ccctggctca gtagcaggcg cacgttaccg ttgctggttg ctaacaggcc agcaaccgag
  4292341 ttgcctgctg cgataaagga ggcatcacca ctcaagcgcc ccaggctgct ccgcatcgcc
  4292401 tgtacctgtg gcagcaaggc ttttaattgt atgcgccgga catgcaaatc aaccttgcca
  4292461 ttcatcggga tttggtgact atcgaggcgc aaagttgcag ccagatcccc tcccgccatc
  4292521 ccaaaccgca gcgggtcgag cagtaacatc ccctctttta agacgacatg ggtgtacaga
  4292581 tcacttagcg gtaatgactt atcccgttcg atacgcttag ccgtataagt gacatccgcg
  4292641 tccatcactc cccaactttt ggtatcaaac gtttctgtcg gcaggacctt attgcccggc
  4292701 tgccgattcc gttcacctcg tagggctttt tcctgattgg agtcggcccc gatcagcgga
  4292761 gccaaatcgg taaaacgtaa tttttccgaa tcgacctgac cggctaattt cggccggggc
  4292821 tgactgtcgg tatacgtcag gtcaccgtga atatcactgt caccaatctt cccattaaaa
  4292881 ttttcataat gataaaccgc gccccctgct tgttttaggc gagcactcag atgaccctcg
  4292941 gtctgataag gcggggtggc gggcagtacg acatcgagca atggatagag gttatccaga
  4293001 ctggtcccgg ataagaccaa ttgtagatcc agccccgcca gatttccggg atcggttaag
  4293061 gtcccgacga cggccaccag agtagaaccg tagcgcatat ccgcttgcag agggaacggt
  4293121 acattcgcgt cattcatcga tatcatgccc cctattttcc cactgcccgc taagggctgc
  4293181 ccctgatact gaccgtctac tttccagccg aagaggtaat ctggggtcgt gctttttacc
  4293241 gtctctgtca cagggttagt cgtggccgtg gctgtcgtcg tgttcactgg tgtagtcgtg
  4293301 ttcaccgaat gagtactggt caccgaatta atactggccc cgcgacggac accggtcact
  4293361 tgtgcgaacg gcaacgcttt agccagcgga tcaatcaccg cgagtaaatc agcttgtagg
  4293421 atggcatctt tcagcgttat ctcaccgcga tcaaaaataa tatcgccgat atccactgac
  4293481 caagacgcgc tatccgtgga ggtattggtc agattaaacg tccagttgtt attgccattc
  4293541 gccaggcgtt gcaaatgaat atctggctgc gtcagccaaa ggcgggggat acgaacttct
  4293601 ttgctcaata gtgacagcgg agcaaggctg gcgtcgattc gcttaagcgt caccatctct
  4293661 ccggtgggaa acgcgtcgga gagcggcgtg ccttgtgctg attgagcgtc acggctctct
  4293721 tgtgtgctga ttaacgtcgt tgggttaccc aagaccaaat cttccgcatg gatatgcggc
  4293781 caggggatcc aaccgcgcca gccagggcct tcgccttctc gtgaccaatc cacactcaaa
  4293841 ttgccacgaa tggcaaaagg ccgttgtaac tcggcggaga ctttttggtt aatcgttggc
  4293901 ttcaagcgat tccagtcaaa agaagagaca aatatcacca ccgccaccaa tgacaacagg
  4293961 ataaacccac tggcgcccac caatactttt ccggttcttg tcataatagc tccatgcttc
  4294021 tacgtacagt cgctgtgaat ctacgcattc tctctaaggg tagcgtgttg ggtctctatc
  4294081 ctcgattaat acctgttcaa acaggtactt ctgccgaata ttttaatcaa agaatccaac
  4294141 agaaaaagcc attaacgggc caatcataag gctccagaca atatcgttaa gccttgttaa
  4294201 ggatggacca gaatccacta tttagacagt gaaaatccgg ttataccgtt agaacccgtg
  4294261 aggcaggcag gagaagatga aaggcgatca ttatcgcctt agggagcgtt agccgcaaaa
  4294321 cagcatcggg agtgcttgta acccatcaaa tgatgccggt cgagaaagat aatagccctg
  4294381 cgcagcaacg gcatcggaac gctgcaccat cgcccattct tgagaagttt ctaccccttc
  4294441 aacaataacg cctttactgt agcgatccat taatgtgact agtgtgaaaa agagccgatt
  4294501 tcctgcctca ctgtcttgca atacagtaaa cagatctctg gccactttaa tatattcata
  4294561 gcgccagcta atgaatgagg tgaaattcgc cagcccgcta ccgaaatcgt ccaaccagag
  4294621 tcgatcagct tcggcaatac gcgcgaaggg ggtatccagt gaagtatcaa cgtgttcaag
  4294681 taactcaaaa cggatataag gcatcgcatc aatcagccgc ttggccgcgt gatcctcctg
  4294741 catcgccacc aatacctgac catcaatatt gatcgatacc aataccgagt gatgaacaaa
  4294801 tatctgatgc cactgcttaa ccatattcaa ctgctcgagc accacatcca gacgggcacc
  4294861 cgtgctgata gcgctgaagt aatcttccgg tgataaacgg gtctccggtg ctgaggggtg
  4294921 aaaaaccgcc gtgagcaact caatcgccag caacgccccg gatgtgcgat aaatgggttg
  4294981 aaaagtatac cgccgctgac attgccgcca gaagctctgt ccttttgttc gttcaatttc
  4295041 tttgatctga ccgaacttcc ttgtctgatc aagcctcttt gtctgatcaa tcgcggcaaa
  4295101 ggatggcgca agtaaggctg atattctgtt ggtcatcatc tgtttagtcg ccatgtttca
  4295161 gggtaccaaa cagcaatggc ggggcgggct atcgctgtca tgctgacatc ctgtagtaaa
  4295221 cggttttcct tctgctgatg ttatcgactc aggcgaccag aactttatat agggcgataa
  4295281 cagattatta caccgacaca cgctggcacg gcgcaataaa gccatctaca gtcgtagacg
  4295341 caataatacg attaacgcga atggagctga acatgcctta cgtcaatatt aaaattaccc
  4295401 gtgaaggggc gactgcagaa cagaagaaac agcttattgc cggtgtcacc cagctactgg
  4295461 tcgatacgct gggtaaaaat ccggcgacga ccgtggtggt aattgatgaa gtggagaccg
  4295521 ataactgggg cattggtggg cgcagcgtca ctgacctacg acaatcgtca taattttgag
  4295581 gtacaacgtg ggaaacttac cggtttcccg acttacatca taaaaaattt aaaacaccgt
  4295641 tttaatccta ttgactctgg atcagccagc cgtgagacta taccctaaat aattcgagtt
  4295701 gcaggaagac ggcaagcgag aagatcccga tgagcttacg taacgggttg ttgagcgtgg
  4295761 ccaacacaca tgcagcttga atgatgacgg gtatatctct ctatttcatt cccatcactg
  4295821 atccacaaac tcaggaatag gccagctttc catgaccagc aaaaatattg ccgttatcgg
  4295881 cgaatgcatg attgaactgt cacaaaaagg taccgatctc agccggggct ttggtggtga
  4295941 tacgctgaat accgccgtgt atattgcccg tcaggtttca gcgccggact tgaatgtgca
  4296001 ttatgtgacc gctctgggta ccgacagttt cagtgaagag atgctgaccg cttggcagca
  4296061 agaaaacatc cagactgatc ttattcagcg tatggacaat aaattaccgg ggctctattt
  4296121 tatcgagacc gatgagagcg gtgaacgtac cttctattat tggcgtaatg atgcggcagc
  4296181 ccgcttctgg ctaaccagcc ctgccgcaga cgatatttgc cagcgtctgg aaacattcga
  4296241 ttacctgtat ctcagtggta tcagccttgc catcctcgac agtgcatcgc gccagcgttt
  4296301 gctgaaatta ttacgcgcct gccgcgcaaa gggtggcaaa gttatttttg ataacaacta
  4296361 ccgcccacgc ctgtggcaaa gcaaagaaga aactcaggaa gcttaccgcg acatgctggc
  4296421 ctgtacagat attgcgttcc tgactttgga tgatgaagac atgctgtggg gcgagaagcc
  4296481 gctagaacag gtgattgacc ggacacaagc actgggtgtg agcgagatta ttatcaagcg
  4296541 tggtgccgat tcctgcatcg tctgggtaaa agaaggttcc gaagcccagc aatatgatgt
  4296601 tcccgccgtc aaactgccga aagaagacgt ggtggatact accgcagcag gagactcctt
  4296661 cagcgccggt tatctggctg tacgcctgac gggtggcaat gctcacgatg ccgccgtccg
  4296721 aggccatcta accgccagca ccgtaatcca gtaccgtggt gccattatcc ctctggccgc
  4296781 catgccaact gcttgagcga ttattcgtta ttaggccgcg aataacagac gttaatgacc
  4296841 gatcgttgca ggataaacct acagccatcg gtcattttac gcctggctaa cgtggcctta
  4296901 gcccggtgtt aaccgcccca acaacgctcc aggttcatta tttattcgtc attcgttcgt
  4296961 tattgcgcgg ttgtcggcat aacaggtgca gtttctaccg cttcagcagg ggcaacctct
  4297021 tcttccgcca ccgtctgtgg tgccataatg ccgttataga tctcctgcaa cgccttcaca
  4297081 ttaacttcag gttcaccttt cggttgcatc agaaccaagg tggtatcttg tgaaagttgc
  4297141 tgttttaact cccgattcag ctctgccagc gtcaacccag acaagaatgc ctgccgcaat
  4297201 ttttgatact gttccggcgc gatgtccaca acaccacttt gctgtgagcg cagacgttgg
  4297261 ctcatcaaaa tatcggtatc agtacgcgca taggtggcga acaacttact gagttggtcg
  4297321 tttttctgtg tcatcaacgc atcaaactca gcctggctca ggccgttagc acgcaatgcc
  4297381 gccaactcac gggcaacaaa tgtcatattg gctgtcaggt tctcaacggg ggtatttaag
  4297441 tgaatagcac attgggcgcg ttgatactgg acccggcaat caaagcccag ctttaggttc
  4297501 ttctgattat ttttctccaa cacctgcttg atatgccaaa acagcgcttc acgggctaaa
  4297561 tcgctgcgcc aatagcggct cagggccata gagtcttgaa tggggtgcca tggggtatcc
  4297621 cacatcaacg ataacgtgtc ctgtgccgcc tgttcattca tcaaactcac cggttctggt
  4297681 ggtagcgggg ctaaggttgc aactgccgct ggcgcggtac gcttaccttt cagctcagaa
  4297741 aacgctttac tgatttgggc ggcgatacta cggctatcaa cattaccgac cacatacagc
  4297801 gtcatcgcat ctggggtata ccattgctga taaaactgct ttagcttctc tacatcgacc
  4297861 ggttgcgtca ctggctgacc gggatcgtgg ccgattaaag aagaaccttt gaggcgataa
  4297921 cgccaccacg gttcctgaat attttgtggg aaagtcgcaa tggggtcggt tgccgtattt
  4297981 aaggctgcat taaccgtttg ctcacttacc gccagattac ccgccgtatc agataaccat
  4298041 gccaacgcat ccttcagcag atcaggacgg ttattgggta agctcaggct gtataaggtg
  4298101 aaatcatacg atgtaatagc cggtggcaat gggcgttcgt tatcgatccc ttgctgccat
  4298161 agcgactgga gttgggcggg ggtaaaactc gcgctgctca ttaatgcgag acgaggcagt
  4298221 aaatgggcaa agcccacttc ctgtgtattt tcggataatg atccggtatt gacgatcaag
  4298281 cgtagctcga tccgatcact tgggcgctgc ggcgttgcca gcaactgcca tgaaaaccca
  4298341 ttatctaact ttccctgctg ccaggcaggg tcgggttgta gtgcttcagc ctgcacatta
  4298401 ttgctggccg ccgccaataa taacccacca accataagac gaattttggt gccctgcatg
  4298461 tgaaccccta ctgaataaac tatccaattt ttaaataatg caatttttaa cgttatttca
  4298521 tcctgccaac accctgcatt gggtggttac accgacttgc ataaatcaag ccagtttttg
  4298581 gagctcattg ctatgcgact gtaattggat gaaaaataag cggtaatcac cacagtgaga
  4298641 gccgaatgtg ggagtgtacc attctgttag accgcgtgct tttgccgatg tcactcatca
  4298701 gtatgaaaaa tagtattgat agagaaatga atggtgacat tatgcagaga cgctaccagt
  4298761 gacagcaagc cactggtagc gaattgaagg gagaaatatc tgatttttta ctattgaacg
  4298821 atatcaggac acagaaacac tgctttttac attaggcagc actttattgg atagcaccgc
  4298881 ttgcagttgg tcattgtcca gttgcttaca ccatttagcg accacaatgg tggcaacacc
  4298941 gttacctacc agattagtca gggcgcgagc ctcggacata aagcggtcaa tccccagaat
  4299001 caatgccagc ccagccaaag gtaaatgtcc aaccgcagaa atggtggcgg ccaacacgat
  4299061 aaagccactg cctgtgacac ctgccgcacc ttttgaggag agcagcagca ccaccagcaa
  4299121 tgtcacctga tgcataatat ccatatgggt gttagttgcc tgagcgataa ataccgcggc
  4299181 catcgtcagg taaatagagg tgccatccag gttaaatgag tagcccgttg ggataaccag
  4299241 acccactacc gattttttac acccggcgtt ctccatttta tccaacatgc gagggagcac
  4299301 tgactcagaa gaggaggtgc ctaacacgat caacagctct tctttgatat aacggataaa
  4299361 tttgaagata ttaaaaccat tgaatttcgc aatcgtacca agtaccaaaa cgacaaacag
  4299421 aatacaggtc aaatagaagc agaggattaa ttgccccaat tgcaccagac ttcctacacc
  4299481 atatttaccg atagtaaagg ccatcgcacc gaaagccccg agcggtgcca agcgcatgat
  4299541 catattgatg acaccaaaaa taacacggga gaagctttca ataacattga aaatcaactg
  4299601 ccccttttca cccaaacggt gtaaagcaaa accaaacaag accgcaaaca gtaagacctg
  4299661 cagaatgttg ccgctggcaa atgcgccaac tacgctaccg ggaataatat ccagcaagaa
  4299721 tggaataatc ccctgttgtg aggcttgctc agcataaagt gcaaccgctt tagcatccag
  4299781 tgtcgcagga tcgatgttca tcccaacacc gggttgcgcc acgttaacca ccactaaacc
  4299841 aatcagcagc gccagagtac tgacaatttc aaaatagagc agtgcaatcg caccagtacg
  4299901 gccaacggcc ttcatgctct ccatgcccgc gataccagta acaacggtac aaaaaatgac
  4299961 gggcgcgata atcattttaa ttaatttaac aaatccatca cccagtggtt tcatctgagc
  4300021 gccgatttcc gggtagaaat ggccaagcaa cacaccaata gttatcgccg ttagcacttg
  4300081 aaaataaagc gttttaaaaa tagagacttt cataacaatg tccttttgaa gagtgacacg
  4300141 gcggcatgtc gttttacttt cagtgatgaa taagcaacac tttcgtttaa ccgtgattgc
  4300201 gcgaaaaata acacccccat aacaatatag aaattattag ttgtactgga ttgcaccctt
  4300261 cgcgtgaaat taagaactga aacgcttcaa gcgacagcaa taccatcgcc atccgcaaaa
  4300321 taaccagaca tttataatgg ttatttgagg tgaactcatg gtgtgatgcg cagaactaat
  4300381 gcggttatgg gctaatgttg ttatgaacta gtgcggttat gaaccattgg gggcaaagcg
  4300441 cgaaaaagag gagtggacac aatgctgtct tcaaatagca gtgacttcaa ataagacggg
  4300501 gatagaactt acaggctcct gtgcaataac tagcacagga gcggtttacg gcagcgatca
  4300561 tcagcggtta attaatggcg cgactaggca ccgtggcgag actgttgatg gcgacttcgt
  4300621 taatcgcact ccatttgttg acatccgtgc caaaggtttc cagtttaata tatttggcgt
  4300681 tgataggcga aaaggtcaac ttttcaccct ttttgtccgc agttatcgtt tccaaccctt
  4300741 cggccaatga ttgccaggtt ttgccatcag tagagtaagc gatggcaaat ttcagcttac
  4300801 gctcggtggc cttaaacggc acgatcagaa tattttcaat cgattgggct ttatcaagct
  4300861 ccagttgaat ccaactatca cccgaagccg cccaacgtgt tttaacatca ccatcagcaa
  4300921 tattcgctgg tacgtggcct ttttcgctgt catgccccga tgccgtgacg gcaacaatct
  4300981 gtgcggcata aaccggtaca caaaacagag cgcccagtag caacgtcgct aaaatttgtt
  4301041 ttttcatctc agtgtccttt ttattgcgct gcaataaccc gtggggaaaa gtgccagagg
  4301101 ctaaccgact ctggggagca gcagcccggc acttttacca gcagcggcca atcggatggc
  4301161 tgctgtcggg gctatttacg gccattcggc tgcaacgtct cacccacatt gagcaagaac
  4301221 agctcattgt cacgggtaga aattcgggct gaaccgtctg ccatcaggta agcaccttcg
  4301281 gtaaaaccag ccccattaag gaaaggggca accgcttgtg gtttgttacg caatgatgct
  4301341 tccaatgcca acaaagcata aggctcgata gcatccacat cggcatattg ccgatccggt
  4301401 gaagccataa agaaaccgtc gatataacgc gttttgatga tgttatcggc aactttctcc
  4301461 gccaaagacc ggtactcagc gacctggctg gcattgtaga gatccagcaa agcaaacagc
  4301521 gcatacggat cgctattggt ggtatccagt ttgaccttca tctctttgcc tggcgcactg
  4301581 ccgatatcgc ccaatccctg atcgctggca ataccgcgag ccaccttcca cagtaagggg
  4301641 tcattatcga cagcataagc acgcgcatag gaaatcagaa actcgttacc cgccttataa
  4301701 ggcttgagta ccgatccttt tttgccgtaa taaccatcac gtggcagagt gtaattcgat
  4301761 aaatcctgac cattagcgat catcgggcgg aacgtattgt cctgctcgtt gtagccgtat
  4301821 ttggcgaaag ctttcaggcc atccacggtc catttcagta aatcgtcacc ttgccccccc
  4301881 aaatccttac ccaattgcag ttgcatcaag gcattttcag aataaagggt actggtgcgc
  4301941 cctttgagca tcatattgcc ttcaagcgcc gttggcccga actcgggtcc gaactgccgc
  4302001 tgtgcacggt cgccaaactt ggaatgggta tccgcatcat ctgttggctc ttcacgtttc
  4302061 agtgcctgag tgaactgata gacaccgagg ccagtcttgg catctcgcgg caacacatat
  4302121 tgatcagcca aacgttttgc ccacactaat gcgccctgat cttgctgata tttatacagc
  4302181 agggaggcgg aatagatcag gtcattaccg gcgttaagga aactgagccc tttggtcgca
  4302241 aagaaaggag gttgttgctc aaacgtactt tcccacaatg cccccattgg cttaccgtac
  4302301 tcaccgtgcc ggctggtttc aaggatccgc caatcataca catgagcatt ccagaaaccg
  4302361 cgaataaaac gggtggtcgc gtcgctatca acactgaaca tcaggtcata atagggataa
  4302421 gcatttttca gctcatgaac tttctctttt tcgctcggcc cttccggctg caaggttttc
  4302481 agatcaacaa aacggtggcc tccccagtag agcaagccgc tattatcttg ataattttgg
  4302541 aaatggtaac gcacgatatc ttcagcacgc ttttggtact gcggatcacc gctaagttca
  4302601 ctcagcccac tcataacccg catcagattt tgttgtgcag agaagttgga tagcacagca
  4302661 cgacggccat cagggaatat ccactccatt tgctgcccgg ttcgggggtc aacaccatca
  4302721 gccagcaatg ggctaggttt atcaccgtga taagtatctg atgctttgtt cagtacatta
  4302781 tcgacatact gcttaactac ggtgagacgg tctatctctg cggcttgccc ggcggggata
  4302841 tacagcattg ccagcactga catactcaac aataatgctc tttttttcat cgcttatctt
  4302901 acctgccaga aatcgttatg gtgaggagtg acccaagggc cgatgcggat tatttcactg
  4302961 ttcttatttg gcgttgccgc taatctcatg gcaacgccaa tagccttccc gtcatacttc
  4303021 aagctgcatg tgcgttggct gcgctcgtga ctcggcccat caaggggcct cgcctcttcg
  4303081 aggccgcagc aagcagcctt cctgcaactc gaattatttt gggtctagat ataaattaga
  4303141 agctatattt tacccctacg cgataacgtg tttggcgctc atcggtattt ttgctaccag
  4303201 aaacattacc gagtgccata taaggagacc aattcttatc ccacttgtac gttaatttaa
  4303261 gatcgtggct ccaatcgtag ttttctttat cagctaacac aacaccggct ttatttgcct
  4303321 gcttgtaatc gatttcataa tctaattgat aatctttagc aattttataa ctaatgacac
  4303381 tcgtcaggtt atagccattt tcagaggtgt cttttggcgt attaatattc gcactggtac
  4303441 gtttataata agggcgataa cgcaatgaaa cggagagatc atcaacgata actgccttgc
  4303501 cacgcagata agggcgataa ttgttagacg tagagtttga atctaatgag aatcccggct
  4303561 caatagagaa tgtgttatta attttataca catagctggc aacaacttca gtgccattac
  4303621 tgacggtttc attgaagggt ttatccttat cctgagcgcc tttccacttg ccttccaaag
  4303681 ataatccaaa gccattagca aagcggtggg acattaataa cctatctttg tgagtgttac
  4303741 cactttgatc ttgcatttca tgacgatagt caatagtgac tgccactgcg ctggtactaa
  4303801 tgagtgatgc cactgccaga gacaataatt taatattcat tctagttacc ttattttaat
  4303861 aaaaattctc attattttga taagtacaaa gcagttatga aacagtattt tatttatttt
  4303921 gatataaagt tccgagatcc aagccaagtt gtttgaaatt aataaaaaaa atttacattt
  4303981 gtgtgatgag cttcaaagta aatagttttt tattactatc tataaaggta attttcgtgt
  4304041 tctagcgtga taattagagg ggttgcggct atttttagga aaaaatttac gaaataaaga
  4304101 gtcttgactt agcaataagt catattgtaa gggggagcaa ttaaacccat acgcgatcat
  4304161 ttaggctaat actctatttt ctgtgttttt attggttttt tatcatgatt aacagcgaga
  4304221 ggtgtttttt atataaagtt aaaatattta aaactgatgt aaccgataat cctattaaga
  4304281 gtgaaattca cacaacataa taaaattaat tccagataga agagataata tgccgccctt
  4304341 cttgctgaca agtgttttct aatatgtagg gacttcacag cgtcatcggc tgtcgtcaga
  4304401 attgacggtg ggtaggcggt cattcactgc agattctcgg cgtgttaagt actgctggtg
  4304461 gacaccgcca tacaaagagt taacttacgt ggtgagcgct gctgaaatac tgggcttcaa
  4304521 attctgcacg tggcagtggc ggagagaaaa ggaagccttg gccgcattga atgccatgct
  4304581 ctagcaacca ttggcgctgc tcttctgttt cgaccccttc ggccatcaca cgtaccttta
  4304641 gtacatcaga aacacagcta ataatgcgcg ctatcgcgtc atcctctggc aaatttttca
  4304701 caaagctctt atccaactta atcatatgga taggcaagct tttcaggtgg ttaagatacc
  4304761 gtaagcttga gtagccaata ccaaaatcat ctaacgcgat caataacccc agcccctgta
  4304821 actcacgcag tagcctcaat gcttcatcga gatcctgaat ctgggcagtt tcggtaattt
  4304881 ccagtaacaa ttgttgtgga tcaatatgat agtggctaat gagcgttttc aaatgcggca
  4304941 agaactgttt attttgtacc tgtaagcccg atatattcac cgataacggc aggctaacac
  4305001 cgcgtgcttt ccaatcagcc agaatacggc aggcttcttc tagcacccag ttccccagtg
  4305061 gcaccatcat cccctcctct tcggcgaagt gaacaaagcc tgacggtaaa acgtagctgc
  4305121 catctggttg gcaccaacgc agtagcgcct ccgcaccgat aacctgctgg cgcttcatat
  4305181 cccattgagg ttgtaagaat aacgtgaaat cgtggttttc aatcgcctgt aagaggtcat
  4305241 tttcctgcgt cagccgcttg tgcgtttttt caatcaaatg aggctcaaat accattatct
  4305301 gattacgccc ctcatgatga gccgccatca ttgctgtact ggcattgcgc atcatggatt
  4305361 cggcagtgtc ctgttgagcc tgatagcggg tgataccaat actggcactg gggcgcaatg
  4305421 ttatctcgtc gaaaaacagc ggttgggtca cttgcgacat aatccgccga gccaattgca
  4305481 tggctgggaa tgagcggcgg gtacctctgg ctaacacggc aaattcagtt ttactcagtt
  4305541 gcgctaacag gtcgctgtca tcaatgcact gctcgatccg ctgtactatc gtcaacaata
  4305601 actgttggtg ctgggcttca ctcatggcgc cagaaacctc ttgcagggtt tcaataccaa
  4305661 tcaccaacag atgaaagtga tctgtacgcg tactggaggc aatttctttc tccagcaggc
  4305721 tgataaataa tgaccgattg ggcaattcag tcaccgggaa acggtgacta atgcggccca
  4305781 tatcagcata ggcatccgct aacagttgct gattgcggtt gtaattacgc accaacacac
  4305841 ccagttcatc atcctgatga tgcgccggta gcgtcagttg atgatgcagc accccgtggt
  4305901 caccaatatc ctccagctct ttggccattg cccgcagcgg gtgaataatc aggcgattaa
  4305961 tacaccaagc gatagatacc gataacacca atgccagtaa caaatatgtt gagagcatgg
  4306021 ctgacagagc gctgagaata aattgataca tacggaaaga gtcagcacgc aggactaaat
  4306081 gcgctaaggg ctgagggttt gcgggtaccc gttccaacgc atataaaggc acggttatct
  4306141 gtacgggcaa ggagaaaacc cgcttggccc agtgtggaat gggccgctct gttggaaagt
  4306201 ttgcgtgcaa tacctgtatt tggttcggta atatcacttc agcacggcta agaataccaa
  4306261 taggtaatag gctgttgagg atttttttag cttgtggaat atcaacgctg agtatggcct
  4306321 cagatagggg ttggcgaacc gaataagcaa tactttccaa ctggttggca taatcatctt
  4306381 tacgctgttg cacaaagtgg aacaactgaa ggatgataaa aatacagata gtcaccagtg
  4306441 caactactgc caccgctgcc atttgtttaa tcgttaatga gcgccttacc cgcaaactcg
  4306501 ttctccgcca attccgactg cataaaataa ggtggttgtt actatcctct aaccactcgt
  4306561 cgattctgtc tgagtatact cgatcgctta ccgattttat cttgcgatac tctaatggaa
  4306621 ggcaagaata atgtgggttt cggtcttttc ctattaggaa cgccatttcg cagtactgtt
  4306681 tttggtgttc agacgtttgg tgttcaagtg cttggtgttt agacgcccct ttttagtccc
  4306741 catcgagtaa gttgtgatcc cttaagcgca tttccctatc attaggccag atccgctatc
  4306801 ctgaaatctt aacgttgacg gtgccatgag ggctgtagct ctccctgatg ggtaaaatga
  4306861 taacgatgct gtaaccaccc ctgaccaaac agggtcagaa tagcactgta ataatcatca
  4306921 gcgccaggcg gtgaattttg tacccgtcgc tgttggagat tcagtgtttg ctgattaaac
  4306981 ggttctgggc tgctggctaa aaagggcaat aatgccgcag aaaaacccac tgccccatcc
  4307041 ccgttagttt taccattgtc gctgttggtc gtaaacggtg gcaggccttg ctgctgagtg
  4307101 attaccgcca ttggctgaaa acgcgcaatc aattcagctt tttgtgggct gtccattgcc
  4307161 agcatccccg cccacagata aaccagaatg gcatcgttac tgccgacatc cggttttatg
  4307221 gtatcgggct gccagccttt acctttctgc cagaccaccc agtccagcga aaaaccgttt
  4307281 ggtgcggttt ccagccacat acgctgattc acttctacca tcgcttccca aggcccgtct
  4307341 atggaggaaa atcgtgccag tagttgtggc ggtaaataac ttgggttgag acgccaggta
  4307401 tcctcatcgt taaaaccaat ttttcccggt aatagcatct ggccaaggcc gggaatatcc
  4307461 atgacttctt cttgcgcaat acgttgcagt aataaggtac ccataatcag gtaacggcgg
  4307521 ttaccccata acctgccagc ctccagcaag ttgtaggcaa tcaagatatc cgcatcggag
  4307581 gccgaattag ggtccagaat atcccagtta ttttgtgagt tttgccccca taaccaagcg
  4307641 ggaaggcggg aagtgagatc accggctgcc agattgtttt ctgtccaagc caataaacgc
  4307701 tcaaacatcg gctgatcatc cgcaaccaat gcaaaaaaag cccataactc tggccttccg
  4307761 aggtggttat tttcgagggg ctaccggggt caatgatccg ccccccttca ctgatgtaat
  4307821 cttgtttgaa ctgttgccac gcgggccagt tactggcggc tgcgagacta aaactggcca
  4307881 gcaacaggaa catgctggct aagtgtttaa acatgacgac catcagaata actccctctc
  4307941 atcaggtgat aaccggcgag aggttatcag acatcacaag tgccatcggt aatcgcgact
  4308001 tacccatgtt gatcaaaccg tgttgatcaa acagaaacga ccttctctgc ttcatcctga
  4308061 tcaacggcaa aacacgccac catctggtca ccatactgct taagctgcgg ttgtaactgg
  4308121 ctacaggtgc caaatgctct acgacagcgg gcattgaatg cacaacctgg cggtggattc
  4308181 attgggctgg gtagttctcc agtcaattta atacgctcac gacgcatatc tgggttcaga
  4308241 cgcggtgtcg ctgatagcaa tgcttgcgta taaggatggc gggggttgtt aaaaatagcc
  4308301 tctttgctgc ctttttcaac gcagcgcccc aaatacatca ccatcacgtc gtcagcaata
  4308361 tgttcaacca ccgacaggtc atgggaaata aacacatatg acagccccaa ttcctgctgt
  4308421 aaatccatca tcaggttcag tacctgcgcc cgcacggaga catccagcgc agataccggc
  4308481 tcatcggcaa tcaccacatc agggtttaac atcaatccac gggcaatggc gatccgttga
  4308541 cgctgaccac cggaaaacat atgaggatag cgatcataat gttcagtttt caggcccact
  4308601 ttcgccatca ttgccaaggt tttttcgcgg cgctccttgc gattgagctg ggtattgatc
  4308661 tgcaatggct cttccaaaat ctgccccacc ttcttacgtg gattcagcga accgtagggg
  4308721 ttctggaaga caatctgaat cttctggcgt cgcagttttt ccgcactttc atcgggcttg
  4308781 agcagatcct gcccttgata gtatagttcg ccgccggtag ggatctctat catcgtcagt
  4308841 aaacggccca gagtggattt accacaacct gattcaccca ctaccgccaa tgttttgccc
  4308901 cgctccaatg tgaatgaaac gccatccagt gctttaacca aacgttctgg tgtaaagaaa
  4308961 ccctttttca ccgggtagta ttttttcaga tcgatcgcct gtaataacgg ctttttaccc
  4309021 gtctctgctg gcaaactttc tccctttatt tcggtttcac ccatcatgtt tactttatgc
  4309081 gccgcttcag tgttcgaatt catagggatg gcctccccgc atcattaagc ggtgtatggc
  4309141 atttaacctg acgccctggt gtgcccagta actcaggctc ttcatcgcga caacgatcag
  4309201 tggcgtacgg gcaacgcggg ttaagcagac agccttctgg tcggtcatat ttacccggta
  4309261 ccacacccgg taaggatgct aaccgcgctt tatcctgagc aaactccggt aatgcgcgta
  4309321 gtaatgcttg tgtgtacgga tggcgtggcg cacggaaaat ttccgccgcc ttgccggttt
  4309381 caactacctg acccgcatac atcacaataa tttgatgggc cgcttctgca accagtgcca
  4309441 gatcatgggt aatcagcagc aacgccatat tttcacgccg ctgtaattcc aagagtaatt
  4309501 caataatctg cgcctgaatt gtcacatcca gcgcggtcgt tggctcatcg gcaatgagca
  4309561 atttaggccg acaggcaatc gccatggcga tcatcacccg ttggctcatc ccaccggaga
  4309621 gttgatgtgg atacacatcc agacgcgaag caggatcagg gatacccacc agcgtcaaca
  4309681 aatccaccgc ccgctgatgg cgagttttgc gattgccccc ctgatgcacc tttaacgctt
  4309741 ccataatctg aaaaccaacg gtgtaacacg ggttcaggct ggtcattggg tcttggaaaa
  4309801 tcatcgcgac ttccgcgcct accaattgac gccgctcttt ttccgaaatt ttggtcaggt
  4309861 cgcgaccgtt aaattccagc ttatcggcca tcacctttcc gggataatca atcaacccca
  4309921 tgatcgccag tgagctgacc gatttaccgg agccggattc accgacaatc cccaccacct
  4309981 gtccttgatc aatgctgtaa ctgatacggt ctacggcctt gaacggcgca gcgtcgtcac
  4310041 caaaatgcac cgacaattta tctacattta aaagtgccat ctctctacct ctattactgc
  4310101 ttgagtttgg ggtcgagagc atcacgcagg ccgtccccca tcaggttaaa cgccagaact
  4310161 gttagcagga tcgccacacc ggggaaggtc acaacccacc aggcactttg cgcgaactgc
  4310221 aacacgtcgg agagcattgt gccccactct ggtgttggcg gttgtgcgcc catgccgaga
  4310281 aagccgagag ccgccatatc cagaatggcg ttagagaagc cgagagaagc ctgcacgatt
  4310341 aacggtgcca ggcaatttgg tagaatgttg atgaacattt ggcgcatcgc acccgcaccg
  4310401 gccactcttg atgccgttac gtaatctcgg ttgacctcaa ccagcaccgc cgcccgcgtc
  4310461 agacgcacat aatgcggcaa agccacaaac gtcagcgcca acgaggcatt cacgatagaa
  4310521 ggcccgaaca cggcaaccaa aaccaaggcc aataacagac ttggcagcgc cagcatgata
  4310581 tcaacaacac gcatgatgat ggcatcaacg atcccgccaa aataacctgc caataagcca
  4310641 aaaatgacgc ccatcaccaa tgacagcacc accaccaaac acccgactaa cagggagagg
  4310701 cgcgcgccat acatcaggcg agagaggaca tcacggccaa catcatccgt gcctaaaata
  4310761 aatttccagc ttccaccctc ttcccaaacc ggtggcttca ataacgcatc acgaaattgc
  4310821 tctgccggac catgcggggc caaccaagtc gcacctgcgg caaccaccag cataatgatg
  4310881 atgtagaaca agccgatcac ggccccttta ttgcgcttga aatagtgcca aaattcctgc
  4310941 aatggcgtca ttggcttcgg cgcacttttt actgctgact caataagttg agacattctg
  4311001 cgccccttat ttcttgtgac gaatacgcgg gttaactacg ccatagagca catctaccag
  4311061 caagttaact aaaataatca tgatcgcgac cagcaacacc ccccctgcac cacagggtaa
  4311121 tcacggcgtt gcaatgcatc catcagccaa cgacccagac ccggccacga gaagatggtt
  4311181 tccgtcaaga tagccccagc cagcatggta ccaacctgca aaccaatcac cgtgatgaca
  4311241 ggcagcaagg cattgcgtaa cgcatggacc acaatcaccc gcatgcggct cagccctttg
  4311301 gcccgcgcag tacggatata atcctccccc aacacttcca acatggagga acgagtcata
  4311361 cgcacgatca ccgccaaggg aatagtcccc aagacgattg ccggtaaaat catatgcatt
  4311421 accgcatctt taaaatcgtc aggttccccc cagatgaggg tatcaatcaa cataaacccc
  4311481 gtcagaggca ggctgtcatc aaggaacacg gtatcgctga cacgcccgga aaccggggtc
  4311541 aggtcccatt gcaccgagac cagcatgatc agcatgatgc cccaccagaa gataggcatc
  4311601 gaatagccgg taagggagat ccccacggcg gtgtgatcaa atattgaacc gcgtttcact
  4311661 gctgccagca caccaaccgg aatgccgact gcgatagcaa acagcatcgc gcagatcccc
  4311721 agttccagtg ttgctttaaa gcgcgggaca aactcatccc ataccgcaat acggcttttc
  4311781 agcgaaatgc caaggtcacc atgtaaaacg ccatttacat agcggaaata ttgttgatag
  4311841 agaggcttgt ccagccccat ttccgccatg acttgagcat gacgctcggc agagataccg
  4311901 cgttcccccg ccatgatggt caccgggtca ccggggatca tatggacaaa agcaaaggtc
  4311961 agcaaagtaa tgccgataaa cgttgggata actaacccca aacgtcggag tatgaactgc
  4312021 aacatatccc gaactctctg tgtagaatgc cgggctgctc ataggcaacc tggcttatta
  4312081 aacctctcca aataagcgat tttattcgtc gatgttgagc gacagccatg cccaccacgg
  4312141 ccacgtacgt tgagtacgct cgggtgatga cacgcggtcc ctgctcaaat cctgcgacaa
  4312201 tgacacgtac cgggagaggt tatatggctc acatctgtat ctgttttaac ctaaataaat
  4312261 agaccgatga acgttgatac gcacaccggt ccggtataag ggtaaaatta atccagggac
  4312321 acgttatcga aatgatgttt acccaatggg tccacaacat agcctttcac ttctttacgc
  4312381 actggctcgt acaccgttga gtgagcaatg atcagcgccg gggcctgctc gttcatcaca
  4312441 acctgagctt gtttgtaaag tgcgacacgt ttgtcatggt cagcttcagc acgggctggt
  4312501 tggatcaaat cttcaaacgg cttataacac catttagagt agttagaacc ctgcttggcc
  4312561 gcatcacaac tgaacagcgt agcgaagaag ttgtctgggt ccccattgtc cccggtccaa
  4312621 cccatcatca cagtttcatg ttcgccatct ttggcacgct tgaggtattc gccccactca
  4312681 taggtcacga tcttggcttt cacaccaatt ttcgcccaat cagactggat catttccgcc
  4312741 atacgacgcg catttgggtt atacggacgt tgaaccggca tggcccacag gtcgatggag
  4312801 aagccatctg gcagacccgc ttctttcagc agttctttcg ctttagcggg atcgtaagcg
  4312861 taatctttca catcatcgtt gtagccccac atcgttggtg ggatcaggtt tttggccgct
  4312921 tgccccgcgc cttgataaac cgcatcaata atcgcgtctt tgttaaccgc catggtcagt
  4312981 gcctgacgga ccttaaggtt atcgagtggt ttcttctcaa tgttgaagga gaggtaaccg
  4313041 acgttcagac ccggttgttc catcaggtta atcgttttgt cttctttcat ccgggcgatg
  4313101 tcagccgggt tcgggtaagg cataatctga cattcgtttt tctgcaattt agcatagcga
  4313161 acggaggcat ctggggtgat agagaagacc aggcgatcaa tttttggttt ggtgccccag
  4313221 aaaccaggaa acgctttata cagaatacgg gagtcttttt ggtactgttg cagttggaat
  4313281 gggccggtac cgattgggtt caaatccact ttttccgggg tgcctgcttt cagcatattg
  4313341 tcggcgtatt cagcggacag gatagaggcg aaatccatcg ccaggtctgc caagaatggc
  4313401 gattccggac gggtcagttc aaagcgaacg gtattgtcgt caactttcac cacattggtg
  4313461 attaagtcgc ccattcccat accctggaag tattcatagc tgccaccaga gactttatgg
  4313521 tacgggtttt tatcatcttt ctgacgcatg aatgaataga taacatcatc agcattgaaa
  4313581 tcgcgggtgg gtttgaaatc tttattatcc tgccatttca cacccttacg caggtagaaa
  4313641 gtgtaggttt taccatcttc gctcacttcc caccgctccg ccaggctggg ttcaatttcg
  4313701 gtagtcccga ttttgaactc cactaaacga ttgtaaatag gtaccgagct tgcgtcataa
  4313761 gttgtgccag aagtaaagag ttgtgggttg aaaccttccg gtgacccctc agaacaatat
  4313821 actagcgttt ttgcctgtac actggccgct atagtcagtg caaccagccc aataccgaat
  4313881 ttcagtatcc ctgttcttct caaggaaatc gtcatcgctt gtgctccatt atggtgatgt
  4313941 gtgttgtgta tacggccaga ctctataatt ttttagtcca tggactgtgc cgttttggcc
  4314001 cgttgaacac agggatgcag gattgagata ccagataaaa ttctatccag gcccccattt
  4314061 tggctgtgtg aaatcacctc aattgctctt gatgactccc cctgagggta ccaatttggc
  4314121 aacagttgat agcgacgtca atacagtctg aaaggattta tctagacaat gagaaacagt
  4314181 aagcaaacaa caaaaaaaca tattattaac attgttagca tgaaaagtta tgctaacgca
  4314241 cataccccag taacattcac tggttaaatg caataaggca gttgcaaccc ccagtagcaa
  4314301 acccaaaaac tttgttgcta aatcagatgt atctgtacag atttttttga aattttgaca
  4314361 aaaaacagga ggaaactctg cctcaacagc cgataaatgg cgttactgtg gtcaccactc
  4314421 cccctcttat ccaacatcgg gtgcgcggtt aaaaaagaaa agaattcacc cttccacgct
  4314481 gactcaccca agaaaccaca tagcttccca aagaggtgca ccatagtgat gcccctaatc
  4314541 agggcagcac aataaacact caacatcaga gaaggtatag accctaatat tgccaagtta
  4314601 gcgtaaaccc aaaaaccaac ggatcggcat caaattctgc gggtttggtt atcggcacgc
  4314661 cgacattaaa atcgtaacca aacgcatgat aatttccacg agtccctacc acggcccccg
  4314721 ctaaacgctc gcccaaaaga aatggttggc cctgctcact cacctcacca taatccatgc
  4314781 cgatatagaa ttgctggccc acgaatgtct ggccgggtat cgggctgatc catgaaatat
  4314841 cattttttag agaccacccc cgcgaccccg tcagagcgtt attctcatta aaacctcgca
  4314901 ctgaactcct gccaccaatc gtaaatttat ccagtgaact aatatccgag taggtatgtt
  4314961 gctggctgaa agcgggccga tactggaagg actgtgttcc gatcttaaaa gggatatcca
  4315021 gtgagctggt gatatcgacc aacctcgccg gtgcagtgct cattttaccg ggaataggtt
  4315081 gggcaccaaa ccatgaagcc ccctgttgat aacgaacccc ccctctgaaa gtcgcccatg
  4315141 gcatgtaatg tagatgctca atccctagct gccagtccgt ggtattgaac cgctgaatat
  4315201 ctatctcccg atgggtccaa aaactggcag actgacgaat taacaccccg gcataaccca
  4315261 ctgttttata atttactcca cgggtgagta aatgttgaat ttgtgtatcc aatacagacc
  4315321 aatgggaacg atagccaaat tttttaccgg caagtctttt accggcaaaa gagaacgatt
  4315381 gataacgctc accttgattg cccgtcatgc taaatagcca gttgccatac gggacagaat
  4315441 aatgaacccc gtagctgttg tgccctttat cgggttggct atcaaggtca cggttaacag
  4315501 agaagtagag taaatcactg agagacaagg ggttataacg ggataatgga ttatcaaaag
  4315561 acaatatcag gcccgtacga tagcggccaa cggcatcatg ccctgcatca tcaaggtagg
  4315621 cattaatacg ccagagacgt gattgctggc gattcacgat aatctggctg cttaaatcgt
  4315681 cccggtttaa ttcgacatcc agggtggcat tcactgaagg caaacgctgc aagttttcta
  4315741 atccttgctc aagatggcgt aaattaacca aatcaccacg tttaccgggg aaaagggagc
  4315801 tgagatgagc attgccgacg ctatcttgat gatgcctgat atcctcaatc ctgccgggca
  4315861 ttaatttcaa cattaaagta ccgtcacgct cactgtcatc gacaaaaacc acacgagacg
  4315921 tgatatagcc atcaaccact aattgttgct gtaagttagc cacaagcact gacagcccct
  4315981 gttcccccaa gcaacgcccg tgagcttctt cagccttttc ttttaagtga gctgcatttg
  4316041 ggaaagcatc aagattaatc aattcgacat tattaattgc tacacattgt acttcatcat
  4316101 tataaagatt ctctggcaga accggttcac tggccagttg agcatgtgat agaggaggaa
  4316161 taatactatt tgggatctgc ggctcggcta tatccatttc aagcaggtcc atttctggca
  4316221 acgccatttc agcaaaaact ttaaacggaa gcatcccaat cataatttga agatataata
  4316281 ggcacaatat cccccaccaa aaatctccaa ttttatccct ccacctcaca tttattttaa
  4316341 atatcatgct aatgaactcc atttcaatca aaacacgatt aatacaaaat caataaaagt
  4316401 tagccacgaa agcaactaac tttaaataaa aaatcatctc tcacttacaa agaaattaat
  4316461 taaaatcaga aattatttta ccggtatcat taattaaaac agtttcattc aaatccactc
  4316521 cacctaaccc aataatagcc cctccattgt ttcgtatgtt attaacttta ccctctattt
  4316581 tccctgaaga aataatactc cctccagtat tattaaggtt attactatga agttttattc
  4316641 ttacccgccc ttgcgttgat gttgctttaa ttgtaccttt accatttttg atggtgttaa
  4316701 ctgttgctat ttcaacgcta ccatttttat actctatttt tccaccttca ttatttaagc
  4316761 cacgagatgt tattttaata ccttgagaag gtaataaatc atactcacca ttatttaata
  4316821 ttgtgccacc agagttattt ataacaccct cgctactcag taacaccatt ttccctgata
  4316881 tattcccatt actgttatct atattggctg cagaactgag gcttagtgta tcgttcgcgc
  4316941 gtattgcccc cttattttta atcgtgccat cggttgcatg gatacgaatt ttattggtgt
  4317001 acattccccc aatttcgctg acatccaaac taaccgtacc tggtactggt gtattttcat
  4317061 tgcctaaacg cgacacttgc aatggttgcc caggcaaaga gaaacccact ttattttttc
  4317121 ccgtgacaat atagccatcg tccgcattga tctcaccact aaccgtaata gtgtctgcga
  4317181 atagatcaag ataagtcttg tctgccccct tataccgtaa acctgttctc atatagtaag
  4317241 agggattttt ttcaatattg atatttccct gctcaacaat aaaactgttt agtttattat
  4317301 cagaaaaaga tggcgtacct gtcgtcaatg tcacatgaga ggcattagta aaagagcacc
  4317361 ctcgacaatt aatacctgct ggattggcaa taataatatg cgcatttccc ccgtcaacac
  4317421 ggagattccc atctaataga ctggcatgtg atgagttgac ttcatttaat ataatggttg
  4317481 ccgatttatc ttgtaaaaaa gagttgccat taacctcttg agctaagcga ttattgagtg
  4317541 tcgtgacatc gaacaagcca ttagcgacca catcaaattt agaatacttg ttatgtgata
  4317601 acccattttc atcaggcgct tgaatattaa cgacagtctc tgtcataccg atacagtaag
  4317661 aggtaagcgc tcggcatgta ctgggcggtg tttctataat agagacttcc gcttgctgtc
  4317721 ccgctggggc ctgtatatca ggaataatat tatcagcata agcaaccgag ctcccataga
  4317781 gcgacaatat gatagagaga ggtaatatag acaacccctg tttcgtttta atatatgtca
  4317841 acttcatatt atttccctta ttaaataatc aatgtgtttg ttatgttttg aataacacgg
  4317901 tctaaaaccg atatcattac cggtttttca taaaacaaag tcaacaacac aaaggagata
  4317961 taatatgtta gaagaataaa aaatagagat attcaaaaaa tgacaataaa ttaaatataa
  4318021 acacaaattc tttataagat attatatgaa ttattatgtt gataatttat ataatcagac
  4318081 aataacgaga taggataaga ggacgcaaag aaaaaatggc acaataaata tcctccggca
  4318141 tagccggagg tttttcatat gcgcctataa ggctctgtta ccagccgcgc cctaacaggc
  4318201 gcatcgcgat ctgacatttg catctatgga ttacttacgg cccgtaaacg ggctaccggg
  4318261 atacgggatc gagagttgct cacccatttt atcctcttcc aattggtgct ttatgtattc
  4318321 ttgtatcctg gccgtgtttt tccctaccgt atcaacgtaa taccctcgac accaaaactc
  4318381 cctgttacgg tatttgaact tcaaatcgcc aaactgctca taaagcatca gactgctctt
  4318441 tcccttcagg taccccataa atcccgagac actcatcttg ggcgggatct ccagaagcat
  4318501 atggatgtga tccacacagc attctgcttc caggatattc acgtttttcc attcgcacag
  4318561 ttttcttaaa atactgccaa tcgctctgcg tttttccctg tagaacacct gccttcggta
  4318621 cttcggcgca aaaactatat gatatttaca gttccatcgg gtgtgcgcta agctcttttc
  4318681 atccctcatt gggaccccct tttgatttct tgttgaacat ttgcagttgc cagaccgcaa
  4318741 actgttttaa caaatcaaaa ggggttttta taactgaccc aaagctgaaa gctttactga
  4318801 acccccagcc tagctggggg ttttctgggc acaaaaaaac cctgacgtta ccgtcagggt
  4318861 tcttaaattt ggtcggcgag agaggattcg aacctccgac ccactggtcc caaaccagtt
  4318921 gcgctaccaa gctgcgctac tcgccgaatc ggggcgcatc ttactgctac agctctgggg
  4318981 cgtcaatcac tttttaataa cctgcggatg actgctgtta aaagcatcac ccgcagtgaa
  4319041 aatggccgcc ttcacgctca aatcaggttg tcgcttgctt taactgcggc gattgcgccc
  4319101 gcaggaatgg caataagaag aaagcagata aacatgccgc cacagagata accacaaaga
  4319161 aaccattcca atgccagatt tccatgacgc gagcgatagg gtaacccgat aaagccgccc
  4319221 ctaaataggc aaatagccca acaaagccgg ttgcagcgcc agcggcatcc ttatgagagc
  4319281 actcagcagc agccatacca atcagcattt gtggcccgaa aataaagaaa ccaatcgcaa
  4319341 agaagcagcc tgcctgtaag acaaaactga tgcttggcaa cgtccacagt gatgcaactg
  4319401 agaggaagat accaatagca aaaatcaggt tcatcggccc acgattgcca cggaaccact
  4319461 tatcagaacc ccaacccgcg accaatgaac caataaatcc acccacttca aataatgaaa
  4319521 ttgcagagtt agcggtcagc aacgaataac ctttctcttg ggtcagatag aggttacccc
  4319581 agtcattaat cgcggttcga acgatataaa ccagcacata ggaaacggct aacaaccaaa
  4319641 tatatttatt ggttaagaca taacgcttca caatttcttt attagacagc ccctggcctt
  4319701 cggattcctg gatcagctcc atcgcatcat tgcgccattt acccacactt ggtaggccca
  4319761 tggtgcttgg cttatctcgc agacgccaac acatcagcaa accaatcacc acacctataa
  4319821 ttccggggat gatcatcccg tagcgccagc taaagtgcag agtaatcacc ccgacgagca
  4319881 aggggatcag cgccccgcca aagttatgtg aggtgttcca gatagcccac cagccaccac
  4319941 gttcagaacg cgagtaccaa ctggtcaata ttttagaaca tggtggccag ccccaacctt
  4320001 ggaagaacgc attgaggatc cacaaggcgc caaggaccaa aagtgatgag ctcatgccaa
  4320061 acaggatatt aataatcccc gtcatgacca acccgatccc cataaaataa cgcggatttg
  4320121 agcgatcgct gatcatccca gagacaaatt tagagcagcc gtaagtgatg taaaacagcg
  4320181 tgcctaaaat cccgacatca gacatgctca gccctagatc cgtgagcata gcaggcataa
  4320241 taaaattgaa acttttacga gtgaaataaa acgcagcgta gccgatatac atcgtccaca
  4320301 ttaattggat acgccaatac ttataggatg aatcaatttg tgtttgatcc gttactagcg
  4320361 gtacgttatc gcgacttttg aggaaaaacc acatctcggg cctcagggta ttttgtaagt
  4320421 gcaataatca tcatctgcat gtgtatgaaa acacacgggg gaattctcgc taccaacgag
  4320481 aatatttctt agtttccttt tgtagacaaa gaaactgtgg gcagggtcac atttaagcaa
  4320541 gtaccgttat caacgcttag gctcacattg cccccaaacg cactgacccg tgactgaata
  4320601 ccccgtagcc catagcctgg agtaattgag gctaaatcga tacctttacc attatcgcta
  4320661 atcgttagat atatctgttg gttatcctgc cgtgcattaa tttcaattcg gctggcggca
  4320721 ccatgccgat aagcattggt caccccctcc tgacatatac ggtaaagcgt aattttcaac
  4320781 gtctcatcca tcggatggtc attgacctgc cagttaagca caccgagcac cgactggtct
  4320841 tgcggaatga gttcgcgcat caatgcagcg atggcggccg acagcggcaa attatttaat
  4320901 gccgctggcc ataatttagc caatacgtca tggacaccat cataaacccg caatgccgca
  4320961 gtttctatca tctctgcact ggtcagtacc ggttgctggg tggtcagacg tttaataata
  4321021 ctggcttggg tacggataac cgttacggtt tgccccactt catcatgtaa ctcacgcgcg
  4321081 acatcgtgcc gtgtatgctc ctcagaaacc actaatgctt tagccaactc acggttttcg
  4321141 ttcaatttta tttgtagttg atcgttcaac tcccgctgtc gttgaatgcc ggatcccaag
  4321201 agcagacctg ttagactttg tgccaactgt caacgacgga tgaaaagtga tccacttata
  4321261 tctccaccaa cggcccaata ttgatccacc gttttactca ggattagctt ctgctataac
  4321321 cccggccttt cgtttctgtc tgagtcgata gctttctcct ttgatttgaa cgacatgtga
  4321381 gtggtgtaag atacggtcca gcatcgctga ggtcagtgct gcatcaccgg cgaacgtttg
  4321441 atcccactgc ccgaacggca gattggatgt caggatcatt gcgctctttt cgtaacgttt
  4321501 agcgatgacc tggaagaaca gctttgcttc ttcctgactg aacggcagat agcctatttc
  4321561 atcaatgatg agcaggcggg gggccattac tccacgctga agcgtcgttt tataacggcc
  4321621 ctgacgttgt gccgtagata actgaagtaa cagatctgct gctgttgtga agcgaacttt
  4321681 gatacctgca cggactgctt catagcccat cgctattgcc agatgggttt tccccacacc
  4321741 tgatggcccc agtaatacga tattttcatt acgttctatg aagctgagtg agcgtaacga
  4321801 ctggagttgc ttctgcggtg ctccggtggc gaatgtgaag tcatactctt cgaacgtttt
  4321861 caccgccggg aaggctgcca ttcgggtata catcgcctgt ttacgttgat gacgtgccag
  4321921 tttttcttca tgaagcagat gctccaggaa gtccatataa ctccattcct ggtctactgc
  4321981 ctgttgtgac agcgcaggcg ctgcgcttat aaggctttcc agttgcaact gcccggcgag
  4322041 cgccatcagt cgttgatgtt gcagttccat catcacgcca ctcctctgca gaatgagtcg
  4322101 tagatggaga gtggatgatg cagggggtgt ttgtcgaagt tcaccagatt ttcatcaaga
  4322161 tgcacgtcat actctttttt ctccggaggc agtgccagca tggactgctg ctcttcgagc
  4322221 cagcgatcgc agggacgggc ctggattgtt tcatgctttc gttggttagc gacatcgtgc
  4322281 agccagcgca gaccgtggcg gttggctgtt tcaacatcga cagtgatccc catcgggcgc
  4322341 aggcgagtca ttagtgggat gtaaaaactg ttacgggtgt actgcaccat ccgttccacc
  4322401 ttacctttag tctgtgccct gaaggggcga cacagtcggg gagagaagcc catctccttg
  4322461 ccgaactgcc acagcgaagg atggaaccgg tgctgaccgg tctgatatgc gtcacgttgc
  4322521 agaaccacag ttttcatatt gtcatacaac acttcgcgcg gcacaccacc aaagaagcgg
  4322581 aacgcattac gatggcaggt ctccagcgtg tcataacgca tattgtcagt gaattcgatg
  4322641 tacagcattc ggctgtatcc gagaacagca acgaacacgt gaagcggtga gcgaccatta
  4322701 cgcatagtgc cccagtcaac ctgcatctgt cgtccgggtt cagtttcgaa ccgaacggca
  4322761 ggctcctgct cctgaggaac cgagagagaa cgaatgaatg ccctgagaat ggtcattccg
  4322821 ccacgatatc cctggtctct gatctcgcga gcgattaccg ttgccgggat tttgtaagga
  4322881 tgagcatcgg cgatgcgttg acgaatataa tcccggtatt catccaggag tgaagcaaca
  4322941 gcaggtcgcg gcgtatattt tggcggctca gattttgcct gcaaataacg tttaacggta
  4323001 ttgcgggaga tccccagttc tctggcaatc gcccggctac tcattccctg cttgtgcagg
  4323061 attttaattt ccataactgt ctcaaaagtg accataaact ctcctgaatc aggagagcag
  4323121 attaccccct ggatctgatt tcaggcgttg ggtgtggatc actattgcac cgttcgttac
  4323181 atcaggcgaa gggtaaagct cgtttggccc gctttgaaga acttaacagc gttgaatatc
  4323241 aaaaacgtaa cgaaaccagc gagctgttca ttccaccggg tccacgctta ggcgacaaag
  4323301 tgctggaagt ggagcatctg agcaaatctt atggtgaccg cctgctgatt gacgatctga
  4323361 cttttgctct gccgaaaggc gcaatcgttg ggatcatcgg gccgaacggc gccggtaaat
  4323421 caaccctgtt ccgcatgcta tccggccagg aacaacccga ttcaggcact atctcgcttg
  4323481 gtgatacggt gcaactggcg tcggttgatc agttccgtga caacatggat gacagcaaaa
  4323541 ccgtttggga agaagtttcc ggtggtcagg acatcatgaa gatcggtaac tttgagctgc
  4323601 caagccgtgc gtatgttggc cgtttcaact tcaaaggggt cgatcagggt aagcgcatcg
  4323661 gcgagttatc cggtggtgag cgcggccgaa ttcatttggc taagctgcta caggttggcg
  4323721 gtaacatgtt gctgctcgat gaacctacca acgacctgga tatcgaaacc ctgcgagcgc
  4323781 tggaaaacgc cttgctggag ttcccaggtt gcgccatggt tatttcccat gaccgttggt
  4323841 tccttgaccg gattgccacc cacatcatcg attatcaaga tgagggtaag gtagaattct
  4323901 tcgagggtaa ctttactgaa tacgaagagt ggaagaagcg cactctgggg gctgaagcac
  4323961 ttgagccaca ccgtattaaa tataagaaaa tgaccaaata gtttttgaga taccctaaat
  4324021 aaatcgagtt gcaggaaggc ggcaactgag tacattccca gccatttaca tcagtaagtg
  4324081 gctggcgggt agaagtctga cggatagtag cctgacagat agaagggcct gcaatcgcag
  4324141 gcctttttag tcagggtatt tcgcctgata ccgcgtgctt cgtccaccgc ccggcagttt
  4324201 ttcaatacat tcacgtgcca gtaaatcagc aagatgacgc gtggcggttg ctttactgac
  4324261 ctttgcgact ttctgatatt gtgacgcatt tatcccagca gaaaagccat tctcaccgcc
  4324321 atctaatagg cgattaagca cttttacctg ttccgcactc aatccactgc cattatgttt
  4324381 taaccaaaaa gaggttttag ctaaagtatg ttcaatacct tttgaagcct gatccagact
  4324441 ctgctccaaa gtggcaataa accataacaa ccatggagtg atatccagat tgccacgttg
  4324501 cccctgttcc aaaatggcgt aatacgcttc tcgattatca aggatcgcta ctgacatcgc
  4324561 ataaaggtga atactttgac tatctgcctg tgataatgcc atatcagtaa gcgcccgagt
  4324621 gatgcgcccg ttaccatcct caaaggggtg caaagtgaca aaccaaaaat gtacaattgc
  4324681 agcgcgtaac agcgggtcaa gaaagctatc gctgcgggat aaattaaacc aactgatgaa
  4324741 ttgctctatt tcatcaaaca ggattgcttg cggcggtgct tcaaaatgaa cggtttcttt
  4324801 ccctatacgg cctgaaacaa cttgcatagg ctcctgcccc cgtaattggc cagccttcat
  4324861 cggggtgagc gaccataaat cattaggaaa aagccattca tgccattgat acaaccgctc
  4324921 aagtgttaaa tctgccttac actcattaat ggcgtccagc atcatagcgg ccaaaccatc
  4324981 ggttcgatct gacgttggat aattatcctc taaaatcata cccagccgct tcgccagaga
  4325041 tgaccgtacc gatcttatat tcagtggttc attttcgatt tttgatgaag caataatatt
  4325101 tgccaataat atatctaatg ttttggtcgc gttttctgcc gaggtattcg tccggttctc
  4325161 gccaaggagt tgcccgagtt taaatctggc atgacgcaac tgtggctgaa taagcgcctc
  4325221 atcccaataa aaattgggcc atttcttttg ctgccatacc caaatatttt cacccatagt
  4325281 gatctcccaa ccggagagtg agccgattag cctcattatt cggctcattt ggtgagccga
  4325341 atagccagta tattcggctc atgtgatgat atccagcacg tagagagtga tcagatgctc
  4325401 aactcccccc actgatactc aggaaaactc accttatcgc gcatccgtta atactgaagg
  4325461 gcgggcaagc cgttgcggat cggcggccag cagttgctga accagttcaa cgcagcgtag
  4325521 gaagcgggcg tcataatcgg ctgactcgac atgaacgtat tcaatattat tgtcgcgcaa
  4325581 catctgctcg agtaaatttt ggaaggattt tcgatcgcgg tcactaccga ggctacgcaa
  4325641 cccatctgcc acccacgggg tattattttc caataagatc accagatcaa aacggtattc
  4325701 atcaatcaga gcctgaacga aggggtgttc ccgcccttca tatttcttac aaaatgcctg
  4325761 tgtggtgacg aaatcagtat caataaacgc cactttattg gcgtatttca cagcaaaatc
  4325821 cacatactgc gcctgcccca gcgcaatttt gtcatagtcc gaatattgca gtgccatctc
  4325881 atcgcccccc agatgggaga agacatactc acggccatat tcccacgcac tggtggtatt
  4325941 gaagatattg gctaacttgt taaccagcgt cgatttacca ctggattcgc caccgaggat
  4326001 ggctaccgtg cgcacaaaga agggtttgac ttcagtcggg atataatccc aatagcggaa
  4326061 aggatcgcgg cggatctggc ggccactgat gttcataaat gagcgctgcg ggtcaatcaa
  4326121 aatggtttcg atacccagtt gctctcggta acgcggcgca tcctgactct cgctggaata
  4326181 gataaagctg gggacaatac ccttttcatt catgaaagct tttacgccac ggctccacac
  4326241 atcccaaccg tgaggataag gctcaatccc gtgctcatca aaagagtgaa tgtggatatt
  4326301 tttctgatat ttaaaggttt gtaacaacca acgtaggcgg tcactgaccg tgggttgttg
  4326361 cgacatcgaa ctgttctcaa acaactccct atcacgcggc tcatcgtggc aaagaatgac
  4326421 gtgcagttca tcgacctggc tacaggcgcg ctggataaga taaatatgac cggtatgcag
  4326481 agggtaaaat ttaccaaaca ctacaccgac ttttttctca cggcgcggga attccaaccc
  4326541 gagaaaacgg tgtaaggcct ctaatttttg cgcactgggg cttttgattt tatcgttaag
  4326601 tagctggctt aaatagcctt tggtcatgcc gctggcctca gccacctgct gtaaggtgca
  4326661 gcctttttgc ttaattgccg ttttgagata gtcgaactgc agcatgcggt ctccttgttt
  4326721 agcgtactaa acaaaaataa cacagtatgc tgcgggattg gcactattaa ataggacatt
  4326781 atccataaat atacccgtca taattcaagt tacttgcgcg ttgatcagcc accggcgacg
  4326841 tgaattattt agggtatata cggttataaa tcttctaaaa cagccaacgc atcggccagt
  4326901 ttttttaccc cgaaaacctg catattgggt agcggttttt taggcatatt ggcataaggc
  4326961 acgatggcac gtttaaaacc gtgctttgcc gcctcggaga tacgctcctg accacttggt
  4327021 accgggcgga tttcaccggc cagccccacc tcgccaaaca ccactaaatc ttgcggtaat
  4327081 gggcggtcac gcagactgga gaccagcgac atcaacaatg ccagatcagc gctggtttca
  4327141 gtgactttca ccccgccaac gacgttaacg aacacgtctt gatctgacat ctgcaaacca
  4327201 ccgtggcggt gtaaaacagc caataagatg gccaagcggt tttgttccag cccgacagcg
  4327261 acccggcgtg gattcgacat catcgaatga tctaccagcg cttggatctc caccagcaat
  4327321 gggcgagtcc cttcccacac caccatcact gaactgcctg cggtcacttc atcgccacgg
  4327381 ctcaaaaaga tcgccgatgg attactgact tcccgtagac cttgctcggt catggcaaac
  4327441 acacccagtt cgttaaccgc accaaagcgg tttttgtggc tacgcagagt acgaaagcgt
  4327501 gagtcgccat caccatcaag catcacggag cagtcaatac agtgttctaa tactttcggc
  4327561 ccggccagcg aaccgtcttt ggtcacatgc cccaccatca cgatggcgac accccgggtt
  4327621 ttagcaaaac gagtcagata agccgcagtt tcgcgcactt gcgccacact gcccggcgat
  4327681 gattggatat ccgccatatg cattacttga atggagtcga tgaccatcag ccgtggctgt
  4327741 tcttgctctg ctatcaggca aatctgctcg atactggttt ccgacaacat attcagcccc
  4327801 gccgtgggca ggcccagacg gtgcgcgcgc atggcgacct gctgcaacga ctcttcgcca
  4327861 gtgacataca gggttttcat gttttccgac agtttgcaga gggtttgcag caatagagta
  4327921 cttttgcctg cgccggggtt accgccaatc aaaatggcac tgcccggtac caccccgccg
  4327981 cccagcaccc gatcaaactc gagaaagccg gttgagaagc gcggcaactc ctccagacta
  4328041 atatcggaca gcttctgtac ccggctaaca ccggcatcgc cagcataacc aacaaaacgg
  4328101 tcattacgag acgatgacgc taccgccgcc agcctgactt cggtaatggt attccaggcg
  4328161 ttacaggcac tgcattgccc ctgccaacgc ggataatctg cgccacattc attacagaca
  4328221 aacgcccgtt tgggtgcttt cgccatgtca tcacctcaat cttatgcgcg catactttac
  4328281 gaaaaaaatc attaaacact tgattataac taaatgattt atcaacgaat ggcctacttg
  4328341 ccactctcgt gctttaagct accggtcaaa atgcagagaa cactcagtaa atcaccgtga
  4328401 cggatcgcca ctttcgcttt ggcataaacc ttcggtttgg cgtggaaagc caaacctaaa
  4328461 cccgcaacct gcatcatttt caggtcatta gcgccatcgc cgatagcaat agtctgtgcc
  4328521 agcgggatat tcaatttctc cgccagcttg ataagggtat ctgctttata ttgcgcatca
  4328581 acaattggcc ccagtacaca cccggtcagt ttgccgtctt tgatttcaag ctcattcgcg
  4328641 gcaacatgaa ccaaccgcaa tttgtcacgc aggtattcgg cataataggt aaaaccgcca
  4328701 gaagcaatag ccacatgcca atccaacgcc tgaagtttac gcaccaggct gaccaacccc
  4328761 ggcatcaatg gcaagtcgtc acggacttgc ttcaaaatat tggcatcggc tcctttcagt
  4328821 gccgccaccc gctggcgcag actggccgag aaatccaact caccttgcat ggcgcgttca
  4328881 gtgaccgccg ccacctcatc gcccacacct gccagtttgg caatttcatc aatgcattcg
  4328941 atttggatcg cggtggaatc catatccatg accagcaggc cgggagtccg tagatgcggt
  4329001 atcgccccca atggcgcgac atcaaggccg ctctcatcgg ccagcgtttt aattcgtggt
  4329061 gttaggctac ccgctagccg gatcacctga taatcttcca cacaccaggc agaaacaatc
  4329121 accatggccg caccaagctg acgttgaaaa tcggtaatcc gctgtttatc cagttttcta
  4329181 ccatacaaca gccaacctgt atgaccggca cgataatcca gcggcatcac ttcgtcgcca
  4329241 ctgagtgaaa gtggcaaacc cggccattga tagatctccg aaggcagatc gcaataggtc
  4329301 agactattag acatgaatta ctcctgtaga aaccgggaca acgcaatata tatatacggc
  4329361 tcatttaaaa ctaacgcatc aagtaaaaca acgcatcaag ctatcctatc gcccttgctt
  4329421 ctggcaacat aaagtcacca tacccaaaag aattggcgct gcagtcaatg aagggtgaat
  4329481 cagaaccgct gcgtcacgca gcaacatcaa gtatgcaggg tatcattctc gtgaggaacc
  4329541 ggtatggcac gggctaaatt aaaatttcga ctacaccgaa cagcaattgt actgatctgt
  4329601 ttggcattat tggtcttgct gatgcaaggc gcatcctatt tcagcctgag ccaccagtta
  4329661 gcacgttcag agcaggtcga agagctggca caaacactcg ccaaacaagt tgcttttagc
  4329721 ttgtcgccca ttatggatag cggtgacgac aatattgata gccagaaagt cgatgccatt
  4329781 cttcaacaac tgacacaatc cagccgtatt ttagatgcca gcgtctatca gattgacggt
  4329841 acgttggttg ccagcgccgg agaaaatgtg aaggtacgcg accggttggc actggatggt
  4329901 aaacgccctg gcagttattt caaccaccaa atagttgaaa tgatcgcggg taacagtggg
  4329961 ccaagtggtt ttctgcgcat gacactggat acccacgtgt tggcgacgga atccaagcaa
  4330021 gtggataaca ccactaactt actgcgtctg atgattctgg tggctctggc cgtggggatt
  4330081 attctggccc gcaccctgtt acaaggccgc cgtagccgtt ggcagcaatc cccttatctg
  4330141 ctgacggcca atataccggt taaagaagaa gatgaaagcg aagatgacac gccagaagcc
  4330201 ctcgtcggtc aggcggaaac cgaccataag cctgccgata aatagcctct cggggacacg
  4330261 ttagtgattc agagaggaat aaatcaattc agcggcagag atctctaccg ctgaagaaag
  4330321 aaaaaaccgc tggaaaggga gaagcttgag acgcgattac gcgttatcac ccagtaacac
  4330381 agattccagt gcgatctcaa tcatgtcatt aaaagtggtc tgacgttcag ccgcggtagt
  4330441 ctgctcgccg gtacggatat ggtcagaaac ggtgcagata gtcagtgcct tcgcaccaaa
  4330501 ctctgccgct acgccgcaga taccggcggc ttccatttct acgcccaaga tgccgtattt
  4330561 ttccatcaca tcaaacattt gtggatctgg tgtgtagaaa agatccgcag agaagaggtt
  4330621 accgacacgg acattgaccc ctttcgcttt ggctgcatca accgcattac gggtcatctc
  4330681 aaaatcagca atcgccgcat agtcgtgatc tttaaaacgc atacggttaa ctttggaatc
  4330741 cgtgcacgcc cccattccga tcactacatc acgcagttta acatcggtgc gtacggcacc
  4330801 acaggagccc acgcggatga ttttcttcac accaaaatca gtgatcagct ctttagcata
  4330861 gatagaacag gatgggatcc ccatgccatg gcccatcaca gaaatcttcc ggcctttata
  4330921 ggtgccggtg aaacccaaca tgccgcgtac gttattcact tcacgcacgt cttgcaggaa
  4330981 agtttctgca ataaactttg cccgcagtgg gtcccctggc atcaatacaa cgtcggcgaa
  4331041 atcacccatt tcagcattaa tatgtggcgt tgccataatc actttcctta aaaatcagag
  4331101 aattaatatg ttaacttaat tgcggtttta acctaataga ggccttaacc taattgaaat
  4331161 gttaatcgcc gaactgactc gctcagctca gccttgtgcg ctaaagcatg ttcttgccgt
  4331221 aatccattgg cgacaaccca aaatacgccg caactgtctg cccgatatcg gcaaaggtct
  4331281 cacgatgccc caatgaaccc ggtttaactt tcgggccgta aaccaaaacc ggaatgtgct
  4331341 cacgggtatg gtcagtgccc ggccaggttg ggtcacaacc gtggtcagcg gtcaggatca
  4331401 ggatgtcatc ttctttgatc agtgccatca attccggtag gcggcggtcg aatagttcta
  4331461 acgcggcggc ataaccagca acatcacggc ggtggccgta agacgagtca aaatcaacaa
  4331521 agttagtgaa aacgatggtg ttatcgcccg cttttttcat ctcttctatc gtggcatcga
  4331581 acaacgcatc cagccccgtg gccttcactt tctgtgtgat accaacctgt gcataaatat
  4331641 cggcaatttt accgatagac accacttcac cgcccttctc atcaaccagt tttttcagca
  4331701 tggtcggcgc agggggttca accgccagat catgacgatt acccgtgcgt tggaagtgac
  4331761 ccggtttgtc gccgataaac ggacgtgcaa tcacacgacc aatgttatag ccaccgtcgg
  4331821 tcagctcttc acgggcaatt tcgcacagct catacaaacg atccagacca aaggtctctt
  4331881 cgtggcaggc aatctggaat acggagtcag cagaggtgta gaaaatcggc ttcccggttt
  4331941 tcatatgctc ctcacccagt tggtcaagga tcaccgtacc ggaagagtgg cagttaccca
  4332001 aatagcccgg cagattggcg cgttttacca gtttatccag caattcctgt ggaaagctgt
  4332061 tttccacatc gctgaaatat ccccaatcga acaagacggg gacacccgca atttcccagt
  4332121 gacctgacgg cgtatcttta ccagaagaca gctcgctggc gtagccataa gcaccaataa
  4332181 tatccgcgtt cttatccaag ccaacgggga aggtaccggt tgattcttct gccgctttac
  4332241 ccagccctaa acggctcagg ttaggcagtg tcaacgggcc gctacggccc acgttggctt
  4332301 caccacgcgc acaggcttct gcgatatgac ctaatgtatc tgcgccttcg tcaccaaatt
  4332361 ttttggcatc tgcactagca ccaataccaa aagaatctaa taccataata aatgtacgtt
  4332421 tcattgctct ctcctgcgtg gattcacgct ctgggggcgg cgaatattca ttcgctccac
  4332481 caccccacat tcataattaa ttgccgatcc gtttgggcgc tgtaacacgg gctgtcgata
  4332541 acaaaagtat gacgtttatt cagtgatacg gcgataaatc actggcgttt cttctggcgt
  4332601 gttattccct aaggtgatgg ccgcacgcac aacctctgcc gcctgctgcc agtcatcttc
  4332661 gttattggca tggatcaccg caagcggctg ctgcccatca acacgggtac ccaaacgggc
  4332721 catctccgtc agccctacac tataatcaat gggatccgtt gcccgacggc gtcccccgcc
  4332781 gagggcgacc accgccatac ccaaggcgcg ggtatccatt gcagtaatga ttcccgtctg
  4332841 ttcagcaaat accggtttgc ttagggtagc aacgggcagg tagctgtcat agcgttcaac
  4332901 aaagtctgcc gggccttttt gcgcggccac catacggcca aagacttccg ccgctttgcc
  4332961 attatccaaa acggcttgca gcttggcacg ggcatcggct tcatcgtgcg ctaaaccgcc
  4333021 tgacagcaac atttcaacac acagcgccat agtcacttcc agcaaacgtg ggttgcgata
  4333081 ttcgcccgtc aggaaacgca cagcttcgcg gacttcgacc ccattaccgg cgctggacgc
  4333141 caggacttgg ttcatgtccg tcagtagcgc cgtggttttg caacccgcac cgtttgccac
  4333201 accaacaatc gcctgcgcca aatcagccga caacgagtag gttggcataa aggcaccgga
  4333261 gccgaccttc acgtccatga ccaatgcatc cagcccttcc gccaattttt tggccagaat
  4333321 agaggccgta atcaatggaa tagaatcgac tgttgccgta atatcgcggg tcgcgtaaaa
  4333381 acgcttatcg gcaggggcca gcgagctggt ttggccgata atcgccacac caacataata
  4333441 attttgcgga acgcattatc atccgggaaa atatcaaaac cggggatcgc ctccagttta
  4333501 tccagtgtgc cgccggtatg accaagacca cggccagaga tcatcggcac atagccgccg
  4333561 caggctgcca ccatcgggcc aagcatcagt gacgtcacat cacccacgcc accagtggag
  4333621 tgcttatcga ccagcgggcc attcagattc aggctcttcc aattcagcac agtaccggaa
  4333681 tcacgcatcg ccatggtcag cgcaacgcgc tcaggcatgc tcatgtcgtg gaaataaatg
  4333741 gtcatcgcta aagcggcaat ttgcccttca gaaacaacgt tatcgcggat cccattgata
  4333801 aaaaaacgaa tctcttcttc gctcaatggc tgaccgtcgc gttttttacg gataatttct
  4333861 tgtgccagaa acaaggcatc cccctgcttg accggaatat gggatgaaag ccgcccacag
  4333921 gcgctttcgg aaatagcgac acagcaggcc ttcagcctac tgtgcatcaa ttcagtgtaa
  4333981 tgatgataat aacgttagta gccgctgctg ttggcgttac tctggtgacc caatgtggtc
  4334041 agcaaactgg cgagtagact ggaagcgcca aagcggaaat ggcgtgcatc agcccagcct
  4334101 tcccccatca gttgatcagc caattgcaaa aattgcgcgg catcttctgc ggtacggaca
  4334161 ccaccagccg gtttgaagcc caccgtttcg cctacgccta actcacggat agtgcggatc
  4334221 ataatgtctg cactttccaa cgtggcattc accggcactt taccggtaga agttttaata
  4334281 aaatcggcac ccgctttgat tgcaatttca gaggcctgac gaattaaatg cgcttgctta
  4334341 agttcgccag tttcaatgat gactttcagt aatacattcg ccgcagcgca ggcttcttta
  4334401 cacgttttca cgagttcgaa gccaatttta tcgttaccgg ccattaacgc gcgataaggg
  4334461 aaaaccacat ccacttcatc ggcaccataa gcaatggcag cacgggtttc agccaacgca
  4334521 atcgcaacat catcattgcc atgagggaag ttggtcaccg ttgcgatacg gatctcagga
  4334581 gtgccctgct cacgtaacgc cttacgggca accgggataa agcgaggata aatacaaatt
  4334641 gccgcggtat taccggccgg gcttttagcc tgatgacaga gcgcgatcac tttttcatca
  4334701 gtatcgtcgt cattcagggt ggttaaatcc atcaaactta gtgcgcgttt agcataatcg
  4334761 ttcaaatgcg cgcaggcggt taaatcggtc ataaaactct ccaacactgt ttcagctccg
  4334821 gcagtttgcc aaaactgagc atgtagttat gagcagaaaa gatccttggc ggtatctctc
  4334881 ggtggttaag ctcaatacgt tggcgagcgg acttggttcc ttgaagatag ccccacggga
  4334941 ctcccctggg tggcaattga gatccatctc accgcactat tattaactgg ctccgatagg
  4335001 taacaggttc taatacataa cgggttctga cacgtaatga cttctgatat ataattattt
  4335061 cggttatgta ttaatcagtt ctatcatgtg attttctaca caagctccgg cgttcaatca
  4335121 accaatcaac caatcaacca atcaaccaat caaccaatca gccaatggcg ctatttgagc
  4335181 acgttagcac atcatgagat gtgtttatct tcacattaat caatagaaac ctgtaacgaa
  4335241 atagaattat atgtgatttt aatcacaaaa taaccccatt tatggtctat tggccccgat
  4335301 tacgctattc gtatcaagaa tagcgtattg gtgagaatac gcctgatagc atgtgccgtt
  4335361 tgacaaaaac ggcaccttat acatcacagt gccaggaaga agccggcgat cgtcgcactc
  4335421 atcaaattcg acaacgtccc tgcggccacg gctttcaggc caaagcgcgc aatatcatga
  4335481 cgacgatttg gtgccatgct acccagccca cccagtagaa tagctaccga agacaagtta
  4335541 gcgaacccac acagggcaaa agagatgatc gctttggtgt gttcagagag cacctgtaaa
  4335601 ccagccgctt tcaccagttc gtccgcctgc aaatactgac caaaattcat aaaggccacg
  4335661 aactcgttaa cgataatctt ttggccgata aaggagcccg ccaccattgc ttcgctccat
  4335721 ggcacgccga tcagataagc gattggcgag aacacccagc ccagaatcaa ttccagcgag
  4335781 agttgcggat aatcgaacca gccgccaatc ccccccagaa tgccattaag caatgcaatc
  4335841 aatgcgataa aagccaatag catcgccccg acattcagcg ccagttgcat accagaggct
  4335901 gccccagaag ctgcggcatc aataacgtta gccgggcggt cctcttccgc gatcagtgcg
  4335961 atagcatcaa ctttatcgtg ggtttgctcg gtttcaggca ccattaattt ggcgaacagt
  4336021 aacccgcccg gtgctgccat aaaggaggcg gcaatcaaat attccaacgg tacgcccatt
  4336081 tgcgcatacc cggccaatac cgagcctgca accgaggcca ggccaccaca catgaccgca
  4336141 aacagttctg actgagtcat ggttgcaata taggggcgaa caactaacgg cgcttctgtc
  4336201 tgcccaacga aaatattggc tgtggcagaa agagactccg tccgcgaggt gcccagcagt
  4336261 ttttgtaaac caccgcccaa tactttaatc acgatttgca tgacgccgag gtaatacaac
  4336321 accgcaatca atgacgagaa gaatacaatt accggtaata cacgtaaggc gaatacaaaa
  4336381 cccccaccgc caaagacttc atacattttg tcggaaacca atccgccaaa aataaatgag
  4336441 atcccttcat taccataagc aataacgtta gcgactcctt ccgacatccc ccccagaata
  4336501 cggcggccaa ccggtacata tagcaccagc gcaccaatca ccacttggat aataaatgca
  4336561 ccgatgacag tgcgaagatt aatcgccctg gcattacttg aaagcagtac agcgattaat
  4336621 atcagtactg ccatcccgac caaactcatg agcatgtcga tattcctatt aataataagg
  4336681 ctattagtca cattgaaatg atgtcggcaa ttataacgtc atcacctcgc tatcaagtaa
  4336741 tctccgtcac aaataaacac aaatggaagc aactacaaag atgtaaatgt gatcataatc
  4336801 acattaaagt tcaacaacga acaatatgtg aggttattga caaagtgccc gagacggaga
  4336861 gaacaggcag atcgtaaaga cgccgtaaat acatccatgt aggctcgagc cgcgccatcc
  4336921 ttggcgcgga cgctttactc ctctgcctat cctcaccgtt caagatcgcg tcatcggggt
  4336981 ttgtcagcag tctgaatatg taagcttatt gttagcatga atgggccgag tcaagagaga
  4337041 agctcacacc gctgcagcgt caaggacgaa gataaaagga cctccccaac gtcattgtcg
  4337101 ttgcagcaag gcagcaagcg aacaaatccc gatgagctta ctcaagtaag tgattcgggt
  4337161 gagtgagaga agctaacacc gctgcagcgt caaggacgaa ggggaggaag ggaaaataaa
  4337221 cgctggctat tacacatcaa ctcagccgca atctcatcgg ctggctctgg gcgcaactca
  4337281 cacaaggcgg caaacacatt ggcggctcgt tcagggcgat tggcttgccc ttgaaaactc
  4337341 gccagaggca tatcgggtgc atcggtttct aagagcaacg aggagagcgg caatgaggcc
  4337401 ataacatgac gggttttctg cgctcgctta taagtgatgg tcccccccac accaatgtaa
  4337461 taacccaggc gaataaaggc ttgcgcctgc gctaagctgc ccgcaaaacc atgtatcaca
  4337521 cccgcgcgcg gcaacgcggc tttacgcaat gctgcagcca gtggatcgtg tgagcgacgt
  4337581 gaatgcaaaa taaccggcaa atcatgctgt ttggccagtt caagctgcat attcaggatc
  4337641 actaactgat gtggaaactg cggttcatcc atatacagat cgaggccaat ctcccctatt
  4337701 gcgaccaatt tcggtggctt atctgccaga tgcgatgcca gtgccgccag atcggcatcc
  4337761 tcatgttcgg caatatacag ggggtgtaag ccaagagccg caaacaaggg gggataacga
  4337821 tcggctaatg ccaaaatacg ggagaaatat gcggccttga ctgaaggaac gatcaattgc
  4337881 ctgacattcg cctctgccgc acaggctaaa ctcgcggctt catcaccggt gaacggaggg
  4337941 aagtcaaaat gacagtgggt atcgataaaa tacggcatcg gcttatctgg cgttctcatc
  4338001 acacagtatt acctttattt ttttgtcaga ttcggtggca aagtgatatc gacgggtaaa
  4338061 gagttagcct ccgcttgttc agtatcaacg acagtcagtg aggtaggatc aaggggctca
  4338121 tttatttgtg ctgccgttgc ctgcacctcg gaaggcgcgg tgagatcaga taacgtgaca
  4338181 gacggttctg tggagaatac cgcggtaaag cgttctttag acccactgta atcataggta
  4338241 ttattcagct gattaatgtt ctttgtttgg aaaacgttcg gtgtttggat aatattttgt
  4338301 ggttgaataa tgtggcgtga aagggaaatg gaggttttat cgctatcccc caacgactca
  4338361 cggggtaata accaacgccc aatggttgcc agaaaatagc ggccacagcg gcggcctaaa
  4338421 tgatagtcac gattcagagc caccgccccg ctccccaatg ccttactggc gagtggtttt
  4338481 gatgggaaaa tttcgaaaat tcgtacatcg cccggcggtt tctcgataaa ttgctgaata
  4338541 cgatgataac tccgctcatg ctgctgcata atccgcacca attgctgcaa gctgctttca
  4338601 ctcagccatt gttcaatccg cttaaaccat tgcggcgtat agtgagcctg cgaaggcacc
  4338661 gtgcggatca ccactatcgt ctctgcgcca cggcgataag cctcctctac cgggatcgca
  4338721 tcgctgatcc ccccatccag ataactcacc ccatccaact caacgccctg ccgatataaa
  4338781 ccggggatgg cgctggaggc tttaatcgct gttagccagt tttctctggt gggggaaata
  4338841 tacgttggtt cgaaatcatc actacgacaa gcacacatta aaaactcgcg tccctgatgc
  4338901 aaatattgtt cagcgtgatc gaatgccaaa gggtactgtt gggaagtgat atccactagc
  4338961 caatcgagat caattaaatt gcccccacgt acaaagcgta atgggttaaa aaaattggct
  4339021 gtggtggtgt aacgggtaat aactcgccgt gcgtaaccgg gttgcccgca aataaaggca
  4339081 gataaatttt gcgcccctgc tgaggtgcca atcatgagat caaaagggtt aaagcgagca
  4339141 cgatggaatt catccagcac accggctgta aaaatccccc gttgcccgcc cccctcacag
  4339201 accagcgcca ttttaccggg ctgatagggt ttataggcga gtggctcaat attaccgagc
  4339261 gtaataggta ttctgtatcc caccatctat ccttaattca tgacgaacag gtgttgacga
  4339321 taccccttat tgtcctttgc tgtcacccct actgccttgt taaaggcgct tacgtcccgt
  4339381 aaacagactg atgaggaaca aaataatccc caccacaaag accacttttg ctgcccaagc
  4339441 cgcagtaccg gccaatccac caaaacctaa tgcggcctcg attaacgcaa taatcagaaa
  4339501 aataatgccc caacgaaaca taagcttctc cttccagttt aaagataagg tgcctgatta
  4339561 aacagacacc ctttcatttg gctctcagag gaaattaact cagttgacga acggcttggg
  4339621 gggatacctt atttatcgat atccaacagg atagattcca tgccatacgt cgccagctga
  4339681 ataatgatta aggcttgatg ttcaagtcgt ttttaacgct tttcacgccg tttaccgctt
  4339741 tagcaatact ttctgcacgt tcagattggg ctttattctc aacatcaccc gatagctgta
  4339801 cgacaccatc ggtcgtttct accttaattt tacgtgatgg tacgatatca tctgccagta
  4339861 attttgcttt aacactgctg gtggtcgcag catcgcccgc atattcactg accgactgtg
  4339921 atttctggtc ttttacgtgc aatttgtcgc tgacagattt aaccccttca acgttaccgg
  4339981 caatttcaac cgcggtttca atttcggcct gagaattaag aaaaccactc agtgtcacga
  4340041 cgccattgct cgtttcgaca gaaatatcgg tgcttttaag tgatttttct tccaataaag
  4340101 cgctttttac tttcgccgtg actgcgctat cgctcatgta attatcaact ttcttcatgg
  4340161 agctatcgat tttggcacca gtactgtcca ctgtgctggc ggctttattc agtagcgtgt
  4340221 cttcggccag aacactgcca ctaataaggg cagaacctaa aacaaccgcc atcactgaac
  4340281 gggaaaattg tgtgctcttc atcgatgtct tccttttttg ttatgaatcc tttcatgggt
  4340341 tatgaaaccc caacaagagg atccttacac caccttaagg cggtgacctt ttcacgaata
  4340401 gttacagtta ttgcaggctt attgagctaa gtttgaggct aatcaatcct gcctgtacct
  4340461 attcaagata gatcatcaca gaagaaacac agtcggaatc ggactaaaac aggattttca
  4340521 tcactaagta ggaattatcc taggaaaaaa tatcgaataa gattgatgac tcggggtaat
  4340581 agataccccg atagaatgcg gcttgcagca ggttcgttag caataaactt agtgctcgcg
  4340641 tgttttgcgg aaaataacgt ccgggtaacg ctcttgtgta atattgagat taaccatcgt
  4340701 gggcgcgatg taacttaaat tatcgccacc gtctaaggcc aaattaagct cattcttacg
  4340761 tttgaactcc tcaaatttct tcacgtcatg acattcgacc caacgcgcgg tagaaacgtt
  4340821 aaccgattca tacaccgctt cgacgttgta ttcactcttc aagcgggaag agaccacttc
  4340881 aaactgcagc acccccacag cgcccacgat caaatcgttg ttgctcagtg ggcggaatac
  4340941 ctgaacggct ccctcttctg acaactgaac caagcctttt aacaactgct tctgctttaa
  4341001 tggatcgcgc aggcgaatgc ggcggaacaa ttcaggggca aagttaggaa taccggtgaa
  4341061 tttcatatct tcaccttgag tgaaggtgtc accgatctgg atggtgccat ggttatgcaa
  4341121 gccgataata tcaccagcat aggcctcttc aacgtgagaa cggtcaccgg ccataaaggt
  4341181 cagcgcgtct gaaatcacca cgtctttctt ggtccgtacc tgacgcagct tcatcccttt
  4341241 ctcaaaacgg ccagacacca cgcgcataaa ggccacacgg tcacggtgtt tcggatccat
  4341301 attggcctga attttgaaaa cgaaaccggt gaatttctct tcagaggcga ccactacgcg
  4341361 ggtatccgtt ttacgcggca tcggtgccgg tgcccattcg accaagccat ctagcatatg
  4341421 gtccacaccg aagttaccca acgcagtacc gaagaagacg ggcgttaaat caccggacag
  4341481 gaaagcctca tgatcaaact cgtgggaagc gccctgaacc agttccaact cctgacggaa
  4341541 ctgcttggcc aagtcttcgc caacagccac atccagatct gggttgttca gccctttaac
  4341601 gatacggact tcctgaatgg tatggccttt accgctttga tacagataag tttcgtcttt
  4341661 atgaaggtga taaacccctt taaacgactt accgcaacca atcggccaag tgataggtga
  4341721 acaggcaatg ttcagctcac gctcgacttc atccagaact tccattggat cacgaatttc
  4341781 gcggtccaat ttgttcataa aggtcagaat tggcgtatcg cgcagacggg tcacttccat
  4341841 caatttgcgg gtccggtctt ctaccccttt ggccgcatcg atcaccatca aacagcagtc
  4341901 aaccgccgtc agtgtgcggt acgtatcttc ggagaagtct tcatgccctg gggtatcaag
  4341961 cagattgacc agacagccgc catacggaaa ctgcattacc gacgtggtaa tggagatacc
  4342021 gcgttgtttt tccatttcca tccagtcaga tttggcatga tggcttgaac cacggccttt
  4342081 tactgtcccg gcagtctgaa ttgcatgtcc gaacagcaac actttttcgg taatggttgt
  4342141 tttaccggca tcggggtggg aaatgatcgc aaaagtacgt cttttcgcga cttccagagc
  4342201 atattcacta ggagacataa ttgaagtttc tacttttagg ccgccctgct ctgagcctca
  4342261 cattttattg ctatgtgggt ccggcaaagc gagacattga ttattgcgcg atattttccc
  4342321 tgatttatgc gagatagaca atcggcgaaa gcatcagcac gtctaagatg acaataaaaa
  4342381 acaaaataaa acggcgctat gccattggca acgccatcat aatggcatct tcacgcccat
  4342441 tcgcactcgg gtaatagtta cggcgcacag acacttcgtt aaaccctagg ctttcataca
  4342501 aggcgatcgc ccgtgcgttt gaagcccgaa cctcaagcca aagcgtgaca atattacgcg
  4342561 cctccaactg ttcaatcaga tgttcgagca gcaaacggcc ataaccttgg cgctgatact
  4342621 gtggatcgat ggcgatattg aacagtgtgg cttcatccaa cactatttgg gtaatagcga
  4342681 aacccgccat ttcctggccg atgctcaact taaaattgag gtaccggtcg ccctgattac
  4342741 tggcgaacgt tttttccgtc catgggaacg catggctggc ttgttcaatt tggtatgctg
  4342801 tggccagatc ggctggcgtc aggatagaaa tctgcttcat aatgacaaat ctgctgccaa
  4342861 agtgcgcgct tagcgcccgc atcttgataa agcccagcta attctgggct atgtaattgt
  4342921 gcaccggcca ccgcaagcgg ctcactgatg cccaatcgcc aactgttgca ctgcgtatct
  4342981 tccggcaaca tcgcgacctg atccggcgtc aaggcataaa cctgatgggg ggttaggccc
  4343041 aaactgcgta gcacatcgca caacagtgga tcaccgtgtt caggcagttg ctgtgccaca
  4343101 atcagtaggc gggtatcttc aggtaaatgt attgcaatct caccctgcaa gacggcagga
  4343161 cggcgcaata cccactgcgt aatgccaagc tgctgtaaca gcaagtctcg tcttgatgcc
  4343221 atgctatttc ctgtcagagc aagccgtaat ttggcgctat gctagcaaac ccatcgaaca
  4343281 tgcgccaaca aacctctata atccccgatt atattattaa ggagccaaag actgatgtca
  4343341 gcattaaccc cagccagtga agtgatactg cgccatagtg atgaatttat agcccgccac
  4343401 gtcctgtttg ccggtgattt acaagatgcg ctgccagcgc aatttgatgc agccggggtg
  4343461 cgggttcaca ccaatcaata tcaccactgg caattactga gcaacacgct ggaagagaat
  4343521 gtgcaattcg gtcttttagc cacggcagaa actctcgcag cttgcgacac cctgatttac
  4343581 tactggccca aaagcaaaca agaagcccaa ttccagttgg ctaacctgct ttctatactg
  4343641 cctgttggca ccgatatttt tgttgtgggt gaaaaccgca gtggtgtacg cagcgcagaa
  4343701 gaaatgttgg cagacttcgc gcagttagcc aagatagaca gcgctcgccg ctgtggtttg
  4343761 taccatggcc gtttagacaa acaacccgaa tttgatgctg atgcctggtg ggaaagctat
  4343821 caggtcggtg gtgtgacggt caaaacattg ccgggtgtct tcagccgcga ttctctggat
  4343881 tcgggtagtc atctgttgct gtccaccttt aacgagccct ttaaaggcag cgtattggat
  4343941 gtcggttgtg gtgctggagt attagcctcg gttctggcgc agcaatcgcc aaaaatcaaa
  4344001 tggacgttga gtgatgtcag tgccgcagcc attgaagcca gccgagccac attggcggtg
  4344061 aataatattg aggcgcaagt gattgccagt aacgtctatt ccgacatcaa aggccgcttt
  4344121 gagatgatca tttcgaaccc gcctttccat gatgggatcc aaaccagcct gaccgccgct
  4344181 gagatgctga tccgtggagc gaccgcccac ctacatgtgg gggggaaatt acgcatcgta
  4344241 gcgaactcct tcctgccgta tcctgccttg ctggatgccg catttggtag ccacgaagtg
  4344301 ctggcacaga atggccgctt taaagtgtat caggcaactg tcgggcgtcc gccacgggat
  4344361 ccgaagaaaa aacgttaata ttaaagcact aagattcaaa cagtaagata ggccacctct
  4344421 tcctcgccgt agcattcatt cgctgcggca tggaacggga acagcgcctc cagtccccct
  4344481 cacaagccac gccattcatt tatcaagcca atgaatcaac agatgatgat ttttacagca
  4344541 aacgtcccgc ttaggggaaa taactattga cctgtacgtg aaagtctcta gaattcgccc
  4344601 ccgtggttgt atcacaaaag tcatgttccg gtacgcgatg gtggcggaat tggtagacgc
  4344661 gctagcttca ggtgttagtg ttcttacgga cgtgagggtt caagtccctc ccttcgcacc
  4344721 acaatgattt cagtttttcc gtaacctcca ctgcgtactc accccacttt ccacgtttgt
  4344781 agcaaaccca caatatatac atacgtctcc atttcaacgt caatcatcca agctgttact
  4344841 tactgtatta cctcacgttt tatattatcc ccgatgatcg gataccccca tcatgacaca
  4344901 ccaccgtgca ttagcattag cgcgaccaag ccgcctaaca gcgccagaca agatggcagt
  4344961 aacaaaaagt gccgcaaccg cacgtggtac aacatgctga cggttgccag catcgccacg
  4345021 acaataagaa tgcgcaattg gccgatagag atatctaccc agcccagtac aggtaacaag
  4345081 gtaaaaggca gcaatattcc ccagccactg gacatgccac ggctgagcaa cccggtgatc
  4345141 ccccacgaac ggtaagctgc aagtgtcgat gtaatcatga tgatgcccac ccaaatgata
  4345201 atgataatca taaccaatat catatatcac tctttggcac tctgcaccat gtcgttatct
  4345261 gcacgctcgc gtcatatgca tcattttgcg ccgttgaacg acatcatgat gacaggctga
  4345321 aacaaaaatg gtaattttgg ctaagaaaaa tcctaaaata atgttaaaac tatttaaaca
  4345381 ataataattc ccaacaaaat ttatttgtcg tgatgtcgga ataaatacct cacgaggata
  4345441 tgatttatta gtctactgac agcacgatat tatgcagagt aaattgaata tgaatagcca
  4345501 ctcctacgat cagtttttga aaagcaagca tcgactctct ttactgcttt tcctatttct
  4345561 taatgcatca tcagctattt tcagtatgct atcatcgtcg cccaagacac ccgcggtaac
  4345621 gttccctgtg gtgatgattg cggttataag cttgagcgcg gcggcttatc taatttttat
  4345681 ttcaaagaac gacacgggca gaaataacta tgttgataaa aataactatg ttgataaaag
  4345741 taaccatgtt gacaaaaata actatgcgaa taaattgaat ttattttcaa tcctcatcgg
  4345801 tctactttgg gcatggcaaa tcattcttaa atatgaatat ctagagacta acgaagataa
  4345861 ttacttatta ctcagtctgt ttacgatctt ttttatcagt accattgctt tgtctgataa
  4345921 ttttctcgcg ttttgcctgc atacggcacc ttcggcaata accgtcatct tactggatga
  4345981 ttttcataat attttccgca ttatatttac catcatgtta ccgctgattg gtttttcttt
  4346041 gcatcacttg atgttgcgtc gcactgataa tttcacccgt aagctggttg atcacctttc
  4346101 caacgaaaga gaaaaattca gtgatttaag catgatagac cctctgacca gtttgtataa
  4346161 tcgccgtggg ctggagagca agcttgaaac gttgttatct cagtcgccgg gaaatcatta
  4346221 tgtcctgctg ctcgatatcg atcactttaa agcctataac gacaactatg gccacaccat
  4346281 gggcgatcag gctctggtac ggatttcggc ggccattcgc gatgctgtgc gttcaagaga
  4346341 tatcgtggtg cgttatggtg gtgaagagtt tctcgtactc ctaacacatg tcagtgaaga
  4346401 gtacgccaac caattggcag agcgtgtacg tcagcgtgtt ttaggcctgg atattccaca
  4346461 tgtctttaat cataaggtct ctacgacggt caccttaagt gcgggtattt cccccctgca
  4346521 agcctatgac ttggccgcgt cattgaaagc cgcggatgaa gcgctctacc gggccaagag
  4346581 aaatggccgc aataacatcg aatttgctaa agatgaatta tcaaatgtac agtcttcccc
  4346641 ttgattaact cactgaacat acggacgctc tatgccagtt attattttta atgattgatt
  4346701 atcaagttaa atactgcacg tttaatttca cttccattcc gttattaaac agtcttatta
  4346761 ctcattatgg ataatttaat tagtttatca gttggtttat cctttttatt taagcagttc
  4346821 actctgtttt aaaaaaaaag aaaatggctt ttttaataaa aaactgactc acgtattttc
  4346881 attttaacaa cccatttccc ctttctggtg gtacctgcat catcacattc aaacacttat
  4346941 gatcttgaat aatattcaat agggtaatac cacaccttat cactcgggat atgactaaac
  4347001 tgatcatcaa cgcgcctttc ggcaatataa agccattggt caatctagaa ctattggtca
  4347061 atctagagga cggcggcctt attgggtata ggccgcatca gatgatgatg agaagtaaaa
  4347121 cgtgaaacgc ctcctcttgg attatccgcc agcttaaagg cagtaaaccg cggttaatat
  4347181 gaggttactg aacggtccag tctggaaaaa tcattggcaa tgtgaacgct tttagttgct
  4347241 cagcagacaa ctgacgccgc ccctcattaa tttcagcccc tggtccctga ttgttcgctt
  4347301 caaagaagcg agagtcttgc gggtagaacc aaactttctc gccttgctta tcttttccag
  4347361 acattttatc ccagccataa atatgatcat ccattacggt attgataaat accgcctgtc
  4347421 cgatagccgc aggatcagca taacggccat catcaaatgc tgtagtaggg tgccacgggc
  4347481 gccctaaggc aaaactttta gcaggcacac ctggttcttt ggttaaacga ctattgagga
  4347541 caatcagacc ataaggtgcg gtattttggg tactgggtgc cgtaatgtaa ccgtaaggtg
  4347601 gggagatatc acggcgatca cgggcaataa tattgcagcg gtcaaatacc gtcacccctg
  4347661 agccaaaaat aaaatcgacg tggccactga tgtcacaatc ggtaaagtag ctacgactgc
  4347721 ccgttttgct ataaagcgta tcttggtacc cctcaagttt gacttgcctg aaacgggctt
  4347781 tatcactttt ttctgctaat aacagcgcca ccgcctgcgt atcttttaat ttcgtcggat
  4347841 caccctctgc tttcgcctga ttagcaggga aatcgaagtc attacgaatc gtcaaatttt
  4347901 ctgcagtaaa attggcggca ttcaccaata ccgtgctgct gccagaggtt ccccacttcg
  4347961 tcccttgtgg gttgagcata cccgcggcgg tattcgcgcc aatcaccgtc gtatcacgct
  4348021 cctcaccttt cagcgtcaca ttgtcacgat tgacctcaag ccgttcggta taaacgcctt
  4348081 ttttaaggaa aataacaaac ggagaactat ctggcggtgc tgattgtaac gctgcattaa
  4348141 ttgaagagaa ctcatcgccc tgcgccatgg cagaaaccac agcattgtac tgtgccgcgc
  4348201 tgacttcacc taaagcggca aatgatatca atcctaataa tagtgtctta ctcagagcat
  4348261 taattggcat gaattaccct cagtttttaa catccagcag attaaactcg attgttcgct
  4348321 attagccatt gataaaaatc acgtctagct gttgataaaa agcacgttaa gttcaataac
  4348381 gaaagcctac tctacacaaa atgaaacgcc attccattta agtggatcac acttttatct
  4348441 ctctatgata aaaatcaaat ttcactagat ttctattaac aatagatata aataaacaag
  4348501 taaattaagc cattagtcat atatctaacc attatttata acggcaatgt tgaggggtcc
  4348561 gtaaaacggc tgaacaactt ggcggggatg ctccagttgg ttatgatcag gttatggata
  4348621 ataaaggatt gcaccggcgc atcgattgct gcggggctaa cgatgagaag actgaaccca
  4348681 acaagtgaaa ttgggcagct agagacgtta gcaactctac ctgaaaaatt ggctgagagg
  4348741 gcagctcgcg ctcaaatatt ctctcaaaac tggccttcgg gtgatttggg ggctgcagtg
  4348801 aataagtttg caggtagcga tctgtttatt acagtcacta aatcaggtaa acaaatttat
  4348861 acgaatccaa caacaggggt tcaggtagtt agaggatttg tcagggagtt attttcgcct
  4348921 ccatgaccca tcgttaccta gaaaaagaac atacctcgac cttgatggaa atattccaaa
  4348981 taataaaatt ttggagacag ggaaacaggt tggtagaacg caaagtgagt ataacgaagt
  4349041 aactcatttt aatattaatg gtggtaaata gcatgaagtg tatatctgtc cctactagcc
  4349101 aagaggctat gtctcgactt gattttgata aatgtatcga tggtgacgtg atcgatttga
  4349161 acatcaccga tgaacaatac cgttcacttg tggaattagg tttaattcgt ttaatgaatg
  4349221 acttattcga catatgtatc gatgagtttg aagatgagaa gatagtaggc gttgatagcc
  4349281 ttactcaagc acggttactc atcgagaatg atttccatcc tagtgagaat gaagctgtta
  4349341 atctcttatt atctcaagta aataaagcaa cagagtacga aacaggcctc ttcttctact
  4349401 tttgatgatc atgtattcaa tgcggagatc gtaaagcagc aacgctggct ttggtatgcc
  4349461 tgggagcctc ggcctgcttc agtattacta ttatctggtt gtcggtaaag ctatctggct
  4349521 gtcggtaaag cgtgatttat gagcttcgct gccctgcggg tcatagaact ctccccggtt
  4349581 cagattacga gaaaattaga cttatgggca caccgacttt tcaggggatt acctatcaat
  4349641 gaaaagaaaa gcagaaaaat caatggagag aaaagcggaa aagtggggtt cgtcaaaaaa
  4349701 aacagccccg tgactgaccg gggctgctga aattactttt agggcctata acccaaagtg
  4349761 gttaattatt cactcactgg ctcatcgtgg atcttttctt taggctctgg attcatactg
  4349821 ctgtaaatca ctggcagtac cagcaatgtc agtactgtcg cgaagcccaa gccaaacata
  4349881 atcaccaccg ccatactctg gaagaaggca tcgctcagca gcggagccag ccccaacaca
  4349941 gtggtaaatg cggtcagcat gatcggccgt aaacgcgcgg tggaagcatc gataatcgcc
  4350001 tcacgcaacg gtttctcttg ccgctgtaga ccaatctctt cgaccagtac aataccatta
  4350061 cggatcaaca tcccactcag gcttaataac cccagcaagg ccataaagcc gaacggaatc
  4350121 cccgtcagta ggaagccgaa ggtcacacca attaatgcca gtggtaccgt cagccaaata
  4350181 gccagtgcat tacgcaccga gctaaacatc agcacggtca caacaaacat aagcagaaac
  4350241 gcgatcggca agctaatgaa aataccccgc tgtgcttctt tggtactttc gtaatcgccg
  4350301 ccccactcca gttcatagcc ccgtggcaag gtaatggctt caacgcccgg cttgatccgt
  4350361 tgcaacaact cggaagaggt ctcaccgccc tgatgggttg gatccgtttg taccgtcagt
  4350421 gtccgcttac gatccagacg cataatcagt ggatcttccc actcggtttc aaaactggtg
  4350481 accacgttgt cgatcgggat aaaggcttgg cgcgcctggc tccagaccat cacatcgttc
  4350541 aaccgctcag cattgagccg ctcagagtcc ggtgtgcgta ggacaatagg tatcaggcgg
  4350601 gtaccatcgc ggtataaccc aaccggcaag ccaccaaaac tcatgcgcaa cgtaccatcc
  4350661 acctcgcgtt tatcgacccc caactcgcgg cccagataat cggagaattg tggccggatc
  4350721 atcttgctac gatcctgcca gtcatgcctt gcaccatcgg ccattgggtc agcgataatc
  4350781 gcctgttccg cctgggctgc caaggtgcgt agcacatctg gatcggggcc aataaagcga
  4350841 gcttcaatag aactgttgtt tgacggcccg aacatgatgc gtttgatctg cgcatcaacc
  4350901 tgcggatatt cgtcatgcat atatgactcg atttcatcaa tcaagcccgg tatttgctcc
  4350961 agttgctcag tacggaccat cacctgcgca tagttaggat aatgacgttg accattgtag
  4351021 gtcagcataa agcgcattgc gccctgacct atggttgtca tggtatccgc tacatttttt
  4351081 tgctgcttga tatgctgttc aattttggct gcaatatctt cggtatagct gatatccgta
  4351141 ccataaggca gccaaatatc cacaaagaag attggtgtgt tagaaggcgg gaagaagctc
  4351201 tgtcgaacat gaccaaaacc gataaccgac gccactaata acgcggccaa gagcaccaat
  4351261 gtaatactgc ggtgttgcag taatttattc aacaccaccc gataatagcg gaataaccag
  4351321 ccgtcatacg gttgtttaac cggcttatcc gcatcagctt caggctgttt ttggttctgg
  4351381 aatgcccact tggcaaacac cggtgttaac gttaacgcag tgatccagct caacattaac
  4351441 gagatgagca acacctggaa tagcgactta caatattcgc cggtagcatc attggacagg
  4351501 ccgataggcg caaaggccaa aatggcaata atggtcgcac ccagcaacgg catcttcgag
  4351561 cgtttcacca cattaccgat agcagtagaa atgctatcgc cgcgctgacg cccaacgacc
  4351621 accccttcca ccaccacgat ggcgttatcc accagcatac tcagcgcaat gatcagcgcc
  4351681 cctaacgata cccgctgtag ctcgatgtta aacagccaca tgatgagcaa cgttccgagc
  4351741 acgttaagtg ccagcgagat ggcaataacc acgccgctgc gtacccccat aaagatcagc
  4351801 agggtaacga caacaatcaa cagtgccaac aggaagttaa gaatgaagcc gttaaccgca
  4351861 ccttcaactt ccttagactg atcgtagaac acattgatat gcatcccgga cgggcgctca
  4351921 ccttcaagct gcgccagacg ggatttaatc gcattcccaa catttaccac gttaacattg
  4351981 ggagcaaacg agatccctaa cgccaatgcc ggttgaccgt tcgcgcgata aatattggtc
  4352041 ggtgaatgac caaagccttg ggttaccgtg gcaatatcgc gcagatagac actttttggg
  4352101 ctaccgggtt ggctgaccag taaattcccc agctcttgta cgctttggaa ttcgccagtc
  4352161 gggtgcaagc gaatcgactc actgcccacc tgcaactggc ctgcatcgga cacgacgttt
  4352221 tggcgactca gcaagtcgga tagctgctgc ggtgtaatac ccgcggccgt catctgcgca
  4352281 cgggaaattt ctacctgaac ttcttccggt aaaataccca cgatgccgac tttacccaca
  4352341 ccgggcacca acactaattc acgccgcaat tgctcggcaa aattacgcag atcctgatta
  4352401 ctgtagccgt caccggtcag tgagaagaag aaaccgtaaa catcgccaaa atcatcgttg
  4352461 accatggggg cactggcccc tggtggtagg cgaacactgt tatcgctaat tttacgccac
  4352521 agctcatccc agatttgcgg taactcattc gcgccgtatt gcgcacgaat attaatggtt
  4352581 atctgcgata aaccggcact ggaaatggag gttacgtcat ccacatagga gagttcctga
  4352641 atggcattct ccaacggtag cgtgacttct tcttcaacct gttgtgccga tgcgccatca
  4352701 tagcgggtga caacgaccgc ggttttgatg gtaaaagccg ggtcttccag cctgcctata
  4352761 ttgagatagg caataatgcc accaatacct agcaacagaa tcgttagcca gatacgggta
  4352821 ttattattga taaaattatc agtcagcttc attagagacc tcgctcacga acccaagccc
  4352881 ggacaacttg ttgtgggcga agctcaccgg tacctgcggc aacaatttgt tcgccatcag
  4352941 ccaggccaga ggtcacttga ataccgtttt ccacgagttg ccccacctgc actttgcgtt
  4353001 cttctacgtg catttggtca ttatcattct taatgaccca cactcgggca tcattcaact
  4353061 gcgcatggtc ggggttaaat acggcttcca ccggaacgat gatggttgga tggtcggtgc
  4353121 cagacaaatt gccggagtta attctgaccc ggccactgat accggaaagc aatggcatat
  4353181 ctgctgggcg tttcatcgtc agcgtgacct ggaaagtctg tgaagcagag gtcgtcgaag
  4353241 tggtgtgttc tttatattca gcaataaact cacgccctgg catatggttc agtaataccg
  4353301 ttggcttgta gttacggttg ctgatgtcca gcgtggtaaa cagacgctct ggaacactga
  4353361 ataccacatc caacgtatcc agcgcactca aggtggcaac cggctgacca gcggccataa
  4353421 cttggtgatt acgtacattc acattggcaa tgatgccatc gaaaggtgcg ataattgtcg
  4353481 catcgctgag ctctttacgc gcaatgtcta aagccgcttg cgctgactcc atctctgcac
  4353541 ggcgaatatc cagatcggca cgcgagacgg cgctgcggcc ttgcaaggtg ttaaagcgat
  4353601 taaactgatc gcgggccaaa ttgaaggttg attgacgatc cctgactctt aagctcaaat
  4353661 cagtatcgtt caacatggca attttttgcc ctttcttcac ttgttcccct tcacggacca
  4353721 acaactcttg cagttgccca ccccgtttaa aggagagttg ggtttcatca cccgcttgca
  4353781 gcctggccgg gaaataacgg gtaccatttt gcccgctgtc ttccaccata aagattttta
  4353841 ctgggcgcac actttcgacg gtttcaggag gcgttctgtc gcaggcggcg agaaggaacg
  4353901 taatgagcag agtgactact gtttttatct tcactgtaag atctcgttga gtcaggtttt
  4353961 taaaattctt atgcagatta tctattcaca cttttttatc tgttttttgc gtcatattgc
  4354021 gcatcagtgc ccttaacagt gtgattaata accccccggt aaacatccct agaaaataga
  4354081 tcatcacaat taacactgac atgggtagcg ttatttgtgt aaagagtaat gataaattca
  4354141 cagtaccgct attttgaaat gcaaaaagcg tggtcaacgt gactatcagt aagaagcaca
  4354201 ctccataaat atatttcact cagtcatcct ttttatctca gtgcatcaca ttgcgacact
  4354261 aaaaacgacg cgccaaaatc tcttacctaa aaatgcataa aattcaaatt gatagattga
  4354321 tacccaagca actatagagt caataccaat aaatatatta tgcattagaa acacacagac
  4354381 taaagcgttt gcgctgtaac tgccatccca aaaacccttg gcattgctgt ctgatagacc
  4354441 caattaattg gggaatatca agcgatctca gtaaataaac gccattaata ctgctatatt
  4354501 accaaataaa aaaataatat ccctataaag acaaataacc gatagaaaga tagcattaac
  4354561 gtcgatcttc actatcggct attttttaag ggtgattttg attacttaat aataatcatt
  4354621 tttacctgca gttcatccta ataaaaatca ataatccaca gcgtcgcggg taacggctgc
  4354681 cgcatgatca acataaccct agtcactcaa atgggataaa tccacatcat ggatgcaatt
  4354741 tgttcatcag accattgatt tatgagtacg attgattcat caggccatta acgttaaacg
  4354801 gcacccataa agggtgccgc ggctaaacaa aaaatgtgta ttgaggttat tgacaaaatg
  4354861 tcagcgacgg agagaacagg cagatcgtaa agacgccata aatatatcca tgtaggctcg
  4354921 agccgcgccc tccctggcgc ggacgcttta ctcccctgcc tatcctcacc gtttcagatc
  4354981 gagtcatcgg ggtttgtcag cattctgaat gtgtattgcg tctctctgct acgttggcag
  4355041 ccgtttacct gctatggatt gagaaccgct caccgaatag cccgccagaa ccgccacaaa
  4355101 aatcataaac aagtggcctt cagacgaatc cagcagaaat gaattgaaga agttacatgc
  4355161 catataactg gtcaataccg ccagcagcac attgcgcaga gccggtgttt gctgccaaat
  4355221 aacacgataa cagcagataa cccacgccaa aaagaggaat agaccaatca cacctgattg
  4355281 aatcgtttcc agtagatact ggttgtgcgg gttattgact ttgtagtcca cttctttatt
  4355341 ttcataataa aaaccacccg cgccatgacc aagaataggt gattctttaa ttaaccgggc
  4355401 agcttcaacc acaaaagcag aacgctgccc catggaggaa ttacatgcgt ctgcggcatc
  4355461 agttgccgat gcggccatac acacttttat ctcatcaacg ccctgtacga tacgatctgt
  4355521 ggctttgttc gggataaaga tcagggcagc aaaggccaat gcacctagca cgaccagtgt
  4355581 taaccgctgg cgattgccca gagagaaaaa tagccatacc cctaaaccca ctatcaaggc
  4355641 aacataaccg gtgcggccca ataccaagaa taagatgctg taacttgcgg ccaccactaa
  4355701 cacactgtaa ccccaacgtt tccacccctg atgttgaaac gccagtacca gccagagtaa
  4355761 cgccgccagc gccataaaga agttttgggt aatttgcagt ttaaaaatgg tcgggttagt
  4355821 ggggtccaca ccactcaacg gaatgtgtaa aacacccacg gccagagatc cggccaatat
  4355881 gacagcgtta gcgacgagaa agccggtaca gaacagtttg atcaaccgtg gctggttcat
  4355941 aaagaacagg gccaatggca agatataaag aagtttctta tattttccta ccatatccgg
  4356001 gccatagctg ttgttttgat acaacaatga taacgccagt aacacaaaca tagctgccgg
  4356061 tagatagact aatggactgg tgagcaacgg tttaaaatca agggattttc ggttaatgat
  4356121 caaactgata ataatcaaaa ccaatgaaac actcattagc tgattattcg ttggcatact
  4356181 aatacctaag agtaacgctg ctatgctgca cagcatttca ctacggcgat tgaccggaat
  4356241 tgccggtgat aaagttgtca taattttctc agctcgagct ggttaggaaa aataaagcga
  4356301 ctgacccact aattcccttt ggcaactcgc caggaatcaa ctgcgtctat gacatcacta
  4356361 actgggattg cgttcagata gcgatcagta gtgtcagtat ctatttcatt gggatgcggc
  4356421 aaagtgcggt aattgccagc ccagagtaaa gtatgtggag cctgccacgg gtgccattga
  4356481 ttaagattac tcgggccaaa tagtaccact gctggcgtct gtaacgcagc agccatatgc
  4356541 attgccacag aatcaacacc aataaataat ttggcgttat caattaagac cgccagttca
  4356601 ggcaatgcca attgacccga taaattgatc accttttccg gttgtgtgca gccagcaata
  4356661 atctcagcga tgtaatccaa ttcagcctga tctttactgc ccgtcagcag aacagtttca
  4356721 ccttgttgag tgaggtggtt gatcaattca ctgaaggatt cgctggccca ggttttgaat
  4356781 ttccagcggg cggaaggctg aatcaaaata tagtgttcaa tattatgctg ttggcacaac
  4356841 tgctttgccc gctcgatatc atgcggccca taggacatgg tgacgtcggt cctgatgtcg
  4356901 gtcagttgta gtggtgagag aatatccaga ttattgagta ccgtgtgccg ttctgcagca
  4356961 ttagggatct caaccaatgt ggaatggcag taacgccaga gccaattgtc ccgttttggg
  4357021 tagtggaaac cgatactaaa cgtgggtttt aacaaacggc aatacgccgc agcccgccat
  4357081 tgatcggata aattaagaat caaatcataa tgttgttttt ttagggcgct aaacagtgct
  4357141 ttttcgccac tgatttgcgc ctttaatcct gcatgcttca ggccccgatc aacaataaag
  4357201 gtatgattga tcgccttgtt ttcacgcaac atatcctgcg taccgccata cagcagtaca
  4357261 tcgattttag cctgcggata attggctttc agcgtactca gtagcggcgt cgtcagtaga
  4357321 acatcgccga aatgccgtaa cttaatcact aaaatgcgcg caacatgctc tttattccgc
  4357381 agtacttccg gcaagtggct ggcaccggtt tgagaagcgg gagcagaaag ttgcccggca
  4357441 ggtgatgctg tcttatttga tgtatttatc atgggatgcg ccatcagagg atgcgccatc
  4357501 attggcaacg aaagagggca attatgctat atcaggggtt tgcagcatgg caatcgtttt
  4357561 agcatatgaa tatgttaaaa gtcattgata gaagcctccc ggcggaataa ataaaacagg
  4357621 cgatcaatga ggttattgac ccgctcagtg agtgggtcac cagcgcacag tcaacggagc
  4357681 atacacgcag cacgtgacgg cggcgagcat tgccccgaag cgcaagctgg ccgcttttcg
  4357741 ctattaatta atcaagctag ttaattaatc aaaatagtta atgaatgaag atagtcaatt
  4357801 aatgaagata atccatttta gaggcaagga gccttccaaa gagacgtcgt caacccacaa
  4357861 tccaccagcc ccagttgatc ggtatacacc gcttgccagt tagtttttgc cgcttgatag
  4357921 agcgctttat gctcagtatt cgggatgtat tcccgctccc agcgcacgag ccgctcgccg
  4357981 gttttatcca atgcttcata taggccgaca ccaacaccgg cggcaatcgc gcagcctaat
  4358041 gcggttgctt ctttgaccac cggcaccttc accggaacac cggtgacatc agccagaatc
  4358101 tggctccaca gtttgccttt cgcgccaccg ccagcaaaaa ccaccgacga ggctttcacg
  4358161 ccagagaatt cagcaatttg cgctaaatta caggccgaga cgatggccgc attctcttcc
  4358221 agcgcacgga ataacgtggc tttattacat ttttcaggat cgagtgagag gttaataaat
  4358281 gaaggcgcag cgtgatacca agatttaaac cgcatcacat cagagaagat aggcataacc
  4358341 ccataagcac cggcgggaac cctggcggcc atatcctcca ataaactgta ggtatcaatc
  4358401 cccaatcgct gcgccagtaa tttttcttcg gcgcaaaacg catcacggaa ccagcgcatt
  4358461 gtcagaccag taaagaagct gatggactcc gcctgaacca taccggggat aacatgaggg
  4358521 tttattcggg tattcatatt gggatcaata atcggctgcg gtaaattaac cacctgctgc
  4358581 cagaaagtac cgcccaatac cgccgtctgg cctgcgtgca ccactcccaa ccccaaacaa
  4358641 cccagttgta catcgccacc gcccatcacc accggcgttc cggccagcaa accacattct
  4358701 tgcgcggcct tcgccgtgac atggcccagc aaggtgcctg tctctttcac tggcgagaga
  4358761 atatccgcac gtaacccggc catttccagc aagttcggtt gccagttacg ggtgacgaga
  4358821 tccagcatac ccgtggtccc cgcgttggag ggatcgaccg ccagctcccc actgagcata
  4358881 ttggccagcc agtcactgat catggtcagt gttcctgcct gacgataaat atcgggccga
  4358941 tagtgcgcca accacaacaa ccggggcatg gcactcagtg ccagcgtctg gccggagcat
  4359001 tgatagactt ctaactcaaa tccattattg tgcagctctt ttaattcgct gacttcacgg
  4359061 ctggcgcgag catccacatt ggcacaggcc cagatcgggg ttccactgcg atcatagagt
  4359121 acgatccctt cacgcattga acaggcagcg acagcacgga tagcactggc cggtaactta
  4359181 gccaaatgca gtgcctggcg gatacactgg cacgtgagtt gccaattggt ggttaaatca
  4359241 aactccatcg accccggaac atcgggtacc ggcagatgca gccactccgc ctgcccggcg
  4359301 gcaatctgat taccattaag atcaaatatc accgcccgga cactgccggt accggcatcc
  4359361 agcgccatca agtaatcacc tgatggggta gtcgtatcga gttgactcat tgcgcgctcc
  4359421 tcttgaatac cctgcttatt tggcgtcacc gcagtgttta cccgtcatat ttcaagttgc
  4359481 ctgtgggacc gcgcgcagag atcggagcct acacacagtc tgtgacggtc acgagcactg
  4359541 cccaatctca aactggcaag tgaaatagcc aatcacccaa ttaaagtaag ttaatgattg
  4359601 cacgcgccgt cacctcatcc gtcaccaacg cattcacata cctcccccgc agcgctgcga
  4359661 caatcacatc cgctttttct accccccctg cgacaccaat cacggttggg atggtggtta
  4359721 aatcagccaa cgaaatacca atcaactcct gatgaatctg catatctggc accaacgcgc
  4359781 catcggcttg gataaagtaa ccgaggatat ccccaaccgc gcctttacgg ctaaacatca
  4359841 gttgctcacc ttcgctgata tagcccgaac gcaaaattgt ggcttctttt tgctgattaa
  4359901 ccgaaccgat cccaacgacc gcaatatctg ccgcgcaggc ggctagcatc acatctcgga
  4359961 cgctgttttc ctggcgaaac gtgtcggcaa catgggcatt tgaggcacgc agcggggccg
  4360021 gaatgatact gacctggcag gccgcatcca actgaccaat ccccgtcata taggagccga
  4360081 caccgccgga taacgtgact aaacggacct gctgtgatgc gataaagcca ctcaaatgtt
  4360141 gcaaggcgca catggtggtc tcaccgaaac caacggccaa aagttgttgt ggctgtatca
  4360201 gcgccattaa taaatgggcg gcaccaatac ccaaccggct actgatactg agggaggcca
  4360261 aagacggcag aatgcggata tgcttcaggc caaaatgctg ttgcagggta ttttccagtt
  4360321 ccagacagcc ttcatagcgc gaattaatct atcaccccag actgccggcc tttctccaat
  4360381 aatcgagaga ctttaagccg agccagcccc agcaactcac caatatcccc ttgtgttaaa
  4360441 ccatcgtgat aataaaacca cgcaacgcga gcgagcagtt cctcttcact catgctatta
  4360501 cccggatatt tgtattcgtc gttggacgac aggggttttt cttttactgc tggtttttct
  4360561 tttatcattg ccgattgttc tcttattgcc gctttcttgc cggttgatct ttcttatctg
  4360621 tttatctttc ttatctgttt atctttcttg cctgcttatc ttttttctca ctgtccatcg
  4360681 gttcgccacc gactaaagcc actgcgtaat gaatgtttaa tcttaattga taaccacgct
  4360741 atcagcttaa tgatcataat tgaacatatt ttaattaaaa tttttttatt cattaaattg
  4360801 tgatcttggt tacgccacac atcggattat atagctatct tttttgaaca cttttaaatt
  4360861 aaaaatattt ttgttcacta aaacttttca attaagccac caggagctac tgatgccgca
  4360921 taccgttgct acaccgccgc ccctgctcca agtacgtggt atcagtaaac aattttccgg
  4360981 cgtagtggtc ttgaaaagta tcgactttac tctgcaaccc ggtcaggtcc atgccctgtt
  4361041 ggggggaaat ggcgcgggta aatccacgtt gatgaagatc attgccggga tactgccccc
  4361101 ggatactggc gtgattgaaa tgaatgggca gccctgtttc aacctcaccc cggcgaaagc
  4361161 acatcaatta ggtatttatc tggtaccaca ggaaccgatg ctcttcgcca atctgtcggt
  4361221 gcaggaaaat attctgttcc gcttacccaa gcatcaagcc gataaaaaga agatggccca
  4361281 attgctgaaa aacttgggtt gccatttgga tttgtcggtc agtgccggtt cactggaggt
  4361341 ggctgatcaa caattggtgg agattatgcg cggcctgata cgtgactcgc acattttgat
  4361401 ccttgatgaa cccacggcct cgttaacccc tgctgaaacc caccgtttat tcagccaaat
  4361461 cagaatgtta ttgcagcaag gcgttggggt ggtgtttatc tcccacaaat tgcctgaaat
  4361521 acgccaactg gcagattggg tcagtgtgat gcgcgatggc ggtattgcct tgagtggagc
  4361581 aaccgccgat ttttctacag aagacatgat tcaggccatg accccagagg cccaaaaagg
  4361641 ggcattaacc gatagccaga aattatggtt ggaactgccc ggtaaccgcc gcgcccaatc
  4361701 acatgctcaa tcacaacaac cggtgataca cgtgcacgac ttgagtggcg aaggtttcgc
  4361761 gcatatttcc tttcatgtgc aagccggtga aatccttggg ctggcgggtg tcgttggtgc
  4361821 ggggagaaca gaactggctg aaacactgta tggcttgcgg cctgccagca ccggtaacgt
  4361881 gatactggaa gaggtcaata tcacggcgat gaaaaccgcc aatcgcctgg cggcgggctt
  4361941 agtgtatttg ccggaggatc ggcaagcatc cggcctctat cttgatgcgc cattaagctg
  4362001 gaatgtctgt gcgctggccc atgaccgaca aggtttatgg acccaaccag cgcaggaggc
  4362061 ggccgtgttg gagcgttacc gtcgggcgct gaacattaaa ttcagccacc tcgaacaacc
  4362121 ggtccgtacc ttatctggcg gtaaccagca aaaactgctg attgccaaat gtctggaagc
  4362181 caatccactc ctactgatta tcgatgaacc gacccgtggg gtggatgtct ctgcccgtag
  4362241 cgatatctac caattaatcc gtagcattgc cgagcagcag gtcgcgatca tttttatctc
  4362301 ttccgatctg gaagaggtag tacaaatggc cgaccgggta ttggtgatgc accaagggga
  4362361 aatcaatggc gcactgagcg gtgcggcaat gaatgtcgat accatcatgc atatggcgtt
  4362421 tggtgagcac cgttctgcga gtgaacctca gggcggcacc gcctcctcgg ctgaaaataa
  4362481 gggcgcatca tgctgaaatt tattcagaat aatcgtgaag gtaccgcgct actggccatt
  4362541 ctcaccctat ttgccctatt ggggattatt gaccgcaact atttcagctt gcagaccttc
  4362601 accatgattt tcagcagcgc acagatcctg atcctgctgg ccatcggggc caccctggtg
  4362661 atgttgaccc gcaatatcga cgtttccgtg ggctccatca ccggtttatg cgcggtgacc
  4362721 gtcggtatgg cgctgaatgc cggttttggc ctggcggcat cttgcttgtt cgccttgttg
  4362781 gttggcatgg tagcgggctt ttttaacggc attctggtga cctggttgcg cattccggcc
  4362841 attgtcgcca cgctaggtac gcttgggtta taccgtggcc tgatgctact gctaacaggc
  4362901 ggtaagtgga tcgaaggatt accggcggac ctgaaaagtt tatcaacccc tattctgttt
  4362961 tctatctcgc ccattggctg gctaacgatg ttgctgatcc ttgcgatggc ctggctgttg
  4363021 ggcaaaaccg cctttggccg cagtttctat gccacggggg ataacttaca aggggcgcgt
  4363081 cagttggggg tccgtaccga cagcctccgc atttttgcct tttcaatgaa cggcgtgatg
  4363141 gccgcactgg ctgggatcgt cttcgcttcc caaattggct ttatccctaa ccaaacaggc
  4363201 aacgggctgg aaatgaaggc cattgccgcc tgcgtgttgg gcgggatcag cctgcttggt
  4363261 gggacgggga ccattattgg tgccattttg ggcgctttcc tgctgacaca aatcgatagc
  4363321 gtactggtgt tactgcgcct accggcctgg tggaatgact ttattgccgg tttggtgctg
  4363381 ctgggggtgt tggtattcga tggccgtctg cgttgtgctg ttgagcgtaa tatccgccaa
  4363441 cagaaatatg cccgcttcac tgcccaagcc attattagtg ataaaaaacc aaccgttagc
  4363501 gataacaacc cagcagctag caataaaaag aaggcggcat tatgaatctc taccgacgtt
  4363561 atggatggga actgactctg gcggcgctgc tggtgctgga aatcctgcta tttggtttat
  4363621 cgaattcgcg catgttggat atcaatgtgc tgctgttcag caccagtgat tttatctgca
  4363681 tcgggatcgt ggcgctgcca ttgaccatgg tgattgtcag tggcggcatc gatatttcat
  4363741 tcggttcgac tatcgggttg tgcgccatat ttctgggcat tgtatttcag gcgggcgtgc
  4363801 cgatgagtgt ggctatccca ctgacagtgc tcgtcggcgc actgtgtggg ttaattaatg
  4363861 ccggattgat cctctatacc ggcgtcaacc ccttggtcat cacgctcggc accctgtatc
  4363921 tgttcggtgg cagtgccctg ctgttatccg gcctctccgg tgcgacaggc tatgaaggga
  4363981 ttggcggttt cccggccgct tttactgatt tcgccaacca aaccctcttc gggctgccaa
  4364041 tccccctggt gatatttatg ctgtgtgttc tgctgttctg gctgctgatg caccgtactc
  4364101 acagcggccg ccacgtgttc ctgattggac aaagcagccg agtcgcccgt tacagtgccc
  4364161 tgcccatcgc ccgcacctta tgcatgctgt atgccatgac cggggtggcc tcagcgattt
  4364221 ccgccattct gctggtgtct tatttcggct ccgcacgctc tgatttaggt gcctcattcc
  4364281 tgatgccggc gatcaccgcc gtggtattgg gaggggccaa tatttacggg ggatccggct
  4364341 ccattcttgg aactgccttg gcggtattac tggtcgggta cctgcaacaa ggtctgcaaa
  4364401 tgattggtac gccaaaccaa atttccagtg cgctgtctgg ggcattgctg attctggtgg
  4364461 tggttgggcg atcgatcagt ctgcacaggc atttgattta tgaatggcta caacgtcgtc
  4364521 gcagtcgaaa ggcctctgcg tgatacctaa acccaacacc caacacccaa cacccaacac
  4364581 ccaacaagac agtgattcgg agatagcaat gagaacacaa agattaaaaa aattagcact
  4364641 ggtttgcgct cttggatttg cctgtatcac taccgcacaa gctgcggaac gcatcgcatt
  4364701 tatcccgaaa ctggtcgggg tcggtttctt caccagtggc ggtaaaggtg ccgtcgatgc
  4364761 aggtaaagca ttgggggtgg atgtcaccta tgacggcccg accgaaccga gcgtttccgg
  4364821 ccaggtccaa ttgatcaata actttgttaa tcagggctat aacgccatcg tggtgtctgc
  4364881 ggtatcaccg gatggcctgt gcccagcctt gaagcgcgcc atgcaacggg gcgtcaaaat
  4364941 cctaacctgg gactccgata ccaaaccaga gtgtcgttcg gtgtatatca accaaggtac
  4365001 gccaaatcaa ttgggatcaa tgttggtgga tatggccgcc aatcaggtga aaaaagagca
  4365061 agccaaagtg gcgttcttct attccagccc gacggtgacc gatcagaacc agtgggtcaa
  4365121 tgaggcgaag aaaaagattc aacaagagca tcccggctgg gaaatcgtca ccacccagtt
  4365181 tggttataac gatgccacaa aatccctgca aaccgccgag ggtattttaa aagcctatgc
  4365241 cgatttggat gcgattattg ctccggacgc taacgcccta cctgcggccg cacaagccgc
  4365301 cgaaaacctg aagcgcgcta atgttgccat cgtcggcttc agtaccccga acgtgatgcg
  4365361 cccctatgtc gagcgtggca cggtcaaaga gttcggcctc tgggatgtgg tgaatcaagg
  4365421 caaaatctca gtgtatgtcg ccaatgagat gctgaaaaaa ggcgatctga atgtagggga
  4365481 taagattgat atcccgaata ttggtgtggt tgaggtctcc cctaaccgtg tgcagggcta
  4365541 cgactatgag gcgaaaggca acggtatcgt tttactgcca cagcgcgtca tcttcaccaa
  4365601 agaaaatatc agtaaatacg acttttaatc ttagcggccc gcccccgtgg tgggtctgaa
  4365661 cagaacgaat ggagtaatta aagatggctg atttagacga tatcaaagac ggtaaagatt
  4365721 tcggtattgg catcccacag cagaaccccg cgtttacgct gaaaggttca ggttcactcg
  4365781 attggggaat gcaatcccgc ctggcgcgga tttttaaccc gaaaaccaat cgcacggtga
  4365841 tgctggcctt tgaccatggc tattttcagg ggccgaccac cgggctggag cgaattgata
  4365901 tcaatatcgc cccgctgttt gagtatgccg atgtcttaat gtgtacccgc ggtattttgc
  4365961 gtagcgtcgt tccagcggcg gccaaccgcc cggtggtact gcgcgcctcc ggtgctaact
  4366021 caattctgac ctatttatcc aatgaagcgg tcgccgtagc gatggaagat gctgtacggc
  4366081 tcaatgcctg cgcggtcgcc gcacaggtgt atatcggtac ggaacatgaa catcaatcga
  4366141 ttaaaaatat tatccaattg atcgatcaag ggatgcgcta tggcatgcca accatggcgg
  4366201 tgacgggcgt gggtaaagat atggtgcgag atcaacgtta cttctcgcta gccagccgaa
  4366261 tcgcggcaga aatgggcgcg caggtgatca aaacgtatta tgtcgatagc gggtttgagc
  4366321 gcattgccgc cggttgcccg gtaccgattg tgattgcagg tgggaaaaag ttgccggaac
  4366381 gtgatgcgct ggaaatgtgc tatcaagcga ttgatcaagg ggcatcaggc gtggatatgg
  4366441 ggcgcaatat ttttcagtca gatgcgccga tcgccatgct gaaagcggta catgccattg
  4366501 tgcataaaaa tgagaatgcc gctgcggctt accaactgtt cctccatgaa caaaattgag
  4366561 tagaactggc ggccatccgt gattttacct accgctaatg gccccatgac aaggagaaaa
  4366621 gtatgcacgt tactctcgtc gaaattaatg taaaagagga caaagttgat cagttcattg
  4366681 aggtttttcg cgccaatcac cttgggtcta tccgcgaagc ggggaattta cgttttgatg
  4366741 tgttaaggga cgagcatatc ccgacgcgct tttatattta cgaagcctat accgatgaag
  4366801 ctgcggtcgc cattcataag acaacaccgc attacttaca gtgtgtcgaa cagttggcac
  4366861 cattaatgac ggggccacgc aaaaaaacgg tatttatcgg cctaatgcct tagcttgatt
  4366921 ccttggctta atgctttagt caatgcggac cgcgatacca atgtgtcgcg gcccggttaa
  4366981 aatagcgccc tttacggaag gtgttgaaca gatattcacc ctgccaatca gatctactga
  4367041 ccaagatgca tcgcccaggg gctgataatc atgcttctat cggcctctct tttaattctc
  4367101 tgccattcac ccgcgttatc agataacccc tataccgcaa aatgaaatct gtaagctatt
  4367161 cttacggtct cacgccatat tggctgtgac caccatataa aacaggagtt tctatggata
  4367221 acattcatcg cctattctta gcactggctt tttctgcccc gttggtgacc ggtgctgctc
  4367281 acgccaacag tttattggat tcggtaaaaa gcaccgcgga gcaatacggt aaatcagccg
  4367341 gtagctcatc gtcactgccg tcgatgtcat cactgacgaa cttactcaat ggcggagata
  4367401 aagcgttaag tgcaggcacc atgaacaatg ccaccggtat tttgcaatat tgcgtacaga
  4367461 ataatgtgtt atcaagcgat ggcaccacgg cgattaaaga ccaactgatg agcaaactgg
  4367521 gtatcagtgg tacagaagcg gcgaaaagta cggattatga agagggcttg ggcgggttgc
  4367581 tgaaaaccag tgaaggcaaa agcgtaaacc tgaatgacct cggtaccggg caaatcacag
  4367641 aaaaaatcaa aaccaaagcc tgcgatttag tgcttaagca aggaaagtca ttcttattga
  4367701 agtaatccga taagggtcac tgggtgccac ctcagacgcg gcacccgtca tgttgaaatg
  4367761 aaagaatcac agttcgagct cgtgtttcag cagcatttct acttgctggg ccgtcccagc
  4367821 gctaaccagc gcatcgcgga acccctcgtg catgatccga cgcgccagtt tggaaaaaat
  4367881 acgcatatgc tggtcacccg aagcctgttt gttcagggtt aacatcatca caaacagtgc
  4367941 gtcttcctct ccccaattca ccggttttgc caacttggcc acgctgatcg tcgactgctc
  4368001 aatatgctca gattgagcat gcggaatggc aaacccaaag cccaatccag tggaaaaaag
  4368061 ggcttctcgc gcccacacat ccgcagccag tttgcgcgga taccggcaac gtccagccag
  4368121 cagcaggtta tccaccatcc ctttgatcac ctcttctttg ctacgccagt ctgcgccgag
  4368181 agtaatacat tcaggaataa tcagtggttc atcacgttgt tccccgtcgt actgcaccag
  4368241 cagatattct acttcccgtg atgtgcggca agccatcacc cggttgagca gcaggcggca
  4368301 ctcgccgcga tcaagtttgg caaggcgagc tttagtcgcg ccaataaaag aggcactcat
  4368361 gctgatctca tctagcccca tcgctaccaa cagaggtaat accgagtctt ttgccgccag
  4368421 ttcaccacat aagccaatcc acttaccgtg gcgatgtacc tcgcacaccg cgtaatcgag
  4368481 agcgcgtagg agtgccgggg gcaagcagtg atagtgctca ctcaccttgg cattatcgcg
  4368541 atcaacagcc agcaggtact gtgtcaggtc gttactgcca atactcaaaa aatccatttc
  4368601 ctcacagcat tgatcgatga tgaacatcac tgaaggcact tccagcatca tacccaaggg
  4368661 gacagtttcg tcgaactgaa gatgactgat acgcagagat tgtttcacct ctgccagttg
  4368721 atctttcacc cacaggatct cctccattga ggagatcatc gggatcatga ttttgagcgg
  4368781 gccatgcatt gacgcccgca ggatcgcccg caattgagta tgaaatagcg acagaaactc
  4368841 gtgataaata cgcaccgcgc ggtagcccag aaacgggttg ctctccgcag gaatattcag
  4368901 ataactcacc ggtttatcac cgccaatatc gatggtgcga ataataatcg gtttgccctt
  4368961 ggcagcgcca agtgcctgag cgtagagggt ataaagctcc tcttctgaag gcgcggctgc
  4369021 acgatccata tacaatattt cagtacgaaa caagccaatg gattcggcac cttgattgaa
  4369081 agccccctcc acctctaccg catgggtgat gttagccgcc accaccattc tgacaccatc
  4369141 aagagtacgc ccaggcatat tctggtatcg gctctgctgc tcacgcagtt ggtcgtgtag
  4369201 ccactgctcc tgccgatagt aacggcgtac cggttcatcc agaagacaga ccaccagccc
  4369261 gagctcacca tcaatctgca gcgattgatt aatatacggc tggagtgccg cagcatcgac
  4369321 acccacgagc gtcggaatat tgaatgaacg cgccagaatc accgtatgtg aagtactgcc
  4369381 accacggccc aatagcaacc cctttagata acgtttatcc agcgccagga attggctcgg
  4369441 ggttaactca tcggcaatgc agagactgtc ttcgctcaat gcttgctggg agggaaaacg
  4369501 ttgctcacca taaatctgct gtaacaattg aaaactgacg tctcgaatat ccaactcacg
  4369561 ttcacgtaga taagtgttag cagcaagcgc caactgctgg ctgaaatagg ccgcagtagc
  4369621 gacgatggct gtcgcacagc tttcacctgc tactatgtga ctcaatagcc gttgacgaaa
  4369681 tgtgccatca cgcaacagcg agcggtgtac ttcccgtatc gctcgcgtcg tgctgttatt
  4369741 ttctgtcgta ctgctattgg ctgccgtact gctattggcg actaataagc tctcccacgc
  4369801 tttacctagc tgcgccaccc catcggcaag catctgctgc tccctctcga taccttgcgc
  4369861 cacgggtaaa tcacccaatg cattgagatc ggctcttatc agagacagca acttcccgca
  4369921 ggcggtacct ggactgactg aacgggcgcg taacagggtg gggtgcaagt gggctaacga
  4369981 ggcggggagc ggctcccatt ctgcactctc ctccctcttc ggcaagatgg ggtcagcgtg
  4370041 tggaagctcg tgctcaataa aaatactcag gcgttcaaaa gcaacctgct catcttcgcc
  4370101 ttcaatggtg acctgacatt catcccctaa caggatattg gccgcgatca gcgaaagtac
  4370161 gctcttgcca tctcccacga tgccagaacg cggattatac cagtggaaac gcgattggaa
  4370221 gcggttgcat accctttcta tatggctcgc aggtcgggca tgaacgccat taagaagccc
  4370281 gcagataaat gtcacttgct tggtcattgg gctttcctcc cctcgctggc tggcaaccag
  4370341 aataaaagca gctatcccct cgcggctatg agataaaaat gtcaaatact ggacaaatgt
  4370401 aatcacaagc gataattggg atattgctca caaagtgttc atgtaatgat ttgaactcac
  4370461 tcattgccgg gaagttgaga tggctctcat ttttctgatg acattacaaa aatccagtaa
  4370521 atggcaattt tgtcccctgt tagcgccgtg gggacttgcc tattgtggta tccaacagca
  4370581 tcaaaaacat ttcgcgattt caatattaag gggaataagc cctgacgcct gcggaactca
  4370641 tcgcacacgg atgaacgcta tggagtgaat gatgaaagag ctgataaata tacttaaaaa
  4370701 tacgcgccaa catctgatga cgggcgtttc atatatgatc ccttttgtgg ttgctggcgg
  4370761 tattttgcta gcactttctg tgatgcttta cggtaaaggt gcggtgccag aggttgccag
  4370821 tgaccctaat ttgaaaaagc tattcgatat tggtgtcgtg ggcttgacgt tgatggtgcc
  4370881 atttttggca gcctatatcg gttacgccat tgcggatcgt gcggcgctcg ccccggcggc
  4370941 tatcggtgct tgggtagggg cttctttcgg ggctggtttt tttggtgcca ttatcgcggg
  4371001 cttgctgggc ggtattatcg ttttctatct gaagaagatc tccgtgccaa agacgctgcg
  4371061 ttcggtgatg ccgatcttcg tgatcccgat cgtcggtacc cttctcaccg ctgggatcat
  4371121 gatgtggggc ttgggtgaac ccatcggcat cctgacagcc aacctcacgc aatggctaca
  4371181 gggtatgcag caaggaagcg ttatattact ggcaattatt atgggcctga tgctggcgtt
  4371241 tgacatgggc gggccggtca acaaggtggc ttatgccttt atgttgatct gtgtggcgca
  4371301 gggtgtttat accttggtgg ccgtcgccgc cgtcgccatt gcaaccccgc cgttgggcat
  4371361 gggccttgcc acgctgattg gccgtaaata ttactcggtg gaagaacgtg aagcaggtaa
  4371421 ggccgcgatg ctgatgggct gcgttggcat tactgagggg gccatcccgt ttgccgccgc
  4371481 cgatccactg cgtgtcattc ctgccaatat gatcggttcc gcctgcgccg ccgtaactgc
  4371541 cgtgttgttc ggtgtccagt gctatgccgc ttggggaggg ttgatcgtgc taccggtggt
  4371601 cgacggtaaa ctgggctttg tggtggcctt gttagtcggc atggtcgtta ccgcgttgat
  4371661 agccaatcta ttaaagcgtt tcaccgccca aaagcagccg ggaaggtcat cagcagaggg
  4371721 cgatgtgaac atggatttcg atattaaaaa ttagcggtac acccgatgag cgttatttat
  4371781 tttaaggtca acgacatttt aaggtcaaca accggtaagt gattcgggcg agtgagcgca
  4371841 gctaacaccc ctgtggcttc acgttaacca gaagggggcc cccaaagtca ttggagtcac
  4371901 aggtaggcag caagagagcg acaaatcggt aaggaaccga tttgaacagc atttaatgct
  4371961 agcccgcagg gtgagcctca aggatgaggc tcattagtcc cgatgagctt actcaggtaa
  4372021 gtgattcggg cgagtgagcg cagctaacac ccctgtggat tcaagtacga aggggggatt
  4372081 gggaggaaaa caccatgacc aacatcattg ctatcaccgc ttgcccatct ggcgttgccc
  4372141 acacttacat ggctgccgag gcgctcgaac gggcggctag agcaaaaggc tgggagtgca
  4372201 aagtcgaaac acaggggtct atcggggtgg aaaataaact gaccgcggaa gacgtggctg
  4372261 cggcggatat ggtgattctg accaaagaca ttggcatcct gtttgaagag cgttttgctg
  4372321 gcaaagtcat cgtgcggatt gctgtcagcg acgcagtaaa acgtgctgat gccattatgg
  4372381 acaagattgc cgcctatttg gaaaaaaaca cctaatccct gcgctgccag cgatatcaac
  4372441 accgttgagg ccgcaaaaaa atcaggcctg tttggagacg aaacaggtga tcaaatcagg
  4372501 agggggcatg acaattaagc tggtcgcggt aacggcctgt gtcagtggcg tcgcacatac
  4372561 ctacatggtc gcggagcggt tagacaaact gtgcttacag cttaaatggc aactaaaagt
  4372621 tgagacacaa ggtgcattgg gtgttgagta ctctctcact gaagacgata ttttgcaggc
  4372681 agatgcggtg atattgataa acgacgttgc gattaaagag caagagcgct ttcagaattg
  4372741 ccgttgtgtt caggccgata tacaaacttt tttatgtcat cctgagaaaa tcctcgcggc
  4372801 aaccaaaaaa gtcatttctt cccccaaaac cgtcagcatt gtcattaaat aacatttctt
  4372861 tccatcatat tactgcgata ttgttggcga tattctgatg gtgtcaactc agtctcttta
  4372921 cggaataacc tacaaaaata gttgctatca ataaacccac agacatttgc aacttccttg
  4372981 attttcattt catagaactt aagcaatatt ttagcatttt ccaatcgggc actgttgacc
  4373041 gactcattaa atccaatatt ccctgcgttg cgaaataaat gcgacaggta gttaggtgaa
  4373101 atatgaaaaa cgtgcgcaac cgattcccgt gtcaatggtt cactataatt tctctcaata
  4373161 tattctctta tcgattcaaa tagcgtttgg ctgcgagatg gcgtttttac ctgattccta
  4373221 agcaaatcga tacagtggct aattaggctt ctaacaataa gttgaacagt ggtttgctct
  4373281 cgttgcatta acgacatttc gtttaaagcc tgtaaaatat aggccccaac ccgtggccct
  4373341 cgccgtaata cactctccat ttctttgtga acaacacttt ccccatccca acttagcagg
  4373401 ctaaaaccta agctctgctt gccaaataaa atacttaacg ttattaccgg ttgttcccat
  4373461 tggggaatat tccagccccc agagggaata aataaaatat caccacggtg catgatgtat
  4373521 tcatctttat ggtgaaaatc atcataaagc cgatcccata tcatggcttg tgaaccctcg
  4373581 ataattaact ccatacgagg aaaattaacc tgctgtgcca gcaatggtgc ggcgcgtagg
  4373641 cttttagcaa aatagacatg gtgaatacta ttcggctctg ataccagagc cgtcagttga
  4373701 ctgataagtt taatcgtcat tttagttata ataggggtat cttaattcaa tctctggagc
  4373761 gccttgcaac gttctccctg agcgagccat aagatagccc acagtttctt ctggagtgag
  4373821 ttcaatgtgg agcatatttt catcctgaaa ccaatagtta ggccagaata taagatctga
  4373881 agcatcgcca tcaggaaaat tcttatccaa aagatcgacc gcataatgta tatcgggttc
  4373941 ggtaccttca gcttgtgcga taacattgac cagttcaatt gactcaatat attggaaatc
  4374001 ttcgatatat ttagcttttc tctgggctga aataataaag tcatctttgc tggtataggc
  4374061 gtgaaaatcc ctaaactcat ggaaatcatg ttctcggcag gcaatttcat tccattgtaa
  4374121 aatgagctct cgtacccgat cgttttcttg atcaccatta tcctcaagtg tactggatat
  4374181 ctcgtcgagt aacttaagca gtctctgtgt ccgattttta gtggctttgc ctggtgttaa
  4374241 acgctcagga atcggcatgt tttctcctta aaaagatttt atccgacacg ttatcctctg
  4374301 tcgggatcta ccatcaagcg catgttacgc cgaaaagaag acaaagatca ccccttctct
  4374361 actgcaactg ttatatccag cacatattgc tacaattaat taacattcgt tcatcaatat
  4374421 cataatatag acgcgatgat agtcggtaag cgcattggta atagtcagta agctcattgg
  4374481 taatagaaag cgatgtactt cctctgcgat tagaatacct aagcatggct taatccaatc
  4374541 aataatcgtg cggcctgcac gggtaatatt acaattgata cccttactgg ctatttttta
  4374601 ataacaaaaa aacgaatttc acattattcc tacgtaggta aataatgatt ttacacgatc
  4374661 aatacaagaa ttatcttatt ataaaaggag ccattcgtcg tcataaatga caaatttccc
  4374721 taaaaataaa accaggcgcg gcatttgata taccctataa aatcatgtag ttagttaagt
  4374781 tatataaatg aatcaatgaa aatagaataa aacatcattt gcgatctatt ttacttgaga
  4374841 ttattatgcg gcactttact gccttgtgat tattatgtgg atatcgtcta tctccataac
  4374901 acctattgtg aatgaaaata ggaacatata ggcaaattat attacctata ggatgaaagg
  4374961 tttatggcag ataacgcctc acaaaataaa tcgctacata gagtggcctt caaaggcgaa
  4375021 ggtggcgagt atttctctat ctggttagtt aatttattac taacgataat tacactgggt
  4375081 gtttattctg cctgggctac cgtacgtcgt cgccgttact tttatggcaa tactgagcta
  4375141 aacggtgatc gttttgatta tcacgcagag ccaatcgaga tccttaaagg gcgcttgatg
  4375201 gttattggtg gtgtgatttt attctatata ttattagcaa ttgccccaac acttggcctt
  4375261 ttggttgcac tggtgttgct ggcattgatt ccatggatta ttatccgtag ctggcgctac
  4375321 aatgccatta tgaccagcta tcgtggtgtt cgttttaatt atcactgcca gactggacag
  4375381 gcttattggg cgttactgtt ttgcccactg ctgttaattc tggggctcta tgccgttata
  4375441 atcgtcatgg cgatgtttct aggttctgtt gccagcaccc cttctacggc tataacactc
  4375501 attgttgttt ctgcgattct tctggtcccg ctgctggcag tgatcaatgg cattgtgagc
  4375561 acgttgcaac acagcctgta cgttaataac ctctattttg gtaattcatc ttttattagt
  4375621 acgttaaaaa aatcagcatt tattaaaatc gcctttttca gtgtgttgat ttttatcccc
  4375681 ttcttttttg ttgctatgat gttcgcaggt gcgttttttg ccgatctgtt ccaatctgcc
  4375741 ctgaatggtt ccatcgccaa cgaaaataag acagctatgc tgataattca gaatgccagc
  4375801 aacctgctat tcatgatgct gatgttgcta ctcggcacca tggtttccag cagctaccgc
  4375861 atcgttgccc aacgtaatta cctgtttagt caaacaacat tacaaggtga catcaagcta
  4375921 cgttcttcca tgaaactcct gtcttatatg ggcctgttaa tgaccaacag cctgatcact
  4375981 gtgtgctcat tggggcttgc cacaccaatt gcagaagtac gccatgcacg ctatatggct
  4376041 aatgcaactg agattgaagg tgacttgtct ttactgaata tccacgctca tcaggacaca
  4376101 gcgaatagcg ccctcgccga agaagcagta caagcactcg atctgggcac tggcttttga
  4376161 gtaacgatca gtgatcgtcg aaggatatta tcagtaccct ggccgggccg cccgcgaggc
  4376221 ggcccgacta ctgctgaatg aaataggcga taacgtgacg ttgctacgtg atggagaaca
  4376281 gcactatttc tccctgtcgc agctcaacgt ttcgtcttca ttaggttcta tcccactgaa
  4376341 cctgacattt cccgatggcg gtcgctttgt tccctccgat gacgctttgt tccgtaagtg
  4376401 gctataccaa cagcgctcac ctggggtggt gcatcgctta gagcgtcata aaagcggtgt
  4376461 cttgttgacg ttgctcatca ctccattact tatcttggct tacatctatt ggctacttcc
  4376521 ttgggccagc agtgaaattg cgctgcgtat cccaaccact gctgaacaga aactggggga
  4376581 gcactccctt gaatggctac agcaaagtgg atttaaacct tcagcgttgc ccgcagaacg
  4376641 acaagaagcg atccaacaac tctttttgca ggtaatgccc ccgcaaatgc ggcaggaacg
  4376701 cacaccgctc aaactggtat tgatgaccgc gccgacgaca gccaatgcct ttatgttacc
  4376761 tgatggcaca atggtgatca gcgacgattt gatcaagctg acgaccagtg atgatgccct
  4376821 ggctgcggtg atgttgcatg agatggggca ccatgcccac cgccactcga tgcagatggt
  4376881 ggtacgttca tcattagtcg ccttgacctt tatgtggatg accggggacg tcaatggcat
  4376941 tggcgatacg ctgttgcaat cggccgcctt tattcatgag atgcaatttt cccgcacaat
  4377001 agagagcgag gcagattctt gggcgatagc cgaaatgcag cgcgaaaagc gttcgttgtt
  4377061 agccatggaa gatatttacc atgcgttgca acaaaccacc acgccagagg aggccgaaac
  4377121 tcgggctggt atacccgagt ggctgagttc ccatcctgat atgccagcca ggttagacgt
  4377181 catacgcgcc gcaagagaga agatggcgca ggaataatta ggacgatgct cttcccctcg
  4377241 ctctggcagg ggaagaaaca ggctggcggt aaaagccact tggcaaccac caccggtatc
  4377301 gcccctgata tcaccacagc ttcgctgaga ccggatgata aaaaactata agcccataaa
  4377361 ccttaaagag aaatgtgacc gacccattca gtaagcgcca tttcgaccac gtcccgtggt
  4377421 aaatactcct gctcaagacg cccccgcggt tgtgacaata agtatcggta aaagtctgct
  4377481 tcgtggtgat gaagcccttc gggaaccgcc tgttgagcgt tgaccggctc tgcgaccgct
  4377541 gagcctgatg cgtagtgttc aaataacaag cggcccatca aaagtgcggt aatcgctggc
  4377601 tggaacgctc ttgcccgcgc caacatcaat agcccccaag tatccatatc cccccaataa
  4377661 cctatcgact tgctctttaa attaggagaa atcagccact gcaagtccag acctgagccc
  4377721 agaatggcaa tggtgtcagg caattgcggt aactggtgaa tacagtgttc attttctacg
  4377781 ataagaatgc gtgagcatgg taaatctacg ctcgtcagtt ctgttgttgt gaccttactc
  4377841 atgttgaagg ggagtatgcc gggagccaac ggagtgacca atacccagtg gctgctttct
  4377901 tcgaaggcat cgagaaaggt tgccagaccc tgcccagagg cctccccctc aaaacgctca
  4377961 tcaagtagtt ttgtcagcaa cgaatagttt ctttcgaaga acttcgtgtc tactccagac
  4378021 tcggacagca ggcgtaaagg tcgcccctga gcacagccgg gggtcaattt gcaggcaaga
  4378081 ttagccgcgg taatcacctc atgtggatct ttatgcagcc aaagcgcccg ttggttaatc
  4378141 agcaaggcat gaaaggattt atcaacctgc gctaccagtt gctcaagatg ttgaaattcc
  4378201 tgactgactt gccggttcga tgctgcattg atccactcag agggggggcg caaacaccat
  4378261 cgaacgggaa ttgaaacagg cgtgaggctg gcacggtagc taacggattc ccattcaaca
  4378321 agaccgatac tgacctgacg ccagacctcg acatggcgct gcactgcctg cgtatttgca
  4378381 gtaaaaatct ttgccgacgg cttacctatt ggcagttgca aaggccagca gccgggtgtg
  4378441 agtaagcgct cagacctcac cttagactga tgccactgtc tggccaattg cctgccaata
  4378501 tcaatgggtg atttcatatt gctctgttgc gctgctgatg atgttcattt agatcttccc
  4378561 aacttaatga gaccagactg gaatccggcc cacgccgatg aacaacgatc gccgagcgtg
  4378621 tgtgatgacg caacagacgc atctccttat tgggcgtgat gaagaccgca tgcagaccaa
  4378681 attccctcag ggcagcgata atccgcccgg cgacaacatg agagctacgc gagaatgcct
  4378741 catccagaat aatagtaccg aacaacggct tggtgcgacc atcagggcac agcgcatagc
  4378801 ttagggatgc ggtcagtaca taagacgcga tgatttcttt ttctccacca ctaccgcctt
  4378861 gtgaaccggt acgagtctca atgacgctcc cggtttctcg ctcaatcacc gaaacggcga
  4378921 attcaaggcg gaaacggggg tccagcaacg ctctggcccc ttgggtgcgg ttgcgctcgc
  4378981 aggcatcttt cagtaatccg accaacgctt gcagcgcctt atattggctc tcgccatcat
  4379041 catcgacgaa acgagccgag ttaagctggc gttgcgcgcg cagtaacgtg cgcatactgt
  4379101 catgcaccac cggtttggcg atcaaacaca ggtagcgccc agactgaaaa tcgactcggc
  4379161 gcatggtgtc attaagtgct tccagacgct cctcgatcaa cgcaacttca tggtcgatat
  4379221 gactgagtaa ctgcgtcacc ccatcatcag aggaacggtt cagatattct tggaaacgct
  4379281 taagtttttc gggaagcgcc tcttcggtca aggtctgtag gcgcgccaga tagttgggaa
  4379341 tatcgtctaa ttcccgcccc acttccgaaa gcgcgccagt atcctctttt ttagcgtcgg
  4379401 acatccgctt gataagctct tcccgtaacc gttgtaatcg gtcattgacc tcattgagtc
  4379461 ggccttgcaa ttggcgtgca tgctcacgtt caatgtcctg aatgtcgtcc agttgttcgg
  4379521 gggccacctg aggaaaatgc gctgcgccta acgcttgtag tgcaccggtc atgccttgtt
  4379581 ttgcgatgtt atggacttta cggctgagca ttgctgcacg ttcgagatcc ttcttcaaac
  4379641 cagcacaggc agtcacttct tgttgatatt gcctttcaag ctctttttgc cgtgcttcag
  4379701 cctcatccag tgcggcctta gcaatagcga tatcggactg cggatgggtc agcctatcca
  4379761 gacgagcctg taattcttcc agttggcgct gcgcagtggg taggtcaata ctctcgaagt
  4379821 tcaacgcctg aatatgtgct aacgcattgg cttgttcctg caatttaatg tacgccccct
  4379881 gctggcgcat ttgctttatc atgtaaaagt cctctctgct cagcatgttg atgtcctttc
  4379941 tggtgtgaga acctcaagga aacaacatgt tgggtggagc ggacaatact aatggtgaat
  4380001 taccgtctta tatcactggc gctaacagag tcgcaatatc gataatgtac gccccctgct
  4380061 ggtgcatttg ctttatcatg taaaagtcct ctctgctcag catgttgatg tcctttctgg
  4380121 tgtgagaacc tcaaggaaac aacatgttgg gtggagcgga caatactaat ggtgaattac
  4380181 cgtcttatat cactggcgct aacagtattc gattaaacca ttctgtaccg cgtagcgttg
  4380241 acagtaccga caaaacttcg cgcagcctga tggccctgac cggcatcact gacagcggag
  4380301 acgtgcccac gtcgcgttta ctggcttatt gcagtcgctg acactggtaa gaaccacccg
  4380361 cacggcggaa ggaactgccc acgcaggcgc ccaacacccg agtcacaggg aagccgcata
  4380421 aggccacgcg gatgcccgcc ggaaaacagg cgagattctc gttttcagag tagtaaaggc
  4380481 tgggggatca tctggtcctc ggcagcgaaa cttcagatgc taactacttc atcggggtcg
  4380541 aaatgttaac tgaagacacg gcagaggcca aaggctggct gtccagcggt cagctgcggg
  4380601 aggacgtctt taccctgctg cgtgtttatc tggggtgtga ttacgatgcc agcctgacac
  4380661 tgacaatccc gatgaatctc gcaccgctgc cacgtatggg cgaccccttg ctgatggcgg
  4380721 ggtataacgt gatgctggga ctgcgtgaag ataatctgga tgaaaggccg gagaaagtga
  4380781 cgatgaagtt ggggcggatt agggataaga gtaaacttca gaagcactaa aaaaataacc
  4380841 aactgatttt atttaatcaa gagatattaa ggaataccga atactaaata gcattctaga
  4380901 atgtgaaagt aagttcattc tataaaaaag agacaaccta agaggttcaa actaatttat
  4380961 cgaatttgat cgatacattg aaatataaaa aaccttaaag atacatcacc caatatctat
  4381021 atatgcttcc aattgtataa atcaatttca acacattaat aacaaccata aatactgctt
  4381081 acaaaaccac aaatagaagt ttattaaaaa aggctattct ttcaatttaa catagccttt
  4381141 tttcagcata aaaatatctt aaaataaata aatttatatt ctaaaaaaat tatttagatc
  4381201 agcctcatta actattgttg cattcaaatc aataatgtca ttttttttca tatttattaa
  4381261 cacatcacaa attacagcaa ataacccaca tgtatccgca caaacttcta tttttggttt
  4381321 tgagagaaat ttagtagatt gatgcgctcc aatatgggaa tattttacag ccgacttgaa
  4381381 ttcatcaaga tttagtgagt ttgtaaatgt agagtaacta atatccagcc tctcggctat
  4381441 tttcgtaagt aatttggggt ttttctttac taaaaaaatt atatgtataa tattccctaa
  4381501 gagtttatct ttcatttcct tattagtttc gggtgtgaaa attttagttt tgaacgtcgg
  4381561 aaataaaaac ctatgtgttc taaatagctt atcttgcgat atttcaaaaa cagaacggat
  4381621 tgagcaggca ataagaggta gaaatccatc tctttctctt aatgagtaca atttatctat
  4381681 agcatagata atagacgata ctgttccagt attaacggta tagccagatg cagattgtat
  4381741 tgtaaacaat gacttttctt ctttacttcc tgatatattg gaaatcttct tctcaaaaca
  4381801 aagaaaaaca tcagctgaaa caagaccagt cacactatct tcatatcgaa aaaccactcg
  4381861 taactcacac ggttcttcta ttgcttctaa tattcggcta ttagtgacac taccctcaat
  4381921 acttgttacg acgtcatttt tgtttatatc attcccacta ctatccttta cggcataaat
  4381981 atattcattc aaatcaattt gttcagatgg aatatgaaat tttattgttt ttttcctatc
  4382041 aatggatatt gatgcaggct tgtttcttat gctagtaaca tcttcagttg ggtatgactt
  4382101 accagttaat gaagagggtg tgcccacctt caattcattt tttagatcag aacctttagt
  4382161 ctgaatagtt tcatttaatt tcttaaggct attaactaaa tttttagtaa tactattgtc
  4382221 tacaaagtaa gttctatctg agttaaattc aatatttttg ttttgacttt gaattgacac
  4382281 atagcctatc atttgaggca gagaagctcc tgagcttttt ttacgaagta aatccggatc
  4382341 aaatataatc gtattattga aaagattatt attaatatac actaaaggat aaagcgcatt
  4382401 gtcatgcaat cttttataaa gattagatat agacttcgta ttttttcctt tatcaaaaag
  4382461 gaaaataatt aattcgatgt taatactata atcagtacga tctataggga aaggtgtttt
  4382521 atttatcccc cttatgaaaa aactcaatct cttctttaga aaaattgtat ttcacataaa
  4382581 aaagttgact ctgttcacac tcaaaaagaa atgacttcaa tttacttgtt gatattatct
  4382641 tatctttatt ttcaatctta attttaacat taaaggattc atccaacatt gatgctgcta
  4382701 atttccgcgc aatcttttca tcggataagt cagatagtaa ctcatccata tcttgttgat
  4382761 tagtaaatat tctaatctca gttccattct tattgctaga atctgttgtt ataggaatct
  4382821 taattccaga aacgtcatct ttatatatta aatctgattt ttttacagaa aaaacactac
  4382881 atataccatt ttgacatgtt ttccattcaa ctttatcacc aaacttaaag gctgataaaa
  4382941 aacccagtcc ttttgaacct tgaacaattc tctttattcc attctgactt acttcgcaac
  4383001 catatttttt agtgcttttt gatatatgaa ataaagaatg aatttcgtct accgacatac
  4383061 cgtttccgta atcggaaatt attatcttta actctgatgg aattactgta atggtaacat
  4383121 ctggagagaa tgcgtcatac gaattcttca ccaattcatt caaagcaaag agtgatgaag
  4383181 gtattttttg agatagttcc tcaattatct tcccaccaaa tttcaatgac gtagacacca
  4383241 tatataaaaa ctccctctca aaaaattaaa taacgttatt caaaatagca ttacttcctc
  4383301 attataagaa tcaattcttt atccatcgta ttagcaatgc tatttttcat cgccattctc
  4383361 ttggataata tttccctttc tatttgatga ataaaaacac aacctttata ttctagaatc
  4383421 tctctcatta ttctgtctaa tgggacttca atgttggaaa ttcttctgtt accgagtgtc
  4383481 catatcatat acgcattttt ccgcagatat aacaacgcat tatccaaggc aagatctaga
  4383541 tcaaaaataa atgtaattaa cttcttaaca ttttcagagt taacttttga aatttctttt
  4383601 acagtattta gcaaagtagg agacttatat ttcaagagtt ccattttttc attggctccc
  4383661 ttaagggagc caccaaggct gctagaatca attttgtttt gagtttcaag caaaccttta
  4383721 attttcaaat tatctatatc tttttcatca atccatttta aggataaata agaaaattgc
  4383781 ccataagtga cggtagtatt attatctccg tatggtggag aacttaccag aagatcacat
  4383841 tggatatttt ttttcatctt cttagaagtg tcagcatgta ttattttaat tttactctta
  4383901 gaaatagatc tttttaaact gcccatttca gtaagtatgt tcttctgctc acataacgca
  4383961 actatacttt tttcaatgtt ttttgtaaaa acttctaatg tattaggtat attctcgatt
  4384021 tgattgaacg atttaatatg aagtttaaac gttgaacttc ttgaattaca aacggtacga
  4384081 acagtattac tcatgcacaa ccaaaaaacc ttcctagccc acttagaact ttcgtcctga
  4384141 atagccctat atatcttact taaatctaac tggacttctt tagtaaacca tttatcaata
  4384201 ttttttattt gaacagctat gtctactcgt aaatcagcac gtattttatc caatagaaaa
  4384261 atgaattttt ctttaaaaga atcaatatac aatgggccac tttttacttc acatgctaaa
  4384321 attgaaagag gattgatatc catcccgaca aaatcaagcc ctcggcgcat agcttcacca
  4384381 agagtagtcc ctgaaccgac aaagggatct attatacttg ttacgtttga atctatttct
  4384441 aatacagcat ctataagttc cccttgcata gctggaacca tcattgctgg atattgaatc
  4384501 aaagcatgac agtattgtct ttttgctcgc cccttaaatg accaataagc tttgtcacct
  4384561 ttcgaatttg aaattacctt attcaagagc atattgtctt tgtctatgtc gttcatttat
  4384621 ggctttctct attttccctt gaacgaaact ctagcagatg cgagaacttc ataccagccc
  4384681 ccttgacctg ctccccgttg attaacactc cccgatgtta gtaatgtctt cataaaccac
  4384741 atgaggacat ccccatgaag aagcgttttt ccgaccaaca gatcatcagt attctccgcg
  4384801 aggctgaagc cggggtatcc gcccgtgaac tctgccgcaa gcacgccatt tccgacgcca
  4384861 cgttttacac cttgcgtaaa aagtatggcg gtatggaggt gcccgaggtt aagcgtctga
  4384921 agtcgcttaa ggaagagaac gccggactca agaagctgct ggccgaagcc atgctggata
  4384981 aggaggcgct tcaggtggcc ctgggccgaa agtactgacg acagaccaga agcgggaagc
  4385041 tgggtgttga tgtgtgatgc gaccggtctg tcgcaacgtc gtgcctgcag gctcacaggt
  4385101 ttgtccctgt cgacctgccg ctacgaagcg cagcgtccgg cgtcggatgc gcatttatct
  4385161 ggacgcatca ccgaactagc actggagcgc aggcgttttg gctactggca tgccactctc
  4385221 tggctactac ctccttagag ccatgttgag tatcctttca agggttctgc gtgggtacaa
  4385281 acatgatcga accgggatat acccgcagat gtacctacat cagtaagttg atgtagattg
  4385341 aatcagattg acttatgttg actgataaga gaggtaaggc cttgctgtga ctggatttta
  4385401 ggcaaaaaaa agccaccttg cggtgactta attttcatac taatggtgcg aaggccggac
  4385461 tcgctaatat catacaacct actgatatca atattattta tttttaacac taagagcttg
  4385521 tacccgcact tgtacccaca aacaaaaatc cgtacaaaca tcagacagcg caagtaggta
  4385581 cagagccata tcagtacaac accgttatgg ctaattgtac gaaagagaat aacacggttt
  4385641 taaatcaata ttttcccatc agggaaacgc agatcagaac tttgcaaact gtcaccaatg
  4385701 aaaaatggca caacccataa acgcagcggg ttttcctttt gatggctgaa ttcatatgga
  4385761 taaggtaacg gctgactaaa accctcatgc gaaggataaa tcagcagcat atcccctatc
  4385821 ccctcctgat agttcacacc gtaagccagc atctggtaga ggtcagcctg cgattgttcg
  4385881 agtgtcgcct ttccgctctc caccattttc catttaacat cacaaatcat cgcctgatcc
  4385941 ccattctccc cacgaggtcg tagatggata tcgggtctaa gcttaaatac tcctttgcca
  4386001 ttgagacgaa ccaaggtgtg tgaatccacc tgtgccttca catgccagtt atcgttataa
  4386061 cgatgacgca tccatgcagt cacaaaagat tcaaacacag cttccattgg gaaaagcagt
  4386121 gaaattgcgt tggcgtcgcc ctgcatgcag tggggcgact gccccatcaa aatcagccgc
  4386181 gcccacgcca aggcaagttc atagtgacgc atatgtcggt caagacgtac ctggtcgaag
  4386241 gcgatgcgaa catcaccgac aggcgtaatg tcgtcaaagt gcacctgcaa agagttaact
  4386301 tgtagtagta gctgtgggtt gctgatctga cggcgaattt tatcgatggc ggttttcagt
  4386361 atccggttct ccggacgttc agagctataa tcgtcaaact ccacctgaaa gcgatcccga
  4386421 tgcacacagt ttttgcttat ttgagctgag acccgtaact tccctttcat ccaaggcaga
  4386481 ttgtcctgct ggcgtaaata gtcacgcttt agcccctggc gcacaatctg ctgtacgcta
  4386541 tcgataaact gctgaataaa aacatccatc agcggcatct tcgaggttcg aactctggat
  4386601 gctgaagtgg ctatatggcg aaatgatttt agcgtgcgta gcatcatcaa aagctgctga
  4386661 cgtgcaatat caatgttctc atcacgccgc cccgtttttg gcaacacttc aataaacgca
  4386721 ttccccggaa gagagataac accagcatag ttttttacct gcagcgtttt tacgcccccc
  4386781 cgacttccaa gggtgagcag acggtgagtg ttatccgcgt catctttcag gcaacgttgc
  4386841 tcaagccact caaacagctg cggaggcagc gagaccgcat tatttatgcg gccactgtct
  4386901 ttgtcgctaa tcaggtgacc atattcgaag acggtaaagt ccttacgaga cttcattccc
  4386961 cactcaccgg gttaccttta tgtggcgcat aaatttgttg ccaggcgagc gggttatccc
  4387021 aaaccttgtc gtcctcaggg gctagatgga aactggcacc tatatcatgc agatcttcag
  4387081 ttccgttatt gccaaaaaga tcggcaaact gtttctggtc tttcacctcg cacacgaact
  4387141 gtagctgcgg gtttccgctt ttctgattgt cgcccaacac catacgaatt ttttgccagt
  4387201 cgttgtagaa gtactcctcc aacagaggca gcaccttgtt tcgcatgatc cgcttaagcc
  4387261 tttcaaatgc caggtcttcg tcctctttta cctgaactac tgggatgaaa aaggcatggc
  4387321 ctagtgtatg ttctctgtcg tacagcacct caatgcggtc attcaaggtc tgcagtagac
  4387381 gtggcagatc aatacctttg acaacagttt cttttagaac ggtgatatcc ggcagcatcg
  4387441 cttcaaactc gaatcggcga cgcagggcgg tatccagtgc ggtgagcgaa cggtcagcag
  4387501 tgttcatggt gccgattaaa tagagattat tcggtacgct gaacgaactg gaagagtaag
  4387561 gcagaatcac gctaagcgcc tccggttccc cggcacgttt agaggtttct atcagggtga
  4387621 tcagttcgcc gaagattttg gagatgttgc cacggttaat ctcgtcaata atcagaacgt
  4387681 agttttgccg tttttcagat acagattcct gtgggttgga aggcaaacct tcctgtttaa
  4387741 tgaggtaatt aaggatacta cgtacatatg aaggattgtg tacctttgcc tgagggtttt
  4387801 ggtaaaccag actgatattc ttgaggtaag cattgtaacc ctgccctaaa tcctcttttt
  4387861 tcgattgcga cgggaaaata ccaaaggtgg tctggctctt gtaagccagt tggaaggctt
  4387921 tgccctgcag cgtttcaagg gtaatgcttc cactttcaga taaacgttct tgtaggcggg
  4387981 caagcgcctc gtcaagcttc tgctgaacac cggcgtgacc aaaagcagca tcttcacaaa
  4388041 tttgcttaaa aatgcccgct ttgacttcat agcgtacatt gccatcatcg gtggtttctg
  4388101 ctcttagccc ttcgataaac tcttcatagc caaaactctg atggaaggtg ataaagcgca
  4388161 cccgcttttc agcaatcagt cggtcataaa cctttttcag ctcacggcgt ttttcgttct
  4388221 cttctttgcc ttcctgcagc gagtaggctg ctggttcgca ggcgcgtacg gctagctcga
  4388281 tggtacagta agttttaccg gtacctggag gtccgtagag gatagtattt tttggcagtt
  4388341 gcggagtggt aacctcctcg tcttgctcat cctctggcaa ggcagtctca ctaccgatta
  4388401 acccaatatc attcttcttc tgaatcacct gcgtgtagag atgccagagc gacatattca
  4388461 gttcgatagg atcgacatca tcgcccaatg ctcgatgcaa cactttcttg agatcaaggt
  4388521 tgcgagcgaa ccactcctga tcctcagaaa ggtcaagttg aaaatggtta ttgcaatagt
  4388581 tataactgct gaaaaaattg ctgacattca caacgttggt aattttcgac gggtagagcg
  4388641 cggcaaaggc acgatggcaa agtgcccaat atactttgtt taatatccca tctgttttaa
  4388701 gtttaacaag gcgctcaatc acccgatcgt agttctcctg cgtacactca tctgccatct
  4388761 gacgggtgag agcgagcagc tgtttttgcg ccgtttcgaa ttcaaactgg gacataccgc
  4388821 cctgcctgag gctggagata ccattgctac gttcgtacca aatctgccga attgtatccg
  4388881 cagagaagtt gggtttttcg gcttggacct gttctacgag ctgacgatag tgtttgcccc
  4388941 agtcggggct gtattgatta ttttttgcga tatgagaacg aaagaaagag gctaacgcag
  4389001 aggaatcctg aaccatcaca tactccgtgt gtagggcgat taaaaaatga gatatctgta
  4389061 tcttgtaacg aacggtgcaa tagtgatcca cacccaacgc ctgaaatcag atccaggggg
  4389121 taatctgctc tcctgattca ggagagttta tggtcacttt tgagacagtt atggaaatta
  4389181 aaatcctgca caagcaggga atgagtagcc gggcgattgc cagagaactg gggatctccc
  4389241 gcaataccgt taaacgttat ttgcaggcaa aatctgagcc gccaaaatat acgccgcgac
  4389301 ctgctgttgc ttcactcctg gatgaatacc gggattatat tcgtcaacgc atcgccgatg
  4389361 ctcatcctta caaaatcccg gcaacggtaa tcgctcgcga gatcagagac cagggatatc
  4389421 gtggcggaat gaccattctc agggcattca ttcgttctct ctcggttcct caggagcagg
  4389481 agcctgccgt tcggttcgaa actgaacccg gacgacagat gcaggttgac tggggcacta
  4389541 tgcgtaatgg tcgctcaccg cttcacgtgt tcgttgctgt tctcggatac agccgaatgc
  4389601 tgtacatcga attcactgac aatatgcgtt atgacacgct ggagacctgc catcgtaatg
  4389661 cgttccgctt ctttggtggt gtgccgcgcg aagtgttgta tgacaatatg aaaactgtgg
  4389721 ttctgcaacg tgacgcatat cagaccggtc agcaccggtt ccatccttcg ctgtggcagt
  4389781 tcggcaagga gatgggcttc tctccccgac tgtgtcgccc cttcagggca cagactaaag
  4389841 gtaaggtgga acggatggtg cagtacaccc gtaacagttt ttacatccca ctaatgactc
  4389901 gcctgcgccc gatggggatc actgtcgatg ttgaaacagc caaccgccac ggtctgcgct
  4389961 ggctgcacga tgtcgctaac caacgaaagc atgaaacaat ccaggcccgt ccctgcgatc
  4390021 gctggctcga agagcagcag tccatgctgg cactgcctcc ggagaaaaaa gagtatgacg
  4390081 tgcatcttga tgaaaatctg gtgaacttcg acaaacaccc cctgcatcat ccactctcca
  4390141 tctacgactc attctgcaga ggagtggcgt gatgatggaa ctgcaacatc aacgactgat
  4390201 ggcgctcgcc gggcagttgc aactggaaag ccttataagc gcagcgcctg cgctgtcaca
  4390261 acaggcagta gaccaggaat ggagttatat ggacttcctg gagcatctgc ttcatgaaga
  4390321 aaaactggca cgtcatcaac gtaaacaggc gatgtatacc cgaatggcag ccttcccggc
  4390381 ggtgaaaacg ttcgaagagt atgacttcac attcgccacc ggagcaccgc agaagcaact
  4390441 ccagtcgtta cgctcactca gcttcataga acgtaatgaa aatatcgtat tactggggcc
  4390501 atcaggtgtg gggaaaaccc atctggcaat agcgatgggc tatgaagcag tccgtgcagg
  4390561 tatcaaagtt cgcttcacaa cagcagcaga tctgttactt cagttatcta cggcacaacg
  4390621 tcagggccgt tataaaacga cgcttcagcg tggagtaatg gccccccgcc tgctcatcat
  4390681 tgatgaaata ggctatctgc cgttcagtca ggaagaagca aagctgttct tccaggtcat
  4390741 cgctaaacgt tacgaaaaga gcgcaatgat cctgacatcc aatctgccgt tcgggcagtg
  4390801 ggatcaaacg ttcgccggtg atgcagcact gacctcagcg atgctggacc gtatcttaca
  4390861 ccactcacat gtcgttcaaa tcaaaggaga aagctatcga ctcagacaga aacgaaaggc
  4390921 cggggttata gcagaagcta atcctgagta aaacggtgga tcaatattgg gccgttggtg
  4390981 gagatataag tggatcactt ttcatccgtc gttgacaggt aacggttgct ggcgttggcc
  4391041 tgcaggggca gaatgtatca cctcaatacc attaatattt tccagcgaca tctcaatcat
  4391101 ggccacaatc cttgattaac tgatacaaac aacgattaac ggataccaac gctcatgcac
  4391161 ttcaagtgtg aagaggagcg gataaatgca gtgtgccaaa actcagatat aaagtcttaa
  4391221 atcaatttct tccaagatat ataccctgat tacttggcgt tacgcctgaa tggctgcgaa
  4391281 gaggcaatga atgataaata taaaacgcac gatagctttc ttgctgctca ctctcgggct
  4391341 gtccggttgt aacgctttca acatcacacc ggttccacca ccggccattc agccttacgc
  4391401 acaagaaatc acccgcgccc agagcctcag gttacagaaa gtgggtacgg tttcagcgca
  4391461 ggtatacggt agcccaggag acgttgaaac tgaaattcag cgcagggcca atgccagcgg
  4391521 ggcaccttac tacttgattg tgatgatatc agacagtgtc taccccggta tttggtatgc
  4391581 caatgctctg ctgtatcgtt aatgttttgc tataacgcta atgttttgct gtaacgttaa
  4391641 ggccttgctg tagcgataat gtttgctatc gcgttaatgt gcgcccgttg cacgttccag
  4391701 taaccgcgca caaaccgcct ctggcaacat atattggtca cgatgatcca aggtcattcg
  4391761 gcaccaggcg tcagctaacc gtggcgatgc aaagcgcagt agttgagaag cgcaacacag
  4391821 gtcaaaaagt tgctgagtca gcgcccgccc ttgctcttct ttaggattct tcagccgttg
  4391881 ttgcagttgc cgccaggcac ggtcaaacag ccgattctgc ccgcgtaccg ggtaaaactc
  4391941 ttgctggagc atctcgaccg cagttggcaa tttgcgtaat gttcgcaaaa catcaagaca
  4392001 cataatattg cctgagcctt cccagatgct gttcaccggc atctcacgat agagccgtgg
  4392061 caactcactc tgttcgcaat aaccgatccc accgagtact tccatcgctt ctgccacaaa
  4392121 cgcgctcccc tgcccacaca cccgatattt agcggcgggt gtcagcagtc ggctaaaaat
  4392181 ttgctcatga acctcaccag aagcctccca tgcacgggct aaacgtaaca gtaacgccgt
  4392241 gtgcccttcc agacgcaatg ccatgcggct caatacttgt cgcatcaagg gctgctctac
  4392301 caatgcctta ccaaaaacct gacgctgtag ggcatgatac aaggcgacgg agaaagcgcg
  4392361 cctcatcaac ccatggctcc ccagagcaca atcaaagcgg gtataaccgc ccatcttcag
  4392421 gatttgtcga ataccgtcgc cttcctctcc caatagccag gcggtggcat tatcaaactc
  4392481 cacttcgcta ctggcgttgg agcagttgcc gagcttctct ttcaaacgct cgaatcggat
  4392541 agcgttgtgg gtcccatccg ggagtatttt gggcagaaag aagcaggata aaccgccctc
  4392601 agcctgcgcc agtaccaaat gcgcgtcact ctgtggcact gaaaaaaacc atttgtggcc
  4392661 gatcaaccgg tagacctcac cctgcccacg aatgcttaat ggctctgccc gcgtggtgtt
  4392721 acttaagaca tcggaaccgc cctgtttctc tgtcattccc atgccaatca gtaaaccccg
  4392781 cttctgattg cctaaggaca aatgggggtc ataacgatca gacagcagcg gtgataacca
  4392841 gttttgaaag agaggaggaa gtgtctgttg tagcagtggg atagcaccaa acgtcatggt
  4392901 tatcggacat aacgcgcccg cgtctacctg ggcatgtagg atgaaacgtg cagcacgggc
  4392961 cacaaaggag ccgttccgcg catcttcctg ccaagggagg ttatgcaccc gatgatggat
  4393021 caggccttgc attaagacat gccatgcagg gtgaaaccgc acctgaccca agcgctgccc
  4393081 agcaccatca taacgtaata attctggtgg atgggcattt gccagccgac ccaattcaag
  4393141 tgattccaac gaaccaagct gtaatccgat caaagagaga ttctctccat cccaacccgc
  4393201 atgctcccga actaccgctt cgcgcaacgc caagtcagac agaaacaaat tactgttcga
  4393261 caaaggctcc ggctgattga aaaccaaatg agtctgccaa tccatacctt tccccatttc
  4393321 gggactcccc tgaaaaccaa tattcataag tcaggattaa gtatggtaca ggcggaggct
  4393381 tttgctggca ggtatgtcac aaacaggaaa aaacacctga tagcctagga taggttgcgt
  4393441 aaattcccaa caaaaagcca acatacaaag atgttggttt gaggttattg acaaagtgcc
  4393501 cgcgacggag agaacaggca gatcgtaaag acgccgtaaa tacatccatg taggctcgag
  4393561 ccgcgccatc cttggcgcgg acgctttact cctctgccta tcctcaccgt tcaagatcgc
  4393621 gtcatcgggg tttgtcagca gtctgagcca acatacaaag atgttggctt taggctgcgg
  4393681 agtaaaacca caacgaaggg ggcgtcgacc gcaagactag gctatcaggc tttcaatcca
  4393741 cgctggcgca cgacttcaaa taaacagaca cctgtcgcga cagaaacgtt gagggaggaa
  4393801 acactcccgg ccattggaat actgatcagt tcgtcgcagt gttcgcgggt taagcggcgc
  4393861 ataccttcac cttctgcccc catcaccaat gccatcggac cggtcatttt gctttgatac
  4393921 agggtgtgat cggcttcacc cgccgttccc acaatccaga cgttatgttc ctgcaatact
  4393981 cgcagggtac gtgccaaatt ggtgactttg atcaatggca cgttttcagc cgcaccactt
  4394041 gccactttct tggcaatcgc atttagctgt gctgagcgat cccgtggcac gataaccgca
  4394101 tggacccccg cggcatctgc gctacgcaaa catgccccca gattgtgtgg atcggtgacg
  4394161 ccatccaaca cgagcaggaa aggtgtttcg acactttcca gtagtgcagg taagtcattt
  4394221 tcctgatact gacgcccttc acgtacccgc gccacgatcc cctgatggac gcccccctca
  4394281 acctgtgaat ccagccactg gcggctagcc acctgaatca ctaaaccggc ggcttccagc
  4394341 tctgcgatta gcggttgcaa acgtcgatcg tcgcggcctt tcagaataaa gacttccagg
  4394401 aaacgctgcg gatcacgttc taatagggct ttaacggcat gaataccgta aataatttcg
  4394461 ctcatgatgc tctttttgca tgtgttggca gacaatatga cttacccacc aataattaaa
  4394521 ttatatgcgg gcgacaaaag ccgcccggca agtagcacac caccattact tactgatcgc
  4394581 taattactga tcgctagtgg tttttttctt tgctcgcttg gctttggtcg ccgcagcaat
  4394641 ttttttggtc ttagccgagg ctctttttgc cttcgccttg gctttcttct cagctaaggc
  4394701 tttatcgtct ggcttagccg cggcagcatc tggacggaac gcactgtccg gctcgaagtt
  4394761 taccggtttt ttcgcccgac gtgggcgttt ttgtccaccc gcagttggcg caccatcacg
  4394821 gcgcgatgag ccggatgaag agccacgacc tgcagaatta ctgcgtaatg tacgctggcc
  4394881 gttatttttc gccttatcac gggcggtctt gccttcacca cgtggcttgc gggtactgga
  4394941 gaccagagca aagtcaattt tacgctcatc catatgaacc gcatcgactc gaatctccac
  4395001 ggtatcaccc agccgataaa ctacaccgga agattcaccg atcagacgct gaccaatgtt
  4395061 gtcgtaacgg tagtaatcgt tatccaggct ggagacatgc accagaccat cgataaagag
  4395121 gtcatccaga cgcacgaaga agccaaaacc ggtcacactg gcaataatac cggtgaagac
  4395181 attaccgacc tgatctagca tgaagtcaca cttcagccag tcagcgacat cgcgggttgc
  4395241 ttcatccgct cggcgctcgg tcatcgaaca gtgttggccc aattgcagca tatcttcgaa
  4395301 atcgctgtgc cagccgcccg taggtgtcca gcgatctttt aaattaccgt gctctttggc
  4395361 taactgatac ttaatagccc gatgcatcgc taaatcaggg taacgacgaa taggtgaggt
  4395421 gaagtggcca taagaagcca gcgccaaacc aaagtgaccc cggttttctg gatcataaac
  4395481 cgcttgtttc atggagcgta gcaacatggt ttgcagcatt tcatgatcgg ggcgatcaga
  4395541 aatttcatcc atcaacactg aataatcttt tggttgcggc ttcagcccgc ccccgagtgt
  4395601 tagccccaac tcattcaaca cactgcgcaa tgccacaata tggtcatcgc ttgggcgatc
  4395661 atgcactcgg aacaacgccg gttcttcgtg tttttccaca aaacgcgccg ccgcgatatt
  4395721 cgccagaatc atgcactctt caattagctt atgggcatca ttacgtaccg tgggttcgat
  4395781 acgttcaatg cgccgttcag cattaaagat aaacttggct tcttctgttt cgaaagcaat
  4395841 ccctccccgc tctgcgcgcg cctgatccag cactttatac atcgcgtgca gctcttccag
  4395901 atgtggcacc agcggcttat attgctcacg cagcgattcc tcaccatcta taatccgcca
  4395961 caccttagtg taggtcagac gagcatggga gctcattacc gcttcgtaga acttataaga
  4396021 cgagagtttg ccctgcgaag agatggtcat ctcgcacacc atacacaggc ggtctacctg
  4396081 tggattaagg gagcaaaggc cgtttgatag cacttccggc agcatcggta tcacttgcga
  4396141 tgggaagtag accgagttac cacggctccg ggcttcgtca tccaatgcgg tttgaggacg
  4396201 cacataataa ctgacatccg caatcgctac ccacaaccgc caaccgccgc cacgtttctt
  4396261 ctcgcaatac acggcatcat cgaagtcgcg ggcatcttca ccatcaatcg taaccagagg
  4396321 cagatcgcgc aaatctaccc gccccttttt cgcttcttcc ggtacctgtt ctttcagatc
  4396381 tgcgacttgt ttttcaactt gaggcggcca ggtgtgcggg atctcatggg tccgcaatgc
  4396441 gatatccacc gccatgctgg tgcccatatt ctcgccaagt acttcaacaa tcttaccaac
  4396501 cgctttagta cggcgagttg gccgctgagt caattcgact acgaccacaa agcccatccg
  4396561 cgcaccacag gtcgcctctg ctgggatcaa gatatcaaag ctaagacgac tgtcatccgg
  4396621 cacgacaaag cccgtacctg catcggtaaa gtagcgaccc acgatctggc tggtttttgg
  4396681 gaccaataca cgcacgatac gcgcttcacg gcggccttta cgatcagccc cgaccacttg
  4396741 tgccaagacg acatcaccat ggatcgccat tttcatctgc tctgcggaga gatacagatc
  4396801 atctttactg ccttcaaccc gcaaaaagcc atagccatca cggtgaccaa taaccgtacc
  4396861 gcgcagtaaa tccagacgct ctggcaaggc gtagcactga cgacgggtga agaccaattg
  4396921 cccatcacgt tccatcgcac gcaaacgacg gcgtagcgcc tctaaaggct cttcaccggt
  4396981 taaattaagt tcattggcca gctcttcacg gctggcaggt gtctcgcgct tcgcgagatg
  4397041 agccaaaata aattcccggc tagggattgg tgactcatat ttctctgctt ctcgttccag
  4397101 gaatggatct tgtgacattg aggttcctcc gttgtcagca gcaggttgct atacccatcg
  4397161 tctttcaaag tgcaggtgtg ttggctgctc tcaatcaccc gaatcattga cttgaagctg
  4397221 cctttacttg aataggcacc cctttgcggg ccaacgcaag cgccgttaaa aatggtttaa
  4397281 aacccatttt tcgttggctt gctgcctacc tgcaactcca agctctttgg gtatatctct
  4397341 ttttattaag taaaaaacct actcaacaag taatagcttg tagagcgggg aattatcttt
  4397401 aaccatgtct gccaaagtat agttatccaa ctctttaagg aaactctgta ccgcctgatt
  4397461 aagcacttgt ttcagacggc aagcaggtgt tatatggcaa aaatcactac tgcaattcac
  4397521 caaggtgagt ggttccattt ggcgcacgac atcaccaatc aggatctgat cagccggctt
  4397581 acccagccgt atgccaccat ttttaccacg cacagcggtt accagcccta cgcggctcaa
  4397641 ctgattgatt attttaacca tatgattgcg agagacacca taaacctcag ttacctgaga
  4397701 gatactggtc atttggccat caggtaacga ggccatataa atcagtgccc gcaaaccata
  4397761 atcagtaaaa cttgttaact gcacatatac ccctgagtat ccatttaccc ggcttacacc
  4397821 catctgaaat gacaactgtt gaataggtga taagtgcgat tctaagtgct atttagaaaa
  4397881 cttatacttt gaatgataaa ccagccacaa agcctgtgac taatcattta gttgaagggt
  4397941 agtttttttg atgtaaaaac gactgaccga gggcaaccat accataccga ttaaacaata
  4398001 agctgaccga ttaaacaata agctggatgt attagacaat aaaccggaca tcagcccggt
  4398061 ttattgtttc gaacacaaat atacgcgtta accccgtaca ttttaatgct gatatctcat
  4398121 taatgatgat aacttggccg taagccagtt aattatgcat caaatggatc acgcaggatc
  4398181 atggtttcgt cacgatcagg gccggtagag atgatatcaa tcggcacacc tgtcagctct
  4398241 tctacacgtt gaatgtagtt cagggctgcc tgtggcaact tactgtgttc cttcacacca
  4398301 aaggtggttt ctgaccaacc tggcatggtt tcgtagattg gctcgatgcc ttcccagcct
  4398361 tctgcagcca gtggcgttgt atcaacttcg cggccatcag gcatacggta gccaacacag
  4398421 agcttcactt ctttcagacc atccagcaca tccagtttgg tcatgcagaa accagacagg
  4398481 gagttgatct gcactgcacg gcgaacggct acgatatcca accagccagt acgacggcta
  4398541 cggccggtag tcgcgccata ttcgttacct tgcttgcgca ggaactcacc agtttcatcg
  4398601 ttcagttcgg tagggaatgg acctgcacct acacgggtag aataggcttt tacgataccc
  4398661 agcacgtaat caacataacg tggacccagg ccagagcctg tcgctacgcc acccgcggtg
  4398721 gtgttagatg aggtgacata cggataagta ccgtggtcga tgtccagcaa ggtgccttgt
  4398781 gcgccttcga acatgatcaa ctcgccttgc ttacgggcat tgtccaacaa ttcagaaaca
  4398841 tcaactacca tggccgtcag aatatcggcg atagccaata catcatccag cactttttgg
  4398901 tagtcaaccg ccgcttcttt gtagtaatgc accaactgga agttgtggta ttccacaatt
  4398961 tctttcagct tgatagcgaa ggtttcttta ttgaacaagt cactgacgcg taggccgcgg
  4399021 cgagcaactt tatcttcata ggcagggcca ataccacgac cggtagtacc gatagctttt
  4399081 gcaccacgtg ctttttcacg cgcattatcc agagccacat gataaggcag gatcaatggg
  4399141 catgcttcgg agagtaacag tcgctcacga acaggcacac cgcgcgcttc aagctctgtc
  4399201 atctctttca tcaacgcgtc aggagccagt acaacaccgt tgccgatgat gctgattacg
  4399261 ttttcacgta gaatacctga gggaattaaa tgaagaacgg ttttctcacc gttgataacc
  4399321 aaagtatggc ccgcgttatg gccaccttga tagcgcacaa catatttagc ccgttcagtc
  4399381 agcaggtcaa cgaccttgcc cttaccttcg tcaccccatt gggtgcccag tacgacgacg
  4399441 ttcttaccca tctcaaaaat caccaggttg cttaaaaaag gattctaaca tctcatacgg
  4399501 cggctttcag tactttttaa cgcataactg aacaattttt gcgcttacct ttagctcccc
  4399561 atgtgactac gcaacatgta gtagatcaca cagccagcaa ccactaatcc gcccccaaaa
  4399621 cggcgcaaag tagcatcggg taattgggtc atagcctgaa tcattttgcg ccaggctttg
  4399681 ggataaagca tcgggccaag cccttccaac accaaaacca aacccaatgc caataagatg
  4399741 gttgaattca ttgtctgccc caaaaaattg tctgcttcaa cacatgaaaa ggcccgcact
  4399801 agacgggcct cggtgttacg ttcaagaacg tactctagca atatgcacgg tgacagcacg
  4399861 attcacggct atgataggca ctgctacagc ccgcgctatc accatactct ctgcaactgt
  4399921 cgttatggac gtttgctaga gttgtctggc gatttcatat agcggaagaa atcgctatct
  4399981 gggctcagaa ccatcacatc gttaccactg ctgaagctgt tctcatacgc acgcaagcta
  4400041 cggatgaagg catagaagtc aggatcttgg ctaaatgctt cagcgaatag acgagccgct
  4400101 tctgcatcac cgccaccacg cgtaattcgc gcctgacgct ctgcttctgc cagagtacgt
  4400161 gtgacttcat agtccgcagt cgcacgcaat ttctcggcct cttcctgacc ttgtgaacgg
  4400221 tgacgacggg ctaccgcttc acgctcagca cgcatgcgct ggaagatcgc atcagaaact
  4400281 tcagcaggta agttgatttg cttaattcgc acgtcaacca cttcaatccc taaggccgcc
  4400341 atgctgttcg ggttaaccgc aggctgtttg ccacgggttt cctgctcaac tctggctgca
  4400401 gcagaggcaa tcgcatcatc ggcttcagtc gttgcggcct catcgcccac actacccgtg
  4400461 ttcaaggcgt cacgaacatc tgaagtcaat cgaccacgag agtctgtcac gatgtctctg
  4400521 acgttcaaac ggccaatttc agaacgcaaa cggtcactga acttacgttt cagcagaact
  4400581 tcggcctgag aaacatcacc accaccggtg gccagatagt aacgactaaa atcgctgata
  4400641 cgccatttca ggtatgagtc aacaatcagg tctttcttct cgttggtcac gaaacggtca
  4400701 gcttggttgt ccatggtttg aatacgggca tccaaccttt tcactgtctc gataaaaggt
  4400761 attttgaagt gcagaccagg cgcatacacc aacggtttgt tatcactatc acgtaatacc
  4400821 ttaccaaagc gcagcacaat tccgcgttga ccttcttcta cgacaaacag cgaagcgaag
  4400881 agtgcgatta acaccacaac gacgataagt aaaaaagact tacgcattgg ttattctctc
  4400941 cctacgcgag tggaagtatc acgctgagca ttcacccggc gctgatccat gatagaacca
  4401001 ctgcctgagc tggtatttga attactcgca ccagtttgtt ggctgctggg tgccggattc
  4401061 aaacgaatca gactggtatc tttgttgcca tcaactttat tagcagcacc ttgaccacgc
  4401121 agcatttgat ccagtggcaa caccatcaaa ttattgcctt tatcattcgc cagcacttta
  4401181 ttggttttgc ccaggacctt ttccatggtt tcgatgtaca gacgctcacg ggtaatttcc
  4401241 ggtgccgctt tatactctgg cagcaactta gcaaaaccag cgacttcacc ctgtgcttcc
  4401301 aacactttac gtgcggcata agcacgagca tcttctaaca gacgctgcgc ctgaccatta
  4401361 gcacgtggtt gaacttcgtt ggtataggct tctgcttcgc gaatgtattg ttgttcgttt
  4401421 tcacgagcag caatcgcgtc atcaaatgcc gctttaactt cttctggcgg acgagcagcc
  4401481 tggaagttaa cgtccaataa cgtaatcccc atttggtacg gacgaatcgt ttcttccagc
  4401541 acacgttggg tatcactacg gacgatggta cggccttcag tgaggatttt atccatggtg
  4401601 tatttaccaa taacaccacg tactgcgctg tctgttgcct gacgcagact gtcatccgga
  4401661 ttcgtcacgc taaacagata agcggccgga tcagtcacac gatactgaac gttcatttcg
  4401721 acgcgcacta cgttctcatc ggaggtcagc atgaccccag aagcggccaa ttcacgcacg
  4401781 gcctcgacgt taaccggaac cacttcatcg ataaaggtcg gtttccagtt caggccaggc
  4401841 tgcacaatgt ggctcaattt acctaaacgg gtgacaacac cacgctcagc ttctttaatg
  4401901 gtatagaaac cgcttgcagc ccagatgacc acaacagcaa caacagcgat acccacaaca
  4401961 cgaccactga aaccagggcc atgtgatgcg ccattaccac cacttccgct acctttgcca
  4402021 ccgaggctac tcagtttttt gctcagttta cggaagatat catccagatc cggcggccct
  4402081 tggtcacgac cacctttatt attatttccg ccagagttgc cgccattatt attgctgctc
  4402141 ccccacggat cgcggtcctg tccgttatta ccgggctgat tccacgccat gttttagctc
  4402201 cattcttcta tgattggttt tcttcaggcc aagagcacat gccaaagaag ctggctctta
  4402261 atctcacaag aaagatcaga tattcccttc gtatttcaag ttgcttatgt gttagctgcc
  4402321 tccgttcgcc ccagtcacta actgatgtca gtttctgggg attcgctcag ttgccgcctt
  4402381 cctgctactc gaattatttt gggcataatc aagtaattaa ccgcaccaga ttaattattt
  4402441 tgaatataac tgaccaactc ctgctcttgt ttacagagac gacgccaatc aacgataggc
  4402501 attctaacca ccataccgac attcccgtcc tcgtctatcc actctttttc aattgcctga
  4402561 agctggtaaa aacggctacg cagacggcct gcctgaggag gcaagcgcaa ttcaaagtgt
  4402621 gcgatctcac ccgaaaggcg ttccgtcaac gcttgaaaga gcaacgggat ccctgcgccg
  4402681 gtttgggctg aaagccaaac tctgactggc agattgtctt cgttgcgatc gattcgcgga
  4402741 acaaaatcgt ccaacaaatc aattttattc attactaata acgtaggaat ttcatctgct
  4402801 tcaatttctg ccaataccgt atctaccgca gccatattct cggcgacccg aggatcagct
  4402861 gcatcaataa tgtgtagcag taatgaggct tgccgcgttt cttgtagtgt cgctttgaac
  4402921 gcagcaacca gatcatgcgg caaatgccgg ataaaaccta ccgtatccgc cagtactgta
  4402981 tcacctacat cagccacatt tatacggcgt aaagtagggt ccagtgtggc aaataattgg
  4403041 tcagctgcgt aaacatcagc tgccgtaatt ttgttaaaca ggctggattt acctgcgttg
  4403101 gtatatccta ccaaggacac cgtcggaata tcagcacggg tacgcgcacg ccgcccctgc
  4403161 tcacgctgct tcgctacacg ctccaaacgg cttaaaatca agctgatacg atcacgtagc
  4403221 aaacggcggt cagtttccaa ctgggtttcc ccaggccctc tcagaccaat cccgcccttc
  4403281 tgacgctcaa gatgcgtcca accacgaacc aaacgggtcg cgatatgacg caattgcgct
  4403341 aactcgacct gtagtttacc ttcatgggta cgagctcgtt gggcaaaaat gtctaaaatc
  4403401 aacccagtgc gatcaatcac ccgacactga cacaaacgct caagatttcg ctcttgtgcc
  4403461 gcagaaaggg catgatcaaa caagacgaca gacgcaccgc tggctttcac cgcgtctgca
  4403521 atttcttcgg cctttccttc accaacaaag tatttaggat gtggtgcttt gcgactaccc
  4403581 gtcacaattt gcaaagcctc tacacccgca gaagatacca gcgcttcaaa ctcgcgcaga
  4403641 tcctctgtgt ctttgttttg cgagaaataa atatgaacca gtacggcctg ctcaccagct
  4403701 tcatagcggt caaacaaacg tgcaacctct caaacggatc aaagccgcta gtgcggagaa
  4403761 cataagcttg aatccgttgc ttatgttctc catcatggtc gaccagcaat gggctttatt
  4403821 cagcgtcatc actgtcctgc tgcggctgtt gcggcgcaga cggattacta ccatgataat
  4403881 tattggtgct accgctcgga gtattgctgt gatgcgaaac cggacgagaa ggcacaacag
  4403941 tagagatggc gtgcttataa accatctggc tgactgtatt ttttaacaga atgacaaact
  4404001 gatcaaaaga ctcaacttgg ccctgcagtt taataccatt cactaaataa atagaaaccg
  4404061 gaacccgttc acgacgcaat gcgttcagga acggatcttg caaagattgc cccttagcca
  4404121 ttctatattt tccttatttg cttgttgttt ttaactaaga acctatcggc tcgaaaataa
  4404181 actgcgtaaa aaaatctgtg cgttgagtac taatcaattg tacacaatca ttcaacctat
  4404241 gcactaacaa cctgtattac ggagtctaaa gcctctcccg gcttatcact gtcgagccat
  4404301 tgaactgaac tccagccccg caaccaggtc atttggcgct ttgccagttg acgtgtcgca
  4404361 caaactccgc ggtataccat gtcgttgtaa tcaatctcac cagacagata agaccacatc
  4404421 tgccggtatc ccacacaacg aatggcaggc aagtccgtat gcaaatcacc gcggtcaaaa
  4404481 agcaccctag cctctgcttc aaaccctgca tccagcatct gatgaaaacg taattcaatc
  4404541 cgctggtgca acagttcccg gctagcaggc gcaatcgcaa attggtgaac ccggtaaggt
  4404601 aaggtttcac ccgaaatttt agtcagttcc gttaaagttt tacctgaaat aaaaaaaact
  4404661 tccagtgctc tggagagcct ttggggatca ttggggtgaa tccgtgccgc cgcgactgga
  4404721 tcgatcacgg ccaattgctg gtgcaatgcg ccccaaccga gctccgacgc ctgctgttca
  4404781 atacgctggc gtacttgagg atctgcggag ggtaacggag ataacccatc caacagcgct
  4404841 ttaaaataca acattgtccc ccccactagc agcggaatac gccccgcagc agtgatgtcg
  4404901 gccatttctt tcagagcatc tttacgaaaa tcggcagcgg agtatgattc agcgggatca
  4404961 cggatatcaa tcaaccggtg tggcgctaac gccagctctt gtgcactggg tttcgcggta
  4405021 ccgatatcca tgccacggta gataagagca gaatcgacgc tgactaactc cacaggcaat
  4405081 cgctgcctca acgcaataga gagcgcggtt ttaccggaag cagttggccc cataataaaa
  4405141 attgccggtg gacgatctag attctcaata tcattcatgt gtcaaagttg ccaatgcggc
  4405201 ctttatatca ataggttgta atagcccagc aggaggagat tgcaccaact gcggacaaag
  4405261 acgctcaact tccgtcaata actgtatcgc ttgagacaca ttccatacct catgttcgct
  4405321 accaagatgg cgggcaagcc atgtggccag tgtatctggc gatatctctt catgctgcga
  4405381 cagatagcct aacagttccg gtatcagttt ttgtaaattt tgttggcgta atggtaaaga
  4405441 aaccgcacgt aaggtcgccc gcccctgctc gacactcagc tctattccca tggtaattag
  4405501 caatttttca tggttctgac aagccgctat ttcatttttg tctaatgtga ttttgagtgg
  4405561 aatcaataac ggttgagggc gtaacccctc ttctggcggg ctgagctgag cttgtttcaa
  4405621 ccaacgctcc gcaacggcta aggatagcaa tgctaccccg ccctgatatt caatcaaagc
  4405681 ataacaaggt ggaaaaaccg ttaaaactcg gccaaaactg taattatcac cgtgaagcgg
  4405741 ctcttctgcc tgagtaattc gttgaaccgg gatggatggt gaggaaacag atgacgcagg
  4405801 tattgccgct ggcgatgttg cgggtttggc tgccgctgac ggttgcaata gctggcggta
  4405861 taactcccct tgttgcttct gataggggtg atcttcttta taggccggcg cagcgcgttc
  4405921 acgggcagac gaacgctcgc gagccacagc ctgctccgcc gcactggatt tcgccgcttc
  4405981 cggttgagca tatttattgg tgccagccgc tacccggttt tcctgctgcc aacgtggagc
  4406041 gtcaacttca ccttcttcac tgatgttcag tatcggcgca ttagtttgtt gtaaaaccgc
  4406101 agtgactgcc tgataaataa agtcatgtac caaccgagcc tgatgaaaac gcacttcatg
  4406161 cttagccgga tgaacgttga catcaacctg atgcggatcg atatccagat acaaaacata
  4406221 agcgggctgt tgagcatcgt tgagtcgatc ttgataagcc tggcgaatcg cgtgattaat
  4406281 caaccgatca cgcatcatgc ggttattgac atagcaatat tgcatttcac tcagcgtatg
  4406341 gctcgcggca ggatccgcca cccaaccatg aatgttcaaa tccccgtgct gccaagcgat
  4406401 agccaaagca tgttgcaaaa acgccggacc acaaatactt gccaaccgac gctcatgttg
  4406461 ggcagggtct ggtgccgcac gatattggcg aattaactta ccattgtggt tcaaatttat
  4406521 tgccacatcg aagcgcgcca gcgcaatgcg cctgacgacc tcatcaatat gaccaaactc
  4406581 cgtcttttca gttcgcataa atttgcggcg cgcgggggtg ttataaaata aatccaacac
  4406641 ttcaagtgta ctgccaaccg ggtgtgccgc aggcttgatg gtgaccgcca tgtcgcgacc
  4406701 ttcggcatag gcttgccagg cttcgctttg ctcagcggta cgtgaggtta agataagacg
  4406761 tgaaactgaa ctgatactgg ccaaggcttc accgcgaaac cccatactga ggatggcttc
  4406821 taaatcctcg agtgaactga ttttgctggt ggcgtggcgg gccaacgcca gtgccaaatc
  4406881 atctttactg atgccgcagc cattatcacg gatgcgaata agtttcgccc caccacgttc
  4406941 aatatcaata tcaatccgtg tagcacccgc atccagactg ttttctacca actctttgac
  4407001 taccgatgca ggccgctcta ccacctcacc ggcggcaatc tggttggcaa gctgtggagg
  4407061 cagaatctga atcggcataa caattccttg cgcttacgat tgtggaatag tgagcgtttg
  4407121 cccaagctga acattacctg acttgatttt attcacccgc tcaatctcac tcattgatac
  4407181 accgtatctc gccgcaatgg ctgacagcgt atcaccgcgt ttcacctgat gcttaatagg
  4407241 tttacttttt gctacagcgg ctgttttagg cttgactgcc gttaccgtac tgcccgacgc
  4407301 gggcactttc aaccgctggc ctacccagac tacatcattt ttcagcgtat tattttgtcg
  4407361 taaaacagcc atgctgacgc cgtattggct ggcaataccc gataacgtct ccccacgctg
  4407421 cacgttgtgg attttgctct tacctgcagg cagagtagcc gatgaccggc cactttgcgc
  4407481 attactgctt atattattca caataggttc cggctgacta atacctgaac gctgtgttga
  4407541 ggagtcaacc gccgctgttt caatgagcgg acggctttcg acctttgggt cggattgtaa
  4407601 cggattcgcg aggaaataac tgcgcaagcc tttataaatg gcctgagcaa tcttctcctg
  4407661 atacgcgcta ctgccaagca gccgttcctc cgtactatta ctgataaagc cggtttccac
  4407721 taatagcgac ggaatatccg gtgaacgtaa caccccaagg ctggcgtgct ccggcttgcg
  4407781 tttatgaata tcacccaccg tttgtagctc acgcagcact ttagtcgcga cgtcataacc
  4407841 cactctctgg gagtgaccaa attgtaaatc cagaaccgcc tgactcaaat aagggtctga
  4407901 agccgtgttt gccagtacat caccagcccc cccgagcagt tctgattgct tttcatgttg
  4407961 ctccagccag ttccccattt cactattagc ccggcggttt gataacaccc aaaccgatgc
  4408021 ccctgtcgca ctgcgatttg gcgcggcatc agcatgaata gaaatcaaga cattagcccc
  4408081 ctgtttacgt gcaacatcag agcgccccat gaccgagata aagtaatcac cattgcgggt
  4408141 cagcaccggt ttaaacatcg gatcccggtt gagcagtgcc tcaagccggc gggcaatgga
  4408201 gatcgtgaca tttttctctt tcagaccatt ttgcccgata gcgcctgggt cctgaccacc
  4408261 atgaccggca tctatggcca ccacaacacg gctactgtta gccgcactca cagttttaat
  4408321 cggacgggca gtattcgtgg tcacgttttc gctactgacc acgacgacgg gcttattatt
  4408381 aaacggattt ttagctactg aatccttgct cgtgacttga ggcaccacac gcccggcatt
  4408441 aggactcggg gtattcgtct gatttaatga ggcctgcgcc tgacgaacag gggcactggc
  4408501 gacggccgtc atggtaagca ctaccgtgta gttattgccc gactgttggg tgacagcacg
  4408561 ggtttttact ttctgcgtca gttccagtac caggcgggta ctttgttcat ctttcggagt
  4408621 gctggagcga attcgtttca acaggttctg cccactgaac tccagcggca accctgagat
  4408681 attgccactt tggcggacat ccaagaccac ccgctccggc gagtttagcg agaaaaatgc
  4408741 ataaattggc ttaccatcaa agctgagagt aaccttactt tcactcgccc cgttggtcac
  4408801 cttaatgtca gtgagtttca tggcaaatgc gggaggcaga gcgaataaac tgagcgttaa
  4408861 taaaccaata atcatccgcg tgaccgtggc gaaacgacga gcagtaatga cgcggtggac
  4408921 agtagtgaaa tggcaaatcg tagtgaaatg gcgaatcgta gcgaaaccgt gtttccagcg
  4408981 acatatcagc gagaggctat gcatcatcgt ttcgttaccc ttgcacagcg gctaaacggc
  4409041 gcaacacgtc agcgcctgcc tcggaaatag cgaccaaccg ggcttcacgc cctgccgcct
  4409101 gataagtcag atgcagttct acatcagcct gcggcaggaa ccctgcgcct tgctgtggcc
  4409161 actccaccaa acagatagcc tgcgggtcga agtaatcgcg aatgcccata aactccaact
  4409221 cttcggggtc agccagacga tataagtcaa aatggtagac gggccttggc gtcaacgtat
  4409281 aaggttcaac caaagtatac gttgggcttt tcacatgccc attgtggccc aacgcctgca
  4409341 aaaaaccgcg gctgaaagtg gtctttccgg cacctaagtc accgaacaga taaataacgc
  4409401 tggcaccacc gaaggcttga gccaaagtgg ctcctaatgc aacagtcgct gcctcatcag
  4409461 gcaacagtaa aacgagttct ttcattctat gatatctatt ttgctaactc aggattaatg
  4409521 tacttcggaa taacaggcag taaatctgtg gccagtaaac cccgggtgcc ttgaacttca
  4409581 gccagcttat ctgcagcaac gccatgcacg acacaccccg cgcaggcggc atcatacagc
  4409641 gccagctttt gtgctatcaa acccccaata ataccagaaa gaatatcgcc catcccgccg
  4409701 gaggccatgc cagcattacc cacatcggca atggccatct caccttgttc attggcgatc
  4409761 agggtacccg cgcccttcaa aaccaccaca ccaccatatt gcttgacgat gtttcgggcc
  4409821 gaaagtaagc ggtcactttc aatgtcaacg acgcggcaac ctaggagacg agcagcttct
  4409881 cctggatgag gagtcaatac ccaattctga cgcctatgag gatttaatgc tagtaagtta
  4409941 agtgcatccg catcccacaa ggtgggttta tcactctgtt gcagtcgttt cagagcattc
  4410001 ctgctccaat cagactgacc taaccccggc ccgacgacca gtacatcagc ccattgcatg
  4410061 ctttgctcca gggtttcggc ggttagcgcc tgcaccatca actctgggcg agcagccaga
  4410121 atcggtgcca catgctcaaa gtgagtaagt actcgcacta agccagcacc gcttcgtagg
  4410181 gcggcttccc ccgccatacg gatagcacca ccgaaccctc tatcaccgcc caccaacagc
  4410241 agacgcccat aatccccttt atgggcacac gggcggcgag gtttcagcca ctgaggaaga
  4410301 tgatcggcgg ttattcgttc aatttgtgct gactgagtat ccaaccacgt tgccaaccct
  4410361 agatcatcgt aatgtaactg cccaacccaa tcacgggcct gaccggtgag taaaccgggc
  4410421 ttcaatgcaa caaaagtcaa cgtgtggtca gctcggagca ccgaaccgag ggccgcacca
  4410481 ttatccgcac acagcccgga gggaatatcc aaggcaactt ttgccgcccg atggcggtta
  4410541 gccatgtcaa tcaaagtctc atagatgcct tgtggtgcag cccgtaggcc aattcccaac
  4410601 aaaccatcaa taattaaatc aatatcttgt ggccactggg tatcaggttg gtgaataaca
  4410661 ccaccgatag ccagccattg agattgcgct tctttcgcct ccgcaggtaa agggcggtta
  4410721 cctggacagg cgataagagt cacatcgata cccgcagcca acgcgcggtt ggcaacgata
  4410781 tagccatccc cgccattgtt gccatgcccg cacagaatca accaatgacg tgctatagga
  4410841 tattgtttat gcgccagttc aaaggcagcg tttccggctc gaaccatcag atcaaacagg
  4410901 gtcagtgaga agtgggccgc cgccgctgct tcattctgac gtacccagtc cgcagaaaaa
  4410961 acagagtgtg gtaaactgac tctggtttgt ttcttactat ggtctgtcat ggcacacccc
  4411021 ctcgatctga atcaattagc ccaacatatc aagcaatggg ggcaatcgct aggtttccag
  4411081 caagtcggta tttgcgatac cgatttgacg gcggaagaac cgcgtttaca agcctggctt
  4411141 gataaacaat atcatggcga aatggcgtgg atggcacgcc acggtatgct gcgtgcgcgg
  4411201 ccccatgagt tattgccggg gaccttgcgg gtgatcagcg taaggatgaa ttatctgccc
  4411261 gccaaggcag catttgccag tacattaaat aacccagaat tgggttatgt cagccgctat
  4411321 gctctgggtc gtgattatca taaattgctg cgccagcgcc tgaaaaaatt gggcgatcag
  4411381 attcaacact attgtttgga acaaaataat ttagatcgcc atgacttaga gctccatgac
  4411441 ttagaacaac atgactcaga acgacaaggc cagccggaac agcatactgc cagtgaaatt
  4411501 aactttcgtc cctttgtgga ctccgcgccg ataatggagc ggtcactggc ggctaaagca
  4411561 gggattggct gggttggtaa gcactcactg atattaaacc gcgatgccgg ttcttggttc
  4411621 ttccttggcg agctactgat tgacctgcct ttgccggttg ataaaccgca ggaagagcag
  4411681 tgtgggcgct gtgtagcctg tatgaccacc tgcccgacag gggcgattgt cgccccctac
  4411741 accgttgatg cccgccgctg tatctcttac ctgacgattg aactggaagg cgcaatacct
  4411801 gaagagttcc gcccactcat gggtaaccgg atttatggtt gcgatgactg tcagctcatt
  4411861 tgtccctgga atcgcttctc gcaattaacc gatgaagacg attttagtcc acgagctgta
  4411921 ttgcacactc cacagttgct ggatctgttt gcctggaacg aagagaaatt tttgcgagtc
  4411981 acggaggggt ctgccatacg gcgtattggc catctacgtt ggttacgtaa catatcggta
  4412041 gcactcggca atgcgcccta tcttgatagt atcgtattgg cgttggaaac acgtcggggg
  4412101 ctgcacccta tgctggatga gcatattgaa tgggcgatat cacagcaatt agcacggcgg
  4412161 gctacccagg cggtagaggt tcaactgcca cagaaaaaac ggttgattcg tgccattgaa
  4412221 aagggtctac cacgggatgc ctgatatctt tttattcagc atttttttga tgaataagat
  4412281 aaggaattta ctgtgcataa aaataaaaat gccttggcaa tcaagtgcaa aaaaaagcac
  4412341 aagtgatcgg cataacgttt ctatataaaa atatatgcaa ataaatcagt aatataattg
  4412401 acaggaaaat ttaacgtaca aattacaagc tggatataaa aagaacagaa tctgtggata
  4412461 agtctgttga cgaagttaat tcgctaagta tgtgaggcgc aacatcgtac ccactctagc
  4412521 tgtggataaa taatcaggaa ttgaatgaaa aaatttggag cgggaaacga gactcgaact
  4412581 cgcgaccccg accttggcaa ggtcgtgctc taccaactga gctattcccg cgtcgcctgt
  4412641 ataaataccc attggttatt tatacacttt ttatttctga tgctctttac ttctgactga
  4412701 agttctttat tgctaaagaa cttggagcgg gaaacgagac tcgaactcgc gaccccgacc
  4412761 ttggcaaggt cgtgctctac caactgagct attcccgctc tggatatgac ttatcttgta
  4412821 ctaaatctgt cttcgcatgc ttgcgaattc ttcatcggta cggggtgcgc attatacgag
  4412881 aaatccgttt tgccgcaagc ccctgaaagc aaaaaaatca tttttctatt taagtgtcga
  4412941 ttaaaacagc aatatggtgt ttttaccagc accagacaga gtatataccc aaaatcattg
  4413001 gtggagcagc aggcaggcag caagcaaacg cgtcccgatg agcttacatc agtcagtgat
  4413061 tcgggtagtg cgcgcagcta acgcccctgc tgtttcaagt atcaagggaa ttcccaacgt
  4413121 cattggagca gcaggcaggc agcaagcaaa cgcgtcccga tgagcttaca tcagtcagtg
  4413181 attcgggtaa tgcgcgcagc taacgcccct gctgtttcaa gtatcaaggg aattcccaac
  4413241 gtcattggag cagcaggcag gcagcaagca aacgcgtccc gatgagctta catcagtcag
  4413301 tgattcgggt aagtgcgcgc agctaacgcc cctgctgttt caaggccgaa gggaattaag
  4413361 attgaataaa atgctcacga tagtaagcaa gctcggcgac tgactcacga atgtcatcca
  4413421 atgcctgatg ggtattttgc tttttaaaac cagccagaat ttcaggtttc cagcgacgcg
  4413481 ctaactcttt caatgtactg acatctacat agcggtaatg gaaatacgct tcaagctctg
  4413541 gcatgtagcg gaacaggaaa cggcggtcct gacctacact gttaccgcaa atgggtgaaa
  4413601 cccccgcggg gacccactgt tttaggaatt cgatagtttg taattcagca tcacggtcat
  4413661 taaaggggct ggctttcacc cgctcaacca agccactacc agtatgggta cgaacattcc
  4413721 actcatccat tagcccaagc tgttcagcag attgatggac tgccagaaca ggtccttctg
  4413781 ccagaatatt aagattcgca tcagtgacca aggtagcgat ttcgataatg cgatcccgct
  4413841 ctggatcgag accggtcatt tccagatcga tccagatcag attattttga ttttctgcca
  4413901 tgatatttcc tatctgtaag ccgggggagc aaccgaacaa acggttaatt aataaaataa
  4413961 tgtgtatcat agtccttttg gtcgcaacga gcgatatatc caaagaactt ggcgttgcaa
  4414021 gcaggtggca agcgaacatt gctaacaccc cctacaacgc aaagtccgaa ggggataaat
  4414081 gcagattcaa gtgaggcaca gtgagcaaga ataaactgtc gaaaggtcaa caacgccgtg
  4414141 tacaggctaa tcatcagcgt aggctacgca ctgatagaaa acctgagcta gatgactctc
  4414201 agcttggcga tgcgcaagaa ggtatcgtaa tcagtcgctt cggtcagcat gccgatgtcg
  4414261 aggccgttga tggcactcag caccgttgta atatccgtcg aaccatcaaa tcactggtga
  4414321 ccggtgatcg ggtggtctgg cgtcccggtt tacaagcgca ggaaggtgtg cgagttaaag
  4414381 gtatcgttga agccgttcac gaacggacat ccgtcctgac tcgcccagat ctctatgatg
  4414441 gtgtgaaacc tatcgctgcc aatatcgacc agatcgtgat cgtatcggcg atcttacccg
  4414501 agctttcact taatattatt gatcgctatt tggtggcgtg cgaaacactg gaagtcgagc
  4414561 cgttaatcgt cctgaataag attgacctgt tggatgccga tggccgtaaa ttcgttgatg
  4414621 gcatgatgga tatttatcgt cgtattggtt acgacgtctt ggaagtctcc agccagacac
  4414681 gtgaggggat ggaagccttt gagaatgcac tgactggccg tatcagtatc tttgccggcc
  4414741 aatccggggt gggcaaatcc agcctattga atgccctgtt gccgccaaca gataacgaaa
  4414801 ttttggtcaa tacggtttct ggtaactcgg gcctcggcca gcacaccaca accgccgcgc
  4414861 gtctgtacca tttccaacat ggcggtgatg tgattgattc accgggcgtg cgtgaatttg
  4414921 gtctgtggca tttagctccg gaacaaatta ctcaagggtt tgtcgaattc cgtgattatc
  4414981 tcggccattg caaattccgt gattgcagcc ataccaacga tcccggctgt gcattacgcg
  4415041 aagccgtaga gcaaggtaaa attgctgagg aacgtttcga taattaccat cgaatcctag
  4415101 aaagtatgga gcaagcgaag ccgcgtaaaa cgtcagacag tgacgagaag tgatgcttaa
  4415161 ctaacagctt tctatacgct tactgacgtg cagcaagtga acgagtcccg atgagcttac
  4415221 atcagtcagt gattcgggtg agcgaacgcc gctaacaccc ctgcggcgtc aagtaagaag
  4415281 ggtttaccca aattaattgg cgtcacagca aggcagcaag tgaacgagtc ccgatgagct
  4415341 tacatcagta agtgattcgg gcgagcaaac gccgctaacg ctgctgtggc gtcaagtaag
  4415401 aagggtctga cagggtgggc gcagagcgat acaatgcgcc cccttatttt atctaacggt
  4415461 ttacccaaga ggttgacgtg ctagacagta tcaaaattaa actacaatat ttacttccga
  4415521 aacaagggtt aacacaactc gctggctggg gagcgaataa gcaaggcggc tggttgaccc
  4415581 agttagtcat caaagctttt gcccgttatt acaaggtcga tatgaaagaa gcgcaggatc
  4415641 ctgaattctc cgcttaccgt accttcaacg aattctttgt tcgcccgtta cgcgcaggtg
  4415701 tacgcccggt tgtggctgaa gaaaacctgt tagcccaacc tgccgatggc gcaataagcc
  4415761 agttaggggc catccgagag gggcaaattt tacaggcgaa aggccataat tacagtctgg
  4415821 aagccctatt agccggtaac tatctgctgg ctgctgaatt tcaaaatggg cagtttgtta
  4415881 ccacttacct ggccccccga gactaccacc gggtgcatat gccatgtgat ggtgtgctac
  4415941 gcgaaatgat ttatgtaccg ggggatttgt tctcggtcaa tccgttaacc gctgccaatg
  4416001 ttcctaattt gttcgcccgt aacgaacgcg ttatttgtat ctttgatacc gcctttggcc
  4416061 caatggccca aattctggtg ggtgcgacca ttgttggcag tatagagacc gtctgggcgg
  4416121 ggacaattac ccccccacgg gaaggcgtta tccgccgttg gacatacccg caagcaggct
  4416181 gtgaaggggc tatcacccta gagaaaggcc aagaaatggg gcgttttaaa ttaggctcaa
  4416241 ccgttattaa cctgtttgcg gaaggtaaag tgtatttcgc accacagcta aacagcggcg
  4416301 cggttacccg tatgggtgaa gtcttagccg aagcggttcc tactacccct tcttactagc
  4416361 atgatgctga cgacgtaaca cgatgttaag gagctcttac gtgcgcccga taatttcatg
  4416421 gtcttttggt ctattactgt cgtttttcct gttaatgccg ctacatgcgg caactcagcc
  4416481 taacgaagag caggtgcggc aagagctgaa gctggctgag tccaataaaa cgacaccgaa
  4416541 tcaggcagag attgttcagg cgcttcaagg ggctcttagc tggcttgcgg atgcaaaaga
  4416601 atcagatata cgcgcccagc agtatcaaaa agccattgat gattttccta agcttactcg
  4416661 cgagttacgt cagcaattag cccaggaagg ggataaacct ttgccggtcc ccagcaactt
  4416721 gtccacatct gatttggaac aacaggtgct acaagtcagc agccaattgc tggagctgaa
  4416781 ccgtttatca cagcaagagc aagaccgcgc ccgggaaatc agtgaatccc ttgggcaatt
  4416841 accgcaacaa cagtccgaag cccggcgaat gctcgcagag atcggcccgc gaattcagtc
  4416901 acaaagtaat ccctcgacgc ccgtcgccca agctcagctt acgctattgc aagctgaagc
  4416961 ggtggctcgt aaagccaaag tcaatgagtt agagctttca caactgtctg ccaataaccg
  4417021 gcaggagctg tcccggctac aagtcgaatt atacaaaaag cgcgaagcac gggttcaggc
  4417081 tcagcttcag tccctgcgta ataacctgaa taatcaacgc caacaagccg cggaacaggc
  4417141 acttgagcgg acagagttgc tggcagagca agggggggat ttacccgaat ctatcaccca
  4417201 gcagttacaa agaaaccgtg agttatctca ggcgcttaat cagcaggtac agcggattga
  4417261 tcttatctct tcccagcaac gccaggctgt cgcgcaaact cagcaagtcc ggcaagcgct
  4417321 aaacactatc cgtgagcagg ctcaatggct tggggtctca accgcgttgg gcgaaaccct
  4417381 acgagcgcag gtcgccaggc tgccagagat gcccaaatcc cagcaactgg atcgcgatat
  4417441 ggcacagttg cgggttcagc gcttacaata tgaagatatg ctggaaaaat tacagcaaca
  4417501 gaaaaccaca ttaaaacagg atgatggcac cccgcttacg cccgatcagc aacgcattct
  4417561 ggatgcccaa tggcggacac agagcgaatt actgaattct ctgctttcag gctatgacac
  4417621 gcaaattctg gaactgacca aactgaaagt ggctaacagt cagttagttg acgcattaaa
  4417681 tggggtgcgt gaagccactc accgctatct gttctgggtg gcagatgtca gccctatttc
  4417741 gctttcttat cctcttgctg tggctcagga cctcacccgc ctactgtcac tggatacctt
  4417801 gtcgcagttg agtggcgctt ttgtcatgat gatgaccaac caggaaaccc tgctgcccat
  4417861 tatcgctgcc ctactgtttg tcggtttcag tgttagctca cgccgccact accatgcctt
  4417921 cctcgaacgg gccagtagcc gggtgggcaa agtgacacaa gaccacttct ccctgacgtt
  4417981 acgcacggta ttctggtcaa ttctgatggc tctccccttg ccagttttat gggcggctct
  4418041 gggttatggt ctgcaaaatg cctggtcata tccgatggcc attgcgattg gcaatgccgt
  4418101 cactgccacc gtgcccgtgc tctgggtgtt tatgatcagc gcctcgtttg ctcatccaca
  4418161 cgggctgttt attactcact tccgctggtc gccaacacaa gttgcgcgcg caatgcgttt
  4418221 ttaccgtctg tcagtgtggt tgattgtccc cctgatgatg gcgctgatta cgtttgaaaa
  4418281 ttataacgac cgcgagtttg ctgggacact gggccggctg tgctttattt tgctgtgtat
  4418341 tgcattaagt ttggtcacaa acagcctgaa acgggccggt atcccgctgt atctggataa
  4418401 aaaaggttcg ggcgagaata tgattaacgt ggcgctgtgg gggttgctgc tgtcagctcc
  4418461 gttaattgca gcgctggcct cagcattagg ctatctcacc acctcacaag cgctgttggc
  4418521 acgtctggag acctcggtcg ctatctggtt cttcctgtta gtggtctatc atattatccg
  4418581 ccattggatg ctgatccagc ggcggcgtat tgcctttgat cgcgccaagc agcgccgcgc
  4418641 cgatattctc gcgcagcgcg cccgtggtga ggaagattcg ccacacagta acagcactga
  4418701 aggctcgatt gatgtcgagg agccgatcat tgatttggat gtgatcagcg cccaatcctt
  4418761 gcggttggtt aggtcgatcc tgaccatgat agccttggtt tcagtgatcg tgctgtggtc
  4418821 tgaaattcat tccgcttttg gcttcctgga aaacattcgc ttgtgggatg tgtcatccac
  4418881 catcaacggt attgagtcag tccagccaat caccatggga tctttattga tcgccgtctt
  4418941 ggtgctgatt atcaccgccc agttggtgcg taatctgccc gccttactgg agctggcact
  4419001 gttacagcat ttggatctga cgccgggaac gggctatgcc atctccacaa tcaccaaata
  4419061 tctggtgatc ttatttggtg gtttgcttgg gttctccctg ctcgggattg aatgggcgaa
  4419121 gttccaatgg ttggttgccg cactcggttt aggtttgggt tttggtttac aggagatttt
  4419181 tgccaacttt gtttctggcc tgatcattct gttcgaaaaa ccgatccgga ttggcgatac
  4419241 cgtgaccatt cgtgatctca ctggtagcgt gacgaaaatc aatacgcgcg ccaccacgat
  4419301 ttccgattgg gaccgcaaag aaattattgt gccgaataaa gcttttatta ccgagcaatt
  4419361 tattaactgg tcactctcgg attccattac ccgtgtggtc ctcaccgttc ccgcacccgc
  4419421 ggagaccagc agtgaggaag tcactaacgt attaatgacc gcggcccagc gctgcacgtt
  4419481 agtcctggat accccgcctc cagaggtcta tctggtcgat ctacaacaag ggattcagat
  4419541 tttcgaactg cgtatttatg ccgctgaaat gggccaccgg atgccactgc gccatgaaat
  4419601 ccatcagttg attctggccg gctaccgtga gcacggtatt accctaccat tcccaccgtt
  4419661 ccaagcgcgg ttagaaactc tggggcgcgg cactggacgt acgatttctt cgggccgcag
  4419721 ccgcacaccg ggtagtttgt aatctcagtg agtaagaaat aaaaatgccc tgcgccttca
  4419781 caggtcaggg tatttgtttt tgtaagtaat tcgggtgagt gcacgccgct aacaccgctg
  4419841 cggcgccaag gacgaagggg aattaggcga tattgacggg gaaggcaata acatcactca
  4419901 acctttccgc atttaacgcc agcatcacca agcgatcaac ccctaaagcc acacctgaac
  4419961 aatcgggtaa accctgcttt agtgctgcga taagattcat atcgattggg ttctgtggta
  4420021 agccccgttt cgcacggtta cggttatcct gctcaaagcg ttgcagttgc tcatcaccgt
  4420081 cagtcagctc tcggaaacca ttcgctagtt ctatcccctt gaagtacacc tcaaagcgtt
  4420141 ccgccacacg gtggtcttcg gtactgattt cagccagaga tgcctgcgat gccgggaaat
  4420201 gataaataaa tgccggttta tcacggccaa tataaggttc gacacccaca gtaaacaaca
  4420261 attgcagcaa cgtatcgcga tcttcttcgg tatccgcaat attgcttaaa tccagttttg
  4420321 ccgccacttc acgcaattgt gctttttcag cagacaacgg atcaatattt aaatggcgca
  4420381 aaaacgcttg ctgataggat aaggtctctg cgctgttgca atccaaaatt tgctgcaaca
  4420441 ggtcatccac ctcattcatt aaacgataca tatcataatg agggcggtac cattccagca
  4420501 tggtgaattc aggattatga tagcggccag cctcttcatt gcggaaactg cggcccagtt
  4420561 gatagatagg gccactgccc gccgctaaca accgcttcat gtgatattcc gggctggtca
  4420621 tcatgtacag cgtcaaacca tcggcagcgc ccgggccaac aaaccgggtt tcgaatggaa
  4420681 ctaaatgaat gtccgtcact gtcgcttggc tcatggttgg cgtttctact tctaatacgc
  4420741 cccgatcggc gaaaaagcgc cgaatctctg ccattattgc tgcgcgcttc aacaaattgg
  4420801 cgataggtgc acttggctgc cagcttgccg tgtcgctcat ggtggttaac tccgaaatca
  4420861 aacaggggat gcagtctacc tgtatcccgc gccccagaca aatctgtcac tcatccgccg
  4420921 aattctcggt ctggttctag catttcacgc tgtaaaaaaa cgcctttccc agcatatcct
  4420981 gtttgggatc acgtttttgt cagtaatgca tttgaggcgg ttcaaataaa acaaaacaat
  4421041 cgatcacatc aaatttctgc gacttatcat tgagtataat tattccatac aaaaagtaag
  4421101 aaatagctat tcttaatatc atcaagttaa ccgcagagaa ataagttagc ggaataataa
  4421161 tattaagaat acctaaagaa taatgactca ctttatatac tcaaaaccct tggcgttaca
  4421221 gccaggcagt tagctaacac cctgtaacgg caggggcgga gggtataaga ttttcacttg
  4421281 aacaatggag aagcgcagtg caaaccttta acgccgatct tgccattatc ggggccggag
  4421341 gtgctggctt acgtgcagca atagccgcag cggaagccaa cccccaactg aagattgctt
  4421401 tgatctcgaa agtttaccca atgcgtagcc ataccgtggc cgccgaggga ggatcagctg
  4421461 ccgtcacaca ggaccacgat acgtttgact atcatttcca cgataccgtt gcgggcggtg
  4421521 actggttatg cgaacaagat gttgttgacc attttgtcca cagttgcccc gaagaaatgg
  4421581 cacagttaga aatttggggc tgcccatgga gccgcaaaga ggacggttcg gttaacgttc
  4421641 gccgtttcgg tggtatgaag attgaacgta catggtttgc cgccgataaa accggtttcc
  4421701 acatgctgca caccttgttc caaacctccc ttaagtatcc acaaattcag cgttttgatg
  4421761 agcatttcgt cctggatatt ctggtagacg agggtcaggc acgtggtgtg gttgccatga
  4421821 atatgatgga aggcacccgc gtacaaatcc gtgcgaacgc cgtgatcatg gccactgggg
  4421881 gggctggccg ggtttatcgc tataacacca acggcggtat tgttaccggt gatggtatgg
  4421941 ggatggcatt ccaccatggc gttccactgc gggatatgga atttgtacaa tatcacccaa
  4422001 cgggcttgcc ggggtctggc atcctgatga ctgaaggctg ccgtggtgaa ggcggaattc
  4422061 tggtgaataa agacggctat cgttacttgc aggattacgg catggggcct gaaacgccac
  4422121 tcggtgagcc taaaaacaag tacatggaat taggcccacg ggataaagtc tcgcaagcat
  4422181 tctggcatga atggcgcgct ggccgtacgg tcgcgacccc acgtggcgat gtggtttatc
  4422241 ttgatttacg ccatctgggt gagaagaagc tgcttgagcg cctgccgttt atttgcgaat
  4422301 tggcaaaagc ctatgtcggc gttgacccgg ttaaagagcc catccctgta cgcccaaccg
  4422361 cgcattacac catgggcggc atcgaaacca atccgcagtg tgaaacccga atcaaaggct
  4422421 tgtttgcggt cggcgaatgc tcttctgtag gcttgcacgg cgctaaccgt ttaggctcca
  4422481 attcattggc tgaactggtg gtatttggcc gagtggccgg tgaacaagcc gctttacgcg
  4422541 cgatggaaag cggcccggca aatggcagcg cactggatgc ccagactcgt gatgtggaga
  4422601 cccgcctgag caacctgatg aaacaggaag gaacagagaa ctggtctaag attcgcgatg
  4422661 aaatgggtct gtcgatggaa gagggttgcg gtatttaccg tacaccagaa ctgatgcaga
  4422721 aaacggtgga taaactggcc gagctgaaag aacgcttcaa acgtgtgaaa atcaccgatc
  4422781 actccagtgt atttaacact gacctgctct acaccattga gctgggttat ggtttggatg
  4422841 tggccgaatg tatggcgcat tctgcgctca atcgtaaaga atctcgtggt gcccaccagc
  4422901 gtttggacga aggctgtacc gaacgtgatg acgttaactt cctcaaacac accttagcct
  4422961 tccatacgcc gggtggtgca ccgcgtattg aatacagcga tgtgaaaatc accaaactgg
  4423021 taccggccaa gcgggtctat ggtggcgaag ccaccgccca agacgcgaaa gacgcaaaag
  4423081 atgcacaaga tttaaaggat aaggagcaag cgaatgactg atatgaaagt cctgaaaatg
  4423141 gaagtcatgc gctataaccc ggaacgtgat agcgaacctc actttgaaac cttcgaagtg
  4423201 ccttacgatg aacagacgtc tctgctggat gcactgggtt atatcaaaga taacctggca
  4423261 ccggatctct cctatcgctg gtcttgtcga atggcgattt gtggttcctg cggcatgatg
  4423321 gtcaacaagg tgccaaaact cgcctgtaag accttcctgc gggaatatac tgcggggatg
  4423381 aaagtcgaag cattgggtaa cttcccgatt gaacgtgatt tagtggttga tatgactcac
  4423441 tttatcgaga gtctggaagc catcaaacct tatatcattg gtaacgaacg cctacccaag
  4423501 gatggcccga acaagcagac gccagcccag atggcgaaat accatcagtt ctctggctgt
  4423561 atcaactgtg gtttgtgcta tgccgcctgc ccacagtttg gcttaaaccc tgagtttatt
  4423621 ggccccgcag caatcaccct ggcgcatcgt tacaatttgg acaaccgtga ccacggtaag
  4423681 aaagagcgta tgcctcagct aaacggtaaa aatggtgtct ggagctgtac cttcgtcggc
  4423741 tactgttctg aagtgtgtcc aaaacacgtt gatcccgcgg cggctatcca gcagggcaag
  4423801 atcgacagtg cgaaagactt catgatcgcc atgctgaaac cacaataagg gaggggagac
  4423861 agtaatgaca accaaacgta aagcttatgt tcgtaccatg gctccaaact ggtggcaaca
  4423921 gcttggtttc taccgttttt atatgttgcg tgaaggtaca tccattccag ccgtgtggtt
  4423981 tagtgtgcta ttgatttacg gtgtattcgc actgaagagt ggccccgcag ggtgggaagg
  4424041 gtttgtcagc ttcctgcaaa acccgctggt gctatttctg aatatcctta cgctatttgc
  4424101 cgcgctgcta cataccaaaa cctggtttga gctggcgccg aaagcggtca atattatcgt
  4424161 taaaagcgaa aaaatgggtc cagagccaat gattaaggcg ctatgggttg tgactgtcgt
  4424221 ggctagcgcg attatcctgg ctgtcgcctt actctaaccc ggaggagaaa aagatgaatc
  4424281 aagtccctaa acgctccgat gaaccgatct tctggggtct gtttggtgcg ggtggcatgt
  4424341 ggggtgcaat tattgcccct gtgattattc tgctggtcgc gattttgttg ccattgggtg
  4424401 cattcccagg cgacgcgctg agctacgaac gcattctggc attttgtcag agctttattg
  4424461 gccgggtatt cctgctgctg atgatcattt tgcctttgtg gtgcggttta caccgtattc
  4424521 atcatgcaat gcatgatttg aaaatccacg tcccggcagg gaaatgggta ttctatggcc
  4424581 ttgcggcaat cttaagtgtg gtcactttta tcggtgtact gacgctgtag ccgtagtcac
  4424641 cacatgccat attcgcggcc tgctgttctg gcaggccgtt ctttggttaa agcgctcagt
  4424701 tcggttgcca aaattttacg actcatttga cctccgtagg ccaaccggcg aagggcgcag
  4424761 cccccttatg gcacataacg ttataactca agcgttatga cgccaacttc aagccgataa
  4424821 tccctgccag aatcagcccc aagcttagta tccgcgccag actggccgat tcccccagta
  4424881 gcacaatgcc taaaatggcc gtacctaccg caccaatgcc ggtccagacc gcgtaagccg
  4424941 tgcctgctgg caaacttttc atcgcatagg ccaatagaaa aacactggca gccattgcga
  4425001 cgagggtaat aatgctcggc gtcagccgcg aaaaaccatg agaatacttc aggccaatag
  4425061 cccaaataac ctctaataaa cctgcaataa ccagaataat ccaagccatg gtaaccacct
  4425121 cgctcaggcg gggccgtccc cgaaaaacag atgcgtaact gggtcgtccc agccagcaga
  4425181 gagataagcg cgatacatta tcatgctcaa taattagcgg caatattgct agccccagat
  4425241 agcagaaaac cgccatttaa gcggtttcct ttcgttctta gcgcgattga ttacgacgta
  4425301 gttctgacga acctcgccat gacaaactgg ctattacaaa cctagctatc acggcttact
  4425361 tcacgcgaga aacatattcg ccagagcggg tatcaacttt gatgatttcg ccgacctgta
  4425421 cgaataatgg cactttaacc acggcaccgg tgctcaaggt tgcaggctta ccacctgtac
  4425481 ccgcagtgtc gcctttcagg cctggatcag tatcaacgat ttcaagctca acaaagtttg
  4425541 gtggggtcac agcaattggc tggccgttcc acagagttac gatacattca gcttgatcaa
  4425601 tcagccattt accgttatca ccaacggcct tggcatcagc ttgcagctgt tcgtaagtct
  4425661 cgttattcat gaaatgccag aactcaccgt cgttatacag gtaagtcagg ttcatatcat
  4425721 taacgtcggc accttccaga gaatctgttg atttgaaggt cttttcaacg cgcccgccag
  4425781 tcagtaagcg gcgcatctta acacgcgcaa aagcctggcc tttgccgggt tttacgaatt
  4425841 cgctggactc aactgcataa ggttcgccct cgaacatgat tttaagaccg ggacgaaaat
  4425901 cgttgctata ataactggcc atgatggtcc tcaagaaact ggtagtaagc ctaaaaaatg
  4425961 gcaagcattg taacccgaaa catgccaatt agagaagatt ggttgcaaca actcgccgat
  4426021 gtaattaccg atccggacga attgctacgt attttgttct taaatgaaca ccctcacctg
  4426081 caacaaggct ctggtgctcg tcgtttattc cccctacgcg taccccgcgc ttttgttgcc
  4426141 cgtatgcaac ctgggaatgc atcagaccct ttattacttc aggtgctgac cgcacgtgaa
  4426201 gagtttatta ccgctcccgg ttttacccac gatccacttg atgaacagcg cagcgtcgtt
  4426261 cctggcctgt tacataaata ccgtaaccgc gcgctattgt tggtcaaagg tggctgtgca
  4426321 gtcaattgcc gctattgctt ccgccgccat ttcccttatc aggacaatca aggcaataaa
  4426381 gctaattggc tacaagcact ggattatatt cgtcaacacc ctgaactgga cgagatcatt
  4426441 ttttcagggg gtgatccgtt aatggcaaaa gatcacgaac tcagttggtt actggatcaa
  4426501 ttggaggata taaaacatat ccggcggtta cgtatccata cccgattacc ggtggtgatc
  4426561 cctgcccgta ttactgcaac cctgtgtcaa cggttgggaa gctcacggtt acaggtatta
  4426621 atggtgacac atatcaacca tgccaacgaa atagacccgc ccctgcgaga cagtatggca
  4426681 cggttgaagc aggctggtgt gacgctatta aaccagagtg tattactgcg tggggtgaat
  4426741 aatgatgcgg atgtactggc aacattaagc aatgccttat ttgatgccgg aattttgcct
  4426801 tattacattc atgtattgga taaagtacag ggcgcagccc actttatggt cgatgatgat
  4426861 gaagcccggc aattgatgaa aggtttacta agccgtgtat ctggttacct ggtaccgcgt
  4426921 ctcacaagag aagtgggtgg agagccaagt aagacaccat tggatttgag actgacgcaa
  4426981 aattaatcac tgcccaagca agacccacaa ggactcatct caacgactct ctattcgata
  4427041 aaactcagga gaggttattg acaacgctat ttttagcctc gtgaatgaag gattgaccgc
  4427101 acctatgggg gcactccggc tgcttacgcc actacgaccc caacggcacg tttccccttc
  4427161 aattaacgtt gtcagcagcc tgaggggata ccttaatatc cccctgcttt gtttacgatg
  4427221 aaaaaacgta gaacaaagca cagccactca tacccactac atttgagcaa ttaagggcat
  4427281 ttataaactt gaccaaccat tttactttct agtggtgcaa agcttgataa gaaggtttca
  4427341 ctcgggctgg ttgcgccata gatgacgttg ccacccattg ccgctgcttt attacgcagg
  4427401 tcatttgctg caccacgcat tgagctgctt tccccgccct gacctgataa ccagttactt
  4427461 tgagtaccgg ttacttgccc gactagctgg cactcactgc caggctgagt atcagaaaac
  4427521 ttcacttgct cacccgccga actcaatgtg ttagaggagc tacaacccgc caacaccagt
  4427581 acggctgaaa ggccaagtaa tgtcttaatc ttcagtaaga cattactctt gagtaaaata
  4427641 tgacttctta acagcacatt aatccgcatt tctttcccca ttcgacgttt gagagtcacg
  4427701 ctaaagatta ccagaaagca ccgctgccgc ttaggcaccc gttgccgaag ttgtccagac
  4427761 acaaggctct gagaaataga cctacaataa gaggtgttgc agcaagacag caaacaaaag
  4427821 ccccccgatg aactttaaaa aacaagtgat tcgggtgaca aatctgccaa gagcagattt
  4427881 gaacgctgtt tgcagcggcc tctcagaggt gaggtccatg gatggaccga ataacgagcg
  4427941 ccgctaacac tgctgtaaca gcaaatataa agggtataac agtttacaca ttaaatcagc
  4428001 gtgatagata aaaaaagtcc agcaatcatc acacagaata gaataaagcc gctttaggac
  4428061 gttatattgc aaaatgtagg tcagaaagaa ttgagtgtag aactcagttg tggcgtggtt
  4428121 atgaccgata tcagaggcaa cagatttagc gcttaacaca attttaatta cagtcttcac
  4428181 aaaataaaag cgagcaggtc accctactcg cttttatcaa cagctttacc tttcgctgcc
  4428241 cttaactact ttttagcaaa aagcaccaaa ggccacagaa aggctgggag cattacatca
  4428301 tgccgcccat accacccatg ccgccagcgc ccatatcagc acctttgtca tcacgtggca
  4428361 ggtcagtaac catgcactcg gtggtaatca tcagaccagc aatagaggct gcgtactgca
  4428421 gagcagaacg cgtcacttta gttggatcca agatacccat cgcgatcatg tcgccgtatt
  4428481 cttcagtata agcgttgtaa ccgaagctac cttcacccgc tttaactttg ttcgcgataa
  4428541 cagaggcttc ttcacccgcg ttaaccacga tctgacgcag tggagattcc atcgcacgca
  4428601 gagccacttt aatacccacg ttctggtctt cgttatcgcc tttcaggcca gcgatagcgt
  4428661 gagctgcacg aatcagtgca acaccaccac ccgctacgac gccttcttct actgcggcac
  4428721 gagttgcatg cagagcatct tcaacgcgtg ctttcttctc tttcatttca acttcagttg
  4428781 cggcgcccac tttgataacg gcaacgccgc cagccagttt agcaacacgc tcttgcagtt
  4428841 tttctttgtc gtagtcagaa gtggcatctt caatctgctg acgaatctga gccacacggc
  4428901 cttggattgc cgcttcatcg cctacgccat caataatgat ggtggtgtct ttgttgataa
  4428961 caacacgttt cgcctgaccc agatcttcca gagtagtttt ttccagttcc agaccgatct
  4429021 cttcagagat aacagtaccc gcagtcaggg tcgcgatgtc ttgcagcatc gctttacgac
  4429081 ggtcgccgaa gccaggtgct ttaaccgctg caactttaac gataccgcgc atggtgttca
  4429141 ctaccagagt cgccagggct tcgccttcaa cgtcttctgc aatgatcagc agtggcttgc
  4429201 cggctttcgc tacggcttcc agaactggca gcatttcacg gatgttagag attttcttgt
  4429261 cagccaacag aatgaatggg ctttcaagtt caatagagcc agtttctggt ttattgatga
  4429321 agtaaggaga caggtagccg cgatcgaact gcataccttc tacaacgtcc aactcgtctt
  4429381 gcaggcctga accttcttca acggtgataa cgccttcttt accgactttt tccatcgctt
  4429441 gagcgatcag ttcgccaacg gttgagtcgg agtttgcaga gatggtaccg acctgagcaa
  4429501 tcgctttgga atcagagcaa ggtacagaca gttttttcag ctcttctacc gctgcgataa
  4429561 cggctttgtc gatgccgcgc ttcagatcca ttgggttcat gcctgcggca actgctttca
  4429621 ggccttcagt gatgatggat tgagccaata ctgttgcagt cgtggtaccg tcacccgcag
  4429681 catcatttgc tttagaggca acttctttaa ccatctgtgc gcccatgttc tcgaacttgt
  4429741 cttccagttc gatttcacgt gcaacagaaa caccgtcttt agtgatcgtt ggagaaccga
  4429801 aagacttatc cagaactacg ttacggcctt tagggcccag agtcactttc actgcatcag
  4429861 caaggatgtt tacgccgcgt agcattttaa tgcgagcgtc gttaccgaat tttacgtctt
  4429921 tagctgccat tggtatttcc cttaactcgt tcagttcaga agattagaga gcgtgattac
  4429981 gcttcaacaa ttgccagaat gtcgctttcg gacatgatca acacttcttc attgtcgatc
  4430041 ttctcagcct tcacgccgta accatcgttg aaaatcacga cgtcgccgac tttcacatcc
  4430101 aacggcttga tttcaccgtt atccaggatg cgaccattgc cgactgccag gacttcgcca
  4430161 cgagtagatt tacccgctgc agtgccagtc agaacgatgc cgccagcaga tttagattca
  4430221 acttctttgc gcttgacgat aacgcggtca tgcaatggac gaattttcat tgatagctct
  4430281 cctatgagaa ggtccgtatc agattaagat taataccggt atgacttcat aaccgatacc
  4430341 gtggctttct aagtgggggc gacttcttat tccttcaagg gaggcgacca aaaaaatttc
  4430401 atttttttct cgcctggcgg tagataattt tatccgccta tcgcctacgg tacaaagaaa
  4430461 gcactatgat ttactttata aatttatgat taataaacag gctattagaa aattaccctc
  4430521 ctttttattt atcatcttta aaactatcat cgttagaacg actatttgct acttgctcat
  4430581 ttttatccgg acggtgctcc accgtaaaac ggtcatcgtc tttacgctga aactcgccat
  4430641 caaaagtatc cccgccactc attgggccag aaccatggcg gttaccaaag ctatcgttac
  4430701 caaagccacc attaccaaag ccagcaccgc caaagctacc gccacgataa atgttcaagt
  4430761 gcggcatcaa tttcagcgtt aatgtttttt gaacccaagg caatagcaac aacaggccaa
  4430821 ggaaatcagt gaagaagccg gggatcagca acaaaatacc ggccaagacc agtgaaacac
  4430881 ttttgatcat ctcagccgcc gggctctcac ccgccgccag cttttgttgc atctggataa
  4430941 aggtttttat gccctgatta cgtaccagtg agatgcctac acaggagcta atgatcacca
  4431001 gcagcagggt gattggtacc cctaatactg cggcaacctt gatgaatatc gatatttcta
  4431061 tatatgccaa taaaaatatc agcgcaaacg gtaaccaacg caccgtattc tccttaattt
  4431121 taatcattca gtacccctca tcaggctatt agcctgtctg acagatacca tgaaaacctt
  4431181 gaccctgtag gtactgatac ggctattttc ctctattcgc ggattttagc gtcagcgccc
  4431241 cccttcaaca tcggtcaact ctactaaaat ggtggtgaac aaagcacttt tcaagccgag
  4431301 gtaaccgttt tattactcat taaactaagt gtgagagcaa tcacagatat cagatcatct
  4431361 tgattaattc cggtcatata gtgatcttag ttcaaggctt tttattgcta agcagcatat
  4431421 catcctgcca gcaataagat gggtggttaa tatttccgtg catatcgcgc atcaccgcat
  4431481 catattactg acagcagcat aaatcagtta acaaatacaa tacaagacag cacaaataga
  4431541 gaaggttctc atgtcaaata acattcgtat tgaagaagac ctgttaggta cacgagaagt
  4431601 ccccgcagag gcttactacg gtgttcatac cctgcgtgcg attgaaaact tctatatcag
  4431661 taacagtaaa atcagtgacg tgccggaatt tgtacgtggc atggtcatgg taaaaaaagc
  4431721 ggcggcaatg gctaacaaag agttgcatac catcccgcgt aaaattgcag acatcattat
  4431781 tcaggcatgt gatgaagttc tggataaagg gaaatgtatg gatcagttcc ccgttgatgt
  4431841 gttccagggc ggcgcaggta cctctctcaa tatgaacacc aacgaggtct tggccaatat
  4431901 tggcctggag ctgatgggcc accaaaaagg ggaatatcag taccttaacc ctaacgacca
  4431961 tctgaacaaa tgccagtcca ccaacgatgc ctacccaacc ggtttccgca ttgcggtcta
  4432021 cgcctccatc ctcaagttga tcgatgctat caaccaatta ggcgaaggtt tcggtagaaa
  4432081 atctaaagaa ttcgagaaaa ttctgaaaat gggccgtacc caattacagg atgccgtacc
  4432141 catgactctg ggccaggaat tccgcgcttt ccaggtgtta ttgaatgaag aaaccaagaa
  4432201 cctgcaacgg accgccgagt tgctattgga agtcaacctg ggtgccactg ccatcggcac
  4432261 tgcgctgaat acaccagaag gttattcaca acttgccgtg cagaaactgg cagaaatcag
  4432321 cggattagcc tgtgttcctg ccgaagattt gatcgaagcg acctctgatt gcggcgctta
  4432381 cgtgatggta cacagcgccc tgaaacgcct ggctgttaag atgtcaaaaa tctgtaacga
  4432441 cctacgtttg ctctcatctg gcccacgtac tggtttgaat gaaatcaacc tgccagaatt
  4432501 gcaggcgggc tcttctatca tgcctgcaaa agtgaacccg gtgatccctg aagttgtaaa
  4432561 tcaggtttgt tttaaggtga tcggcaacga tacttgcatt actatggcgg ctgaagcggg
  4432621 tcagcttcag ttaaacttga tggaaccggt aattggtcag gccatgtttg agtctatcca
  4432681 tatcctgact aatgcgtgtt acaacctgtt agagaagtgc atcaatggca ttaccgctaa
  4432741 caaagaggtc tgcgagcgct acgtctttaa ctccataggc atcgtcactt atcttaaccc
  4432801 gttcattggc caccataatg gtgacattgt gggtaaaatc tgtgcggaaa ccggtaaaaa
  4432861 tgtgcgggaa gtggttctgg agcgcggttt gttaactgaa gccgaactgg acgacatttt
  4432921 ctctgttgaa aacctgatgc acccagccta taaagcgaaa cgttataccg atgaaaatga
  4432981 acaataatgt aaatattcgg tagccctcta aggcacgcat gctcctctgg acagcgtgcc
  4433041 tttttacttt ctggcaaaca caatttttta acttttacgt tcaaatttaa acaaggagta
  4433101 aacactatga tagccgtaga attagtcatc gttctgctgg ccatttttct tggggccagg
  4433161 ttaggtggta ttggtatagg ttttgcaggc ggaattggtg ttctggtatt ggcgatcatt
  4433221 ggtgtcaaac ccggcagtat cccgtttgat gttatttcaa tcatcatggc ggtgattgcc
  4433281 gctatctctg cgatgcaagt tgcagggggg atggattatc tggtgcagca aactgaaaag
  4433341 ttactgcgta agaacccaaa acacatcacc attcttgcgc cgctggtcac ttattttctg
  4433401 accatcttcg ccgggaccgg taacatttca ctgtcagctc tgccagtcat tgccgaagtc
  4433461 gcgaaagaac agggcatcaa accttgccgc ccactgtcta ccgctgtcgt ttccgcacag
  4433521 atagccatta ccgcatcccc gatttctgcg gcagtggtat atatgtcttc ggtcatggaa
  4433581 ggccagggtg tcagctattt acatctgctg atgatcgtta ttccctccac cctttgtgcc
  4433641 gtatttgtga tgtctctcat cgtctcttgg tgctttagct ccaagctgtc cgatgatcct
  4433701 atttacctga aacgtttgga agaaggttta gtcaccctgc gtggcgacac cgtaaaagtg
  4433761 atcaaaccac gggcgaaaac ttccgttctg ctgttcctgg ctggggtact ttgtgtggtg
  4433821 gcttatgcga tcatcaacag cccaagtgtt gggctcgttg aaacaccgct gatgaacacc
  4433881 actaacgcta tcctgatcat catgctgagt gtcgctacca tcaccacgct ggtctgctcg
  4433941 gttgatacgg attcgatctt gaactccagc accttcaaag ccggtatgag cgcttgtatc
  4434001 tgtatcctgg gtgtggcctg gttgggtgat acctttgtac aacacaacct tgagtggatt
  4434061 aaagagaccg cgggtagctt gattcaagcg cactcatggt tactggctgt gattttcttc
  4434121 ttctgctccg ccctgcttta ctctcaagct gcaaccgcca aggcattaat gccaatggcg
  4434181 ctggcgctga acgtttcacc attggcggca attgcctctt tcgcggcagt ttctggcctg
  4434241 ttcatcctgc caacctaccc aacactggtg gctgcggtgc aaatggatga cacagggacc
  4434301 acccgtattg gtcgctttgt gtttaaccac ccgttcttta tccctggcac catcggggtt
  4434361 gcactggccg tttgtttcgg ctttgtgatg ggcggtctgg ttctgtaatc tgtctgatgg
  4434421 ggcgcatcat gcgccccaat aacttcggtc tatctctcac cgttacataa atcatcttct
  4434481 gactggcccc ggcttcgggg tatagtatga tttgtaagct tattacgtaa catatcgcgt
  4434541 tatcacgccg ctctcgacac catcataaaa cagcgcgacc gaagaggtta atatgtctga
  4434601 ttctgatgct atgactgatc caaatgcagt gtcttattca aatgctatcg tggtattgtg
  4434661 caccgccccc gatgaagcca gcgcgcaaaa tctagccgcg caggttctgg gggagaaact
  4434721 ggccgcctgt gtcacgttgt tgccgggggc gacctcactt tattactggg aaggtaaact
  4434781 cgaacaagag tatgaggttc agctcttgtt caagagcaat actgaccatc agcaggccct
  4434841 tctcacttat atcaaacaac atcaccccta ccagacgccg gaattactgg tgctaccggt
  4434901 acgagacgga gataaagatt acctgtcatg gctcaacgct tcattactct gatcctgctg
  4434961 ctgtgcagcg tattactcgc cccgcacagc gcccagtcct cactctttgg tgagaacgcc
  4435021 tcttttggta ccaaaaacag tcagagccgg tttattccgg tcgatcaagc gttcgccttt
  4435081 gatttccacc agcaaggcga tcagctgaat ctgagttggc aaatccatcc cggttactac
  4435141 ctgtatcgcc agcaaataaa aattgtaccg cagcaagcgg ctctgggagc attcaccctg
  4435201 ccggaaggca ttacgcatca tgatgagttc tatggtgaag tcgagatttt caagcagcag
  4435261 ttaaccctga aaatccccat tacgcaggcg gctgaacagg ctagcgtcag tgtgacctat
  4435321 cagggctgtg cggaagccgg cttctgttat ccaccagaaa cgcgggtgat cccacttgat
  4435381 gtggtcgttg ctgcttccac ggcttcaggc actgctgccg tcaattcgtc cgctaccgtc
  4435441 aatccaccag cgacaacaca gccagagggc gatgccacac cagtaccgtc tacgttaccc
  4435501 ttctctccct tgtgggcgct gctaatcggt atcgggattg cgtttacccc ctgtgtttta
  4435561 ccgatgtatc cattgatttc agccgtcatt cttggccgtg aaaaaccaca cagccaacgg
  4435621 cgaatactga tattagcggt ggtgtacgta caagggatgg cgctgaccta taccttgcta
  4435681 gggttagtgg ttgcggcagc aggtttacag ttccaggccg cgctacagca tccttatgtg
  4435741 ttgattggct tgtcggtatt attcgtgctg ttggcattat caatgttcgg cctgtattca
  4435801 ttgcaattac cttcatcgtt acagacccgc ctgacacagt ggagtaatag ccaacgtggc
  4435861 ggctcactgg ccggtgtatt tgcgatgggt gcactggcgg gtctgatttg ttctccctgc
  4435921 actaccgcac cgctgagcgc gatcctgctc tatattgccc aaagcggtaa tatgctggcc
  4435981 ggtggtggga ccttgtacct atatgcgctt gggatgggga tcccgctagt ggttgtcacc
  4436041 ctgttcggca acaagctcat tccacgcagc ggtccgtgga tgcaatatgt caaagaggct
  4436101 tttggttttg tgatcctggc gctgcccgtg tttttactgg aaagggtgct gggggatgtc
  4436161 tggggtttac gtttatggag cctgctggcc gtcgcgttct ttggctgggc gtttgtattg
  4436221 agcctgaaag cgcacgctgg ttgggtgcgg gtctgccagt tattgctctt ggccgcactg
  4436281 ttgatcgtgg ctcgcccctt gcaagattgg gcctttaacg gcaacacgca gcagaacgca
  4436341 gtcaagcata taaactttca accagtggct aatttacccc aattgcaagc cgtattagcg
  4436401 caggcgcagg gtaaaccggt gatgctcgat ctgtatgcag actggtgtgt ggcctgtaaa
  4436461 gagtttgaga aatacacttt cagtgatgat aaggtccagc gccagttagc caataccctg
  4436521 ttgctgcaag cggatgtcac cgccaacaat gctgaacatg ccacattatt gaagaaattt
  4436581 aacgtgttag gtttacccac tattctgttt tttgattctc agggcaacga gatcactgcc
  4436641 gcacgggtca ccgggtttat ggacgctgcg caattcttac agcatttaca aaacaccccc
  4436701 gcggttacaa aataaatagc tgtcgccacg gcgagtaggt ctcgccgtgg cataatcaac
  4436761 gctcaatcac gacaagtcat ggtacaactg cggcgtctga taaccgtttt ttcaactggc
  4436821 tgtattgttg ctcaacatat tgctctgccg cagtttgatc gctaatcgcc tcgaccttaa
  4436881 ccgcacaatg tttaaattcc ggtgtttttg acacgggatc aacatggtcc acagtcagtt
  4436941 cattacaggc cccaatccac cactgatagg tcatatacac cgcaccacga ttagcccgtt
  4437001 cggtcacact ggcacgggcg atcactttcc cgcgtcgtga tgaaatccag atcagcgcct
  4437061 gatcgataac ccccaaatag ctggcatcct caggatggat ttgcacatag cccggctcat
  4437121 ccgccaagat ttttagcgtg ccgcagttac cggtcattga gcggcaactg taatgcccca
  4437181 cttcacgcac ggtacagagg gccagaggat aatcactgtc ggtctgctca tgaggcggct
  4437241 gccacggcgc gcaactgagc aaacctttgc cgtcagccgt cgcgaattgg ttatcggtat
  4437301 agagataagg tgttccaggg tgatcttcgg ttgggcaagg ccattgcacg tagcccaatc
  4437361 ctgccagttt ctcataggtg accccagcga atggcgggca caggccacgc atctcatccc
  4437421 agatttgctg cgtattttgg tatgccatcg ggtaacccat ggcggttgat atcaggctga
  4437481 taatctccca gtccggtttc acatcccctt tcggttcaat ggctttatta aagtgctgga
  4437541 acccccggtc agcactggta tagacccctt catgctcccc ccaggatgtt gcaggcagta
  4437601 cgacatccgc cagttctgcc gttttggtca taaagatatc ctgcaccacg accagatcca
  4437661 gtgcggcaaa agccgcacgc atcgccgcta aatctggctc ggtctggatt ggatcttcac
  4437721 caaatacgta gtaggcctta agcttccctt ctgccacttt atgcggcaca tcagtaatcg
  4437781 aatacccaac atgcgcgggc agttcagcga ccccccaggc gtgagcaaaa cgcgctctgg
  4437841 cctcactgtc ggtcactttt tcatagccgg ggaaggtatt cggcaacacg cccatatcac
  4437901 acgcgccctg tacattattc tgacctcgta ctggcccgac gcccacattt ggtcgcccca
  4437961 gattaccggt taataacgct aacgaagaga gccctttcac cacatcaacc gcctggcccc
  4438021 attgggtcac gcccatcccc catagaaggg tggccgcagg ggccgcagca taagtgcgca
  4438081 tggcctgacg caccgctttg gcagacagcc ccgtaatcgg ttcaacatcc tctgggcggt
  4438141 atgcggcaac gcctgctttc agttcatcaa agccacgggt atggtcgcgg acataatttg
  4438201 cgtcgtagag tttttcttca atcagaacat gaataaatgc attgaccagt gccatgttgg
  4438261 caccattttt cagcggcaac cattgatcgg cgatacgggc ggtttcgata tgccgtggat
  4438321 cacagacaat aagtttagcc cccttatttt tggctttcag aatacgtctg gcaacaatgg
  4438381 ggtgagaatc cgccgcgtta taaccaaaga ccaaaatgca gtcagtattc tcaatttcac
  4438441 cgatagagtt gctcatcgcg ccgttaccca gcgtttgctg caatccagcc actgacgggc
  4438501 catggcacag gcgggcgcag caatcaatat tgttggtacc gatcgccgca cgagcaaatt
  4438561 tttgcatcac ataattggct tcgttacctg gcccacggga agagcccgtc atcatgatgg
  4438621 catcaggccc atgacgttct tttatggcgc taagtttagc cgtgataaac gcaatcgccg
  4438681 cctcccaact cacgggctga aacgcctcgc ctcgctgacg ccgcaataag ggcgtggtca
  4438741 accgtggcgt caacaagcgg gtatcgttaa gaaaatccca gccgtagtac cctttcagac
  4438801 acaacgctcc ctgattagtg acaccatcag cgggttcggc accgacaatc tcgccgtctt
  4438861 cgaccaataa atttaactta catcccgagc cgcaataggg gcagaccgtg aggatctttt
  4438921 tcatttttta tccttatgat cgtaggttaa cgggcgatac ctggtgcgct gcctcgtgcg
  4438981 gcccgcaact gtttttcgcg ctgtagggct tccaataccc ctggcgtcac cagtttcaat
  4439041 gcattagtcg ggcagacctc aatacaagct gggccggatt cccgctgatg gcataaatcg
  4439101 catttatgcg cctgtgctcg ccctgatcca ctcgccatca ccggttgact gtctgccgcc
  4439161 tgttgaccat cggctggccg ctcaataatg ctcatggcac caaacgggca caccaacatg
  4439221 caggttttac agccgataca ccgcgacgcc agcagttgca caccatggga ccccgtgata
  4439281 atcgccccgt ttgggcaggc gttttcgcac ggcgcatctt cacattgatg gcagagtatc
  4439341 ggtgtgctga ccgcaaagct tttcatgacg ctcaggcgtg ggtgaaactg ctccggcata
  4439401 agggtactga ccttattatc tgcgctatgc gccaccacac aggcgatttc acaggtccgg
  4439461 cagccaatgc actgagtcat atcagcgata acaaaacggt tcatctttct ctcctggccg
  4439521 caggcgttat aaaacgttca aataatacgc aatactctct gccgctttgc gcccctccgc
  4439581 gatggcggtc acaatcaagt cagctcctcg cacaatgtcg ccaccggcaa aaattttggg
  4439641 attactggtt tgatagggat agccggagat agtcggcgca accacgcgcc cctgtttatc
  4439701 cagcaccacg ttatgttctg ccagccatga catccggtgc gggctgaaac caaaggccat
  4439761 gatcacggca tcagcaggaa taagatgctc ggaaccggtg ataggcaggg cttgtcgccg
  4439821 cccttgggca tctgcctgtc ccatttcagt gcgaaccatc ttgatacccg tcacctgtcc
  4439881 cgattcatcg accacaatgc tcatcggctg gaggttgaac ataaattcag ccccctcctc
  4439941 acgcgcattt ttcacctcac gtttagaacc aggcatattc ttctcatcac gccgatacgc
  4440001 gcacactacg cggcttgccc cctgacgcag ggaggttcga acacaatcca tggcggtatc
  4440061 accgcccccc aacaccacca cgcgttggtc ctgcatactg acataagggt gagcgccatt
  4440121 ggcggtgtaa cccatcaaat gctgggtgtt accgatcagg aatggcaagg catcgtaaac
  4440181 gccctgagca tcctcatttt ctaatcctga gcgcatggaa cggtaggtcc caaccccgag
  4440241 gaacagagca tcgaagtcgt ggagcaggtt ttccatggtg atatcgcggc caatttctgt
  4440301 attcaggcaa aactccacgc ccatctcggt gaaaatttct ctccgccgag tcatcaccga
  4440361 tttttccagc ttgaaagccg gaataccaaa tgtcagcaaa ccgccaattt cgggataacg
  4440421 atcaaacacc actggcgtga tgccattacg taccagaata tccgcacagc ccaaacctgc
  4440481 tgggccagcg ccaataatag cgacccgttt accgctgggt ttcacctgtg acagatcagg
  4440541 ccgccagccg gtcgccagtg ccgtttccgt gatatgccgc tcaatctgcc cgatagtgac
  4440601 cgcgccatcg tggtcattca gcgtacagga ctgctcacat aagcgatctt gcgggcatac
  4440661 ccggccacac acttcgggca agctgctggt ttgatgggat aattctgctg cttcatggat
  4440721 ccgcccctga tgggccagcg agatccattt cgggatggcg ttatgcagtg ggcatgtcca
  4440781 ctgacatatg gttttatcac cgcattccag gcagcgttca gcctgttcat ggatttggct
  4440841 ttcggtaaat ggcagataga tttcagcaaa acccgtttta cgctctgcca acggaatttt
  4440901 tttcggctcc agacgtggtg cccgtggccg ctgcaagagg ttaaccggtg ttgcgtcgcg
  4440961 gatgctttta tttgacgatg cactggccgc ctgtaccacc gcgcgactga acaagcggcc
  4441021 attgtgctca ttcagcgcca tgtgttggcg cttttgctgc tgttgatgca gtaaatattg
  4441081 ttggtccacc aaggtcagag cctgcgtagg gcaggtttta atacaggcag ggccatcagg
  4441141 ctgatcaaga caaaggtcac atttttgtgc ttctgtacgc cgatagacat ccgctaagcg
  4441201 gtggctggcg ggttgaaccg tttcggtgac tacggtcatc atgccaaacg ggcaggcgat
  4441261 catacaggtt ttacagccaa tacatttttc ctgaatcacc tgaacacgat tattcaattc
  4441321 aacaatggca ccattcgggc aggtgctggc acaaggggca tcttcacaat gatggcaaaa
  4441381 tactgccgtc gcacattgat cgcctttgaa tactttcacc cgtggggtga aatattccgg
  4441441 tttatcagga aactggccct catgatgggc gaccacacaa gccacttcac aactccgaca
  4441501 accaatacag ctctcagcgt cagcaacaat aaatggattc attatatttc ttcccagaag
  4441561 tcatgccatt gccggataaa tagttattat ttgcaacaac tcgtcacaat gcttatccca
  4441621 taattaacct tataaacata atggttatag tgttgtttca ttacaattaa tttttagagc
  4441681 gaaagaatat aattgctaga gcgaacatgg ccgccaatgc aaatcgataa aaagggtgag
  4441741 cctcttagat aaatacccaa atgaggttct ggagagaata ttgcagagat tggctttctc
  4441801 cccctgatga taggaaaatc ccaccgcact cgtggtaagg tacaacgtca accgacaacg
  4441861 gggtgcccgt aaagataggg ctattggcaa aaaatggatc atttgcagaa taagcagcgg
  4441921 tcaaccacac ttgccagata aagaggttgg aggagagtaa cgtgcaacgt gaacaagttt
  4441981 taagtaacgc actcaatctg ttagaacagc aagggttggc aaataccacg ctagaaatgc
  4442041 tcgccaaagc gctgtcagtt gaagtcagtg acctgacacg cttttggcca gatcgtgagg
  4442101 cattgctcta cgattgcctg cgctatcaca gccaacagat tgatacctgg cggcggcagc
  4442161 tacagctgga cgagacccta tcaccgcagc aaaagctact ggcacgctat caaacactga
  4442221 gcgagcaagt gcaaaaccag cgctaccccg gctgcttgtt tattgctgcc tgcagtttct
  4442281 atcctgatac tgagcaccct attcaccaat tggctgaaca gcagaaacag gcctcgctgc
  4442341 actatacaaa agccttgctg caagagatgg atgctgacga tgccgatatg gtcgcacagc
  4442401 agatggagtt gattctggag ggttgcctga gcaaattact gattaagcgt cagttggcag
  4442461 atgttgaggt tgccaaatgt ttagcggaag acatattaac agtggcccaa tgccgtaaaa
  4442521 atggtgcctt aagctgagtc tttctagcgt aaactttacg gcaagcgccg ggcgattttt
  4442581 cctacttttg cctgaaaaga gagcgatcaa catagtttta gcggttttag gttataaatt
  4442641 cgttgacgat cagcagccaa tacggtttaa tgcgccccgt tgcccggata gctcagtcgg
  4442701 tagagcaggg gattgaaaat ccccgtgtcc ttggttcgat tccgagtccg ggcaccatta
  4442761 tttataaggc ctcgctgcaa agcggggctt tttcgtatct ggattctggt ctatttccgg
  4442821 tccaattccc cgccgatgca acatattaaa caggttgcct gattctattt aagacctccg
  4442881 ttgaaaatcg gaggattacc cttgcagata aacctttggt aatcgtcttc agagcgataa
  4442941 atacaaacct caatggtgaa catatctggt cagtaaatga cggaggtgat tcgggttgta
  4443001 tcgtttgcct tagattatac tatgcgcatg gtgttgaaca tgatcgtgac gtaaacgcag
  4443061 ctatcaccag acaacacaag ggcataactg atttaaacac aatgaaactc atcgcagctc
  4443121 cccattaagg ccaacgtaaa tctgccatat cgacggttgt ggcttatgcg atgagaaatg
  4443181 tcgcttaggg tcaggtgcaa cgactcaacc ccaaagattc tatttcatag gtttgtatgc
  4443241 ttgtgcgcga tgataatctg attccttgca taatattggt aatcactaat ctatttttag
  4443301 gttccacatg ttgaagatag agtttttctc caccataacc tgatataggg aatacccatt
  4443361 cttgtccagc ctgtttttta ctaccaataa tatccagatt aaggagttca tttccatcag
  4443421 cattaaaata acgtagtaca gcgtaagtcc ttttgaatcc actatgtgga gtaccactta
  4443481 caattttaac ttcaagtttt tttgtcacta aattaagctt agttgtcaaa aattctcggt
  4443541 cattaattcc tttaaagata aaactaaatg cattacccaa gtcttcattt ggcttttcat
  4443601 agtaggaaga aatacaatca gcatattgct ctagtaaacc ttccttttgt gggctaggaa
  4443661 agatatcgat tgccaaatat atattatctt tagcttctga aaaattcgca tgccacatta
  4443721 tagggtgact acgcagcatt tctgctgccg attttatatt ttccaataaa aaaacctttg
  4443781 gatcattatt caatttgatg ttttgcaaac cataaggcgt gataataaat tcattgtaac
  4443841 tggatttatt atcaatcaca cctttatatg ccggagttag ctttacccta ccaggctctt
  4443901 tgtgaaagat atcaataaca taacaagaag atagtggaaa atcattttta ctcagcgatt
  4443961 gattagttcc tgtaataact tcattgagta gctcattatt atctttgtct tttattctta
  4444021 ttctcgcata catgccaggg aaatgataat gtggtttagt cttagtaata tcaacgctga
  4444081 cagtatcatt ttcttgatca aaaaatatag ttgcaaatgt ataatcattt agtccctgca
  4444141 aagaaatttt ttgtgaaaca attggagatc ctattctgtg gacaaaatca acttgtgttt
  4444201 ggctatcttc atttttcact atcagataat taatttgtgg tgcatatttt ttatttcttc
  4444261 ctgttggaat tcgcaatgta taagcaccaa cggggagatt atataaagtt tgttttttat
  4444321 ccataataga ttgattatac acatagttgt caccattcag tataagcaat tcttcgccat
  4444381 atatctgagc gaaatcatct atagaaaatt gcaatgtcaa attacttttt atatctgtaa
  4444441 attcaatact atccacatca acaagactga gttcactatt caaatctagc gttttcttaa
  4444501 cagcagtgag ttcatcacct tgcaagagtt gatttaatgg atataccgcc tttgcatggc
  4444561 taaataagtt acgttgatat tgatttttag atatatgtcc cccaaccatt tgtaaaaata
  4444621 gtgtaacatc aactcgattt tcaacagttg cgaaactatt tgagagcata tctaacaccg
  4444681 agcctacgct ttgatcagta tttttacgct cacgatatat ctggttgaaa tgagtaaaac
  4444741 aatttacccc cgctttttcc agcatcagca tgataaaata taatttgcta cgttcccccc
  4444801 aagcatttac ttctttacca ttattaatgt tatttaaaat acttttttca acctcttttt
  4444861 gcttaccgaa attatatagc caccctttat taaacttttc agcacctaac ataacatctt
  4444921 ggtagcaggc agcataaata ttattccata cttctcttgt ggaaaaatat ttatcatcaa
  4444981 taaacccgcc ctgataacca tgcgcaattt catgtaggca gccccagtta gtagcattgg
  4445041 gagaaagcca aaatgtattt atagaaccag aggatgaggc aatccaatta ttagaataat
  4445101 atgctgcccc accgccccct ttatctgctt tagcaaagta acgatttcgt gtgtttccgt
  4445161 cagaatatct ttgcggttca aaagacaagc cagccagaga attattgaaa gaaaaaatat
  4445221 cttgataaaa ccccaaaact gtatcaatac cgccactcgt actgaaagat tttagcctgt
  4445281 ccttactaac ttccgggatc agaattatta catattctga ttctaccacg ccaaactcgg
  4445341 cattctgttt atcccaactt tcaaagaaga tgctctcatc ctctcctttt tcataaactg
  4445401 gcagtaattt agaagtatcc ggatactcaa aaacaatctc aggaataatc ccatcactat
  4445461 atggggtatt aataaagggt actgaaatag catcgacact cagctctatc caatcagtat
  4445521 taaaacttat cgatcgttga gtatttttat tatcattgag taaatataat ttaagttttt
  4445581 ccttatattc agcattgact tgtctgactt taatcatttc acctgcagca agaataatgc
  4445641 ctaaatgttg cctatcatga tctatacctt ttgacatccc ggccttaact aaccattctg
  4445701 ggtatggcaa gattttaatt ttctttgatt tcgttacttg tctcataaat ataaccctca
  4445761 ctaaaattac ataacttata gattaaagcc ccaatgtaat tcattagtga tatttacata
  4445821 taaaaaatta ttttgaaata tatctagcac ttcatatata attaatacct cacccataat
  4445881 taacaaatta aaataaggcg tcttgttgtc aataaaaaaa ctgccatcac tgaacgtagc
  4445941 catgagtgta gtagatcaga cttgatctga cttattccag tttaaacgcg gaggtaaagg
  4446001 tatgtcgttt cactctcacc tcgttaatat tgctaattat ataaacaaca aggtgtcggg
  4446061 tcttattgaa tcattacaat ttcatcattt tgtgctaaaa ataactttac aacgaaatta
  4446121 atgagtaaaa taatagaaca gtattttttc atgtgtcatt ggagggtaaa gtatgcgtta
  4446181 tttattatct ctgtctgttt ttcttatcgt ctctcttaat cctgcatttg ctgaatggac
  4446241 tggtgataac gtagaaggta tgcattcagg catgattata aataaatttc attcaggcca
  4446301 ggttgatggg aaaccttatt tctgcattga ggcattcaag ccgtcaacaa cgataacagc
  4446361 ctgttcagta aaggacacct ccatatgggg agcatcatat aacacgttat atgatcaggc
  4446421 tatgtattat tatacaaccg gtaagcgtat cagagtttat tacgctccgg atgtctggac
  4446481 taataatagt tttgtgaggg cacttacagc aaatgctctg gttggattct caacgtgtat
  4446541 ctcggaaagt tcgtgctttg gcccggatag aaaaaaacat aaatttaccg tgcattgaca
  4446601 ttaaagtgaa tgtttccttt taatgtcaac gaacccgcca atgtgcgggt tttgttattt
  4446661 ctaaagccat attcgactaa aaagattcaa tttgtctgat tttttgggtg atacctccaa
  4446721 tgagtagaac atgtattttt caatgcaggt ttcgataact ttttcatgta gctcagtaga
  4446781 gcgtgagaag cagatagttt tgcgcgcgag ccttttgatg tatgtacgta aagtcaggtt
  4446841 gttgcgttca atgcgctgag taaagatttt gccagtcaga tggctatctt gcggtacgag
  4446901 cctagcatag ctaccccagt catcgcgggt gatcataccg atattgaagg gcgtaagcag
  4446961 caccagtaat tcacgacaag tttcattcgt gcacggtccg aaagtatagg ccagtacata
  4447021 aattaaatca cctctaactt aataggctta tacctaagtt acttcgagat gccagtaggc
  4447081 gggaaccctt ttgaacagca ttgattctgt tcaaatgggg aagctcatta atccccaggc
  4447141 gcttatttat tttaagatca acaacactac ttattttaag atcaacaaca ctaagtgaca
  4447201 gggatgagca agggcagcgc aatttttgct gactgactgc cgttaatgcc ataaaacccg
  4447261 tcaatctgcc accagaatgc cattttgtga tcatcatcat tcttacctac tgaattttgc
  4447321 cagttttcct tgtcctaagg cagtcagccg aaggtgacaa ggctgcacac tatttagact
  4447381 ccttcgtcat cagcggtttg tgcgcccttc atgttctgcg cctacccgca ccatcacagc
  4447441 gaaggataat aagatgaata atgcgattat attggggata atttggcatc tggtcggtgc
  4447501 tgccagtgcc gcgtgtttct acgcgccgtt taaacaagtt aagaaatggt catgggaaac
  4447561 catgtggtct attggggggt tggtctcctg gcttatcctt ccatggacgg tcagctatct
  4447621 gttattacct gatttttggc aatattacgg ttccttcagc atcgctacct tactgccggt
  4447681 atttctattc ggcgctatgt gggggatagg taacatcaac tatggcctga ccatgcgtta
  4447741 ccttgggatg tcgatgggaa tagggatagc catcggtatc acactcatta tcggcacgtt
  4447801 gatgacccct attctgcaag ggcgttttga tgtgctcctc ggtacccccg gtgggcgaat
  4447861 gaccctttta ggggtgttcg tcgccctgat cggtgttgcc atcgtcagtt atgccgggtt
  4447921 actgaaagaa cgggcaatgg gcattcaggc ggaagagttc aacctgaaaa aggggctaat
  4447981 attggccgtg atgtgcggta ttttctccgc cggtatgtca tttgctatgg atgccgcaaa
  4448041 accgatgcat gaagccgcca gcgcattagg gatcaactca ctgtatgtcg ccctaccaag
  4448101 ctacgtcata attatgggag gcggggcgat catcaacctc agctattgtt ttatccggtt
  4448161 ggcaacactt aaaaacttgt cagtcaaagc cgacttctcg gttgccaagc cactgctgat
  4448221 caccaacatt ctgttctcgg cattagccgg tttgatgtgg tatctgcaat tcttctatgc
  4448281 ttggggccac gccaagatcc cacaacagta tgattatatg agctggatgc tgcatatgag
  4448341 cttctatgta ttgtgtggcg gtattgtcgg cctgctactc aaagagtgga aatgttcaac
  4448401 caaaaagcct gttgccgtgc tgtgtattgg ttgtctggtg attattttgg ctgcgaatat
  4448461 tgttggtttg ggtatggctg cgtaatatct gttatcgcta cgtactatct attattgcta
  4448521 agtactatct attattaaag atgatgatat tgacgggcag cgttgaaaaa cctgcccgtt
  4448581 atcttatggc taatcgtggt gaagaataat gctaaatgag atcgctgtgg ttatcacggt
  4448641 tcatttttag cgggtaatac cggggagcgg ataaagcgct ggcgataatc tcgtggggtc
  4448701 ataccggctt cacgggtaaa aacagccgag aaatagttac tgtcctcaaa cccacagcga
  4448761 gcggcgatat cactgatacg atgctcactg ccgcgtaata aacacttggc atgacacaag
  4448821 cgaatctggc gtaggtagtg gctgatactc atgccggtct gctggcggaa cagttgcttg
  4448881 agagaacgtt caaccaactg atttttatgg cagaaatcag ccatatcaaa ataggctccc
  4448941 agactttgct gcaacgcaga catgattaaa tcaagctgct cgccatcggg cagtaagtga
  4449001 gcttgctcag ctctatagcg atggcgtttc agcacaatgg caagttgcaa taacaggact
  4449061 tcagtcagtt gtatcgacca ggaatccgtc ttgcgcgatt cctgcgctaa ctgttgaatg
  4449121 atgggccgtg cctgcgccat gccttgtgtc gttaaccgcc aatagccctg attctgttca
  4449181 ggtcccaaag gcggcagtaa cttatgccat tgcgcattca ggtggagtcg ctctgggcaa
  4449241 tagataatat tatctaatac caaatcatgt acggattcgt agctatgatg gtctgcggct
  4449301 tgaatataaa aaacgtcccc acaggtaatg cgataagggt ggtcattcag gacatgtaaa
  4449361 ccatttcccc gccagacaat cacaatttca caaaattgat gggtatgctc tacgaaggtt
  4449421 tcctgcgggt atcgattggt taccgccacc ggcatctgtt ccgagagtaa ataatcccgg
  4449481 ctttctaaca gcagtggtgc ccgcatgtgt gcagccttat cgttataggt taattaatga
  4449541 cttgttcatt atcttgaaac ggccaatttt taccgtgata cccttcaatt tttaccgtaa
  4449601 tacccttcac gccctttctt gcagggcaat tcaagcggct aaagctggct acgcaaatca
  4449661 cggggagact gtgaaaactc gcgcttaaat aaagttgaga agtggttgct gtcgccaaaa
  4449721 ccacacagat aagcaatgtc agtgacgcta ttgtcgctgt aacacagttg atgacgggct
  4449781 tgcagtaagt gcaaacgtgt cagatagcgt tggggcgtca tcccggtctt attttttaac
  4449841 tggcgatgta gagtacgcaa tggcaatgca aagcgatctg ccaattccgg ccattcaacc
  4449901 gcctcgctat agttattttg tagccaatcc aacagttggt ataaccgccc ttcctgatca
  4449961 tcccctacct gcgtctgaca cccttgccac agtttcacca atagctgcat aaaaacactt
  4450021 tcatgcagag cgatatcctc aacctgatca cttttcgggg cgtgttccag acaagcaatc
  4450081 aagcacttta tttgctgtaa aacctggccg ttaacccgcc aatgggaggg atagacccca
  4450141 tcacattctc gaggcaggaa gtgcccgaca ccagataaaa agcgaaaggc atctggggca
  4450201 cgaaacaata cgttggtgag gaacagatca tccgtggatt caaacaaatg gcgatcatgg
  4450261 tcacggacaa aacagacgca accgcgactt aatgtgtagg gattgccatt aaaaacatgt
  4450321 acgccagccc cctcttctac aataacaatt tcataaaaat catgatgatg ctcaggaaat
  4450381 gccgattgcg gcgcacgcgc ttcaatcgcc acaggtgctg agctggaaga gaaaaaatca
  4450441 atactgtgca atacagtcat cttttgccct ctttcgacag gcacggcgaa atcgccctgc
  4450501 ttcagtcctc gatagtaaaa gcagcagtga tgactaaacc ttcaattttt gacattaaaa
  4450561 accactttgg cagcgatttt ttttagatag gcatgacaat gttgaaaagt atgcgcgggg
  4450621 tcacagggga atgggctgcc gcctaaatac gaaactgtga gctgtttcac tttcactttc
  4450681 gtcattctgc catcaagcca tagcggttgg cagtgatgag aaggtcgtcg aacaggcaaa
  4450741 tttctacact gttggcattg agaaacaaca ggccgcttat catgcccaca ccatctacat
  4450801 gttcgccatc tacatatgca caacccatat gttcacaacc cacatgttca ccatcggcag
  4450861 tcacatcgcc aaaagctgca cggcacatgg ttgctattga ccttggcgcg tccagcggac
  4450921 gggtgatgct ggcaagttat tatcccggtc agcaacagct tacgttgcgg gaagtctgcc
  4450981 gctttaccaa ccagattaaa tctattgatg gctccgatgt ctgggatatc gatgccattg
  4451041 aacaatctat ccgtgaggga ctgagccaac tcgacagtga agggatagcg ctggacagca
  4451101 tcggtattga tagctgggga gttgattttg ttttgcttga taagcaaggg aaacggatcg
  4451161 gacagcccgt atcttaccgt gatagtcgta cgcagggagt gatggcgcgg gcgcagcaga
  4451221 cgctgggtag caatgcgatt tatcgccgca ccggtattca gttcttgccg ttcaatacgc
  4451281 tgtatcaact gcgggcatta agtgaacaac aacctcactt actcgccgat gttgcccacc
  4451341 tattattgat cccagactat ttgcattacc gccttaccgg ccagctaaac tgggaatata
  4451401 ccaatgccag tactacccag ttgctcaaca tcgaaaccgg cgattgggat agcgatttac
  4451461 tggcctatgc cggcgtaccg gcccattggt ttgccaaacc cggcaaacct ggcaatacca
  4451521 tcggctattg gcacagcgcc aacggtcagc aggttccggt ggtggccgtt gccacccatg
  4451581 acacggctag cgcggttctt gccgccccgc ttattgatgc tgatgctgcc tatcttagct
  4451641 ccggtacctg gtcacttatg ggcttcgaaa gcggtacacc actcacccac cagcaggcgc
  4451701 agtgcagcaa tatcaccaac gaagggggcg ctgaaggccg ctaccgcgta ctcaaaaata
  4451761 ttatgggtct gtggctactg caacgggcga cggatgaatt gcagattgac gatttaccgc
  4451821 agcttattga gcaagcggca cgacaacccg cttgccgctc gctgatcaat cccaatgaca
  4451881 gccgttttat taatccaccc aatatgtgcc gtgagatcca aaacgcctgc cgtgaacatc
  4451941 agttccccgt gccgaacacg gccgcccaac tggcccgctg tatctttgat agcctcgcca
  4452001 tgttgtaccg gcaagtggct caagaattgg caacactccg cggacgccca atcagccact
  4452061 tgcatatcgt cggtggcggc tgtcagaacc aatttctgaa tcaactgtgt gccgatgcct
  4452121 gtggcttgaa tgtaagcatg gggccggttg aggcctccac gctcggcaat attggtagcc
  4452181 aattaatctc gctgggtgag gtcgctgatg tcacccatta ccgccgtatc gtggcgaata
  4452241 acttcccatt gcaccattta tcccctcacg acaattcgga ctttgctgcc cattggctgc
  4452301 aattccagtc actgagtcaa ttacctaagg aactttgcat atgacgaact ctattgaaca
  4452361 ggcctgggat ctggctaaac agcgttttgc cgctgtcggc gttgatgttg atgccgcact
  4452421 cacccgtctt gatacgctac cggtctccat gcactgctgg caaggcgatg atgtcaccgg
  4452481 ttttgaggat cccgatggcg tattgaccgg cggaattcag gcaacaggaa actatcccgg
  4452541 caaagcgcgc aatgcgaccg agttgcgttc tgaccttgaa ttggctttgg cattaattcc
  4452601 tggccctaag cgcctcaatt tacatgctat ttatctggaa tctgacacgc cggttgcgcg
  4452661 caataaaatt gagccgcgcc actttagcca ctgggttgca tgggccaaaa aacaccagtt
  4452721 ggggctggat tttaacccct cttgcttctc tcacccactc agcgctgacg gctttacctt
  4452781 gtctcatgct gatccggaaa tccgccagtt ctggattgaa cactgtcagg cgagtcgccg
  4452841 ggtttctgcc tattttggtg aacagttagg aacgccgtcg gtcatgaata tctggatccc
  4452901 cgatggcatg aaagacacac cgattgatcg ccttgccccc cgtcagcgcc tgctatcggc
  4452961 tctggatgaa gtcatcagcg agaagttaaa cccggctcac catattgatg cggttgagag
  4453021 caaattgttt ggtattggtg ctgaaagtta caccgtaggc tctaacgagt tttatatggg
  4453081 ttatgccgcc agccgccaaa cggcgctgtg tctggatgcg ggtcacttcc atccaaccga
  4453141 ggtgatttcc gacaaaatat ccagcgccat gctgtatgtc ccacgcctgc tattgcatgt
  4453201 cagccgtccg gttcgctggg acagtgacca tgtggtgtta ctggatgatg aaacccaagc
  4453261 catcgccagc gaaattattc gtcacaacct gtttgatcgg gttcacatcg gcctcgactt
  4453321 ctttgatgcc tccattaacc ggattgccgc ttgggttatt ggcacccgca acatgaaaaa
  4453381 ggccctgtta cgcgccttac tggagccgac cgacaggcta cgtcaactgg aattacgcgg
  4453441 tgattacact gcacggctgg cgctgctgga agaacaaaaa tccctgccat ggcaagccat
  4453501 ctgggaaggt tactgccagc gcaatgacgt accggttgat gcccgctggc ttgacgcagt
  4453561 acgtgaatat gaacaacaga ttctcagcca acgttaagga ctcgtaatta tgcaagctat
  4453621 tctatcttcc tggtttattc agggaatgat taaagccacc agtgatatgt ggcacaaagg
  4453681 gtgggatgaa cgtaacggcg gcaatatcag cttgcgactg ctcgctgaag aggttgaacc
  4453741 ttatcgtcgt gatttttacc aacaaccccg caaagtggag ctcacgcaac cggctcccga
  4453801 actggcaaat agctggttcc ttgtcaccgg ttccggcaag tttttccgca atgttgaatt
  4453861 gaacccagcg gaaaatctgg tgttgctgca agtcagcaat gatggcatgg cttatcacat
  4453921 tcactggggc ctaactcagg gagggttacc cacctcggag ctggccgcac acttccaatc
  4453981 tcacatcgtc aggatgcagg tcagcggcgg caccaaccgg gtcattatgc actgccatgc
  4454041 caccaatctg attgccctga gttatgtaca aaaactggag aacgccagct tcacgcgcct
  4454101 gttatgggaa ggcagtacgg aatgtttggt ggtatttcct gatgggattg gcattgtgcc
  4454161 atggatggtg ccgggcaccg atgggatcgg cacacaaacg gcggagcaaa tgcgtgaaca
  4454221 cagcctggtg ctttggcctt tccacggtat ttttggcagc gggcccacac tggatgacgc
  4454281 ctttggcctg attgataccg ccgagaaatc agccgaaatc atggtgaaag tcctgtcgat
  4454341 gggcggcaaa aaacagacca tttcacgtga acaactgatc gcgctggcgg ctcgttttga
  4454401 tgttacgccg atggcagcgg cgctggacgc ctaatcccct cgattaaagc cctggctaac
  4454461 gtcggggcga atcatttatg cgttatttga ggagtacagt atgagtttca tgttggcact
  4454521 accgaaaatc agcttgcacg gcacgggtgc aatcggcgat atggttaaat tactcagtga
  4454581 caaacagtgg gggaaagcac tgattgttac tgacgggcaa ctggttgaac tcggcttatt
  4454641 ggacagttta ttcgcggcga tggcgcagta tcagttacct tacgggctgt ttggggaggt
  4454701 attccctaat ccaacagaag agttggtcca ggccggtttt gccgccttta cccagcatca
  4454761 atgtgactat ttgattgcct tcggtggcgg cagccccatt gataccgcca aagccatcaa
  4454821 aatactgact gccaatccgg ggccatccac cgcttattcc ggtgtaggta aagtcaaaca
  4454881 aacgggtgtt ccgttgatag ccatcaatac cacggcagga acggcagcgg aattgaccag
  4454941 taatgcggtg attattgata gccagcggca agttaaggag gtgattattg atagccagcg
  4455001 gcaagttaag gaggtgatta tcgataccaa tctcatccct gatattgcgg ttgacgatcc
  4455061 ctcagtaatg ctcaatattc ccgccagtgt cacggcggcg acggggatgg atgcccttac
  4455121 ccacgctgtc gatgtcaacg acggatgaaa agtgatccac ttatatctcc accaacggcc
  4455181 caatattgat ccaccgtttt actcaggatt agcttctgct ataaccccgg cctttcgttt
  4455241 ctgtctgagt cgatagcttt ctcctttgat ttgaacgaca tgtgagtggt gtaagatacg
  4455301 gtccagcatc gctgaggtca gtgctgcatc accggcgaac gtttgatccc actgcccgaa
  4455361 cggcagattg gatgtcagga tcattgcgct cttttcgtaa cgtttagcga tgacctggaa
  4455421 gaacagcttt gcttcttcct gactgaacgg cagatagcct atttcatcaa tgatgagcag
  4455481 gcggggggcc attactccac gctgaagcgt cgttttataa cggccctgac gttgtgccgt
  4455541 agataactga agtaacagat ctgctgctgt tgtgaagcga actttgatac ctgcacggac
  4455601 tgcttcatag cccatcgcta ttgccagatg ggttttcccc acacctgatg gccccagtaa
  4455661 tacgatattt tcattacgtt ctatgaagct gagtgagcgt aacgactgga gttgcttctg
  4455721 cggtgctccg gtggcgaatg tgaagtcata ctcttcgaac gttttcaccg ccgggaaggc
  4455781 tgccattcgg gtatacatcg cctgtttacg ttgatgacgt gccagttttt cttcatgaag
  4455841 cagatgctcc aggaagtcca tataactcca ttcctggtct actgcctgtt gtgacagcgc
  4455901 aggcgctgcg cttataaggc tttccagttg caactgcccg gcgagcgcca tcagtcgttg
  4455961 atgttgcagt tccatcatca cgccactcct ctgcagaatg agtcgtagat ggagagtgga
  4456021 tgatgcaggg ggtgtttgtc gaagttcacc agattttcat caagatgcac gtcatactct
  4456081 tttttctccg gaggcagtgc cagcatggac tgctgctctt cgagccagcg atcgcaggga
  4456141 cgggcctgga ttgtttcatg ctttcgttgg ttagcgacat cgtgcagcca gcgcagaccg
  4456201 tggcggttgg ctgtttcaac atcgacagtg atccccatcg ggcgcaggcg agtcattagt
  4456261 gggatgtaaa aactgttacg ggtgtactgc accatccgtt ccaccttacc tttagtctgt
  4456321 gccctgaagg ggcgacacag tcggggagag aagcccatct ccttgccgaa ctgccacagc
  4456381 gaaggatgga accggtgctg accggtctga tatgcgtcac gttgcagaac cacagttttc
  4456441 atattgtcat acaacacttc gcgcggcaca ccaccaaaga agcggaacgc attacgatgg
  4456501 caggtctcca gcgtgtcata acgcatattg tcagtgaatt cgatgtacag cattcggctg
  4456561 tatccgagaa cagcaacgaa cacgtgaagc ggtgagcgac cattacgcat agtgccccag
  4456621 tcaacctgca tctgtcgtcc gggttcagtt tcgaaccgaa cggcaggctc ctgctcctga
  4456681 ggaaccgaga gagaacgaat gaatgccctg agaatggtca ttccgccacg atatccctgg
  4456741 tctctgatct cgcgagcgat taccgttgcc gggattttgt aaggatgagc atcggcgatg
  4456801 cgttgacgaa tataatcccg gtattcatcc aggagtgaag caacagcagg tcgcggcgta
  4456861 tattttggcg gctcagattt tgcctgcaaa taacgtttaa cggtattgcg ggagatcccc
  4456921 agttctctgg caatcgcccg gctactcatt ccctgcttgt gcaggatttt aatttccata
  4456981 actgtctcaa aagtgaccat aaactctcct gaatcaggag agcagattac cccctggatc
  4457041 tgatttcagg cgttgggtgt ggatcactat tgcaccgttc gttacagtcg aagcgtatgt
  4457101 ctcgttaggt gcacatacgt taacggacca ttcagcgctc gaatcaatcc gtcttatcag
  4457161 ccaatggttg ccattagcgg tcgctgacgg caaaaaccta caagcgcgcg aaatgatggc
  4457221 atgtgggcaa tatttggcgg gtatggcgtt taacagtgct gggctaggtt tggttcacgc
  4457281 actggcccac caaccgggtg ccacacataa tcttcctcat ggcgtctgca atgctatctt
  4457341 gctgccggta attgaagaat ataatcgccc gcaggctacc cgccgttttg cccgaattgc
  4457401 acaggcaatg ggggtagaca ctcaggacat gagtgatgag caagcaagtc atcaggcgat
  4457461 agcggccatt cgtcagttat cgctgcaagt tggtattcct gccgggttct ccgccttagg
  4457521 tattgaggaa agtgatattg aaggttggtt agataaagcg ctggctgacc cttgtgctcc
  4457581 ttgtaaccca cgttctgcag atcgggaaca aattcgcaca ctgtacttac aggcacttta
  4457641 agcgagggaa tatgatgata cgtaaagcgt ttgttatggc agtaaatccg gatgcccatg
  4457701 ctgaatatca gcgacggcac acgccaatct ggccagagct ggaaagcgtg ctgaaagcgc
  4457761 atggcgctca ccactattcc attttccttg atgagactcg caatttactg tttggcgttg
  4457821 tcgaaattga atcagaagaa cgctggaatg cggtggctca aaccgccgag tgtcaacgct
  4457881 ggtggcaaca tatggctgat gtcatgccaa gccacccgga taacagccct gtgagtcagg
  4457941 ctctgcgcga agtattttat ctggaatgaa atgttttacc tgaaatgaag tttcttgcct
  4458001 ggaacagaaa taacaacgtt aatgacgaag cgcccgccac ggagagaaca gcaaccagta
  4458061 aagacaccat ttcccctgca taaaaagagc attcctgaat actagaaccg cgccatccgt
  4458121 ggcgcggccg tttaaagcta atctgacgtc taaaactaat ctgacatcta aaactaatct
  4458181 gacgtctaag actaatctga cgtttaaaac tagccttaga acgggatgtc gtcgtcgaaa
  4458241 tccattggtg gctcgttacc gccttgtggt gcggctggcg caggctgcgc cggacgtgaa
  4458301 gcctgaccgc cactgaattg attgccaccc tgaggctgct gaggttgacc ccaaccgcct
  4458361 tgtgccccgc cgtcttgtgg cgctgcgccc ccccctgcag gagcaccacc gccctgacgg
  4458421 ccccctagca tttgcatggt accacccacg ttaaccacaa cttctgtggt gtaacgttcc
  4458481 tggccacttt gatcttgcca cttacgggtt tgcagtgcgc cttcaatata aacctgagag
  4458541 cctttacgca gatattcacc agccacttcg gcaagttttc cgaacaacac cacgcggtgc
  4458601 cattctgttt tttctttttg ctcgccggtt tgcttatcac gccagctttc agatgtggcc
  4458661 agggtgatat tggcaacagc gccgccgttc ggcatatagc ggacttccgg gtcttggccc
  4458721 aaattcccga ccaaaatcac tttgtttacg cctctgctgg ccatgtgaac tctcctgatg
  4458781 aaataaattt tataaagtat aaaccagtaa gtttaacacg ctaactgtta aacaacacgg
  4458841 atgatcataa ctgcgaaata tattgcagtt ctatcgcaac atctacctaa attacaacca
  4458901 aacactggat atccattcag gtttttttgt gtcataattg cccgtttcgt actggcggtg
  4458961 tccttttttt ggtgttgcaa agtgtaccta tttattgctc atggcactta tgtttttaag
  4459021 aaaagcaggc aactatactc aaagtcattg gcgttgcagg taggcagcca gcgagcaaat
  4459081 cccgatgaat ctacttattt taaggtcaac ggccagtaag tgattcgggt gagtgagcgc
  4459141 agctaacaac cctgcagctt caagtacgaa gagtaaaaaa ggcacgctga gaggctcagt
  4459201 tcaatccggg aagagtttga atggataata ttgaagttcg gggcgctcgc acccacaatc
  4459261 ttaagaatat caacctgatt atcccgcgcg acaaactgat tgttgtcacc ggcctatcag
  4459321 gttcaggcaa atcctcactg gcttttgata ccttgtatgc cgaaggtcaa cgccgttatg
  4459381 ttgagtctct ctccgcctat gcacgccaat ttctgtcgct gatggaaaaa ccggatgttg
  4459441 accatattga aggcctgtct ccggctatct ctatcgagca aaaatcaacc tcccataacc
  4459501 cacggtcaac tgtcggtact atcactgaaa tccatgatta cctgcgcttg ctgttcgctc
  4459561 gagtcggcga gccgcgctgc cctgatcatg atgtcccatt agcggcgcaa acagtcagcc
  4459621 aaatggttga taacgtgata agccagccgg aaggccgccg tctgatgctg ttggcaccgg
  4459681 tggtaaaaga tcgcaaaggt gaacacacta aaatactgga aaatctggcc gctcaaggtt
  4459741 acatccgggc gcggatcgat ggcgaggttt gtgatctgtc tgatccgccc aaattagagc
  4459801 tgcaaaagaa acacaccatt gaagtggtgg ttgaccgttt caaggtacgc gaagatctgg
  4459861 cgcaacgttt ggcagaatca tttgaaaccg cattggcgtt atccggcggt accgccgtgg
  4459921 tagccgatat ggacgatccg catgtggagg agttattatt ttccgctaac tttgcctgcc
  4459981 cgatttgcgg ttacagcatg agagagttgg aaccacgcct gttctccttt aacaacccgg
  4460041 cgggtgcctg cccaacgtgt gatggcttgg gtgtccagca gttttttgat ccagaccgcg
  4460101 tgctgcaaaa ccctgagctc tctttagctg gcggagcgat tcgcggctgg gatcgccgta
  4460161 acttctatta cttccagatg ctacgttcac tggccgagca ttataaattt gatatcgaag
  4460221 cgccgtttaa ctcactggac agcgccgtcc agcaagccgt gctatacggt tcaggcaaag
  4460281 ataccatcga gttcaagtac attaatgatc gcggtgatac taccgttcgc cgccaccctt
  4460341 ttgagggggt gttgcacaat atggaacgcc gttataaaga gacggaatcc agtgcggtgc
  4460401 gcgaagagtt agccaaattt atcagcaacc gctcctgtgc gtcatgcagc ggtacccgtc
  4460461 tgcgcagaga ggctcgttat gtcttcgtgg aaaacaccac cctgccagag atttctgaac
  4460521 tgagcatcgg ccatgcactg agtttcttcc agaatatgaa gctcagtggt cagcgtgcac
  4460581 aaatcgctga aaagatactg aaagaaattg gcgataggct gaaattcctg gttaacgtcg
  4460641 ggctgaatta tctgtcttta tcccgatctg ccgaaaccct gtccggtggc gaagcacagc
  4460701 gtatccgtct ggctagccag attggcgcgg gtttggtcgg cgttatgtat gtgctggatg
  4460761 agccgtctat cggtttacat cagcgcgata acgaacgctt gctggagaca ttgattcacc
  4460821 tacgtaatct gggtaacacc gtgattgtgg tggaacatga tgaagatgcc atccgggccg
  4460881 cagatcatgt gattgatatc ggccctgggg ccggcgtgca cggaggtgaa gttgtcgccg
  4460941 aaggaacggt agatgacatc atggccgcac cggcgtcact cacgggccag ttcctcagcg
  4461001 gtaagcggag catcgccatc ccagagaaac gggtcagtgc tgatccgagc aaagtcttaa
  4461061 agctgatagg ggctacgggc aataacctga aagatgtcac tctgacgctg cctgtcgggc
  4461121 tattcagttg catcaccggg gtctccggct cggggaaatc gacgctgatc aacgatactt
  4461181 tatacagtat tgcccaacgc caactgaacg gcgcgaccat caccgaaccc gcaccatacc
  4461241 gcgagatcca agggctagaa catttcgata aagtcatcga cattgatcaa agcccgattg
  4461301 gccgtacgcc gcgttctaac ccagccacct ataccggcat ctttaccccc attcgcgagt
  4461361 tatttgccgg agtgccggaa tcacgcaccc gcggttatac gccaggccgt ttcagtttta
  4461421 acgtcaaagg tgggcgctgt gaagcctgcc agggcgatgg ggtaataaaa gtagaaatgc
  4461481 actttctgcc tgatatttat gttccttgcg atcactgtaa aggtaagcgt tataaccgtg
  4461541 aaacgctgga agtaaaatat aaaggtaaaa gtattcacga agttctggcg atgactattg
  4461601 aagaggcccg cgagttcttt gatgccgtac ctgctctggc acgtaagctg caaaccctga
  4461661 tagatgttgg cctgtcctat atttgtctgg gccaatcagc cacaacgtta tctggtgggg
  4461721 aagcacagcg agtgaaacta tcgcgcgaac tgtcaaaacg cgggaccggc cagacattgt
  4461781 atattctgga tgagcctact accggcctgc attttgccga tattcagcaa ctgctagcgg
  4461841 tattgcatca gttacgggat cagggcaata ccattgtagt gattgaacac aatctggacg
  4461901 taattaagac ggcggattgg attgtcgatc tggggccaga aggcggcagt ggtggcggtg
  4461961 aaattttggt ctccggcaca ccagagacgg tggcggaatg cgcggcatca cacacggcac
  4462021 ggttccttaa gccaatgttg cagcgtaagc cacaaaccgt ttaatgaacc actctggggc
  4462081 aatcaatgta ttgctccaga gggtatgaca ttcagcgttt tgatcatcaa actattcatc
  4462141 cctaaaatca ttgacgttac agatgggaag acagatcctg ccgcctctgc tccggtaatc
  4462201 cttgtaagac caattggtaa gaatggtcga tcagcgtata aaactgtgaa ttaggtaact
  4462261 ttccatccag aaacaccgtg ttccagtgcg ttttattcaa gtgctcactc ggtacaatct
  4462321 ctgggtgctg ctcccgtaaa cgttctgcca atttggggct gcttttcagt gaaatcgatg
  4462381 gccgccctcc aatattcccc accattgcaa acatcacatc ggcgactttt atttgattcg
  4462441 tctgccattg ctcatgttcg cactgctctg cccccggttt agataggcag tattccaata
  4462501 atgccgaatg attcattgag ttatctcctg taataagcta cgccatgcag ctaaaagatg
  4462561 cataaaagtt tatttcatcg gatgccgcta tacgctgaag gcgaacttgc ggccatatat
  4462621 ccccgtcata cctcaagttg catgtgcgtt ggctgacttc gttcccccag tcacttacct
  4462681 ctgtaagttc ctgagaacgc cctcagtggc cgccttcctg aaactcgaat tattttgggt
  4462741 ataaagaatt tactgtgatc aatagagagt aatatggcat atatcacccc cacttatcag
  4462801 tatattttgt aatcaataga cagccatcaa ctgggggcca aacagggaga ataagagact
  4462861 aattcgcaga aacgagttta aaaaataaaa agtatcgatt tgaggttatt gaccgagtac
  4462921 ccgcgacggc gggaaccggc aagccgtaaa aatatagcgg cccttccatg ggcgatatca
  4462981 atattttact gcctgcttat tttattgtgg ccacccgttt gctcgtggtt aaaggctgaa
  4463041 cattactgta ccgccgcaaa agcgaccgca acctgctcaa cattctggtg attgactccc
  4463101 gccatacaca ttcttccgct cgcaatcaga tacacaccaa actcttcacg taagctctct
  4463161 acctgtgcct cactaaagcc ggtgtagctg aacatgccgc gttgttgcaa cagataatca
  4463221 aaattgcgct ctggtaacga ggcttttaag gcttccacca gcgtgtggcg catatcaagg
  4463281 atccgtaggc gcatctgttc cacctctgcc tgccattgcg cgcgcaatac cgtatcattt
  4463341 aggactttcg aaacgacctg cgcaccaaag tttggcgggc tggaatagtt acggcgcact
  4463401 gtcgctttca attggcccaa tacacgccct gcggcctcgt cactttcaca caccacagat
  4463461 aaaccaccga cccgctcgtt atagagcgag aagatttttg agaaggagtt gctgatgagg
  4463521 catggcaatc caactgcggc catagcgcgg atagcataag catcttcatt cagccctgcc
  4463581 ccaaagcctt ggtacgctat atccaggaac gggatcagtt cacgctcttt taccacatca
  4463641 atgaggcgat cccattgggc attggtcaga tcagaaccgg ttggattgtg gcagcaagga
  4463701 tgtaacaaca cgatgcttct ggcgggcaat tgctgcaagg ttgccagcat cgggtcaaac
  4463761 ttcaccgcca gcttatcatt gtcgaaatac ggataggtgt tcactttaaa acctgcgccg
  4463821 ctaaaaatag ccacgtggtt ttcccaggta ggatcgctga cccacacctg tgaatcaggg
  4463881 aaatagtgat taaggaaatc agccccgact ttcaacgcac cagaaccgcc caccgtctgt
  4463941 attgtcgcca cccgttgctg aaccagcatt ggatggtcgt gaccaaataa taattgctgg
  4464001 atagcagtac ggtaagattg cagaccttcc atcggtaaat aaaccggtgt cccatgaggt
  4464061 tgagtactca attgcgcttc ggcagcatcc acagcctgca tttgcgggat ttcaccttgt
  4464121 tcattgtaat aaagcccaat actcagattc accttatgtg cccggttatc ggctttaaaa
  4464181 ctttccatca gtgaaaggat ggggtcacct gcgtaggcgt caacattctg gaacacggtg
  4464241 ctgctctcct aaattgataa taattctata cctgcaatca tccgaattgc agaaaggcgg
  4464301 caacggagcg gccctcctag ggcttacatg agtaagtgac caagggggac gcagacagcc
  4464361 agcacgcctg caatttgaaa tatggcgggt atatggaaat gggtcgctct tgcagcttac
  4464421 cttattcccc tagatattcc atcgctacgc gggaggtcag attagtgatc aattcatacg
  4464481 cgctgatacc ggtgcaggca gccacgcgtt caaccggtaa ttcggctccc cacatcaggg
  4464541 cttcatcgcc caccttatct gtactttccg ggccaagatc aatggagatc atgtccatcg
  4464601 atacccggcc aacgatgctc acttcacggc cattaagcca taccggtgtc cctgacgggg
  4464661 cgctacgtgg gtagccatca ccatagccta tcgcgatcac acctaaacgc gtatcgcgct
  4464721 cactgaccca ggtgccgcca tacccgaccg attcaccggc tttatgttca cgcaccgcga
  4464781 tcagactgga tttcagggtc atggcgggca ataaaccgaa atcacggcca tagggcgcat
  4464841 caaacggcga aaccccatac agcacaatcc ctgggcgcac ccaatcacgg tgcgcttgtg
  4464901 gccaccgcag aataccgccc gaagcagcga tagattgttt cccaggttta cctgcagcaa
  4464961 acgcatcaaa acacgccagt tgctgttgcg tggccgccac ttcaggttca tcggcacggc
  4465021 taaagtgact catgatattg accggctgga tgacgttacg gcatgcgctc aaacgctgat
  4465081 aaaacgcttc ggcctgatct gggcgaaccc ccaggcggtg catccctgta tccaatttca
  4465141 tccagacatt aatcggcgca gaaagcgtag ccgcttccaa tgccacgagc tgttccaggc
  4465201 tgtgaacggc ggtttcaatg tggttagcca ccaataccgg caggtcttct gcatcaaaga
  4465261 acccttccag cagcaaaata ggtttaacta ttccacccgc tcgcaacatc agcgcctcgc
  4465321 taatacgggc cacgccataa caatcagcat cctgtaatgt gtgtgctgcg gctaataacc
  4465381 cgtggccata agcatttgct ttcacaacag ccaccaaccg gctttgcggt gccagacgcc
  4465441 gaatttgttg taagttatgt cgcagagcat ggcggtcgat gactgctgtt gccgctttca
  4465501 ttgcttatcc ttaataattg atattattcc caacatgatt ggcgttgcag gtagtccgtg
  4465561 ctcacctcgg cagtatcaaa taccaagagg ctattcacta ctcgtcgtca tattgcggac
  4465621 ccgcatagtt atcaaaacgt gaccactgac cgttaaattt cagacgaacg gaaccgatcg
  4465681 ggccattacg ctgtttaccc aaaataattt gtgcgatccc tttctcatca ctgttttcgt
  4465741 gataaacctc atcacggtaa ataaacatga ttaagtcggc atcctgctca atcgatccgg
  4465801 actcacgcaa gtcggagtta accgggcgct tatcggcacg ctgctccaaa ctacggttaa
  4465861 gctgggaaag cgcgactacc ggcacttgca gctctttcgc caaggctttc agtgagcgtg
  4465921 aaatttccgc gatttcgagc gtacggttat ccgacaagga cggcacccgc attaattgca
  4465981 ggtagtcgat catgatcagg ctcaaccccc cgtgttcacg gaagatacgc cgcgcacgag
  4466041 agcggacttc cgttggtgtc agacccgagg agtcatcaat gtacatattg cgtttttcca
  4466101 tcaatatgcc catggtgctg gaaatacgcg cccaatcctc atcatctaac tgcccggtac
  4466161 ggatgcgggt ctgatcgaca tgtgacaagg atgccagcat acgcatcatg atctgatcgc
  4466221 cgggcatctc caggctgaag atcaacaccg gtttgtcctg catcatcgcc gcgttttcac
  4466281 acaggttcat cgcaaaggtg gttttcccca ttgatggacg ggccgccaca atgatcagat
  4466341 cggatttttg tagcccagcg gtctttttat cgagatcagt aaagcccgtt gaaacaccag
  4466401 tgacgccatc gtgtgggcgc tgataaagtt gttcaatacg ggcgacggta tcttccagaa
  4466461 tgcgatcaac gcttttagga ccttcatctt tactggcgcg gctttctgcg atttggaaaa
  4466521 ctttggactc cgccaaatcc agcagatctt cactgctgcg cccttgggga tcgtagccgg
  4466581 catcggcgat ctcattcgcc acagagatca tttcacgaac cacggcacgt tcacgcacga
  4466641 tatcggcata agcaccgata ttcgccgcac ttggcgtgtt tttagatagt tcggccagat
  4466701 aggcaaagcc ccccaccgag tctaaatcgc ctttttgctc tagcgattcg gacaaggtga
  4466761 tcaagtcgat cggcttgctg ttttccaaca agcgctgcat ttcagtaaag atccggcgat
  4466821 gcgggcggct gaaaaagtcc ttgctggcga cacgttctga tacgttatcc caacgttcgt
  4466881 tatccagcat caaaccgccc aacacggact gctcagcctc cagcgaatgc ggcggaagct
  4466941 tcagcccttc catctggcgg tctcgtggct cggtcatctt gttggttggt tttttcgctg
  4467001 ccatgaagag tgttctttac ctttattatt gcaaatagaa aaaggacgaa tagaaaaagc
  4467061 gcgactaaaa aatataacgg cctagtatac gcgatgatat ccgaaggggt aattatatag
  4467121 ccacggaatt cccgatgaca tattggtatg agtcatgact tggcaccgag tcacgaaccc
  4467181 tgtagggtga aaatccatcc ataccaaaat cattggcgtt acgagccggt ggccgcgcac
  4467241 aaatcccgat aagctgatat ccgtcagtga gtcaggtgag tgaacagagc gcccttgtaa
  4467301 cctcaagtaa gaaggctata cctcgaggaa ctgacatggc aaagcatatt caatttacca
  4467361 ccacgggtgg accagatgta ttgcaatatc ttgaattcac cccctcagac cccgcccccc
  4467421 atgaagtcca ggtcgaaaat aaagctatcg gtatcaatta tatcgatact tatgtccgca
  4467481 gcgggcttta tcctcctgcc catttgccca gtggtttagg tacagaagcg gccggtatcg
  4467541 tcagtaaagt gggggctgcg gtcagttccg tgaaggtcgg tgatcgggtg gtgtatgccc
  4467601 aatccgctct cggtgcttac agcgaagtgc ataatgttcc agcggataaa atcgccttac
  4467661 tgccagagca gatctctttt gaacaagcgg cagcctcgtt tttgaaaggg ctgactgcct
  4467721 attatttgtt gcgccagacc cacgagatta aaccggggga agtgttcctg ttccacgctg
  4467781 cggcgggagg ggttgggctg attgcctgcc aatgggccaa agcactgggt gccaaattga
  4467841 tcggcacggt gggatccgat gagaaagccc agttggccaa agcggccggg gcttgggcga
  4467901 ccatcaacta tcggacagaa aatattgctc agcgggtggc cgagctaacc gagggtgaga
  4467961 aagtaggcgt cgtgtatgac tcggttggga aaagcacttg ggaagcctcg cttgatagct
  4468021 taaagcgccg gggcctgctg gttagctttg gtaatgcctc tgggccggta acgggtgtca
  4468081 acctcgggat tctaaaccaa aaagggggga tctatgtcac ccgcccttca ctgaatgtct
  4468141 atgtcgccaa ccggcaagaa ctggaaagcg ccagccagca actcttttca atgattacca
  4468201 gtggggcgat taatgtggat gttgctcaag cgcagcaatt cccgctacgt gacgcacaac
  4468261 gcgcccatga aacactcgag ggccgccaga cgacaggctc cagcttgctg atcccgtaag
  4468321 attagatgat tgaaaatcag tttacatgat tgaaaaacag agggccccga ttaaggagcc
  4468381 ctctgtcatt acactttctt tgatgcatat gtaggggtac agcagggatt ctgtcagagc
  4468441 tatgttcacg taaatgaacg tgccgtttat acggctattt ttatctctaa cagggatgaa
  4468501 tatatgatac caaacggtat cgggtagcat cctagcaagc cgatccggga aaaaatacgc
  4468561 tttcccccat aattctgccg actaatattt caggctgtga tcgctgccgc aagaaagaaa
  4468621 aatagactca acaaactctg cgtagccatt aagcggcgta ttatcagtaa cgccgtatca
  4468681 ccggtttttg cattgaccgc caaatccaag ccaccaccac ggccagaatc aaccacggta
  4468741 atagcttaat catcatcaca aataacccgc ctagcatcat aaataccgct gctaccagca
  4468801 gtgcagccaa gatcccaagc aaagaaatac ccgtgaccat aagcaccata aaaaaaccga
  4468861 tcacaaagaa aatttctaac atggtgtccc cttaatggtg gttcatcgcc gaatacggta
  4468921 gcaaaaaaag aaacgctcta tagccgccat acttcaagct gcaggtgcgt tggctacgct
  4468981 caatcacccg aatcactgac tacagtaaac tcatcggaac tctctcgctt gccgccttcc
  4469041 tacaactcga attatttagg gtatatagga gggtcttaca agaaacgtgc caatgcggcc
  4469101 gtaaaaataa ttcattgaac ttattgtaaa aataataaat agctaaccaa taaagaaaat
  4469161 gaacatagtc aatttagcta acttttagcg aatttactct ttcagatact tagcgtcatt
  4469221 agcgtcatcg tcaggtagca agtgaatgag tgaaccccga atcacttacg ccagtaaata
  4469281 attcgggggc ccaatttgcc gaaagcatat ttgaatacgg ctgacagcgg cctcgcagag
  4469341 gtgaagccca tatgtgtata ataattattt gtagaagagg acaagtaacg aacgccgcta
  4469401 accccctacg gattcgtagt acgaagggga taccagcgct aaagcctcct ccacaacaga
  4469461 aacccccgct ccgggcttat gggcattttc gcttaaatgc cgacgccatt ggcgcgctcc
  4469521 ggggattcct tggaaaatac ccagaatatg gcgggttatg tggcccaaat aggccccttg
  4469581 agacaattcc tgctcaatat aaggatacag cgcctcaatg gctttaacgc tatcaaccac
  4469641 tggcgcgtta ggatcaaaca gctcgcggtc tacttgcgtc aaaattcccg gattctgata
  4469701 ggcttcacgg cccatcatca cgccatcaag gtgcttgagg tgctctttag cttcagccaa
  4469761 tgttttcacc ccaccattaa tggcaatcgt caacgcaggg aaatcacgct taagctgata
  4469821 aacacgctca taatccagtg gcggcacttc acgattctct ttcgggctta gccctgagag
  4469881 ccaggcttta cgggcatgaa tagtgaaaat ttcgcattcg ccacgttctg cgacggtttg
  4469941 cacgaattcg catagaaact catagctatc cagttggtca atcccaatac gggtttttac
  4470001 cgtcaccgga atagctaccg catcacgcat agctttaatg caatcggcaa ccagatcggc
  4470061 ctcccccatc aaacaagcac caaagcggcc attttgtact cgatctgacg gacaacccac
  4470121 attcagattg atttcgttat aaccgcgttg ctcagccagc ttggcacagt gcgccaatgc
  4470181 ctgtggatcg ctgcccccta attgcaaagc gaccggatgg tcctgctcgc tataagccag
  4470241 ataatcggct ttaccgtgga taatcgcgcc ggtggtcacc atttcggtat acaacagagc
  4470301 ttgcttagtg agcagacggt gaaaataacg gcaatgacga tccgtccaat cgagcatcgg
  4470361 cgcgacggag aagcgttgca gggggtattg cggcttggtg gccggcgtac tggaaaaagt
  4470421 ctgagcttcg tgcatttacg gtgatttcat cagttattac tgcattaatt tcccccagat
  4470481 gttgctcact gagcgaacga tacaaagggg tggaaccgtt gattatacca tagaaccctg
  4470541 cgacgacagc tgatgtgatc gttaaacagt aacgtcacgt tattcctgta aaattgtgat
  4470601 ctcatagcgc catttccctc ccccctatcg gcgattacag gtaaacatga taaaatcacg
  4470661 ttcaattcta aagctgcggg atgaatatga tgaaccctat caatcaggaa aagctgctcg
  4470721 cacaagctga aagcctgtgc caacaacgaa acgtccggct gaccccgcaa cgtcttgaag
  4470781 tattacgtct aatggcgcaa cagcccggtg caattagcgc ttatgatctg ctggatctac
  4470841 tacgagtcgc tgagccacaa gccaaaccgc ctaccgttta tcgcgcactg gattttttat
  4470901 tggagcaagg gtttattcac cgtgttgaat cagccaatag ctatgttctc tgccaccact
  4470961 ttgaagaacc cacgcatact tctgccttgt ttatctgtga tcgctgcaag attgtgacag
  4471021 aacgccctac cgttggtatt gaagaggcat tggcacagtt agcaaaacag tcaggtttta
  4471081 cactgcgcca tagcgtggtg gaagcacacg gtttatgtac tgaatgtggg gtagttgaag
  4471141 cctgcgaaag ccacgatgat tgtgagcatg accactccat cgtcgttaaa aagaagtaat
  4471201 atcttgatta ataagaagtc gtatcgtgat taagatgaga tagaacagca aaaagcaaaa
  4471261 agcaaaaagc aaaaagcaaa aagcaaaaag caaaaagcaa aaagcaaaaa gcaaaaagca
  4471321 aaaagcaaaa agcaaaaagc agaatagaga atcatgaaat agagccgtac ctcaacaggc
  4471381 acggcttatt attctgggag gaaaatcact cagatcagat ccagtccccg ttacggataa
  4471441 ctccgacggc caaaccttca atggtaaaac tctgctcacg cagatcaaca acgataggct
  4471501 gaaactcgct gttttctggt aagagatgca cgatattacc ttgttttttc aaacgtttta
  4471561 ccgtgacttc atcatcaatg cgcgcgacga caacttgccc attacgcaca tcctgcgttt
  4471621 tatgtaccgc caacaagtca ccatctagaa taccgatatc tctcatcgac atcccattaa
  4471681 cccgcagcag gaaatccgca cctggcttga acagggatgg gtcaaccttg taatgccctt
  4471741 caatatgttg ctgtgccagc aatggctcac ctgcggcaac ccggccaatc agtggcaggc
  4471801 cctcttcttc ttccatcagc aaacgaatgc cacgggaagc tcctgagaca atttcaatga
  4471861 cacctttacg ggccagcgct tttaaatgct cttcagcagc gttaggagag cgaaacccca
  4471921 gacgctgcgc aatctcggca cgggtcggtg gcatacctgt ttgcgctagg tgatcgcgga
  4471981 ccaggtcata aacctcttgc tgtctggtag ttagtgcttt cattccgccc cctgtttgtt
  4472041 tatacagttt tgctgtgagt atatacagct aagcgggtgt tgggaaccaa agagtgaata
  4472101 aaaacaggga ttaataactg ctcattttaa cagcaccctt agcctcatta gcgagcgaca
  4472161 tgctgccaga gtactgttat ccatacgaat agcgccatca aaatggtcaa aaacacagca
  4472221 gcagacccca tatcttttgc ccgtccagaa agcgcatgaa attcactacc gatcctatca
  4472281 actaccgctt caatcgcact gttaatgact tcaacaatga gcaccaaaac aacgctgcaa
  4472341 attaataaaa tgcgcgctat ggcacccaca tccaaccaga aggccagtat gatagcgatg
  4472401 acggcagcaa cgctttcttg acggaaagcc gcttcattat tccaggcggc ggttaaccct
  4472461 ttcaccgtat aacccgcggc tttatagatc cgggtaagtc ctgttgattg attcgccatg
  4472521 gtttatttgc ctttatctta tgttaatcgt gatttttgcc attttctgtt gtctcatctc
  4472581 cacagatctc aaaaccagtt tctggtatcc ttgcgacgaa ttgctaacaa gaggctccaa
  4472641 gtcgttatgt caggttggcg taaaatatat tataagttac tgaatttacc actcaaattg
  4472701 ttggtaaaaa gcaaggttat ccctgcagat ccggtctctg agctagggct agacccttct
  4472761 cgtcctattc tgtacgtttt accttacaat tctaaggctg atttgctgac gttacgggca
  4472821 cagtgcttgg cgcaagatct gcccgatcca ttgattccat tggaaatcga tggcgtgcaa
  4472881 ttgcccagcc atgtgtttat cgagaacggg ccaagagtct ttcgctacta tgttcctaaa
  4472941 caagaatcgg tgaagctatt ccacgattat ctggatttac atcgtaataa tccggcgcta
  4473001 gatattcaga tgttacccgt ttccgtgatg tttggccgtt cccctgggcg cgaaggccac
  4473061 ggtacgccac atctgcgggt gcttaacggt gtacagaaat tctttgctgt attgtggttg
  4473121 gggcgcgaca gttttgtgcg tttttctacc accgtatcgc tacgccgaat ggccagtgaa
  4473181 cacggtaccg ataaaaccat cgcccataaa ctggcacgtg tggcgcggat gcacttctct
  4473241 cgtcaacgtt tggccgcggt aggtccgagt ttacctgccc gtcaggatct gtttaaaaaa
  4473301 ctcttggcct ctaaggctat cgagaaagct gtcgctgacg aggcgcggtc gaaaaaaatc
  4473361 tcccatgaaa aagcacagca aaacgccatc actctgatgg aagagattgc ggctaatttc
  4473421 tcctatgaag ccgtgcggtt gtctgatcgg gtacttagct ggacgtggaa ccgtttgtat
  4473481 caggggatta acgttcataa tgcagagcgg gtccggcaat tggcacaaga tggccatgag
  4473541 atcgtctatg taccttgtca tcgcagccat atggattacc tgctgctctc ctatgtgctc
  4473601 taccatcagg ggctggtccc accgcatatc gccgcaggga ttaacctcaa cttctggcct
  4473661 gccgggccaa tcttccgccg tttaggcgca ttctttatcc gccgtacctt taaaggcaat
  4473721 aaactctact caacggtgtt ccgcgaatat ctgggtgagc tatttactcg tggctattcc
  4473781 gttgaatact ttgttgaagg ggggcgttcg cggactggcc gcctgttgga gccgaaaacc
  4473841 ggcaccttgt cgatgacgat tcaggccatg ttacgtggtg gcacccgccc tatcacgttg
  4473901 gtgccgattt acatcggcta cgagcatgtt atggaagtgg ggacttacgc caaagagttg
  4473961 cgcggtgcga taaaagaaaa agagaacctg ttacagatgc tacgtggctt acgtaagttg
  4474021 cgtaatctcg gccagggcta tgtgaacttt ggcgaacccc tgccattgac gacctacctt
  4474081 aatacccatg tgccacagtg gcgggatgcc atcgatccca ttgaagcaca gcgcccaagt
  4474141 tggctaacac cggcagtgaa tgatttggct aatcagatta tggtccgaat caacaatgcg
  4474201 gcagcagcaa atgccatgaa tctctgttca acggcgttac tcgcctcacg tcagcgttca
  4474261 ctaacccgcg agcagctact tgagcaactt gattgctatc tgcaattaat gcgcaatgca
  4474321 ccctatgcaa aagatactac cgtgccggat aaaacaccgg aagagttgct taatcacgcc
  4474381 ttgaatatga ataagtttga ggtggagaaa gacaccatcg gtgacatcat catcctgcca
  4474441 cgggaacagg ccgtgctgat gacctattat cgcaataata ttcagcactt actgatattg
  4474501 ccatcgctga ttgccagtat ggtcatgtac caccgccgga ttacccggac ggagttactg
  4474561 cacaaaatca gcatgatcta tccaatgcta aaagctgaac tgttcctgca ttacagcaaa
  4474621 gagcagctac cagagactct ggatacattg atcgatgagc tggctcgtca gcagttaatt
  4474681 tgtgataaag gcagcgaatt ggtcctgaat ccggcacgca ttcgcccact gcaattgctg
  4474741 gccgcaggtg tgcgggaaac gctgcaacgc tacgcaatca cactttcact cctcagcgcc
  4474801 acccccagta tcaaccgtgg ggcgttggag aaagagagcc gcattatggc gcagcgcttg
  4474861 tcggttctgc atggtattaa tgcgccggaa ttctttgata aagcggtctt ctcaacgctg
  4474921 gttgcgacct tgcgtgaaga aggctatatc agtgatagcg gtgatgccat tcaggaacat
  4474981 acgctggaag tttacaatat gctgagtgcg ttgatgaccc cagaagtgaa gctgactatc
  4475041 gaaagtgtca gtatgccagc ggagaccagc aatcagccag aagctccaga gacaccagag
  4475101 cctgagggta aaacggaatc ctaatgtctt agcgtactca atgcttaaca gccccctgcc
  4475161 tagcaggggg ttttctgaat accataacaa tggccggact cattatccgg ccatttttta
  4475221 ccattacctt ggtgagaact cggtatcttg gtgagaggac tctgcgctca tactcagtca
  4475281 tcgctaaccc tcagtaaaag cgggttacca gtaactgatc aatatcccga gaaacaaaac
  4475341 caaccccacg taattattgt tcaaaaacgc acgaaaacac ggctcacgct cacgctgggc
  4475401 gatcattttc tgttgatgag taaacagagc accggcgaga aggattgacc aataaaatgc
  4475461 accgcccaga ttcattagcc agccaatggc caccattaat aataacgtcg ccagttgcag
  4475521 caagccgata atcaatttgt catgttgacc aaacagaatc gccgtagatt taaccccaat
  4475581 tcttaggtca tcgtcacgat caaccatggc gtattgagtg tcataggcca cggtccagca
  4475641 gatatttgcc agcaacagta gccagcagac cagcggcaag ctttcgctaa cggcggcaaa
  4475701 ccccatcgga atagaccaac caaatgctgc gcctaatacc acctgcggca gatgagtcac
  4475761 ccgcttcata aatggataga tccaagccag tgccaatgcg gccagtgaca gccatatcgt
  4475821 catgctattg agggtcaata ccaaaccaaa agagagcaat atcaatacca caaatagaat
  4475881 tttgctctct ttctcactga tagtgccgct aggcagtggc cgggatgcgg tgcgtttgac
  4475941 aaaaccatca atatggcggt cagcataatc attgacgaca caccctgccg cacgcatgaa
  4476001 aaagaccccc agtacaaaaa cgaccagtat tttggcctcg gggatgcctc tccctgctaa
  4476061 ccacaatgcc cacaatgttg gccacagcag cagcagtgag ccaatcggtt tgtcaatacg
  4476121 catcaaacgg caataagcct gccatttggt atgaacagta cttcccttca attgatcagt
  4476181 ctccagaatc taacgacgga atcagctagc ttaaacctga tatacccttt tcatcttgaa
  4476241 tgtggtaggg aggtcaacgg tattcgccta ccggaatcac tggcttaagc cagcgcatca
  4476301 ggatccgttc acttgctgcc tacctgcacc tcgaagtcac ttgggtatag agtcacaatg
  4476361 ggtataaagc ggcgatgccg gtaaaaaaac ctcagtcaat aacagtggat tgcctgaaag
  4476421 gcgtagcaaa gaccgcctgg cccatagatt atcctgccgc ccgacgtgaa tatagtcccg
  4476481 ggttagggca tcaccactga ataagtaacg ccctagcggt aatgtaccta aatccaccag
  4476541 cgccctatcc ggaccagaca gtgtctcctc cgggataacc gtgcgcccca gtaaccaagg
  4476601 cacattgtca ccaaacaaga caatttcccg taaccaatag cgttgactaa cgggcaaatg
  4476661 ttcagcctct tcccctagcg catcacgcgt aataaagcat tcacgttgcg gttcgacatg
  4476721 aacacgctgg caatgctgct caaagcgtcg agtcatcgaa cccagctcca tcagccagtc
  4476781 tgcgatgtct gcaggaagtt cagggtgctc ggtagcacac cattggatag gttttaaaat
  4476841 tgatgcatcg ccgataaaca tgcgaaacgc tccctgccga ggataaaaca gccacccccg
  4476901 caattagtaa acagaacgct attgtagcgc agaataggta cccggcgaca cgggcagtca
  4476961 catctgatta ccatagccac aacagaggat tacccccaga caggggccaa taatagaaca
  4477021 gcaataggcg gcttaaatca gcgggaaata cagggtgcca tgctctgata aaaacagata
  4477081 tttggttaga gataccagag attataaata tcagcggtta taaatagcag aggttattga
  4477141 caacgtgtcc gtggcgaaga aaatagccag taagtaaaaa tgccgtatta tctgtaaaat
  4477201 ttagattata ggtaatgcat caataagcaa tcattacgat aaattaccgt tacgataaac
  4477261 catcatgata agcaacatta ttaacgcgaa ccaataaaaa tccaaccatt taattaacca
  4477321 atctcattac aagtaattaa aatgtcatgg taattaacat taattgttag aaacttccat
  4477381 tacccccccc attggaccta ttaatcccca aaaaaacaat aacaagaaaa ttcctacaaa
  4477441 gaattagccg ggtcttattc ttatttatcc tccttcattt actattcatc ttaagaaaca
  4477501 ataatttcat tttagtgact caacaaccga cagaacctaa gtcactcctc atgtttgctg
  4477561 atcatattga gatagtgcaa aaggagagat ctatcctccc atactctgcc tgtgtctgaa
  4477621 ttatgcaatt tcagcaaccc ctagtgatat gccatgtctg cgataaattc aggcaattaa
  4477681 tagagtacat ttatgcatat acaattcaga gagcctattt ctacctcacc cgctcaaccg
  4477741 gatgcagggc gtcaacacct cttcagccgt gttcctgcag ccgtgatgaa tccgattaca
  4477801 ttggcaatta ttgttgcgtt ctccaccctc gtcttaccac aaaccgcatg ggcggcgtgc
  4477861 aatagctcgg gggtgggaac ctatgtttgc gaaggtgaaa ataacaccgc gatatccctg
  4477921 ttcggcacgg atatcgccgt tgagacccgg ccaggttttg gcataacaga acatgaaatt
  4477981 acggattctg cgctctcgtt aaccggttcg ggtaccatca gttacctcga taccaacagt
  4478041 tctgcactgg ataccgacag tcgatattct ttgtatatta agaatgacac attaataacc
  4478101 gagcaatcgg catccattaa tgttcagagc aacggctcca ttagcagtgg cgtttacatt
  4478161 gacaaccaga gcagtgacga ttcgaccata cgggtagatc tctctggcat cttatccagc
  4478221 agcctgagcg gcgctccagc cctttcaatc ttttcatcgg caggcaatga ttcaactatc
  4478281 attctgaaca cccacgctat ttcaggtgtt actggcatcc aaagcgataa taattcacaa
  4478341 aatggagcga ccatcaccca cgttgatgtt actggtgata ttaacgtcga aaattcaggc
  4478401 gtctcgatcc gaaatgctgc caatggtggc accagcataa ttaacttcaa ttcaaagagt
  4478461 attaatacag aatataacag tttttatatt caaaatacca attatgtagg tggagtgata
  4478521 actgatatca atattgatgg cgatatcagt tcagctaata gtcaagcagc caggatttac
  4478581 aattatacca atggcggtct tgcgagcctt agatttcgcg caaataatgt cactggatcg
  4478641 actggccttt atatcgataa tagcagccaa aatggcgctg taaccgatat tatattgacg
  4478701 ggtgatctta cggctacttc aggatctgct ctacaagcca atgcctactc ggatgaggga
  4478761 aacatcgaga ccgctatcaa gttgaataac gtttattctt tgtatgatgc actcaatatt
  4478821 agcgactata cccgatccgg aaatatactg catgaccttg atatttcagg aacgattact
  4478881 gcagaaaacg gtaccggaat taaagtgatg ggcgcggctg gtgaaggcag ttctactatg
  4478941 ctcatcaatg tgaataatat tacttccagc agtcaatcgc ttgatatcaa caattacaat
  4479001 tttttgggtt cagctttttc tgccattacc gcgaccgggc atctcacggc ggaatgggga
  4479061 caaggggcaa tgctccagac ccattcctct ctgggggatg ccaccacgct catccacttc
  4479121 aatgacatca ctgcaatgag cagtggaata tctctcatta acgaagctaa ccaaggtact
  4479181 tcaaccgccg atatcaccgt gacgggccag attaacgtca gccacggaga ggggattacc
  4479241 cttaatgcac tgaccactga tggccgcact ttggtcaacg ttgacgtcaa taatattgcc
  4479301 agtgaatacg atgccatacg cctctataac tataactata atgataacta cgccacaggc
  4479361 gtggatgatg gcacaggcgc agacaacggc acctcgacca ttgatctgat cacccggggc
  4479421 gcgctggttt cgcagcaggg ctacggaatt aatattgaaa ccaataccgc agacacctat
  4479481 gtcaccgtgg gcggcttggt gcacggcggc aatggcaccg caatcggcat tcatcggctt
  4479541 gataacattc aaacatcggc cacgttagag ctgcaatctg gctatgccct tgaaggggtt
  4479601 acacaggcac tggtcttcac tggcagttat gcggagatca atgatgccgc gctggatctg
  4479661 gcaaacagcc atctggtgct gggcggagca ggagacgccg ctttcgatct cacgcgtatt
  4479721 gataaccgtg aagaggccat tctggatggc gacccgaacc ggatcaccgg cttcggtacc
  4479781 ctgaccaaaa ccaacaacag catctggacg ttaaccggcg ccaatatggc cgacggtgac
  4479841 gccaatgcct tcctgtcggc caatatcgcc ggggggattt tggtgctgga taacgccacg
  4479901 ctgggcctga cacctgacgc tggggcactc actggagcca cagtaaaccg cctcagtgct
  4479961 gccgatatcg ccgctgaccc gacgcgggtg gctaccgaaa ccggtgcatt aaccctggct
  4480021 gaaggcggcg cgctgtcctc gctcggtgac tcggttctga gcggcaacct catcagcgct
  4480081 ggcgggatcc tgctgtcaaa ccactatacc ggcggcaatg gtgccgctac cgatgatcgg
  4480141 ctgaccgtga ccgggactta ttttggtgaa aataacggtt ccggtgaagg ggcctggctg
  4480201 gcactcgata cggtgctggg ggatgacgat tctgccaccg accggttagt gatcaacggc
  4480261 gatgccaccg gcaccacctc ggtccgggtg aacaatgcgg gcggtctggg cgataaaacc
  4480321 ctcaatggca tcaatctgat caccgtggac ggtctggcgc aggatgacac cttcctgctg
  4480381 gccggggatt atgtcaccac ggatggctat caggcggtgg tggccggggc gtatgcctac
  4480441 accttacagg ccgacgggga agccgctacc gcaggccgca actggtatct ctcgtcagaa
  4480501 ctgatgctaa ccgagggcgt gcgctatcag gtgggcgtgc cgctgtatga acaatatccg
  4480561 caggtgctgg ccgccctgaa caccctgccg acgctgcaac agcgtgtcgg taaccgttac
  4480621 ggggcaccgg gcgcactggc agacctgaat tttgacgata atcaatgggc ctggggccgt
  4480681 attgaaggga gccaccaggt caccgacccg gcccgatcca ccagcggttc acagcgtgag
  4480741 attgatgtgt ggaagttgca gaccggcatt gatgtgccgt tgtatcagag ccagggcggt
  4480801 tcactgctga ccggcggggt gaacttcacc tacggaaaag ccaaagcgga tatccactca
  4480861 ttctttggtg atggccgcat caacagcgca ggttacggcc ttggcaccag cctgacctgg
  4480921 tatggcaata acggcgtgta tgtggatggc cagttgcaga cgatgtggtt tgacagcgac
  4480981 ctgagctccc gtaccgcagg gcatgcagtg gccagcggta acaatggtcg cgggtatacc
  4481041 tcggcgatag aagccggtaa aggttacaca ctgagtcacg gcttgtcgct gactccgcag
  4481101 atgcaggtga cctactcgcg ggtcgatttc gataccttcc gcgatccgtt tgatagcgaa
  4481161 gtctcgctgc aagagggtga cagcctgcgg ggccgcctcg gtgtctcact gaataaggaa
  4481221 acgacctgga gtgcgaaaga cggcaccacc cgccgctcac acatttacag tcatctcgat
  4481281 ctgcacaatg agttcctcaa tggcagcaaa gtacaggtct caggggtgga gttcgccacc
  4481341 cgggatgagc gtcagtcggt ggggttaggc gcgggtggca cctatgaatg gcagaatggt
  4481401 cgctacgcgg tttacggcaa tgtcaatctg ctgggggcta cacggaatat cagtgacaac
  4481461 tatgccgtcg gcggcacgat aggtgcacgg gtgagctggt aaatcgtttt atattagcgg
  4481521 gtaaatcgtt ttatagcgca gtgcgtaaag ggttgaacac aggatccggc ggctcaggcc
  4481581 gctacgaccc caacggtacg ttccccttta atttatcagc gctgtcaaca gtcggaggtg
  4481641 cctctcggca cctgaggtta ttgacaaagt gcccgcgacg gagagaacag gcagatcgta
  4481701 aagacgccgt aaatacatcc atgtaggctc gagccgcgcc atccttggcg cggacgcttt
  4481761 actcctctgc ctatcctcac cgttcaagat cgcgtcatcg gggtttgtca gcagtctgag
  4481821 gtgcctctcg gcacctcctg ttggattaac gacctgcggt ataccccgcc catagcgtaa
  4481881 taccaccgtt agtccccgga gcccataatg gatcataggc tacgtgcgac tgaatacagc
  4481941 gccagagttt acccagattg cttaccacat caccaacagc gtaactccca ttcagtaccc
  4482001 atgccgggtg tgtgccttgg gtgctcaccg tcagtacatt gctgggcact gacaggttgc
  4482061 catgttcatc gcctgcggca acaaaatagc ggtactccgt atttggttgc aaaccggcat
  4482121 cttctgctga agtctgggtt ccgttcagaa gtttcacttc atgaccatcg cggtaaatgg
  4482181 catagctggc aacaggtaat gcccctatcg agctccccca catgagacta atactggttg
  4482241 tcgtttgccc cgtgctgtgg agattaaccg gggctttagg taattctgtc actaatggga
  4482301 tagacagttc atggtgaaaa atattgttag gatcgattct cgcttttagc gcaatcaacc
  4482361 tcttgatcaa ttgcgtatcc cagccatagt acagattcaa ccaatttgga tcttcctcac
  4482421 ctgaatcggt gtatttcatg tcgatatcgg gataattgat atagcatccc tcgaactcag
  4482481 gaggagcagg tttgccatta tgcactgccg cataaatatt gcggatccat gttaagtgcg
  4482541 tctggtcatc ggcttcattc gtccaataag tctggtattg cgctttgagc agcgagttcc
  4482601 tttgagacac agctgttgcc ccgatgccac ggctgttgat cgccccacca taggaatcaa
  4482661 tttgtaccag cgactgattg aaacgcttat cagctgtggc ggtagtcaag tgtgtcagca
  4482721 aggcatggca catctcgtct gaaaactgct tgatttggta gtcagattta tattttccac
  4482781 gctgattact gcctgaccca ttgatcattt gagtcacatg caaccaatcc atggaggcac
  4482841 tttcatccac agtacgcccg atttttcgac ctgggtacaa gtgcttaaac ggcgggatgt
  4482901 ttggcaaaat aaaatcatca tatatcgtcg gtgtcatgcc agccgcggca ttcatttttt
  4482961 cgataaagtc attgagagga atatcattcg cgcccccgac ttgaccattt ggacccgtgt
  4483021 attgaatggc caacacgaca ttatcggacg catcgatatg gtttaatttc agtaaagtaa
  4483081 ataacccgcc attaccgacg ccctccttcg tactggtcgc attaacatca ttgtcagcaa
  4483141 accattgcca ataagctttt aaaaaggcgg ggaatgtcgc ttttaaagat gaccatgggt
  4483201 acgttagggg tatccaatag gctttctgag gtgctttggg aagatcatcg aaataatagg
  4483261 cgataatgat gccgaaattc ccaccgccag cgccacagca agccattaat agctctctgt
  4483321 ctacctcaga cacactatca gcgcgcacat gtcgaaatgc cagccgatgc gcgttcccga
  4483381 ccggcaccaa aatatcaaca ccagtgaccc aatccactgt taacccatgc agacgtgaga
  4483441 gtaatccata gccaccgccg ctgatgtgcc cacccacgcc cacggagtaa catgacccgc
  4483501 cggggatcgt ccggccagac cgtttgtaga gtgagacata gccattccaa ttctgattcc
  4483561 ccgtcagact cttgaagcga taagtatttt tattcgcgtc ccaaagtgag gttatcgttt
  4483621 tgtcttcatc gtagtccagg ccgctcatct cgcctaaatc aatgatcgac aatctctctg
  4483681 tagataactt gttggaaaca aaaccctcat aacagtgccc cccactccgt accgtgattc
  4483741 gatttcctgc agctagcgca gtattggtgg cggcaaaaac ttcatcgggt gtcgtgcaga
  4483801 tataaatggt ctcagcaccc tgctcaacgt tgggtggcca acgtaaatta aaaccctttt
  4483861 gtaacgtttc ataggtactg acatttttat caataatctt catcggttaa cccctgtcga
  4483921 tatacagaga acagtcctga aactaaccta tacgctaaag cagccgttct gatttttttt
  4483981 gcattaacga tagtgggacc cgctcaagaa atgtgaattt tcagtcgagt cacgaccatt
  4484041 atttaaagaa aatataccca aaataattcg agttgcagga aggcggccaa ggcatatgca
  4484101 acatgaaata tgacggatat acatggctaa ttatttcttt tgttacattt atatcaaatt
  4484161 caatttttag atggctgagt gccaaaaaag gtcaggtgtt caatatatta tttttagcca
  4484221 taaaaataat atacttacct gtcgaatcta ttgtcaaaat atccattttt cctctttggg
  4484281 ttttggtttt tccatttttt attttttgtg taaacacgca tatacccaca ataatccgag
  4484341 ttgcaggaag gcggcaacgg ctgctcacag ggtaagcctc tgggataagc ctcattaatc
  4484401 cttaagattt tacacaagtc agtgactggg ggtgaacgaa ggcaactcac gcacctgcaa
  4484461 tttgcagtat tacgggtata gcggcgcatg agcgttcacg taggtacaaa ggcgttaaag
  4484521 ggaggatttg attcatgcaa ttatttaaat cgtctacaca tacagtgtga tatggtataa
  4484581 ccctcttact ttaataaata tgagaatttt ataaaaatgg gcacattagt cattgcatct
  4484641 ttttattttt tagttgctta tttactcata aaaaaagaag tgagaatata tcaaatagca
  4484701 tcaagtttgt tatatgcagt ttctttgcaa atgatacagt ggaatattac cgccttcatt
  4484761 gtctatttaa caataccaat atcaattgca ttttttagca tgattaaaaa atcaaacaat
  4484821 caaataacat acttttcaat cccttgctgg cttgttattt tatcaataat aataaattca
  4484881 tttttaaaat agcaagccat ctctttggga tttatttttt ctcgttactt tttacctgtt
  4484941 ttcgccagac ccgcagcata aatcgctgtc cacagtccag acaacagata taggggttat
  4485001 ccagtggcat gaccgttatc ccttccgtta tcagctttgt cgattggcaa tacacgcagc
  4485061 aaaccccctg ctgcccgggg gtgaacccca gtaaattacg gggatatggc gtgatcgggg
  4485121 caccatcaaa ctcagccagt agcggagcga gccgtttatg gtaagtcaga aaggggtgca
  4485181 ctgaacgtaa ctgacatagc tcaaaaatct gtgttggtcg ccactgtgtc catagcatca
  4485241 ccaataccgc atacaaacgc caaaaatgct cctgacgcat ccgggtaaat accgtcccgg
  4485301 tagtggccgt aaatggatta tcacaggcgg ggcaataata cccctcaata gatgaggctg
  4485361 ttttacgtgg gctgatgtgc ttattctggc agtaagggca ggcatacacc gcaccctgtt
  4485421 caggattttg tgcatccagc cgatccacag cctctctcag taccggttcc cgttgccaga
  4485481 cctcccgtaa atgttggtac tgtgcctggc tcgcatgaga aaacaagcgg ctgaaccagc
  4485541 ggggaagcgg gatgtcatac tgtggcgtat tgactgcaaa cgggtcgatg ccttttggaa
  4485601 tgtcgggata catcacaaaa tcagtctggc aaacctgaca gtgtacctcg ggattaccta
  4485661 ctggcatggt ttcgctgtag accaattgcg tggaggcgca ggctgggcag tgcaacccct
  4485721 gctgccccgg tgtaaaaccc cgcaagtagc gaggtgtatg ggttaccgca cggccgccga
  4485781 tcaacgccag aatgggtttt agccgatggc agtactgctt ccatatctgt ttggatttgc
  4485841 agtcacttaa ccaggcagcg tcctccactt gccaggttcc ccagagggtc accagtaccg
  4485901 catagagccg tgaatgtcgg gcatggtgta aatcgaaaaa cggggtatgc gtatacggag
  4485961 aactgcaccg atggcaggtt cgacagcggt actcttccgg gcgggtgccg gggcaaatat
  4486021 cggcactgtg acaatgtggg caatgcgtaa acgtaatcag ccccggatta cgtttatcca
  4486081 gctcgtctac cagatcacgc agcacgggtt catggtgcca aagccgcgtc acactcgcgt
  4486141 actccatcgc atccagatgc gaaaaagcaa ccggatacca atcgggcaac gggatcaaac
  4486201 ctgaggggga attgttttct gtatgcatca tattatcctc catgataatc aattcgttag
  4486261 gcggatagcg cctgggtatc agaggccgtt ccaagtgatc aatcactgac aaaacttatt
  4486321 tctcgacatc accggcctga tatagcgcca gcccaccgct aaatttttac attaatattt
  4486381 catataacga agacatcttg atgttgcggc atgacagcat ccttatgtca gtgacagctc
  4486441 ccgtttcttt tgcatcccgc taaatgtaga tcccatttta tgttaatgcg tgctttaggt
  4486501 atctcatttt ggaagcttga agaggacatc aactttcctg actaaagaaa ggaaacttag
  4486561 gaaatccacc acagagagaa tgaataaaaa taatctacgc tacccggcac agcattcacc
  4486621 acctacggat tagctcagtg tgtataaagt aaataatatt tatagataac ccgctccatt
  4486681 tatcggatgg tctgacaccg tctgtctctg accaatattt ttacccacat gaacatatcc
  4486741 attaaatcta atagcttgta gtgtaaaaac attaactaac taataccagc gagttaaatg
  4486801 taacaaaaca caaccaagac ggtaactaaa aaaataacac gccacattga tttgtaagaa
  4486861 atttcataca ataaacgcga taaccatata ttattaaagg tataagtaaa tttcatgaaa
  4486921 atcaaattta aaaaaatgcc gacattaatt gaaggaatat tcctacaaat attttattca
  4486981 agaatgagag gtaagtcgat gataattcac tggcggatgt agattaaggt aataacattt
  4487041 agaacagaaa aaaatagagc agatgacagc ctaaaggtgg acaccccctt tatcaggtaa
  4487101 aattcttata gaacaaggca ttcacaagta acagcgctgc ccattggtga ctcccctggt
  4487161 gttggattac gcagtggcca gcagctgtta ccgtgaaata acctattcaa aggcttccta
  4487221 tgcataacga aatagccctt gctccctttt ttacccaatg tgcaatgaga cataaacaca
  4487281 catcccatca acacctatat aaacacaacc caatacacat ttaattcata tggatattgc
  4487341 tgtgatgtga gaaatttgaa aactaataat taaagtaata tatatatccc acatctgagt
  4487401 taaacgaacg gctaacggta tacttattta gcccagacag cggcgcagat aaaacgacct
  4487461 gcactgaacg ccgccataat gtaaaacacg taattaacgc cttgaatccc taggtaggta
  4487521 tcgagaaaat aaccataaag tctgtaaccg aacagagacg gtaaatagcc aatcagataa
  4487581 ccaatggctc ttgcagaacc ggcaaactct tgcggcatat caatttctac tactgggaaa
  4487641 aaaataccgc cctctgtata aagatgatcg ccccacatca aaataacctt aacgcgttac
  4487701 cggcaatgtg acttcagtct ggacaaaacc ataacggctt agcggggtga ctttaacggc
  4487761 agtgggtgat gacgttatcg gaaacagttt ggaagtctcc ggcataatat aaggattacc
  4487821 cagtgcaacc acctcattac ttgggactaa aataatctga ggccctaagc ggaccacatg
  4487881 tttaccagga ttcttaataa ccaaattatt gcccgatatg gagaaaacta acgtttgcca
  4487941 cggcattcta atttgtggca cagcactcgg ctggatcaga aagccgatct cctgacgaat
  4488001 tggcataacc gccgcattac cggggacctg ttcaacccct tcaaaagagg cttttaacaa
  4488061 cacttcattg ttcaagacgc tccccttctt caagacaaaa ttcacttgct ggctttgccc
  4488121 tgcattaata cgggtcaccg ggggggaaat caaaatctgc ttactgaaac ttttgccgtc
  4488181 caaatccgtt aatttagtca ccagcagtat tggattgcta gagatattat cgatagtaaa
  4488241 actggttcga gcctcacttt cttgcaagat taccgtcgtg ctttctaatt taaacgacgc
  4488301 gtaagatact gcgctccaac tactcaataa aatcaacaac gtaaatacaa agaagatgtt
  4488361 aaaacgattg acgctattta cgtatatgat tgtcgcacca atatcacgat ggtgagtggg
  4488421 gaaattttgc ataagagatc ctatattcaa aaagtcttca catttggtct gtttttgtca
  4488481 ttgctgcttt tataatgtaa aacttactga cagaccgcat cggcaacttc atacaataca
  4488541 tcggggtcaa atttttcagg ttcacggtag ttaacgcgac attcatcgcg gttatttgcc
  4488601 ttaacacgta atgtcacgcc aatcgcctta ttttccagca taaagtttcc gtcaccgata
  4488661 atcgtcccca gaaagttacc tttttcatcc aatacattgg caccaatcgg cagcatttca
  4488721 ccatcactac cacggatggt tagcagcaat tggcgggttt ctgttgtctc aaaatgatgg
  4488781 gttgctaccg agcctcgagt catcagcaaa tcggcactgg tgttattaag ccgaatattc
  4488841 agcggcaatg tttgcgtgct tatttgtact ttcgaagcgg tgtaaggcct cactaatggc
  4488901 agcaaggcta tcccagcata atccgtaatc gcaataccgc tgctcggcga tgaaacgcgc
  4488961 aaaccgggtt ggttgggtat gttcaccacc gcaaaagtat cgccaaccga tgacgacgat
  4489021 gtggcaaagg tgttattcac gtaagccact gaaccacgcg atgacagata tgcagaccgg
  4489081 ctattgtttg tcgcttgaga aaccccaccg gttaattgtg aataggccgt ccttatattc
  4489141 atcgaaccat tgatacgccg ttgcctattg tcaccgctga tccctaccga ataatctttg
  4489201 ttgtcacccc atcgcccttg ataagtacta ccaagtgcca cattgccatt gttacgttgc
  4489261 acccggccac ttaacgtccc attacccaat ggcatattga taccaacata gagcgaattt
  4489321 tgcccttgcg aacttaattg agaactcaag atggtagtcg cccggccaaa ttgttcgcta
  4489381 attgagaaaa tatggtaagt acgaccagaa gcctgataat acatattatt tgataaagca
  4489441 taggagaatg ccccccaacg tgggtgcacc cagctcacgg ctaccgacgt tgcatttttt
  4489501 aattttccaa acatcaggtc attcagatta ttgctactgc ttagggcatc atccggtaac
  4489561 cagtaattgg ccgagccata aaccgaggac catgaaacac caaaattacc gttaatcgtc
  4489621 atctgattct gaacgctaaa ttggtatccc tgtcctgcat ctttggtatt agcataactt
  4489681 gctgccgctg aaaaccaggc ctgatcccat ccactgtaaa gattttgcac acggatattt
  4489741 tgatagccag aggacagtaa cccagccgac gtcatataaa aggtagccgc cggattgaat
  4489801 gacatttctc cggaaagcag cagcggtgac ggcctgtcct caccggtaaa catgtcccgg
  4489861 taacggccca cggccagttg gtagatggat gcctgttgtt cagcgttaat atcaagggcg
  4489921 ctcgtcaccg taaaattctg ttgagtgcca tcctcttcga taatactgac atcggtgtta
  4489981 acaccacttg agaagttact gatattggat aacgaaaaag gacctggtgc cactatggta
  4490041 cgataaataa cccgcccacg ctgacggatt tcaatggtgg cattggtatt ggcaatcccc
  4490101 tcgatgggta cgatcaattg tgtatcatcc cgttgtgcgt tatcggaata caactgaatg
  4490161 ccggttacgg gtaaaccaga aaaggtgtta cccactaaac caaattcacc cagttgaacc
  4490221 acggatttca atgattcaac cgcgcgtaaa gcagaggttt cctgattata gtattggctc
  4490281 actccttgat tataactgta ggaacctcgg tttctcagta cccaattttt aaaattaatc
  4490341 cccggttcaa attgcccctg aacaagatta aagcggctat tgttactttc gacccgttgg
  4490401 ccaaagatat tgtaattaag caatagtgca tgccctcctt gctgatactc acttccttcc
  4490461 atttcgggat caaacgcctc ttgcggcaat gttatttcca cccggaactg gccgggaaag
  4490521 agtttaacaa ccatacccgg ccaccgggct tccatattct cacaactgcc gtcactctct
  4490581 gtatttcgta atttcaaggc catcagtaat gctttatcca tacacagttt cccttcgcta
  4490641 tcgaaggtcg ctgcaatacg gtaggtcttg ctggcattaa taatgatagt gacatcatgt
  4490701 tggccgggta gaaatctatc ctgaccgctg aagaattttg ccaattcagc tgaataacct
  4490761 aatctctcca gcgtttctat gtcaaaaacc acctcaccct cttctgtgac agggaaagcc
  4490821 agcgtaggaa aaaaagagaa taagaatgcg atacactgga gattaataca acgggcgacc
  4490881 acgaaaattc cctgaaaaat taattattaa taaaaactaa taggtgaatt gattattgaa
  4490941 aaatcgaata tcaccctaga gttaaataaa acaatggtat atcgatgcta tatccttaaa
  4491001 aaaccctatc tttatagaaa tacgttttca taaaaacacg tcttaataat aagaagaatg
  4491061 accaaggtta tcttaaacaa aaaataattt tgccaatcaa aaatagcctt ggccataccc
  4491121 gcttgttacg cgctatatcc caaatgcaaa gttcatggtt agggaaccgt caatcttagc
  4491181 gtcttccgtt atcgcaccat tcatcgtatt agtacctgcc agaacaggcg tcacaaggag
  4491241 atcagcaaca aatactttac cagagttctg tgtgttagca cccgcagccc agccggtacg
  4491301 ctggcctcta ttcaggtaag aagtatccgc ttgggagaat gatgccgatg aagcagtaaa
  4491361 cacacctgac tttttaccat caacagttgc gttccgcatt tgtaccgtgt agtaaccgat
  4491421 tttacccgta tcgtttatct tccccaagcc gaaggcggcg gcggaaccgt cagatgaaga
  4491481 accaacacgg ttatcaaccg gggtaaaatt cagataagta ttggcgtcac agtttaccgt
  4491541 ccaagttttg ttgatttgcg ccagtacagt cactgtagta cccggcttaa cgagagaaga
  4491601 agacagttta cctatatcgt agatacctgc gtccggagaa acgacggtac aacttggtac
  4491661 tgtcatagtg ccgacgactt ttaattctgc ggtcggtact gctgcgctag cggcactaat
  4491721 actaacaacc agagaagaca gtattgcaat ttgagtcaat ggctttttca tttaaaactc
  4491781 ctgatatatt ataatgttta ttgctgagtc ataaaaataa aatgtaggat taaagtctta
  4491841 gtgtgagtac atctattaat ttattattaa aaataatgga caccccagac ttaggctctg
  4491901 attaaaggtt ttattatttt agttgtatat cagaatgcac gccactttat gtaggaaatt
  4491961 tcctacacgg atgtggattt attcttatct aatatattta cctacgactg ccacagcatt
  4492021 aacccatgaa ttattgccat aaaaacaata aattaaacat aaattacact atgtaatacc
  4492081 aattgtttca ttgccttaaa taatccatat aaaaaagtaa gttaatataa tttaatgatt
  4492141 aatgaacaat taacctcatc aagaaactgg ctgtatattc atatacattc gtttaagttt
  4492201 taaatattaa acatacacac atatttataa tgggtatata aaattcattc catttgaata
  4492261 ttatattcat gtaaaaattt gagcacctat gttttaattt ttgtatttca actcattatc
  4492321 tctcttctat ccgccgagta tacccatcat acttcaagcc tcatgtgtgt tggctacgcg
  4492381 caatcagacg aagcaggaac tgtgcttaga tggtgtagac aaggaaaatt gagcgaaaaa
  4492441 aaaccctgcc gatgcagcag ggtttaattg aaacgggcag tcgttatacc gacacaccat
  4492501 gctggcttgc cagcgcagac agaccaccgg caaaaccctg accgacagct ttaaatttcc
  4492561 attcgtcatt attgcggtat agctcgccaa agatcatggc ggtttcagta ctggcatcct
  4492621 cggataggtc aaagcgagca atttctgcgc tgttatcttc gttgaccaca cgcatgaagc
  4492681 tgttgctgac cataccaaag ttttgcttac gggcttcagc atcataaatg gtgactgaga
  4492741 aaataatttt cttcacgtca gctgggactt ttttcagatc aattttgatc tgctcatcgt
  4492801 caccgtcacc agcaccggta cggttatcac cctgatgaac aacagaacca caaggactca
  4492861 ctttgttgtt aaagaagatg aagtgctgat cagacaaaac tttgccgttt tcaccgacca
  4492921 taaataccga ggcatcaagg tcaaattcag aaccatcggt cacacgtgca tcccaaccca
  4492981 gccccacgac agcaatgttc atggttggag cttcttttgt cagagatacg ttaccacctt
  4493041 ttaccagaga aactgccatc gtactttcct tacactgaag tgttaaatat tcagagcatt
  4493101 ttgccctgaa tatatgaata cgttaatctg tacacccaaa atgattggcg ttacaggtaa
  4493161 gtaaccagca aaccccgatg aatttattca acggatacgc tgacgtagct accccctgca
  4493221 acgtcaaaaa cgaagggaat gattaagatg cgttgatgcc atactgagca caaacagacg
  4493281 acaaaccacc cgcatagccc tgacctaccg cacggaattt ccactccgca ttatggcgat
  4493341 acagctcacc aaacagcatc gctgtttcgg tggacgcatc ttcagacagg tcgtaacgcg
  4493401 caatttcaac gccattatca tcgtttacca ggcgaataaa ggcattagcc acctgaccga
  4493461 agctctgacg gcgcgcctga gcatcatgaa tagtgacaac gaaaacaatc ttatccacat
  4493521 ctgctgggat caaaggcaat ttgattttca gcgactcatc gtcaccctcg ccttcaccag
  4493581 tacggttatc accggtgtgc atcactgaac catcagatga tttcagattg ttgtagaaaa
  4493641 tgaaatctgc atcgttacgt actttgccgt ttgcagtcaa aagaaaagct gaagcatcca
  4493701 ggtcgaaatc ctgaccatct gtagaacggg catcccagcc gaggccaatc agcacattcg
  4493761 tcattgttgg agcttcttta ctcagggaga cattaccgcc tttcgaaaga gatacaccca
  4493821 ttttcatttc ctcagtagtt aagtattaat tcaatttaca tcatcaggtc tctaaaaccc
  4493881 tacgttagtg ctgtccttcc tttgaatcct tttcagggaa caggaagctg gcaacaatac
  4493941 cgatcgccag tacaccaatg accacgaaca ggctaacatt ggccgagata tcatagccgt
  4494001 gattgaaaaa gtggtcagat gcattcaggc ccaacttagc ggcgatgaag aacaacagca
  4494061 caataacggc tttttcgaga tggacgagat actgcttcag cgcttcaagt acaaaataca
  4494121 gtgtacgcaa gccaaggatt gcgaacatca tcgcactgta gacgatcaac ggttcgcggc
  4494181 tgaccgcaat caccgccggt acagagtcaa aagcaaacat cacatctgac agttcaacca
  4494241 cggccaaaca gagcatcaat ggcgtggcat aacgtgcaac accgccttta cggcctactt
  4494301 gcacatccgc attttcaggt ttagccagtt ctgcatcaac ctctttctgg ctcaatataa
  4494361 aggcattgcc tctcaatttt ggccaaatag ggaagaaacg cttcactaaa cgataggcga
  4494421 tatgttggga ataatcctca atggcgtcgt catcatcgcc ttttctcagc atcattactg
  4494481 ccgtccaggc aacaactatc gcgaagacaa cctcaaccca cggccctagc atcagcaagc
  4494541 ccgtaccaat ggcgacgaaa atgccacgga aaacgatagc cccgataatc ccccaataca
  4494601 gtacgcgata gcgcaaacgg tctggtaccg caaaccaaga gaaaatagcc atcatgacaa
  4494661 acaggttatc aatggataac actttttcaa gcgcataccc agtaacaaac aaactggctg
  4494721 cctcagcacc gtgatgcagg taaaggaagc ctgcgaatac aaaagcgatg gcgacccaga
  4494781 agagagacca caacgccgca cttttcagag agattggctt atcatggcgg tgcatgaaaa
  4494841 gatcgataca aatggcaccg acagaaagca ggatgaacac ggctactgtc tcaatgggaa
  4494901 agccaatatg ggtggattcc ataattcctc aaattattcg ctattacagt tgaaaatcag
  4494961 cagggacaaa acctaacgtc acgcaaattt cacgtgctgc ggcttcttcc atttcatcaa
  4495021 aaacaccgtc gcttttcgca acagcaatac caacacgcaa agcaagctgt gccgcttctg
  4495081 gctgactttt gagcgccatg atgtacttca tcgcctcgcc cttgccaatg tcagcatcaa
  4495141 attcatagct ggtaaccagt ttgttaaaga actcgatcac ttcattggta tcgaagacgc
  4495201 ttaattcagg cgactgcttg atgaacatga tcatcttttg tttttcttcc ggacccgcgc
  4495261 cattactcgc cattgagata tgcgcgcaga cggcgacagt gccttccatg aatttacggt
  4495321 ttttaaagcg gccaacctga ttggtcagtt cggtgcgccc ggcactgatg gcatttttca
  4495381 ctttattgaa aaagctcata atatttcctc caaataaaag tttaacgtgg cttatttgct
  4495441 gcccgctttc cagcggaatc cccagccaaa agcctcgtcc atttctttgt gtccgctaaa
  4495501 atagcggtta attcgttcaa ctttgatatt gcctgattca ttcaccaaac gagcaaccgc
  4495561 acacatattt ttccgatcat tcccttcatt catctgcgtc tcgattgggg cctgaccggg
  4495621 gacattaatg gttacgatcc cgtcggtact tccccaactc ggaacacctt cataaataaa
  4495681 ggcaaaaatc agcacttcct tgacgtgttt ccactcgcgc ccattaatgt gcatccactc
  4495741 accgtcgctg acatcgccag tacgatcatc gccttgtaac tgaacataag gttcactgtg
  4495801 gtaggagcca aaattgttcc ctaacgcctg aataacgcca cgggagccat cgttcaaggc
  4495861 gacaaaagcc cctaaatcga ggtcgatccc tttgttcgag ttaaagatgc cctgcaagaa
  4495921 accttttgcg ggcgcgcctc cgccacggtg ccaattcagg ttgacgcgga tctcaccgaa
  4495981 atcatcacgt tttgtcaggc tgatgaccgg tttttctttt gtcagagaca ccttgctcag
  4496041 attgatcggt ttggcgactg gcggcgcggt tggcgcaggg gttgaaaccg gagtgggaac
  4496101 cggagtaggt gccgcgggtt cgtcttctac caccacacca aaatgttcgg caagcggctt
  4496161 gagaccgccg ttaaaaccct gagcaacaaa gcggaatttc cactcagtat tacggcgata
  4496221 cagttcaccc agaataagcg ccgcttcctg acgcccctgc gtctcgacat cgcccttcat
  4496281 caacacactg ccgttcagct cgacctggat cgacaagttg cctagctgtg aaagggtttg
  4496341 gttaccgtcg caggtggccg tgaacgctat cttttgtaca tcatgattga tggcctggag
  4496401 gttaactgaa aacgcagtat ttactccctg cccagacaaa cggatggtgc tatcatccgt
  4496461 aaccggttga ccataaaaca ccatatccgt atcgccccgg acttttccgc tggcatagag
  4496521 ccgaaaagca gaaacatcaa cggaggcacc ggacagaacc cgtactgtca gcgtctgaga
  4496581 cgcaacaggg gcattgcccc caggcatcag attcatcagc gcaccaccgt ctcaatgatt
  4496641 tcagacatca tgtcttcgat agtgcggcca cggcatgcac gtccatgagc ggtaaagtcc
  4496701 cactgaccat tgttgcggcg cagagaagaa ataacgatac cggtgtggct cccctgctca
  4496761 gtgagaacat aacgagcaag ctctttgccg gtttgatcga ctacacggca gaacgcattt
  4496821 tcaacttcgt tgaaggtctg cccacgaaaa ctgttaaccg taaatgccag atattcaact
  4496881 tcagccggca agcggctcag atcgacatta atgacttcat catcaccgtc accttcccca
  4496941 gtgaggttat cgccagtatg ttgcacagaa cgacacttgg acgtgagatg gcgaaaagaa
  4497001 acggtatcaa cgggtttgcc agcctggctc aacatcacac agctggcatc cagatcaatg
  4497061 ctatcgctag cgctaccacc accgaacaaa ccacccagaa aacttttttt ctttttaacc
  4497121 ggatcccaac ccagaccgaa ctggacgcga gagagggcac tgctttcttt tgccagtgag
  4497181 atagtttggt ttttgcttaa cgatatcatc acgtttcctt ttagaatgaa attattgaac
  4497241 aagtcacatt aaccgcatca caccaatcat atcatgaagc catcatcatt caactcatga
  4497301 atcatattat gatttgtaaa gaacattaaa tatcaatata aacaatagat tgaatgtggt
  4497361 ttatttattt taaataaatt gatcagtgca ataagatggc aatcataata tgattaagga
  4497421 taaggtttca ttcatagaca attaacacct tccctttggc ggtttcataa ggattcatcc
  4497481 actgatgaaa aaaaatattt ggttcatggg gggattatct tcccaaaggg acatcatttc
  4497541 cggtgtgaaa aacaccagtg aacttcatgg caatgctatt caggttttcg cctcccatca
  4497601 tcagcatcgc tatgaaattc ttgaaaaagc ggatgttgct tttatcgaac cgtcggatct
  4497661 tgacaccaaa atggcgttta tccgccatat cgtgaaagca ttcgacatag aagcgattca
  4497721 tactggccgc agttgtctct ggtttgagca gcaccgagca gccattgaag ggctgggcgt
  4497781 aaaattgacc actggcgcgc agtgcccagc aacctttact ttagctgata ataaagtcga
  4497841 atacgccgct tacatggcgc aaaaaggttt gcccgttgtc ccttcaattc agatcgcttc
  4497901 gcctgatgaa ttgcgtgaat ggctggctaa cccgcctttt gatactgaaa aactctgtat
  4497961 caaacccgtg acaggcatct acggcatggg gttttggaaa ttggatcaat ccatttcagc
  4498021 aatggactgc tttgaccgta ccgataatcg tgttgttcac ccagatctct atctggccgc
  4498081 tcttgagcgc actgaaaaaa tgcagcccat ggtgcttatg ccttatctac ctggcccaga
  4498141 atcctccgtt gacatgttgg ttgaaaaagg caaagtcatt gcagctgtgg cacgccgtaa
  4498201 agaaggcagc gtacagcacc ttcaccaatc gggtgccgcc tttgaactgg ctaaatccag
  4498261 tgcggagctg atgcaggctg acgggctggt gaatgttcaa actcgctgcg atcaccacgg
  4498321 gcaaccgctg ttactggaaa ttaaccttcg cccttcaggc ggtattgact atacccgcca
  4498381 cagcggcgtg aatttaccgg gcttgtttgc cctgcggcaa ctggatctga tgagtcaaga
  4498441 tgaagtgagt tcgcaagcgg ttgcacattt taagcctgtc agcgtgagag cgatgaccga
  4498501 tgcactgccg ttccccgctg aattgcaaaa tcttactcat ttctaaaaag gacagtcatg
  4498561 atgacaaccc aaccgccggt ttatcgccgg gaattgtcag ggggcacgtt gacggtgata
  4498621 cctaacagta gcaatatccc gctggattcg ctctttgata ttgccgaacg ccgtaaccct
  4498681 aagcgcgcct tcctttttgt tagcaaagtt ctggggcggc acatccctgt tagccctgcc
  4498741 accatgcgca atgtctatcg ccaattggcg gagagattcc ccgcagacct accaggcccc
  4498801 gttctgttta ttggcatggc tgaaactgca gtaggtctgg ctgctggtgt atttcaagag
  4498861 ctacgcggca cggtcgctga accggttttt ttgacgtcaa cccggcatcc ggttgatggc
  4498921 gatttgctgt gcgaattcaa agaaaaccat agccatgcaa cggatcacct gctctatttg
  4498981 ccgtctgacc ccgtgttgcg cgcacgcctg caacgcgccc gttcagtggt tcttattgac
  4499041 gatgaggcca ccacggggaa cacctttatc aaccttcttc aggcattacg tgatgccaat
  4499101 ctgaatggcc ttgaaaaggt ggttgccgtc accctgaccg actggagcgg tagcgcactg
  4499161 acggaacggt gccctttgcc agtcaccacc gtttcactta tcaccgggga gtggaactgg
  4499221 tcacccatcc ctgatgcccc ggtgcccgtg atgcccgcct gtaatgtcac tgcccgtggc
  4499281 aaggttgcca tcaccgataa acaaaattgg ggccggctcg gcatggatga aacccgtgct
  4499341 gatatcggcc ataaggtcca tgtactggcc ggtgaaaaag tgctggtcct tggtaccagt
  4499401 gagtttgtct ggcaaccttt cttattggct gagaggctgg aacatgccgg ggctaacgtc
  4499461 aaatttagct cgataacccg ctcaccgatt gcacaaggcc atgctattaa ctcaatcatc
  4499521 gcgttcagcg ataactacgg tctagggatc cccaatttcc tctataacgt cgctcatcag
  4499581 cattttgatc gcattatcgt ttgtgtcgaa acaccagccg aatctattga tcccacactg
  4499641 attgaacagc ttcgcacggt ggcaccttgt gtggaggtta ttgcttatga ataagcctgt
  4499701 ttttttgtgt gatctggacg atacgctgtt ccagacacgg cgcaaaatgg tcgatgagct
  4499761 agaccttcct ccttttcggg taggggcgtt ggatcgcagc ctgacacccc gcagtttcat
  4499821 gaccgaagag cagtccatgt tggtggattg gctcttggag cacgcagaat ttatccccgt
  4499881 gaccgcccgt ggaacagaag agatcagccg cgtcaacatt cctttcagct catgggcgat
  4499941 caccacccat ggtgccgtta ttctgacgcc cgacagacaa cccgatgccg gctggcagga
  4500001 tacggtgctg acgaacttgc agccctatcg tgaccgtttg atagcaatgg aaagccgtat
  4500061 caatgacatg atggccgaac ggggtctgaa tgcctggtgt cgaatcaatt atgaatacgg
  4500121 cgacaccccg gtttatttcg tgatgaaaca ccgtgatagc acacagatag ccgagttgta
  4500181 tgccttcaac gaccaactgg aatccctctt ttccactgat ggattttata ttcaccgtaa
  4500241 cagcaacaat attgcgtggt taccggtttg tatcgaaaaa ggcctggcga ccacttatct
  4500301 gcttgataaa ttacgccacg aacatggcgc gtttccggtt ctgggtttcg gcgatagcct
  4500361 gagcgacttc agctttatgc gccactgtca ttggttcggt atgcccgcga aaagtcagtt
  4500421 ctcgcaggcc ctgacatcgc atttatttga taacacgaca tttaataaaa ataatgttaa
  4500481 tggagataac gatgcatgac attacgcctt tttctggctc ctatttgcca gatgacattc
  4500541 aatttctgct caaaccaata caaattgaaa tgacaccggt cgaggttaaa gagaaactga
  4500601 tccagtcagg ggcccgccat tattctgaca tgctcagtca ggagccagcg ccgaccgagc
  4500661 atcacctcac cttgtttgca cgagcactcg atcaaggggc cacacgcatg gcgcgtgaag
  4500721 tggtgatgct ggcgaaagcc ctaatcaacc gtttcggtga taccccaatc gtgctcgcca
  4500781 gcttggtacg cgcgggcgta ccacttggtg tgatgctcca tcacactctc cgcgcattgg
  4500841 gaaaaacctc ttttcactac ggtatcagta tcatccgtga ccgggggatt gatgaggtcg
  4500901 ccttgtcata tattgagcaa aaacacggca ccgaagggct ggttttcgtc gacggttgga
  4500961 caggtaaagg ggcgatcacc ggtgaactga cgcgctccct acaggggcgt ccgggctacc
  4501021 ccgagctgcc tcgtctggtg gtgttggccg atccctgtgg ctgttcttgg ttatctgcaa
  4501081 ccgatgatga ttggcttatc ccgttcggta ttatgggcgc gccagtctcg gggctggtct
  4501141 cccgttccct ctggtcggaa aaagggctac acggttgtgt tcactgtgag catttgcagg
  4501201 agtttgagtg cagccaactg ttggtgaata ccgtcgctga ctgtcgccaa caacttgatc
  4501261 tgtcccagat acccgcggcg gagtgggatt atcagcaaaa tgccgccctg cggatccaaa
  4501321 gccatcaagt ggtgaaaaag atggcggaac agtttgagat taatagcgta aatcgcatca
  4501381 aaccgggaat tgctgaagcg acccgagccg ttcttcgccg tgtacctgac catgttctgg
  4501441 ttcgtcacat tgacgatcct gacgtgtcat tgctggtcta tttagccaaa cagaagaaaa
  4501501 tcgcaataaa agaagtgggg aatgaactgg gccaataccg tgctatcacc ataattaaaa
  4501561 aggtcatctg atgaaatcaa caccttctgc gtacgctttg ggggcaacac tttatatgcc
  4501621 tgctacgcgt accgatattg ccgatattat tattcataat aaaatttccg gcctgcgctc
  4501681 actggtaatc tgcctggaag atgccgtgag cgaagatgat gtgccactgg ctatctctca
  4501741 actcagcacc ttattaggta cgctagccgt agagaaaaaa cgcgatggat ctgcccattg
  4501801 gccgctgatc tttgttcgtc cacgtcatga agcgatgggg ctagcattaa tcacccgttt
  4501861 taatctgagc gctatcaatg gctttgtgtt gccaaagttt acccaagcat ccattactac
  4501921 ctggtgggag atcatgaaag agactcatct gtgcatgatg ccaacgctgg aaactgaaga
  4501981 tgtctttgat gtagcgaaga tgagtactct cgccagggag ctggaaaatc acccctctcg
  4502041 tcaacgcatt gttgcgctgc gcattggtgg taatgatctg atgagtgtta tttcgatgcg
  4502101 gcgctcgcgt aagttgacgc tgtacgatgg cccgatgggc tacgtgatca aaatgctggt
  4502161 ttcggtattc tgtccaaaga attttgcgtt aaccgcaccg gtctgtgagc aaatagataa
  4502221 tccgcagttg ctggaaacag aactggcgct ggatatcgct catggtctgg tggggaaaac
  4502281 cgccattcat ccaagccaga tcgaagtcat tcaacgcgcc ttaatggtcg acactcatga
  4502341 tcacgctgat gcattgcgca tcctcaattc aacacaggca gttttcaagt ctcagggggc
  4502401 gatgtgtgaa ccatctactc ataagcgctg ggcggcggca atccttgagc gtgcacaata
  4502461 ttacggaata atgcctgatt ttactgcgat ggcggttcgt gatgcgccaa gaaaacatca
  4502521 gagtggataa gacatgccat gtgcaaaggg gcataagcgc gaatatagcc aatttggcaa
  4502581 agctgttcgc tcatatatag aacgcttttt gagtctcttt tagccgataa accgtgggca
  4502641 gcctagtcat ataagacaag ggttctctaa aaggctaaac ttgatgggat cataagtttc
  4502701 acagagtttt atcccgtgga ggcactggcc atgtatcgcg ttatatccct aaataatttg
  4502761 gctttattgg taggcgtatc ccaatgagcg tacaccatca gtgacttggg ataaaatgta
  4502821 ccgctaaccc cagtaatggt taagtacgaa gggtatagag gaaaatatcg tcagtcccta
  4502881 ttttcctgcc aatcattcca cccattaaag gcggcactaa ctaaagatgc ttctcagcac
  4502941 caagcaattt cgtcactaca cgctggccct gctcctcgcg agtggcaaac cagtagacgc
  4503001 ggatgacata tacgataagt tgagctgttc aggcccaacg ctcacccgtg cgctcaagga
  4503061 actgcgggaa acctacaacg cagagatccg ttacagcaaa agcactcaca gttaccaatt
  4503121 gaccgagaaa ggaacgctga cgccaaaagt gctacgccac attaaagatg ccattgcctc
  4503181 gcatatgata ataaaatcac acgaggagct ggtggccagc cacgttattt tggacaaaga
  4503241 gaaaaagaga tccatttcac tctccctacg catgtccgtt atacgcaaaa ttgaccgagt
  4503301 ggttaatcag cttgagataa cccgtagtga agctgtggaa atactcgtta acacctacat
  4503361 tagcgagtta atgctctctg tcagtcagcc tccaaaaggg aaaaaaagcg tttaatgtaa
  4503421 aaagaaaaat ctacaattcc ctcctagaca ccgccatcga cagtgcttcc ctatcaacgg
  4503481 gggcactgtc gccatcgatt gtcagagaaa aagtaaatca ttatcaacaa ctcttgccgt
  4503541 gagccccgca tagcattact caatagataa cctcgaactc taaatatgat attaaacaat
  4503601 aaaaatttcc tagccattag atttatatcg acgatattta atttgcattc aacaataaat
  4503661 aaatgttatt taaattattc gtgattgcgt taattaaaca gattataccc acacaaagaa
  4503721 gagaacatta tggaaagaaa actaagtttc gaaatgaatt cagctaaaaa tgaaaaagaa
  4503781 atggagaata tatttaaact tatcgagttt accgacacac tggatcctat ttattacaca
  4503841 gtcaacacag aaattggatc ctctgtttgg agtgatacat atcgtactgt catagagtta
  4503901 agagaaaaaa cagatgttcc cctgatacct cacattacaa taaataataa aaaagaaagg
  4503961 gagataatgc agattataga aaaatatata aacgtaggca tttgtgagtt cttcgtgatt
  4504021 cgtggtgaca agcatgtgta cgaccaagat aaccccatta attacggggt tgaattgatt
  4504081 gagctgatac gccgtagcca caaacatatc ggaatcaaaa ccagcctgta ccctgacttt
  4504141 cacaaggaaa ccacagaggt aaaagaagaa atagactgga atgaaagaaa atatcaactc
  4504201 ggggttaatg agtttatcag ccaactgaca ctcaacacga atgcattgga tttcctgagt
  4504261 cactgggttg ataaagaacg accctttacg ccatccataa tgccacttgg caatttttca
  4504321 tttattgaaa aatttacttc atctaactca atcgactacc ctttgtggat taaaaaattc
  4504381 gcaaatagta agagcaatag taatgaagat aaagaaaaca tcgggattga gataattcgc
  4504441 tttctctgta gagaatatct caatcaaagg gagaggcttc atgtattcac tttgaataaa
  4504501 gttgatgtta tgaagaaaat tttccaataa ggaattgtac accgaaagat tctgttgcat
  4504561 tagcgcagaa ctgagactgt cattaaaatt gtgatattgc ctgatggcta tgatacacca
  4504621 aaataacctc actctgatgg gtggggctat atcaaccccc atttcttttg cttgatagct
  4504681 gttacccttt gcggggagcc aaatcggtct cgtccactgc ccctaatttt ggcctgctcc
  4504741 ccctcaattg tctaatttat gcactgtttg tcgccattta ctgatacagg tcaagatact
  4504801 tcacattagc tattgatcga atgcttatga ttatcattta atttcgcacc tgtggtttag
  4504861 tgagcttgct atgaatattg atctgatgcc gtattatgcc caaccagggc cactgccatt
  4504921 tcccaaacgt tgggctacga tgccgtggcg tgacagccgg ccattacccg cagagtcact
  4504981 ccaggatagc tggcagtcac tattacaaaa agcgcttcct cgcaataagc gtttacttta
  4505041 cttacacatt ccattctgtg ctacccactg tactttctgt ggtttctacc aaaacccgct
  4505101 gcaatccggt agcaccgaac gctataccga ttacctcttg cgagagctga gcatggaagc
  4505161 cgatagccca ctgctacaag gggggccaat tcatgcgatc tacttcggtg gcggtacacc
  4505221 aagtgcactt tccgcacaac aattacacag tattatcagc caattacgca agagtttacc
  4505281 gctagctccc gattgtgaga tcaccgttga agggcgaatt tttaattttg atgatgagag
  4505341 aattgatgcc tgtctggaag caggggctaa ccgtttctct atcggggttc aaacgtttaa
  4505401 cacccgcatt cgtcaacgaa tgggccgcaa agctgaccgc gatcaggcga ttcgttttct
  4505461 gactgatttg gcgacccgtg atcgggctgc tgttgtttgt gatctaatgt tcggtttacc
  4505521 gcatcaaact cccgaaatct ggcaggaaga tttagccatc gtgcgtcagc tcccgctgga
  4505581 tggggttgat ctgtatgctc tcaatttgtt gccgaccaca ccgctggcta aatcggtaga
  4505641 aaataaccgg gtggaactgc cgacactggc acaacaatgc gacttttact gcagcggggc
  4505701 agatagcctc gcacaggcgg gttggcatca gttaagcaac agccactggg cgcggaccac
  4505761 ccgtgagcgc aatctgtata acctgttaat caagcaaggg gccgattgcc tcgcattggg
  4505821 cagtggtgca gggggctcct tgcaagggca cgcttacatg cagcaccgta gtctggataa
  4505881 ctactatcgg ttaatcgata gtgggcagaa accgttaatg atgatgacgc aagccagcgg
  4505941 cgaacatccg tggcgggcta aattacaaag tggtattgaa gttgggcgtc tggacctgag
  4506001 cgagttaatt gccgatccgt accctctcat gccattgata tcccagtggt atcaaagcaa
  4506061 tctactgaaa gataacagtt tctgcctgcg cctaaccgac agcgggcgtt tttgggccag
  4506121 caatatcatg caggcactgc aaaatattat tccttcactc atcacagcgg aaagccactc
  4506181 atgaatacgt catcgtctat aaatacatcg tcctctatga atagatcgcc actggctgaa
  4506241 ttccttgcca cccaaccgga tggcaccttg gaacagattg cacaggatta ccaggtcagc
  4506301 gtacttgatg ttgtgcgtgc cttacctgaa cgagtcttgg taggcgcaga gcattttgat
  4506361 cgtatatggg acagcatgac cgagtggggg gatgtcacga ccttagtcca taccgccgac
  4506421 gtgattttgg aacacaaagg cccactaccg agcgggactc accgccatgg ctatttcaat
  4506481 ttacgcagta aacaaggcct cagtggccat atcagagcac aaaattgcca ggcaatcgcc
  4506541 ctgctggaac gcccatttat gggaatggca acagcgtcag tacagttttt caatcaacag
  4506601 ggtgaagtga tgtttaaagt ctatgttggc cgtgatgaac atcgtcaatt acgtgctgat
  4506661 ggccttgccg cattccatca attggctcaa cagctcctga ttgaagaccc gaccctggtt
  4506721 aaataacaag actcgtcaaa cacaacaaga ggaaacacca tgaggccatg gttgatattt
  4506781 ggtgcaggtc gtggcgtagg cgcacatctg ctagcgttag caaatcaaca tgcggattct
  4506841 gcatcgaatc ctcgtcctgt caccttgttg atccgtaatc agcagcaagc agaggaattg
  4506901 cgcaacaaag gtctgaccgt ggtctgcggt gatgcttgtg atccggccag tgtgcgcgaa
  4506961 gcctgccaac tagccggtga ggacgccgct atcatttcga cgctgggtaa taacaatgcg
  4507021 aactatcagg gtaatcggct gatcattgac acggctgagc aactggggct gaagcgtatg
  4507081 cttttggtta catcgatcgg ttgtggcgat agttggccaa ccctctcccc tgccgcccgc
  4507141 gcagcttttg gtcaggcagt gcgtgagaaa tcactggccg agagttggtt acaaaccagc
  4507201 aacctgattt ataccctgat tcggccgggt ggcctattgg atcagcccgc caccggtaac
  4507261 gcgatacgcc tgcaaacgga agcccatggc atggtcacgc gtgcagatgt cgcacaccat
  4507321 ataagccaga tgatcgagga ccccgcgaca tattaccaag cgtatgcatt aattgagcca
  4507381 ggattagccc gtaaggtaaa aatgaattaa caacaaatat gtcttgatgt aatatcaaac
  4507441 catacctgat aatgcttatc acactgatag tcgttatcat taagttgttg gccatatgga
  4507501 taaacagttg aataaagtgc caatgttaaa tgacgaacct gctgccgaat attcggtggc
  4507561 acgtaagcct ttgagccttt gtctatcgcc agcgaacagt tgctgggaga gcacggcgta
  4507621 gcctttatcg tccatcaggg cgaatgctat caactgcgcc agaccaaatc tggaaaactt
  4507681 atactgacaa aataactcgc gttatatacc caagatatac caagggtatg aatgacgctt
  4507741 actgcaagcc acccagattt tcgaatcaag gcagccagca acctatcgat atgtttttga
  4507801 aaaaaaatat ggagaattgc cgacatgctt cgttccactt ccgaccgttt ccgctggtcc
  4507861 tcactcagtt tggcaatcgc ttgtaccttg ccccttgcta ctcaagctgc tgataccaca
  4507921 accactcaaa ccagcagtaa aaagcacagc accgacacca tggtcgtcac agcaaccggt
  4507981 aatgagcgta gcagttttga agcgccaatg atggtaacgg tcatcgaagg gaatgcccct
  4508041 accagccaaa ccgccgcgac ggccgcagat atgctgcgac aagtaccagg gctgaccgtc
  4508101 actggcagcg ggcgtaccaa cggtcaagat gtggtgatgc gaggttacgg taaacaaggc
  4508161 gtgttgacac tggttgatgg tgttcgtcag gggaccgata ccggtcactt gaactccact
  4508221 ttcctcgatc ctgcgttagt caaacgtatc gaaatcgtcc gtgggccagc agcactgctg
  4508281 tacggcagtg gcgctctcgg cggggttatt gcctatgaaa ccgtggatgc agcggacatg
  4508341 ctgcaaccgg gccaaaacag tggttatcgg gtttacagct ctgccgcaac gggtgatcac
  4508401 agcttcggtc tgggagccag cgcctttggc cgcaccgatg atctggatgg tatcctctct
  4508461 ttcggtaccc gtgatatcgg caacattcgt caaagcaacg gttttaatgc cccgaatgat
  4508521 gaaactatca gtaatgtatt ggcaaaaggc acttggcaga tagactcgat tcaatcgtta
  4508581 agcgccaatc tgcgttatta caacaacagt gcaatagagc caaagaatcc gcaaaccagc
  4508641 gcaccatcca gtaccaatgt catgaccaat cgttcaacga tccagcgtga tgcccagctc
  4508701 agatataata ttaagcctct cgatcaagaa tggttgaatg ccacggcaca ggtttattac
  4508761 tccgaagtgg aaatcaatgc ccgtccacaa ggttcagccg aagaaggccg cgagcagaca
  4508821 accgaaggtg tgaagctgga aaaccgtacc cgtctgttta tcgaaagccc agcctcccac
  4508881 ttgctgacct atggtactga aacctataaa caggaacaga cccccggtgg ggcaacggaa
  4508941 agtttcccac aggccaaaat tcggtttagt tcgggctggc tacaagatga aatcacctta
  4509001 cgcgacctgc ctgtctccat attagccggt acgcgttatg acaattacag tggtagcagc
  4509061 gatggctatg ccgatgtcga tgccgataaa tggtcatcac gtggtgcaat cagcattaca
  4509121 ccaactgatt ggctgatgct gtttggctcc tatgctcagg ctttccgcgc cccaaccatg
  4509181 ggtgagatgt ataacgattc caaacacttt gcgatcccta tccggcctgg gttgacactc
  4509241 accaactatt gggtccccaa cccaaatctg aaaccagaaa ccaatgagac ccaggaatac
  4509301 ggttttggcc tacgtttcag tgatttactg atggctgaag atgacctgca atttaaagtc
  4509361 agttacttcg ataccaaggc taaagactac atcagtaccc gcgttgacat gcaagccatg
  4509421 accaccacat cggtgaatat cgatcaggca aaaatctggg gttgggatgc cagcatgagc
  4509481 tataaaacgg ccttgtttaa ctgggatctg gcctataacc gcacccgtgg taaaaatcag
  4509541 aataccgatg aatggctcga caccatcaac ccggataccg tcaccagtat cgttgatgta
  4509601 cctgtcgcca acagtggttt ctccgtcggt tggattggga ccttcgctaa tcgctccagc
  4509661 cgcgtttcca gttcaacacc gcaagccggt tatggcgtca atgatttcta tgtgagctat
  4509721 aaaggccagg aagcattcaa aggcatgacc acaacaatgt tattgggtaa tgtcttcgaa
  4509781 aaagagtatt acacgccaca aggcatccca caagatggcc gtaacgtgaa atttttcgtg
  4509841 agttatcagt ggtagctaat gaaaaaaagt tagtctgaaa tcattcatcc ggtaatccat
  4509901 tttgtggctt gccggattat catttgacaa tgattacctg catacaaaaa aaccaattaa
  4509961 ttaggaagcc attatgaacg catcattata ccaacaatat gtacaggcta aagcagagca
  4510021 ccctggcaaa tatgcccgtg atttagccac cctgatgggg atttcagaag cagagctgac
  4510081 ccacagccgc gtcgggcatg atgcaaaacg tttacaaagt gatgctcgtg cattattggc
  4510141 cgcattggaa tccgtcggcg aagtcaaagc cattacccgc aacacctatg cagttcatga
  4510201 gcaagtgggc cgctatgaga accaacactt aaatggtcat gcagggttaa tcctcaatcc
  4510261 acgcgccttg gacctccggt tattcctgaa tcagtgggca agcgccttta cactgaccga
  4510321 agagacccgc cacggcgtgc gccatagcat ccaatttttc gaccatcagg gcgatgcatt
  4510381 acacaaagtg tatgtgacag aacagacaga tatgtctgcc tgggaagcct tgctggcaca
  4510441 atttatcatc ccggaaaacc cggcattgca gttagaacct ttgagcaccc cagaagcggt
  4510501 agaacctaca gccgatgatg caaccgtgga tagcgaatgg cgtgccatga ccgatgtaca
  4510561 ccagttcttc caactgctta aacgcaataa tctgacccgt cagcaggcgt tccgcgctgt
  4510621 tggtgatgat ctggcttacc aggtcgataa caactcactg actcagctgt tgcacatcgc
  4510681 ccagcaagat cagaacgaga tcatgatttt tgtcggcaac cgcggctgtg tacaaatttt
  4510741 caccggcctg attgaaaaag tcacaccaca caacgaatgg attaatgtct tcaatcagcg
  4510801 ctttacactg catctgatcg aaacggccat tgccgaaagc tggatcaccc gcaaaccaac
  4510861 aaaagacggt tttgtcacca gcctagaact gtttgctgct gatggtactc aacttgccca
  4510921 actctacggc cagcgcaccg aagggcagcc agaacaaaac caatggcgtg aacagattgc
  4510981 ccgcctaatc aacaaggata tcgccgcatg agactccggt tgctgtcgct ccccttcatt
  4511041 ctgtcgctct gtgcccctct gctgccacta aataccttgg cggcagaacg tattgtgact
  4511101 attggtggag atgtaacaga aattgcctat gcactcggtg caggtgatga gattgtggcc
  4511161 cgtgacagca ccagtcaaca gcctcaggca gcgcaaaagc tgcctgatgt tggttatatg
  4511221 cgcacgctga acgcggaagg tattttggcg atgaagccaa ccatgttgct ggttagtgaa
  4511281 ctggctcagc cctcactggt gctgacgcag atcgccagca gcggtgtgaa tgtagtgacg
  4511341 gtaccaggcc agacgacacc tgaaagcgtc gcgatgaaga ttaatgccgt tgccacggca
  4511401 cttcatcaga cggagaaagg gcagaaactg atcgaagact accaacagcg cttggccgcc
  4511461 gtgaacaaga ctccactacc agtgaaagtg ctgtttgtca tgagccatgg cgggttaaca
  4511521 ccgatggctg cgggccaaaa tacggcggca gatgccatga tccgtgcggc gggtggcagt
  4511581 aatgcgatgc agggctttag ccgttatcgc ccgctgtcgc aggaaggggt tatcgccagt
  4511641 gcgccagatt tattattgat caccacggat ggcgttaaag cgctgggtag cagtgaaaat
  4511701 atctggaaat taccgggtat ggcactgact ccggctggca aacataaacg cctgttggtc
  4511761 gtggatgata tggcattact tggctttggt ctggaaacac cacaagtgct tgcacagcta
  4511821 cgtgaaaaaa tggaacagat gcaatgaatg gtcgtgttca gccacgactg atgctgggct
  4511881 tcttactgat attgctagtc attctggcgc tgggctcagc taatatgggg gccttatcgc
  4511941 tctcatttcg cacgctatgg aacacctcca ccaatgatgc catgtggcac atttggttga
  4512001 atatccgcct gccacgggtg ttattggctg tcgtggtggg gtgtgcattg gcggtctccg
  4512061 gcaccattat gcaagggtta ttccgtaacc cgctggcgga cccaggtttg ttgggcatca
  4512121 gtagcggcgc agcgctttgc gtcgggctga ttatcgtgat gcctttcagc ctaccgccgt
  4512181 tactcgcgct gtatagccat atggttgggg cctttatcgg cagtctggct atttctacta
  4512241 ttatttttac cctcagccgt tgggggcatg gcaatctagc tcgtctactg ctagccggta
  4512301 ttgcgattaa tgccttatgc ggtgcggcgg ttggggtgct gacctatatc agtgatgacc
  4512361 aacaattacg ccagttctcg ctatggagta tggggagttt agggcaagcg cagtggtcga
  4512421 cactgctggt cgcatcctcc ctgatcctgc ctacctgtat tttggggctg ctacaggccc
  4512481 gccaactgaa tttgttgcag ttgggggatg aagaagcaca ctaccttggc gtcaatgttc
  4512541 ggcaagccaa actacgctta ctgctactca gtgccatcct gattggtgcc gcggtggcgg
  4512601 tcagtggcgt gatcggcttt atcgggttgg tggtgccaca tctgatccgt atgcgtatcg
  4512661 gcgcggatca tcgttggttg ctacccggcg cggcgttggg gggggcctgc ctgctactga
  4512721 cggccgatac actggctcgc acactggttg ctccggcgga aatgcccgtc ggtctgttaa
  4512781 ccagcctgtt gggtgggcct tattttctgt ggctgatttt acgtcagcgg gagcaacgca
  4512841 gtggttgata tggcagtaac acccgtcgca ttattagagg ccagccacct ccattatcat
  4512901 gtacaacagc aagcgctgat taatgatgtt tcgctgcaca tcgccagtgg tgaaatggtg
  4512961 gctattatcg gcccaaatgg cgcagggaaa tcaaccctgt tacgtttact gactggctat
  4513021 ctttcccctt cccacggcga gtgtcacctg ctggggcaaa accttaatag ctggcaaccg
  4513081 aaagcactgg cccgtacccg tgcagtgatg cgccaataca gcgaactggc ttttcctttt
  4513141 agcgtcagtg aagtgattca gatgggtcgc gcaccttacg gtggctcaca ggatcgacaa
  4513201 gcattgcaac aggtaatggc gcaaacggac tgtctggcac tggcacagcg cgactatcgc
  4513261 gttttatccg gtggcgaaca acagcgagta caactggcgc gcgttttggc gcagctttgg
  4513321 caaccacagc caacaccacg ctggctattc ctcgatgaac ccacatccgc cttggattta
  4513381 tatcaccaac agcacacgct acgcctgctg cgtcagctga cccgtcagga gccgctcgct
  4513441 gtctgctgtg tgttacatga tttaaatctg gcggcgctat acgctgatcg tattatgctg
  4513501 ctggcgcagg gaaaactcgt ggcttgtggt acgccggaag aggtgctcaa tgccgaaaca
  4513561 ctgacccaat ggtatcaggc agatttgggc gtttcgcgtc acccagaaag cgccctgcca
  4513621 cagatttatc tgcggcaata attttaccgg taccgctatg ctaaaaaaca gcctatggcg
  4513681 gttccaaagc accaactaag cagatggtca actaaacaga tcacccgcaa aactgaagca
  4513741 aggggcggaa atgccgataa aaactatccg ccccgctata attaactatt tgatgctaac
  4513801 cgaataaaac cttgcgccaa gtcctccttg agatcctcca tatcctcaag accgatttgt
  4513861 aagcggatgg ttaatccacc tgggttccat ttcgtcaccg tgcggtattc cgagcaatca
  4513921 aaagggatca ccaggctctc atatcccccc caagagaaac ccatagcaaa gatagacata
  4513981 ttgtccaaca tctccgccaa ccctttttga gtaaattcgg gctttaatac aatagagaat
  4514041 agacctgatg acccggtaaa atcacgtttc caaaactcat gtccagggca atcaggaaag
  4514101 gccggatgta aaacacgcaa cacttctggc cgctctttca gccattgcgc catttcaagt
  4514161 ccgcgctttt ctgcctcttt tattcgtaga tgtagggtcc ttaagccacg taatgctaag
  4514221 aaacagtcct cagcccccgg tagcatggcc atagagtcat aagtctccct taatttaggc
  4514281 caccattgtt cgttcgccga caccagcccc attaataggt cagagtgccc gcccaaatat
  4514341 ttggtacccg cctcaagtga taaatcacag ccatgtttat gggcggcaaa aaatagcggt
  4514401 gaagcccaag tattatcaat aattgtcgca atccctcgcc ttttagtgat tgccgtcatc
  4514461 atcggaatat cctgaatttc gaagctttgt gagccaggag actccaaaaa taacgtcgat
  4514521 gtattcggct tcattaatgt ttcaatttca gcaccgatca atgggtcata atatgttgtt
  4514581 tcaaccccca tccgagcgat caaacccgca cagagtaacc ttgtcggttt atacacacta
  4514641 tctggcatca acaagtgatc acccgctttt agcgttgtta acaatgctaa cgcgatcacc
  4514701 cccaagccag aaggggaaat cacggttcct gcagccccag ccagtgcggt ccacgcactc
  4514761 tctagattag caatagtggg agtacctgct gtcccatagt taaaaacagc acgattattg
  4514821 acaatgtcat cgaccgtatt aaaaataacc gtggaccccc gatagatcgg tgtattaaca
  4514881 aaacccgtct gctcttgtgg atttctaccc agttgtgtta tttgagtact aataccaaaa
  4514941 ctagaaatat cttttttatt cattacctac ctcttattaa accagattca ttcctgtttt
  4515001 tagccacgtt actcaaagaa tttaaagaat ggggaaagac aaagaagaat accgaaaaag
  4515061 ctgataaacc aaatagttgg cccttttaat ttatgtaaaa caggaacttt ataaaccagg
  4515121 tagcaaggaa ttaaacaaga gaccaccccg aataacgggc cgccaagttg taagaagaaa
  4515181 agaatagaga accgggttga gacccatagc cataacgtta atatcacacc gacacagacc
  4515241 ccgatgtgta gcactttctg attaatattc tcttcaggga taaagcgact gataatatta
  4515301 acgacaatac ctttaatcgc ctcctgaaat cctaaataga tccccaagaa cgccgtcaag
  4515361 atagcaaaaa tatttaataa tgcagtcatg atacggacaa tcgaaccggg aataacctga
  4515421 gcggcaatcg ccagggcaga gatattttgt tcaaacgccg agacagcctg ctcatggcta
  4515481 atcgagaaag taaaagagaa ggcaaagaac agcactgcaa cagccaaaat gatataagca
  4515541 acacggtttg ctctgatggc ccggtaggtg gcaattcttt tatcgctttc cactttacga
  4515601 taagcaatat tcattgggct aagaatttga acaaataaga tagagaataa tgtgaacggt
  4515661 agtgttaaca ggacatcgcg taaaaaggag aagagttcag gaaaagcgga gatattgtta
  4515721 aaatcccaat aaggaaccat tacaacaccc aacaccacaa tgatgccaaa cttcacacaa
  4515781 accatgggtc ccgaaacttt aaatagaatt ttttcacctt gtgcagcaat ggcaaccaaa
  4515841 actgtcaaga taattaaccc gtaccatatt gaatctgata ataagccttc agttaatcca
  4515901 aatgttttga tgtaagaggc actatcaaag gtgacggcca gggaataaga aaacatcccg
  4515961 tgcaataaca ttaaaaaata agcaataccg agacctaccc cccagttctt acctaaatat
  4516021 tgcgtaatga cactggtata atcagtacag ttatcagatt cagaaagtgt acgcagatag
  4516081 agattctgca gtaaataaat tgcaggatac gaaataataa ccgcagcaat aaagacccaa
  4516141 atccccttaa taccaacctg tacaggcata aatacgatac ctgatccgat agccatcccg
  4516201 atacataata tgacccaacc gacatcatac tgtgtaaagg gaaccgattt atagagcttt
  4516261 tttaattcag attttgaaga cgagatttca gacatacttc accctcttat tttattttta
  4516321 ctttaattac attaagttaa ctaccttcct ggcgtaaaat cgaaaaataa aaccgtttga
  4516381 ctatctacaa aaaagcaata tttcatttta aaaactaaca ggtgtagtat tgtctaaata
  4516441 aactattaat aatataggtg tatgatgtca atagatgaaa acacttttgc atttagcgca
  4516501 aaaataaata atcatgccat ttataagcat ttagagaatt ttatcaaaat tgttgaatgc
  4516561 aacagcctat ccattgctgc acataaatta aatataacac cgtcttccac tagccgtagt
  4516621 ctggctcaat tagaggagaa gctcggtgtg gtactattaa aaagaaccac tcgcagcatc
  4516681 gttttaaccg atgctggcga ttacttgttt catcaggcgc gccaactcct tttggatctg
  4516741 gatgaaacac tggttaatac gcatagtttt tataaccacc cacaggggca gctcaagatt
  4516801 acctgctcta tcgcttttgg tgtctgtcat ttaatgcatc tatttagtca atataaagaa
  4516861 actaacagcg atgtctgttt atcggtggat ttaaatgatc agttagtgaa tttaaatgaa
  4516921 gaacattttg atattgcctt gcgtatcacc tcaattcccc cgcctaattt tgctatacga
  4516981 agaatttgta ccattaactg ggtttattgt ggcagtaaag aatatctaat gaaacgcggt
  4517041 gttccagcca ctatcgaaga tcttgagcaa catgattgcc tggtaaaccc taacgtttcc
  4517101 gatgcctggt tatataaaag tacagagggt gagagcgtcc ccttgaaaat aaaaaatacc
  4517161 gtgcaggcca acagcagcct ggggttatta catgctgcgc tgcatcatca gggcattgtc
  4517221 tgtctaccta cttatatgct gggcgactat ataacctcag gtaaattagt gcctatttta
  4517281 ctggattata atgctaaaga taaagaatat ggcctatatg ctttatatta ccctagcaaa
  4517341 tataacgatc caaaaataag aagttttatt gattttatgt tggatgaact gtcaatggac
  4517401 gtgccatggg ataaatggag agcagattat caaatctcat tatcctgacg atgacagaca
  4517461 ctcaccctgc aagcagttgg aaggagcctg tttccgcgcc agacaaagcg cggacccgga
  4517521 taatatcagc gctgaatcaa atagcgaata gttggcccat cctgctgaat atccagcacg
  4517581 gtatagccgt aattgcgggc atccagcgga atattattga tcgactgcgg gcagtcgctg
  4517641 atcacctcca gaatttcgcc cggcttcagt tgtggcatgg cctccagcgt tgcaaccgca
  4517701 ggatacgggc acggctcgcc caccatatcg aggcgataat caggcacaat aggcgctgcc
  4517761 agttggggtg tttctacgga tggagaatgg ctcataagga ttccttaatc agggccgagg
  4517821 ttgtcgcttt ttgtttgcga aagaaacgct tctcccacca cagcatggcg gcaaatgcta
  4517881 gtgccaacat taggtaagtc accagcaacc cgcccatcgg tccgaacgtc tccaacaggt
  4517941 taactttatc gtaattggtc gccaacgcag gggcgaaatc gtcccagtag taggccaaga
  4518001 gagttgcgcc gataatattg cccaatccca cccaccaata atgaatttgc ccttccaccg
  4518061 cacggtacat ccaaccggtt tcacagccac ccgccagcac gataccaaaa ccaaacagta
  4518121 aaccacctat taccgcattt ggcccagccc acagaatttt aggttcgacg cccagctgga
  4518181 cgtagctgaa aatgccgaga gtactgaccg ccattcctag aataatggcc ttagccatat
  4518241 gggtgcgccc ggttatccac aagtcacgaa aagcggaggt aaagcaaatc tgagcacgtt
  4518301 caatcaggag cccaaagcca atcccgcaca gcatggcaat ccccaattta ggctgacgga
  4518361 acaactcaat cagggaccag ccaagcgcca gaaccaagac caccattccc agacggaaac
  4518421 ggcgtgccgc tctggctggg tgctgcgtca gtggtgaggc ggcagtcact ttttgtagtt
  4518481 taatcagaat gcggaacagg gggagcagcg taaatttggc cccaaagtaa gagcccgctg
  4518541 ccgtcgctag tgcaaaaaac cacgcgtgca gtgaaaattg cggaatgccg gtaaagaagg
  4518601 cggctaaatt gcaccccatc gccagacggg caccaaaacc agcaattatg ccccccacca
  4518661 gcgcctgtgc aatgcggata gtgtgttgcg gcttacgtaa cttaatattg ttagcccaga
  4518721 gtgccgcagc gatacaaccg gcgaacatac cgataatcat catgccatcg atacgatcca
  4518781 gtggcgttcc ttccagaccg atcactttaa aatagcccca ctcctgtggc tgcgcaccaa
  4518841 acaattgcat aatatggccc ccccagcgag taaactcacc agtgaccgcc cagaacgtgc
  4518901 cagtcaaacc aaagtaatag gtcgctaaga taccggcagc aataaccgca ggtaaaggtg
  4518961 cccaaaagcg caccagatat tgagatttaa actcgggcca gctcataccg gcacctccaa
  4519021 aagcaagctg ttaccgataa tattaataat atcaagggat aaaaggtaac agggaaagta
  4519081 ggcttatata ataagcctat tgaggttatt gacaaagtgc ccgcgacgga gagaacaggc
  4519141 agatcgtaaa gacgccgtaa atacatccat gtaggctcga gccgcgccat ccttggcgcg
  4519201 gacgctttac tcctctgcct atcctcaccg ttcaagatcg cgtcatcggg gtttgtcagc
  4519261 agtctgaggc ttatataata agcctattat tcacataata aagatcgata ttacataatt
  4519321 tagatattat tcaaatattg ggttgaaata gccaatatca ttgaatcacg gggtatatcg
  4519381 ggggtcagct agcgcggtgg atcatcactt gatggctgat aatccaactc cagtgccata
  4519441 cgtaagagcg cagcaactgg ctcgaagaat tgttccggga tggtgtcacc acaagcaaca
  4519501 tcacggtgta atgcgcgcgc cagcgcaatg ttttctacca cagggatacc gctctgctct
  4519561 gcgaggctca caatcaatgc agcctgctcg tcatgacctt tttcaatcac tatcggtagc
  4519621 ggcgtctctt ctgggtgata aatcagacaa acggcaaaat gtgtcgggtt acggactacc
  4519681 gcggtggaac ggcgcacgtt agtggcaaaa ctaccgcttt gtacttcatg ctgtagctgc
  4519741 cgccgcttct gcttaatgtg cggatcccca ttactgtctt tatactcccg cttgacctca
  4519801 tcatgggaca ttttcagttg tttcatgatg gtgtagcgct gaaaagcata atccatcagt
  4519861 gaaaaaacca gatagcaggc aatcagtgag cctaataacc accccattaa tgtcgagaat
  4519921 accgggagag cacagcgact gccacagtgg gtcaaataac caaaagaggg cgcatactgc
  4519981 atcaataagt aaccaaaaat cagcgttagc acccccactt tcaataatga tttcatcagc
  4520041 tcaaacacgc tgcgcaatga gaaaagttgt ttagcatttt gaatggggtt aattcgctca
  4520101 cctttaaacg acaccgcttt ggtcgccaac aacggcccaa cctgagcaat accggcaata
  4520161 atggtgacca cgatcagcgc cccgcccaag accaccacga tatgcatcaa taccgtcatg
  4520221 cactcggcac cgatacgggc taaagccaga gtaagtggtt gctgtaattg tatgattgaa
  4520281 ctgcggataa gggctttagc ctgctcgacc aagctatatc ctgtcagtaa aaagtagata
  4520341 accagcgcca ccaactgtac gccggaggtt atctcaacac ttttgactac ctgccctttt
  4520401 tctttggctt ccttaaggcg cttgggcgtg ggtttttcat tcttttcagt ggacatcatt
  4520461 ccccccttta atcaacggga tcaacgtacc aatcttctgt tcagtatcgc tcatacggga
  4520521 caggtagtga tgcaggccat aaggcaggct gatcagtaag agaaaaagcg ccagtgcgct
  4520581 tttaatgggc atcgccagaa aaaagacatt cagttgccgg gccgagcggt taattaatcc
  4520641 taaagagaga tcagccaaca ccatgaccag cagtgccggt agggcaaagc acaagcaaag
  4520701 ctcgaacatc atctgccact cagtttgcag aaagagcaat agatctgcag caggctggat
  4520761 accctggccg atgggtaagc tatcgtacga gccgtacaac gccgccaaca cctgattaaa
  4520821 accgccagaa atcaggaaca gtaccgttaa tatttgggta aacagcacac caaaaaggga
  4520881 ggattcgacg cccataccgg ggttaaacaa cgtggacatc gttgcccccc gtaaagtatc
  4520941 gatcaggaaa cccgccatat tcatagccca gaaaggcaat gcggcgacaa accccatcac
  4521001 caccccaatg agtagctccg tgcataacac cccaatccag gtgaccgggc tactattggt
  4521061 gatgatgggt gcggataaaa atagcggcgt gaccggcagc gcgatggcaa caatcaagcc
  4521121 attacgcaat aagctgctcc ccaaactgcg ggcggtaaac agcggtaata tcagtaagat
  4521181 accgtagggc cgcatcatgg ctaatgcgag tgcggttaga ccggggagga cgtcagtcat
  4521241 ctcagggccg catactggtt atctgcaaaa aactctgctg ggtataattc agcaatgtcg
  4521301 cccccatcca atggtaggtc atcagtaatg tggctgatac cgccaacaac ttaatcaaaa
  4521361 attgcagggt ttgatcctgt atttgggtca gggcttgtac caggctaatc accaacccga
  4521421 ccgttgaagc caccacgact acgggcagag agaggagtaa aaccagccat aacaactcag
  4521481 tggccagatg aacaatgatg gcattctcgt ggtagctact catatggttg ttcataaata
  4521541 ggaacctaca agctgtccga gaaccaatga ccagccatcc accaggacga aaaccaacag
  4521601 tttaaacggc aatgacaggg tcatgggtga caccatcatc atgcccatcg ccagcaaaat
  4521661 gttggataca attaaatcga tggcgacaaa cggtaaaaaa agtaacaggc cgattttaaa
  4521721 cgcttcatta agctgactga gggtaaaggc gggcattaat atcagcagtg aatcgggttt
  4521781 gacgctatcg cggtaacgct caggccactt attctgcaca atgtcgttaa aaaaagtgac
  4521841 ttgctcaata tcggtattgc gctgtaaaaa atcgcggtag ggcaccagcg cattttgatc
  4521901 aatttggtgc gctaatgcgc cgatgtcatt ggacagctct tcattttgca agcgcgcctg
  4521961 aacatctaaa ccaaccggtg ccatgataaa aatagtcagc accagcgcca gcccgtaaat
  4522021 ggcaatattc ggtggcactt gttgaacacc cagcgcattg cgtaacaacg aaaaaaccac
  4522081 ggatagctta aggaatgcgg tccccatgac caccagtaaa ggcaacacgg acagcatgaa
  4522141 aagcagggcg atcaattgat aggatgaatt cagtaattcc atgtgatctg tttcatataa
  4522201 gtcatctgtt tcagataaga taaaaagtaa gctgtttcgc ataaaaacaa gatggacagt
  4522261 cttgtccccc gcccctttca ggggtatcgg gtgttcacct caatcttgtc attccatgat
  4522321 attttcgccg ttttgtaatc cccattgtgc aattctgacc accagttttt catcgcaccg
  4522381 gagtaaactg ccacggccaa cggattgccc attcaggcag atattcacct cgccataaca
  4522441 gtgggtttgg cacgccagcg tctgaccaac cgcgagttgt tttatctccc ccagaggcaa
  4522501 ggtcaaacgg ccaatttcca tcaccagcgt ttgcggtaaa tcctcaagtt gtaccgccgc
  4522561 cagaggcggt gattcagcgc gactgccgca ggccagcggg tcactcgctt cattaatctg
  4522621 ttgaattgtc attctgttcc caccctctag cttgatataa atttgtggcg atgcgtgatg
  4522681 ccataaccag cacgcttctt tatccaattc cgccgccata gagaggcgta aaccctcgcc
  4522741 cggccttaac tgctgtaatt gacgcaatga taagtggcac caacccgcca ccaatccaga
  4522801 ttgccaaagc aaatcagggg cggtgaccgc ttcgcacggc caatgagaca aagtgtcggc
  4522861 caatgccgcc tgcggccaat cctgtaacac accgataatc ggctgtccct ccagctcgaa
  4522921 agccaccgtc accgcccact gctttggtag tgacctcttc tgtggtgact cggccaatac
  4522981 caccagatcg gtaaacagcg ctaacaatgg ggtgacggcc caattagcca tggcgatcac
  4523041 taactctgcg gccaacaact gggggttatc ggttgccaac gtcgtgttca gccagtgctg
  4523101 ccaacaggat tgtgataacc acaacccaca ctcttggccg ccataatgca gtggcagata
  4523161 aacgccctca ccgtcaatct ccgtcaaggc caccgacacc cctgctgtct gccggccact
  4523221 cccgatcaag gtgctaaggg cgcgtaactc aggcgtcaga ttcgtcagca caggtgacct
  4523281 ccagtaaaca cgggaaccct aactgatgca gttgccgctg ccagcggttt tgtatgcgct
  4523341 gtaagcgttc aatcagtttg ctctctgtat tactgagcac gatacgtaac ccgtgagccg
  4523401 tcatgctgac actgactttt gtcccacata gcggcccact gacgatacga taatgcgtct
  4523461 ccatcaggcc gttatcgtca tacccagcaa cggtacacgc tatgttttgt attcggggta
  4523521 agggagagga gaaacagcga gcaaactgct gacgttgcct ctcatgatcc caatgtgttg
  4523581 atcgctcttt tgaataacct tgttctctta gtggcggtaa cgcgccttca atatcgattc
  4523641 gactcatctt ctgtcagcat ccgtaatttt tcctgttcac gctgattacg ccgtaaccgc
  4523701 gcttgttgtc gctcaatggc actgacctgt tgccgccctt gcgccaccca tgcgtttagc
  4523761 tgttttttcg cctgccgttc cgcctgatac accgcctgcc gtaatacttt ttgttcatcc
  4523821 gcctctcgcg gggtcagcat tccgcaccac tgcgcaagct gttgtagttg ctggcagagt
  4523881 tgttgatgcc ggcgacggcc attctccagt tgctgctcct gttgctgctg ctcacgccgc
  4523941 agttgtccca gttgctggcg caaccgccgt tcctgccgct gccgtagcgc caatagccgt
  4524001 tgtagcgtcc gctgttgcga gtgattcaac cgacaacctg cgccaggtgt tccagagtgg
  4524061 tatcaagatg agcagtatct gggtcacgcg ttaggctgtg gtcttgttgt aaaaaggcgc
  4524121 atattgccgg atagcgttgt aaggcttcat cagcctgtag gtcttctcct gcctgatatt
  4524181 caccaatctg caccaacagc tcgatctcct gataacaggc cagcattcgc cgtagttttt
  4524241 gtgccatcgc caactgcccg gcactaacga tttgcggcat gatacggctg acgctggcgg
  4524301 caatatcaat cgccggataa tgcccggcac cggccaaccg tcgtgataaa acgatgtgcc
  4524361 catccaacag cgaacgcact tcatcggcca ccggttcatt catgtcatct ccctccacca
  4524421 gcacggtata aaaagccgta atgctgccgc gatcactgtt acccgttcgc tccaacagac
  4524481 ggggtaagtt ggcaaaaaca cttgggggga aactgccagc agccggtggc tcacctgccg
  4524541 ccagaccaat ttcacgggcg gcacgggcat agcgggtcag tgaatccgcc agtaacaaca
  4524601 ccttcaatcc acgttcgcga aaatactccg ccaccgtggt ggcagtagac agccccttca
  4524661 accgctccaa tgctggccgg tcagaggtcg ccaccaccac cacggtgcgc gcacgcgcct
  4524721 ctggagtcag cacctgttca agaaattcgc gcacctcccg cccacgctca ccaatcagtg
  4524781 ccagcaccat cacatcggcc gcactatcag cacataacat gctcaataaa gtacttttcc
  4524841 caacgccagc ggcggcaaaa ataccaatac gctggccctc gccacagctc aatatcccat
  4524901 caatcgcgcg gattccggtg gtcagcattt gctctaccgg ctggcgggtt aatgggctag
  4524961 gcggggggca atccagttca cgccactgcc ccgtcagcgg ggggccgccg tctatcggag
  4525021 cacctaggcc atccaagatc cgcccggcca aatcagcccc cacctgtacc cggtgcatgt
  4525081 gtccaagtgg cgtcacccat tgcccacaac gcaggccatc tgaagaggca aagggggata
  4525141 acaaggccat ttcctgctca atcgatacca cttcagctaa catcccttgc ggttcaatgc
  4525201 ggcataattc accctgcgcc acattgggta ggctggctcg taacaaggtc ggcccaatct
  4525261 ccacaatcgg cccacggtaa cgcaagccct ccggtggtgc cgacggtcgc gtgagttgtt
  4525321 gttgcaggcg gggggttaac cgcgcgatat caggcagttt catcaagttc atcgccaatc
  4525381 agttcaatgg tgcccgccac cttgagattc atttcatcgc ccagttcctg ccaggaaagt
  4525441 accggtagca cgaagagatc ccgctcaata attttgcgga caaagcgacg aacatcgagg
  4525501 gtggtaagca ataccgcatc ctggttttca gcaaatgcgt tttttatttt gttgaggatc
  4525561 aagagggatt gcctctcctc cagtgcggag taagtgcctg atgatgtctg gcggatagag
  4525621 tcgcggatca gatgctccac cccatcaccg aggcgtaata ctgatatcca ggttttattg
  4525681 tgactaaagc gacggcacaa atgacggcgc aaggcgatac ggacatattc ggtgagcatc
  4525741 acgatatctt tttctttcgg tgcccaaacc accaacgcgc cgaaaatagt ccgtaaatcg
  4525801 cgaatggaaa tattttcctc aaccagccgt tgtaatattt cagccacttt accgacgggt
  4525861 atctgccgtt gtagctcttt cactaactca ccatagcgcc cttccatggc atccatcagg
  4525921 tagcgagtct cctgtacgcc gataaattcg gcggtgtacc gttcaaacac cctggtcaga
  4525981 caggtgatga tccgctgatg cccctccacg taagggatac ccaaggttct ggcttgcata
  4526041 gcctgtttag catccagcca atcaaatgac cccatcttcg cgcccaatac ctgattgttc
  4526101 gttactaacg atgagcaagg ccgtgtcagt aacaagctgt cgggcggtaa cacaacctcc
  4526161 agcacccgct cctgatacac ctgcaccgat aaggtatttt ctgccaatgt aggatcacag
  4526221 cggatctcca cctcaggcaa tggcacaccg agatgctcaa accagcgcca gcgtaggcca
  4526281 tcaatatcgc gccctaaatg cgggtgatgt aaatttgatg cacagtgcag catcagcggt
  4526341 acggcaccag gcgtcatacg ctgccccgtg gcccccccct cttcactgcc tccatttgcg
  4526401 cgaccatcct gcgatatccg ccggttcttc cgataaagta aaaaagccgg agccgcaacc
  4526461 gcggccgcca aagtgataaa gatcaggaac gggaagccgg gtaacagggc gaacaccgtc
  4526521 agaatagcgg cagctaacca cagcgcatcc ggttgacgcc ccacctgcac cgccaactca
  4526581 ttcgccagac tctgtttgtt gctgccagga acccgggtaa caataatccc ggcggtaatc
  4526641 gagatcagta atgaagggat ttgggcgcac aatccatcgc ctatcgataa taccgcgtag
  4526701 gtattcatcg cctcttccgc ggacatcttg tgttgcatca caccaatagt gataccgcca
  4526761 atgatattga tcagaatgac aatgatccca gcgatggcat cccctttaac aaacttcatg
  4526821 gcaccgtcca tagcaccaaa taagcggctc tctttttgta cccgctcccg tagccgttta
  4526881 gcttcgaccg aatcgatcgc acccgcacgc atgtcgccgt cgatgctcat ctgcttaccc
  4526941 ggcataccat caagtgagaa gcgcgcactg acctcagcaa cccgctctga acctttggta
  4527001 atcacgataa attggaccac cgtgataatg gtaaaaatga tcatcccgac ggccagatta
  4527061 ccgcccacga caaactgacc gaatgcctcg acaatctcac cggcatcatg ttgcaacagc
  4527121 accagtcgcg tggtgctgat cgtcagtgcc aatcgataaa gggtggtgat caacagtaat
  4527181 gacgggaaga cggagaactc caaaggatcg cgcagataga tcgagatcat taagagaatg
  4527241 acggagaagg caagattgat ggcgatcagt aaatccacca tcgtcgtagg cagtggcagg
  4527301 atcatcataa agaccgccac cagcaacatg accgctaaaa aaatatcctg ccgcgcggtg
  4527361 atcatcgtca aaccccgcac cagtgctgac ttactcataa acattctctt cgtcgaaaag
  4527421 atctggcgac tgctgtagcc acagaaccag ttgagataaa tggtggtgga gagaaagcgt
  4527481 aagttgcagc attggagagc tgagttgtgc ctgatctgcg gccatctccg tatcccctac
  4527541 acaacgcaga cgctctccca atgcggtggt caccgctggc aggtgctgtg gatgaacccg
  4527601 taatgttaat tcgccttgct gtgccatttt ctctgcttga tcccccagcc gctggatcaa
  4527661 aatctggctc atcggttgtt caccgctcca ggtcgttacc actgtcgtga tggcggctaa
  4527721 aatacggtgg cgaacttggg ttatcagtaa cgactccaat tgctccgcgc ccaccagcca
  4527781 gcgaacatgc tgtgctagca gtgcggtttc catctgctca cgcgcctgac tgatcagtgc
  4527841 atcagcctgc tccgccgctt gatcgagcaa caacacacgc gcctgctccg ccgcttgcag
  4527901 tatctctgcc gcttgcgcgt tggcctgtgc caagagatcc tggctgtgca tggcctctgc
  4527961 cagataagcc gccggaataa ctacgccagg cggcaatgga taaccgtact tttcaatctc
  4528021 gaggtgaaag gggttcacaa taaacgctcc aaccggctta accaggcttc tgtttgcgcc
  4528081 tgcatagaac gtgacaggca tagcgcacgg gggttagggg ggagcaagat ggagaccgcc
  4528141 tgccaaataa tattgttact gcgaacttgg caggcaaggc tttgccccag gcgtaatgcc
  4528201 acatcgggta gctgctgtgg gcttagactg gcttgccact gaccgcgata tcccatccct
  4528261 ataatttgtt gaatatcatc gtcatttagc agcggagaca gcacctgccg gtagcggcgg
  4528321 agacgcaaat aatcatcgca ctgcaaactg acaaccccga gcgccagaca cagggccggt
  4528381 aagcgttggc gctgtgcaat ttggcgctgt tgccgagggt ttaataccgc aggcaggcgt
  4528441 tgttgcggaa attttcgccg ttgaatcaac atgccattca acgcactgtc caatgcccgg
  4528501 ctgcgcccat agccgtagtt ttctgggtta acgcccaccg ctgccaacca taatgggtgg
  4528561 gcaaactgtg ctggtcgcca agctagctgg tgtaaatatt gcacgtcgat ggacggtgaa
  4528621 aatgccatca tgccctccct ggttacgttg ggtattcgct tttttatcga tgatttactg
  4528681 acatgtatga ccgtactgac atgtctgatt tactgtcgga taccgtttta ttgacagaca
  4528741 ccgttttgct gacgcccgct ctttatttac gtcgcccgtc ctttaccgac gccgcccgcc
  4528801 ctttaccgac gtcgatagta aaaccagcct acaaacatca atacaataag tgagataaac
  4528861 gctactccca ccatgttctg caccattcct acatggcgta ataaccattg caccgtggtt
  4528921 tgtggcccct gttgttgctc tgcctctgag gcactgaaac ggtagttcgc aggctgcatc
  4528981 accacgctta tcttggcgta atcaataccg ggaaccgcat cgcggaccaa ccctttgatt
  4529041 tgcgactgat agctttgtaa attgacttcc ggcgaatact tgataaacac cgaggcggta
  4529101 tgcggaagcg ggtttttccc gtcaaccgac ataggcattg ccaccgtgac atcggcatga
  4529161 atcaccccat ccatatggct caacatgttt tccaactgct gttctttcag aaaaaccatc
  4529221 ttggcctgct cttgcgtggg agaggtcact aactggttag caggaaacag ctcatccacc
  4529281 gtgataaaac gctgtcgggg gaaaccattc tgtcgtagca actcaacggc attaataaat
  4529341 tgccgcttat cgaccgttag ccccaccatc ccgctctttt cgatctgttt ttcggcgtta
  4529401 atttggtgca gcatcagcaa tgccagcatt tgattggcct ccccctcaga cagcccgcta
  4529461 tacagctcca tatcacaacc ggaaagggat aatgtcatta ggactatcgc taacatctgc
  4529521 cgcagagatt tcattgcatg ttgaccaatt tattgatgtt ctgccccatc acaccggcca
  4529581 ctttggcggt taaatctatc gccagtgaag cgtgcatcca ttcagcctgc tgcatcagca
  4529641 atgattctgg tgtcatcatt aattccgttg acgctggctg cgccattaac tgggtaaact
  4529701 ttgccacttg ctgtgtgtta cccactggcg gctctgtggc ctgaaacaag ccagcaacgg
  4529761 cctgagcact actcatattc atctgatcat cgcctattaa taaaaaatta attctgtctt
  4529821 agggttaccc taacagcacg tttcccgtca tttgactttg tcagcccctg aaccacgcct
  4529881 tattgcagta aacccagcag aatctgtgcg tcttcttccc ccgatgtcgc cagcaaagcc
  4529941 cgcgcctgga ccttatcgcc cagcccgaac cgcaacatcg cctcacaaac caaacgtacc
  4530001 tgaggatctg gtattaataa gggcaacgca ttgacgatat cgtgggcttc ggccagcaag
  4530061 ctgtgattga cacccgccag tgcggcctcg accaccaact gacggcaatc cgctgaaagt
  4530121 aagctcatat gcgggacagg attctgtttc ttatatcgtt gatcattttc atctcgatac
  4530181 ttttgaaatc gagaaaagcc gaatactgat tcatggtgaa ttgcgacgtc aacatctgtt
  4530241 cggggtcatt gatattcact gccgccattt ggttctgata cgcctgtctg gcctgctgaa
  4530301 tatcgtttgt caattggccc attgggctac ttatctgcat caaactctcc tattcaataa
  4530361 gtgaacgcat atgcgatggg cattgttgaa agcgccgacg aaagctatct gagaaatgcg
  4530421 cgtgattact aaaaccacac tccatggcaa tatcagccac ccgtaagcgg gtcgaaagta
  4530481 atagctcaca gccctttttc aaacgctgat ccagtaacca ctgtttcgcc gacatgccga
  4530541 atttctcata aaacaggaaa ttcaatttcc gggtcgaaat acccaattca ttggcatagc
  4530601 gtgaaacgct ccatgggttg agccgattct tttcgaaaaa ctcaagtagt tcgttattcg
  4530661 tacccacaat ggagtccaac agcttggaaa aataaacgtt atcgatacct aaacaataaa
  4530721 gataaagaaa tcgcaaagag gcaacacgct ctatattaat taattcttca gcggcttgta
  4530781 taatttcaac attcgctggc aacactttat atttatcatt taccgcatga ggaagatggc
  4530841 ctttattcaa cggtaatgtt cttctggcta aatcctgata tatcggaaaa agatctattg
  4530901 ggtaacataa tatagaggtg atggcactgt ttgcaaacgc agaggcactg gcctgctcat
  4530961 cggcaatcac taattttccc gcaggtataa catagcgctc gccatcactg cgtaataata
  4531021 aactgtattg acttcatgat attccttagg gaacaattaa tcttatgcag tttgaccaat
  4531081 aatactgcca atgcgtatcc ggtattcacc tgaagtctga ataatcagac agtaaacatc
  4531141 acttcattct ttattcccat agcgcaacgt cagtatttct attatttctt ctgcacgttg
  4531201 caaggccaac atcatgttat taagagactg ataattctct ggtgtttgca gcaaagacaa
  4531261 ctgacaggta attaaccgtc ttcctctcgc caatatctct tttctttgtt tgatcgctgt
  4531321 agggtcatgt ttaatatcct cctccagcac agtaatatgc tgcatttccg ttactcctga
  4531381 accttagaaa tccatgggga tatgtactaa attatttgct tttaataacg tcagtccctg
  4531441 ttccccaata aaaaccactt tatagccatt tgccaacaca ctcccttgct gcaaacgccc
  4531501 accattggct aaccgcacaa atgccgactg ggtatttcct ccatagctca cgacctttgc
  4531561 cggaagaaat tgatccgttc ggtctgacgc cggaatattc tgatacctga ctgacggaaa
  4531621 accgggttgc tgctgagata aagcggccaa tgtctccttt aactgctgct gctgttcaga
  4531681 tgacagcaca ccactgatgg ccaactcttt attactttcc gtcatgctta agaatcctaa
  4531741 taagcctgcc gctctcaagc gctccaccag ttgttgtatt tgccctgaat gagcattaac
  4531801 caccagccaa cctttcaacc ctgagaccgc cgccagcgtg tcctgcacgg ttaaccactg
  4531861 atcacccatt tgaacggcac cataaatcac aatatttccc ggttcatcac cgatgcgcac
  4531921 ctcaatatcg tggtaaccat gctgatgtaa tagatcgcta acggaagcga ttaagcgatc
  4531981 atcacacacc aattggttac gaaaggcgat atggttacgc agtaaaaaat gttgcagtgg
  4532041 ttccatcatt gaggacgagg cacaatgccc acttaatgtg acactcccat ccgctagcca
  4532101 ggttcccttt attccctgta aagcgggttc gcgcaggcgt tcggctaatt gcgtcgggac
  4532161 atccgcagga atcgaagcac gtaatgtctc aggctgagtg gttaaccaaa ataaaaaaac
  4532221 aaacagcagt gataagggga cacatatcgc aatagctagc cataccaata aagggaacct
  4532281 cgcacggtga gtgactttaa ttccactcaa aatatccgtt tgttcaccca gaacgaatac
  4532341 caatccggca atttcaatag attgcaacag tggaagggga gtgtgtaaat cgtgctgtgc
  4532401 accattaatc caaacctcct ccgccacctg tatcattacc tgatattcat taacacatag
  4532461 cgtcactata ttgccgtcag ataaaggcag cagaacatca cacccctgct cccccagtgt
  4532521 aaattcacct tccggtaata tcagctcaag accattgaga tcaccattta acaggcgaag
  4532581 cttgaatacg gtggtcatgt tattcccctg cattaaccgg aacggccttg atcaggaaga
  4532641 gtctgaccac gctgtgagat tgtttatctg tactacggaa caacccacct aatagcggaa
  4532701 tatcgcccag taaaggaatt ttattttgtg actcaatctg cgtgtcctga ataaatccgc
  4532761 ccaagagtaa actttgtcca acctgtagcg tggcctgcgt cgaaatatct gagtttcgta
  4532821 tttcgggtaa tggctcatta ctattggtag aagcttgctg ctgaccatcc tgaatattga
  4532881 gattcagtaa aacctcttgt accccttcgg tctcgatcat tcttggcgtc actcgcagta
  4532941 atgaccctga agtgacagat tcaagtttgg ccactttctc accttgcagc ttggtataaa
  4533001 acgtcacgtt tttatccagt accgcctgaa tattgttcag ggtcaccact gaaggttgag
  4533061 ataaaattct ggctcgtgaa tttttttgta acgcattcag acgaaccata aagttccccg
  4533121 tatcaccaat cacggtagaa aagccttcag cattattctt ggcgaaggtg ctattaaatg
  4533181 agacccccgt tccaccaata gaagcagatg cagaccaatc aacacccagt tggctgatat
  4533241 ctcccgcatc aacatcaata atagtgacag aaatttctat ctgaattggc cgctgatcca
  4533301 gttgggtaat caagctgcga taaatcggca tattagcctg gcgatcgcga ataatgacgg
  4533361 cattttgccg aggatcagcc gaaaacaccg gtgagcttgc ttgatttcca tctggttggt
  4533421 taccgcccgc caaaggcaaa ttattccctt ggttcaactc acgtaacaca ctgaccaacc
  4533481 ccggtaatct gacgttttga tctcggtact gataatctga atccgctgct gaagcatatt
  4533541 tcagcgggaa aactttcact gtttctttat tttggttttg gtgacgaact tgctcagaaa
  4533601 gcattttgct tactgacttt acgcgttcga tgcagatagg cactcccttg acctcaaggg
  4533661 tatcaaggtg ggggatcgct tttatggcac agtttttccc cgccagcacg tcaccgcgct
  4533721 ggagatattt aactaacgta ttggcagcca gaccatcggg ggatataaac tcccgcttga
  4533781 ttgattgaac tgggtaaaaa tagagtgttt caccatcgta ataccacgtt atattatatc
  4533841 gcccagccaa ctccgatagg attttttcag gtgtcttatc cctaatcttt ccagtaaagt
  4533901 gctcgtttat ttccgaactg atcaccacag gaataccgta attcatcccc aaatctttta
  4533961 ataattcaga aactgtcatg cctcggctat aaataaaaaa aggctcgcct tgccaaggaa
  4534021 tcgcttttac ataagaaaat ttcccataag gcaacaatgt ggcaaaaaaa agtaatatca
  4534081 gacccgttat ttttctcatg atatagatta gcgacatcca cttataattt cttaaattta
  4534141 aatacggttt ttggcgtaaa ccgactatca atatattgaa taattatcct ttacaatctg
  4534201 gaagccacaa taaggtcata acctgatcag cgctcatatt catagaacta aatgaatcca
  4534261 taacgatgag taattatatc agtgtaattc ttgatatccc ttatcagcta tggcgtactg
  4534321 aagaaaaaaa tcaggtgact ttatgggcaa agcatcatca cttgtcactc gattgacatt
  4534381 attaatgggc gtcacactaa ctgttatttg gttaatatta atcgcaacaa cggcattctt
  4534441 ttcatatgaa aatacacgtc aaatattaat caatgagtta acacatatgg catcgatgcg
  4534501 ggcggactta agtaatcacc agtttgaagg agctgaacgt gatgccgcct cgttaataag
  4534561 ccgacgagaa agcctccaga gcacctcacc gttgcctgaa atatcgataa aacattatga
  4534621 tagctactat attcccttta atctggatag ctgtaatatt aaccaacata aaaatgatct
  4534681 gtggataatt caagcgtatg gcaccgccgg acaaacttat tatctcgaca gttttattat
  4534741 caaacaaaaa gaggggattg tgttattccc accccaaaaa tcatcgagtg attacctaaa
  4534801 tcaacggcgc aaagatttac ttttgctccc caaatttcct actcacaata atatctattg
  4534861 gggagccccc acctatacgc ctcaaggtgg ctggcatgtt tctgtcgcgg tgtgtgataa
  4534921 agtgggcacc ttagctggct tcgccttaaa actgaatgat ctcatcgcct ataatcaccc
  4534981 tgtcgagcaa agagacatta atttattgtt ggataagaat ggtgaattat tgcctatttc
  4535041 ccagcaagca acatcatcaa atcaactgca tgaaattctt aaccaactca aaaacagtaa
  4535101 attacacgat ggctggcagc aaactcccga ctatttggta ttacgcaccc aattgaaagg
  4535161 gccgggttgg cagcaattag ttatttatcc gcgaatgggc tttgcctggg aggcactgaa
  4535221 acccgcctta tatcaactcc ctttcgctct ggctatttta ctgttgctca cgtcagtact
  4535281 gtcactgctg ctgcgatatt atctggcgat ccctttgtgg aatttcatca atatcattgg
  4535341 cgctaccggg ccacaggcaa tggaaccccg acttcccata aaccgaatag atgaattagg
  4535401 gcatattgcc cgcgcttata acaacttact ggatacgttg aacgaacaat atgacacctt
  4535461 agaaatgaaa gtgaaggagc gcactctggc tctggcggaa gccaagcgag cggctgagca
  4535521 ggctaaccgc cgtaaaagcg accatctgac cacgatcagc catgaaatcc gtacaccgct
  4535581 caacggggcg ttgggggcgg ttgaattatt acaaaataca ccactggatg ctggccaaat
  4535641 gaggttagcg gaaacggccc accaatgttc gttgtcactg ctcgcgatca ttaacaacct
  4535701 gttagatttt tcacgtattg aatcagggca gatgacactg tcgctggaga aaacggccct
  4535761 actgccttta ctggatcagg cgatgttaac cattcatagc caggcactga gtaagtcatt
  4535821 agcgctgtcc acgtttatca gtgccaatat cccgctggaa cttgagctgg atacactgcg
  4535881 cttaagacag attctggtta atttattagg taatgccgtt aaattcacac cacagggccg
  4535941 tattcaactc agggtcaggc gtcaaaacca aacgctttgt tttaccgttg aggacaccgg
  4536001 ttgtggtatt gacgtgcaac accaacaaac aatattccaa ccttttatgc agaccagtga
  4536061 ccatgaacaa ggaacgggtt tggggctggc tatcgcagat aatctggcca aaatgatggg
  4536121 agggcacctg acagtattca gtgaaccggg tcaaggtagc tgtttttcat tatgcctccc
  4536181 cttcaatgca atcaccccgc caatgccttt tcatggcgag ctattcgcac cacaacgctt
  4536241 acacgcccaa ttatcagcct ggggcatgac ctgccagcca gaattagcta atcagccatc
  4536301 acggcacttt gtggataacg cattgtgtta cttacccggc cggttatacg ccaagctgaa
  4536361 acaatatcta caaggtgctg agactgaagc gctaaagagc cttccgctgc aaccttggca
  4536421 gatgcacatt ctattggttg atgactccga aactaatcgc gatattaccg gaatgatgtt
  4536481 gcagcaactg gggcatcagg tcacgcgggc agacagtggc acaaccgcat tggcgattgg
  4536541 ccgccaacac cgtttcgatt tagtgctaat ggatattcga atgcctgtcc tggacgggct
  4536601 ggccaccaca gcacgctggc gtcatgatcc ggcgaacatt gatagccact gcatgatcac
  4536661 cgccctgagc gccaatgcca gcccggatga gcaaatcaaa accagtcagg cggggatgaa
  4536721 tcactacctt tccaagcctg tcaccctcgg ccaattggct gaaatgttag atctgaccgc
  4536781 acaattccag cttgagcgtg gggtcgatct atcaccacaa ctctccgagc ctcagccatt
  4536841 actggatctc gcggacagcg cgttgtccct gaaactttat caatcactgc aagtattaat
  4536901 tcaacaggcc aaagacgcta ttgagaactt gcccgtatta tcccatacgc ttcacaccat
  4536961 aaaaggctgt gccgggcaag ctgggctaat tgaattacaa gatgcggtca ttcaattaga
  4537021 acacgctctc gatactcatg aaacgctgac acagcaagag atcattcaac ttgatgaaat
  4537081 aattcatgtg ctgctacagc cccccactac ctgcgaatcc acgtttatca tcagccaggg
  4537141 ccagtccctt atggttaaat aaagagaatg acgaatgaat actaaattat tgattgtcga
  4537201 cgatcatgaa ctcattattc atggcatcaa gaatatgctg gccgcctatc cgcgctacct
  4537261 gattgtaggc caagcggata atggacttga agtgtataac ttgtgccgcc aaactgaacc
  4537321 tgacatggtc attctggatt taggattacc cggtatggat ggccttgatg ttatcattca
  4537381 gttgcttcgc cgttggccag ccctgaagat cctgacgtta accgcccgca atgaagaaca
  4537441 ctatgccagc agaacattca acagtggagc cttaggttat gtgctgaaga aaagtcccca
  4537501 gcaaatcctg atggcagcca ttcaaaccgt cgcaataggt aaacgttata ttgaccccgc
  4537561 ccttgatgcc tctatggtaa taaaactgac ccaaggatcc gataatacgc ccccggttct
  4537621 gacacctcgc gagcggcaga tattaaaact tatcaccgag ggatcgtgta atcgagttat
  4537681 tgctgctcaa ctttctatca gccaaaaaac cgtcgaaaca catcggctga atatgatgaa
  4537741 aaaattggat gtacataaag tcgcagaact tattcactgg tcataccgat taggcttgaa
  4537801 tgtctaatgc cagtatgtga tttttctact tattacttat gttggcgata aataaatgtt
  4537861 ggcgacaaat aaaaactccc cgtcagtatg atgctgacgg ggagtgggta gatactattc
  4537921 gctgagtcac attctcatca ggctatcgct aatactgctg ctgtagcact aagaacatag
  4537981 agtattagct ttgattagct ggcgtctgct ctaccgcaaa caacgttttt tcataagcct
  4538041 tagctttttt atcgtcaaac tgattttccc atttggcgat caccaatact gccaatgcat
  4538101 tacccaccac attcaacgcg gtacgggcca tatccagaat acggtcaaca ccggcaatga
  4538161 aggccagacc ttccaatgga atacccacac tgcccaacgt tgccagtaat acgacgaagg
  4538221 agacgcctgg tacaccagca atccctttcg aggtcaccat caatgtcaga accaaaataa
  4538281 tctcttgccc aatagacaat tcgattccgt ataactgtgc aatgaagata gccgcaatgc
  4538341 tctgatataa tgtcgagcca tctaagttga atgaataacc cgttggaacc acaaagctgg
  4538401 taatcgcttt tggtgcgcca taagcttcca ttttctcaat aatacgcggt aagactgtct
  4538461 cagaactggc agtggaatac gccaaaatca gttcatcttt caaaatacga atcaatatcc
  4538521 agatccgcag cttacataat ctcgctaccg ttcccagaat aactaaagca aagaacagga
  4538581 tcgcggcata aaccagaata actaacttcg cgagagggat tagtgaggca aaaccaaagt
  4538641 tagccacagt caccgagatc aagccaaaca ccccgatagg cgcataacgc ataatcatgt
  4538701 gagtgacttt gaacatgctt tcagaaacag ccttgaacac attcaacagt ggttctttgg
  4538761 tttcttttgg caatgaagac agccctaaac caaacaacac tgagaagaaa ataatcggca
  4538821 acatatcgcc tttcgccatt gaggcaaaga cattggccgg gatcagcgac aagatagtgc
  4538881 taaccagact atgactaccg ctttgcacct gttcagtggt tttttcatac tgagagatat
  4538941 caacgacggt tagcgcagac atatctatac ccacccccgg ctggaataca ttcgccagag
  4539001 tgataccgat aataatggca atcgtggtga taacttcaaa gtagataatg gtttttaggc
  4539061 caatccggcc aagtttcttc gcatcaccga cccccgcaat accgacaatt aacgttgaaa
  4539121 taacaatcgg tacaacaatc attttaatta agcggataaa tatatcgccc gctggactca
  4539181 gaatattact aactaaccat tccctggatt caatttgatt atgtaaaact gcaccaacca
  4539241 aaatgcctaa caccagtgca atgagtattt gccatgccag acttattttt atacttttca
  4539301 taccctaaga attcctcaaa gcattccata aaatgcaaga aactaagcat ctagaataaa
  4539361 atacttaatc attaaatacg ggctatagtt gatggaacat atggttcagc ttcccgccag
  4539421 ccgtccacgt tataaatcag tatcatttct ggatacactt ctgcaagtat tgtttacact
  4539481 atgcccacat tgtgatgata gataaattcg gtcatatgaa tttttcactt tcagtaaaca
  4539541 tttgttatct aaaaagtaaa attcactcat tgcaaatagt ctcttcgcca ggagggataa
  4539601 aaaataggtg aaataaaatt actgtataaa taccaattat gttttatttt ttgactcatt
  4539661 atgtttttat tttgttaaat ttaaaaatca tcgccgcccc tttcacttaa gaaatttctt
  4539721 aaacaaacat gatcttaaaa aaacaccgag caaaaaatca aacaataaaa taaatataaa
  4539781 aatatgattt tatacctcca tttttttaat tttaattctt gttactcatt ttgtaataac
  4539841 gcaataaatt taattataga atggtaataa aacaacattt atttaataaa tgtaaattac
  4539901 tttagtcaat tttaactctg cactcaatat caacctccaa aatgcggata aatacctttc
  4539961 cgtccactta ttgccttggt actccctcct ccgactatca ttaagatatc gattcaccac
  4540021 gcagtacctt gagtaaggtc actaaatcaa catcttttat acgtgatctg ccgcccaaaa
  4540081 aagaaacaaa acactctctc atactataat taacctttat ttgacatatt attaacaacc
  4540141 tcaaggagaa tgacgatgag ccaaatacat aaacatccta ttccagctgc aattgcagag
  4540201 catgctctaa ttaccccaga aaaataccaa cattattacc aacaatccgt gcagaaccct
  4540261 gatgaattct ggggcgaaca aggcaaaatc attgattgga ttaaacccta taaaacggta
  4540321 aaaaatacct cctttgaccc cggtcatgtg agtatccgct ggtttgagga cggtacattg
  4540381 aacctcgcgg cgaattgcct tgatcgccat ttggcagagc gtggtgatca aacagccatc
  4540441 atttgggaag gtgatgaccc taatcaatca aaaaccgtca cttataagca actgcaccat
  4540501 gatgtgtgcc agtttgctaa tgtcctaaaa agtttaggcg tcaaaaaagg cgatgtggtt
  4540561 gccatctata tgccaatggt gcctgaagct gccgtggcga tgttggcttg cgcgcgcatc
  4540621 ggcgctgttc attccgttat ctttggtgga ttttctccag atgccgttgc cgggcgtatc
  4540681 atcgattctc actctaaact ggtgattact gccgatgaag gtatccgtgc aggccgtgct
  4540741 attccactga aaaaaaatgt cgatgaagca ctgaaaaacc ccgctatcac cagtattaaa
  4540801 aatgttgtgg tcttccaacg tactggtaac gccagctatt gggaagatgg gcgcgatgta
  4540861 tggtggcatg acctgataaa agaggcatcc gctgactgcc cgccagaaga gatgaatgca
  4540921 gaagacccgc tgttcatcct ttatacctct ggctctaccg gtaaacctaa aggggttgta
  4540981 catacgacgg gcggttatct ggtttatgct gcactgacat tcaaatatgt ctttgattat
  4541041 caccctggcg atatctactg gtgtactgca gacgttggct gggtaaccgg acacagctat
  4541101 ctgttatatg gaccactggc ttgtggggcc atcactctaa tgtttgaagg cgtgcctaac
  4541161 taccctggcg tcaatcgctt aagccaagtt gttgataaac ataaagtcaa tattctatac
  4541221 accgcgccta cagcgattcg ggccttaatg gccgaaggtg acaaagccat cgaaggaacc
  4541281 aaacgcgact cactgcgtat tatgggatcg gtcggcgagc cgattaatcc agaagcctgg
  4541341 gaatggtatt acaacaagat cggtaacagt aaatgcccga ttgtcgatac ttggtggcag
  4541401 actgaaaccg gtggtttcat gataacccct ctgccgggtg ccaccgagtt gaaagccggt
  4541461 tccgcaacgc gtccattctt tggggtacaa cctgcgttgg tagataacct gggcaatcct
  4541521 caggaagggg tggcagaagg taatctggtc ataaccgact catggccggg gcaagccaga
  4541581 acattatttg gcgatcatga acgtttcgaa caaacctact tctcaacctt taaaggcatg
  4541641 tatttcagtg gcgacggcgc acgtcgtgac gaagacggtt actactggat aaccggtcga
  4541701 gttgatgacg tactaaacgt ttcaggccat cgcttaggaa cggctgaaat tgaatctgca
  4541761 ttggttgcac acccgaaaat tgccgaagcg gctgttgtcg gtgttccaca taatattaaa
  4541821 ggacaggcta tttatgccta tatcacgcta aatcacggtg aagaaccaac gccagagtta
  4541881 tataccgaag tacgcaactg ggtacgtaaa gagattggcc cactcgcaac acccgatatt
  4541941 ttgcattgga cggactcatt acccaaaacc cgttcaggca agatcatgcg ccgtatttta
  4542001 cgcaaaattg cgacaggaga taccagcaac ttgggcgata cctcaacact tgccgatcca
  4542061 agcgtggtag aaaaattact agaagaaaaa caatcaatgc agacaccgtc gtaaattgtg
  4542121 ccgcctatat aggcggcaaa cttaattgat gcctcaaagg agagactctg atgaatgaca
  4542181 gcatttatca agagattgaa gataatccac gtttccaaga attggtgaaa aaacgcagcc
  4542241 gctttgcctg gctgttgtca ttaatcacct taacgatgta tgtcgctttc atttttctta
  4542301 ttgctttcga accacaatgg ctcggtactc cgatatatac cggctcgagt gtcactcgtg
  4542361 gtattcctgt gggcgtggga ttaattgtta cttcttttat tcttacaggt atttatgtta
  4542421 tccgcgctaa tggcgaattt gaccgtctga cggcagaaat tattcgtgag gtgaagcaat
  4542481 gaagatccgc cattggtctg cactttcttt attcgttttg cctgcgctgg cacaggcgga
  4542541 agcacttacc ggcgaggtcc atcgccaacc ccttaatatt caggcgatcg tcatgttttt
  4542601 gctgtttgtt ggcggaacct tgtatatcac ctattgggca tcaaaacgta ctcgctcccg
  4542661 gcaagattat tacacggctg gcgggcgaat tactggcttt caaaatggtt tagccatcgc
  4542721 tggggattat atgtccgcag catcattcct cggtatttca gccttggttt atgcttccgg
  4542781 ttacgacggt ttaatttact ccatcggctt cttaatcggc tggcccatta ttctattttt
  4542841 aattgctgaa cgcctgcgta atttgggccg ttataccttt gccgatgttg cctcttaccg
  4542901 cttgcaacaa agacccatac gcacattatc agcctgtggt tcgttagtcg ttgtcgccct
  4542961 gtatttgatc gctcagatgg tgggggcggg taaactcatt caacttttat ttggtttgaa
  4543021 ctaccacgtc gctgtcgtat tggttggtat cctgatggtg ctgtacgtcc tgttcggcgg
  4543081 tatgttagca accacttggg tacagataat caaagcggtc atgctactgt ctggtgccac
  4543141 atttatggct attatggtca tgaagtcagt taattttaac ttcaatacat tattcagtga
  4543201 ggcggttaag gttcatccca aaggcctcag catcatgagc ccaggagggt tggtatctga
  4543261 cccgatatca gcgttatctc ttgggttagc cctcatgttt ggcactgctg gcttacctca
  4543321 tatcctgatg cgcttcttta ccgtaagcga tgccaaagaa gcacgtaaaa gcgtgttcta
  4543381 tgccacaggt tttatcggct acttctacat attgaccttt attattggat tcggcgcgat
  4543441 cttactcgtc ggtccaaacc agacatttaa agatgcggct ggcgcattac tgggtggtaa
  4543501 caatatggct gcggtccatt tggctaatgc tgtcgggggg agcttcttct taggctttat
  4543561 ctcagcggtt gccttcgcaa ccattttggc tgtagtggct ggcttgacat tagccggtgc
  4543621 atcggcggta tctcatgatc tctatgccag cgtcattaag aaaggcaaag ccaatgaacg
  4543681 cgatgaattg agagtctcca aaattacagt aatcatctta ggtattgtcg ctatcggttt
  4543741 ggggattttg tttgaaaacc agaatattgc ctttatggtc gggttggcat tctccattgc
  4543801 ggccagttgt aacttcccaa ttattatcat ctcaatgtat tgggataaac tgacaacccg
  4543861 tggagcaatg atcggtgggt ggctcgggtt atcaacggca gtgatcctga tgattttagg
  4543921 ccctacgatc tgggtaacaa tccttggtca tgaaaagcca atctatccgt atgagtaccc
  4543981 tgcattgttt tcaatgatag cggcgttcgt cggtacctgg ttcttctcaa tcacggataa
  4544041 ctcagaaacc ggcaaacagg aacggttact attcaaatca cagtttgtcc gttcacaaac
  4544101 cggcttgggg gcatctaaag gcggcgctca ctgataatat ttacaggtta aaaggcccct
  4544161 aggggcctag attgctgaca aagccctggt cttctggctg gggctagtca ttttagccaa
  4544221 cggtctagcc acaaaaaaac cacatcctgt tgctcttgat aaaaaacatg cccaagagtt
  4544281 ggccagctac gtgtgactaa ccgcggctca gcattctgtg aacgccaaat agcatgaacc
  4544341 ttatcgtaag cttgttccac tgcttgcgca gggaatagct tatcttttcc accattaaaa
  4544401 agtaacattg gcctgggtgc tgccaaacta gcaatatcag gaaaatctaa cttattcgct
  4544461 atgccagggt ggagcatata gaaagaggat tgcccacgca gcacattatt atccggcgtc
  4544521 attaatccct tatagttacc aaaccacgat atagctgctg tcgcagcgac ctgatcggac
  4544581 aacgcagcca actgccacgc acgatatgcc cccatagaaa aaccaagcac accgatccgt
  4544641 ttacggtcaa ccgacgggag cgttgtcata aaatcgacgg ttcgcatatc ttcatatgcc
  4544701 atcgtaccgg caagcgagcg gcccaaattg aaaaagttac tggctaaagc ttgttgcctc
  4544761 tcataactca ttgggcctct atcaccccaa ccaatagaat caatggaaaa taccacatag
  4544821 ccacgttttg ccagctcatc gccaacaaac tttccgctga aaaatttatc agaccaagcc
  4544881 tgtgcagaag cgagctttgc actatctccc caaggacgga tcattttttc tttaccaata
  4544941 tcaaacttcg agccatggtc gtgtaataaa acaatcgctg ggtgtggccc tttcgtttta
  4545001 ggtgttaata acaatcccag aacacggctt tcatcggtaa tattaagggc aattttttca
  4545061 gctatatagc tcccgcgatc ttgttgctca atcttctctg cggaaaacgt gatggttgaa
  4545121 ttcggagtga gtagtgcctg tcttaaaatt tttctggtat cactcctgta acgaacggtg
  4545181 caatagtgat ccacacccaa cgcctgaaat cagatccagg gggtaatctg ctctcctgat
  4545241 tcaggagagt ttatggtcac ttttgagaca gttatggaaa ttaaaatcct gcacaagcag
  4545301 ggaatgagta gccgggcgat tgccagagaa ctggggatct cccgcaatac cgttaaacgt
  4545361 tatttgcagg caaaatctga gccgccaaaa tatacgccgc gacctgctgt tgcttcactc
  4545421 ctggatgaat accgggatta tattcgtcaa cgcatcgccg atgctcatcc ttacaaaatc
  4545481 ccggcaacgg taatcgctcg cgagatcaga gaccagggat atcgtggcgg aatgaccatt
  4545541 ctcagggcat tcattcgttc tctctcggtt cctcaggagc aggagcctgc cgttcggttc
  4545601 gaaactgaac ccggacgaca gatgcaggtt gactggggca ctatgcgtaa tggtcgctca
  4545661 ccgcttcacg tgttcgttgc tgttctcgga tacagccgaa tgctgtacat cgaattcact
  4545721 gacaatatgc gttatgacac gctggagacc tgccatcgta atgcgttccg cttctttggt
  4545781 ggtgtgccgc gcgaagtgtt gtatgacaat atgaaaactg tggttctgca acgtgacgca
  4545841 tatcagaccg gtcagcaccg gttccatcct tcgctgtggc agttcggcaa ggagatgggc
  4545901 ttctctcccc gactgtgtcg ccccttcagg gcacagacta aaggtaaggt ggaacggatg
  4545961 gtgcagtaca cccgtaacag tttttacatc ccactaatga ctcgcctgcg cccgatgggg
  4546021 atcactgtcg atgttgaaac agccaaccgc cacggtctgc gctggctgca cgatgtcgct
  4546081 aaccaacgaa agcatgaaac aatccaggcc cgtccctgcg atcgctggct cgaagagcag
  4546141 cagtccatgc tggcactgcc tccggagaaa aaagagtatg acgtgcatct tgatgaaaat
  4546201 ctggtgaact tcgacaaaca ccccctgcat catccactct ccatctacga ctcattctgc
  4546261 agaggagtgg cgtgatgatg gaactgcaac atcaacgact gatggcgctc gccgggcagt
  4546321 tgcaactgga aagccttata agcgcagcgc ctgcgctgtc acaacaggca gtagaccagg
  4546381 aatggagtta tatggacttc ctggagcatc tgcttcatga agaaaaactg gcacgtcatc
  4546441 aacgtaaaca ggcgatgtat acccgaatgg cagccttccc ggcggtgaaa acgttcgaag
  4546501 agtatgactt cacattcgcc accggagcac cgcagaagca actccagtcg ttacgctcac
  4546561 tcagcttcat agaacgtaat gaaaatatcg tattactggg gccatcaggt gtggggaaaa
  4546621 cccatctggc aatagcgatg ggctatgaag cagtccgtgc aggtatcaaa gttcgcttca
  4546681 caacagcagc agatctgtta cttcagttat ctacggcaca acgtcagggc cgttataaaa
  4546741 cgacgcttca gcgtggagta atggcccccc gcctgctcat cattgatgaa ataggctatc
  4546801 tgccgttcag tcaggaagaa gcaaagctgt tcttccaggt catcgctaaa cgttacgaaa
  4546861 agagcgcaat gatcctgaca tccaatctgc cgttcgggca gtgggatcaa acgttcgccg
  4546921 gtgatgcagc actgacctca gcgatgctgg accgtatctt acaccactca catgtcgttc
  4546981 aaatcaaagg agaaagctat cgactcagac agaaacgaaa ggccggggtt atagcagaag
  4547041 ctaatcctga gtaaaacggt ggatcaatat tgggccgttg gtggagatat aagtggatca
  4547101 cttttcatcc gtcgttgaca cctgacggcc tttaggattc tgacgaaccc actccagttc
  4547161 tttctcaatg gatttacgac gtgcggcttc agaagaggct tcttgcgcca gacgggcatt
  4547221 tttttgttcc agccaagagg agtagttgcc ttcccatgga ataccttcac cacggtccag
  4547281 ttccagaatc cagccagcaa cgttatcaag gaagtaacgg tcatgggtga tcgccactac
  4547341 agtgccttcg tagtcatgca ggaagcgctc cagccaggcc acagattctg catccaagtg
  4547401 gttggttcgt ccagcagcag catgtctggt ttttccagca gtaggcggca aatcgcgaca
  4547461 cggcgacgct caccaccgga cagattggcg attttagcat cccacggtgg cagacgcagg
  4547521 gcatcggcgg cgcgctctag ttggttatcc agattatggc cgtcatggga ttggataatt
  4547581 gcttccagct cgccttgctc ttttgccagc ttatcgaaat ccgcatcagg atcggcatat
  4547641 agcgcataaa cttcatccag acgggtcagc gcacgtttga cttcacctac ggcttcttca
  4547701 accgattcac ggaccgtttg ttcaagattc agtttaggtt cctgcggcag atagccaatt
  4547761 ttgatcccaa gttgtggacg agcttcgccc tcaatctcgg tatcaaggcc agccatgatg
  4547821 cgcaacaggg tagatttacc ggagccgttc aggcccagta caccaatttt tgcccctggg
  4547881 aaaaagctca gggagatgtt tttcaggata tgccgtttcg gtggaacaac tttaccgacg
  4547941 cggtgcatgg tatagacgta ttgagccacg ttgagtctgc ctctctatat cagtttttta
  4548001 tagggcacaa gtgtagcccg ttttgagaag ggatcccagt gatccacttc atcctggcag
  4548061 ctaagctgca ttgccaatgg ctctgggtct atatctgagc agaataaagg cagaaaccgg
  4548121 tttacagccg caaaccggta aataaaggac gttaggacgc ggtgataata atggcgacgc
  4548181 ggcggttttc ggctcggcct ttactggtgc ggttatccgc gacgggctct aacttgccac
  4548241 ggccacgaac atcaatatta ctctttggaa taccgacggt agcgagagta tcggctacgg
  4548301 ctaaggcgcg ctggtaggat aattgttgat tatagtcatc cttcccgacg gagtcggtat
  4548361 gaccatcaac ccgcatatgc ttaatcccca catctgacaa tatccggcca atcttttgta
  4548421 cggtttgcat accctcagaa tttaattttt tcacatcact gtcgaatagc actttatttg
  4548481 ccaggccaaa ttcccagcca ttatcggtta atttaaaccc ctgctcttgc aatgcggcga
  4548541 tttgatcagg tgttagccct tgtggtttag cctgacaccc cactaatagc atcaaaccca
  4548601 ttgccaggaa actgacccaa atacgttgta ttaaacgctt gttttgcatt ttctgcatgt
  4548661 cacctatcct aaactttctg tgttagtcgt attcggctga taggcaaaaa tacgcttgcc
  4548721 agaccggaag tttttcttcg cctgatacat cgcttcatcc gctcgttgta ataatttttc
  4548781 cggcgtttgt gcatgatcag gataaacagc aataccaata ctgagtgaga cggtaatttc
  4548841 acagccttca gccagtatta ttggtagggc catactgtcg ataatatgat cggcaatagt
  4548901 taaaacatca tccaagttgt ggataggggt cagtaacacc gcaaactcat cgccacctaa
  4548961 gcgagccact aaatcagttt cacgcaataa ggcgcggata cggacggcaa ttgttgtgag
  4549021 cacaagatcg cctgcggcat gaccataatt atcattgacg tctttaaaat ggtcgccatc
  4549081 caggaataac acggcggtgt gttcgccggg ttggcaatca ttaagcgtcc ggctcaagcg
  4549141 cccttcaaaa aacgtacggt tcgcgagtcc ggtcaggctg tcatgggcgg cacggtaagc
  4549201 cagtgagtca ttttcttgcg tcagatgttt ctgccacacc tcaagctctt ccagcaaccc
  4549261 gttaaagtca ttactgagct cgttcaattc ggccaccttt gctgaaggaa cccgttgacc
  4549321 aaaactgcgg tggcggctga cattatgagc cacctcagtg atcctcttaa gcgagccaac
  4549381 aataccaagc aacatccgcc gtgataggaa aagtgcgacc aatgtactga ccgtcaggca
  4549441 cgccaacatc cccgccagac cttgtagcaa gaaacgcaat aagctgccgc catgcccaac
  4549501 aatgacaatt ttgccaatct catcgccagc atgaaacatc ggtaacacga caggggcagg
  4549561 cagtatccaa cgggcaacaa tttgctccat atgatggata ggcccatcgt caggtagcgc
  4549621 ccagtaagct atctgacgat tatgtttatc aatgatcttc gcttctgcca cttcttcatt
  4549681 cgaggcaatc agcgccaata actcgttagc ctccacgtta tcaccaaaaa cgacggcggc
  4549741 ctcggtggta taactgatgg cgcgggcgat caaatgcagg ttgtgatcaa cataaacccg
  4549801 taaggcaaat aacgcggcga cggtgaggaa aatacaggct gttactacag acacaatggc
  4549861 gacagacaaa tgtatgcgcc gcaagacacc agcaagtgtc gggagttttt ctgcgctatt
  4549921 gtgatttttt ttcggcttca tagattggtt ttttatcgtg ttcatcgtgc attagccttc
  4549981 ttacgggcaa gttgcaatac actagggtga atacgtacac caccgcgtgc taatgcatcc
  4550041 atattgacct taaaagagac ttgtttatca ttcagaagta agcaaaacac gctgccaaat
  4550101 gtgcattcat tataatcctc actgatggtg agaattgggg ttccgttgag ctggatggat
  4550161 aactgctggc gctgttgcaa ttcaatgtga cctaaataaa ccacatcgca tttactgttg
  4550221 agtgagttat tgggaagtga ataacgttga gtttgaaccg gatgtgtggt ttccatcagt
  4550281 gctggattaa ataacatttc agcatagtcc gtcggggaga taacacacaa cctgatcact
  4550341 ggcggagcca ccggccagcg tgaataactg ataataccta acaccattct ggcagcagca
  4550401 tcgctacgtt cacgcagaat atctgcattg atattactgg cggccaataa tggggttggt
  4550461 acagccacca ataatgaaag taagaataga taaacgcccc accaacgcga tcgtacaatt
  4550521 cgtctgtgcg gaggttcatg atgttcatca ctgacgcggt tggttgcgca agtagcggta
  4550581 gtcattttta cgcttcctgt tgggctaaaa agggatgcta aatgtggtgg ttgaatcggc
  4550641 gttaggtacg acgttattat aagatttata tgatgtaata atagtcatat catcgtaaat
  4550701 ttgagattta tcttaaatct tatttatgtt attgaaatag aaatataaaa aacccgactg
  4550761 ttttccgggt ttttgtcagg tagttgatca cctcagatga aggtgaaacg tgccgttggg
  4550821 ggcgtcatga catgagccac tgaagcacga gtaggggaag tagacccttc attcactggc
  4550881 ctatacacgg gggttattta cctcaaaagc cccggagctg ggctggactg ctccggggct
  4550941 ttttctcttc tgactgatgt taaacggggt tattcatgcc tttaaagcgc ccgataaccc
  4551001 atttttctat ttcaacaata ataaagatgg caatagcaac cagtaaggtt atcccccagt
  4551061 aataggcggg taatggcgcg gtaccaaagg cagtattcat aaatggcagg tagatgatag
  4551121 ctagctgcaa cagcaccagt acgccagaga ctaaccacag acctttgtta acgaatactt
  4551181 ctttattcag tgggaaacga tccatcacac ggcagttaaa catgtagatc cactgagcgg
  4551241 tcaccagtgt ttgcatgaga acggtacgga taaattcggt actgtaacca cggggctcta
  4551301 aataggcttc cagggcgaaa gcactacaag caatcaaggt cccgacaaaa ccaatccgcc
  4551361 aaatggcatg accatccaat acatggcggg atgggtcacg tggcttacgg cgcataatgc
  4551421 ctttttccgc gggttcaaat gccagaccaa aggagagggt ggtggaggtt gccatgttca
  4551481 tccacaggat ttgtagtggt gttaatggga tcaccgcacc cgcaaggata gcaaagatga
  4551541 ttaataaacc ttgcgccagg ttagttggca aaacaaacag aatggttttt ttcaggttat
  4551601 cgtaaacccg gcggccttct tcaacggcac tggcaatggt ggcgaagtta tcatcggata
  4551661 acaccatgtc ggcggcttct ttcgtcacct cggtgccttt gatacccata gcaatgccga
  4551721 catcggcctg tttcagcgcc ggagcatcgt taaccccatc gccggtcata cccacgattt
  4551781 cacccttctc ctgcaaggct tttaccagac gcagtttatg ttccgggctg gtgcgggcaa
  4551841 aaatatcata acgaacagcg gcttctgcca gttgttggtc atccatatgt tccagttggc
  4551901 tgcctgttat ggaatctgta ccgttgccaa tccctaacat ggccccgatc gccatcgccg
  4551961 tttcctgatg gtcgccagtg atcattttca cccgaatacc ggcctgttgg caggtagcaa
  4552021 tcgcatcgat agcttcaggg cgtggtgggt ccatcatgcc ggcgatacca acaaacacca
  4552081 tgccttgttg aatatctttg tgatcgagtt cgttgaccgg ttgatccgtt gggcggaagg
  4552141 ccgctgccac catacgcaag ccttgtttgg catagcgcgc catttccgct tcccaataat
  4552201 cacggcggaa cggcgcaaca ccgctgtcgg tcagttcttg ttggcagaag gtgaacaaga
  4552261 catcaggcgc accggttagg aagatactgt tatctgactg aacctgatgg ctggtagcca
  4552321 tgtatttata ggcagaatcg aaaggaattt tgccgtgttg ggtaacgtgg tccagcttga
  4552381 tcccggattt tgccgccagt actttcaacg ccccttcggt tggcccacca gtaatggtcc
  4552441 aatggccttg ttcgttttgc tgaatctggc tgtcattaca tagattgacc gcagtaataa
  4552501 atgttttcag cgccttattg gtgtccaact ccgcttgctg ctcgcgacct tctggataga
  4552561 tattacctac cggttcatag ctttcacctt ccacgcggta gcaatgatcc gccagaatca
  4552621 cggctttaac cgtcatttcg ttcatcgtca gcgtaccggt tttatcggag cagacgacgg
  4552681 tcatggcacc caaggtttct accgttggca acttgcggat aatcgcgcgg ttgcgcgcca
  4552741 tcgcttgcac acccagagac agaataatcg aaatgatcgc cggtaaacct tccggtaccg
  4552801 aggcgacagc caagctgatt aaggccagta gcaactcatc gactggtagg tcacgtaaga
  4552861 taaaggcgaa aacgaacaat atcgccatca tcaccaaaat caggatgaaa atggcttttc
  4552921 ccagacgatc catctgttgt aacagagggg tgcgggtcga ctccacggtc gccatcatct
  4552981 gattgatatg acccagctcg gtatctccac cgctcgcgat gacgacgcct ttggccgtac
  4553041 cggcactgat ggtggtgccc gagaagagga ggttcttgcg atcaccgatg acggattcgt
  4553101 tctcaatgac gccgatctgc ttttcaacca cggtagactc accggtcaga atagcttctt
  4553161 caatctggag attatgggct tccagtaaac gcaggtctgt ggggatctta tcccctgggc
  4553221 gcaaggtgac gatatctcct ggcaccagat tctgcgcatc aatagtttgt gccttgccat
  4553281 cccgaataac cacggctttg ctggaaagca tgttttggat gcttttcaat gatttttcag
  4553341 ctttattttc ctgaataaag ccaattagcg cgttaatcac cgcgacacaa aggataataa
  4553401 tggtatcaac tgagtgcccc atcaaacctt ttactaacgc tgcggccaac agaatataaa
  4553461 tcaggacatc gttaaaatgt gccaggaatt gcagtagagg gtgttttgtt tttctggcag
  4553521 gtagtgcatt gggaccatat tgcgccaggc gctcttgtgc ctctttttgg cttaatcctt
  4553581 cttcgcggct atttagatgc tgcaaagatt cttccacagt aagttgatac caagccttac
  4553641 cctctggagg gggggaggca cttttagggt ttgatgagtt ttgcattgaa agaaccttct
  4553701 aaaaattaat aaatctatct aaccgttttc atctattcag cggcacgcaa aaggaagaat
  4553761 aatcttgtat ctcccttatg aaactctatt cctaaatgat aagactttta ttaaaaagca
  4553821 aaaaaaatta tgttgaatga gatatttaca acagcatagt tatattcagc aaggatagta
  4553881 ggtttttatc aaaatactgc cttgatctat gataataaat acgaggaact gagtaatggt
  4553941 cattctataa ccaaatgaat aataaacaat taataactta atcgccccgc cgattatctt
  4554001 ttgtcttgat ctgaatgttc ttacctttgt aagccatagc ccaaaaatat taatcttcct
  4554061 tttctattag cttgtgtaat cgctggctat caggtgaaac tcttagttag tatgtcttac
  4554121 tgcctatctg cgacgcgggt acccggctgt gtgagtgcgg caagaaagaa gatgaaaccg
  4554181 tagtcggtaa aacgctcggt aaaaaatcgt ggccggtaaa atgtagtgcc aacaaccagt
  4554241 gaggaacagg taaatatggg taagtggcga tatctggcga ttggcgtgtg tctgatgacg
  4554301 acttcaggag tgacattcgc cgattctctt gatgctcagc ggcagcgcta tcagcaagtt
  4554361 aaattggctt gggacagcaa tcagatggat accgtggcac aactgatgcc aacgttacgt
  4554421 gattatcctc tgtaccctta tttggaatac cgtcagttga cgcaagattt aagccaggtg
  4554481 agtacggcgc aagtgaagga ttttctgaac cgtcacccca cattaccacc ggcgaaatca
  4554541 ctgccatctc gttttgtgaa tgaattggct cgccgcgaag attggcgcgg gttgttaacg
  4554601 ttcagcccga cagcgcctaa accggttgcc gcccgttgta actattacta tgccaaatgg
  4554661 gccactggtg agcagtctgt cgcttgggaa ggggccagtg aaatctggct caatggccag
  4554721 tcattaccgg gcagttgcga taaattattc agtgtctggc aacaagccgg gcaccagaca
  4554781 ccattggcaa cactggcgcg tatgaagctc gcgcttaaag agggtaacgc cagcctggtg
  4554841 agttacttac tcaaacaact gcccgcagat taccaaacca tgggcactgc actggcaaaa
  4554901 ttgcaaagtg atcccagtag tgtagaaagc tttgcccgca ccgtcgggcc gaccgatttt
  4554961 acccgttcag cgacaacaat tgctttcacc cgtttggctc gacaggatgt ggaaaatgcg
  4555021 cgattgatga tcccatcatt agtacggtta caaaaaatga gtgacagcga gaaacttgag
  4555081 ctggaagagg ccgtcgcctg gcgtttgatg ggtaatgatg cgacttacga acaagctaaa
  4555141 tggcgggatc aagttgcgtt acgcagccac tcaacctcgc tactggagcg tcgtatccgt
  4555201 atgtcattgg gcagtggtga ccggcagggg ctggcaacct ggctggctcg tctcccggcg
  4555261 gaggcgcaag ataaagatga gtggcgttat tggcgtgcat cgttgttgtt ggaacaagga
  4555321 aaaaaagcgg aaggtgaggc aatactgcgt agcctgacga aagaacgggg tttctatccg
  4555381 atggtggccg cccaaaaact gaatattcct tacccgatta aggttcaggt ggcggccaag
  4555441 ccagatgtgt cgctggcgca acggcctgaa atcgcccggg ttcgcgagtt aatgtattgg
  4555501 aatatggata accaagcgcg cgctgaatgg agctatttgg tggccagtcg cagtaaagct
  4555561 gagcaagagg ctctggcacg ctatgccttt gaccaaaaat gggctgatct gagtgtgcaa
  4555621 gccactattg ttgccaagct ttgggatcat ctggaggagc gcttcccaat ggcatggacc
  4555681 aaagagttcc gccagtttac ggaggataag gggatcacgc cgagttatgc gatggcgatt
  4555741 gcacgtcagg aaagcgcctg gaatccaaaa gcacaatcac cggtaggcgc aacgggatta
  4555801 atgcaggtga tgccgcgtac tgcagaacat accgtaaaac ggaataatat cgctgggtat
  4555861 ctgaatagca gccaactcct tgatccggtg actaacattg agataggaac ctactatctg
  4555921 gaagaggttt atcagcaatt cgggcgtaac cgtattttat ccagtgcggc ttataatgca
  4555981 ggtccgtcac gggtgaatac ttggttgggt aacagtggtg ggcaggtgga tgcggtggct
  4556041 ttcattgaaa gtatcccatt ctctgaaacg cgcggctacg tgaagaatgt gttggcttat
  4556101 gacgctttct atcgtcactt tatgaatcgc cccgcaaaag tgctgagtga cgccgagtgg
  4556161 cagaggcgtt attgatcgat atctattgtt ttgatcgata cctattgtct ttgacgttgc
  4556221 aggtgtgttg gcggtgttag tgacttgctc atccacgggc ctcgttgcta cgaggccact
  4556281 gcaagcagcg ttcagtttgt ttgtcgtagt taactaaaat ggccgctttt tgcctcttga
  4556341 aatctagtga gtatagataa ctctatggta tgcttgttgt actagttaaa tagtactttg
  4556401 ggtggttatc atgacaaaac aatttttgac tgacgaaaaa caagtgtcgg attcacttaa
  4556461 taggcagacg gctgggaacc cttactctgc cgctgatccg gcattgtctg ccgaagataa
  4556521 tcagcactgg ttgagctttg tcgcgctgtt gcaaaacgcg attacacaag atcttcatct
  4556581 gcctttactg caactgatgc taacacctga tgagcgaacc gccttgggga cgcgtgtgcg
  4556641 cattattgaa gagttaatgc gcggtgagct aagccagcgt gagctgaaaa gtcagttggg
  4556701 tgcaggtatt gcgacgatca cccgtggctc taatagcttg aaaacggccc caccacagct
  4556761 gaaaagctgg ctcgaagccc agttgctagc caacaaacgc taaatggctg gtttagaggg
  4556821 cgatgggcgt tggtaaatct cattgtggaa cggcaccagt gccaacaaga gggcctggtg
  4556881 atagacactg gttcgagtta atttaccttg ggtaaaaatc ccgattgcgc cgccttgctg
  4556941 ttttacattc gaaataccgc ttaaaaccgc catttcgtcg cccagttcac gtccttgtcg
  4557001 gatcccttgt agtataatgt caggcagcat taaactggca gaacgggatt ctccccgtgc
  4557061 ttgtaagtgt tcaactacca tccatgcaaa ggtcatatta tcttcaatgc ctgcttcaat
  4557121 cccaacccaa aaatcagcct ccgggcgaac ctggcgcgcg ttcttaaccc gttgacgggc
  4557181 accaatacgt gtctcagtgc tgcctatggg ttgcagggga acaccgctgt cgacattgac
  4557241 accttcaatg cgatattggc cagggccgta aacatcgtca aaggcgaggg taatagcgtt
  4557301 aattttcgca ggattggtag ttgcagcgat aacatggtac ataatgagtg tgaatatcct
  4557361 ttaaagccta tctaaaatag gttttatctc agataggttt tgtgcttatt ttacgcagta
  4557421 taacggaaaa atgacatgtt acaggtatac ctcgtgcgtc acggcgaaac cttatggaac
  4557481 gcggcacgcc gtattcaggg ccaatcagac agtccactga ccgagattgg tattcgtcag
  4557541 gctcacttag tggcgcagcg ggttcgtaat caaggtatca cgcatattat tagcagtgac
  4557601 cttgggcgta ctcagcagac ggcaaaaatt atcgccgatg cttgcgggct aacaatggtg
  4557661 acagaccctc gactgcgtga gttgaatatg ggggtactgg aaaaccgtcc tattgacagc
  4557721 ctaacacctg aagaagagca atggcgtaag caaatggtca acggcaccga gggggcgcgt
  4557781 atccccgaag gcgaatcaat gacggagctg gggcggagga tgcatgcagc gttggatagc
  4557841 tgcctggagt tacctgctgg cagtaaaccg ctgttagtta gccatggtat ggcgttgggg
  4557901 tgtttgttga gcacattgtt ggggttgcct gctcatgccg agcggcgttt acgtttacgt
  4557961 aactgctcgt tatcccgcgt tgattatcag gaaagcccgt ggttggcgtc aggttgggtg
  4558021 attgaaagtg ctggcgatac cgctcattta gatatgccag cacttgatga attacagcgt
  4558081 taacggcgaa ttggaatgaa atagtcacat ttcagcgtag caggaggccc atctttcggc
  4558141 ctcccctgcg ggtagaaacg ttcaatatca tagccacgtc tgcggatcag agccaactga
  4558201 ggcagaatgg tgccatacag tgtcagtatg aaattttgta acccatcaag cggcccatca
  4558261 tagctgaact gcacatactc acctccctgc aagataaccg gttggccctc gggtacgtta
  4558321 cacggaatat gctgtggttc aattgccgtc gtatagaaaa tttcttgctc gtcatctttc
  4558381 tccggatttg gccgggagtg atgtaatcca tacagaactg ggggtaattg atcggcatcg
  4558441 ccgaggtatt gttgccaaaa atgtaagcgt aattcagcac ggtgtgttga aatttgttca
  4558501 agcgtacaag aataactttg ggttatccct accaaatgtt gttcgggtaa ggtaataaat
  4558561 tcaggttgag gcagggtata tgttcctaag cggatcggtg gacatattcc agatgagtgc
  4558621 cagtcttcag cccgtcggta taatgcgggc gtctgtgcaa actgtttttt aaacgcgcgg
  4558681 gtaaaagttt gctgcgaatc aaaacgatat tgcagagcga tatccagaat agggcgactg
  4558741 gttaaacgta acgcgacagc ggcttttgat agccttcttg cacggatata agcaccgata
  4558801 gcattcccgg tgacatcctt gaacattcgc tgcaaatgcc atttcgaata acccgctttg
  4558861 gcagcaacat tgtccagagc taaaggctgg tctaaatgac tttctagcca gctaagcaag
  4558921 tcacgaatga tactggcttg atccataaaa cttcctcgta aaacagctta aatttagggt
  4558981 attagtaata tgaacagaat agctctggcg catagtagca actttttatg ttcccgactg
  4559041 cttaagaatt tactggtaca gtgtgttaaa aagcgtctag attttgatag taaggttttt
  4559101 aacaagacct taatgacgag tacaaaaaaa ttaacgttga ataacgttgt tcaacggaat
  4559161 ggagtaagtg tatgaaaaaa agttggatat tccttggctg tttactttct ttgggggcga
  4559221 taactgccca ggcggaggaa attggttcag ttgatacggt atttaagttg ctgggacccg
  4559281 atcataaaat cgtgattgaa gcctttgatg atccagatgt taaaaatgta acttgttata
  4559341 tcagccgggc aaaaaccggc ggtattaaag gcggattggg gctggcagaa gatacggctg
  4559401 atgcggcaat ttcctgccag caagttgggc cgattgagct aagtgataaa attaagaaca
  4559461 aaaaatcaga aggtgccgtg gtatttcaaa aacgcacgtc tctggtattt aaaaagctac
  4559521 aggtcgtccg tttttacgat ccaaaacgta attcattggt ctatctgaca tattcggatc
  4559581 gaattgttga tggttcaccg aaaaatgcta ttagtgccgt gcctatcatg ccttggtaat
  4559641 aaaattagcc agggcgatac ctgccatatt ttaagttacc ttcgttagcg gttttgattc
  4559701 accccagtga ctcaccgatg tgcgcttctg gggattggct ctgccgcctt gatataaaaa
  4559761 caaaaaagcc agcatctgtg tgctggctct ttccgtctct attcgcgaaa gattactctt
  4559821 ctagatcgcc acagaaacga tagccttcac cgtggatggt ggcgataatt tctggtgtat
  4559881 ccggcgtaga ttcgaagtgt ttacgaatac ggcggatagt cacatcgaca gtacggtcat
  4559941 gaggtttcaa ctcgcgaccg gtcatttttt tcaacaattc accgcgggat tgaattttcc
  4560001 ctgggttttc gcagaaatgc agcatggcgc ggaactcact gcgtggcagt ttgtaatgct
  4560061 cacccgtagg gctgaccagt gagcggctat tgatatccag ctcccaacca ttaaatttgt
  4560121 agctttcaac caaacggcgt tcttcgccta cactgctcag attcatggtg cgagacagca
  4560181 ggttacgggc acggatggtt aattcacgtg ggttgaaagg tttcgtgatg taatcatcag
  4560241 caccaatttc caaaccaagg atcttatcaa cttcgttatc acgaccggtg aggaacatga
  4560301 gagcaacact ggcttgctca cggagctccc gtgctagcaa caagccattt ttgcctggca
  4560361 gattgatgtc catgatcact aagttgatgt cattttcaga caggatatgg tgcatttctg
  4560421 ccccatcatt ggcttcataa acaacgtagc cttccgcctc gaaaatgctc tttagtgtgt
  4560481 tgcgagtgac tatctcgtct tctacgatca gaatgtgggg ggtctgcatg tttgctacct
  4560541 aaaattgcca acaaaataga aatagaaagt acagaagtct ttgttatatc aggattttta
  4560601 ttgactggtt actcgtcatc ccattcatca catgactaaa gtacgtaaac gcgttcttga
  4560661 tgcactttcc atcaacgtca acaacatcgc tagcttggtc agggtgttac tccctacagc
  4560721 cccaaaggtg acaaaagcgg cgcatatcct aaccttatta acagcaatat aacagtgcga
  4560781 accgaattta ccacccaaca aaattacgct ttgttgacat atatcaaatt caattgtagc
  4560841 acgttaacac ttttgtgaaa aagacttaca agaatactag cttaagggat agtagactaa
  4560901 attatgtgac tgattttcac tactattaac attaaaatca gaagatcact cacattaaga
  4560961 aaaagtaatt tctaatacat tgatttttat tgttaaaagt taatattctc ttggcattat
  4561021 ggcgatgaga agctttatct ctttagtacc ttatttagca cgaaagtgta aggaaaatta
  4561081 tggctaatgt tagaggaatg taaaggtaat ggcagggtgc cttatttcac tctgtttaaa
  4561141 atcactaacg cctataagcc ttcttggcac gtcaatagtt ttgagtgtga ataggaattt
  4561201 tcagtaaata gccgtaaaaa aaagttaaaa aatattatag gggataatcg acctaaaata
  4561261 gatttattat ctgctttaat ggggtgtttt ttcatcaaat cccctgttaa tttcctgcgg
  4561321 gtcagtgaat tacgcagaaa tgccctttta atttatctgg atgtttagat gaaaaaattt
  4561381 gacttgaggg agcgattgct ttaaccaata gggggacagc ttcaataatg agacagacag
  4561441 ataacatgcg atacatcagc ctgaacacaa cgattattac caccaccgaa accacaggtt
  4561501 acggggcggg ctgacgcgta caggaaacaa tagaaaaaag cccgcaccta gacagtgcgg
  4561561 gctttttttt tcaatcaaat ctttgcaaaa aaagtttgcg ataaaaagcg cgaaagcggg
  4561621 agagaatcag aaatgcgagt gctgaaattt ggcgggacat cagtggcaaa tgccgagcgc
  4561681 tttatgcgtg ttgccgatat catcgaaagt aatgcgcgtc agggacaagt ggctacggtg
  4561741 ttatccgctc ccgcgaagat aacgaaccat ctcgttgcca tgatcgataa aatggtcgca
  4561801 gggcaagata tctccccgaa catcagcgat gctgagcgga tttttgctga gttattgcgt
  4561861 ggattagctg atactcagcc aggctttgat tatgatcgcc taaaagcctt ggtcggccat
  4561921 gagtttgcgc aactcaaaca cctgctacac ggtatttcgt tgttggggca gtgcccagac
  4561981 agcattaatg cctcaattat ctgccgtggc gaaaaactct ccatcgccat tatggaggcg
  4562041 ttatttcagg ctaagggtta tcacgttacg gtgattaatc cagtcgaaaa attgttggcg
  4562101 cagggccatt atctcgaatc cactgttgat atcacggagt ctacccgccg tatcggtgcc
  4562161 agcggtattc catctgatca catcatcctg atggctggtt ttactgcggg taatgataaa
  4562221 ggtgaattgg tggtgttggg gcgtaatggc tctgattatt ccgctgccgt gctggctgct
  4562281 tgcttacggg cagattgttg tgagatttgg accgatgtcg acggggtcta tacttgtgac
  4562341 ccgcgtaccg ttccagatgc cagattactg aaatcgatgt cataccaaga ggcaatggag
  4562401 ctttcctatt ttggtgctaa agttcttcac cctcgcacta tcgctcctat tgcccgcttc
  4562461 caaattcctt gtctgataaa aaacacctct aacccgcaag cccccggtac cttgattggt
  4562521 ggtgaaagca ttgatgagga ttctccggtc aaaggcatta ccaacctgaa taatatggcg
  4562581 atgattaatg tttcagggcc aggaatgaaa gggatggtcg gtatggctgc ccgcgtcttt
  4562641 gcggtgatgt cgcgcagcgg tatttcagtg gtgctaatca ctcagtcctc ttctgaatac
  4562701 agcatcagtt tttgtgtgcc gcaaggtgag ttattgcgcg cccgccgagc gctggaagat
  4562761 gagttttatc tggagttgaa agacggtgtc ttggatcctc tggatgtgat ggaacatctg
  4562821 gcaattatct ctgtggtcgg tgacggtatg cgcaccctgc gcggtatttc tgcccgtttc
  4562881 ttctcggctc tggcgcgcgc caacatcaat attattgcta tcgctcaagg ctcgtctgag
  4562941 cgctctattt ctgtggttgt caataatgat gcggtcacta ccggggtgcg agtttgccac
  4563001 cagatgctgt ttaacacgga tcaagtcatt gaggtgtttg tcattggcgt gggtggtgtg
  4563061 gggggcgcat taatcgaaca aatctatcgc cagcaaccgt ggttgaaaca gcgtcatatt
  4563121 gatttacgtg tttgtggtat cgcgaattcc aaagccatgt tgaccaacgt gcatggcatt
  4563181 gcattagata actggcgtca ggaactggct gaagttcagg agccgtttaa cctgagccgc
  4563241 ttgatccgtc tggttaaaga gtatcactta ctgaacccgg tcattgttga ctgtacctca
  4563301 agccaggcgg ttgctgatca atatgctgat ttcctgaccg atggcttcca tgtggtgacg
  4563361 ccaaacaaga aagccaacac ttcatcaatg aattattacc gccaaatgcg tgccgctgcg
  4563421 acgaaatcgt gccgtaaatt cttgtatgac acaaacgttg gggcggggct accggtgatc
  4563481 gagaacttac agaacctgct caatgcgggt gatgaactga tgcgcttcac cggtattctg
  4563541 tccggttcac tttccttcat cttcggtaag ctagatgagg ggatgtcatt gtcagaggca
  4563601 acacggcaag ctaaggcgtt ggggtatacc gaacccgatc cacgtgatga tctctctggg
  4563661 atggatgttg cccgtaaatt gttgattttg gcccgtgaag cagggtacaa acttgagttg
  4563721 gctgatatcg aggttgagtc cgtcttacca gcaagctttg atgcttcagg tgatgtggat
  4563781 actttcctgg cgcgcctgcc atcattggat gctgaattta cccgcttggt agcgaatgct
  4563841 gcggagcagg gcaaagtgct acgttatgtc ggagtgattg aagacgggcg ttgtaaagtg
  4563901 cggatggagg cagttgacgg taacgacccg ttgtataaag ttaagaatgg cgagaatgcg
  4563961 ttggctttct atacccgcta ttatcagcca attccgttgg tgctacgcgg ttatggcgca
  4564021 ggcaatgatg tgactgccgc tggggtgttt gccgatcttt tacgcacatt atcatggaag
  4564081 ttgggagttt aaatatggtt aaaatctatg ctccggcatc aattggcaat gtcagcgtcg
  4564141 gcttcgatgt attaggtgcg gcggtctcgc caatagatgg cacattgctc ggtgattgtg
  4564201 tcagcgtaac agccgcagag cgttttagcc tgcataatga aggccgtttt gtcagcaagc
  4564261 tgcctgatga tcccaaacag aatatcgttt atcagtgttg ggaacgcttt tgccaggaaa
  4564321 tgggcaaaga gatccccgtc gctatggtgc tggaaaagaa tatgccgatc ggttcagggc
  4564381 tgggttccag cgcctgttca gtggttgccg gcctgatggc gatgaatgag ttctgcggcc
  4564441 aaccgttgga taaagtcaca ttactcggca tgatggggga actggaaggg cgggtctcgg
  4564501 gcagtattca tttcgataat gtcgcgcctt gttatttagg gggcatgcag ctgatccttg
  4564561 agcaggaagg ttatatcagt caggatgttc ctggttttag cgattggtta tgggtgatgg
  4564621 cctatccggg gatcaaagtg tctaccgccg aagcgcgggc gattttaccg gcgcagtatc
  4564681 gccgtcagga ttgcatcact catgggcgta atttggcggg gttcattcac gcttgtcaca
  4564741 ctcagcagcc agatttagcc gctaaaatga tgaaggatgt tatcgcggaa ccttaccgca
  4564801 ctcaattgct gccaggcttt gctgctgcac gacaagcggc acaggatatc ggtgcgctgg
  4564861 cctgtggtat ttccggatcc ggccccacgt tgtttgccgt ctgtaacgac caggcaaccg
  4564921 cacaacgcat ggcgggctgg ctacaaaatc attacctgca aaacgacgaa ggttttgttc
  4564981 atatttgccg tctggatacc gcaggcgcac gactactggg ataacgcatg aaactgtata
  4565041 accttaaaga tcataacgag caggtcagct tcgcacaggc gatcaaacaa ggcttgggca
  4565101 aacagcaggg gctatttttc ccgttggagt tgcccgagtt cgaactgact gagatcgata
  4565161 aactgctgga tctggatttt gtgacccgta gtagccgcat tctgtcggct tttattggta
  4565221 gtgaaattgc accagatgtc ttaaccaaac gtgtgcaggc agcttttgaa ttcccagccc
  4565281 ctgttgcaca agttgaaaat gatatcgccg ttctggagtt gttccacggc ccgaccttgg
  4565341 cgtttaaaga ctttggcgca cgttttatgg cacagatgct ggccgaagtt gctggcgatc
  4565401 aacccgtcac tattttaacg gcaacatcgg gtgatactgg tgcggcggtg gctcatgcat
  4565461 tctacgggct gaaaaatgtt cgagtggtta tcctttatcc acgaggcaag attagtccgc
  4565521 tgcaagaaaa gctgttttgt actctgggcg gtaatattca cacggtggcg attgatggcg
  4565581 attttgatgc ttgtcaggca ctggttaagc aagcttttga tgatgaagaa ctgaaaaccg
  4565641 cgctgagttt gaattccgct aactcaatta atatcagccg gttactggca caaatttgtt
  4565701 actactttga agctgtagcc cagttaccac aagaggcgcg caaccaactg gttatctctg
  4565761 taccaagcgg taactttggt gatttgactg ccggtttgtt ggcaaaatct ttagggctac
  4565821 cggtgaaacg ctttattgct gccactaatg ctaacgacac cgtgccacgc tttttggtta
  4565881 acggccagtg gcagccaaag ccaactgtag ccacgttatc gaatgccatg gatgtcagtc
  4565941 agccaaataa ttggccacgt gtggaagagc tatatcgtcg caaaatctgg cagttgaagg
  4566001 atttagggca tggtgcggtt agcgataaaa ccacaaaaga tacgatgcgt gaattagctg
  4566061 gtttggggta tatctctgag cctcacgcgg cgattgctta ccgtgtattg cgtgatcagt
  4566121 tgcaagatgg tgaatttggc ttgtttatcg gaaccgcaca tcccgcgaaa ttcaaagaga
  4566181 gcgtagaggc aattctgggt caggaattac ctttaccaaa accactggcc gtgagagcgc
  4566241 aattaccgtt gctatcccat gatttgcccg cagactttgc acaaatgcgg gcatttttga
  4566301 tggcattgcc gaagtaatcg gttattaaca aagctatttt tagcctcgtg agtgaagggt
  4566361 tgaccgcacc tcggggcact tcggcgactt acgtcgctac gaccccaacg gcacgtttcc
  4566421 ccttcatttg actttgtcag cagtctgagg agccattgat tggctcctat agctcagaaa
  4566481 ataaaggggg caccgcatag gttggggatg ccatttaccc tgcgggtgct ttaatgagtt
  4566541 ggcattctag tttgtgctgc taatatttat aaaaaatgga gttttactga tatgggaacg
  4566601 tctgcaatag ctcattttaa atatgatctt gataaacatg ccacttcgct acgccgtgtt
  4566661 gcatcattgg cttcaacttt tttcttaagg acccgtttat aaagagtgat tacctgagag
  4566721 aggttgagga ttataattca ttttttggga tgaaaaatac aaatataatg ctgaatgaat
  4566781 tgttgtaatt gtattatatg cgctggctct attttccaac cgcacgctaa ttaaattgaa
  4566841 ggtggtctta ttctaaagat aagcattttc aatcgaagat aaattaactt aagcgttgtt
  4566901 tttaaattca attaaatagc atggtaatga tcctaatatt taaacggcca aagtagattt
  4566961 ttgcaaccac atatagagtt gtttactgac ccagatatca tatgaatgca ccttaggagg
  4567021 ggactccgct acgggccacg ttgtcaataa cctcaatctt tagttctttg cccacggtct
  4567081 cgttcaagta aaaagcaggc tcgtgggctt atggtgtcac ttacagacat attttagtgc
  4567141 tgttcagccc gtttaaacac gagttcgttt ttcgccgata atcctgcatc aaattcatag
  4567201 ccttccagat taaaatcaac caattgctct ggtttggtta acttattctg aataataaag
  4567261 cggctcatca ggccacgggc tttcttcgcg tagaaactga ttattttgta cttaccgttt
  4567321 ttctcatcca aaaataccgg tttaatcagt gaaccgctta atttagcggg tttaacagcc
  4567381 ttaaaatact catcggacgc caaattaatc agaatattat cgccttgcag ttccagcgcc
  4567441 tgattaagtt tctcggttat ctgatcgccc caaaaggcat aaagatcttt gccgcgtggg
  4567501 ttagccagct tagtccccat ttctaaacga taaggttgca ttaaatctag cgggcgcagc
  4567561 agaccgtata aacctgacaa catacgcaaa tgctgttgtg caaagtcaaa atcagcttca
  4567621 ctgaaacttt cggcctgcat cccggtatag acgtcgcctt taaaagccag aatagcctga
  4567681 cgcgcatttg cgggtgtgaa atcaggctgc cattcactga atcgcgcggc atttaaacct
  4567741 gccagtttat cgctaatccc catcaggctg ctgatttgag ccggggttag ctcgcggcat
  4567801 atctcaatca atgcttgtga tttatccaac atttcaggtt ggctaaattt cgttgtcgct
  4567861 aaggggcttt gataatcaag cgttttggcc ggggagataa taataagcat catgacatcc
  4567921 tatttatacc gtcatacttc aagctgcata tgcgtttggc ggccttcgtt tagccctgtc
  4567981 acttgactga cgtcagtgcg ctaggattcg ctctgttgct gcctgcttgc aattcgaatg
  4568041 attgaggata tatccaaata atacactgta gcaaaaagta ccggctagcc aaaaaaagat
  4568101 tggacgattg ctaagatagg caagcgggtg ggtaagagat gatatagttt atcgtaaata
  4568161 tagcttggct aaatcgtctc agcacagcaa tagtggatga gtttgctatt aacctactcg
  4568221 ttttcggccg ttttaatcag cgaaaacggt tgcgagcgga aaacgacaaa attggttttt
  4568281 tttaatcaat ttaacggcct tgcaccaagg cttccgcatg ttattatcaa gacaaggcaa
  4568341 ggcttcgaaa tcgccaatat tgcgaaatgg ctaacatttc gaaaggccag aatgtaatga
  4568401 catgccaaaa gttcatgcac aaacgatgag aaacgacaac atgaccgata aacttacttc
  4568461 cctacgtcaa atcaccactg tagtcgccga tactggggat attgcggcga tgaaattgta
  4568521 tcagccgcaa gatgcaacga ctaacccatc gattattctg aatgctgccc aaatccctga
  4568581 ataccgtaaa ttgatcgatg aagctattgc ctgggcgcgc gaacaaagca gcgatcatgc
  4568641 tcagcagatc gttgatgcga cggataaact ggcagtgaat attggtttgg aaattctgaa
  4568701 actgatccct ggtcgtattt ctaccgaagt tgatgctcgc ttgtcctatg ataccgtcgc
  4568761 cagcgtggca aaagccaaac gtctgatcaa actgtataac gaagccggta tcagcaatga
  4568821 tcgtattctg atcaaattgg cttcaacctg gcagggcatc cgcgctgcgg agcaactgga
  4568881 aaaagaaggt atcaactgta acctgacact gttgttctcc ttcgctcagg cacgtgcttg
  4568941 tgctgaagcg ggtgtgttcc ttatttctcc ttttgttggt cgtattcttg attggtacaa
  4569001 agccaatggc gatcaaaaag agttcgcacc aagcgaagat ccaggtgttg tttccgtcac
  4569061 cgagatttac cagtactaca aaaaacacgg ttataagacc gtggtgatgg gtgcaagctt
  4569121 ccgtaatttg ggtgaaatca ttgagttagc cggttgtgac cgtttgacta tcgccccttc
  4569181 actgctgaaa gagttagcag agagcgaagg cccggtagaa cgtaaactgg cttacaccgg
  4569241 tgaaattcag gcgaagcctg ctccattgac tgaagcggaa ttctactggc agcataatca
  4569301 ggatccaatg gcggttgata aactggcaga cggcatccgc aagtttgcta tcgaccaagg
  4569361 caaacttgag aaaatgatct ccgacttgtt gtaattgaca tcgctgcgag ctactcgcag
  4569421 atcggtatct gaatgaggtg gcgcaagcca ccttttttat tgccgattta ctggttcagg
  4569481 tggtttatga agccagcaaa aataggctaa atacagctat gcttgcatta atgcggtatt
  4569541 tctatccatg ttgtggtctt tctttttatc tatgtaatgt catcgctgaa gagtgaattt
  4569601 tgtgaacgcc aacggttgag ctaattcggt tgcgtagtat catccactcc agataaaaag
  4569661 gtatttcgtt gaggtaatta catgaatata ttacgtatag gtttagtctc agtttcagat
  4569721 cgggcatcca gtgggattta tcaggataaa ggtattcccg ccttggaaga gtggctgacg
  4569781 agtgcgttga ccacaccttt tgaagtcgag actcgtctta ttcccgatga acaaagccta
  4569841 attgaacaaa cactctgtga attagtcgat gagatgggct gccatttggt attgacgaca
  4569901 ggtggaactg gcccggcaag gcgtgatgtc actcccgatg cgacattggc tattgcagat
  4569961 cggcagatgc caggttttgg cgagcaaatg cgtcaaatta gcctgcatta tgtgccaacc
  4570021 gcaattttat cccgtcaggt aggtgttatt cgtaaacaag cacttatcat caatttgccg
  4570081 gggcaaccta aatcaattaa agaaacctta gaaggcgtta aagacgctca gtctaacgtg
  4570141 gtggtggctg gtatcttcgc cagtgtgcct tactgcattc aactcttaga tgggccttat
  4570201 atagaaacta atactgatgt ggtagtggct tttcgcccaa aaagtgccat tatcgatata
  4570261 aaagactaaa tagaaaattt ctatgacata agatgccatt atgtgcgtgt ggggaatttt
  4570321 gtacggtata gtcatgttaa ctttacaaag agtagaaaaa tttttcttcc ccaactctgg
  4570381 cttataacgg tgtcatatgt ctcaagatca caattcatct caagtcggct catcccaaat
  4570441 cgactcatct caacatcatg ttgatcaaca acataatcat aatcgtcgat tgaataagca
  4570501 agattacaaa acactcacct tagccgcatt aggtggagcg ttagagttct atgattttat
  4570561 tatttttgtc ttctttgccg cggttattgg tgatcttttc ttcccggctg acatgcctga
  4570621 atggcttcgt caggtgcaga cgttcggtat ttttgctgcg ggttacttgg ctcgcccatt
  4570681 gggggggatc atcatggcac attttggtga tttggttggg cgtaaaaaga tgtttactct
  4570741 tagcatctta ttaatggcgt tgccaacact ggctattggc atgttgccga catatgccac
  4570801 tatcgggatc accgcacctt tacttctact attaatgcgg gtattacaag gtgctgccat
  4570861 tggtggcgaa gttcccggtg catgggtctt tgtggcagaa catgtgccac gtaaacgtat
  4570921 tggcattgcc tgcggtacct taacggccgg tctgactgct gggattttgt taggatcgct
  4570981 ggttgctaca gtcatgaata ctacgctggg ccatcaggcg attttggagg ggggatggcg
  4571041 tataccgttc ttcttgggtg gaattttcgg tttgtttgcc atgtacttac gccgttggtt
  4571101 gcaggaaact ccgatcttta aagaaatgca ggcgcgtaaa acattggctg aagaattgcc
  4571161 gctgaaatcg gtggtggtaa accataagaa agaagtggtt gtttcgatgc tgctgacttg
  4571221 gttgctctct gctggcatcg tcgtcgttat tttgatgaca ccaacctatc tacagaagca
  4571281 gtttaatgta ccgccagagt tggcattgca ggcaaacagt ttggcgatta tcgcattggt
  4571341 tatcggctgt gtggttgccg gattggcaat tgaccgcttt ggggccagta aaacctttat
  4571401 cgttggcagc ctgatgctgg cgatgtcgac atggtcgttt tatcacacca atctgactaa
  4571461 tccatctcag ttatttcccc actatatgtt ggctggcttc tgtgtcggta ttgttggtgc
  4571521 agtgccttat gtcatggtgc gtgccttccc ggcagaagtc cgcttcacgg gcatctcttt
  4571581 ctcgtacaat gtggcctatg ccatttttgg tggtttaaca cctattctgg tgaccttatg
  4571641 gatgaagtca tctgccatgg ctccggcgta ttacatgctg gtgctatcgc tggtgggatt
  4571701 gttattgggt atttatctgc gtaacgacat taatagtgaa gtgaaagttc agatgcctaa
  4571761 aagggtgatg aacggagtta attaagtcaa ttcactttaa aaagcccata attattatca
  4571821 ataaattatg ggcttttatc tttttctcta taccttagaa ttctgattta aaggtaaatc
  4571881 cgactttttg tttgacgcgt gctgatggct gggaaatagt ctcagaaaat aatgttttgg
  4571941 caccttgctg ttgtaagtat cgagctagct cgtaaaccgc ggcagtgcct gcccctctta
  4572001 cggtaccttc actatcgggc gataagacat agtcaggcaa cgttgctgag gccaccagtt
  4572061 caacttcatc cctattatta aaacgatcag ccaagacaat tgcgattatc tctcccctta
  4572121 atttgaccac cacataaatt tccccagggc ggttaagaat taatctacga tgaataatgc
  4572181 cagtaacaat atgcccagca tggagaagtt gacttaaggc ggcattttca tcagcgttga
  4572241 cctcttggtc aacatcatca attgcatgag cgccttggta ttgttgcccc cattgagcga
  4572301 tagtttcact gattttttgt cgcaattctc gagcatgttc aatttcagta tcggaaggcc
  4572361 ttgcatcttc agggaatagg cttggtaaaa tttctatttc aaaagctaac tcatgttgtt
  4572421 ctactcgttc gctattttca ataataatgg gtggtattgg tctatagata aacgagggta
  4572481 ataatagctc atagatgccg agtggtagtt gttctacctg agatggcgta tcttctgaca
  4572541 cataaaaaag gctgtagtca aagtaattta gctgagcata gtcaaacgca gtcttaatgt
  4572601 ggtcaagagt gctatctatt gattgtgaca taatggcttt ttttaccgca tgactgagcc
  4572661 ttttttctat ctctgtattt tctactgcaa caccggtatt tcctgttgta ataatagact
  4572721 gtataattct accgaaatat tcggtattcc aagtccgtag actgctaccg aataataatg
  4572781 tgaagtcagt cattatttct agcgtccaat cgatacacgc aggcctgatt tggcgagtct
  4572841 ggcgtgtgct aagtatagag tggatcgata ccatacaggt ttttgcgact gcaggtaaac
  4572901 tgagcgactg attgttattt acattgtcaa tgtaagttaa cagcatttta ttttcatgta
  4572961 gcccatcatt gtttaattct gttaataaat caggctttaa tgggaaactt ttccctgcaa
  4573021 tatgtaatgt tttccctttg gtattactgt tgaaatattg atctgctttg aaaataattc
  4573081 catctagttg gcggcatgtt ccttgtacaa tataattata aaggtttagg aatggagtga
  4573141 atgcgcatat tatttgactt gtattttcga tgtctctctt ttcccaattt tgatcgcctg
  4573201 tatctgcggt aataatggat ttattaagaa ttaatggctt gtctgtattt ttatttttaa
  4573261 tggttaatgt gggagtatca tcaatcatgt gtgtccattt aaatgaaata atgggtgata
  4573321 gatcgattag ttgatcatct aatgtttgga tgtattgaac ttgtacgatg tctttttcta
  4573381 tttgtaaaat aaatgaaagt ttatcaaatt tatcaatgcg atcaaaagaa aatttggtaa
  4573441 tcatattgta gtcagaaaag ataatttcat tttttaatat tctaacgctg gggccgtttg
  4573501 ttaagttaat tttataatca tcattaattc cattttcttg actattaaaa gacagtataa
  4573561 cttgtttatt gactaaacga gaatcatgcc agtactcacc gaaaacctca ggtaaattta
  4573621 tttcatgttt ttctaaaata atacattttt gatcacagta cagacctttt ttttccgatg
  4573681 ccttaaggct ggtgagttga ttgtccatag ccagagtttt taatgtttct aagttgatat
  4573741 tttctgttaa ctcgaagaaa ggagcattaa attggtcatt tttatagatt gttgtcatca
  4573801 ttccaagagg aacttttatt gattggatgc tgtcattatg aataggtaac acggtacgat
  4573861 tagagttagc aaacccttca gcatcactat ataaatctat gtgttgactt gccgctaaac
  4573921 aagtactgtc tccttgaaaa ttatcttctg tataaaaaca tactgcagga tctatgtgat
  4573981 atgaacttat tttattatat agtccaaatg atttcatacc gtctaggttg acatcatttt
  4574041 ttaatttctt ttttttcccg gtaaaatcaa tgccatcata gagagtgatt accattcctg
  4574101 gaggaattga aattgattta atttttttgt caaaatcatt attgatagtg gactgtgatt
  4574161 cgccctcata ggcacaaaat gattcaccag aaaaattttc caactcataa aaacagacct
  4574221 ttgcatcatt tatatcattt gagtaagctg agaatgatat tgcggaaaca atactaatta
  4574281 atagtttgtt ggtttttttc atcggcgctc cttgtctgtg ttagtttaaa aattacttat
  4574341 cactatcgag ccgatgagga ttatatgatg attcgttttt ttcactttat ctatttttcg
  4574401 ttaataggtt tgactatttt atggtgtgtt ttatatgggg gttttaatta attggttttt
  4574461 tttagatttg ataggtaatt aatgggggag tgttttaact ggcagagtgg aaagtaaaag
  4574521 caccttgaat attaaatttt atctaatatt caaggtgctg tgtaatataa gctgtctaat
  4574581 ggtgttgtaa ttacattaca gcttgggtct ctaaggtttg gctcggttca ccaataggca
  4574641 atggttcacc aataggcaat atagtacggc catactgttc gttcagtact tctgccattg
  4574701 ctaaataaat cgcgctggca ccacagataa tgccttcaaa accggcgaac attaacaaag
  4574761 tatgattatc ggtgaagtta cccactgcca atagagcaaa caatatcgtc aggctgccga
  4574821 aaacaaactg taatgcgcgg ttagcgggta aggtgccgat gaacataaac agtgtgaaaa
  4574881 taccccacag acctaaatac acacccaaga actgggcatc agtggcatct gccaagccca
  4574941 ttttaggcag catcaacagg ccgactaagc ttaaccagaa tgcgccataa gaggtaaatg
  4575001 cggtggcggc aaatgtgttg ccttttttat actccaatag acccgcgaga atttgtgcca
  4575061 ggccgccgta aaaaataccc atgctcaaaa taacagagct cagtgggaag aaacctgcgt
  4575121 tgtgcaggtt tagcaagacg gtagtcatcc caaagcccat aaggcccaat gggccaggat
  4575181 tcgccaactt gatggtgttc ataagtcctc tgtaattaac agaacgctaa aaaatggata
  4575241 tttatccgaa taagtataag gctactgaat gaacgaaaag tcgtcgaaat ccctcagtgc
  4575301 gcgcggcatg ataatgatcc gcgtcgctag agacaatgat cttgaggggg gtaaaaagta
  4575361 attttttttc atcatccccc ttgatgctga gtttcgtggc cccatcttat ttccaaccac
  4575421 aagggctaat cgtggatcag cggatacata cgtcagcaaa atgctgggtg tgaaaaacat
  4575481 tgattatgag aatgcgggca gttgaaaata aacaatccgc ccatatatag attagtaact
  4575541 tgaccgaata tgacttttta gtggaggcgt tttagatggg taaaattatt ggtatcgact
  4575601 tgggtactac caactcttgt gtagcaatta tggatggtac taaagcacgt gtgctggaaa
  4575661 acagcgaagg tgatcgcaca acgccttcta tcatcgctta tacccaagat ggtgaaactc
  4575721 tggttggtca accggctaag cgtcaggctg tcactaaccc tcaaaataca ctgtttgcca
  4575781 tcaagcgttt gattggccgt cgtttccaag acgaagaagc acagcgtgat aaagacatca
  4575841 tgccgtacaa aattattgct gcagataatg gtgacgcttg gctggaagtt aaaggccaaa
  4575901 aaatggcacc gccgcagatc tctgctgaag tgctgaagaa aatgaagaaa acggctgaag
  4575961 attatctggg tgaaccagta actgaagcgg ttattaccgt accggcttac tttaacgatg
  4576021 cacaacgtca ggcaactaaa gatgcgggcc gtatcgccgg tctggaagta aaacgtatca
  4576081 tcaacgaacc aaccgcagcc gcactggctt acggtctgga taaagaagtg ggtaaccgta
  4576141 ctatcgcggt ctatgacctc ggtggtggta ctttcgatat ctcaattatc gaaatcgacg
  4576201 aagttgatgg cgaaaagacc ttcgaagtat tggcaaccaa cggtgatacc cacttgggtg
  4576261 gtgaagactt cgatagccgt ttgatcaact atctggttga agaattcaag aaagaccagg
  4576321 gtatggatct gcgtaccgat ccactggcaa tgcagcgttt gaaagaagcc gctgaaaaag
  4576381 caaaaatcga gctgtcttct gcgcagcaga ccgatgttaa cctgccgtac atcacggctg
  4576441 atggcagcgg tccaaaacac atgaacatta aagtgacccg cgctaaattg gagtcactgg
  4576501 tagaagattt ggtaaaccgc tctattgaac cactgaaagt ggctctgcaa gatgctggtt
  4576561 tgtctgtttc cgacattcag gacgttatcc tggtgggtgg tcagactcgt atgccaatgg
  4576621 ttcagaagaa agtggctgac ttcttcggta aagaaccacg taaagatgtg aacccagatg
  4576681 aggcggtagc cattggtgcc gctgtgcagg gtggggttct gtctggtgaa gtgaaagacg
  4576741 ttctgttgct ggacgttact ccactgtcac tgggtatcga aaccatgggt ggtgtgatga
  4576801 ctccgcttat cactaaaaac accactatcc cgaccaagca cagtcaggtg ttctctactg
  4576861 ctgaagacaa ccagtctgcg gtaactatcc acgtgctgca gggtgagcgt aaacgtgctc
  4576921 aggataataa atctctgggt cagttcaatc tggatggtat tcagcctgca cctcgcggca
  4576981 tggcgcaaat cgaagtcacc ttcgatatcg acgccgacgg tattttgcat gtgtctgcta
  4577041 aagacaagaa taccggccgt gagcagaaga tcaccattaa ggcctcttct ggtttgaacg
  4577101 aggaagagat tcaaaaaatg gtacgtgatg ctgaagcaaa cgcagaagct gaccgtaagt
  4577161 ttgaagaact ggttcagacc cgtaaccagg ctgaccatct gatccacggg actcgtaagc
  4577221 agttggaaga agccggtgat aaattaccag cagaagacaa aaccgctatc gaagaagcaa
  4577281 tgaaaggctt ggaagctgca ctgaaaggtg aagataaagc tgaaatcgaa gcgaaaactc
  4577341 aggctctggt acaggtttcc gggaaattgc tggaaatggc tcaacagcaa caagctgccg
  4577401 caggcggtga tgctggcgat accagtgcca agaaagaaga cgacgttgta gacgccgaat
  4577461 tcgaagaagt aaaagacaaa aaataatcgc ccttaagcgg gcacggcagt ggtagacctt
  4577521 actgttgctg gaaaccagca cgggcgtcga ggaaactcta cgcccgtgca cgcatgttaa
  4577581 gggtaggaaa aaagagaatg gcgaagagag attattacga ggttttaggc gtcagcaggg
  4577641 acgccgaaga gcgtgaaatc aaaaaagcct ataaacgcct ggcaatgaaa ttccatccgg
  4577701 atcgtcaatc ggaggataaa aacgccgaag agaagtttaa agaagccaaa gaagcctatg
  4577761 aaattctgac cgacgcacaa aagcgtgcgg catatgatca atacggccat gcagcctttg
  4577821 aacaaggtgg aatgggaggc ggcggtttcg gtggcggcgg cggtggtgct gatttttccg
  4577881 atatcttcgg tgatgttttt ggtgacattt ttggtggtgg ccggcgtcag cagcgtgcat
  4577941 cccgtggttc agatctacgt tacaacatgg atctgacact ggaagaagct gtgcgtggtg
  4578001 taaccaaaga gatccgaatc ccaacgctgg atgaatgtga tgtttgccac ggtagcggtg
  4578061 ctaaaccggg gagttcacca gtcacttgcc caacttgcca tggggcaggt caggtacaga
  4578121 tgcgccaggg gttctttacc gtacaacagg catgtcctca ttgtcatgga cgtggtcaaa
  4578181 tcattaaaga cccatgcaac aagtgtcatg gacatggtcg tgttgagaaa tcgaaaacgc
  4578241 tgtcggtcaa aattccggcg ggtgttgata ccggtgatcg cattcgctta agtggtgaag
  4578301 gcgaggcggg tgagcatggt gcaccgtcag gtgatttgta cgttcaggta caagtcaagg
  4578361 cgcatccaat cttcgagcgc gaaggcaaca atctgtattg tgaggttcct attaactttg
  4578421 caatggcggc attgggcggc gaaatcgaag tccctacatt ggatgggcgg gttaagttaa
  4578481 aaatccctgc tgaaacccaa acaggtaaaa tgttccgcat gcgtggcaaa ggcgttaagt
  4578541 ctgttcgtgg tggtagccaa ggcgatttgt tatgccgtgt tgtggttgaa acgccggtta
  4578601 gcctgagcga aaaacaaaaa caactgctgc gtgagctgga agagagcttt gtcggtgctg
  4578661 ctggtgaaaa aaatagcccg cgagctaaaa gtttcttaga tggcgttaaa aaattctttg
  4578721 acgacctgac acgctaatgg cgtggttaat tagcagctag ccagctaata aagtaaaatg
  4578781 aaagaaatcc tcggttgata tcgaggattt tttttatctg ttgaatatgg ataaatgtga
  4578841 tatgcgttat caatagatcg gtttttacga tcattacgcg tgataaaaat gaattttttt
  4578901 cgatctgata attatcttaa aattcgtgac ttgatttgcc gagcaaccgc tttctgtccg
  4578961 atgtaaggag ttattcattg tgacaaatat cattcgtcaa tttttacgcc aagaggccgc
  4579021 aggtggcctg attctgatta ttgctgccgc tatcgccttg ttgatggcga acagcgccct
  4579081 acaaggggtt tatcaatcat ttcttgatat accagtctcg ataaaaatag cttcgctgga
  4579141 tatcagtaaa ccgttattac tgtggattaa cgatggtcta atggcggtgt ttttcctgat
  4579201 gatcgggctg gaagttaaac gtgagttgat ggaaggctct ttggcgggcc gcgataaagc
  4579261 agttttcccc gcgattgcgg cattgggggg gatgttagcc ccagcgctga tttacttact
  4579321 gttcaatggt gctgatgagg tgacccgcca agggtgggcg atcccggcag cgactgacat
  4579381 tgcgtttgcc ttgggagtga tggcgctatt aggtaaccgg gtacccaccg ggctgaaggt
  4579441 ctttttactg gcattagcca ttatcgatga ccttggtgtc attattatta ttgcgttgtt
  4579501 ctatacccag caggtttcat tacaatcttt gggtattgct gcggctgcta ttgctttact
  4579561 ggcgtatatg aactggcgtg gtgtagggaa aacatcagct tatctgctgg tcggcttggt
  4579621 tttgtgggtc tgtattctta aatcgggtgt acatgcgact ttggctgggg tgattgttgg
  4579681 ctttatgatc ccgctgcata cccaagacca acgctctcct tctgaatcgc tggagcatgg
  4579741 tttacatccg tgggttgcct atttaatttt gccattgttt gcttttgcca atgcgggggt
  4579801 ctctttacaa ggcgtttctc tttcagggct gacgtcacta ctgccaatgg ggattgcaac
  4579861 cggtctgttt atcggtaaac cgttgggaat tttcactttt agttggctcg cggttaagtt
  4579921 aggtattgct aaactacccg acgcaataaa ttttaagcaa atttttgcag tttcagtgtt
  4579981 gtgtgggatc ggctttacta tgtcgatatt tatcgcatca ctggcatttg aaggcacaga
  4580041 tatcgctctg acgacctatt ccaaactagg gatattgcta ggctctacca cagcggctgt
  4580101 tgtgggttac agcttactgc gtttggtttt acccgctcgg cggaaggctg ttaacgtaag
  4580161 gtaatgtacc atcacgttat tgattcagca ttgctgccca agcgcaggca gcaatgcttg
  4580221 gtggaattta aagatggttt gtcgtgcatg aggccatgta tctggcttgg cggtatgtta
  4580281 aggagataac aacatgcgaa tgtcacatat taatttcaat catctttatt atttttggca
  4580341 ggtttgtaaa gaaggctcgg ttgtgggagc cgcagaggca ctgtttctga ctccgcaaac
  4580401 aatcaccggc caaattaaag cgctggaagg gcgcttaggc ggtaagctat ttaagcggcg
  4580461 ggggcgggga ttggtccctt cagaattggg gcaactggtt ttccgctacg cggataaaat
  4580521 gtttatgctt agccaggaaa tgctggatat cgttaactac cgtaaagaat cccacctgtt
  4580581 attcgatgtc ggcgtcgccg atgcattatc gaagcgttta gtgagtcagg ttctggaaac
  4580641 tgcggtggtt gagcatgaaa aaattcatct acgctgtttt gaatccaccc atgagatgtt
  4580701 gttagaacaa ctcagtcagc acaaattgga tatgatcttg tctgattgcc cggttgactc
  4580761 cagtcagcaa gaggggttgt tctcagtgaa actgggggaa tgcagtgtca gtttctattg
  4580821 tcgccagcct gtccccgatc tacctttccc tgccagtttg cagcaaaagc gtttattgat
  4580881 ccccggtcgc cgctcaatgt tagggcgaaa attactcaac tggattaaca gtaaaggcct
  4580941 gaaggtagag gttttggggg aatttgacga tgctgccctg atgaatgcgt ttgctgtcta
  4581001 tcatgacgct atctttgtcg caccaacgat atacgccgct gatacttatg ctaacgatag
  4581061 tgaaattatt gaaattggtc gtttagataa cgtacaggaa gagtactacg ttatttttgc
  4581121 tgagcggatg atccaacatc cggcagtaca gcgggtatgt aacaaagatt tttcagcgtt
  4581181 gtttaactgt taagtcaatt cgctgcaaac aggcccactg caactgagta gtggagccac
  4581241 tactgaacgt cataattgcc aaacgataga gataaaaaaa ccggcctaag ccggtctttt
  4581301 tacaagcact caatgtcatg caattactgc attgcgttga tttgcgcgac caagtttgac
  4581361 ttatgacgcg ctgctttgtt tttgtggatc agacctttac aggactgacg atccacgatt
  4581421 ggttgcattt cattaaatgc tttttgcgct gcgtctttat cgccagctgc aattgccgca
  4581481 tacaccttct taatgaaggt acgcaccatt gagcgacggc tagcgttatg cttgcggcgt
  4581541 ttctcagact gtacggcgcg tttcttagct gatttgatat tagccaaggt ccaactccca
  4581601 aatatattct attgaggaca attcaaaggc cgaggaatat gcccttttag ccttcgtttg
  4581661 tcaatggatt tgtgcaaata agcgccgttt gtacgggcgg cacttgctac gttgtgatgg
  4581721 agcgggattt taccagcttc gcgctgcgga atacagtctt tcgaaagaaa attccacagt
  4581781 ttcactgcct cgaagggatt cgacggtggt tcttgtaaaa atctcagcct gcttctgtat
  4581841 tcaacggcgt acgcattcta caggataaag tgagtaaaag ggattttacc tgcagattat
  4581901 tggcaaaatg gtatgacttt cggttaaagg tgccaatcgc gggttaacct taaccgctgt
  4581961 acaaggtata atccggcgat tcccactgtt ttgagccagc tatggagcta attcgcggta
  4582021 tacataatat ccgggcacgc caccatggtt gcgtgctgac tatcggtaac tttgatggtg
  4582081 tccaccgtgg acatcaggct ttattagagc aactaaagcg cgaggggcag cgtttaggcc
  4582141 tacccgttat ggtgatgata tttgaaccgc aaccactgga attgtttgca gcagataaag
  4582201 cacccgcccg attgacacgc ttgcgtgata aagccaaata tctggctcag gctggggttg
  4582261 attatttatt gtgcgttaag tttgacccac gttttgccgc caatacagcg caagcttttg
  4582321 ttgctcagtt gctggtagag aaattgggtg ttaaattttt aacggtaggt gatgacttcc
  4582381 gctttggcgc agggcgccag ggggattttc aactactgca gcaagctggt gctgagtttg
  4582441 gttttgatgt tatcagcacc gacagttttt gtgatggcgg cttgcgaatc agcagcaccg
  4582501 cgattcgtca ggcactgcat gatgatgatt tggtgttggc cgaaacgtta ttgggtcacc
  4582561 cgtacagtat ttcgggccga gtggttcacg gtgatgaact ggggcggacg ataggtttcc
  4582621 ctacggcgaa tttgccgtta aaacgtttag ttgctccggt gaaaggggtg tatgcagtag
  4582681 atgtgtatgg tttgggttca acgccattgt atggtgtcgc gaatatcggc acccggccta
  4582741 ccgttgctgg cgtccgtcag cagcttgagg ttcatctgct tgatgtaact atggatcttt
  4582801 atgggtgcca tattgatgtg gtgctacgcg caaaactgcg caacgaacag cgttttgctt
  4582861 cgcttgaggc cttaaagcag caaatcgcca acgatgtggt gacggcccga acatttttcg
  4582921 ggctaaagac accggtttaa tatttctagc cgaaacggaa ccgagaatct aatgagtgac
  4582981 tacaagaata ccctgaactt gcctgaaaca gggttcccga tgcgcggcga tctggctaag
  4583041 cgtgaacctg acatgctgaa acgttggtat gagcaggatt tatacgggat tattcgtgcg
  4583101 gccaagaaag gtaaaaagac ctttattttg cacgatggcc ccccttatgc gaacggcaac
  4583161 attcatattg gtcactctgt taacaaaatt ctcaaagata ttattgttaa atcaaaagga
  4583221 atggctggat atgattcacc gtatatcccc ggttgggatt gtcatggttt gcctatcgag
  4583281 ctaaaagttg aacaattaat tggtaagccg ggtgagaaag tcagcgctgc agagttccgg
  4583341 actgcttgcc gtaaatatgc cgctgagcag gttgaaggcc agaagaaaga ttttattcgt
  4583401 ctgggcgtgt tgggtgattg ggaccatcct tacctaacga tggatttcaa aactgaagcc
  4583461 aatattatcc gcgcattaag caaaatcatt gataacggtc atctgcataa aggtgccaaa
  4583521 cctgtgcatt ggtgtaccga ttgcggttcg tcgctggctg aagcagaagt tgaatattac
  4583581 gataagacgt cacaatctat tgatgtgcgt tttaacgcgg ttgatacggc aactgttgcg
  4583641 gccaaatttg gtgtatctgc tgttaacggc ccaatctcac tggttatctg gactaccacg
  4583701 ccatggactc tgcctgctaa ccgggctatt tcactgaatg ccgaatatct ttaccagttg
  4583761 gttcaggttg agggcgagtg cctgattctg gcagccgatc tggttgagag cgtcatgaag
  4583821 cgcgcgggca ttactcagtg ggccgtgttg ggaagttgca caggctccga tctggaactg
  4583881 ttgcgcttta cccatccctt tatgggcttt gatgttccag ccattttagg tgaccacgtt
  4583941 acattggatg ccggtaccgg tgcggttcac accgcgccag gtcacggccc ggatgacttt
  4584001 gttatcggcc aaaaatatgg cttagaagtg gcgaaccctg tcggtccaaa cggttgctat
  4584061 ctggcgggta cgtatccaac gctggacggc ctgtttgtgt ttaaagccaa cgatgtggtt
  4584121 gtcgagttgc tgcgtgagaa aggcgcactg ctgcacgttg aaaaactgct ccacagctac
  4584181 ccatgctgct ggcgtcacaa aactcctatt atcttccgtg caacgccgca gtggtttatc
  4584241 agcatggatc agaaggggtt gcgtaagcag tcacttcaag agatcaaagg cgtgcaatgg
  4584301 atcccggatt ggggtcaggc gcgtatcgaa accatggtag caaaccgccc agactggtgt
  4584361 atctctcgtc agcgtacttg gggtgtgccg atgtctctgt tcgttcacaa agagaccgaa
  4584421 caacttcatc cgcgcagtat tgaactgatg gaagaagtgg ccaaacgtgt tgagcaagat
  4584481 ggcattcaag cgtggtggga tctggatccg gcagagattt taggtgccga tgccgcagat
  4584541 tatgtcaaag tgccagatac gctggacgta tggtttgact ctggttccac ccattcttcg
  4584601 gtcgttgacg tccgccctga atttgggggt catagcccgg atatgtatct ggaaggttct
  4584661 gaccagcacc gcggctggtt tatgtcttca ttgatgattg ctacggcgat gaaaggtaaa
  4584721 gcgccttacc gtcaggttct gacccacggt tttactgtgg atggtcaggg tcgcaaaatg
  4584781 tccaaatcca ttggtaacac catcagccca caagatgtca tgaacaagct ggggggtgac
  4584841 attctgcgcc tatgggtggc atcaaccgac tataccggtg agattgctgt ttctgatgaa
  4584901 attctgaaac gctctgcgga ctcctatcgt cgtatccgta ataccgcacg cttcctatta
  4584961 gctaacctaa acggctttga tcccgcacag catcaagtga aaccggaaga gatggttgta
  4585021 gtcgatcgct gggcggttgg ccgtgcgcaa gcggctcagg cagaaattat ggaagcgtat
  4585081 gagaattacg atttccattt ggtagtgcaa cggctgatgc agttttgctc ggttgagatg
  4585141 ggatccttct atctggatat cattaaagac cgtcagtaca ccgcgaaagg tgacggcatt
  4585201 gcacgccgta gctgccagac agcactgttc catattgccg aggcgttggt gcgctggatg
  4585261 gccccaatca tgtccttcac tgcggatgaa atctggaatc atctgccggg cgagcgtcaa
  4585321 caatatgtct tcactgaaga atggtatgac ggtctgtttg gtttggcggg caacgaaagt
  4585381 atgaatgata ctttctgggc tgaattgttg aaagtgcgcg gcgaagtgaa caaagtgttg
  4585441 gagcaggccc gtagcgataa acgtattggt ggctcattag aggccgcagt gacgttatac
  4585501 gcagagcctg aactggctgc tcgtttgaac agtttgcaag atgaattgcg ctttgttcta
  4585561 ctgacttctg ccgctaaagt ggccgcttat gctgatgcgg gcaatgatgc tcagcaaagt
  4585621 gaattaattg ccgggttgaa aattaccttt aataaggctg acggcgagaa gtgcccacgt
  4585681 tgctggcatt acacgcaaga tgtcggtttg gtagcagagc acgctgaact gtgtgggcgc
  4585741 tgtgtcacta acgttgctgg tgatggtgag gagcgtaagt tcgcctgatg aataaaccta
  4585801 tttgctcgac cggattgcgc tggttatggc tggcagttgt cgttgtcatc ttggatatca
  4585861 gcagcaaaca gtgggtcatg gcccactttg ctctgtatga atcggtgcca ctgattcctt
  4585921 ttttcaacct aacctatgcg cagaattttg gcgcagcatt tagcttcttg gcggataaaa
  4585981 gtggttggca gcgttggttc tttgccggta ttgcgatagg catctccgtc gtactgatgg
  4586041 tgatgatgta tcgctcaaca gcaaagcaac gcctgataaa ttgtgcttat gcattaatta
  4586101 tcggtggtgc actcgggaat ttatatgacc gtttagtgca tggcgcagtc aacgattttc
  4586161 tcgattttta catcaataac tggcatttcc cgacgttcaa tttggccgat gtggcgatat
  4586221 gcattggcgc tgcgttggtt atttttgaag gcttcttaag tccggtagaa aaaaacgcgg
  4586281 tgaataacga tgagtgatat gtccgaattt gtgcaagata ccgaatcggt acaaaatact
  4586341 ggaacggtaa aaacgactac agcggtgcaa aataatggcg ctgttttagt gcatttcact
  4586401 ctgaagcttg aagatggttc aacggccgag tcaacacgca ctcacggtaa accggcgctc
  4586461 tttcgtttag gtgataacag cctttctgat gcactggaac agcaattgtt ggggctgacc
  4586521 gtgggcgata agcacgcttt tacgttacgc cctgaagatg cttttggtgt agaaaatcca
  4586581 gaccttattc agtatttcac tccacgtgat tttgctgaga ctggtgtgcc agatgccggc
  4586641 accatcatgt tattcagctc tcgcgatggc agcgaaatgc cgggtgtcgt acgggaagtc
  4586701 gcagaagagt ctattactgt tgattttaat cacccgttgg ctgggcactc tgtcagtttt
  4586761 gaacttgaaa tactggagat tgacccccaa caggaggttg tctatgcaga tattgctggc
  4586821 taatccacgt ggcttttgtg ctggcgttga ccgggctatc agtattgttg aacgtgcgat
  4586881 agaaatgtat ggcgcgccaa tttatgtacg ccatgaggtg gtacataacc gctatgtggt
  4586941 tgagagcctg tgcgagcgcg gtgctatctt catcgaggaa atttcagagg tgccagatgg
  4587001 ctccattctg attttctcgg cccatggtgt gtcacaggcc gttcgggcag aggcccgttc
  4587061 acgtaatttg acgatgctgt ttgatgcaac ctgtccattg gttaccaaag tccatatgga
  4587121 agtcgcccgt gcgagccgta agggtaaaga agctattttg atcggccatg ccggtcatcc
  4587181 agaagtggaa gggaccatgg ggcaatacag caaccctaac ggggggatgt atttggttga
  4587241 atcgcctgat gacgtttggc agttgaatgt caaagatgag aataatctat gttttatgac
  4587301 gcagaccacc ttatcggttg atgatacctc tgctgttatc gatgcgttga acacgcgctt
  4587361 cccaaagata gtcggcccac gcaaagatga tatttgctat gccacaacca atcggcaaga
  4587421 ggcagtacgt aatctggcaa atgatgccga tatcgtattg gtcgtggggt cgaaaaactc
  4587481 ctctaactct aaccgattgg ccgaactggt acagcgaatg ggtaagcccg cttatctgat
  4587541 tgactctgcg gcagatattc aggaattttg gttacagggc gccaagtgta tcggtgttac
  4587601 cgctggtgca tctgcccctg atattttggt gcagcaagtg attgcacgct taaaagatct
  4587661 tggtgctggt gaatcgattg aactcagcgg tcgcgaagaa aatattgttt ttgaagtacc
  4587721 gaaagaactg cgtgttgagg ttaaacagat cgactgattc aggtgtttct ttgtcgatca
  4587781 gataggtgtt tactcaatat gtatttactg acgaaagcag ccctttgcgg ctgcttgagg
  4587841 ttattgataa tgctattttt agcctcgtga atgaagggtt gaccgcacct aggggcactt
  4587901 cggtggctta cgccactacg accccaacgg cacgtttccc cttcaattga ctttgtcagc
  4587961 agtctgaagc agccctttgt ggctgctttt ttattgtgcc cagaaaaccc ccagctaggc
  4588021 tgggggttca gtaaagcttt cagctttggg tcagttataa aaaccccttt tgatttgtta
  4588081 aaacagtttg cggtctggca actgcaaatg ttcaacaaga aatcaaaagg gggtcccaat
  4588141 gagggatgaa aagagcttag cgcacacccg atggaactgt aaatatcata tagtttttgc
  4588201 gccgaagtac cgaaggcagg tgttctacag ggaaaaacgc agagcgattg gcagtatttt
  4588261 aagaaaactg tgcgaatgga aaaacgtgaa tatcctggaa gcagaatact gtgtggatca
  4588321 catccatatg cttctggaga tcccgcccaa gatgagtgtc tcgggattta tggggtacct
  4588381 gaagggaaag agcagtctga tgctttatga gcagtttggc gatttgaagt tcaaataccg
  4588441 taacagggag ttttggtgtc gagggtatta cgttgatacg gtagggaaaa acacggccag
  4588501 gatacaagaa tacataaagc accaattgga agaggataaa atgggtgagc aactctcgat
  4588561 cccgtatccc ggtagcccgt ttacgggccg taagtaatcc atagatgcaa atgtcagatc
  4588621 gcgatgcgcc tgttagggcg cggctggtaa cagagcctta taggcgcata tgaaaaacct
  4588681 ccggctatgc cggaggatat ttatttgggg taagaagggg aggttgatat tgttcctgtg
  4588741 gaaatctaac ctcatgcaga tgcggtatga caaaatagtg tgcaaaataa ttgcatgaat
  4588801 atgcgaaatg gcaacaaaag gcctataaat agttagagag ccttaacaga ataaagaagg
  4588861 cctttaccta cccgtaaaat ttcactaact gctgtttatt cagtgttatg taacggatta
  4588921 agtggtttca ctgataaaaa tgcacgagta tcattttttt ctaatacaga ttaaataggc
  4588981 tggtagagtc aatagccggc ggctaatctg aaccctggtc agggtagagg acacatttta
  4589041 aggggacgta tgactgattc aacaattcgt attgctattg tcggcgcggg tggacggatg
  4589101 gggcggcaat taattcaagc cgttacgcag atggaaggcg ttgtcttagg ggcggctatc
  4589161 gagcgtaaag ggtccacgtt ggtaggcagt gatgcgggtg agctggcggg tgttggcttg
  4589221 ttaaatgtca ttgttggcga tgatttatcc caacttactg ataattttga cgtactgatc
  4589281 gactttaccc gcccagaagg tacgttggaa catttagcta tttgccgtca gcatcggaaa
  4589341 gcgatggtga ttggtaccac gggttttgat gaggcaggta aagcggccat tagtgaggct
  4589401 gcggcagaca ttggtattgt gttcgcagcg aacttcagtg ttggggtgaa tgtggtactg
  4589461 aaattgctgg aaaaggcggc gaaagtcatg ggcgattata ccgatattga aattatcgaa
  4589521 gcccatcacc gccacaaagt ggatgcacca tcaggaacgg cgctggcaat gggtgaggcg
  4589581 attgctgatg ctatggggcg ctccttgaaa gattgtgcag tttatagccg tgaaggctat
  4589641 accggtgagc gtaaaccggg gaccatcggt ttcgcgaccg tgcgtgctgg cgatattgtg
  4589701 ggtgaacaca cggcaatgtt tgctgatatc ggcgaacggg ttgagatcac tcacaaagcg
  4589761 acgagccgga tgacttttgc ccatggtgcg gttaagtctg ccatttggct tggtaagcat
  4589821 gataatggct tgtttgatat gcgtgatgta ctgaatctta acgaacttta atgctttaaa
  4589881 ttacaaccat tgatgtggtt gtttttatca taatcatttg ataatagggc aatattttat
  4589941 tatccttttt tattttaaat ttaaaataag cgattagtgt ctttttggtt aaataatgtg
  4590001 ttttttattg catttagtct tgaatttatc tctttaaatc cttcgtttag cccacctagt
  4590061 gtgtttttaa ctgctgagaa cgatattttt cagtgagccg ccatcgcaac cgtttactct
  4590121 gctaagttag cttgtatttt taccgctata atccgcacat tttgatgaga acggcaaaaa
  4590181 atagagaaaa aatggtgctt tggctagaca aaagcgttac tcatcattaa aatgcgccca
  4590241 atttgccaaa aattagcttt gagagcggtt tttgcattga tttagatcgc tagatatgaa
  4590301 ttaatatgca gataatgtga ctgtttattc cctggaggat gttttgatta agtcagcgct
  4590361 attggttctc gaagacggaa cccaattcca cggtcgggcc atcggggcag aaggtacggc
  4590421 agtaggggaa gtggtcttca atacgtcgat gaccggttat caagaaatcc tcactgatcc
  4590481 ttcctactcc cgccagatcg ttactcttac ttatcctcat atcggcaatg tcggcactaa
  4590541 tgcctccgat gaagaatcct ctgcagtaca cgcccaaggt cttgttattc gcgacctgcc
  4590601 attgattgcc agcaactacc gtaatgaaga aggcttatcc gagtatctca agcggcacaa
  4590661 tattgtggcg attgccgata tcgatactcg taagctgact cgcttgctgc gcgaaaaagg
  4590721 agcacagaac ggctgcatta ttgttgggga gttgtctgac gcggccctgg cattggaaaa
  4590781 agcgaaagca tttccaggct tgaaagggat ggatctggcg aaagaagtga ccaccaaaga
  4590841 gatgtatcag tggctgcaag gcagttggac gctggaaggt gatttacctg cggcgaaaca
  4590901 accagaagat ttgccattcc atgtggtggc ttacgattat ggtgtgaagc gtaatatcct
  4590961 gcgtatgctg gttgatcgcg gttgccgtct gaccgttgtt ccagcgcaga cacccgctga
  4591021 agacgttctg aaactgaatc cagatggcat cttcttatcc aatggtcctg gggatccaga
  4591081 accatgcgat tacgcgatca cggccatcaa acgcttcctg gaaacggata ttccggtatt
  4591141 cggcatctgt ctgggccacc aattgctggc gctggccagt ggcgctaaaa cagtaaaaat
  4591201 gaagttcggt caccatgggg gtaaccatcc ggtgaaagat ctggatgcta gctgtgtgat
  4591261 gattaccgcg caaaaccatg gcttcgccgt tgatgaaacc tcattgccat ccaacctgcg
  4591321 tactacacat gtctctttat ttgatggttc tctgcaaggg ctccaccgta cagataaagc
  4591381 agcgttcagc ttccaggggc atccagaagc cagccccggc ccgcatgatg ccgcgccatt
  4591441 gtttgatcat tttatcgaac tgattgaggc ttaccgagct tcatccgtga gtcttaactg
  4591501 tagtaacagc cataaataat caggagcgaa taccatgcca aaacgtacag atataaaaag
  4591561 catcctgatt ctgggcgcag gcccgattgt tatcggccag gcttgtgagt ttgactactc
  4591621 cggtgcccaa gcgtgtaaag cactgcgcga agagggttac cgtgtcattt tggtgaactc
  4591681 caatctggcg actatcatga ctgacccgga aatggccgat gcaacttata tcgagccaat
  4591741 tcattgggaa gtggtgcgta agattatcga aaaagagcgt ccagatgctg ttttgcctac
  4591801 gatgggtggc caaactgcac tgaactgtgc attggaactg gagcgtcagg gtgttctggc
  4591861 agaatttggc gtcaccatga ttggtgcgac cgccgatgcc atcgataaag ccgaagaccg
  4591921 ccgtcgcttt gatatcgcga tgaagaagat tggtctggat acggcccgct caggtattgc
  4591981 gcataacatg gaagaagcac tggctgttgc cgctgatgtg ggcttcccgt gcattatccg
  4592041 cccatccttt acgatggggg gcactggtgg cggtatcgct tataaccgtg aagagttcga
  4592101 agagatctgc gagcgcggtc tggatttgtc tccaaccaaa gagttgttga ttgacgaatc
  4592161 gctgattggc tggaaagagt acgagatgga agttgtccgt gataaaaacg acaactgcat
  4592221 catcgtttgc tccattgaaa acttcgatgc gatggggatt cacaccggcg actctatcac
  4592281 tgtcgcaccg gctcagaccc tgaccgataa agaataccaa atcatgcgta atgcctcgat
  4592341 ggcggtactg cgtgaaatcg gggtagaaac cgggggctct aacgtacagt tctccgtcaa
  4592401 cccaaaaaat ggtcgtttga ttgtcattga gatgaacccg cgtgtttctc gctcttcagc
  4592461 actggcctct aaagcaaccg gtttcccgat tgccaagatt gccgccaaac tggcggtcgg
  4592521 ttacacactg gatgagttga tgaatgacat caccggtggc cgtactcctg cgtcctttga
  4592581 gccttctatc gactatgttg ttaccaagat cccacgcttt aactttgaaa aatttgcggg
  4592641 tgccaacgac cgtttgacca cgcaaatgaa gtctgtgggt gaagtcatgg ccattggccg
  4592701 cacgcagcaa gaatcactgc aaaaagcact gcgcgggctg gaagtgggcg cgaccggttt
  4592761 tgacccgaaa gtgagcctgg atgatcccga agcactgact aaaattcgtc gtgaactgaa
  4592821 agaagcgggt gcagaacgta tctggtatat cgctgatgct ttccgtgcgg gcatgtcggt
  4592881 tgatggtgtg ttcaatctga ccaatgttga tcgctggttc ctggtgcaga ttgaagagct
  4592941 ggttcgtctg gaagagagcg tggcagaact cggtatcaac ggcttgactg ctgaatttat
  4593001 gcgtcacttg aaacgtaaag gtttcgccga tgctcgtttg gctaaattgg tcggtgcagc
  4593061 agaaagtgaa gtccgtaaac tgcgttacaa atatggttta cacccggttt ataagcgtgt
  4593121 tgatacctgc gcggcagagt tctcgacgga tacggcttac atgtactcca cctacgagga
  4593181 agagtgcgaa tctaacccaa ccagcgatcg tccgaaagtg atggtgctgg gtggcggccc
  4593241 gaaccgtatc ggacaaggta ttgagttcga ctattgctgc gtacacgctt cattggcact
  4593301 gcgtgaagac ggttacgaaa ccatcatggt gaactgtaac cctgagacgg tttcaaccga
  4593361 ttatgacacc tctgatcgtc tctacttcga gtcagtcacg ctggaagatg tgttggaaat
  4593421 cgtccgtatt gagaaaccac agggcgttat cgtgcagtac ggtggtcaga caccgctgaa
  4593481 attagcccgc gagttggaag cggctggcgt ccccattatt gggaccagtc cggatgccat
  4593541 tgaccgtgcc gaagaccgtg agcgtttcca gcaggcggta aatcgtctgg gcctgaaaca
  4593601 gccagcgaat gccaccgtag cgactatcga gcaggcggtg gaaaaagcca ctggtctggg
  4593661 ctatccactg gtcgtacgcc cttcttatgt gttgggtggc cgcgcgatgg aaatcgttta
  4593721 tgacgagatt gacctgcgcc gttacttcca gaatgccgtc agtgtatcga atgatgcgcc
  4593781 ggtattgctt gaccgcttcc ttgatgatgc cgtcgaagtg gatgtcgatg ccatttgtga
  4593841 tggtgaacgc gtgttgatcg gcggcattat ggaacatata gagcaagccg gggttcactc
  4593901 tggtgactca gcctgttcat tgcctgctta caccctgagc aaagaaattc aggatgtgat
  4593961 gcgccaacaa gtggaaaaac tggcctttga actctgtgtc cgcggcctga tgaatgtgca
  4594021 gtttgcggtg aaaaacaacg aagtttacct gattgaggtt aacccacggg cggcccgtac
  4594081 tgtacctttc gtgtccaaag cgaccggtat gccactggca aaaattgccg ctcgtgtgat
  4594141 ggttggccaa tcgctggctg agcagggcat gttggaagaa attattccgc cttactactc
  4594201 agtcaaagaa gtggtactgc cgtttaataa attccccggt gttgacccaa ttttagggcc
  4594261 agaaatgcgc tctaccggtg aagtcatggg ggttggccgt accttcgctg aggcgttctc
  4594321 taaagcgatg ttgggcagtc aatctggcat gaaaaagagt ggccgtgcgc tattatccgt
  4594381 ccgtgagggg gataagcacc gggtggtaga cttggcggcg aagctgctaa aacaaggctt
  4594441 tgaactggat gcaacccacg gaacggcggt cgtgctgggc gaggcgggga taaacccacg
  4594501 tttggttaac aaggtgcatg aaggccgtcc gcatattcag gaccgtatta agaatggcga
  4594561 gtacacctat atcgtgaata ccacagctgg gcgtcaggcg attgaagatt ctaagctgat
  4594621 ccgtcgcagt gctttgcaat ataaagtgca ttacgatacg accttgaacg gtggttttgc
  4594681 tacggcgatg gcgttaaatg cggatccaac cgatcaagtg atttcggtgc aagagatgca
  4594741 tgccaagatt aagaatatga aagcgtaatt gacgttttca tccgtggcga aaatcaaggg
  4594801 cgatggcaac atcgcccttt ttacgttcgt agcttagtca cggggtgtgt ggcaataaag
  4594861 gcaagatttc tcttaggcaa ccttggtgaa gatcaatgtt atcgccaaca ctattgtgga
  4594921 tagtaaacgg tcattgtaga tggccatctc aatagcggaa tatttaacca gagattctgg
  4594981 ggggtgatag cggtgttagc ccaaggcgac tttgatgcca aggccgatca acaggccacc
  4595041 taacacttta tcgaccactt tttgtgtttt ggctaaacca cggcgtactg gcgcgctttg
  4595101 gatcaggatc accagcaaag gccaccaaat tgcggccagt atccagatga ttgaggcgta
  4595161 ccatagtttt tctcctacgc cggagtctat ctgcagtatt tgcgtgaaaa cggcgaggaa
  4595221 gaaaagagtc gctttgggat tcaataagtt gcagaggtac ccttgcaaaa atgcggcttt
  4595281 gagtgagatg ggatgctgtg cagtattatc aatactaaac ttactttctc cccgtgacag
  4595341 cagtgcttga ataccaatcc agatcaggta gcaggccccg gcatatttca gcaaattgaa
  4595401 taaccatggt gtggtcgtga taacgaccgc cagaccggcc acgcaataag acatatgcgt
  4595461 agcaacaccc aaaatcacac caactgccgt cgtcatggcg gcagtgcggc gatagcgggc
  4595521 agcgtttttg atcaccagaa aaaaatcagg tccgggggag atcattccca atgtcgcgag
  4595581 tgtcgcgacg aataacgagg tttcaagcat cttaattacc gaatgggagt gaagcaatct
  4595641 ggcgataata acgccactta gcattctttg cattactctt attggttatc tgatgccatt
  4595701 ttgttgttag cagtgacggg atttagtctt tatgtctttc tgacttgacg ccacagtaca
  4595761 gcgagcggcc acatcaccga tgtgattcag ttcattgaaa ttaatgattt ttatcctgat
  4595821 ggctagcata aatgtggttc aaataagttc ccgacgattt gtcattcgtt tgctgtaatg
  4595881 ccaataacgt tggatctctc ttctactctt ttgacggata gtgatgcacg aatatgagcc
  4595941 tggagaatgt aataaacggt gatgtaccgc atcatcagca gcgagatatt actcggttat
  4596001 gtatcaaatg tgccctattg ctgttgcaac atggcgcaga aagtatgctg gttgagcagt
  4596061 tatcggcgcg tcttgggatg gctctgggta tggatagcgt tgaaagttct atctcggcca
  4596121 atgcagtggt gctaaccacg attagccagg gaaattgcct gacatcaacc cgcaagaata
  4596181 cggatcgtgg cattaatatg caggtagtca ctgaggtcca gcatattgtg atcctcgcag
  4596241 agcaccgttt actggatgcg aaagacgtag aaaaacgctt tgaaaatatt aaacctctgc
  4596301 gttacccgcg ctggctggtg gttatcatgg tagcgctctc ctgcggttgt ttcagtaaat
  4596361 tgaacggcgg cggttgggat gccttctcta tcagctttgt ggccagtggg ctggcgatgt
  4596421 ttgtacgcca aagcctgacg gcccgccata tgaatccatt aattaatttc tgtattaccg
  4596481 cttttgtggc gacatctgcc tccggtttat taatgcgttt accatttttc gagcaggctt
  4596541 ccagtgtggc gatggcggcc agtgtattgc tattggttcc gggtttcccg ctgattaatg
  4596601 cggtggcaga tatgtttaaa gggcatgtta atacggggtt ggcgcgttgg gcgatggcca
  4596661 gcttgctgac cttatccacc tgtattgggg tggtattcgc gatggcactt tggggtttgc
  4596721 gggggtgggc gtgagtttac tgtgggcatt actacaggac atggtgttag ctgcgatccc
  4596781 ggcgttgggc tttgccatgg tattcaatgt accggttcgt gcactgcgtt attgcgcact
  4596841 attgggggca atcggtcatg gctcacgtat gttgatgatc cattttggta tgaatatcga
  4596901 actggcttca ctcgtggctt caattatgat tgggatcaat tggtcacgtt ggctgcttgc
  4596961 acaccctaaa gtttttactg ttgcggctgt cattcccatg ttccctggga tttccgctta
  4597021 taccgccatg atatcggtgg ttgagatttc tcatctgggt tatagcgaag cattaatgtc
  4597081 tacaatggtg acgaacttct tgaaagcctc atttatcgtc ggggcgttgt cgattggttt
  4597141 atcattgcca ggattatggt tatatcgtaa acgccctggt gtataaggct tttttttaaa
  4597201 tcggccacga cactaggcta ggagcagtcc tatatgtatc attcgcttac tgatcgctat
  4597261 cgacgcttga ttaggcttta cgtatagtgt gaacaatttt tcgggactgg ctcttgcagc
  4597321 ctacagggtt taataatgat tatcagcctg atcgctgcat tggcagcaga tcgcgttatt
  4597381 ggcatggaaa acgctatgcc atggcattta ccggctgatt tagcgtggtt caaacgtaac
  4597441 acgttaaata aaccggtaat tatgggtcgt aagaccttcg aatctatcgg tcgccccctt
  4597501 ccgggaagac tgaatattgt catcagtagc cagcctggta ctgatgaacg tgtgacgtgg
  4597561 gcggcctcga ttgaagaagc attggcgttt gctggcaatg cggaagaagt gatggtcatg
  4597621 ggcggtggcc gtgtctataa gcaattctta gaccgcgcaa atcgcatgta tctcacgcat
  4597681 attgatgcgg aggtcggtgg cgatactcac ttccctgatt atgagccaga tgaatgggaa
  4597741 agcgtattca gtgagtttca tgatgccgat gaagctaact cacacagtta ttgcttcgaa
  4597801 attctagagc gccgctaaga atatatatat tcacatcaaa acaattagca tacaggccca
  4597861 ttaggtaata atgggcctgt ttcattgtgc ccagaaaacc cccagctagg ctgggggttc
  4597921 agtaaagctt tcagctttgg gtcagttata aaaacccctt ttgatttgtt aaaacagttt
  4597981 gcggtctggc aactgcaaat gttcaacaag aaatcaaaag ggggtcccaa tgagggatga
  4598041 aaagagctta gcgcacaccc gatggaactg taaatatcat atagtttttg cgccgaagta
  4598101 ccgaaggcag gtgttctaca gggaaaaacg cagagcgatt ggcagtattt taagaaaact
  4598161 gtgcgaatgg aaaaacgtga atatcctgga agcagaatgc tgtgtggatc acatccatat
  4598221 gcttctggag atcccgccca agatgagtgt ctcgggattt atggggtacc tgaagggaaa
  4598281 gagcagtctg atgctttatg agcagtttgg cgatttgaag ttcaaatacc gtaacaggga
  4598341 gttttggtgt cgagggtatt acgttgatac ggtagggaaa aacacggcca ggatacaaga
  4598401 atacataaag caccaattgg aagaggataa aatgggtgag caactctcga tcccgtatcc
  4598461 cggtagcccg tttacgggcc gtaagtaatc catagatgca aatgtcagat cgcgatgcgc
  4598521 ctgttagggc gcggctggta acagagcctt ataggcgcat atgaaaaacc tccggctatg
  4598581 ccggaggata tttattttag aaaaataaat ttattactta atggataaac gtcattatta
  4598641 tttaatattt ttagctttcg ttctgcatga tagattctaa tggctggttt acataaggtt
  4598701 ttaattatat ttttaatttt attgccatga ggtgtaaaat gaaaaaaaat caacattaat
  4598761 aatgctatcg tctttatttt tactttcccc tttttcttct gctatagaaa taacaagatg
  4598821 tccagaagct aatgaaatta accatgtgtt gagcgattat aaattggtta atctacgttg
  4598881 atatggtacg acgcaaggag gtgagaataa aggtaatgta gctcgtttcc tgcaagcgtt
  4598941 ttattatcct catggaggga atgatcgggc gctaggtgtt ttagttcaat gcaactacct
  4599001 gctggatgcc ggtattttac aaatgaaagt gagagataat aaggttctgg taaacaaagg
  4599061 attgtatata tctattgttg ataatccaac gtggataaaa aatacagatc atgttcctta
  4599121 tacaagctac acctgtagtg cggataaagc cgaagactgc tcttttacac ggccatctga
  4599181 tgaaaatatt acagagatcg cgccagacat tccggtcctc ttgcctgggg tggctgtcga
  4599241 gtaatagtgt taataatatc actccaaata aaataacctt actattcagt tggatggatt
  4599301 ggaatgttga ttctgttaaa ttgaaaaggt tattttttga tggggtaaat aataaatgtg
  4599361 aggaaaataa atgaaaaaat ctatgctgtt tttatctcta atgttgtctg caccatatat
  4599421 tatggcgaat gaactctctt cctgcccaaa taaatctgaa ataaattatc agcagggggg
  4599481 ttatacaaca cctgatggta aatggttcgg ggcgtctgtt ggtgtggaaa atagcggaga
  4599541 tgtacgacat ttcctatatg taaagtatat tccttataat gcatttaata tggatattgg
  4599601 caggctaaat aattgcactt acgctttagc atcaggcagt gttgatatgt atttttatga
  4599661 tgagcgagca ttagctctcg aaggtgtatt tgtttcactt attgggcata tgttctggga
  4599721 aaaaacaacc acatcaggta aggaatctta tatttgtacg gcgtcatcag taaatgactg
  4599781 tacatttaca cggcttgacg atgatgttgt agatgattat aaaaatagac agtgatgctg
  4599841 ttaattatag gtgaaatcta aagacgcata agctcatgcg tctttaatta gcgtctttac
  4599901 aagattaatt tggcatcaca ccaattagtg ttgtactgct tcgcccgctg caaatccatt
  4599961 gttattatta atttcagcct cggctttgaa agcgcgctgt gtgaaataac gtttatcgtc
  4600021 ccaacgaagt agggttaaat cccctcccca gcaacagcca gtgtccagtc catatatccc
  4600081 ctctggtaca cctttacctt ccaatgatgc ccaatgacca aaaataattg aatattcagg
  4600141 gtcaacgagc cttggtaggt caaaccaagg tttgagaggg gctggcgcgt tttctggcgt
  4600201 gtctttgcag atcatatcaa gttggccatt cgggaagcaa aagcgcatcc gcgtaagtgc
  4600261 attggtacta aagcgcaaac gcgccagccc ggtaagctct ggtgaccagt tgtttggcat
  4600321 atcaccgtac atcgcatcca aaaatagcgg ataactatcg ctgctcaata ccgcttcaac
  4600381 ttctcgcgca cacattttgg ccgtttcaat atcccactgt ggtgtgatgc ctgcgtgggc
  4600441 cataatcaat ttaagctggt catcaacctg caaaacgggt tggcgacgta gccaattaat
  4600501 tagctcatca gcatcgggtg catccagcag cggggtaata cgatcttttg gtttattacg
  4600561 gctgatgccc gcgtagactg ccagtaaatg caggtcatgg ttacccagca ccatacgaac
  4600621 tgcgggtcct aacgaacgta cataacgtaa aacatccaat gaagcgggac cacgggcaac
  4600681 taaatcgccc gtcagccata aagtatcctg ctgtggatcg aaattcacct gggctaaaag
  4600741 cgcaagtaat tcatcgaggc agccatgaat atcaccaata agataagtag acatagttaa
  4600801 tgagtcaggg ttagtggatc agggctggga tcgctaagcg gaataccgga attacagtac
  4600861 ggaaggcctg tccaaggtga tcaatcattt cataatgtcc ttccatagta cccagcggag
  4600921 tttccagaac ggcaccgctg gtgtattgaa attcattacc tggcaggata agtggttgtt
  4600981 cgccgataac cccttctccc tgaacttcag tctggcggcc attgctattg gtaattaacc
  4601041 aatagcggcc aagcagttgc acgtttgaac gccctaaatt acgaacggta acggtatagg
  4601101 cgaagacgaa acgttcctct tcgggtatcg attgcgtttc cacatagata ctgtgtacct
  4601161 gcacacaaat acggggctgt tcaatcatga tgtgctcctg cttatttctg cggtgtcgat
  4601221 tgagctgaaa gccagttagc tagcttacag tattgcgcta ccgaaatatt ttctgccctg
  4601281 agtatcgggt caatacctaa ttcgattaat tgctctgaag tgaataaatc acctaagcta
  4601341 ttgcgcaccg tttttctacg ttggttaaag gcttgcgtag taatacggct cagcatacga
  4601401 acgtcaccga ccgggtgagg catttgcaca tgtggaatga ggcgcacaac tgcggaatca
  4601461 acttttgggg ctggggtaaa cgcagtcggc ggtacttcca aaaccgggat cacattgcaa
  4601521 tagtattgcg ccatgacggt cagacggcca taagttttac tgttggggcc agcaaccaag
  4601581 cggttaacaa cctctttttg caacatgaaa tgcatgtcgc ggatagcatc agtatagctg
  4601641 aaaagatgga acatcagcgg cgtagaaata ttgtatggca ggttaccaaa tacccgtaat
  4601701 ggttgccccg cttgctctga cagttcggaa aagtttactt tcatcgcatc ttgctgatga
  4601761 atggttagct tatctttcag ttgaggatgg ctagccagcc gtgcagccag atcgcgatcc
  4601821 agctcaataa cggtcatgtg atccatacga gccgcgacgg gttcggttaa ggcacctaaa
  4601881 ccggggccaa tttcaacgac cgcttcgcca ggaactgggt ggattgcgga gacaatactg
  4601941 tcgatgacaa actgatcgtt taaaaagttt tgtccaaagc gtttgcgggc aaaatgccct
  4602001 tggtggactc tattattcat tgctgttatt tatcattttg atggctaagt ttaatgccgt
  4602061 aatgaaactg ccaacatcgg cagtaccggt tgcggcgagt tctaaagcgg taccgtgatc
  4602121 cacagaagtg cggataaaag gcaaaccgag agtgatattg actgctcggc caaacccttg
  4602181 atatttcaat actggtagcc cctgatcgtg atacatcgcg agaacggcat ctgcatgttg
  4602241 cagatatttc ggctgaaaca gggtgtctgc tggtagtggg ccaatgaggt ttatcccttg
  4602301 ctggcgtagt gtattcaggg caggaataat tgtatcgatc tcttcatggc ccatatgtcc
  4602361 cccttcgcca gcatgaggat taagcccaca aacataaatt tgtggctgag taataccaaa
  4602421 cttggttttt aggtcgttat caaggatggt gatcacttca tgtaagctgg cttgcgtaat
  4602481 ggcacctggc accgccaata atggcaagtg ggtggtcgct aaagccacac gcaactcttc
  4602541 cgttgccagc atcatcacca ccctctggca gtggctgcgg tcagcaaaga attcggtatg
  4602601 cccaatgaag gggatgccgg catcattgat aatacttttt tgtaccgggc ccgtgaccaa
  4602661 tgcagcgaat tcaccactga tcgcaccatc acaagccttg gctaacgttt caaccacata
  4602721 gtgactgtta ccgacatcaa gcttgccagg gacaacatta acagctgttt ttacaggtaa
  4602781 aatagtcagt gaccctgctt gctgtgctat tgccggctgg tcagcttggt actcacgcaa
  4602841 ttgcaggggc agattaagtt ggctggctcg ggccagtagc aaggccggat ccgcgcagac
  4602901 taccagctca acaggccaat cctgttgagc cagagtgatg gctaaatccg gcccgacccc
  4602961 ggctggctcg ccgggggtga tcactagacg attattgtgg ttgtgcatta ctaccatcaa
  4603021 gaatttttac ataagcagca gcacgctgct cttgcatcca ggtttgtgct tcttcagcaa
  4603081 atttacggtt gaagagcata cggtacgccc gctctttttg tgcggcatcc gttttatcta
  4603141 cctgacgggt atcgacaagc tgaatgaggt gccaaccgaa ggaagagtga acaggggcac
  4603201 tgatttcacc tttcttcagt ttcatcaatg catcacggaa ggctggatcg taaatatcgg
  4603261 gtgatgccca acccagttcc ccgccttgca tcgctgagcc gggatcctgc gaaatttctt
  4603321 tggcgatagt cgcgaagctc gtttttccgc ttttaatctc tgcggcggcg gcttccaact
  4603381 tggcgcgagc ttgctcgtcg gtcatcattg gtgaaggttt caacaggatg tgtcgtgcat
  4603441 tcacttcagt aacggaaatg gtttgatccg ccccacgcat gtcattcact ttcaaaatat
  4603501 ggaacccgac acctgaacgg ataggaccga caatctcgcc tttatgcgcc gattgcagtc
  4603561 tctcggcaaa cagtgaaggt aactcctgca gtttccccca acccatttgg ccgcctttca
  4603621 gagcttgaga gtcagctgaa ttcgcgatag ctaatttacc aaaatccgca ccgcctttaa
  4603681 tgtcagcaac caatttgttc gccagatctt cagcttgatc aacttgctgc tgagttggat
  4603741 tttctggcaa tggaatcagg atgtggctga gattcagttc ggtatcacca ctgacttgat
  4603801 tacccatctg cttagccaga gattcaactt cttgcggcaa aatggttatc cggcgacgga
  4603861 cttcattgtt acggacttct gatgtcagca tttctttgcg gatttgctca cggtaagtat
  4603921 cgtagctaag gccatcagcg gctaaacggc tacgcatctg agcgagcgtc atgcggtttt
  4603981 gggccgcaat atctgcaatg gctttatcca gcgcctggtc agtgatggta atacccattt
  4604041 tcttggccat ctgcagttgg atattatcca tgatgaggcg ttcaagaatt tggtggcgta
  4604101 atgtcgaatc atccggaacc tgcagcccag attgttgtgc gttcattttt accgattgta
  4604161 gcaggccgtc gatatcactt tgtaacacaa caccgttatc aaccaccgcg gcaactttat
  4604221 caacttcttg tggtgctgcg aacgcggtat tggcacaaat gaccaatccg agaataagcg
  4604281 ttctccagtt cttcatacct tttccattta tgtaatccgc tatcgcgggt taagattcac
  4604341 tgtattcagt gtgttaaaca gtatcagaat gcactttgat aaggcagaat gcccgagttc
  4604401 agcatttgag cagtaccaag gctatgacca ccgctcaaac cacgtaattc gatgttaaag
  4604461 cctattttgt tgtcgtactt actggtttgg ccttgtgcat tccagccagt tattttgcgt
  4604521 tcatagccaa ggtttaccgc ccaacaacag gtgttgtatt gcaagccaac taactggctg
  4604581 gcaggttgtt tggctttggt atcgtaataa tacgccccga cgatcgccca gcggtcagca
  4604641 attggccaac tggccgtggt acctacctga gagatgcctt gctggtagtc agggttgtat
  4604701 actttaggga cagcagcctg aatatatttt gggctcgcgt agcgataatt caattgaatc
  4604761 atacgatcag cgtcttttct atattccatt atagcgttac ctaaggtcaa acttcccagc
  4604821 cgcgtatcat actgtgcacc gcccttcagg cccagttgat cgttgatccg ccaaaaagta
  4604881 tcaccagccc aaaccaggct tcctgtcgcg ttactgttat cgatggcttc ggtattacct
  4604941 gtgcgtgatc gactgaagta atagatttga cctacagaga cattaaaacg ttcaacccga
  4605001 gcatcatcat atatgcgaga ggttaaaccg gtagatacct gattagccga tgcaatacgg
  4605061 tccaagccac tataggtacg atcacggaac agaccagagt aatccgactg catcaacgtg
  4605121 gtgtcgtata tatagatatc atcttggttc cggtaaggga cgtagagata ctgtgcgcga
  4605181 ggctccaatg tctgcgtaaa gcccgtcgcc cagtccattg acctatcgaa taccacctta
  4605241 ccatccactt taaactgtgg taggacccgg tttactgagt ctttcagttt ggggttgcta
  4605301 gcattgtcag caaaactggc cggaatatcc tgttgatagt gggtggccaa cagtttggct
  4605361 tctgtattta tgcttcccca gctattggat aagggcaggt taaccgtagg ttcaatatgg
  4605421 aaacggctgg cttccgggtt agttggattg acactggtga atttggccgc ctgaccatag
  4605481 acatgcatat caaatggacc aacatcgttt ttgtagtagt tcatgtccaa ctgtggctgg
  4605541 gcacggtagg cattactgtt acctgcagca gtaaatacct ggaactgctt ggaagacagc
  4605601 gtcgcattcc agttttcatt ggcataaccg gcggtgaata tttgtgtcgc gtagccatcg
  4605661 gttgtcgaac cgtactgaga ggttaaatcc gtaaagtaag cggggtcgct gacacgggta
  4605721 tagttgatgt tgaagcgcca aacttgatcc attacaccgg aatggcccca gtagtataac
  4605781 cagcgggtgg catttttatc tgtgccatca ggccccgtat agatacggtc attgggcaac
  4605841 cagtctaatg ccatggtgcc tgaacccggc gccagcaaat agcggaattc gttttgccat
  4605901 tgcaacccgc gcctttccat atagtgtggc gtaatggtgg catcaaagtt gggggcaata
  4605961 ttccagtaat aagggagtaa aaactcaaaa ccattgttac tggtaaattt cgcatttggg
  4606021 atcaagaacc ccgaacggcg tttatcgcca actggcaatt gcatataagg gctgtaaaac
  4606081 accgggactt tgccaatctt gaaacgagca ttccaaactt caaccacttg ttcttcgcgg
  4606141 tcatgaatga cctctgagcc aaccacgctc caactgttat ctccgggtag gcaagaggta
  4606201 aatgtgccgt ttttcaaaat ggtgtagcgg ctctgatcgc gcaatttcat caaatctgca
  4606261 tcaccacggc cctgacggcc caccatctga tatttacctt tgtccatatc agtatctttg
  4606321 gtgttcagat ttgaccaacc ttttggtcct ttcagcttga tttgcggatc gtcgtagttg
  4606381 acatcgccgg tggcggtaac ggtacgaagg ggaatgactt caccgggttt ctgtacctgt
  4606441 gtcagttcca cttggttcgc tgttagggtg ctattgcctt gctgaacaat aacattgcca
  4606501 gtaaacaagg cattatccgg atagtttgct tcggttttat ccgcattaat acggaccggc
  4606561 agttgattcg gatcgcctgt gaccagtggt tgatcatagg ttgggacacc gagcatacat
  4606621 tgctccgcaa ggtctgccag tgtgtgttga ctatatagtg ccgtccaaat caatgtggcc
  4606681 agcagtgttg ggaatctttt tttcatacgt ggttttggtg ttccgtcatc ggggggcatc
  4606741 atgccggcaa acggtttgag actatatcac tcatcacagt tgcgctagtg ttaaatctgg
  4606801 ccgtttacac gtctcgccgt taggcgctga gctaaatgcc gagtatgata atgcaaattt
  4606861 tggctgacgg catggtgaat tgaggagtat atgcggtatt ggggaaaact gctcggtctg
  4606921 gtattgggcg taatgtatgc tcctggcgtt gttggagcgc tattggggct acttgttggc
  4606981 catatggtag acagggcgct tggcgcaaaa cgccgcggtt tttttgctga tcaacagaca
  4607041 cggcaatcac tttttttccg taccactttt caagtcatgg ggcatttaac caaggctaaa
  4607101 gggcgtgtta cggaggttga tatccaactc gccagccaac taatggatag gatgcaatta
  4607161 catggcgctg ccagaacagc ggcacagcaa gcgtttcgtg aagggaaaga aagccacttt
  4607221 ccgttgcgaa aggcgttgca ggaatttcgc cgtgtttgtt ttggccgttt tgacttaatt
  4607281 cggatatttc tggaaattca attacaggcc gcatttgccg atggttcctt gcatcctaac
  4607341 gagcgtcaag tgctgtatgt gattgctgaa gagttaggga tctcccgtgg tcaattcgat
  4607401 caattcctgc gtatgttcga tggggggcgt caatttggtg gtcatggagg gtggcaaggc
  4607461 cagcaagggg gctattccca aagtggttac cagcgagctt cccagggccc gactctggaa
  4607521 gatgcttgta aagtcttggg ggtaaatagc agtgatgaca gtgtggccat caagcgtgct
  4607581 taccgtaagt taatggggga acatcacccg gataagctgg ttgccaaagg gttaccccca
  4607641 gagatgatgg aaatggcgaa gcaaaaagcg caggaaattc aggctgcgta tgatttgatc
  4607701 aaacgcgaga aagggtttaa gtgacttttt tattgatcag taagtgactg gggtgaacga
  4607761 aagcagccaa tacacacgca gtttgaagta tgacgggtat atagtgatcg gtttcagttg
  4607821 ctggagcatt gcgctctgac tactgaaacc tgacccgatc tgtgtttagc gtcgctgatg
  4607881 cagtagggcg ctgatagagt gagaataaaa cctaatctct acatttagtc tacgctctac
  4607941 atttggcgct catttcccgt gcactgcgat accttttgct gcactgctct atctcccgct
  4608001 acacgcaata tcaaaactcc atcaaaattc cgcttcacat ttgaaatgca ttggtgtccc
  4608061 aaactctgga tgggtaatgc ataactgctg tgcatgtagc tgcagccgcg atgccatcgc
  4608121 tttggcttct ggatgggcat agaaaccatc accgaggata gggtgcccca tggctaacat
  4608181 atgaacccgt aattgatgtg aacgccctgt aatgggtgat agcttcactc tggtactgcc
  4608241 atcgtcatca cgtgagatca cttggtattc tgtttgcgca gacttaccgg tttcatagca
  4608301 aactttttgt tttggccgat tcggccagtc acaaattaag ggtaaatcaa tcagcccttc
  4608361 atcctgagct aaatggcccc aaacccgtgc aatataggtc ttcttgggtt cacgctcacg
  4608421 aaactggcgc ttaagctcac gctcagcggc tttggttaat gcaaccacaa tcacaccact
  4608481 ggtcgccata tctagccgat gcacagactc agcggtggga aaatcattct gaacacgcgt
  4608541 catgacgctg tctttattct ctggtgcgcg gcccggcacg gaaagcaacc cactgggttt
  4608601 gttgacgacc atgatgtgct tatcttgata caaaacgatc atatataccc attttcacat
  4608661 tgtttatata cccggcatac ttcaagtgac atgtgcgttg gctgtctttg ttcactccag
  4608721 ccacttacct gttgttgacc ttaaaataaa taagcttcta gggattccct ctgttgccgc
  4608781 cttcctgaaa cttgaattat tttgggtata attcattaaa ttaatttact tatttagact
  4608841 tttaacgagt caataaagct taagcggtta ctcttgaacg agagtatatc attaaataat
  4608901 aaattttttt ataggttaaa atgtaagttt taaaatgagt taaaatcagt ctgttacatt
  4608961 tatatttccg attcattcaa gcgataacca aagagtgata ccgtcgatga cctgtacaga
  4609021 atagcattat cgtcagtaat aattatttat tttggatgct attattgatt agaaaaactg
  4609081 taaatagaat ggcctgatta agctaaggga aacggcaaac taatacgttc gagccatagg
  4609141 caatacgcgg tatattaaaa atatttctct ttttatttgc ctttaggcag tcgagtttgc
  4609201 catgtatttc ttgttggata ttaacttggt taaaccttat taataagtgc ccataattaa
  4609261 atttaaagtg ataggtggcc taagttgtta ttccaaattg cttaaggctg tcattcaact
  4609321 ttttaagtta ttaattaaat taaatgccat tccagattat aggcagagtt aatgtaatgt
  4609381 tccatttaat atacttcttt atttatagcg aaatgtataa tatgtcatac caatttaaac
  4609441 ttaattaatt caaacaaaaa tgtagccaag atacgggggt gatttattga gttgaataat
  4609501 gaatttttta ccttttttat agagaagaaa aaagcattca ctctgagaat cgccatgtag
  4609561 ttcgggcgct gaggggctac ggatcatttt taatctattg cgatgtgacc ttggatagcg
  4609621 aatagcatca gggggcttaa tccgataagt tttaacgctg gcagagagat gagattaagg
  4609681 tgacgttgaa tgtatatatt tggggtaata gtgtccatta agataatgga cactattcgt
  4609741 cagatacgtg tatgaccaaa aacgaggcat tggaagatta tactattgaa ataattaatt
  4609801 atatccagtg ataatacctc ttaatctcca gagattttag atcctttgcg tgtcagatag
  4609861 gacactagag gaagttcagg tagccgtaat taataagtgc attcgccttc tttatacgat
  4609921 agcggatttt tgctctgacc caactgtcag cagaccattc attttttacc agttccttac
  4609981 caaaaatttc tgaagcgata tcccggtggg agaagccttg ttttctgtca tctatggtct
  4610041 tcaagagacc taaatattgc tcctctttgc attccacctc tattttgtga ttaacaatgc
  4610101 tctgtaataa ctcaatattt ttagcaaaaa catcagattc aaggttcaaa gggatataaa
  4610161 tatagaggtt tgaatcatct tttaatgcat ctgcactctc gataaaaagc tgaaaatacc
  4610221 cattctgact aaatattttt acgcacagtg tattgtcatg cataagaagg cgttgatgtt
  4610281 tgactcctgg taggttggac atatctcccc atgtatatcc ccctttgaca tttccagtat
  4610341 tactgagttt aactctaact gaacggttac ttaattttag tgaccaaaaa acatttgttg
  4610401 ggtcagagtt ataaggatca atatatttca ttactcccca ttttttttct gcattcaaat
  4610461 ccagctctga ttggattaat tcagaatcat cgggtatacc ccctccatta gtaagagtat
  4610521 ttttcataaa taattcccaa tcgctaatat attgtggatt tcgcctcagg cattcccacg
  4610581 cgaagtcatt atatagcttc tttctcatat ctatgtcctc ttattttggc tattcatcca
  4610641 cgtcatcgtg ctaatggtta tgtaaattta ataaatgtat gaagggtgaa aaaatctgcg
  4610701 aataagttta tccctactac tgttttttgt cctaggttat ttcttaaata agaaaaaaat
  4610761 aaagacataa tagctataac ctatcacaac agagaatagc tataacctat aacaggtatg
  4610821 taaatcagga tgattataaa atatacaaac agggaggtta taaatcatgt acttgacttt
  4610881 taaattccac ataaggttag cctcaaccag cgaatagcaa ggaatagcaa gctatttttg
  4610941 attttaaaac ggatggacaa taatatgagt gacatatttc ctcaagcatt attcggcgtt
  4611001 gaatatgatc cggcctatgg cgagattgag tccatcctct ctcaattaga tgagtctgcg
  4611061 gacccccttt cccgcccgca tgaaccccct caaataaact ggcaccatat cagtgagcaa
  4611121 gccaataagc tgctagagca atgttttgat ttacgtgtaa tgctttggtt tataagggca
  4611181 aatattcata taaaaggaat atcggccctc tatgatggct ttatgcgcat taatgcacaa
  4611241 acccaagata ctgatgttgt tatctaccct caatcggaag aaccgccatt aaatagtggg
  4611301 catgccgccg cattaggttg gttatctaca gcacaatgta ttgcagagct taagactgca
  4611361 cgccttacag aagagcaccc ttacatttta caagatctta ttacgactga agcgttaccc
  4611421 aatggccaag agagatattt tgttacatct tcgacattat ttttaactgt caataattat
  4611481 ttccaacaga atggattgcc agatttaaaa gaccaattga caaaagtaga tatgttgttg
  4611541 gaacaaattg agtcctatgc aaatcaatcc acagagagtt accaactgca ttgtgaacaa
  4611601 ttacgtattt tcttaaaaaa taatatttct cagcttgcac aattgaatgc cccagaacat
  4611661 gacgatcccg aaactgttta tcaaaaaata gacagtcatg aatctcttga tactcagtcc
  4611721 tttaattcaa atgataagag cattcgctca cggcaagaga tcattatgat gctggaccgt
  4611781 attctagagt actttcaaca ttatgagcct agtcatccag ccccaatatt cattcgccgt
  4611841 accaaagaga tgataggtat ggatttttat tccattgttg aagaaattct gcctgaagct
  4611901 gtaattacat taaaacagtt taccggaaaa actaacctac cgtttcgatg aggatattta
  4611961 aatggccaaa gatgcgagct cgcaaaaatt tatcggtaga aataatgcac ctagagtgca
  4612021 aattgaatat gacgtcgaaa tttatggttc aaataagaaa gtagagttgc cttttgtaac
  4612081 cggcgtgatg gctgatcttt ctggccacag agcaaagcct cttcctgctg ttgaagatcg
  4612141 taaattcctt actttcgatc aggataattt cgatgcccgg atgagagcaa ttaagcctcg
  4612201 ccttaaattc tacgtagata acaccttgag tgaggataac gaactcctgg atatcgaact
  4612261 ggattttgag tcaatggatg acttttcccc cggatcgtta gcgcggcgta ttcctcaaat
  4612321 ggaaaaactg cttgaggcac gcacccatct ggctgaattg atcacctata tggatggtaa
  4612381 aaccagcgca gaagaggtgg ttaaacaact gcttgaacaa cctgattttt tacaaaatct
  4612441 tgcgaccgat gcacagggaa ctatttcgaa gctcagccag gatgatgatg ttttagtgga
  4612501 agatgacgat ggagaaaaat agtggagaac atgcagaaag cccaactcaa tgacacgcca
  4612561 gacatcaacg tcgatctggc tgaaaacgag ttagatgaca ttttaaaacg ttcttttcgc
  4612621 cctcgaactg acgaagcttc cgccacagtg cgccgtgcca taggcacgct tgctgcgtat
  4612681 gccaataaag gccaagtgaa agtcaatcgt gatgtcgtac tgaccattga gtctttagtc
  4612741 gctgaaattg acgaaaaact ttccgatcaa atgaacctta ttctgcacca taaagagttc
  4612801 caaaagctgg aatcagcttg gcgcgggctt agctatcttg ttgataatac agatgctaat
  4612861 gaaactttaa aaatacgggt actgaacatt agccaagatg aactggggaa aacgcttcgc
  4612921 cgttatcgtg gctctgcatg ggatcaaagt ccgatattta aacaggtcta tgaacatgaa
  4612981 tatgggcagt ttggtgggga accttttggt tgcatgatcg gtgattatga attcgatcac
  4613041 agtccacaga gtgtggctct gctgaccgag ttagccaagg tggccgccgc cgctcactgt
  4613101 cctttcatta cctcttcttc cccaagcatc atgcagatga ataactggag ggagctgggt
  4613161 aacctgtcaa cgacggatga aaagtgatcc acttatatct ccaccaacgg cccaatattg
  4613221 atccaccgtt ttactcagga ttagcttctg ctataacccc ggcctttcgt ttctgtctga
  4613281 gtcgatagct ttctcctttg atttgaacga catgtgagtg gtgtaagata cggtccagca
  4613341 tcgctgaggt cagtgctgca tcaccggcga acgtttgatc ccactgcccg aacggcagat
  4613401 tggatgtcag gatcattgcg ctcttttcgt aacgtttagc gatgacctgg aagaacagct
  4613461 ttgcttcttc ctgactgaac ggcagatagc ctatttcatc aatgatgagc aggcgggggg
  4613521 ccattactcc acgctgaagc gtcgttttat aacggccctg acgttgtgcc gtagataact
  4613581 gaagtaacag atctgctgct gttgtgaagc gaactttgat acctgcacgg actgcttcat
  4613641 agcccatcgc tattgccaga tgggttttcc ccacacctga tggccccagt aatacgatat
  4613701 tttcattacg ttctatgaag ctgagtgagc gtaacgactg gagttgcttc tgcggtgctc
  4613761 cggtggcgaa tgtgaagtca tactcttcga acgttttcac cgccgggaag gctgccattc
  4613821 gggtatacat cgcctgttta cgttgatgac gtgccagttt ttcttcatga agcagatgct
  4613881 ccaggaagtc catataactc cattcctggt ctactgcctg ttgtgacagc gcaggcgctg
  4613941 cgcttataag gctttccagt tgcaactgcc cggcgagcgc catcagtcgt tgatgttgca
  4614001 gttccatcat cacgccactc ctctgcagaa tgagtcgtag atggagagtg gatgatgcag
  4614061 ggggtgtttg tcgaagttca ccagattttc atcaagatgc acgtcatact cttttttctc
  4614121 cggaggcagt gccagcatgg actgctgctc ttcgagccag cgatcgcagg gacgggcctg
  4614181 gattgtttca tgctttcgtt ggttagcgac atcgtgcagc cagcgcagac cgtggcggtt
  4614241 ggctgtttca acatcgacag tgatccccat cgggcgcagg cgagtcatta gtgggatgta
  4614301 aaaactgtta cgggtgtact gcaccatccg ttccacctta cctttagtct gtgccctgaa
  4614361 ggggcgacac agtcggggag agaagcccat ctccttgccg aactgccaca gcgaaggatg
  4614421 gaaccggtgc tgaccggtct gatatgcgtc acgttgcaga accacagttt tcatattgtc
  4614481 atacaacact tcgcgcggca caccaccaaa gaagcggaac gcattacgat ggcaggtctc
  4614541 cagcgtgtca taacgcatat tgtcagtgaa ttcgatgtac agcattcggc tgtatccgag
  4614601 aacagcaacg aacacgtgaa gcggtgagcg accattacgc atagtgcccc agtcaacctg
  4614661 catctgtcgt ccgggttcag tttcgaaccg aacggcaggc tcctgctcct gaggaaccga
  4614721 gagagaacga atgaatgccc tgagaatggt cattccgcca cgatatccct ggtctctgat
  4614781 ctcgcgagcg attaccgttg ccgggatttt gtaaggatga gcatcggcga tgcgttgacg
  4614841 aatataatcc cggtattcat ccaggagtga agcaacagca ggtcgcggcg tatattttgg
  4614901 cggctcagat tttgcctgca aataacgttt aacggtattg cgggagatcc ccagttctct
  4614961 ggcaatcgcc cggctactca ttccctgctt gtgcaggatt ttaatttcca taactgtctc
  4615021 aaaagtgacc ataaactctc ctgaatcagg agagcagatt accccctgga tctgatttca
  4615081 ggcgttgggt gtggatcact attgcaccgt tcgttacacc aacagtgaaa gtagcaagcc
  4615141 acgatgagat tcaaggggtt caggtgtatt aatcaagagc actacaccat tgagtaacgt
  4615201 ggccgccaac gccccctgcc agccatagcg atatgccata aacacgatgg ggatcgccaa
  4615261 acagaacggt acaaataagc gtaaatctgt ttcagtcact tggtactgta accagatact
  4615321 gatggcaaat agcagtagat accacaggat atgccgcaac cgcaggttaa ccggtttatg
  4615381 tatcaaccca ggttcaagcg gtaaccagat ttgacgtgcc agatagtgcc acagcagcag
  4615441 gcaggtaggc gcgatggtaa agccaccaac caaccctaat aagagcgcca ttgcgccctg
  4615501 cccactggct atctgccacc ccaacgcctg tattagcgcg gcaaccgtga taacgccccc
  4615561 ctgcattaac ggccattgcc attcgctctc attttgctga tggcgcaata accacgggga
  4615621 ggcaaaaagg gccaataagg tggtcaataa caacagcggc aaggcgaccc acaactgata
  4615681 taaatcatcg aattgatcgg ctaatagcca ccacaacagg acatcaccca gtaaaatgcc
  4615741 aggccagtaa gcacgtggac tttgtaataa aatccccata cgcagaccaa atgggaacaa
  4615801 cagcagcgac tgtaaagccc gatcagctaa ttgtgtccct atagcccaca ggcagaaagc
  4615861 cgcagtaaaa taaataaaga ataacgccag cagcatcacc aagcgctgta tcatagattc
  4615921 agtactttct tagccagctc aacattattg ctgatgccta gcttggcaaa taaattagcc
  4615981 cggtggacat ggaccgtttt tggcgatagc ccgagcgact cggcaatctc gcgtacttcc
  4616041 atgccttcag ccaacagcac tgcgatctct cgctcacggc gggtcaatgg atcgacagca
  4616101 acccgtgcca attgttgggc aatttcaggc atcagataca ccccgccact gcctaccgtt
  4616161 cggacggcag agatcagatc ttcgggctta cagcgtttag aaagaaagcc gcgtgctcca
  4616221 cgctccagcg ccgtttctac caacgcagga ctgtcatgca tagagagcat gatgaccccc
  4616281 atccctgaag gtaacccttt taataaatct aatccgttct catcaggcat ggaaatatca
  4616341 caaatacaga tattcgcctg taagcccggc aacccagcac gagcctgctt ggctgagcta
  4616401 aactcaccaa caacctggat atcctcctcc agcgagagta gctgtgcaaa acccgagcgc
  4616461 acaatgtcat gatcatcaat aaatacaaca cggtaagtca tggtgtggct ccatctggag
  4616521 ggggatcgga tttgaaagta taccttagcc gtgaaacaac aatgaggagg cacatcaaaa
  4616581 attgggccag acttgggtaa gcctggccag ttacggctaa attgcgggtg taagatggcg
  4616641 atcaggggcc tggcaccagt tatttttagc atcaatccca ccatccggtg aggtatagcc
  4616701 catgcacccc aaaacagaat caaagagttc tgcgtggcga tgtgttttac ctacccgctg
  4616761 ttctacctgt agttgttcaa aagcagcaag atgctctggc tgtgccagga atttatctga
  4616821 tgcccagacc atcaatggca ctcggaattg ttccggaggt gccatttcac gcggagtacc
  4616881 atggaagtga gagttatcac tgatagattc accatgatcg gcagcataga ataccaacgc
  4616941 ttttttatcc ctcatttggt caatcacatt ggcaataaac gaatctgtgt acaacacgct
  4617001 gttatcaaaa gcattaatca actgctgttt actgcaaaac tcatcaactc ccatacattc
  4617061 cggttgataa cgggcatagc tgcgagggta gcgttgggaa taaagataat gtgagccttt
  4617121 ggtatggagc accactaaat gtttacccac cggataacgc cctaacgact cttttaattc
  4617181 atcaaccagc aacatgtcat ctaccggttt tccatcgtta cgtttctctg atgcaatcag
  4617241 ctcacgaaat gagtaattat tggtgttcac gttgttgtag aaccacattt cactctgcat
  4617301 ggcgaacaac tcggatgtga atcccaacga tttcatgaca gcaaaaacgt tttgttcttt
  4617361 cagtgtgcgt tgtgcgttat cttcaacgcc accttcacgg acaaacatgc agcgtagaga
  4617421 aagtttggtt gaggtatcac aggactcacc acggaaagca gctaagttct tttctttact
  4617481 cagacgaggg gtagtatcac gtgagtatcc caacaacccc atgtggtccc agcgggtcgt
  4617541 ttcgccgata ataaacacga cataggtatc atcaatacct gcgggggcaa cataagtatg
  4617601 atgttcagcg gggttataca ataccgccgc gtcatacttc tcattatatt gggtataagc
  4617661 gtacaaacct aaagcggcca accagttaga tggcaaataa gagtgagcaa ccaccccacc
  4617721 ataactgggt aaatccaccg tttttagctg ttcgtccaga gcttgagctt tatccagata
  4617781 gcgcaacggc agccaaacca gcgccacaac agccatcatc aacaatacgg gtttaatacg
  4617841 ttgcccaggc gttaaacatt gctccagcaa cgttaaccgc aggctattct tccagataag
  4617901 cagcagaggc aatccactga ccaacaccat ccaaataata aaatgcagcc cgataacttc
  4617961 cttagaaaga tcggtatctg tggtcaagac tgaaataacg atgccgtaac caatcaccac
  4618021 attgaaaaat gtcatgtaat aactggcagc gacagagata agtaccagca acgaggcaac
  4618081 cactcggtaa aaaaaccttc caccaagtga gatcaatcgc ataacaaaaa aggtaaacag
  4618141 aataatcgcg atcacttcgg tgattgctga taccactttt atcccttgga taccctgact
  4618201 gaatgggtca aaacgacgat aaaagacaga tatattcagg aaaataccaa tataaacagc
  4618261 caacaacaaa gaaagacttt gctgtgataa agatttcact ctgtccatat aacgctaggt
  4618321 ctccaaagac actatttacg gcttgaatca atcagacagt gaacgccccc tcaggttcag
  4618381 tatggggcca gttagcacgc ggcgaattct acctataaga tttatcttac tcaatcttaa
  4618441 taggtcagtt cgcgcggtaa ttcataacct atagaaataa ccctgatcca catctgagaa
  4618501 aatgacgaaa aacaggaaaa acaggaaaaa caggaaaaac atccaagtta accgacaagg
  4618561 tagttttatg gggcgagaat gcaaaaatcc ctaatcgttg gatgtccaac tttcgggatt
  4618621 cacggcaaaa actggggatt ccattctgct gaaaaacccc gatgacccga tcttgaacgg
  4618681 tgaggatagg cagaagagta aaatgcccgc gccagagatg gcgcgggtcg agctcccaag
  4618741 gaagctattt ttatacaggg aagcgggtat ctttacttgc tgccggttct ctccgtcgcg
  4618801 agcacgttgc cagcagcctg gttttttgca ggcaaattat tgaaccggcg catctatctt
  4618861 gtcatctatc cgttgcaaca tatatggata gaacgggttc gatgagatac gcatcagcga
  4618921 atctagccca accactaaca cagcccgctc accacgagct gcaaaagtcc ccagactaat
  4618981 accgtattga tcacgcggat cggggtaacg gccatacagc gagtcgctca tcgggaaggg
  4619041 taacgccacg tgagataacg agaagatatc cggtggataa accaaccctg tcggcacaga
  4619101 tgtttcgttc gtttcaccag ctcgcgtggt taatgccaga gtctcattac tttgcggcga
  4619161 aacattggta atcactgttg tgctgtaatt acgcggtccc ggcggtaata agcgcgccaa
  4619221 ggccgtataa gatgaagttc tcaataatgg gccaaaacta gcagcgcggt tcaaatcgaa
  4619281 caatacgact tcgctgccat tattcggcag gtggttgtaa agcgcggtga ccactgcccg
  4619341 agtacttacc gttgaatcca tcagtgactg gaacgtcagg attggtggca attcgtccat
  4619401 tttattgttt ctggcatcac gggcaatatg ctgttgaagc acagaggtca acaaataaga
  4619461 ctgacgcgcc gcatttaccg ggaacgaatt atatttgaaa gggttaaact ctggaacgat
  4619521 ccccaaccaa gcggctttgg caaacgctgg gaagatagcg ggccaaccgg caataccggc
  4619581 aaagcgagca aaactggtca caccaatcat cggggatatt aagataaccc gagcaggttt
  4619641 tgccagttta ggatcatcca tggagtccag cgtgtacttc attgccagcg cgccaccatt
  4619701 ggagaaacca acgacatgta atggcaaatc tgggccgcta agtgctttgg cttcacgtac
  4619761 tgccagccgg gttgctgcca accaatcctg ccattcaaca tcggttaacg cggcgggtac
  4619821 cgaaccatgc gctggcaagc gaataccaat cgcaacataa ccacgctgac gataattttc
  4619881 agcaatgtga cgcaagctat aaggggtatc ggtcaaacca tgcagtaata caaccgcacc
  4619941 ttttggctca ccttcaggtt ggagaatata agagcgattc caatcatttt taaaatgagg
  4620001 gggataaatt gcgctaccag aataataacg attcagagga acctgagtac ttggttccag
  4620061 tttctccgta acattaattc ggacttcatc gaaaatatta ttttcagttt ttatgtaatc
  4620121 cgcccaactg gctttatcta tctctgctgc gcgcatttca tgaggaacga aagtgtgcca
  4620181 aagttcaagc tttggaccac gttgtgtatc gtagatacgt attgccagta tggtaatact
  4620241 tattactacc aataccagta caatccgttt aatccatcgc ttaatcgcta tggcaggcat
  4620301 gggccgttac tccgtaggtc tataatttct cacaattgag ggcagtttat caccgtctgg
  4620361 tcacgtcagt actttaaacg gaaatgatta tcttggtata tagtacgtta ttaataaaat
  4620421 taacatgtag tcgttactgc caaataaaca tcgacaaaca gcttaattat ccgttattcc
  4620481 tcatttcact ctgtccccta aataatttaa gttgcagaaa ggcggcaacg gagcgacaaa
  4620541 ttgggtcggg aaccaatttg agcagaatgc cgaacagatg ttggaattgt taaggcaaaa
  4620601 tacggagctc acaaccctaa ccaaccaatt aaccacccac cttaaggcga tggctgttga
  4620661 gttgcaccaa aaattggtac ttaacccacc ctcactaccg ccacatgctt gaaaaaaata
  4620721 aatcgggccg ctgatacccc atcaaccgcc cgttaacatt tgttccctta cgatggcatc
  4620781 tcactgcttt tcgcccgctc ttgaataacg catgaagggg ctttacgtaa ccaaatccac
  4620841 cacgccagtg tcattaatgc cacccacgcc aggccgacat acatcgcaat acgagtcgca
  4620901 gggaagtaac ctaacacagc aataataaag gccataaaga gaatggtaag gataggcgct
  4620961 agcggccaaa atggcacggg gaatgccagc cgagcgactt gtgctttgct cattgagcgg
  4621021 cgcatagcca cttgtgatac cagaatcatt agccacaccc agacggttgc aaaagtggcg
  4621081 atcgatgcaa taaccaagaa cacgtttttc gggataaggt aattcaatac cacaccgcac
  4621141 agcagcgtaa tcgccatcac caagatagtc atatagggca cgccattacg tgtcaatcga
  4621201 ctgaagctct taggggccaa tccttcctgc gcgaggccgt acatcatacg gccagcaccg
  4621261 taaatatcac tgttaatcgc tgaaattgca gcggttatta ccaccaaatt aagaatatta
  4621321 gcggcagagt ttatgcctaa actactaaaa atctccacaa aggggctgcc attttgccca
  4621381 atactattcc acggatagat agccatcagg acaaacaggg tcaaaacata gaacaataga
  4621441 atacgtattg gcactgtatt gatggctcgt ggtaatacct ttcccggatc cttcgcttca
  4621501 ctggccgtca ccccaataat ttcaattccc ccaaaagcaa acatcactac agcaaatgat
  4621561 gcaatcaccc ccgtgatccc atttggcata aacccttgat gagcccataa attactgacg
  4621621 cctgtgctgt catgccccgc cccgaaacca aacatcataa tgcccaaacc tgcggcaatc
  4621681 atggcgataa tggcagccac ttttagcaac gagagccaga actccatttc accaaagact
  4621741 ttcactgaac atagattcag cgcaccgata aagaaaatga tacttagcac ccatacccat
  4621801 tggggcgcat caggaaacca cagccccata taaataccaa aagcggtaac atcagccagt
  4621861 gccacaacaa ccatttcaaa ggtataggtc cagcccgtca ggaaccccgc caatggcccc
  4621921 agataacggc tggcatagtg accaaaagag ccggccacgg ggtcatgtac ggccatttcg
  4621981 cccaaggctc gcatcaccat aaagactgcc gcaccgccaa tcaaataagc taataacact
  4622041 gcaggccccg ccagacggat tgcctcagcc gaaccataaa ataggccagt accaatggca
  4622101 gaacctaatg ccataaaccg gatatgccgt gcactaaggc cgcgcttgag cgtggatgaa
  4622161 tcattcttca tggtacattc tcgcaaagtt tgtgcctttt caggcaggga ttcagagagg
  4622221 aggatccggt aatcagagcc tccattgaac tgggttttta cagcgaactg gtttttttac
  4622281 agtgaactgt ttttacagct aatcgattgt tttacagcta atcgattggg gcaaatggca
  4622341 acgtgcccac agcggagaga agcggcggat cgtttatccc cttggcattt gacgttgcag
  4622401 cgtagttagc gtcattttct cctccaaatt actgacctaa gtcaattcag tggaatacgc
  4622461 tcgtttatta cttgtctgca acgccaattt ctttggaaac gactgtcttg gaaacctatt
  4622521 gtcttgggaa actgctgtat ttggaaactg ctgccttggg aaatgactgt cttggaaaac
  4622581 tattgttatt aaagacttgg cagtaatttt gctggcatca actcattcat atgacgttgt
  4622641 gcaataagct ggctagcaac ttcaatatcg ggggcaaaga aacgatcttt atcgtagtaa
  4622701 gtgacgtgct ggcgtaatag ttggcgggcg ggctccagta tggcggaagt tcttagccct
  4622761 ttgcgcaaat caagcccctg acacgcagcc agccactcga tagccagtat attccgtaca
  4622821 ttttcagcca tttcccacaa gcgtttaccc gcccgagggg ccatagagac atgatcttcc
  4622881 tgattagcag atgttgggat gctatcgaca ctggcgggga atgccagccc tttattttca
  4622941 ctggttaacg ccgcagccgt aacctgagca atcataaaac cagaatttac gccaccgttc
  4623001 tctaccagaa atggaggtaa ctgagacata tgcttgtcca tcatcaacga gatacggcac
  4623061 tctgataatg aaccgacttc tgccaacgcc aacgccagat tatctgctgc catagcgacc
  4623121 ggttcagcat ggaaattccc accagacaag acatcaccct gttcagcaaa caccaacggg
  4623181 ttatctgaaa cggcattgga ttcaatagcc agcacctctg ccgcctgacg tatttggcct
  4623241 aaacatgcgc ccatcacctg tggctgacag cgtaaagaat atggatcctg cactttgtca
  4623301 caattcttgt gtgattctga gatttcactg cgttcaccaa gcagatgacg ataagtgctg
  4623361 gcagcatcaa tctgcccacg ttggccccga acggcgtgaa tacgggcgtc aaatgggcta
  4623421 cgggatccta atgctgcatc cactgtcagg cagccaaaca ccgaagcggc cgcatagaga
  4623481 tcttcggcct caaataaacc acgcaatgca taagcggcag agacctgggt gccgttaagt
  4623541 agtgccaaac cctctttcgc cgccagtgtg aggggctgca aacccgcttg cgccagtgcc
  4623601 gtgtgtgcgg gcaaccattc accctgatag cgggcttttc cttcacctaa tagcagcaag
  4623661 ctcatatgtg ccagcggagc taaatcgcca gaagcgccca ctgatccttt taacgggata
  4623721 tgcggataaa ccccagcatt gaccaaggta atcagcgcct gaatcacctc cagccgaata
  4623781 cctgagaaac ctctcgccag gctattgatt ttcagcacca taatcagacg cacaatcgca
  4623841 tcatcattcg cttctccgac tcctgccgcg tgagagagta cgattgagcg ctgtaagttt
  4623901 tccaagtctt cggtggcgat acgggtagag gccagcaagc caaacccagt gttaatgcca
  4623961 tatgccgtgc gctgttctgc caatatggct tgcacacaat ccacactttg ctgaatgggt
  4624021 acataggcac tttcatccaa tgtgatatgt acgggatgtt gataaatatg ccgtaagtca
  4624081 gccagcgtca tctgaccagg acgtagtgtt attgtcttca tgattttttc ccctgagttg
  4624141 cggcaaccat tggtaggtta agtccttgct cttgcgcgca gttaaccgca atgtcataac
  4624201 ccgcatctgc atggcgcatc acacccgtag ccggatcgtt atgtagtact ctggcaatac
  4624261 gttcagcggc ttcatcactg ccatcacaaa ccaccaccat gcctgaatgt tgcgagaagc
  4624321 ccatccctac gccaccacca tgatgcagag atacccacgt cgcaccgcta gccgtattca
  4624381 gtaatgcatt gagcagcggc cagtcagaca ccgcatcgga gccatcctgc atcgcttccg
  4624441 tttcacgatt agggctggca accgatccag aatccagatg atcgcggcca atcacaacgg
  4624501 gcgcagagag ctcgccgctg cgcaccattt cgttaaatgc caaacctaat ttggcacgct
  4624561 ggcctagacc aacccagcaa atacgtgctg gcagcccctg aaaacgaata cgctcacgcg
  4624621 ccatatctag ccaatgatgc aaatgtgcat catcagggat cagtgctttg accttagcat
  4624681 cggttttata aatatcgtct gggttacccg acaacgcgac ccaacggaat gggccaatac
  4624741 cacgacaaaa aagaggacga atatacgccg gaacaaaacc ggggaaatca aaggcacgaa
  4624801 taacccccat atcgtgggcc atttgacgga tattattgcc gtaatcaaag gttgggatac
  4624861 ccatgttgtg gaaggctaac atcgcttcaa catgctctgc catggagatt ttcgcggcat
  4624921 tgatcaccag cgctggctca tgttgagcgc gttggcggta ctcttcccaa ttccaaccct
  4624981 tcggcagata accgttcaat ggatcatgag cactggtttg gtcggtgacc atatcaggcc
  4625041 gaacaccacg gcgcaccagc tcaggtaaga tttcagccgc attgccgcac agtgcaatag
  4625101 aaaccgcgac acctgtagcg gtatatttct cgatgcgcgc taaagcatca tccagatcgg
  4625161 ttgcttgctc atccacataa cgggttttga gacgaaaatc gatgcggctt tgttggcatt
  4625221 cgatgttcag agaacatgca ccagctaacg ttgcggccaa aggttgcgcg ccgcccattc
  4625281 ctcctagccc agcagtcaag acccaacgcc ctttcaggct accgccaaaa tgctggcgac
  4625341 ccgcttcaac aaaggtttca taagtaccct gtacaatgcc ttggctacca atatagatcc
  4625401 aactgcccgc cgtcatctgg ccatacatag ccagcccttt ggcgtccaat tcattaaaat
  4625461 gttcccaatt agcccaatga ggtaccaaat tcgagttggc aatcaatacc ctgggcgcat
  4625521 tactgtgggt tttgaatatc ccgacaggct tacccgattg aattaacaaa gtttcgtcat
  4625581 cgtttaaatt gatcaggctt tcaacaatct tgtcatagca ttcccagtta cgggctgcgc
  4625641 gaccaatacc gccgtagacc actaattctt ttggattctc agccacgtca ggatcgaggt
  4625701 tattcatcag catgcgtagc gcggcttcag tcagccagct tttcgctgtc agttgcgtac
  4625761 cctgcggggc tcgaatctca ttatctcgga atctgttttg agtcgtcacg gcaatttcct
  4625821 tcaaccaatt tttcaggtgt caaacgacat tactcacctt gagtgcttat taacatatac
  4625881 ttgtatagac aagtacaatc aagatcagag aaaaaagcca aataatgatt tactgaaaga
  4625941 aacgaaaaca caaaaatagt gcttataatc aattaattat atcgtttttt attccgtaaa
  4626001 aagggaagag taaagaattt tcaacagggt tttccccata aaaccagcat aaatttggtc
  4626061 tatatttgcg caccaaatca catataattc acataaattt tacattaaaa ctcaaaattg
  4626121 cgcgctggct cgcagcaggt taggacggac ttcgccgtat atttcattgg tttttaactt
  4626181 cattagttta tatggcgcgt attaccgcat tggcagtagc tttggtactg acactctatt
  4626241 tatgcactgc tacaacatta tttacgcact gaccaagtat cgtgagggaa gctaataaga
  4626301 tgaaatcatg ggtaaatata ttttaattca tttaaatgac ggtatctctg caagtgattt
  4626361 tatatcgagg aagcgaaatc aaccaagaaa tatatattga aattattaac tacaaaataa
  4626421 tatatgcacc tataaatagt atttaaaata attcaaaaaa ttaaattaca cattgatatt
  4626481 taccctccgg gaaatttatg ttttattgtg cacctccata aaaaaggagt gtgtcatgga
  4626541 acttaaggat attggtaaca ccgagcttat tgagctaaaa aacttatcaa taaataataa
  4626601 ttctcttttt tctaagtgcg aattcaacaa tcctacaggt agccataaag accgaacatt
  4626661 tctgcatatc ctcaatatct tggaagaaga aaataaaata attcccggaa tgacattgat
  4626721 agactgctca acagggaatg gaggtgcagc actggcttgg attggtcaaa aaaaaggcta
  4626781 taaaattaaa atatttatgc ctgaaggcat gactgaagaa cgcaaagaac agatctattc
  4626841 atttggtgga gaaattatcg aaacccccaa agaaaacttc ttaaagggtg ctgtaaaagc
  4626901 agcaactgaa tactcaaatc accaaaaaaa catattcttt ctcaatcaat ctgacaccac
  4626961 cttaaataaa gatgcgtggc atagttgtgg tgaagaaatt gtcagaaaaa tgaaagagat
  4627021 aaataaaaaa cctgattact ttatttgttc aatcggaacg ggaggtacat tttcgggtat
  4627081 tgcggaaatt ttgaagaaag cctacccacg aatccatacg gtgggtattg aagttgatca
  4627141 atcggccccg atctattcac agcgacatgg tcttaacttt catcataaac atcataatct
  4627201 tatggggcta ggtgctggtg ttatttcagt gaataccctt ttagatttga tcgatgaggt
  4627261 aagggttgtt aatggcaaag cggcttggga aaggatgaaa agcttcatcg aaaaggagcg
  4627321 cttaggaatt gggccaacat gtggagctaa cttgttgatt acggaagata taatgcaaga
  4627381 agttaacggg aaagtgattg tcactctatt ctttgatagt gcatggaaat ataaaagttg
  4627441 ctgggatgga gtttaccctg gatataagga aacccaatga ttttattaaa gaatgtgtat
  4627501 aaaaatgctc aggtagtgaa ctcaggaaaa gcattaacca ccgtcaatga atttacagac
  4627561 cagttgcctg ccctcagacc agcagtcttg ctagaagtcg cacataaagt catacaaatt
  4627621 atagatatgg atatcgataa aatcgtaaca gaagaagata aaggtgctcc cctcgctact
  4627681 gctgtttcct tgttatcagg caaaccattg gcgatggctc gttggtatcc atacagtctt
  4627741 agtgagttaa ataataatgt tgtaaatatt tcatctgaat attttgaagg tgtagtgtac
  4627801 ctcaatggca tatctgctgg tgatcgtgtc gctattatag atgatacgtt gagtacaggg
  4627861 ggtacggtta tcgctctcat taaagcaata cagaattctg gaggaatagt taaagatgtt
  4627921 atttgtgctg tagaaaaaat ccaaaacaat ggtaaaaaaa acatatttac acaaacaggc
  4627981 attaacgtta aaacactaat gaaaattagt gttaaacctc atggggtaga tatcattgag
  4628041 tgaaattcaa aaatcacatc tctccaacaa ttactggtta aaaaaacaca ttatataaaa
  4628101 ttaatcagtg agataaggaa gtactatgca tgcttatagt ggaataagtt acggcgttat
  4628161 tttttgtctg atcagtgcgg ccttcgatgt ctatgttggt tatatcactc aatcaataag
  4628221 tccagctgtt attattctct actgctttat atcatctaca atagtctttc ttctattcag
  4628281 tatattaaaa cagggcattg ctgtttttta taaagccaaa gccaatctac cattactgct
  4628341 cttggctaac gttgccgtgt tactgaattg gggtgggctt attgtctcac tgcgctatct
  4628401 tgaacccgct attgtcggga tagcatcggt tgcctgtggg ccagcaatca ccacgattat
  4628461 ctcccgatgt atagataata ggagtggcaa aaatagcggg ttggagttca ttatttcttg
  4628521 gctaattatg gttggtgtca tcctgatgtt atgtaactcg ctgatgggaa aaagcggcgt
  4628581 tacgaccaca acggtagatg aacgtctcat cggaattata tgcgtcatcc tcagtgcgtt
  4628641 aggcacggtt atctatacct ttatctctcg tgagttatac cagcggcagt gggaaaccta
  4628701 tgagatatta gggtttagaa atatgctgat gctactgatt gcggtgattt attgttttta
  4628761 tgctgatatc ccattgagca ttaatatgaa ccttgccgca ccaatggtac ttctggtagt
  4628821 tattggtcac ttgcttccaa tttacctgat tcaaaacact ataaaacgct tacaacctct
  4628881 gcacgtgtcg ctggtattgc tactgctccc cgttttcact cttctcctac aatattttga
  4628941 taccagagtt gaaatttcct tcgacagcat tgccgccgtt agcattattg ccattctgtt
  4629001 atttattctc ggcataaaca aaattattgg gaacccaaaa acaaaagggg cataacatga
  4629061 aaaaaatcat tgttgtagac ggattttctt ccggtaaatt tgtggctatg acgctctata
  4629121 aaatggggtg tgaacttatt catatcgcat cgcgctgtga tttggatagt tattactatg
  4629181 caggcttcga tgaaacaatc tatcgtcagc aacgcatcaa taagcacatt gatgacacta
  4629241 tcgaatttgc acgccaactt ggtgccgacg cggttattgc aggggcagag agtggtgtcc
  4629301 tgctggctga tcggcttaat catgaactag gtttatgcta tagaaatgcc tttgtcacct
  4629361 cgtctgcccg tcgtaataaa tatgagatga tcaatacatt ggctaacgca ggattatctg
  4629421 ctgccagaca gattgatacc gctgactggg aggatgccag cgcatggctg gacgttcatg
  4629481 taacgaacgg tgcaatagtg atccacaccc aacgcctgaa atcagatcca gggggtaatc
  4629541 tgctctcctg attcaggaga gtttatggtc acttttgaga cagttatgga aattaaaatc
  4629601 ctgcacaagc agggaatgag tagccgggcg attgccagag aactggggat ctcccgcaat
  4629661 accgttaaac gttatttgca ggcaaaatct gagccgccaa aatatacgcc gcgacctgct
  4629721 gttgcttcac tcctggatga ataccgggat tatattcgtc aacgcatcgc cgatgctcat
  4629781 ccttacaaaa tcccggcaac ggtaatcgct cgcgagatca gagaccaggg atatcgtggc
  4629841 ggaatgacca ttctcagggc attcattcgt tctctctcgg ttcctcagga gcaggagcct
  4629901 gccgttcggt tcgaaactga acccggacga cagatgcagg ttgactgggg cactatgcgt
  4629961 aatggtcgct caccgcttca cgtgttcgtt gctgttctcg gatacagccg aatgctgtac
  4630021 atcgaattca ctgacaatat gcgttatgac acgctggaga cctgccatcg taatgcgttc
  4630081 cgcttctttg gtggtgtgcc gcgcgaagtg ttgtatgaca atatgaaaac tgtggttctg
  4630141 caacgtgacg catatcagac cggtcagcac cggttccatc cttcgctgtg gcagttcggc
  4630201 aaggagatgg gcttctctcc ccgactgtgt cgccccttca gggcacagac taaaggtaag
  4630261 gtggaacgga tggtgcagta cacccgtaac agtttttaca tcccactaat gactcgcctg
  4630321 cgcccgatgg ggatcactgt cgatgttgaa acagccaacc gccacggtct gcgctggctg
  4630381 cacgatgtcg ctaaccaacg aaagcatgaa acaatccagg cccgtccctg cgatcgctgg
  4630441 ctcgaagagc agcagtccat gctggcactg cctccggaga aaaaagagta tgacgtgcat
  4630501 cttgatgaaa atctggtgaa cttcgacaaa caccccctgc atcatccact ctccatctac
  4630561 gactcattct gcagaggagt ggcgtgatga tggaactgca acatcaacga ctgatggcgc
  4630621 tcgccgggca gttgcaactg gaaagcctta taagcgcagc gcctgcgctg tcacaacagg
  4630681 cagtagacca ggaatggagt tatatggact tcctggagca tctgcttcat gaagaaaaac
  4630741 tggcacgtca tcaacgtaaa caggcgatgt atacccgaat ggcagccttc ccggcggtga
  4630801 aaacgttcga agagtatgac ttcacattcg ccaccggagc accgcagaag caactccagt
  4630861 cgttacgctc actcagcttc atagaacgta atgaaaatat cgtattactg gggccatcag
  4630921 gtgtggggaa aacccatctg gcaatagcga tgggctatga agcagtccgt gcaggtatca
  4630981 aagttcgctt cacaacagca gcagatctgt tacttcagtt atctacggca caacgtcagg
  4631041 gccgttataa aacgacgctt cagcgtggag taatggcccc ccgcctgctc atcattgatg
  4631101 aaataggcta tctgccgttc agtcaggaag aagcaaagct gttcttccag gtcatcgcta
  4631161 aacgttacga aaagagcgca atgatcctga catccaatct gccgttcggg cagtgggatc
  4631221 aaacgttcgc cggtgatgca gcactgacct cagcgatgct ggaccgtatc ttacaccact
  4631281 cacatgtcgt tcaaatcaaa ggagaaagct atcgactcag acagaaacga aaggccgggg
  4631341 ttatagcaga agctaatcct gagtaaaacg gtggatcaat attgggccgt tggtggagat
  4631401 ataagtggat cacttttcat ccgtcgttga cagttcacgc aacatggcct gtcgtcttaa
  4631461 aaccacttga gagcgcaggc tcagatggtg tctttatttg ccaagataag cagagtgcgt
  4631521 atcacgcttt tttggctatt ctcggtaccg cgaataaact cagtctggtc aatgaaagtg
  4631581 tattattgca ggagtttctt gatggcaccg aatacgttgt caatttcgtt tcgttagatg
  4631641 gtgaaccgtt ggtcactgag atcgttcgct accataaaag aaggctccca tcaggcagcg
  4631701 tcatttacga tattgacgaa cttctcgatt gtacaagccc ggagtatcag cctctggtgg
  4631761 attacaccaa acaagccgct ttggttctgg ggatcaaaaa tggccctagc catgcggagg
  4631821 tgatgatgac ctccggtggc ccggttctgg ttgagattgc cgccagaact gatgggattt
  4631881 tacaccctga cgtcgccgcc gtaacaaccg gctttggcca actggtagcc ttcgcccaat
  4631941 cgcttgctga tcctgacaga ttcaggcaaa cactcaaaaa agagagttat cggctaaatg
  4632001 ctcattcttt caacgtgtgc ttgatcaatc aggccgctgg agtgttctca gccaaacatt
  4632061 ttgaacgtga attacaacgc ctgccctcat ataaaaagtc agtttattac gtcaatgagg
  4632121 gggacaatat taaagtaaca aaaaatgtat tcagccaacc aggaacagtt tatttggtcc
  4632181 ataaaagcaa agaacagctc tggcaagatt atacctctat caggaaaatg gaatctgatg
  4632241 gattctatct actgccataa gtaatcaaaa actgatatct cattcgtcct tgatgttaga
  4632301 cacagcgata cggtcataga cacagcaatg cggatatctg catagtaaag tgggtagata
  4632361 aggcaacgtg gcataaatac agttgcgcag tttattgcgc aaagtatgaa cgcataaact
  4632421 cacatatcag gcaccgatat ctcgctattt ttacctgaaa gcgtaatagc ttgatgatca
  4632481 tgatgagtct ctacatcaag aagataggaa aattcataat ttatccataa tgttgaagca
  4632541 acatcattaa cacaggtggt ttgtttttat ttttaataaa atacaatagg ttaaatcaaa
  4632601 actttccgtg tattaacccc acgaaatgtg tttaatcctg ctctggcgct gccaattcag
  4632661 taaaagggca aattacgtta tctgttcatc acaagcattg ataggtatca tcttgggatt
  4632721 ggtaataaaa atcattagca ttactgatgc tgatttctgc attccacttc tcaggagaga
  4632781 aaatgcgatt acgtttagct ttattttcgt cattactggc ggcaaccttt gcgataacag
  4632841 gctgtgatca atcgtcagaa acccctgaca atgcagcaac aatcagtatt gaacatgcac
  4632901 agggaacaac gctggttccg ctaaacccac aaaaagtcgt catactgaac ccatcagtgc
  4632961 tggataacgc tgacgcccta cacatcaagg tagccggtgt tccacagacc agcacacatc
  4633021 taccagcctt tttatctaag tacagcggcc ctgagtatat gaataccggg acactgtttg
  4633081 aacccgatta tgaagcactc agtcaggcta aacctgacct gatcatcgcg ggtgggcgtg
  4633141 ctcaagatgc ttataacaaa ctcagtgcta tcgctccaac tatcgcgctt gatgttgata
  4633201 ctcagcactt tacccagagc cttacccagc gtactgagca actggcctca atatttggca
  4633261 aagaagaaga agccaaaaca ctgcttggta atttctcatc acaggtaaac gcgataaagc
  4633321 agaaatcggc taacgctggc tcggcaatgg tattgatgat cagcggtgga aaaatgtcgg
  4633381 cttacacccc cggttcccgt tttggtttta tttttgacga actgggattc acacctgcgg
  4633441 ccacctttgc tgaatcaggc cgccacggaa atgtggtgac atcagaattc attcttaatg
  4633501 ctaatcctga ctggctgttc gtccttgacc gcgacaatgc gattggccgg actgaagggc
  4633561 aatccgcaca acaggtcctc gataacccgc tgatccataa aactaaagca tggcaaaacg
  4633621 atcgcattgt ttatctcgat tctgcctcac tctatattgc cgggggtgtg caaagttata
  4633681 cacaactgat gaataaggtg agcgcaatac tggataagcc agtatcagag cagtaacttt
  4633741 catccatgaa aaatttaagc tttgtcgcag gcctggtgat cctactgggc ctgatgatat
  4633801 gcagcctatt catcggggcc gggcatgtta cgttcgctaa tctctggtcg gatcccgata
  4633861 tgcgcgacat cttcttcatc agtcgtgtgc cgcgaacgct ggcattggtt ctggctggca
  4633921 gtgccatgag cgtttccggg ctgattatgc agatgctgac acagaatcgc ttcgttgagc
  4633981 cctcgattgc tggtaccaca caatcggcca gtcttggctt attgttggtg atggttttca
  4634041 gtccatcagc ctcggtgatg atcaagatgc tagtggccac gttattcgcg atgggtggca
  4634101 ccgtcctgtt catgatgtta ttggcacgca tgagaatgaa atctgcgctg atggtgccac
  4634161 tgaccggcat tatgttaggg gcagttttta gtgccgtaac cacattcctg gcgatggaat
  4634221 tcgacctatt acagtcgtta ggcagttggg agtccggtga tttttctggt gtattacagg
  4634281 gccgctatga attgctgtgg attgtgggcg tcctgacgct ggtagcgtgt tttatcgctg
  4634341 accgcttcac ggttgcgggt atgggccggg atttctcggt caatgtcggc ttgaattatc
  4634401 aaagagttat gttgattggg atgtccatca ttgccatcat cagtggcgtc gtggtagtcg
  4634461 tgattggtgt gctgcctttt cttggtttga ttatccctaa tattgttagt atggcgatgg
  4634521 gcgataatct gcgccgaacc ataccttggg ttggcctttg tggtggcggc ttggttgtat
  4634581 tatgcgacat tattggccga ttaatcagtt acccttttga aatccctgcc agtgttattc
  4634641 tgggcgttat tggcgcactc gttttcctgt tattaattgt taggacaaaa cgtcatgcgg
  4634701 gctgaggagt actctgcaaa aaacacgcta ttccaaggca taaataaagc gttaactttg
  4634761 ccagcaaagc ggttattgct actgagcatc atcgctctcg gtgcgatgat tattttcatg
  4634821 acaatcaatc tgagtggcaa tattcagtat attctcgttc atcgaggcct tattttagcc
  4634881 actatgctgt tggtcgcttt cgcatccggt gtggctacgg tcttatttca aacggtaacc
  4634941 aataatcgta ttttaacgcc atcagtcatg gggcttgagg cgctatttat tctgatccag
  4635001 acgatgttga tattttttat tgacgccaat gggttccgcg cattaggtat caccggtaaa
  4635061 tttctctgtg aatccgcatt actgttgctg ttctccgttt tcctttaccg ttggttactg
  4635121 tctggtgtag gtgtcaatct gcacaaagtc cttttggtcg ggttagtttg tggcacactg
  4635181 tttcgcagta tttctaacct catgcagcgt cttctttctc ccggtgaatt tgccatcctt
  4635241 cagggccgga tcttcgctac gtttacccgc gccgcaccag aaattattgc cgtctctgct
  4635301 gggatcatcg taatggtggg cgttgttatt tggcgtcagc gtcattgcct tgatgttatt
  4635361 gctcttggca gaaataccgc gattaacctt ggtgtcgcgt atcagaaaaa aataaccgtt
  4635421 atcctcctgt tggtctcact actggtcgcc atatcaaccg ccttggtggg gccgctgacc
  4635481 ttcttagggt tacttattgc gaacctggct tatccgattg tgggctcata ccgacatcaa
  4635541 tatttactac caggggtttt cctactgggg gtgattacac tggtcggtgg gcaattaatc
  4635601 cttgaacgtg tgctgaatat ggcgggaaca ctgtccgtcg ttattgagtt tgttggcggc
  4635661 gcactgttta tttatctttt aataaaaaag gctcccgtgt gattgaaata aatgatgtta
  4635721 ataaaaaata ccaacagaca acggtactca atgaaatcaa tgagcgcatt ccttctggtg
  4635781 gtattacctc aatcattggg ccaaacggtg caggaaagtc tacgttatta tcgattatga
  4635841 gccgcctcct tgctgccgat tctggaaatg tgttgttcaa tgggctggat gtggcaaaaa
  4635901 cctctgggga taagctggcg acaatccttt ccgttttacg gcaagagaac cattttacca
  4635961 gccgcctgac cgtctctgat ttggtaggtt ttggccgtta tccctactca cgaggccggc
  4636021 tcaacaaaaa tgatcgccag catattgatg ctgcgatgga gtttctcaac ctgatgcccc
  4636081 tgaaagatcg ttatcttgat gagctctccg gtgggcaacg gcagcgcgct tatgttgcca
  4636141 tggtactttg tcaggatacg agctatatcc tgctagatga gccattgaat aatttagaca
  4636201 tgaaacattg tgtcgcgatg atgaaacaat tgcggcgggc cgcagatgag ctacataaaa
  4636261 ccatcattct ggttatccac gatattaatt ttgcctctgc ttattccgac catattattg
  4636321 ccatgaaaaa tggtgaggtc atttatcgcg gagcaccagc agaaattatg cagccttcga
  4636381 tcctcgaaga aatttttgat ataaaaataa gcatagaaaa agtacaaggc cagcatatcg
  4636441 cggtttatta tcgctaaggt gtttgcctgt catcaacttc actttgactt aaatagttct
  4636501 tcgcaatgat tacatcactt ttacggactg cattaccttt aaaactggtc agccccatat
  4636561 tcggtaagtt ggcatcagct cgttggtgga taagctctgc ggctgtttgc ccggtacagg
  4636621 caaagtgtaa tttgttctga ataacgtgga aaaaacgggt cgtctcttgc aatgaaggct
  4636681 catagtcggc agctaaagca aagatctctc gaacccgcag ataaacccgt cgctcactag
  4636741 cacggatatc gcggatacgt tccaacatct cgccaaagta atcaggcatt acagactggc
  4636801 caacaggcgg gttcttcagc cgctcatcat ccatcacaaa acctttaatc agatattcct
  4636861 gcaaagtttg tgtagcccac tggaggaact gagtctcacg aaccgaacga acccgataac
  4636921 ccacagcaag tattaccaat aagctgtaat gcatcgtgtt tcgatttact tgccgagtcc
  4636981 ctttggcgaa cttgtaagaa aggcttacag gttgcatttt aagctcgccg gtaggtatct
  4637041 aaggtaagtt ttctctatct ccctcggcgc ttattcgcct ttattcaggc actaaactcc
  4637101 tgaaagttcg ttaattaggg agggggtcga tcatgatcaa tagcttaagt gaactacctg
  4637161 atggaattct tctatgttgc tcccatgctt caaccaatga aggactcaca cccacaaggt
  4637221 ttggcgaaat ctttttgctt ataccctgtt ttctttctaa tttctttcac atcggggata
  4637281 gggacttctg taactctgcc cgcttttaat tcatcatgac taatagctac agcctgcttc
  4637341 gcggatgtca ttaaatcatt gaaaaaatca ctcatgccat actccctttg atttgtatta
  4637401 tcacatcttt gaattgctgt ttctcgctac tcgtcagcgt atctttttga ttttttgggt
  4637461 agacagtaaa aagccatatc ctaccttgcg gttcctgata gtaataaata acgcggactc
  4637521 caccactttt ccctttctgg ccaatagcaa atcttacctc tcagttgatg actttaaaat
  4637581 catcaccaag agacgctaac ctcaagaggg tggtgagctg aacgaggtta gcgtaaccgg
  4637641 tcaacagaga acccgcctgt gcggtcgtgc actctattga attccgggac gctaatcacg
  4637701 gcaacggatt ttgccgctgc gggagcacta tatccggcca tcccctactg ttcaattaac
  4637761 caggacaaac atttttgtag atgcgagagg ggccgcattt atgggtgtaa tgcgtatgta
  4637821 acccatcgat atcaattatt atccgaactc aataatcagt ttttgataag ataaaaatta
  4637881 gttaataata aggtattcat gttgaccttg cttacatata actctactct ctcaccataa
  4637941 cagcggatgt gatcacttac aaaagtgagg aaacgatggt caaggttgac tggtcgagga
  4638001 aagcagttaa gcagttaagc agttaagcag ttaagcagtt aagcagttaa gcagttaagc
  4638061 agttaagcag ttaagcagtt aagcagttaa gcagttaagc agttaagcag ttaagcagtt
  4638121 aagcagttaa gcagttaagc agttaagcag ttaagcagtt aagcagttaa gcagttactt
  4638181 tcaatagatg ccaaatatcg taaacctatc agtgaaaaag ttaataaact gacaaatttc
  4638241 cctgctgttg atttggatat caaaaagtta caaatgggtg ataaccaata tcggatgcgt
  4638301 gtagggaatt acagggttat ctttcagatt gtagagggaa cgcctgtaat atgtacaatc
  4638361 caggacgtta aacgtagaac cacggcaacc tattaggctg actaaaccta tttttcctca
  4638421 aaagcgtggt gttatttttc taaactaagg taaataagat ggcaaaacta caatacattc
  4638481 atgatgaagc aggaaagcct cagtttgtgg ttttacccat tgccgaatac cagcagctta
  4638541 tctctaatgc aaagtatgag gatattccct atgttgctga tcacgatgac gatcagacta
  4638601 tcccaaatga agttgttcaa atcatgataa atgatggtgt cagtttactg gcagcatggc
  4638661 gcatttaccg tggattttca caatatgaaa tcgcagaact gcttggtacc acgcaatcgg
  4638721 ctgtatccca gtgggaagcc gtagactctc gcccgcagaa gaaaaccaga gagaaattag
  4638781 cagcgattta taaatgccgg gcggcacaga tgattttgtg agtgctaaag agtaaagtta
  4638841 cagaaattgg ggaagagaga tgtgtgatgc agtttatggg ctggctgtta tgatgactgg
  4638901 tgggacgttt ccggcttgat gaatcggcca ttcaggcctg gtatgaggag ccaaaaacgt
  4638961 cttagcgtgg tcgcccccaa cgttattctg agttggctat ttccaccgta ctgatgctca
  4639021 aacgcgtctc ttgcctcgtt ctgcgcgccg ctcagggatt tattgactcc gtctttacgc
  4639081 taatgaagct cccactccgt tgcctggatt attcctgcgt tagtcggcgg gctaaattca
  4639141 tcagcattcc gtttaaaaac cctacgagag gcgagattgc ccacctggtt atcgattcca
  4639201 ccggcttaaa agtcttcgct gaggatgagt ggaaggtgaa aaagcatagt caggaaaaac
  4639261 gccgcgtctg gcgaaaacgg caccttgcgg tagacgccga tacttacgag gttatttgtg
  4639321 ctgacctgtc tctgaacaac gtgaccgatg cggaggcatt cccggggctt atccgccaga
  4639381 cacatcggaa aatcagggtc gcttcagcca atggggctta tgacacaaaa cagtgccacg
  4639441 acgagctgcg gcgcaagaaa atcaagtcac tgatcccgcc gcgaacgcgc gccagttaat
  4639501 ggtgaattac cgtcttatat cactggcgct aacaatggtc atcgagtata ccgacagaaa
  4639561 tcaggctgtg gcgaggcaac ggctgacggg gagcaacgct tactggaaat ggaacacggc
  4639621 ttataaccga cgttcggtgg ctgaaacggc gatgtatcgg gtcaaacaac tgtttggtag
  4639681 gcatcttaca ctgcgtgact acgatgccct gatcggggag actatagcga tgatccgtgc
  4639741 cttaaacaaa atgacgcgtg caagtatgct agaaagtgta aggattgcct gaggaagtgg
  4639801 ctgacagggg gatcttttat ctaaatccga tttattcaat aaagcccgac cacaaccggg
  4639861 ttatgtggac tttggcctga acaatagccc gataaaacgt gcgcggttat tcaatgaaat
  4639921 aaaagaaaaa cgcaaaaaac taaacccagc cggggagcaa taattatgat gcgttgtcct
  4639981 gtgtgtaaac atgcgtctca tacccgcgcc agtcgctatt tatcagagca gaccaaagag
  4640041 gcgtattatc agtgccaaaa tatagaatgt tcttgtacct ttaaatcgat tgagagtgtg
  4640101 gataaaataa ttactcgccc tccggttaaa gagcctgaaa taatacctaa tgttattcta
  4640161 ccagagcgaa aagtattaaa tcgctacggt tctaacgcac gaattcatta ataatcccac
  4640221 tccgcctgta acctctcaag gcggggactt ttctccggct ctcaccactt cgcccttgcc
  4640281 gtttaagggc ttttctctgg ctagcctgcc aaaatgagca ctgcatgcat atagtgcatg
  4640341 attttgcatg caacgccccg gcatcaaaac acctgaaaca ccgcaccaca agggcttgta
  4640401 ggctctctat gtcatgcatg aaaagtgcat gataaagtca gagcgcgtag gcgggggagt
  4640461 attgcgcgcg caatggtttt aatcaacttt aggtcgcata actgcctgct ctagaaactc
  4640521 ataatattct tttaacaaag tatcgttact atcactttca aggccacgtt tataaaaacc
  4640581 tatacatgca gttaatatag ccttacttgt tagctcacta tatttatcaa catataatgg
  4640641 ctcaatgtct ttatataatg accatgaccc gtgaataatt gatgatctaa tatcatacat
  4640701 ttcttttgct acttcattcc atttatcaaa atcatcgtga taaatactaa ctaagatagc
  4640761 aactcgtttt ctgaaattaa ttgatacgtc attactttct ttatttgaaa ggctaaccaa
  4640821 tctttcaagt gcagttgtta atttaattat ctttgaactt ttatctttat cttgcaatgc
  4640881 gctactgaat atatatattg catcaataag cctatctact ataacaggct tattcctagg
  4640941 ctctacagcc atactgataa tttcaccaaa tacaatcgac aaatcaggat taaactcctc
  4641001 tttaaattta atccaaaatt tttcactcca taaaatagtg cctttactag aaaaattaaa
  4641061 accaatattt tctttttcta gttttgtgaa gaaaaaacca tcgtaattag gatagggatt
  4641121 tattgataaa gatataaatt cagatgatat acgccaatgc tcactaaata aataaagaat
  4641181 gccaacaata aaattagcga cttgtcccga tactcttctc cgactttctt ttgagcgctt
  4641241 actaattgta aattttagaa agtgattata aggatattta tttgattcgc aaaactcctc
  4641301 aactctacat atatgctcgt gatttatgtg tggtctagca aagcttatga cgtcctttct
  4641361 tggtataatt tcagctatac caatagatat cctctcatcc cccaatccat gagctaatag
  4641421 cgggaaataa taatcctcac ttttccgctt tcgttcggat gatttaattg ctttcgtaat
  4641481 tatctttgtg caaccatttg catcaaaatt gccagcatta ataaacacat gattatatat
  4641541 agaatctctt aattcttgat gaaattccga gactgttatt agcatctcaa gtttgtaaga
  4641601 ctttattttt cttctagcta tctctgtgat tttatttctt gataaataag ataagttaat
  4641661 ttgcctacgt ggatctttca atgttatttg atcacccaca tttggagttt caatcatcat
  4641721 tccaatcgaa tcaaacgcct cattatattc ttgcgccata aaagatttaa agtcttcatt
  4641781 tctcaaacta tccttaattc tgatagcctc tgaaattata aactcaaaat cttgtacatc
  4641841 ttgcttagat gcgctcataa tttttcctga aaaaattaaa aatgagatca gcataccact
  4641901 gcaacatctc tcttcgcttt tcaagatact gcgcatgatt gtaagtacca cgaatactgt
  4641961 tcttatcaac gtgagccaat tgtagctcaa tccatgcact atcatagccc tgctcatgca
  4642021 atatcgttga catggtatgt ctaaatccgt gacccgtcgc acggccttta taacccagta
  4642081 attcaatgac ctgattgact gtttctttac ttatgggctt tttacggtca ttcagtccaa
  4642141 tgaaaatata agggtaatgc ccggtgatag gtaagagctg tttaaatagc gctataactt
  4642201 gtgtagacag cggcacgata tgggggcggc gcatcttcat tcgttctgct ggaatctccc
  4642261 acaagccgcc ctcaagatcg atttcctgcc aagtagcaaa acgcatttcc ttagttcgca
  4642321 cacccgttag cataagtatc tttgccgcgt tcttggttat gatgctgccg gtgtaaccct
  4642381 ctagatcacg aataaaatat ggcatctctt cggcagacag gaacgggtag tgctgtttct
  4642441 ttggtgtact taatgcgctg gcaaggtcag gggcgggatt atattcagca cggccggtaa
  4642501 taatggcata acgaaatact tcaccacagc gctggcgtac tttgcgcgtt ttttctaacg
  4642561 ctccacgctt ttcgatacgt tgaagcacat caagtaactc cagcggagtg atttctgcaa
  4642621 ttggccgttt accaatatac gggaatatat ccgcctcaaa ggtactcatg atttcttccc
  4642681 tatagcccaa tgaccagcga tcggctttgg ctttatgcca ctcacggcta atggcctcaa
  4642741 aagagttttc cgatgaaagc cgctgcgcca acttctcagc ctttttcacc tctgcgggat
  4642801 ctgttccatc tgcaacctgt ttacgtgcca catctcgctt agagcgagct tcagcaagag
  4642861 aaacaagatc ataagtccct aatgacatta atcgggcttt accggcaaaa cgatagcgaa
  4642921 agcgccaccc tttactgccg ttaggttcaa ttaagagtga tagcccttgc ccgtcactca
  4642981 gggtataggc tttttcttgt ggtttagcac ggcgaatctg tctatctgat agtggcatgt
  4643041 gtatagctca aaaatcacca taaaatccta tacacattgc tatacacatt tgttgcagat
  4643101 ttgaggagat caactcggaa caccacagac agtaagtgaa attataatga tgatatataa
  4643161 tgatttttta gactatcttg gcggtgtatg gaaaatatgt ggcggaagat cacaggagtc
  4643221 gaacctgcca gggaccgctg gcggccccat ctggatttga agtccagccg ccccaccggg
  4643281 gacgatgatc ttccatagat aagcgttatc taagccagtg attatagcgc gtttattgta
  4643341 tggcgctatc cattagatta gcaggctaaa taaatcccct aataaagtaa tgtcagggga
  4643401 tattatcgtc cgctcagaaa gagtcaataa ctcacttcgc cgtatttatc acggtgctcc
  4643461 ttcggtgtga tggaataacc ttttttgaac actgaataaa agtattgtag cgatggataa
  4643521 ccgcacatct gtgatatctc attaataggg agtgatgtcg ccgccagtaa attacgcgcc
  4643581 ctatcgagtt tttcttcatg aatcacgcca tgaatggttt ggccaacctc atctttaaaa
  4643641 cgcttttcca gatttgagcg cgacatccct accgcatcca atacctgttc aactttgatc
  4643701 cccttgcaag cgtggtggcg aatataatgc atcgcctgaa taaccgccgg gtcacgtaac
  4643761 gagcggaagt ccgtagagcg gcgggccatg actttcactg gtgggaccaa aatacgctgt
  4643821 aagggcgggt ctgtttgctg tttttgccgt agcttgagac gttgatggag tagcttggcc
  4643881 gcccgatacc ccatttgtcg ggttccctga accaccgaag agagcgccac ccgcgataaa
  4643941 taacgggtta actcttcatt atcaataccg atcacactca gtttctctgg tacggcaata
  4644001 tccagatgct cacacacttg caataaatga cgtgcccgtg catcggtcac cgcgataatc
  4644061 cccgtctgat gcggtaaggt ttgtacccaa tcggccagcc ggttttgtgc gtattgccaa
  4644121 ttatccggag ccgttgccat cccttgataa accacgcctt gatattgttc ggcagacact
  4644181 aattggcgaa acgcatattc ccgctcctgt gcccagcgca taccgcaact ggcgggcaac
  4644241 ccatagaaag caaaacggtt taatcccttc tctttcaaat gcataaatgc cgcgttgacc
  4644301 aatgccttat tgtcagtcgc gatataatct accgatggat aatcttccga ctgatgataa
  4644361 gagccgccga cgccgacaat cggtacgttc acatttgcca gtagctgctc tatctgccga
  4644421 tcatcaaaat ccgcaatcac accatcgccc agccaatcct taatattgtc gattcggcag
  4644481 cgaaaatcct cttcaataaa aatatcccaa ttacattgcg aggcttgtaa atactcgccc
  4644541 acgccttcta ccacctgccg gtcatacact ttgttagcgt taaacaacaa ggtgatccgg
  4644601 tagcgttttt caaacatggg ggtagctcct gaaatgcatg ggatatcaag gctgaacagg
  4644661 cagaaaaatc agcgcggtat ggcactgatt ttcctatggg ataaagtcac acccgccgtt
  4644721 tggtggcgga atccatccac acggccagca gcaaaattgc gcctttgaca atgtactgcc
  4644781 agaacgtcgg cacatctagc atgctcatcc cattatcgag agaagccata ataaatgcgc
  4644841 ccattacggc ccccgccaca ctgccaacgc ctccggccag gctggtaccg ccaatgacac
  4644901 acgccgcaat cgcatccagt tcagcgatat tgcccgcaga aggcgaacct gcgcctaaac
  4644961 gtgaactgag gatcaaacca gccatcgcca ccatcagtcc gttaatcgcg aatactgcca
  4645021 gtttagtgcg ctctacatta attccagaca ggcgcgccgc atcaatattg ccgccaatag
  4645081 cgtagatccg gcgaccaaaa gcggtgcgag tagccataaa tacccccgcc agcattaatg
  4645141 cagtaaggat tagtaccggc gtaggtacac cacgataatc attcaataaa tatatggcac
  4645201 ccagaacgat aactgcggta atagtttggc gagtcacatc cccttgcggg gcggcaaccg
  4645261 gtaaccccaa gcggatgcgg tgattacgcc gacgccattg ccaggccaca aacaacatca
  4645321 ggccaatagc accgatgcca aaaccaatgc cacttggcag atagctctgg ccaatctgcg
  4645381 acatcgcatt actggtcggc gaaaccgtcg tgccattggt gataccaatt aaaatgccac
  4645441 gaaaagccaa catgcccgcg agcgtaacaa taaacgaagg cactttgcga tacgcgaccc
  4645501 accaaccgtt ccatgcccct aataccagcc ccagcgccag cgtaacgaca atggtcagcg
  4645561 gcaacggcca gccgagccag acatcaaaaa tggccgctat gccacccaat aaccccatca
  4645621 ttgagccaac agacaagtca atttcggcgg agataatgac aaacaccata ccgaccgcca
  4645681 agatgccggt gatcgccgtc tggcgcagca agttagagat atttctggcg ctgagatagg
  4645741 ccccttctgt cgtgaaggtg aagaacaaca taataatggc gatcgcggcc agcatgacaa
  4645801 aaacttgtaa atttaaggat ttaagccgaa aaaatggctt tttatcccca ttttctggtg
  4645861 agttaaattc agattgatta gcttgtgaca tgggtttcac tcctgagtgc ggcttccatg
  4645921 accttttctt gagtcaggtt atggttgata agatcggctt tgatgcgccc ctgatgcatg
  4645981 accagcaccc gatcacttaa tcccaagacc tctggcagtt cagaggaaat cacaatgacc
  4646041 gcgatcccct gttggaccag ttgattgata agtttgtaga tttcgtattt tgcaccgatg
  4646101 tcgataccac gtgtcggttc atcgaggatc aatatttgtg ggtttaatag caggcactta
  4646161 gccaaaatag ctttttgctg attgccccca ctcaggcggg caatggccag ctctgaagaa
  4646221 gacgttttca ctttcaaccg ggccaaagac tgtacaatta tcgattgttc tttcgcatca
  4646281 tccagcaaac tgaaagcgcc agtaaaatca tccagtgccg ccaatgtgat attagcgcca
  4646341 actcccatca cgggtacgat gccgtctttt ttgcgatctt ccggcaccat cgcgataccc
  4646401 aatttcatcg cttgctggca cgtccgaata gtcgcggctt gccctttaat aaagatatcg
  4646461 ccctgccagc ggcccggata taccccaaac aggcactgaa ccgtttccgt ccgccctgaa
  4646521 ccgaccaaac cggcgatccc gagaatttca ccgcgtttca atgagaaaga aacatcatcg
  4646581 acccggcgaa tatgccgatt caccggatgc caggcacaga ggttttcaac ccgtagaatc
  4646641 tcctcgccaa tgtgatgggc ttcgtgggga tagagttctt ttagctcacg ccctaccatc
  4646701 atggcgataa tgtcatcctc gctcatggtc gatgccgggc gggtgccgat atgacgacca
  4646761 tcgcggatca cacagatatg atctgatatc tcttttactt cattcaattt gtgagaaata
  4646821 tagatgcagg caataccgtg gttacgcagg tcacgaataa tatccagtaa aatggcagtt
  4646881 tcactttctg tcagtgatgc cgttggttca tccagtacca gcagccgcac ttgtttattt
  4646941 aatgcttttg caatttcgac caattgttgc tgcccaaggc ccaattcact gaccggtgta
  4647001 tgggggtcaa ccaccagttt gacctgcgcc agcatccgtt ggcagcgtaa atacatggcg
  4647061 tcgtaatcca tgataccgaa acggccccat tcggagccga ggaacatgtt ctccagcact
  4647121 gacatttgtt tcaccagtgc caattcttga tgaataatcg caatgccttt ttgttctgtt
  4647181 tcgcggatat tttttgcctg taaggtttcg ccggaaaata ttatttcccc ctgataggaa
  4647241 cctacgggat aaataccaca tagcactttc attagcgtgg attttccaga cccattttca
  4647301 ccgcacaacg ataatacctg ccccgcttcc agcgttaggc tgatattatc tacggctttg
  4647361 acgacgccga actgcttggt aatatctttc atttctagta ggtagggcat gttcccctcc
  4647421 ttgttatacc cttatttatt gatgttattg cggtgtttgc ggctctcgcc actcgtttac
  4647481 tgcccatctg caacaccaat aaacgcgggt atagataaaa taacggccag gtgattgaga
  4647541 gtctattaat tcaaaattaa tgccttacaa acactggcca tttattaaaa taataaaacc
  4647601 aatcagcgat atgttaatta gtaaatatct gcttttttgt ggaacccgtc agcgatgatg
  4647661 gtgctatcaa tattattttt atcgacctga ataggtgtta acaaataagc aggaacatct
  4647721 ttcataccgt tatttaacgt gctgtttgct ttcggttgct caccattacc caatgtcacg
  4647781 gcgatctcag ccgcatcatt ggccaattta ctgatgggct tgtataccgt catggtttgc
  4647841 gtaccggcaa caatacgctt gatagcggcc aaatctgcgt cttgaccaga aatagccact
  4647901 ttaccggcta gcccttgtgc ggctaaagcc tgaatggcac caccggcggt tgcatcatta
  4647961 gaggccacca cagcatcaat attgttattg tttgccgtta aggcattttc catgattttt
  4648021 aacgcatttt ctggtagcca ggcatcaacc cattggtcac ctacaatctt gattttaccg
  4648081 tcctttatca atggattaag aacagtcatc tgcccctgac ggaataattt agcattatta
  4648141 tccactggtg aaccgcccat caggaaataa ttgccctgag gtacccgttc aaccaaattt
  4648201 ttagcttgta attcacctac tttttcattg tcaaaggaga tatagaaatc aatgtcagcg
  4648261 ttatttatca tgcgatcata agccaacact tttatgcctt cccgttttgc ttcagcgatc
  4648321 acattactta atacttgccc gttgtaggga ataataacca ggacatcgac accacggtta
  4648381 atcatatttt caatctgcgc catttgtgtt tcttcattgc cattggccga ttgaacaaaa
  4648441 actttagcac cgagggattc agccttgtta acaaaaatat cgcggtcttt ttgccagcgc
  4648501 tcaagacgta agtcatcaat cgccataccg attttaattt ctttgctaaa tccaggctga
  4648561 ctaaacatta ccagtgcagc gcatgcggag agtaaaatgt tcttaaattt catcttttgg
  4648621 tacctttctt attgtgcaag cagggtaaga gaaacggtaa acatcaactg caataggatt
  4648681 gttgacgctt attagcacat cggcaattac agattttcat ccgccaatta tgttttttgg
  4648741 tttaatgtta attttatgat aacgatcatg ttttctttcc tcataactgc aggtttatgc
  4648801 cgaatttttc atctatctga tgaatataaa gggatattta taattaagtc gttatttatg
  4648861 agatctacac cacaattaat aattctctga atttaagtgt gaaataacgt aattgagaga
  4648921 atagccaata actccgaaga tatagcctaa acaattcgag tggcaggccg gcggtcactg
  4648981 aacgaaggcc gctaacgtat aagcaacttg aagtctcacg ggtataaacg ttcaccagcc
  4649041 cagcaaaagc agggcctgct tccaaggagt attgcatgca atcttatttt aatgaattag
  4649101 aacaagtgcg ctacgaaggt agccagagca cgaatcctct ggcgtttcat cattacaacc
  4649161 cggatgaaat gatccttggt aagcgaatgg ctgaccatct gcggtttgcc gcctgttact
  4649221 ggcatacctt ctgctggggt ggggccgata tgttcggtgc caatgctttt gatcgcccat
  4649281 ggcaacaacc tggggatgca ctggctctgg ctaaacgcaa agccgaggtt gcatttgaat
  4649341 tcttccataa actgaatgta ccgtattact gcttccatga tgtggatgtc tcgccagaag
  4649401 gcgcgtcact acaggaatat ctgaataact tcgccgtaat gaccgatgta ctggctgaaa
  4649461 aacaagcagc cagtggtgtg aaattattat ggggcacggc taactgcttt acccatcctc
  4649521 gttatggtgc tggtgccgcg accaatcctg atccagaagt atttagctgg gcagccaccc
  4649581 aggtctttac ggccatgaat gccacccgcc aactcggcgg tgaaaactat gtgttatggg
  4649641 gcggacgtga aggctacgaa acactgttga ataccgattt gcgacaagag cgtgaacaaa
  4649701 ttggccgctt tatgcaaatg gtcgtcgaac ataaacacaa aacgggtttc caggggacac
  4649761 tccttattga gccaaaaccg caggagccca ctaaacatca atacgattat gacgtcgcga
  4649821 cagtttacgg cttccttaag cagttcggct tagaaaaaga gattaaagtc aatattgaag
  4649881 ccaaccatgc cacgctggcg gggcactctt tccatcacga aattgccagt gccatcgcct
  4649941 taggtatttt tggctcagtg gatgctaacc ggggcgatcc gcaactgggc tgggataccg
  4650001 atcaattccc aaacagtgta gaagaaaata cactggtgat gttcgagatc ctcaaagcag
  4650061 gcggttttac caccgggggc ctgaattttg atgccaaagt gcgccgccaa agtaccgata
  4650121 aatatgatct gttctacggt catattggcg caatggacac catggcactg gcgctaaaat
  4650181 ttgccgccaa aatgattgaa gatgggcaat tagatcagat cgttgccaaa cgttatgccg
  4650241 gttggaatag cgagctgggc caacagatcc tgcaaggtaa aatgtcgctg gaagagctct
  4650301 cccgctatgc cagtcaacat aatctgaacc cgcagcacca aagcggtcat caagagttgt
  4650361 tggagaataa ggttaaccgc tatttatttg gttgatcgtt tactgagttg atcgtttact
  4650421 gggttgaccg cttactgagc ttatacaccc taccgggtcg tccttagagg cggccaaaat
  4650481 ggcgagtaga atagccgatt aaaatttgag gaaagcatat gtatgttggt atcgacctgg
  4650541 gcacctccgg cgttaaagct attttactgg ccgaaaacgg gcgagtaatt gccagccaaa
  4650601 acgcagcact ggtggtttct cgcccacatc ctttatggtc tgaacaaaac cccgctgatt
  4650661 ggtggcaagc aaccgatcag gtcatgcaag cactggccgc agaacacgat atgcagcaag
  4650721 tgaaagcgct cgggctgacc gggcaaatgc acggggcaac cttgctagat aaacaacatc
  4650781 aggtgctgcg ccccgccatt ttatggaatg acggccgcag tttttcccag tgccaaacat
  4650841 tggagcaagc ggtaccggca tcacgccaga taaccggtaa cttgatgatg ccgggcttta
  4650901 ccgcccccaa attgcagtgg ctggcagaac atgagccaga catgtttcaa tgtatcgata
  4650961 aggtattatt accaaaagat tatctgcgtt tcctgatgag cggtgatttt gccactgata
  4651021 tgtctgatgc tgccggtacg atgtggttga atatcgcaca acgtgactgg agtgatgaga
  4651081 tgttggctgc ttgtggttta ggccgtcagc acatgccaac cttgtttgaa ggtaaccaaa
  4651141 taaccggcca tgtcagtgcg gatattgcca aacgttgggg tatcaacagg ataccgattg
  4651201 tcgccggcgg tggcgataat gcagccgggg cggtgggggt tgggctgtat caggccggac
  4651261 aggcgatgtt gtcactggga acatccggcg tctattttgc agtcagcgag ggttttctca
  4651321 gtaatccagc cagtgcggtt cacagttttt gccacgcact gcctaatact tggcatttga
  4651381 tgtcagtcat gctcagtgcc gcctcgtgtt tggattgggc ctgccaactc actggggccg
  4651441 agagcgttcc cgcgttgatt gctgaggtag aaaaaacccc aatggctgca acgccagtgt
  4651501 ggttcctacc ctatctttcc ggcgaacgca cccctcataa caaccctaag gctaaagggg
  4651561 cgttttgggg cttcacccat gaacataggc ggccagattt agcccgcgca gtattggaag
  4651621 gtgtcgggtt cgcacttgca gatggaatgg atgctctcca tgccagtggg ctacaaccga
  4651681 aatcagtcac attaattggc ggcggcgctc gcagtgccta ctggcgacaa atgctggctg
  4651741 atatcagtgg ccaaacgctg gaatatcgca ccggcggtga tgttggcccc gcgctgggcg
  4651801 ctgcccggtt ggctcaaatc gccatgaacc cagatgtatc actggctgat ttattgcctg
  4651861 cactggcgtt ggaacaaacg catttaccgg atccacaaaa gcatcactat tacaccgatc
  4651921 gccgggtaac ctttaaaaaa ctttatcaac aattgctgcc attgtgtgag tagtcgtcaa
  4651981 gagtgcgagt agttgtcaag agtgcgagta gttgtcaaga gtgcgaataa acaccgtgct
  4652041 gggtaattca ttattactca gcacattttt atagggccac ggctcacaca ctaataataa
  4652101 ttaatcttaa tgattgccgt agcgtcaaac tggcccagct ttatcggttg tccttcaatg
  4652161 gcatttaggc gggcagtata atttcttgtc acctgagtaa tattattcaa ttgtgcaaaa
  4652221 tcagcataac ggttgtatac aattgcctga tttttatcat cataaatggt cagtttaatg
  4652281 ccgttttgca gatcaatcgc attgtcaccc actaatgggt tagcggttaa aaactgtgcc
  4652341 tgaatggaaa aattagccaa gcaaccttgt tttatcgcag taatagaaaa aggccgactg
  4652401 agattattat tactagacag taaccgggct tgattaaatg aaccaaaatt cacaacttgt
  4652461 gacgccggag aaatcactaa atccgcacca cagggaataa aacgtacaat gcttaaacca
  4652521 gacaaggtat atttcaaatt tttggcaccc gcagtaacgt taataccacc agagccatcc
  4652581 aattggaata ccgtaaagct atccgtgccg atataatttc cactggaggg aagatcatta
  4652641 gtcactttaa tatacagacg gaaagtcact gttaccgtca cgttctgccc gctagtgatt
  4652701 gggctggtat tggtgtttaa acgagcagcg ttggcttgta gatcttgccc taagtagttg
  4652761 acacctaact gtaaccctgg ccctaatgat tgcccaagcg gattaaaata gaaccagacc
  4652821 tgatcatata ccgagcctaa aacattgtcg cagtatgccg ttaccgtaat atctctcgat
  4652881 tcccagattt ttgtgccagg ggcaatgtta gacggtattg ctaattggcc tatcggaatg
  4652941 ccgggtttat tcacaacatt agtacctttc tctacacaat caagcgcata ggcagcttgc
  4653001 gacaacagca ttgccacgaa tgacagggca atacagccac cgattcgacc tattttattt
  4653061 aaaatagtct gcatcattgt tattccttat tcatatgctg aaccgggtac gtgtatcacc
  4653121 ttctcttttc agctggctga atttggcatt ctgctgataa acagttaaaa gtgcgtatca
  4653181 caatgccccc aaaatcatcc atataaccaa cgttataacg gctaccgcta taacccggcg
  4653241 ttttaacaaa ctcagtacca aaaggcgcaa tcatgacgct gtcaaaacca ggaaagttac
  4653301 cttgttcatt ctgactcaaa taagccaacg taatgtaata aggtgtaggg ttattaattt
  4653361 taagcccccc cactagttta ctgatctgta atttctcttg ccagatatcg ctataattcg
  4653421 ctttgatagc catgggccga taaaacagct ttatccgatt ttgaatcgca atttgtacga
  4653481 cattattcat ttcgctttgc ggtgggattt cccgcacatt gaaatagaat aatgtctcgc
  4653541 gatcagtggg taatttatcg gcatccggta gtttcatgat ccgaacctgg cttttttgcc
  4653601 cggcatcaat ccgctgcata gggggtaaag ccaccaatgg actctctatt ttttggcctt
  4653661 tggtattttc caaccaagat tgcgccaaat aaggtgatga cgggctctgg ttttgcaaaa
  4653721 taacactggc tgatttatca gtactattaa agataatacg tgtccgatcc aggttaattg
  4653781 ccgcctggct ggttagcgca gtgagccaca aggctatccc gaatagcgct gtctttgccc
  4653841 acaaacgttg ttgtctccat atcatgctat ttatgtcttt catttcgcta ttccactgta
  4653901 aaaggccgca tttggctgtg aataactcag tttcgatcaa caaccgtttt aatgaatatt
  4653961 tttccccaaa aacacttact ggcagggcag tagtaccttt cctgagttca ttcctttatc
  4654021 ttttggcaat atgagcgtgc actgtttttt cccccattga acagtcagcc tctcagtgtc
  4654081 ttgtaatccc gccaaatacg tcaggccatc gtctcccaca attccaactt cagcgcccgt
  4654141 tttgtccgtg ataacggatg cccccaaggg gggggaactg ccatctttca ggcgaataat
  4654201 cgccatcatt taccgacctt ttaccgccct tatctcacgg taaccaattg ccccttcggt
  4654261 cagcgttttt tggataacgg tgttgtagac ctcaatatca tccggcagat tctgcacatc
  4654321 cacccgaata tcagactgtt ggtagctggt tgcgccactg accaccgcca caccaaaacg
  4654381 gttcgtcact gccgagttat tattcagcga cacccctgcg acatccccgg tatcaaccat
  4654441 tattcttggt tcattgcccg ctttattctg gtgggcagca accccataag cggttgccgt
  4654501 aattgagcca taccagttgg tattgattga gttgtactca ttatttttat ggctaccatc
  4654561 aagaccaaat tcaccataag gcgagctatg ttgataacca ccacggaaca caccattacc
  4654621 tttttacagt tctgggttac cgccacccgc gctgatacgc caaatatttt tcggattctg
  4654681 gttgttgaaa ggagatattt tgcgtgtagc cggtattgcg gcctcgctgt gcatcatagc
  4654741 tggcctgctg gcctatgccg atcggtacgc tgagtgagaa gaacatttga ttctcattgg
  4654801 catactgatt attcacctta ttagcggata tcgtcgccga aataccctta aaagtaccga
  4654861 tatcaaaaat cttgctcatg gatagactgt agttgttact ggaggccgca ttccaatagg
  4654921 ttctacgtgt caccgataaa tacatcgtga tatccggcca ggccagatac tggttagctg
  4654981 ccacggtata agcctgcttg tcatattgca gagcagtatt gccgtttagc caatccaaat
  4655041 actggctcat actcataaaa ttcttcttcg agaaacggta tccggcaaag ctaatctggc
  4655101 tgtcagtctg ctcaaaacgt ttggaataat taacgcgata gctttccccg ttctgctgtt
  4655161 cttcatttgg taactgcgca cgggaatggg tgatatcaat agacagtgcg ccgaagtcat
  4655221 ataaattttg cccgatgccc aacgcagccg aggtgtaatc ctgcgaagtc gtcatcagcc
  4655281 caccgtataa tgaaacatgg ttaaatgcgc cccacgagaa ttcgccacta aagaatgtcg
  4655341 gattactggc tgaattaccc agcatcgggc gacccaacgc agctttatag cgcacggcac
  4655401 ctttacgggt taaaaatggc acgctcgcgg cgttgacttg aaacacggtg acccggccat
  4655461 cttcctcttc cacgcggaca tcaatattcc cttgtacggc ttcgctaatg tcttgaataa
  4655521 caaaggggcc tggtgcaacg ttagtctgat aaagcacccg cccattctgg ctcaatacca
  4655581 cgcgggcgtt ggtgtgagca atgcccatta cctgtggtgc atagccgcgt aacgtcggtg
  4655641 gcaacatgcg ctcatcactg gaaagtgaag tgcccagaaa acggaatgaa tcaaaaatac
  4655701 tggagttgag ataagtctgg ccaccgacaa atttagcccc tatcgagggg atggctcgaa
  4655761 aagcatacac ttgcgaccaa tcaaaattac ggtagtgctc gcccgccgtt tctgtattga
  4655821 tatattggta atctgcacga atacgccatg gtcccatatt agccccggta gtgccgtagc
  4655881 tgctgaaatt tgtggtactg ccgcccatat tcggtgaata atgataacca aacaaattgt
  4655941 aatccaataa agtaccagca acaccgtttc cccattgtga aggcggcacc caattgggat
  4656001 cgttataagc cagccaagct tggggaatag aaataattaa ggattgcttc tctttatcgt
  4656061 actgaatttt tatctctttt ttttcatcaa tagcaacaca cttgtcgtta ttccataatg
  4656121 tcatcgactc acgtacttcc gtagataaac caaatagatt aactaagtca ggcgtcaaac
  4656181 agagcttcgt tgatttccct tcatcaacag cgagataagt cactaaataa cgttcaggta
  4656241 acagcctatc atcaataaga atatcaagta gataattccc cggaggggtg taatcatcaa
  4656301 cctcaaaacg agagagatcg atattactac ggtctttagc atcgataata ttggtattga
  4656361 attttactac tgcagtcgat tcaggcaaaa ataaccatac taaaattatt gttaatactt
  4656421 tcaccattag gaagatggtt ttttttcttt tagaattata tggcatatat aaaccattgt
  4656481 cttatggcga taatattaat tagaggggag ttacctcccc tttaattact ttaaacattt
  4656541 gttatttata attcagagca taggttgcct gagagacaac agtaccggta gttactggcg
  4656601 cactggtggc ttcaatacga gcagaaaata caatctgatt cggaccagat gtcagattaa
  4656661 tatcaggact cgtatcaccc actttgagta gcgcgtcatc agtgccaata aggcgaacac
  4656721 ccacgccttt cgcgctaccg gtgttagcca gcagggctgg agccgccgca tcagcaatac
  4656781 cgctgaaggt gacattgact ttagacagtg caggataagt ggccccccca ctcccttgag
  4656841 ccgtcaggct acaatcttgc agattaatgt tataccgtac gctctgagag tatttgttac
  4656901 ccgtctccag aaccctattc gcgacctgcc ctaggtctac attaatatca gtagaatcta
  4656961 atgcaattga gcacggtgca ttaataaccg ttccagtgaa cttaatacgc ccattccctg
  4657021 catcagcagc taaagcctga taaataacag ataaagttgc taaagcaata ataaaagtgc
  4657081 ttttcttaac gttagacata ttaaaaacct ttatgtagat attgcattta aaggatatat
  4657141 ctctgaaata ccaatcacat aatagaatta ttaataatga gtacaaccat ggttaaatta
  4657201 aaaattgtta aaggagtcta atgtaataaa aaagggaaat taaatcatta tatgaccgtg
  4657261 agatcttact ctctaaaata aaataaccca aataaaattt aacatcaata tcaaatcatc
  4657321 aatacactct tgagataaaa atttcattaa aaacacgaaa attttattgg attatttatt
  4657381 ataaccaact gaaatagaaa agtatttata tgctaaatta ccttgatggg cagaattcag
  4657441 gcgtgtcgat ttcactcaat gtcacgcttt catcttataa aatagactta accatcaatt
  4657501 gtattactat ttataaaaaa atagattttc aatataaata atcagactta acagcaagct
  4657561 acgaatgaca accagaaaaa acaatcaaat aaaatcttta aatatattta taataaaatt
  4657621 atatattttt aatttaaatt aaattaaaaa tcagaattat cagtaaaata aaatgaaaac
  4657681 gcccacaata caggttaatt aattctttaa agtgatagga aaaatcttat ttatcatgtc
  4657741 aatatgtata ttttaatgaa taaatttaac acaatccaag ccactgagaa taaaccctct
  4657801 cggtagcttt tttataaacc aagataaaaa ataactttag cattaaagtc agtgtcgtat
  4657861 attggctctt tccactatta gctctttcca tagggctgaa tctgttaatc atgcactgga
  4657921 gtcattaatc atgaatggtc tcattaatca taaagtgccc acagtggggg gtcaccgtgg
  4657981 ttaactgacc caccgtcgcc gatcaatacg ctgcaatccc atcgataata atgtacttag
  4658041 gcccagggtc agtgcaaaaa catacagaat atccagcact gggtaagccg tgaaatcata
  4658101 atgatgcgtg cggataaagt ggataatcag cgcatgaaaa ccataaattg ccagtgaatg
  4658161 cctggcgagc ccacttagcc aggcaatgtg ctgattcaga caatttttaa accaaaccca
  4658221 cagcgacacc gccgcaatga acaccagcgg gctacaatac atgtaaaacg tatcagcaaa
  4658281 actgccatta attcgtgtct gtttttccgt tgagatggca atgcatatta cactcacgac
  4658341 aaacagcaat gccgctcccc aactgatcat ccgcccctga gtttccagca tacccatcgc
  4658401 tcgacccaac agggcataca gcaaataata gaaagtatcg ccgtaaatat agaggttagc
  4658461 aggcaacaaa cggaaatcat caagggagaa cttgctggtt tgcgggttgg cgacgacagc
  4658521 caataacagg atcaatattg ccagatagcg gcccgaaacg ggtttaacct taataagggg
  4658581 cgagaccaga tagaccacga taatggcgta gaagaaccag agatgataaa acaccggttt
  4658641 ttgcaggata tttctcaacg aggcccagcc gtcgattggg gtcaatgttg aaatatagat
  4658701 cagtgcgatc acgctataaa acagcagaca cagtccaata cgcataaagt gttttttctg
  4658761 agcacttttt tcgccaaaga atagatagcc ggagatcata aaaaataagg ggacacacgc
  4658821 gcgggaagct gagttcagca cattggcgat atcccagttg agttctccta cctgtgcacc
  4658881 acgggtcacg taataagtgg tggaatgaat catcaccacc ataatacacg ccaccgcccg
  4658941 aaggttatca atccagtcaa tcttattggt catgcctgct ctctgttatc tgttatctgt
  4659001 attgtttgtt gcaataatgt ttgttgcggt atcgcctgct gcgccgttat cggctgaaat
  4659061 ttagctgacc aaattgcctg aatataagta ggtacgctat tatttttaca aatgattatt
  4659121 tttataaacg cttgcttggc gaataataac gtaagtttgg ggagatacac agagtcatgg
  4659181 gggtttgggg gggagttttt ggtgcggtga tcgggttcgg ttgttatggc ttcacagctc
  4659241 acctggcctc cgatgaacca accgccaatg gggccataag tgcactgaac cccagatctt
  4659301 ggatcttttt atccatgatc tggaggttcg gttcaatgaa acaccctttt tcaacccgcc
  4659361 tagcggcggt tcaacattac ctttcaggaa aggccactct gcgggaaacc gcacgtcaat
  4659421 tcagtgttgg caaatcccct cttacgcgtt ggatccgagc ttttcgccgt caaggtgagg
  4659481 ctggactgga gcaccatctt tccagaactt atactccaga attcaggctt tgcgttgtcc
  4659541 gctatatgat ggcaaacaga tgtagcgctg ccgatgcttc tgctcatttt aacattccca
  4659601 acgagacgat tatccaaaac tggatgaaac gttatcgaga gggaggaaaa gaagcgctta
  4659661 acccatcgaa aacgggtcct actatgccaa aagataaata tgagcacgat tcaaaaccgt
  4659721 tcagcgagat gacgcatgcg gagctagaga aagaacttga gtatctgcgc gcggaaaacg
  4659781 cttatctaaa aaagcggaaa gccctgagag aagaaaaggc actcagggag cagcagaaaa
  4659841 aaccagaata gttcaagcac tgacagcaga acatcgactt tcttgcctac tgtgtgccgc
  4659901 aaaattggca cgcagtacat actattatca tgcatcgaaa ccggacggtg taattgatga
  4659961 ctatgcagat gcggtaaaag cgattggcgc cctaagcaga cgacacgcac agcgctacgg
  4660021 ttatcgccgg atgacggtcg cactgagaaa agaagggttc acactgaatc acaaaacggt
  4660081 gcgaaaactg atgaatcagc acgggttact cagcctcatt cggcggaaaa aatatcgctc
  4660141 ctatagggcc gatggtggcc gggcatccga taatctattg gctcgtaatt ttacatccga
  4660201 aatcagtgga ttgaagtggt gtacagatgt cacagagttc cgagttggag cacagaagct
  4660261 gtatttgtcg gtgatacaag acctgtttaa taatgagatt atttcttggc atatgtcaga
  4660321 aagagcagca ttaatcctga cgtgcaagac gctggaaaaa gcgctgaaag tgaaagggag
  4660381 aaaagaaggc ctgatgttgc acagcgatca gggctggcat taccgaacgc cgatgtggcg
  4660441 ctcaatgctt gtcgaggcgg ggataaggca aagtatgtca cgcaaaggca attgtttaga
  4660501 taatgcagtg atggaaaatt tcttcagtca cctgaaagcc gagatgtatc accgtaagaa
  4660561 gtacgattca gccacagttt taaagcgtga cattgtagaa tatatccatt attacaatac
  4660621 agagcgcatt agcctgaaaa caggcggaat gagtccggca gaataccgga ctcaggtaga
  4660681 aaagcagtaa agcagatgtc caagttttgg ggttcagtgc aaagcgtggc ccccttggaa
  4660741 ccccgcgctt tcgcactatc gcttgcccac ttcgtggggt ccctcgattc atcatttcgc
  4660801 tgacggaccg ggccgattcg cttcctgctc aagcggccct cgctcggcat ccatgcctcg
  4660861 cgtcctacct tcattcttca ctcggctgct caaatgtgct tttgacatca acaacccatt
  4660921 caaaatcaaa aatggattaa aagcctaaag atgatggtct ggctagccct cctgctcggt
  4660981 cgagacgact gtgattaggt gatcactgaa cgaatatcaa ccgaacccga tcaccgactc
  4661041 aaatcaccca atcaaaaata taaataaaaa atacaaataa tcagccaata tacttctcaa
  4661101 tcgcagtcgc cacaccatcc tcgcagttgg tccccgtcac atactgcgct atctccttca
  4661161 gctcagggat cgcattcccc atggcaaccc ccactccggc gtagttaacc attgcgatgt
  4661221 cattcccctg atcacccaac gccatgacat ttttctgcgc aatgcctaaa tgctcagcca
  4661281 gcattttcac gccagtacct ttatccgccc gcttactcag gatttccaga taaaatggcg
  4661341 cactcttcat aatagtaaaa cgctcaaata cttcggcagg catcatagcc aatgcacgat
  4661401 ccaaccgctc tggctcatca atcatcatca ctttagggaa acgtaatgtt ggatccatct
  4661461 cctctactgc ccggtacttc agagggatcc ccgtcaacat cacttcatga agcgtatatt
  4661521 tactgatgtc cttgttggcg gtatataatg tattgaaatc aaaggcctgg aaactaaccc
  4661581 ccaactcacg ggataacgct tcaaaataga gataatcctc aaaactgaga gtctcttgta
  4661641 aaatacactc gccagtcgcc gccttttgta ctaatgcacc gttgttactg atgcaataat
  4661701 cgccactgtt ctccatattc agttcacgta aataacgttg aaccccaata taaggccgac
  4661761 cagtggccag caccacacag acgcctttag ccctggcagc agcaatcgcc tgctttaccc
  4661821 gtggcgtaat ttcatgctgt ggattcagca acgtgccatc catatcaata gcgatcagtt
  4661881 caatagccat agggccctca tctatattta acgaatatct catgctaacg cgattcagca
  4661941 cacaaatgcc agtaagtcta agcacagaca aatagcatca gaatgagaaa tctaaaagcg
  4662001 atactcatca ggtaacaata acaattttca ggcaaaaaaa agcccagtgg cagttttccc
  4662061 accctggact tttttatctg gccaataggc tatctggcta acacattaga tatcaatatt
  4662121 ggctgcgcgc agtgcattct cttcgataaa ggcacgacga ggttcaacag catcacccat
  4662181 cagagtagtg aagagttgat cggcggcgat ggcatctttc accatgactc gcagcatacg
  4662241 acggctctct ggatccatcg tggtttccca caactgatcg gggttcattt cacccaagcc
  4662301 tttgtaacgc tggattgcca aaccacggcg agactctttc actaaccagt ccagcgcctc
  4662361 ttcgaagctt gaaaccggca cacgacgctc gccacgttca acgaaagcac cgtcttcgat
  4662421 taagccacgc agtttgtcac ccaatagaca gattttacgg tactcgccac catggatgaa
  4662481 atcgaagtcc agatcataat cggtatcaac cccgtgggta cgaatacgca aaataggctc
  4662541 gaacagttga cgctcacggt tctcacgcac cactgaactg tagctgctgc catggtgttc
  4662601 tttttcgttc agcaagacca ccagcgaatc aatccattgc gtcacaacct ctttattgcc
  4662661 caaatcctct tcttgcaagg taggctgata aatcaggtta ttcagcaaag cacgcggata
  4662721 acggcgttcc atgcgggcga tagtcttctg gacactgtaa tgctcagcaa ccagtttctc
  4662781 caaaggctca ccagccagtg ctggtgcgtg agcattggta tgcaatgccg cgccatccag
  4662841 agccagtgtc atttggtact gctccatcgc atcatcatct ttgatgtact gctcttgctt
  4662901 acctttcttc actttataca gcggaggctg agcgataaac acatgaccac gctcaataat
  4662961 ttccggcatc tgacggtaga agaaggtcaa caacaacgta cggatgtgcg agccatccac
  4663021 gtcggcatcg gtcatgataa tgatattgtg ataacgcaat ttatccgggt tatattcatc
  4663081 ccggccaata ccacaaccta acgcggtgat cagtgtcgcc acttcctgtg aagagagcat
  4663141 tttgtcaaaa cgcgctttct caacgttcag gattttacct ttcagcggca aaatggcctg
  4663201 atttttacgg ttacggcctt gtttagccga gccgcccgca gagtcccctt ccactaagta
  4663261 gagttcggac aatgccgggt cacgttcctg acagtctgcc agtttgccgg gtaaacccgc
  4663321 cagatcgagc gcacctttac ggcgtgtcat ttcacgggct ttacgcgcag cttcacgggc
  4663381 gcgggccgca tcaatgattt tacccacaac gattttggcg tcagttgggt tttccaacaa
  4663441 atactcaacc aacttctcgt tcatcagcgt ttcgaccgcc gttttcacct cagaagaaac
  4663501 caatttatct ttggtctgtg aggagaattt aggatcgggc actttcactg agacaacagc
  4663561 aatcaagcct tcacgggcgt catcaccggt ggcgctgatc ttcgcttttt tgctgtagcc
  4663621 ttctttatcc atatagctgt tcagggtacg ggtcatcgcc gtacggaaac caactaaatg
  4663681 ggtaccacca tcacgctgtg gaatgttatt ggtgaagcag taaatatttt cctggaaacc
  4663741 atcgttccac tgtagcgcca cttccacccc gatatcgtct ttcatggtgg agaagtagaa
  4663801 cactttcggg tggatcgggt tcttgttttt gttcagatat tcaacaaacg ccttgatacc
  4663861 accttcgtaa tggaagtggt cttctttatc gttacgtttg tctttcagtt tgattgaaac
  4663921 acccgagttc aggaaagaga gttcgcgcag gcgtttagcc aggatctcat actggaattc
  4663981 ggtgttattg gtaaaggtct ggaaacttgg ccagaaacgc acagtagtcc cggtttgctc
  4664041 agtttcaccc accactttca gcggtgcctg tggcacgccc attttgtagg tttgctcgtg
  4664101 aactttacct tcacggcgaa taaccagttc caacttttca gacagggcgt taacaacgga
  4664161 tacccctacg ccatgcaaac cgccggaaac tttataggag ttatcgtcaa atttaccgcc
  4664221 agcatgcaac acggtcatga tgacctctgc tgcagatacc ccttcctcat cgtgcatacc
  4664281 ggttgggata ccacggccat catcctgtac agaaacggag ttatccgcgt ggatggttac
  4664341 cagaatttct ttacaatgac ccgcgagggc ttcgtcaata gcgttgtcca caacctcgaa
  4664401 taccatgtgg tgcagaccgg taccatcatc agtatctccg atatacatgc ccggacgctt
  4664461 acgcacggca tccagccctt ttaatacctt gatacttgag gagtcataag tattcgacat
  4664521 caacgtttct cgctcatttt taatcctgtg gttgaacctc tattttgcca tgttccacac
  4664581 ggaacatctt gcccttttca cctaccatat cggcaacttg ctcagcgctc acggcgctga
  4664641 caaaaacttg tgcctgggta gctttcaaac gctcggccag caatcgacgg cggccggtgt
  4664701 ccaattcgga agcaaaatcg tcaagcagat acaggcaacg ccgcccgctc tgtcgggtga
  4664761 gaaactcacc ctgcgctaac cgcagtgcgc acatcagcaa cttaagctga ccacgcgata
  4664821 gcaaatcttc taccggcgta ccatcggccc gaatgcggaa atccgcttta tgtggcccaa
  4664881 cggcggtata cgttagcgct ctgtcacgct caaactggcg cgccaacaac tcgccatagt
  4664941 cactctcttt atcccagccg cgctggaaag agaaactcag ggcgaactct ggcaggaaca
  4665001 gagcgcatgt ggctgaaata tccgccgcaa tcgcgtcact gtatgccgct cgccattcgc
  4665061 tgatacgctc agccagaggg atgatttcct gatcccaagc ccggatttgc gtatagcgac
  4665121 taacctggcg cagcgcggcg ttgcgctgct tgagtaacct ttttaggttg ctccaggccg
  4665181 taaaaaaacc gggttcatta tgaaagcaac cccagtctaa aaaagcgcgc cggaattttg
  4665241 gcccgccatt taataacgta aaaccttcag gagtgattaa ctgcattggc aacatttgcg
  4665301 ccaattcagc cactttatgc ccatcggtgc catcaatgcg cactttggta tcaccctgtc
  4665361 ggcttttgct cagacccact gacgcctcac gttcattggc gtcaacccgg ccatgcaaca
  4665421 caaactcagc acattcgtga cgtatcactc tgcctgcttg caaactacga aaagccctac
  4665481 catgaccaag ggtataaacc gcctcgagta cactggtttt gccactgcca ttggggccga
  4665541 ctaaaaaatt aaagcccgcc gccagcgcca agtctgccga ttcgatattg cgaaaatctt
  4665601 taatgagtaa acgcgttaga gccatgaaac taattcttat gatcgaaggc aatgtcgcct
  4665661 tatttctgat caagggcgtt atcgtcgcag gccatttgcg tgcggccagc gcgcagccac
  4665721 cggagcgtac ttcatgtacg agaggatggc gagcactgcc caatcgcaaa ggggcaagca
  4665781 agatagcccg ataaatacta caaacgcatt ggcatgacga cataggctgc agcttggctg
  4665841 gcgctgtctt caatctgcac actggataca gagtcagtca ataacaggcg cacatcttcg
  4665901 cacttcagtg catttagcac atcaagcaca tagctgacgt tgaaaccgat ctccatttct
  4665961 gtcccctcgt agctaacatc gaggatctct tctgcttctt cctgttcagg attattagca
  4666021 gtgattttga gttgattgtg gctgacatag agccgaacac cacggaactt ctcatttgac
  4666081 agaattgccg cacgcgaaaa tgcctgtttc agtaaatcgc aaccggcttc cagcatttta
  4666141 tcaggattct tcggcaatac gcggcgataa tccgggaaac ggccatcaac cagcttagat
  4666201 gtgaaaataa aatcgcccac atgagcacga atattattac tgccaatttg cagccgcaag
  4666261 ggggtatcac caccatccag caaccgaacc agctccatca cacctttacg cggcacgatc
  4666321 accgaatgtg agggtaacgt ctggccaata ggcattgagc atacagccaa gcgatgccca
  4666381 tcggtcgcca cagtacgtaa ctcttcgcct tcggtctcaa acagcatgcc gttcaaataa
  4666441 taacggacat cctgatgggc catcgaaaac tgagtggact caatcagacg ctttaacgta
  4666501 gcctgcggta aagtgaattc aacctcactc tgccagtcat ccagattagg gaagtcaatc
  4666561 gcaggcaagg tagacagcga gaaacggctg cgaccagagc gcactagcag gcgatcacca
  4666621 tccaacgcta ccgtaatttc cgccccttcg ggtaaaccac gccagatatc aaaaaacttc
  4666681 cgtgcgggta ctgtggtagc acccggctca tgggactgag acaaggcaac acaagccacc
  4666741 atctccatct ccaagtcggt accggtcagc cgcaaagagc cttccgtgac ttgcagcaac
  4666801 aagttaccca aaataggcaa cgtagggcgt ccacccagcg ggctactgac ctgttgcagt
  4666861 ggttttagca gatgctcacg ttcaatgata aatttcatag cgctaggagg ataatgttct
  4666921 gattaagtta gagaaatctt ctttgatgtc gtgactttcc tcacgcaatt gctcaatctt
  4666981 ccggcaagcg tgcaacaccg tggtatggtc gcggccacca aacgcatcgc cgatttcagg
  4667041 caggctgtgg ttggttagct cttttgccaa tgccatagcc atttggcgag ggcgggcaac
  4667101 cgaacgggaa cgccgtttgg agagcaggtc agcgacctta attttataat attcagcaac
  4667161 agtcttttga atattatcga tagtgaccag cttttcttgc aacgccaaca aatcacgcag
  4667221 ggcttcgcga acaaaatcaa tcgtgatagc gcggccagta aaattggcat tggcgatcac
  4667281 acggttcaat gccccttcca attcacgcac attggaacgc agacgcttgg caataaagaa
  4667341 cgcgacctct cctggtaagc gaatatcatt ttcatccgct ttcttcatta ggatcgctac
  4667401 acgcgtttcc agctctggtg gctcaatggc gaccgtcagc ccccaaccaa aacgcgactt
  4667461 cagacgatct tccaccccgt taatctcttt tggatagcga tctgaggtca aaatgatctg
  4667521 ctgattaccc tctagcaacg cattaaaggt gtggaaaaac tcttcttgag aacgctcttt
  4667581 attggcaaaa aattgaatat catcgattaa taaagcatca accgaacgat aatagcgttt
  4667641 aaactcttcg atagcattat tttgcaaggc tttgaccata tcttgcacaa aacgctcgga
  4667701 atgcatatag accactttag cattggcttt acgggccata atgccattcc ccaccgcgtg
  4667761 tagcagatgg gttttaccca agcctgttcc gccataaaga aataacgggt tataggcacc
  4667821 acctgggtta tcggctacct gacgggcggc agcgcgggcc aactggttag atttaccttc
  4667881 aacaaagtta tcaaatgtgt gttttggatt cacattcgaa cgataagaaa gttcaggctg
  4667941 agcaggtgag ttgtcccagc tcgggcgcat aggtgcactg cgggtaaccg gagcaacagg
  4668001 cgcactcacg ctggctgtaa ctggattatt gtgtgctctt gccgcaggtt tactccctac
  4668061 ctcaaaacgc agtaaaggga cctcggtgcc acaaaaatca ttaagtaagc cattgatatt
  4668121 gtttaagtac ttatcacgga cccagtccag tacaaaacgg ttaggtgcgt aaagcgccag
  4668181 agtattgtca ctcagttccg cctgtagggg gcgtatccac atactaaatt ctgtggcagg
  4668241 taactcatcc tgcaatcggg caagacactg ctgccaaagc gaaagtgaca cggcggactc
  4668301 cactcgaaca agatcaataa aagaaagaaa tcaggatatt ttgtaactca tcgttttgac
  4668361 acacgccata tggcctgtag caagccaagg tgacatgcga actgtttttt acagttgttt
  4668421 tttactgctg attttttacg actcacattc ccccacgatc ccagagtaga ggaagcgatc
  4668481 ggaatggcgg atcataacgc aaaaggagca atagatcctc tccttcctca cagattagat
  4668541 cctttttatc cacaggctgt tacttttgcg atgagtgtaa cccagcacat cggttttcgt
  4668601 gacctcatcg ttaaggatcc ataaatattt cggaatatac tggtgtcccc ttcccctttc
  4668661 tcaggcaatg gatccctttt aatcggcaaa ggatctcacc gcgatccttg cgctttggcg
  4668721 gggagtccgt ataatcctca gccctacgtg tgatgcctgt gttcttaata gcaatagcta
  4668781 aagggaatcc agcagtaaac acgggcaggc aggctcttgg taaactcccc gtttagaaaa
  4668841 cttctaagcg gcagatgcga tgtcaattga ctcgggactg tacaattatt acaatcccgc
  4668901 ttctttatat gttgcgattg aggcgtcggt agtcttcact ccgagcagcc aaacgcgttt
  4668961 actgaatcag taattatttt aagtttaggt agaaatcgct atgaaacgca ctttccaacc
  4669021 gtccgtattg aagcgcaacc gtagccacgg tttccgtgct cgtatggcca caaaaaatgg
  4669081 tcgtcaagtt ctggctcgcc gtcgtgcgaa aagccgttct cgtctgactg tttctaagta
  4669141 ataaaagcta accatctcag tggttaagct cgcatttcct agggagttac gtttgttaac
  4669201 tcccagtcat ttcactttcg tcttccagca accacaacgg gctggcacgc cgcaaattac
  4669261 catcctcggc cgcctgaacg agctggggca tccccgcatc ggtcttactg tcgccaaaaa
  4669321 acatgtcaaa cgtgctcatg aacgtaatcg gataaagcgc ttaactcgcg aaagcttccg
  4669381 tttacatcag catgcgttac cgtctatgga ttttgtcgtt ttggtaaaaa aaggtgtggc
  4669441 tgacctcgat aaccgtgcgt tgacggaagc tttggaaaaa ttatggcgtc gccactgtcg
  4669501 ccaggctccc gcatcctgat cgggctgatt aggggctatc agctcgtaat cagtccgttg
  4669561 ctggggccgc gttgccgttt ccatccgacg tgctctcatt acggaattga ggcattgcgc
  4669621 aggtttggca tgataaaagg cagttggtta acactgaaac gcgtattaaa atgccaccct
  4669681 ttgaactcag gtggtgatga ccccgtgccg ccgaaactcg acgataacag agaacactaa
  4669741 cgatggattc gcaacgcaat cttctactca tcgctctgct gttcgtgtct ttcatgatct
  4669801 ggcaagcttg gcaagtggat aacaatccac aaccaaccgc tcagaccacg caacagacta
  4669861 cgaataccgc taccggtgat aaagcaagcc aggctgtgcc aggcagcggt cagggtcaac
  4669921 tgatcactgt aaaaactgat gtgctgtctc tgactattaa tacccgtggc ggtgacattg
  4669981 agcaggctaa cctgctggct tacccagata ctttgggttc aagtaatacg ttcgaattac
  4670041 tggaaaccac tccaagtttc gtttatcagg cacaaagtgg tctgacaggc aaaaatggcc
  4670101 cggataaccc agcgaatggc gaccgtcctt tgtttgaagt gccacaaacc agctttgttc
  4670161 tggcagatgg tcaggatgaa ctgcgcattc cattgacctt cacaagtaaa gatggctctg
  4670221 ttttcattaa gactttcgtg ctgaaacgta acgattacgc cattggcgtg gattatcacg
  4670281 ttaacaacgc ctccgctgcc ccactggagc tgacgctgtt tggtcaattg aaacaaagca
  4670341 tcaacttgcc taaaaagcgt gataccggta gcaataactt tgcgctacag acttatcgtg
  4670401 gtgcggctta ctcttctgat gaaactaaat ataagaaata tagctttagt gacatcgaag
  4670461 acaaaaatct ggacatcacc accaaaggtg gttgggtcgc tatgttgcag cagtatttcg
  4670521 ccacagcatg gatcccagcg gctaacgaaa ccaacacctt ctactctgct gagttaggta
  4670581 acggcctggc cgcaattggt ttcaaaggtg cacctgttgt tatccaaccc ggtgaacaga
  4670641 aacaactgag tgccacactg tgggtgggcc cagagattca gaataaaatg gcggaaattg
  4670701 cgccacatct ggacctgact gttgattatg gttggttgtg gttcatttct cagccactgt
  4670761 tcaaactgct gaagtttatc cacagctttg tggggaactg gggcttctcc atcatcgtta
  4670821 ttacctttat cgtgcgcggt atcatgtacc cgctaacaaa agcgcaatac acctcgatgg
  4670881 cgaaaatgcg tttgctgcag cctaaactgg ccgccatgcg tgagcgtatc ggtgacgata
  4670941 agcagcgtat gagtcaggag atgatggcgc tgtacaaagc ggagaaggtt aacccgctgg
  4671001 gtggctgctt accgctgatc attcagatgc caatcttctt ggcgttgtac tacatgttga
  4671061 tgagttctgt tgagttgcgc catgcgccat tcattctgtg gattcatgac ctgtcagcac
  4671121 aagacccgta ctacattctg ccaattctga tgggtatcac catgtacttc attcagaaga
  4671181 tgtcaccaac caccgtgact gatccaatgc agcagaagat catgaccttt atgccggtta
  4671241 tcttcacggt attcttcctc tggttcccgg caggtctggt gctgtactat atcgtcagca
  4671301 acctggtgac catcctgcaa caacagctga tttatcgtgg tctggaaaaa cgtggcttac
  4671361 acagccgcga gaagaaaaaa taacccacag cgataatcat gagtatttag ggcggtcaat
  4671421 atgaccgcct tattcttttt acagaagcct gatttttcac cttcagattt gtgtaaaaat
  4671481 aatacagact tgttacaaaa ataatcgata aagagagaaa tcaccatgag caccactgat
  4671541 actatcgtgg cccaagcaac gccccctggt cgtggcggtg tcggcattct acgtgtttca
  4671601 ggtcgtgctg cctcagaggt tgcacacgcc gttctgggta aattacctaa gccacgttat
  4671661 gccgattatc tgccgtttaa agacgtggat ggcagcacgc tggatcaagg tatcgctctc
  4671721 tatttccccg gtccaaattc tttcactggc gaagatgtat tagagctgca aggccatggt
  4671781 gggccggtga tactggattt actgttaaaa cgcattctgg ccctgccagg gctgcgtatt
  4671841 gcccgcccag gggagttttc cgagcgtgcc ttcctcaacg acaagctgga cttagcacag
  4671901 gctgaagcca ttgccgacct gatcgacgcc agttcagagc aagcagcacg ttcggcagta
  4671961 aactcattgc aaggcgcatt ttcagcgcgt atccatcaat tggtggaagc acttactcac
  4672021 ctgagaatct acgttgaagc tgccattgac tttccagatg aggaaattga cttcctttct
  4672081 gatggcaaaa tcgaaggcca actgaatggt gtcatggccg atctggaaca ggtacgtact
  4672141 gaggctagac aaggcagctt actacgtgaa gggatgaaag tggtgattgc tggccggcca
  4672201 aacgcaggga aatccagttt actcaatgcg ttagctggcc gtgaagcggc gattgtaacg
  4672261 gatatcgcgg gcaccacccg tgatgtttta cgggaacaca ttcatattga tgggatgcct
  4672321 ttacatatca ttgataccgc agggttgcgg gaagccaatg acgaagttga gcgcattggc
  4672381 attgaacgcg cgtggaacga gatagaacag gctgatcgtg tattgtttat ggtggatggc
  4672441 accaccaccg atgccaccga acctgcggct atctggccag agtttatggc acgcttaccg
  4672501 gcaacactgc ccatcactgt ggtacgcaat aaagcggata taacaggtga aacgctgggg
  4672561 ctgaccaaag tgaatggtca ctcacttatt cgcctgtcgg cacgcactgg agaaggtatt
  4672621 gacctgctgc gtgaccattt aaaacaaagt atgggcttta ccagcaacac tgaaggcggt
  4672681 ttcctggctc gacgtcgcca tttacaggca ctggagactg ccgccaggca tttgatacaa
  4672741 ggccatgagc agttagtgag cgcttacgct ggtgaattac tggcagaaga actgcgttta
  4672801 gcacaacaat cattgagtga aattaccggt gaatttagtt ctgatgactt actggggcgg
  4672861 attttttcca gtttctgtat cggaaaatga gtgtaatacc ataaagctag caccagttat
  4672921 cgctaatttt gataacctta ctctatgggt ttggcagtgg ctcgaacact taacgttgta
  4672981 taccctaaat aattcaagtt gtaggaaagc ggctaacgca catgcaactt gaagtatgac
  4673041 ggggataatt actcgtttca caaattgagg ttcccatgat tataaaacca cgtgtacgcg
  4673101 gctttatctg tgtgacagct catccgacgg gctgtgaagc caacgtcaag aagcagatcg
  4673161 actacgtcac aacagaaggc ccaatcgcta atggtcctaa aagagtatta gtgattggtg
  4673221 cgtcaactgg atacgggtta gcagcccgga tcacagcagc atttggttgt ggcgccgata
  4673281 cgctgggcgt tttctttgaa cgccccggtg aagaaggcaa acccggaacc tccggttggt
  4673341 acaatagcgc ggctttccac aaatttgcgg cacagaaagg cttgtacgca aaaagcatca
  4673401 acggcgatgc gttctctgat gagatcaaac aactgactat cgatgctatc aagcaagatc
  4673461 tgggtcaagt tgatcaggtt atctatagcc ttgcttcacc acgacgcacc catccgaaaa
  4673521 cgggcgaagt gtttaactcg gcactgaaac ctatcggtaa tgctgttaat ttgcgtggtc
  4673581 tggacaccga taaagaagtt atcaaggaat cggtcttgca accggcaaca caaagcgaga
  4673641 tcgacagtac agtggccgtc atgggtggcg aagactggca gatgtggatt gacgctctgt
  4673701 tggacgctgg cgtactggcc gaaggggcac aaacgacagc attcacctat ctaggcgaaa
  4673761 aaattactca cgatatttac tggaacggtt ccattggcgc agccaaaaaa gatctggacc
  4673821 agaaggtgct ggctatccgc gagagcctgg cggctcacgg cggtggcgat gctcgcgtat
  4673881 ccgtattaaa agcagtcgtg acccaagcca gctctgccat tccaatgatg cctctgtatt
  4673941 tatcattgct atttaaagtg atgaaagaga aaggcactca cgaaggctgc atcgagcagg
  4674001 tctattccct gtataaagac agcctgtgcg gcgattcacc gcatatggac caagaaggtc
  4674061 gtctgcgggc tgattacaaa gaattggatc ctgaagtcca aaatcaggtt cagcagttgt
  4674121 gggatcaggt taccaacgac aacatttatc agctaactga tttcgttggt tataaatcag
  4674181 agttcctaaa tctgttcggt ttcggtattg acggtgtgga ttatgatgca gacgttaacc
  4674241 ctgatgtaaa aatccctaac ttgattcagg gttaagctcc ggtttattgc tcaataacct
  4674301 gctgcgtcac tatcacgcag caggttgatc atcttcttac tggggttatc aaaaatatca
  4674361 attgcaaacc gcagggggtt ttacgaaatt atttggtgac atccatgata ttctgtcgca
  4674421 agcaacgtag ttatcctgtt ttagtttgta ggtaacataa aaagaaatgg gtaaactaag
  4674481 gattactgat atcacggata ttattaacaa acatctgcaa ataagtgaat catatttgaa
  4674541 ccgccaacca gaaacaaggt aaataaggcc acttaataaa gcataaatca gtagtggaat
  4674601 tgataagaaa gcgataaaaa cagaagcaga aaatgttatt tcctttacca taaccatata
  4674661 ttaattaatg tatttatagc ttaggtattc tattggaatt attattaaca acaatattat
  4674721 tgatgctaat atattaaagt atttattgtt cattatttcc ccccagccca ttaagaatat
  4674781 attgaaggtt tgcttcaggg gttctagggt gtatctccat tgcttttttt aataatgcta
  4674841 taatttttac acttatccca tactttttat ctaaaaaatc taaaccgata gtaatagcaa
  4674901 cccctagaac aaaaaccgca aacgcaacag cgataacact accccccaag aaaccgacag
  4674961 cagttaaaac tgatccaagt aaaaaggatg tggctgaagc aacggctatc ttggccatat
  4675021 ccatcgttat atttcctaca aagtcgacta aggtatgtta atttttaaaa atacattcag
  4675081 aaattctata tccgatagaa aaaaataata caaaactttg ctccacgaat aatccctgaa
  4675141 gctatgcctc ttaggccaat acccatttct aatatttgag ggttagtggt taggtatcgt
  4675201 gtacccgtaa ttatttttct aagtcctgca tagcctgaaa tcttaacgaa cttagttccg
  4675261 ttatcaccaa taaatattgt ggcttttatt cctattttct taaactccat aataacgtta
  4675321 tataaccctc tgacatcatg tatatttcct gcgtaagttg acgttggatc tgtaacttta
  4675381 aatataggtg cgaaggggtc atttatatca attcctcttg aaaacgcttc catagatgta
  4675441 atttgttcac caactcctct agcaaatgat tctggtgtac ttacacccat ctttttttgg
  4675501 gttctatttg ttatgtcgtc aattatatcg tttgcttctg ctgttgttag tacaacatga
  4675561 tattgtttct cattacgtaa tattttttcc aagcctatgg aatcaaaaaa ttcatgctga
  4675621 ggtttcaatt ggtttatttt tgtgttgcca ttcaggaaat tccccattgc acctgtccaa
  4675681 cttggatcgt aaatttctct tgccataaaa tatcccgatt tattttttat aaaactatgt
  4675741 gggttattct atatcatata tagggtccgc ttggaattcg gaaaaaattc ggcacgatta
  4675801 taaataactg agaccttaag ctcgggtaaa ctgagttatc gatttttgtg gcaggaaaat
  4675861 cgatgattct atttcactgt tggcatttta atgggtgcta ttatcctttg gattgtgcgt
  4675921 tgatactgaa agcatagcat cagctattat gaacttcagg agatactggc tgaatgcgat
  4675981 gtcaacatcg accacaccac gatttatcgt taggttcaac gctatccccc tttaaataaa
  4676041 agatagctcg ttggtactgg cgtcattcaa caggtatacg ctcatagcgt attaatgaaa
  4676101 tctatcttca acaatgccta cttatctggt tgatggcggt gaagcaatta ttatcctaaa
  4676161 cgaatgcttt tattaatcga gttcccccaa tcctaataca ccgagagggg gagtttttta
  4676221 cttaatattc aaacgagtta atcgccatta tcagtgatca acaaacgcaa ttttcagcat
  4676281 aaacagtagc gccactacca ctacgcaagg gctgatttca cgccagcggc cagtacctaa
  4676341 tttcatcaaa caataagaga taaagcccag tgcgatccct tcagtgatag agaaactgaa
  4676401 cggcatcatg acagccgtga caaaggctgg aacggcttca gtcaaatcat cccacttcac
  4676461 ccgtgccagg ctagatgtca tcaacacgcc aacataaatc agcgcgcccg cggccgcata
  4676521 cgcaggaacc atacccgcca acggagaaat aaatatcacc agcaggaaga gtatcccgac
  4676581 aacaacagcg gttaacccgg tacggccgcc aacagatacc ccggaagaac tttcgatata
  4676641 cgcggtcact gatgaagtac caataaaagc accggcaacg gagctgatac tgtccacata
  4676701 cagcgcttgt ttcatgcgcg gaaacttgcc tttatgatcc gctaaaccgg ctttatccgt
  4676761 gacaccaatc aatgtgccgg atgaatcaaa caggttaacc agcatgaagg agaaaataat
  4676821 acccgccata ccaatattca acgcgccagc taaatcaacc tgcccaacca cagaagtcac
  4676881 acttggtggc atggagaaaa cgcccgaata atgcacatca cccagcgccc agccaatcag
  4676941 tgtggtaacc acaatagaaa ccagcactgc cgcgtgaata ttacgagaag ccaagactgc
  4677001 gataataaag aaacccagtg cacccaacag tacactgtga gaggtcagat tacccaccgc
  4677061 caccagtgta tctgggtttg cgaccacgat accggcattc ttcaacccca tcatggcaat
  4677121 aaacaggcca ataccacttg tgatccccac acgcaggctc agtgggatgt tcgctatcat
  4677181 ccagtaacga atgcggaaaa tggttagcaa aaggaaaccg attgcccccc agaaaatagc
  4677241 gcccataccg acctgccaag aaatacccat cgcccccacc accacaaaag cgaagaaagc
  4677301 gttgagcccc atcgccggtg ccagtgccac aggtaagtta gccaataagc ccataaaaat
  4677361 gctgccaaat gcggcgatca ggcaggttgt cacgaacacc gcctgcacat ccatacccgc
  4677421 aaccccgaga atctgcgggt ttacgaatac gatatagacc atggtcaaga aagtcgtgat
  4677481 acccgcaatc agctcagtac gagctgtggt gccatgctgt ttcagtttaa atacacgttc
  4677541 gagcaggccc tgctcggtat caaggtttga tttactcatt cgaagagttc cgctgaaggg
  4677601 agtgatagtc ggggcatatc ctataacaaa aatcatttgt ttagagcgtg atcacactct
  4677661 tttttacctc ttttttatta tggcttttat aaacgtctct tttcgcgcca aacgcgccag
  4677721 cccgatgacc ggattaacct ctgtggttaa gacaattcag caccgttcat cactcggcaa
  4677781 tttcaagtta agaagaagat atcagactgc tgacaaaccc cgatgacgcg atcttgaacg
  4677841 gtgaggatag gcagaggagt aaagcgtccg cgccaaggat ggcgcggctc gagcctacat
  4677901 ggatgtattt acggcgtctt tacgatctgc ctgttctctc cgtcgcgggc actttgtcaa
  4677961 taacctcaag atattaattt tattactaac aggctaataa acatcgcttt atttattagg
  4678021 atggttagag tgggattaac tgatgtctat cttttttaaa ggattagttg cgtgaatcag
  4678081 attcaatgcg tcatgttcga ttgcgatggc accttggtcg acagcgaagt cctgtgttgc
  4678141 caggcttacg tcctaatgtt tgctcactac aatattcacc tgtcgttaga agaggtgatt
  4678201 aaacgcttta aaggcgtaaa actgtatgaa attgttggga tagtctgtaa agaatatgga
  4678261 ttagaccaac cgataaaggt actggaaaag ctttaccgtg aagaagtagc acgtttattc
  4678321 gatgccgaat tacagcctat agccggtgtg aaagcgctgt tagagcaaat cgtgttaccc
  4678381 gtctgtgtgg tatccaacgg gccagtcagc aaaatgcagc actcgcttgg cctaaccgga
  4678441 ttactgccat tctttgagga ccggctttat agcagctatg atattcagcg ttggaagcct
  4678501 gatccggctc tgatttacca tgccgctgaa catatgcagg ttgccgctga gcactgtatt
  4678561 ttgattgaag attctgccgc aggtgcccag gccgggattg ccgccggtat tccggtgttt
  4678621 tattactgtg ccgatccgca caaccaaccg attaaccacc cgctagtgac tactttcacg
  4678681 gatattcagc aactgcctca tttgtggaag gaaagaggct ggcatatcac ccgcgattaa
  4678741 tttacctgta atgaattagc ctgcctataa tcaattaact cgattgcagt gttagcttgt
  4678801 tacaccacca gcgccatgaa cgtgccatgg agctttggtt tttaatggca tgctgtgggc
  4678861 taaagcggcg attaaggccg ttagccagta gatccagcgc cagacataaa acaaaataga
  4678921 ccaatgccac aaacagaaag acttccatcg ggtaaaccat actgcggtta ttaacctgtg
  4678981 tagccaaaaa ggtcagctca ttcactccga cgatataagc cagcgatgta tctttaatca
  4679041 atgatatcca ttgattaata aaggacggca ccatcatgcg cagcgcttgt ggcaatacaa
  4679101 taaaccacag ggtctgccag cgattaaaac ctaacgacag ccccgcttgc cactgcccgg
  4679161 caccaatagc cattatcccg gcctttaccg catgagccag ataagcagaa gcaatcagcg
  4679221 ccagtgcaca caccacagtg gtgatttcag gtatatccac accaaaaacg atcggtagca
  4679281 ggaaatacgt ccaaaaaatc aacataatca ccggaatcgc acggaagaag cccaaaacag
  4679341 cggccaatat tcccgcccag acaccacggg acatcgccaa tgccacgccc aacacagtgc
  4679401 ctaatacggc tgaggctacc ccagccatga tactgatcac cacggtcaat gccgcccctc
  4679461 ccagagggcc atcagggaaa gtcccccaca gcagataacg ccagttatca acgataatgg
  4679521 taaaatccat ctcagtgccc tcggacgacg gttcgctgtt gacgccacat accccaagcc
  4679581 tcaattagcg cgatgatgaa aatatacaat agggttgcaa ccccgaatgc ctgaaacgtc
  4679641 cgtaatgttt cagtttcaac ctgccgggaa gcataggaga gttcagctac accaatagcc
  4679701 attgccaatg aagagttttt aataatattc atatattggc ccagcaacgg aggcatggct
  4679761 attttcaaag cctgcggcaa aaccacatac cgcatcgatt gccaccccgt cagccccagc
  4679821 gcatgtgcag catatttctg ccccttggct acgccgctga tgcccgcacg cagctcttca
  4679881 gcaataaatg cggtggaata gagtgtcaac ccgacaaaac cggctaaaaa ctcaaaagag
  4679941 ggccaggcca gagttaatcc ggcaagcgta atttcatggg gagtattgag ccaagggatc
  4680001 caagaagctg gcaggaattg gctggcagca aagtaccaaa agaataattg gatcagcaga
  4680061 ggagtatttc ggaataaggc actgtagcca atagcaaagc ctttcaaggc ctttaactca
  4680121 ctgtctctgg ccgcggccag caaaaatccc aataacgtgg cagccaccac cgtacaggcg
  4680181 gaaatccaca acgtcagtaa aaaaccatcc cacagccaac caagatattg cggggctaat
  4680241 agccaatcag tcagatgatg tagattcata ggcttttata tctatatcca tctgatgctc
  4680301 taatcgcatg agtttttaag tacacaataa aatccatctt atttttactt cataacttaa
  4680361 cataccgacg tattaccgta ctgatagcca aagtcattgg cattgcaggt aggcaatcaa
  4680421 cccctgcaac gccaaaaacg aaggggataa gttacgcttt aggctgttgg tctaacgggg
  4680481 caaatttaaa ctcaccacgc ggttgtgctg aattggtttc cggcccaaac cagcgatcat
  4680541 aaattttcac ggcgtcaccc tctttctcca gcttaattag tgtctcgtta accactgctg
  4680601 ttaagcgatc ttcgccttta ggaataccaa cgccctgata ctctttggtg atactaaaag
  4680661 gtgaaatctc aaaatctgct ttttgcgctt cagggatatt acccagcagg cccactaatt
  4680721 ttgcatcatc ctgcgtgata gcttgaacgt taccattacg tagggcggtg aatgccagcg
  4680781 gtgtatcatc gtaagagatc actttcgcgg ttggataatg ctcacgtaaa gtaatttcct
  4680841 gtaccgtgcc tttgtctgca ccaatacgta acttaccaat atcttccggt gtttttaata
  4680901 cgcctttgcg agcaataaat ttttgacccg tcgcaaaata gggcaggctg aagttcacct
  4680961 ctttggcgcg ttcatcagta atagtgaaat tggcagcaat caaatccact tttttagaag
  4681021 ccagtaatgg gatgcggttc gccgggttgg tcgcccgtaa ctccactttc acccctaaat
  4681081 ccttagcaat agcattagcc acatcaacat cgtatcccac cagcttttta gtctgcgggt
  4681141 cgatataacc aaatgggggg ttgctatcga aaacagcaat ccttaccaca cccgcttgct
  4681201 tgatatcatc caacttatca gcgtaagcag tgccggaaag tgtagctaga cccgcgagta
  4681261 gcgttaaggc tattgcactt tttttatgga aagatcctgt ttcatgggaa aactcctaaa
  4681321 gagatgagat attgcgttat gtatacgcta ccaactccgt gttaggtcag gaaataatat
  4681381 aaaacgatat gtttataacc aattaatctc aatgagttaa tctggctgca ttgggaaagt
  4681441 gagacaaggc cgtagagcga caataaagca gtaacttagg cggttcactc ttgtttaagg
  4681501 aacatatatt tctgaatttt catatcaaga aacgttactg ctgtgctggc cggcagcgac
  4681561 gtcctctgct ttagctttat cctgacttat ggcgataact ggcttggctt tactcttgac
  4681621 ttggctaacc ggttcttccg taatctccga ctgaccaaca aaaataccgc cctttttgat
  4681681 tgagaaatta ctgcccttca cgataccttt taagcgacca tgttccagaa tttccagatc
  4681741 atcagaaata caaacccctt caaccctgcc atcaaccgta atatgggggg cagttaaatt
  4681801 tccctcaatc tgcccactac gcattaatct gattgaacct tcattgacga tgatatcccc
  4681861 catcaccaca ccataaatct gaatatcacc atccagatta atattgcctt tcaactgtgt
  4681921 acctgcggca ataatagtat tgtttttagc attttcctgt gaagcattag ataatggcat
  4681981 actcgtttgg ctagggatat ttacgctaga agaaccgtca ttattactat ttactttctt
  4682041 tttgaacata acattactca ctgtaaagat gaggaataat gcagggacga taaaaagata
  4682101 gaaaaacaaa tcgtagatag cataggccac taaagccgca acccacaggc cccacaagag
  4682161 actaagcacc atgttcttgc gtatgtaaaa gctcattact ttctatcccg ccctgcttga
  4682221 aaaaacatta atcattattt tcaataaata acacagtctc taaaaaatat tccggaatta
  4682281 tattttccta tatgaggaaa gtgcatttcc cattaataaa aataaataac taaaataaaa
  4682341 aataaccatc gcattatgtg cgatatttgt caaataggag tataaacaga gagtaaatat
  4682401 ataataatta atagcggggg aattatggtt attaataaca aggagtggat aaaaaaaccg
  4682461 gtcaaacgag taggctgacc ggggttaaat attatttttc aggcttacca gagagtaact
  4682521 tctctaagtc atcaccacca aggtggcgga agtcatgccc tttaacaaag tagaagataa
  4682581 actcgcaaat attctgacag cggtcaccaa tacgttcaat ggaacgagca caaaacaatg
  4682641 cagttaacac acttgggata gttcgcggat cttccatcat atatgtcatc aattgacgta
  4682701 caatgccttc atattcttga tcgacctttc tgtcttcacg ataaatccgg atagcttcat
  4682761 ccagatccat ccgagcgaat gcatccaaga catcatgtag catttgcacc gtatgacgcc
  4682821 ccaaagactc taggctgacc aatagcggtt gatgttgatg agagaatttt tccaatgctg
  4682881 tgcggcagat tttatctgcc acatcaccaa tacgctctaa ttcggaaatg gtcttaatga
  4682941 tagccatgac taaccgtaga tcactggctg ttggctgacg tttggcaatg atgcgcacac
  4683001 aggcttcatc aatggccact tccatcatat tgaccttttc atccccatca attacccgct
  4683061 ttgccagctc gccatcttga ttatgcatgg cggtgatcgc atcagataat tgttgttcca
  4683121 ccaacccccc catagttaaa acttgggtgc ggatatgttc aagttctgca ttgaactggc
  4683181 cggaaatatg tttatttaga ttcagattat ccatgatact tcccgtacgt atggcctatc
  4683241 ccaaaggcag taggcgtaat gaatgtagtt gcctatgtgc agtagcccag taataaggcc
  4683301 atcaaccata gcgaccagtg atataatctt ctgtctgttt ttgctgtggc gtcgtaaaca
  4683361 gggtatctgt atcactgaat tcaataagct cgcccagata cataaatgcc gtgtgatctg
  4683421 aacagcgagc agcttgctgc atattgtgcg ttacaatcac aaccgtatag tccgatttca
  4683481 attcactaat cagctcttca atacggccgg tagagatcgg gtcaagcgcc gagcaaggct
  4683541 catccaacag taatacatca gggcgaatgg cgataccacg agcaatacac agacgctgct
  4683601 gttgcccgcc cgataagcta taaccgctct ggtgcaactt atctttggtc tcattccata
  4683661 acgctgcttt ggtcaatgcc cattgcaccc gctcatccat atcggcgcga gataagctct
  4683721 caaacagttt gacaccaaaa gcgatgttgt cgtaaatcga catcgggaac ggagtcggct
  4683781 tttggaaaac cataccgact tttgcccgta gcaaagcaat atcttgttta tcggttagga
  4683841 tattttggcc atctaataag atgtcacctt ccgcccgctg ttctggatac agctggtaca
  4683901 ttttattgaa agtacgcagt aaagtagatt taccgcaacc tgacgggccg atgaacgcag
  4683961 tgacctgatt cttggcaata tccaacgaaa tattcttcag tgcatggaat ttgccatagt
  4684021 agaagttcaa atcgcgaacc tgaattttac tgttggtgac gtcagtagcc atactcatca
  4684081 agacttctct cttttagcca ataccgccga agcggcattt tggaatttat tggcgaatag
  4684141 gtattttttc ttagctaatt agtgcttttt cttagcaaaa ataacccggg ccagaatatt
  4684201 cagtaacagg acacacaagg tgatcaataa cacccctgcc caagccagat tctgccattc
  4684261 agcaaacggg ctcatagcaa acttaaatat agtgaccggt aagttagcaa taggccgtgt
  4684321 cagatcggta ctccagaact ggttggagag cgaggtaaac agcaaaggtg ccgtttcacc
  4684381 agcaatacgt gcaatcgcca gcaaaatacc ggtcaaaata ccagaaacag aggctttcaa
  4684441 cgtgatagcc gagatcatcc gccattttgg ggtccccaac gcataagccg cttcccgtag
  4684501 gctatcaggt actaatttca gcatgttctc tgtggtgcgg ataacaatcg gcacttgtaa
  4684561 cagcgccagt gcaatcaccc cggcccaacc agagaagtgc tccatcttgg cgaccacaat
  4684621 ggtgtaaaca aacaggccaa caacgataga cggtgccgat aataagatgt cattaataaa
  4684681 gcgggtaact tctgccaacc acgatttacg gccatattcc gccagataaa tcccagccat
  4684741 gatcccaagc ggggtaccga taactgttgc ccacagaatt aataacccac taccagcgat
  4684801 agcattcgct aagcccccgc ccgcagtatt tggtggtggt gtcatctcgg taaacaatgc
  4684861 cagagacatc ccatcgatac ctttggtgac ggtggagaat aaaatccata tcaaccagaa
  4684921 caaaccaaat agcatcgttg ccattgaaag caccaaggca atccggttct tttggcgacg
  4684981 ccaagcctgc tttttacggc ggctctccat cagcgtcgca tcatttcgca tatctatggt
  4685041 caccatgtta acgcccctcg ttcttagcca gacgcataat cattaactta gatagagcca
  4685101 gcacgataaa ggtaataacg aacaaaataa gtcccaactc cattaacgcg gcggtatgta
  4685161 agccagattc tgcttctgca aattcattcg ctaacgcaga ggtaatactg ttaccaggca
  4685221 taaacagtga gaaactatcg agctggtagg tgttaccgat aataaatgtc accgccatgg
  4685281 tttcacccaa tgcacggcca agacctaaca tcacaccgcc gataacccca ttcttggtgt
  4685341 aaggcagcac aatgcgccag ataacttccc aagtggtaca gccaatgcca taagctgact
  4685401 ctttcatcat cacgggcgtt tgttcaaaga catcgcgcat aactgccgca atgtaaggaa
  4685461 taatcatgat ggctaaaata atacccgcag ccaaaatacc gataccgaat gcagggccgg
  4685521 agaacaaagt cccaacaatt ggaataccgg acatcacgtt gccaacaggc tcttgaaaat
  4685581 agcgggcaaa taatggagca aagacaaaca ggccccacat accgtaaaca atacttggga
  4685641 tcgccgctaa caactcaatc gcgacgccca aaggccgttt taaccaattt ggcgccagtt
  4685701 ccgttaagaa caaagcaata ccaaaactga caggcacggc aataatcagg gcaataaccg
  4685761 aggtgactat tgtgccgtaa atcggtacta atgccccgaa ctgctcagcc ggtggatccc
  4685821 actctttggt ccagagaaaa gcaaaaccaa acttttctat actcggccag gaagcaacaa
  4685881 tcaatgaaat gataatgccg cccaacagaa atagcgtaat cagcgcagcc agttttacta
  4685941 gcgcactgaa aatgatgtca ccgtatttac tcggtgcttt gatcgtcggc ttgtacgcag
  4686001 ccatagactc tcttctcatc agggtgtttt ccccttcgta cttgacgccg caggtgtatt
  4686061 agctctgttc acacacccga atcacttact ggccttgacc ctaaaactta ctggtcttgg
  4686121 ccttaaataa gtcagctcat cgggatgcgt ttacttgctg cctacctgca gctccaatta
  4686181 ctttgggtat tatattgaat caatatttta taaatcactt gttgccagta aatcagaaga
  4686241 ttggcttgcc gctgctatct ttaatctgag ttttccaagc tgcacgtact tgttcaacaa
  4686301 cttccgcggg taatgttgca taatccagtt cgttagcttg tttagcgccg tgtgtgtaac
  4686361 cccagtcaaa gaatttcaat acttctgtgc cattagcagc attcttctgt tctttatgca
  4686421 ctaagatgaa ggtcgttgag gtaattggcc aaacatcatc acctttttga ttggttaagt
  4686481 cttgagcaaa tgatttgctc cagtccacac cttttgctgc agagctaaag ctgtgctcag
  4686541 ttgggctaac gggcttccca tctgctgaaa tcagtttagt gtaagccaaa ttattttgtt
  4686601 tcgcgtaagc atattctaca tagccaattg agccaggcag gcgctgaaca aaagcagcga
  4686661 taccgtcgtt acctttacca cctaaaccgg ttggccagtt cacggtagag ccagccccga
  4686721 ctttctcttt ccattctgcg ttcactttag ccaagtagct ggtgaaaaca aatgaggtac
  4686781 ccgagccgtc agcacgacgt acaacagcaa tattttgatc cggtaattta acgcctgggt
  4686841 tcaacttaac aatcgcagga tcattccact ttttcacagt gcccagatag atatcaccca
  4686901 gcgttttacc gtctaatgtc agctcaccgg atttaatgcc aggaatattc acggctaaca
  4686961 ccacaccgcc aatcacggtc gggaattgga acaaaccttc agtagccagt ttttcatctg
  4687021 ttaatggcgc atcagaagca ccaaaatcaa cagtattggc aataatttgc ttcacgccac
  4687081 cggaagaacc gataccttga tagttaattt tgttacctgt ttctttctga taagaatctg
  4687141 cccacttggc atacaccggt gcggggaatg tcgcacctgc acctgtcagg cttgcagcag
  4687201 cgaacgcgga tacagcagtc atagataaag tcgctgccac aatgctggct acggtggtac
  4687261 gcatcagttt cataatccct cctaatggga tattagaatt aactctttac ccaacgaact
  4687321 tggtgttgct agtgggtagc gaatgaatcc caggaaactt actcaggtaa gtggttcggg
  4687381 gggaacatcg ctaacaaccc tgcgacttca agtacgaagt gtataaattg ttttcatcag
  4687441 atcaagtatg gtgcaggagg gaaaatagga cagtttaatg acagaaaaat gtacggatta
  4687501 ttacagttat atgacaagcc atttgctatc aaatgaactt atttattatc aacgcattac
  4687561 gttattatac agtggttttt tattctttta tttgtaaaaa attcagcgta tcagttctct
  4687621 ttctccctaa aaaaacgatt agtatttaag ctaaactaat aactgattat ttaaaaataa
  4687681 agacaaaaaa gccgacaaat ttgccggctt tcgttaatac gctattcttt cgttaatacc
  4687741 ctatcttaga gcaacttatt caaccgttac tgattttgcc aagttacgtg gctgatccac
  4687801 atcagtgcct ttaatcagcg cgacatgata agacagtagc tgtagcggta cggtatagaa
  4687861 gataggcgca ataatttctt cgacatgtgg cagctgaatt attttcatac cttcgctatc
  4687921 agtgaacccg gcatcttgat cagcaaacac gtatagcaaa ccaccacgag cacgcacttc
  4687981 ttcaatattg gatttgagtt tttccaataa ttcattgttc ggtgccacca caatgaccgg
  4688041 catatccgca tcaatcaatg ccaatgggcc atgcttcaat tcacccgcag cgtaagcctc
  4688101 tgcgtgaata taagagatct ccttcagctt cagcgcccct tccattgcga tcgggtattg
  4688161 atcaccacgg ccaaggaaca gtgcatgatg cttatcagag aaaccttcag ccaacgcttc
  4688221 aatggtttta tccagagata acatctgctc aatacgtgca ggcaatgcct gtaacgcatg
  4688281 gacaatatcg tgctccaggc tggcatcagc acctttcagc ttacctatac gccccaccag
  4688341 catcagcaaa acagtcaatt gagtggtaaa ggcttttgtt gaagcaacac caatctcagt
  4688401 acctgctttg gtcatcagcg ctaaatctga ttcgcgaact aaagaagatc ctgcaacgtt
  4688461 acaaatggcc agtgaaccta aataccccaa ctctttagat aaacgcagag ctgccagagt
  4688521 atcagccgtt tcgccagatt gtgacaaagt gatcaacagg ctatttggac gcacagctga
  4688581 tttgcgataa cgaaattcag aggcaatttc gacatcacat ggcacacccg ctaaagactc
  4688641 aaaccaataa cgagaaacca tccctgagtt gtaagacgta ccgcaggcaa tgatttgaat
  4688701 atgttgaacc tctgccaaca gggcatcagc ttttgggcca agttctgaca gatcaatcat
  4688761 cccgtggctt aaacggcctt ccagcgtatt cttaatcgcc attggctgtt cataaatttc
  4688821 tttctgcatg taatggcggt aaataccttt atcacccgca tcgtattgca cctgagattc
  4688881 gatttcaggg cgctcaatag cattaccctg cttatcaaag atagagatgc tccggcgagt
  4688941 aacttcaacc acatcacctt cttccaagaa gataaaccgg cgagtaactg gcagtaaagc
  4689001 aagctggtca gaagcaataa agttttcacc cacaccgcac ccgatcacca gcgggctacc
  4689061 tgaacgagcg gcaatcagac gacttgggtc acggctatcc atcacaacag taccgtatgc
  4689121 accgcgtaat tgcggaatca cacgtttcac aacttccagc aaagaccccc cttgctgctg
  4689181 ctcccaatgt actaagtgag caataacttc ggtgtcagtt tcagagctaa aacgatagcc
  4689241 acggctaatt aataattcac gtaacggttc atgattctca ataatgccgt tatgcacgac
  4689301 ggagatatag tcagaaacat gagggtgtgc attagcctct gacggctccc catgggtagc
  4689361 ccagcgggta tgagctatgc ccgtgccacc gtgtaaatcc tgcttttcag cagcatcaga
  4689421 caaagcatga accttaccca ccctacgtaa acgagtcagg tgaccttcac tatcaactac
  4689481 cgctaaacca gcggagtcat agccacggta ttcaaggcga cgtaagcctt cgatcagaat
  4689541 ctcagcgata tcacgttgcg ctactgcgcc aacaattcca cacatctgtt ttattcctat
  4689601 gtaaggtccc ttattaggac cttttcgatg tcagtgacct gattgatccg gattttccgg
  4689661 gctccccgag cctgtagagt tggggattat tatgttttgt actgtatttt cagtaaacca
  4689721 aaaatacagg gcaaaacatc ccttcaaaga agcataattc accttgaagg gtgcttttaa
  4689781 taacgttact ttttctttac cgggcgcttc catccctgaa tatgaacctg cttaacccgg
  4689841 ctgatgacta attcattttc ggcaacatca cgggtgacag tcgtacccgc gccaatggtt
  4689901 gcaccgtttg caacggtgac cggggcaact aattgagtat ccgatccgac aaaaacatca
  4689961 tcgccaataa tagttttaaa tttattagcc ccgtcatagt tacacgttat agttcccgcg
  4690021 ccaatattga cgccagcccc aatctcagcg tcacctagat aagagagatg accggcttta
  4690081 gagcctttac ccaaacgggc ttttttgatt tcaacaaaat taccaacatg tgcaccttca
  4690141 gccaattcag cgccaggacg cagacgagca aatggcccaa cagtacagtt ggcatccagg
  4690201 cgggcatctt ctaaaacggt atatgggctt atttctgagt catcaccaat cacacagttt
  4690261 ttgagtacac accccgtacc aattcgcacc cggtcaccta aaatcacatg accttcaata
  4690321 atgacattgg tatcgatagt aatatcgcga ccatgagtta attctccgcg caaatcaaaa
  4690381 cgggagggat ccaatagcat cacgcccgct aacaataatt tttccgcttg ttctgtctga
  4690441 aatacgcgct caagagcaga caattgcagg cgattattca ccccttccac ttcactcaag
  4690501 cgggtaggat ggacagtggc aattttctta ccatcggcat gcgctaacgc aataatgtca
  4690561 gtgatataaa actcaccttg agcattatta ttatccaaca atgatagcca gcgttttaaa
  4690621 tcgcgcccat ttgcgaccag aatccccgta ttgatctcgt tgatttcccg ttgtgcatcg
  4690681 ctggcatctt tatgttcaac gatcccgacg acatcgccat tctcacgaac gatacggcca
  4690741 taaccgcttg ggttatccag ttttactgtc aacaagccaa tcccgccctc gggcttagcg
  4690801 gccagcagac gttgtagcgt atcaacagag atcagcggca catcgccata caacatcaaa
  4690861 atatcttcat catcagcaaa atgtggggca gcttgctgca tcgcatggcc agtacccagt
  4690921 tgctcagcct gtaataccca attcaaggat ggatcggcca aggtcttctt cagtaactca
  4690981 cccccgtgcc cataaaccag atgaacatgt tgtgcaccta gcttcatggc agcatcaata
  4691041 acatgctgaa ccattggctt acctgccaat gggtgcaata ccttaggaag gtcggaatac
  4691101 atacgtgtcc ccttacccgc ggcaaggatg acgacactca ttgagctgtt agacataagc
  4691161 aacctgataa ctccaattta atagacggaa gtaaacctgt ttaccgaaat aattactaca
  4691221 tatttctcaa cgaaaaacgt acacaacccg cgtggctaaa gggctgtagt gacttgtcat
  4691281 ataaacaaaa aatgcgtaaa aaagtgtcgg tgatcggcga cgttttttgc cgtttttttg
  4691341 tcaaaatgta ttctgttaat taggttaata actacttatt ttacgacaga aaacaaggat
  4691401 tatccgaaag aaattcgata atccttgctt atgatttatt gaagatttta aaggattaca
  4691461 catcatatat acccaagtta tttcaagatg caggcgggta acaaccgagt aaatacccag
  4691521 gagcgtagac aactaagtga ctggggtgag caacccctgc attttgaagg gctacgggta
  4691581 gatgagggat aaaacagtca aggctgggtg gtataagtat taaaaaatgc cagtcagttt
  4691641 tcaccgactg gcattctatc gttacttaat aacattatat ttcatatggt ttaaacgccg
  4691701 aggtttaaaa ccttgtgatt atctatctga taccgcttaa gcagtcacag atagataaac
  4691761 aatacaaaat ataacgttac atcgctttct tggttagctc aattacgcgt agtttcgcaa
  4691821 tcgccttcgc caattcagcg gatgcctgag catagtcgac atcgccgtgg gagttattaa
  4691881 tatgggcttc tgctttacgc ttagattcca gcgctcttgc ttcgtccaga tccagcccac
  4691941 gaatagctgt gtcagccaat acgatcacaa cgctcggttg cacctcaagg atgccgccag
  4692001 aaagataaat aaactcttcc tcaccgaact gtttaacgat acgtatcatg ccaggcttga
  4692061 tggcagtgag cagtggggcg tgcccaggga aaatacccag ttcaccttca ctacccgtca
  4692121 cctgaatctt ttgtaccacg cctgagaaca ttttcttctc ggcgctcaca acatccagat
  4692181 ggtaagtcat tgcagccatg tcaccctcca gtcaacagcg ttacagtttc ttggcttttt
  4692241 ccactgcttc ttcaatggta ccaaccatgt agaacgcctg ttccggcaag tggtcatagt
  4692301 cgccattcat gatgcctttg aaaccacgaa tggtatcttt cagcgacaca aacttgcccg
  4692361 gtgaaccggt gaagacttca gccacaaaga acggttgaga caggaagcgc tgaatcttac
  4692421 gcgcacggga taccaccagt ttgtcatctt ctgacaactc gtccataccc aagatcgcga
  4692481 tgatatcttt cagctcttgg taacgttgca gaatagactg cacgccacgc gctacatcgt
  4692541 agtgctcctg accaacaacc aacggatcaa gctgacggct ggtagagtca agtgggtcaa
  4692601 ccgctggata aatacccaga gaggcgattt gacgactcag aacgacggtt gcatccaagt
  4692661 gagcaaaggt ggttgctggt gatgggtcag tcaagtcatc cgcaggtaca taaacggcct
  4692721 gaacagaggt gattgaaccc gtcttagtgg aagtaatacg ttcctgcaac acacccatct
  4692781 cttcagccag tgttggctga taacctaccg ctgatggcat acgacccagc aatgcggata
  4692841 cttccgtacc agctagggta taacgataga tattatcgat aaacagcagt acgtcacgac
  4692901 cttcatcacg gaatttctcc gccatggtca ggccggtcag tgcaacgcgt agacggttac
  4692961 ctggtggctc attcatctgg ccgtaaacca aggatacttt gtccaaaacg ttggagtcag
  4693021 tcatttcatg gtagaagtca ttaccctcac gggtacgctc acctacaccg gcaaatacag
  4693081 aatacccaga gtgctcgatc gcgatgttac ggatcagctc catcatgttt actgttttac
  4693141 ctacacccgc accaccgaac agaccgactt taccgccctt agcaaacgga caaatcaggt
  4693201 ccataacctt gataccggtt tctaacagat cttgtgagct agcaagctct tcataagaag
  4693261 gcgcttcgcg atggattgcc caacgctctt cttcaccgat aggacctttc atgtcgattg
  4693321 gttcacccaa tacgttcatg atacggccaa gggtcgcttt accaaccggt acttcgatcg
  4693381 ggtgttctag gttggttact ttcaacccac ggctcagacc atcggaagag cccattgcga
  4693441 tacaacgaac aacaccaccg cccaactgtt gctgaacttc cagcactaac ttttcagttg
  4693501 taccttctac ctcaagggcg ttgtacactt ttggtacagc gtcttggggg aattcgacgt
  4693561 ccactacggc gccgattacc tggataatct ttccagtagc catcttgaat cctctacgta
  4693621 atacgtttac ccgccatact tcaaattgct ggggcgttgg ctaccttatc tcaccccgac
  4693681 gacttacttt ataagcgtca gaggatttac tcagttaccg ccttcccgca atctgaacta
  4693741 tttagggtaa taacctggtt aaaccgcgga ggctcccccg acgatctcgg tgagttcctg
  4693801 agtgatgctg gcctgacgag ccttgttata aactaactgc agctctttga tcaggctacc
  4693861 gccgttatcg gtggcggctt tcatcgctac cattcgcgcg gcctgctcgc tggccaggtt
  4693921 ttcaacgacg ccctgataaa cttgtgattc cacatagcgc cgcaagagtg tatccagcag
  4693981 ggctttagga tcaggttcat acaagtaatc ccaggacttc ttcttcagct cgccatcttc
  4694041 cgcaggcgga agaggtaaca actgcatgat ccgtggttcc tgagacattg tgttgataaa
  4694101 cttgttattg actatataca gcttatccag acgaccttca tcataggctt gcagcatgac
  4694161 tttcaccggc ccgatcagtt ctgacaacga ggggttatcc cccatgccag tcacttgagc
  4694221 gacaatcttg ccgcctacgg aaccaaagaa agaggctgct tttgatccga tcagcgctaa
  4694281 atcacattca acgccttttt cagaccaacc tttcatctca gccaacagtc ttttgaacaa
  4694341 gttaatgttc aaaccaccgc acaagccacg gtctgtcgaa accaccagat acccaacgcg
  4694401 cttaacgtca cgttcttcca ggtacggatg tttatattcc agattaccta acgcgaggtg
  4694461 accaatcaca ctacgcattg tttctgcata aggacggctg gccgccatgc gttcctgcga
  4694521 cttacgcatt ttggaggcgg cgaccatctc catggctttg gtgatctttt gcgtgttttg
  4694581 cacgctggcg atcttggaac gtatctcttt tgcgccggcc atttctgctt ctcctcatta
  4694641 ccagacggcc tgctttccta acgaaaagca ggaccgcata gcgttaccag gactgggttg
  4694701 ccttaaatgt atcgaggatg cctttcagct tggcctcgat ctcatcgtta tacgcgccag
  4694761 tttggttgat ttgttgcaga agctcagcat gctcacggtc agcaaatgcc aacagtgcag
  4694821 cttcaaagct acccaccttc gccaactcga catcacccag ataaccacgt tcagctgcga
  4694881 acagaaccag agactgctgt gcaaccgaca tcggcgcata ttgtttctgt ttcagaagct
  4694941 cggtcacttt ctgaccatgg ctcagctgtt tacgtgttgc atcatccaaa tcggatgcga
  4695001 actgggagaa cgctgcaagc tcacgatact gtgccagagc ggtacgaata ccaccggaca
  4695061 gttttttcat gatcttggtc tgcgctgcac cacccacacg ggatacggag atacctgggt
  4695121 taacggcagg acgaataccg gcgttaaaca ggctggattc caggaagatc tgaccatctg
  4695181 taatcgatat tacgttggtc ggaacaaacg cagaaacgtc acctgcctga gtttcaatga
  4695241 taggtaatgc ggttaaagaa cctgttttac ctttcacttc acccttggta aaggcctcaa
  4695301 catactcagc gtttacacgc gcagcacgct ccaacaaacg ggagtggagg tagaatacgt
  4695361 cgccaggata ggcttcacga cctggtggac gacgaagcag caaggagatt tgacgatatg
  4695421 caacagcctg tttagacagg tcatcataaa taatcagcgc atcttcaccg cgatcacgga
  4695481 aatattcacc catggcacaa ccggagtaag gtgccagata ctgcaatgct gcagattctg
  4695541 atgcagtagc aacaaccaca atggtgttag ctaatgcgtc atgttcttcc agcttgcgca
  4695601 ctacgtttgc aacagtagag gctttctggc cgatagcaac atacacacat ttaatgccgg
  4695661 aatcgcgttg gttgatgatc gcatcaatcg ccagtgcagt tttacctgtc tgacggtcac
  4695721 cgatgatcaa ttcacgctga ccacgaccaa ttgggatcat ggcatcgacg gatttatagc
  4695781 ccgtctgaac aggctcatca acggattgac gttcgataac accaggtgcg atagcttcaa
  4695841 cagctgagaa gccgtcgttt tctatagaac ctttaccatc aataggttca cccagagtat
  4695901 tgacgacacg ccccaacagg ccacgaccga caggaacttc caggatacgg ccagtacatt
  4695961 taaccttcat gccttcggca agatcggcgt acggacccat aactacagca cctacggagt
  4696021 cgcgctccaa gttcagtgcg attgcgtaac ggttgcctgg cagtgcgatc atctcaccct
  4696081 gcataacatc ggccagaccg tgtacacgaa tgatcccgtc actaacggaa acaatagtac
  4696141 cttcattgtg agcttcgctc actacattga actgagcaat gcgctgcttg atcagttcgc
  4696201 tgatttcggt ggaattcagt tgcatatgct ccagtcccct taagactgca agacgtctgc
  4696261 caggcgttca agacgaccgc gaacgctgcc atctatcacc atatcgcctg cacgtattac
  4696321 tacgccggcc attacagact tatcaatttt gcaattcagc ttaactttgc gtgacagacg
  4696381 tttttccatc gcagcagcaa ttttcgctag ctgttcgtcg ttaagtgctc tcgcagagga
  4696441 cacttcaacg tcgacggtag actccaatga ggcacgcagt tgaataaact gctgtaacac
  4696501 ctcaggaaga accagtaaac ggccattctc cgccataact cgaatgaagt tctgtgcggg
  4696561 ctcatcgagc tgatcaccac agactgcaat aaacgtcgtc gacattgtct ctggcgctac
  4696621 agcaccggaa agtaattcag cgatctgttc attgcgagtc acttgggcag taaacgccag
  4696681 catattctgc caacgctcaa ctgcctggtg ctcaacagca aagtcaaaag ctgctttggc
  4696741 gtaggggcga gctacagtta caaattcaga catcagcccc tccctcctta cagttcagcg
  4696801 accagtttat caacgatgtc gctgttagca gcttcatcca cggaacgttc gatgatcttc
  4696861 tcggcgccag ctatagccaa catcgcgact tgcttacgca actcttcacg agcgcgctta
  4696921 cgttcggcgt cgatctctgc ctgcgcttgc gccacgattt tgttacgttc ctgttcagct
  4696981 tctgctttag cttcatcaag gatctgagct ttgcgtttac ttgcttgctc aatgatcacc
  4697041 tgtgcctctg ctttggcttt cttcagttgg tcggtcgcat tggcttgcgc taagtccaaa
  4697101 tcttttttgg cacgctctgc agaagagaga ccgtcagcaa tttcttgttg acgcttctcg
  4697161 atagcagcca taattggcgg ccatacatac ttcatacaaa atatgacaaa caggacaaac
  4697221 gcgatggcct ggccgaggat tgttgcgtta agattcacag cacaatgcct ctttaaaagt
  4697281 taatagtttg gtgtagtttc accgtagaga aaactctact tacgcgacag caaacatcac
  4697341 gtacagaccc agaccaacag cgatcatagg gatggcgtca accaggccca tgacgataaa
  4697401 gaactgtgta cgcagcagag gaatcaggtc aggctgacgt gcagcgcctt ccaaaaattt
  4697461 accacccagg atgccgatac caatcgcagc accgattgcc gctaaaccca tcatcacagc
  4697521 ggcagccatg tacagcagat ccatattcag gttttccatg acagtctcca gtttatttca
  4697581 gttaaaacgc agtagtgtta taagaaaatc agtgctcttc ggatgccatc gagagataga
  4697641 caatcgtcag aaccatgaag ataaaggctt gtaacgtaat gatcaggatg tggaatatag
  4697701 cccaaggaac actgagcatc cactgtgacc accacggcaa cagacccgca atcaggatga
  4697761 agatcaactc acccgcatac atgttgccga acagtcgcag acccaatgaa agcggtttgg
  4697821 acagcaggct gacaccttcc agaattaagt ttactggaat gaatatcggg tgattgaacg
  4697881 gctgcatagt taattctttt gtgaagccgc ctacaccttt cattttaatg ctatagaaaa
  4697941 taatcaggat gaaaacaccc aatgccatag acaacgtaat gctcacgtca gctgtaggta
  4698001 ccacacgcag tgctggtaac ccaaagacat gttcaccgat gtaaggcagt aaatcgattg
  4698061 gcagtaaatc catcatgttc atcaataaaa cccaaacaaa gactgttagg gctaatggtg
  4698121 cgatgacttt acttttgccg tgatacatat cccgcacact gttatcgaca aaaccgataa
  4698181 ttaactctac agcagtctgc aatttaccgg gtacgccact ggtggcgctt gcagcaactt
  4698241 tgcggaacac aagcagaaaa gctaacccca gcacgacaga gaagaacaaa gagtcaatgt
  4698301 tcaacgtcca gaacgttgca gggccagttg agtggggatt gaccaactca aaggtacgca
  4698361 ggtccaactg aaggtgattc aggtggtgac ctatgtagtc ccttggagta gagatttctc
  4698421 ctgatgcaga catgatgcct cttacccttg ttgtagttaa atacgataac tgttaagtac
  4698481 ggtgaccgtt aatcacggcc ggtgctaaaa tctgcacaat cagcaccgat aaataggtta
  4698541 aaccaagtgg gacaaatgcg gctttaaaca gccctaacgc cacaatcagt aaagctatcg
  4698601 taaggataac ttttaaccct tcgccaatgg cgaacgacca cgcaacacga cccggagctg
  4698661 ctgtttttgc ctgatggcgg caagcaaaca gcataaacat ggcactaggt aaccaggctg
  4698721 ccaacccccc tgccagagca gaaacactcc attccaggct tttaatgcca aaaactgcgc
  4698781 tgagaacaac aaaagtcatt aactgcaaaa acagtaactt tcgtgcaatt ttcccactgt
  4698841 aaagggatac aggcatgacg tttgttctct ccgaaccaca ccagggtatg ctgagtgagg
  4698901 tatgaaactg cctttctccc attgagtcaa gcagcgaaaa acgagcaaat tatacgggcc
  4698961 actcaaacga attcaatcga taagtagcga aaaggtgaac aattatttaa attttattct
  4699021 tttggcttat tttcacaaga aaagcctcgg aataaagctc tcattttatt gtcttactat
  4699081 tccaataata gtcataaaaa cgtgaaatac atcacataaa taaaaacaaa acgatttata
  4699141 acctataaag ccttgctttg tctttaacga aaagagcctt taaaatattt tataaatcat
  4699201 aatgttaaaa ttaaactctt tctaaaacaa cttatctact tagtgaaaac ttaccattga
  4699261 catttcagat aataatttca taacaataaa gatacataaa aagagtggta gccaaccaaa
  4699321 agtaattacc aaagtgatta tttaactact tacaatgttt ttatgctcac tttcacccct
  4699381 ttttttgtaa aaaaaaggtg aaaaataatt ttcctaaaca acagtgagca aataaagatc
  4699441 tccccatgct ggaaacaatg aactcaataa gtttactaac gactactaat aatttgttgc
  4699501 ctttttttga taaaaagcaa agttagtttg acttaagaat aatcaaatgc cgctctccat
  4699561 ccaattcggg aacatccagt tttatcaccg actcaagaac aatatcttcg ggcagaaccg
  4699621 ctaactcatc atcaggccga acccctttaa gcgcataaaa acgcccttca ggcttagctg
  4699681 gcaagtggtg acaccacgag agcatatctt gtaaggatgc aaatgcacgg cttatcacac
  4699741 catcaaatgg cggttctgag gtaaatgcct caactctgct ctgaaccggc tcaatgttat
  4699801 ttaaccccag ttcgtgttgc acctgacgta gaaagcgaac ccgcttaccc aggctatcca
  4699861 acaaagtaaa atgtgcatca gggcgcacaa tagccaaagg gataccagga agacctggcc
  4699921 cggttccgac atcaataaat cggctgcctt gcagatgggg attaaccaca atgctatcaa
  4699981 ggatatgacg cactaacatt tgctgtggat cacgaacaga tgtcaggtta taagctttat
  4700041 tccacttgtc tagcagctct acatagccaa tcaactgatg tttttgctga tcgggtaacg
  4700101 taataccagc aacggtaagc agagagtcta atttttttaa cacaaagggt atcctctgac
  4700161 cagaaaacgc ccagtcagca tataaatggg tcaataggca aaatgataat ccagcatggt
  4700221 aatggattga atatgtttac tgtatttgcc tgaccgtaaa atacagggtg caggcaaacg
  4700281 tttaatcgtc acgcactgcg gcgcaacaat ccttgttttt tcagccaaac cagtaagata
  4700341 gatattgccg cgggggtaat acctgaaatt cgggatgcct gaccaattga actgggttta
  4700401 tggtcattca atttggcaat gacttcattc gacaaacctg agacttgctg ataatcgaga
  4700461 tcaacgggca ataaggtatt ttcgttgcgt agttgttttt cgatctcttc ctgctgacga
  4700521 gtaatatacc cttcatattt gacttgaatt tcaacttgat cagccgattg tggatcagtc
  4700581 aacgctgggc caaatgatgt caaagaggtc aacaaacgat agtctatttc aggccgacgc
  4700641 agtagctctt ctccgttggc ttctttggac aaaggtgctt tcagcagcgc atttatctct
  4700701 gaaacattct cagaatgcgg gtgcacccag atatcacgca gccgttggcg ctctttttca
  4700761 atttgttcaa ctttttggct gaaatgtgcc caccggatat catccactaa tcccaatttg
  4700821 cggcctgttt cagtcaggcg tagatcagcg ttatcttcac gcagcatcaa acggtattca
  4700881 gctctggagg taaacatacg gtacggttct ttagtgccga gagtgcttaa atcgtccacc
  4700941 agcacgccaa ggtaagcttc atcacgccga ggtgaccatc cgtcctcctc gttggcaaaa
  4701001 cggcccgcat taagccctgc aagcagccct tgagccgcag cttcctcgta gcccgttgtg
  4701061 ccattgattt gtcccgcaaa gaacaagcct tgaatatatt tactttccag agtcggtttt
  4701121 aaatcgcgag gatcaaagaa atcatattcg atagcatagc cgggacgaat aatacgtgca
  4701181 ttttccaacc ctttcattga gcggacaatt tgcatctgta catcgaaagg caaactggta
  4701241 gaaatgccgt tcggatagat ctcgttactg gttagcccct ctggttcgag gaagatctga
  4701301 tgtgaattac gatcagcaaa acgcatgact ttatcttcga tcgatgggca gtaacgtggg
  4701361 ccgatccctt cgatgatccc tgcatacatt gggctgcgat ccaggttatt gcggatcact
  4701421 tcatgtgttt tttcattggt gtaggtgata tgacaagcca tttgttcagg atgttgttca
  4701481 gcatttccca agaaagagaa tactggaatt ggcgtatcac ccaactgagg tgttaattgg
  4701541 ctaaagtcga tagttcgcgc atcgatacgt ggtggagtgc ccgttttaag gcgatttact
  4701601 cgcaaaggca gttcacgtaa gcgttgtgat aatgagatcg aagggggatc accggcacgg
  4701661 ccaccactgt aattttctag cccaatatgt attttgccat caaggaaggt accaacagtt
  4701721 agcaccaccg ctttggcacg gaatttcaga cccatttgtg tgactgcgcc aacgacacga
  4701781 tcattttcaa caatgagatc ttcaacaggt tgctggaaga tcatcaagtt aggttgattc
  4701841 tccaatgccg ttcgtaccgc taaacgatac agaacacggt cagcctgagc gcgggttgct
  4701901 cttaccgcag gccctttgct ggcgtttagt atcctaaact ggatccccgc gaggtctgtt
  4701961 gctttcgcca tcaggccacc cagagcatca atttctttga ccaagtgccc cttgccgata
  4702021 ccgccgattg ctgggttaca agacatttgc cccagagtat cgatattgtg cgtcagcaat
  4702081 aaggtctgac gtcccatgcg tgccgcggcc atggcggctt cggtgcctgc atggccacca
  4702141 ccgatgatga tgacgtcaaa ttgatctgga taaaacatgg tactgcacct cgccgttatg
  4702201 cgaatttctg tgtttgccct ggggtggggg attctactca agtttagacg atcgaccaag
  4702261 tggcatagga tcgcctttaa ttaaaagaa
//